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tgccgagagg aatactggct 
2700 

cagctcttgg accgcttcag 
2760 

ttggatagga aggatctagc 
2820 

aatgctgaga ccttctcccc 
2880 

ttagaacagc tagactggac 
2940 

aagtgtgaag tgccagccac 
3000 

tcccaggccc acccagggta 
3060 

tgcgtctcca gcggcatctc 
3120 

cctgaggagg tcagactgtt 
3180 

tggtgcagcc ctcaggagtg 
3240 

cagctcctcc atgtccccta 
3300 

aagccctttg cccaggagtt 
3360 

tgcagccata gctgtcgtaa 
3420 

ctctgtggca gtctgacccg 
3480 

tgggttcaag gaccagagca 
3540 

ttctgccatg ctctgcacat 
3600 

gttttagcct tggaaaccct 
3660 

agctccttgc tccagagggc 
3720 

ggccctgaag aacggcgcca 
3780 

gggagctggg ccccaacatg 
3840 

agcgaaaaag ctgggcttca 
3900 

ctttacagtt atgtgaaact 
3960 

gtttcttggg tatttgtaac 
4020 

tttgtctctt ctaagtcggc 
4080 

tttagtgtct tcaagatcaa 
4140 

tcctagattt tggcaaataa 
4200 

ggtacgtata acccccaaaa 
4224 



ccagacctgc tccccgtttc 
caaatactgg cagcttccca 
gatccatatc ctggagctcc 
ggatgtctgg atcaagtccc 
tgcgggcctg aggctgaaga 
actttttgag atctgtaagc 
cggggctggc acggggctcc 
ggagaggatg ctgtctctct 
cagcaaaggc tttctggtgg 
gcagcgcctt caccagctga 
tagcctggaa tatattcagt 
gcaactctcc gtcctcttcc 
ttggcttcct ctggaaggct 
cctcctggac tcagtcaggg 
ggacctgacc caggaagccc 
catggccatg ctccacccgg 
cacctgctat gagactttga 
acacgagcag tgcttcttaa 
aaccctgttg cagaagatga 
gcgggtctgc agaagatcag 
acatggcagg tctgtagggg 
gtccacaaaa agtcatggca 
gtacaaacta tcataaaaat 
ctcagcaata gcccaggact 
atccagccgg gaggaacatg 
gcccaaagtt gaaaccatgt 
aaaa 



cactcctctt cagcttgtgc 
aggagaagcg gtgcctctct 
tgtgtgagat tgtatcagcc 
tgtcctggct ccaccgcaag 
gcttcttcga ggggcacttc 
tttcagaaga cgagtggacc 
tggcctggat ggagtgctgc 
tggtggtgga cgtgggcaat 
ccctggtgca agtcatgcct 
ccaggagact gctggagaag 
ttgttcccct gctcaacctg 
tgaggacttt ccagtttctc 
ggaaccacgt ggtcaaactc 
cgatacaggc agctggccct 
tgtttgttta cacccaggtg 
aggtctgtga gccactctac 
gcaagaccaa cccttctgtc 
agtccattgc tgagggcatc 
gcagcttctg acttggcgtg 
cagcttctta cctgtgcggg 
tcagacccga gcagcctgga 
ataatggtgt aaagaaaata 
tctcctcttt cgcatctcac 
aaatatgctc tgaaattggg 
ttcataactg gacttttcca 
gagtggaaaa agcattacat 
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<210> 988 
<211> 873 
<212> PRT 
<213> Homo sapiens 



<400> 988 

Ala His Lys Tyr Leu Pro Ala Leu Asp Glu Phe Pro His Pro Pro Lys 

1 S io 15 

Arg Leu Arg Ser Asp Pro Asp Ala Cys Pro Thr Met Pro Leu Leu Ala 

20 25 30 

Met Leu Leu Arg Gly Leu Thr Gin He Gin Ser Arg He Leu Gly Pro 

35 40 45 

Gly Arg Lys Cys Cys Ala Leu Ala Asn Leu Ala Asp Met Leu Thr Val 

50 55 60 

Phe Ala Leu Thr Glu Asp Asp Pro Gin Glu Val Ser Ala Thr Val Tyr 
6S 70 75 80 

Leu Asp Lys Leu Ala Thr Val He Ser Val Trp Asn Ser Asp Thr Gin 

85 90 95 

Asn Pro Tyr His Gin Gin Ala Leu Ala Glu Lys Val Lys Glu Ala Glu 

1Q 0 105 110 

Arg Asp Val Ser Leu Thr Ser Leu Ala Lys Leu Pro Ser Glu Thr He 

13 -5 120 125 

Phe Val Gly Cys Glu Phe Leu His His Leu Leu Arg Glu Trp Gly Glu 

130 135 140 

Glu Leu Gin Ala Val Leu Arg Ser Ser Gin Gly Thr Ser Tyr Asp Ser 
145 150 155 160 

Tyr Arg Leu Cys Asp Ser Leu Thr Ser Phe Ser Gin Asn Ala Thr Leu 

165 170 175 

Tyr Leu Asn Arg Thr Ser Leu Ser Lys Glu Asp Arg Gin Val Val Ser 

180 iB5 190 

Glu Leu Ala Glu Cys Val Arg Asp Phe Leu Arg Lys Thr Ser Thr Val 

!95 200 205 

Leu Lys Asn Arg Ala Leu Glu Asp He Thr Ala Ser He Ala Met Ala 

210 215 220 

Val He Gin Gin Lys Met Asp Arg His Met Glu Val Cys Tyr He Phe 
225 230 235 240 

Ala Ser Glu Lys Lys Trp Ala Phe Ser Asp Glu Trp Val Ala Cys Leu 

245 250 255 

Gly Ser Asn Arg Ala Leu Phe Arg Glu Pro Asp Leu Val Leu Arg Leu 

260 265 270 

Leu Glu Thr Val He Asp Val Ser Thr Ala Asp Arg Ala He Pro Glu 

27 5 280 285 

Ser Gin He Arg Gin Val He His Leu He Leu Glu Cys Tyr Ala Asp 

290 295 300 

Leu Ser Leu Pro Gly Lys Asn Lys Val Leu Ala Gly He Leu Arg Ser 
305 ' 310 315 320 

Trp Gly Arg Lys Gly Leu Ser Glu Lys Leu Leu Ala Tyr Val Glu Gly 

325 330 335 

Phe Gin Glu Asp Leu Asn Thr Thr Phe Asn Gin Leu Thr Gin Ser Ala 

34 0 345 35 0 

Ser Glu Gin Gly Leu Ala Lys Ala Val Ala Ser Val Ala Arg Leu Val 

355 360 365 

He Val His Pro Glu Val Thr Val Lys Lys Met Cys Ser Leu Ala Val 
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370 375 380 

Val Asn Leu Gly Thr His Lys Phe Leu Ala Gin lie Leu Thr Ala Phe 
385 390 395 400 

Pro Ala Leu Arg Phe Val Glu Val Gin Gly Pro Asn Ser Ser Ala Thr 

405 410 415 

Phe Met Val Ser Cys Leu Lys Glu Thr Val Trp Met Lys Phe Ser Thr 

420 425 430 

Pro Lys Glu Glu Lys Gin Phe Leu Glu Leu Leu Asn Cys Leu Met Ser 

435 440 445 

Pro Val Lys Pro Gin Gly lie Pro Val Ala Ala Leu Leu Glu Pro Asp 

450 455 460 

Glu Val Leu Lys Glu Phe Val Leu Pro Phe Leu Arg Leu Asp Val Glu 
465 470 475 480 

Glu Val Asp Leu Ser Leu Arg He Phe He Gin Thr Leu Glu Ala Asn 

485 490 495 

Ala Cys Arg Glu Glu Tyr Trp Leu Gin Thr Cys Ser Pro Phe Pro Leu 

500 505 510 

Leu Phe Ser Leu Cys Gin Leu Leu Asp Arg Phe Ser Lys Tyr Trp Gin 

515 520 525 

Leu Pro Lys Glu Lys Arg Cys Leu Ser Leu Asp Arg Lys Asp Leu Ala 

530 535 540 

He His He Leu Glu Leu Leu Cys Glu He Val Ser Ala Asn Ala Glu 
545 550 555 560 

Thr Phe Ser Pro Asp Val Trp He Lys Ser Leu Ser Trp Leu His Arg 

565 570 575 

Lys Leu Glu Gin Leu Asp Trp Thr Val Gly Leu Arg Leu Lys Ser Phe 

580 585 590 

Phe Glu Gly His Phe Lys Cys Glu Val Pro Ala Thr Leu Phe Glu He 

595 600 605 

Cys Lys Leu Ser Glu Asp Glu Trp Thr Ser Gin Ala His Pro Gly Tyr 

610 615 620 

Gly Ala Gly Thr Gly Leu Leu Ala Trp Met Glu Cys Cys Cys Val Ser 
625 630 635 640 

Ser Gly He Ser Glu Arg Met Leu Ser Leu Leu Val Val Asp Val Gly 

645 650 655 

Asn Pro Glu Glu Val Arg Leu Phe Ser Lys Gly Phe Leu Val Ala Leu 

660 665 670 

Val Gin Val Met Pro Trp Cys Ser Pro Gin Glu Trp Gin Arg Leu His 

675 680 685 

Gin Leu Thr Arg Arg Leu Leu Glu Lys Gin Leu Leu His Val Pro Tyr 

690 695 700 

Ser Leu Glu Tyr He Gin Phe Val Pro Leu Leu Asn Leu Lys Pro Phe 
705 710 715 720 

Ala Gin Glu Leu Gin Leu Ser Val Leu Phe Leu Arg Thr Phe Gin Phe 

725 730 735 

Leu Cys Ser His Ser Cys Arg Asn Trp Leu Pro Leu Glu Gly Trp Asn 

740 745 750 

His Val Val Lys Leu Leu Cys Gly Ser Leu Thr Arg Leu Leu Asp Ser 

755 760 765 

Val Arg Ala He Gin Ala Ala Gly Pro Trp Val Gin Gly Pro Glu Gin 

770 775 780 

Asp Leu Thr Gin Glu Ala Leu Phe Val Tyr Thr Gin Val Phe Cys His 
785 790 795 800 

Ala Leu His He Met Ala Met Leu His Pro Glu Val Cys Glu Pro Leu 
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805 810 815 

Tyr Val Leu Ala Leu Glu Thr Leu Thr Cys Tyr Glu Thr Leu Ser Lys 

820 825 830 

Thr Asn Pro Ser Val Ser Ser Leu Leu Gin Arg Ala His Glu Gin Cys 

835 840 845 

Phe Leu Lys Ser lie Ala Glu Gly He Gly Pro Glu Glu Arg Arg Gin 

850 855 860 

Thr Leu Leu Gin Lys Met Ser Ser Phe 
865 870 

<210> 989 
<211> 402 
<212> DNA 
<213> Homo sapiens 

<400> 989 

gcgtgggata tcgatacccg tcttgagcag gccatggacg ccttgcagtg ccccccaggc 
60 

gacacccctg ttgacgtctt gtcaggcggt gagcggcgtc gtgtcgcgct atgcaagctg 
120 

ttgatcgagc agcctgacct gctgcttctc gatgagccca ccaaccacct ggatgctgag 
180 

tctgtcaact ggttggaggg acacctcaag tcctatccgg gagctgtgct agccgtcact 
240 

cacgaccgct atttccttga tcacgtcgcc gagtggatct gtgaggtcga tcgcggccag 
300 

ttgcacccct acgagggcaa ctactcgacg tacctggaca ccaagcgcaa gcgtctccag 
360 

atcgaaggca agaaagacgc taaacgcgcc aagatcctcg ag 
402 

<210> 990 
<211> 134 
<212> PRT 
<213> Homo sapiens 

<400> 990 



Ala 


Trp 


Asp 


He 


Asp 


Thr 


Arg 


Leu 


Glu 


Gin 


Ala Met 


Asp 


Ala 


Leu 


Gin 


1 








5 










10 








15 




Cys 


Pro 


Pro 


Gly 


Asp 


Thr 


Pro 


Val 


Asp 


Val 


Leu Ser Gly 


Gly 


Glu 


Arg 








20 










25 








30 






Arg 


Arg 


Val 


Ala 


Leu 


Cys 


Lys 


Leu 


Leu 


He 


Glu Gin 


Pro 


Asp 


Leu 


Leu 






35 










40 








45 








Leu 


Leu 


Asp 


Glu 


Pro 


Thr 


Asn 


His 


Leu 


Asp 


Ala Glu 


Ser 


Val 


Asn 


Trp 




50 










55 








60 










Leu 


Glu 


Gly 


His 


Leu 


Lys 


Ser 


Tyr 


Pro 


Gly 


Ala Val 


Leu 


Ala 


Val 


Thr 


65 










70 










75 








80 


His 


Asp 


Arg 


Tyr 


Phe 


Leu 


Asp 


His 


Val 


Ala 


Glu Trp 


He 


Cys 


Glu 


Val 










85 










90 








95 




Asp 


Arg 


Gly 


Gin 


Leu 


His 


Pro 


Tyr 


Glu 


Gly 


Asn Tyr 


Ser 


Thr 


Tyr 


Leu 








100 










105 








110 






Asp 


Thr 


Lys 


Arg 


Lys 


Arg 


Leu 


Gin 


He 


Glu 


Gly Lys 


Lys 


Asp 


Ala 


Lys 






115 










120 








125 








Arg 


Ala 


Lys 


He 


Leu 


Glu 
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130 

<210> 991 
<211> 359 
<212> DNA 
<213> Homo sapiens 

<400> 991 

tctagaatta aagccaaaaa aactcaggct gaagtggcag aagctgtaaa gatgtcgcaa 
60 

cccgcctatc aggctttaga gtcagggaaa aatttaaaat ctgcatttct tcctttaatt 
120 

gcccaatttt taggagtaga tggttattgg ttaacgacgg ggaatactga agattctttt 
180 

agagaaagtg atgtatttag cccgactgta gtgagtgcag aatctactga tcagtatgtt 
240 

tggattgaag ttgtagaagc taacttttct tgcgggacag gtgaatctat tgaatttcac 
300 

tttgatgcta ttaatggaaa aattccattc cccgcttcat tctttaaaga aaaacgcgt 
359 

<210> 992 
<211> 119 
<212> PRT 
<213> Homo sapiens 

<400> 992 



Ser 


Arg 


He Lys 


Ala 


Lys 


Lys 


Thr 


Gin 


Ala 


Glu 


Val 


Ala 


Glu Ala 


Val 


1 




5 










10 








15 




Lys 


Met 


Ser Gin 


Pro 


Ala 


Tyr 


Gin 


Ala 


Leu 


Glu 


Ser 


Gly 


Lys Asn 


Leu 




20 










25 










30 




Lys 


Ser 


Ala Phe 


Leu 


Pro 


Leu 


lie 


Ala 


Gin 


Phe 


Leu 


Gly 


Val Asp 


Gly 




35 








40 










45 






Tyr 


Trp 
50 


Leu Thr 


Thr 


Gly 


Asn 
55 


Thr 


Glu 


Asp 


Ser 


Phe 
60 


Arg 


Glu Ser 


Asp 


Val 


Phe 


Ser Pro 


Thr 


Val 


Val 


Ser 


Ala 


Glu 


Ser 


Thr 


Asp 


Gin Tyr 


Val 


65 








70 










75 








80 


Trp 


lie 


Glu Val 


Val 


Glu 


Ala 


Asn 


Phe 


Ser 


Cys 


Gly 


Thr 


Gly Glu 


Ser 






85 










90 








95 




lie 


Glu 


Phe His 
100 


Phe 


Asp 


Ala 


He 


Asn 
105 


Gly 


Lys 


He 


Pro 


Phe Pro 
110 


Ala 


Ser 


Phe 


Phe Lys 
115 


Glu 


Lys 


Arg 



















<210> 993 
<211> 450 
<212> DNA 
<213> Homo sapiens 

<400> 993 

ngcgcgccgg gcaccacata cgacgacggg acgttattca cctctaacgt gtagccgccg 
60 

tcgcggtccg gatccgcgat gatggccgcg cggcctgaag caatggggta ggtgcccgtg 
120 
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atgcgtcgct ttggcgcacg aggtttacgc cgtggggagt tcataaggga aataccagca 
180 

cagggtcgga ccagttgtta cgatcgctgc atgatctact tgtcgcagga ttatatcggt 
240 

gagctaccca agcaacatat ctcgctggga aagtttgatc ccgacaatat tcctgcggac 
300 

ccgaacgaac tgtttgccac gtggtttaaa gaagccgttg agaacgaagt cggcgaccct 
360 

actgcggtca ccgtggccac ggtggacgac aacggtcagc ccgatgcgcg agtcgtcgac 
420 

cttctgtacc tcaactccga cggcttccac 

450 

<210> 994 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 994 

Met Arg Arg Phe Gly Ala Arg Gly Leu Arg Arg Gly Glu Phe He Arg 

1 5 10 15 

Glu He Pro Ala Gin Gly Arg Thr Ser Cys Tyr Asp Arg Cys Met He 

20 25 30 

Tyr Leu Ser Gin Asp Tyr He Gly Glu Leu Pro Lys Gin His He Ser 

35 40 45 

Leu Gly Lys Phe Asp Pro Asp Asn He Pro Ala Asp Pro Asn Glu Leu 

50 55 60 

Phe Ala Thr Trp Phe Lys Glu Ala Val Glu Asn Glu Val Gly Asp Pro 
65 70 75 80 

Thr Ala Val Thr Val Ala Thr Val Asp Asp Asn Gly Gin Pro Asp Ala 

85 90 95 

Arg Val Val Asp Leu Leu Tyr Leu Asn Ser Asp Gly Phe His 
100 105 110 

<210> 995 
<211> 924 
<212> DNA 

<213> Homo sapiens 
<400> 995 

cgggagctgg tggaccagga cgtgcagcct gcccgctacc acatcgcctt tgggcccgtg 
60 

gtggatggcg acgtggtccc cgatgaccct gagatcctca tgcagcaggg agaattcctc 
120 

aactacgaca tgctcatcgg cgtcaaccag ggagagggcc tcaagttcgt ggaggactct 
180 

gcagagagcg aggacggtgt gtctgccagc gcctttgact tcactgtctc caactttgtg 
240 

gacaacctgt atggctaccc ggaaggcaag gatgtgcttc gggagaccat caagtttatg 
300 

tacacagact gggccgaccg ggacaatggc gaaatgcgcc gcaaaaccct gctggcgctc 
360 

tttactgacc accaatgggt ggcaccagct gtggccactg ccaagctgca cgccgactac 
420 
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cagtctcccg tctactttta 
480 

tgggcagatg cggcgcacgg 
540 

gccaccgacc tcttcccctg 
600 

atgacctact ggaccaactt 
660 

accaagttca tccacaccaa 
720 

agcaaggaga agcagtatct 
780 

gccaacaagg tggccttctg 
840 

ctcttcacca ccaccacgcg 
900 

gctggcgccc cgggcacacg 
924 



caccttctac caccactgcc 
ggatgaactg ccctatgtct 
taacttctcc aagaatgacg 
cgccaagact ggggacccca 
gcccaatcgc ttcgaggagg 
gcacataggc ctgaagccac 
gctggagctc gtgccccacc 
cctgcctccc tacgccacgc 
ccgg 



aggcggaggg ccggcctgag 
ttggcgtgcc catggtgggt 
tcatgctcag tgccgtggtc 
accagccggt gccgcaggat 
tggtgtggag caaattcaac 
gcgtgcgtga caactaccgc 
tgcacaacct gcacacggag 
gctggccgcc tcgtcccccc 



<210> 996 
<211> 308 
<212> PRT 

<213> Homo sapiens 



<400> 996 



Arg Glu 


Leu 


Val 


Asp 


Gin 


Asp 


Val 


Gin 


Pro 


Ala Arg 


Tyr 


His 


He 


Ala 


l 






5 










10 








15 




Phe Gly 


Pro 


Val 


Val 


Asp 


Gly 


Asp Val 


Val 


Pro Asp 


Asp 


Pro 


Glu 


He 






20 










25 








30 






Leu Met 


Gin 


Gin 


Gly 


Glu 


Phe 


Leu 


Asn 


Tyr 


Asp Met 


Leu 


He 


Gly 


Val 




35 










40 








45 








Asn Gin 


Gly 


Glu 


Gly 


Leu 


Lys 


Phe 


Val 


Glu 


Asp Ser 


Ala 


Glu 


Ser 


Glu 


50 










55 








60 










Asp Gly 


Val 


Ser 


Ala 


Ser 


Ala 


Phe 


Asp 


Phe 


Thr Val 


Ser 


Asn 


Phe 


Val 


65 








70 










75 








80 


Asp Asn 


Leu 


Tyr 


Gly 


Tyr 


Pro 


Glu Gly 


Lys 


Asp Val 


Leu 


Arg 


Glu 


Thr 








85 










90 








95 




lie Lys 


Phe 


Met 


Tyr 


Thr 


Asp 


Trp Ala 


Asp 


Arg Asp 


Asn 


Gly 


Glu 


Met 






100 










105 








110 






Arg Arg 


Lys 


Thr 


Leu 


Leu 


Ala 


Leu 


Phe 


Thr 


Asp His 


Gin 


Trp 


Val 


Ala 




115 










120 








125 








Pro Ala 


Val 


Ala 


Thr 


Ala 


Lys 


Leu 


His 


Ala 


Asp Tyr 


Gin 


Ser 


Pro 


Val 


130 










135 








140 










Tyr Phe 


Tyr 


Thr 


Phe 


Tyr 


His 


His 


Cys 


Gin 


Ala Glu 


Gly 


Arg 


Pro 


Glu 


14 5 








150 










155 








160 


Trp Ala 


Asp 


Ala 


Ala 


His 


Gly 


Asp 


Glu 


Leu 


Pro Tyr 


Val 


Phe 


Gly 


Val 








165 










170 








175 




Pro Met 


Val 


Gly 


Ala 


Thr 


Asp 


Leu 


Phe 


Pro 


Cys Asn 


Phe 


Ser 


Lys 


Asn 






180 










185 








190 






Asp Val 


Met 


Leu 


Ser 


Ala 


Val 


Val 


Met 


Thr 


Tyr Trp 


Thr 


Asn 


Phe 


Ala 




195 










200 








205 








Lys Thr 


Gly 


Asp 


Pro 


Asn 


Gin 


Pro' Val 


Pro 


Gin Asp 


Thr 


Lys 


Phe 


He 


210 










215 








220 










His Thr 


Lys 


Pro 


Asn 


Arg 


Phe 


Glu 


Glu 


Val 


Val Trp 


Ser 


Lys 


Phe 


Asn 
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225 230 235 240 

Ser Lys Glu Lys Gin Tyr Leu His He Gly Leu Lys Pro Arg Val Arg 

245 250 255 

Asp Asn* Tyr Arg Ala Asn Lys Val Ala Phe Trp Leu Glu Leu Val Pro 

260 265 270 

His Leu His Asn Leu His Thr Glu Leu Phe Thr Thr Thr Thr Arg Leu 

275 280 285 

Pro Pro Tyr Ala Thr Arg Trp Pro Pro Arg Pro Pro Ala Gly Ala Pro 

290 295 300 

Gly Thr Arg Arg 
305 

<210> 997 
<211> 320 
<212> DNA 
<213> Homo sapiens 

<400> 997 

aaatttaata ccatagcctt ctcttggttg atccttctag gcatgagtta tggcattaaa 
60 

acgggcatcc atcttggtgt cgatatcgta cttaatgccg tgcctaaacg agtatcaaga 
120 

gccttgtctt tgttcggtgc ctttgccgct attatgtacg gtctcattct acttgattct 
180 

acctggttag ccttactcgg tatcgatgta cgaggtggtg ccatcgaata ttgggcgaag 
240 

atgttcaaaa taggtattgg tactgaagag cttcgttacc ctatctttat gcaagatatg 
300 

tttgatttgc gcccacgcgt 
320 

<210> 998 
<211> 106 
<212> PRT 
<213> Homo sapiens 

<400> 998 

Lys Phe Asn Thr He Ala Phe Ser Trp Leu He Leu Leu Gly Met Ser 

15 10 15 

Tyr Gly lie Lys Thr Gly He His Leu Gly Val Asp lie Val Leu Asn 

20 25 30 

Ala Val Pro Lys Arg Val Ser Arg Ala Leu Ser Leu Phe Gly Ala Phe 

35 40 45 

Ala Ala He Met Tyr Gly Leu He Leu Leu Asp Ser Thr Trp Leu Ala 

50 55 60 

Leu Leu Gly He Asp Val Arg Gly Gly Ala He Glu Tyr Trp Ala Lys 
65 70 75 80 

Met Phe Lys He Gly He Gly Thr Glu Glu Leu Arg Tyr Pro He Phe 

85 90 95 

Met Gin Asp Met Phe Asp Leu Arg Pro Arg 
100 105 

<210> 999 
<211> 401 
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<212> DNA 

<213> Homo sapiens 
<400> 999 

acgcgttcag gcggttaaca atcgcgctaa gaagctgacc aaggaaaatg tcggcatggt 
60 

acatctgagc aagagcttca tcggtgttta tctctactca gaaggcaagt ttgtgaccag 
120 

caactatctc aatcgtggct acaaggacat tctgagctat gcagacgatg ctagtctttt 
180 

gcaaaagcct ccagcagtgg cttcagatga tctggataca ggtctcttga agagggcctt 
240 

ggatgagtgg gtggctgatg ctaagaacca cattctcaat actgaaaact tctttagcgg 
300 

gtcaaccggt ctcaacattg acagtttcta cgtctttggt gaccaagaca tctgctggca 
360 

gttggcagct attctgaagc agagcatgaa tcgggaattg t 
401 

<210> 1000 
<211> 115 
<212> PRT 

<213> Homo sapiens 
<400> 1000 



Met Val 


His 


Leu 


Ser Lys 


Ser 


Phe He 


Gly 


Val 


Tyr 


Leu 


Tyr 


Ser 


Glu 


1 






5 






10 










15 




Gly Lys 


Phe 


val 
20 


Thr Ser 


Asn 


Tyr Leu 
25 


Asn 


Arg 


Gly 


Tyr 


Lys 
30 


Asp 


He 


Leu Ser 


Tyr 
35 


Ala 


Asp Asp 


Ala 


Ser Leu 
40 


Leu 


Gin 


Lys 


Pro 
45 


Pro 


Ala 


Val 


Ala Ser 


Asp 


Asp 


Leu Asp 


Thr Gly Leu 


Leu 


Lys 


Arg 


Ala 


Leu 


Asp 


Glu 


50 








55 








60 










Trp Val 


Ala 


Asp 


Ala Lys 


Asn 


His He 


Leu 


Asn 


Thr 


Glu 


Asn 


Phe 


Phe 


65 






70 








75 










80 


Ser Gly 


Ser 


Thr 


Gly Leu 
85 


Asn 


He Asp 


Ser 
90 


Phe 


Tyr 


Val 


Phe 


Gly 
95 


Asp 


Gin Asp 


He 


Cys 
100 


Trp Gin 


Leu 


Ala Ala 
105 


He 


Leu 


Lys 


Gin 


Ser 
HO 


Met 


Asn 



Arg Glu Leu 
115 



<210> 1001 
<211> 351 
<212> DNA 

<213> Homo sapiens 
<400> 1001 

cgcggtattg caatgcgcct ggtgccgaat gctaaacctg 
60 

ttcccttatg cccctaatgc ggtgattgtt ggcttcctgg 
120 

atcggtatga ttgtcttccc gctgtttggt ctggcgatga 
180 



ctcttgattg cccggtactg 
ccactaccgt tggttcaatt 
tccttccggg tctgctaact 
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aacttcttcg ctggtggtgc cgctggagtc tttggcaacg cgatgggagg acgtaaaggg 
240 

gcaattattg gcggcgtagt gcacgggctg tttatcaccc tgttaccagc gatgctaatc 
300 

cccttactgg aaaccttcgg cttcaaaggc gtcaccttca gtgattccga t 
351 

<210> 1002 

<211> 117 

<212> PRT 

<213> Homo sapiens 

<400> 1002 

Arg Gly lie Ala Met Arg Leu Val Pro Asn Ala Lys Pro Ala Leu Asp 

15 10 15 

Cys Pro Val Leu Phe Pro Tyr Ala Pro Asn Ala Val lie Val Gly Phe 

20 25 30 

Leu Ala Thr Thr Val Gly Ser He He Gly Met lie Val Phe Pro Leu 

35 40 45 

Phe Gly Leu Ala Met He Leu Pro Gly Leu Leu Thr Asn Phe Phe Ala 

50 55 60 

Gly Gly Ala Ala Gly Val Phe Gly Asn Ala Met Gly Gly Arg Lys Gly 
65 70 75 80 

Ala He He Gly Gly Val Val His Gly Leu Phe He Thr Leu Leu Pro 

85 90 95 

Ala Met Leu He Pro Leu Leu Glu Thr Phe Gly Phe Lys Gly Val Thr 

100 105 110 

Phe Ser Asp Ser Asp 
115 

<210> 1003 

<211> 444 

<212> DNA 

<213> Homo sapiens 

<400> 1003 

acgcgtcctc ctttagtcga tcgcgaatat gataggcgaa gcgacgtgat ggtgtgacgc 
60 

acgagcactg ccccatctcc taggcttagg gttatgcaga ctcccatcga cgctacctcc 
120 

acccccgcat ggggcacact ctccggccta aagtcccgct tcgctgacgg gccacataaa 
180 

ctgcgccgtt tgttcgacgc cgaccctcac cgcgctgagc gctacacctt tgacgtcgcg 
240 

gatttgcacg tcgatttatc gaagaacctc cttaccgacg agattcgtga cgctctcctc 
300 

gaactggctg cgcagatgcg cgtcaccgag cgtcgtgacg cgatgtatgc cggtgagcac 
360 

atcaacgtca ccgaggaccg cgccgtcctc cataccgcgc tgtgtcgtcc ccgcactgac 
420 

gagctgcatg ttgacggtca ggat 
444 

<210> 1004 
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<211> 117 
<212> PRT 

<213> Homo sapiens 



<400> 1004 

Met Gin Thr Pro He Asp Ala Thr Ser Thr Pro Ala Trp Gly Thr Leu 

15 10 15 

Ser Gly Leu Lys Ser Arg Phe Ala Asp Gly Pro His Lys Leu Arg Arg 

20 25 30 

Leu Phe Asp Ala Asp Pro His Arg Ala Glu Arg Tyr Thr Phe Asp Val 

35 40 45 

Ala Asp Leu His Val Asp Leu Ser Lys Asn Leu Leu Thr Asp Glu He 

50 55 60 

Arg Asp Ala Leu Leu Glu Leu Ala Ala Gin Met Arg Val Thr Glu Arg 
65 70 75 80 

Arg Asp Ala Met Tyr Ala Gly Glu His He Asn Val Thr Glu Asp Arg 

85 90 95 

Ala Val Leu His Thr Ala Leu Cys Arg Pro Arg Thr Asp Glu Leu His 

100 105 110 

Val Asp Gly Gin Asp 
115 

<210> 1005 
<211> 299 
<212> DNA 

<213> Homo sapiens 
<400> 1005 

ccatggccat tcctctggtg actgcatcca gtccgatgga tttaaacacc cccaatgtgc 
60 

tggtgactcc caagtttaca cctccagcca gggcttctct cctgggtttg catacccacc 
120 

tatctatctg ccttagccac tcgtgtctga cgagcacctc acacctccag aggctcctca 
180 

tttcttccca tgcctgcttc tcccacactc ctccctctca catgagggca acttcatcct 
240 

cccagttgct caggccccaa acctccatca gttttgactc ttctctcgca cactactcg 
299 



<210> 1006 

<211> 99 

<212> PRT 

<213> Homo sapiens 



<400> 1006 

Met Ala He Pro Leu Val Thr Ala Ser Ser Pro Met Asp Leu Asn Thr 

15 10 15 

Pro Asn Val Leu Val Thr Pro Lys Phe Thr Pro Pro Ala Arg Ala Ser 

20 25 30 

Leu Leu Gly Leu His Thr His Leu Ser He Cys Leu Ser His Ser Cys 

35 40 45 

Leu Thr Ser Thr Ser His Leu Gin Arg Leu Leu He Ser Ser His Ala 

50 55 60 

Cys Phe Ser His Thr Pro Pro Ser His Met Arg Ala Thr Ser Ser Ser 
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6* 70 75 80 

Gin Leu Leu Arg Pro Gin Thr Ser He Ser Phe Asp Ser Ser Leu Ala 
85 90 95 

His Tyr Ser 



<210> 1007 
<211> 389 
<212> DNA 

<213> Homo sapiens 
<400> 1007 

gccggcgcga agatctaaag agctggaaag gcaaccgcaa gagagcgggg ttcttgcctg 
60 

atgagcgcgc tttcatggac tccatcttcg gcccggggcc tggtgtgacg gtctctgaaa 
120 

tcaacgacgc caccgaggca cccagaggtg tgacgttgag tgatggccga cgacagggca 
180 

acgccggagc aatcggtgac ttcttcgcat cgaaggacta caagccgtcc gcggcgagcc 
240 

tccgaggtcc ggcgagggat ccgaaatgga tcgacgttca acgctcattc cacgagaacg 
300 

aagaaggccc gtacagctgg tacacctggc gcgggcaggc ttttgacacg ggcgctggat 
360 

ggcgtaaata cgtccatgcc gcgacaacg 
389 

<210> 1008 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 1008 



Met Asp 


Ser 


He 


Phe 


Gly Pro Gly Pro 


Gly Val Thr Val Ser Glu He 


1 






5 




10 15 


Asn Asp 


Ala 


Thr 


Glu 


Ala Pro Arg Gly 


Val Thr Leu Ser Asp Gly Arg 






20 




25 


30 


Arg Gin 


Gly 


Asn 


Ala 


Gly Ala He Gly 


Asp Phe Phe Ala Ser Lys Asp 




35 






40 


45 


Tyr Lys 


Pro 


Ser 


Ala 


Ala Ser Leu Arg 


Gly Pro Ala Arg Asp Pro Lys 


50 








55 


60 


Trp He 


Asp 


Val 


Gin 


Arg Ser Phe His 


Glu Asn Glu Glu Gly Pro Tyr 


65 








70 


75 80 


Ser Trp 


Tyr 


Thr 


Trp 


Arg Gly Gin Ala 


Phe Asp Thr Gly Ala Gly Trp 








85 




90 95 


Arg Lys 


Tyr 


Val 


His 


Ala Ala Thr Thr 








100 




105 





<210> 1009 
<211> 324 
<212> DNA 

<213> Homo sapiens 
<400> 1009 
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ngccttcatg gctgntatgc ctggcctcat ccccatccct ggcacccgtg acgatagcca 
60 

cattccactg gtgtttcccc aggaaagcca accctacctg catctcagca gagcttccac 
120 

ggagttggaa ccccgctccg agagggtgtg ggctcagggg ccaggggtca cacaaactcc 
180 

agaaggagga cgtagttggt ttgcaaggct gtcctttgcc ctggttgaat aaccttcggt 
240 

ctgccccgag aggaacgtgg gcattaggct gcacccgcag gaagccatgt attttctgag 
300 

aaacttggcc catggtgcag atct 
324 

<210> 1010 

<211> 104 

<212> PRT 

<213> Homo sapiens 

<400> 1010 



Met Gly Gin 


Val 


Ser 


Gin 


Lys 


He 


His 


Gly Phe Leu Arg 


Val Gin Pro 


1 




5 










10 


15 


Asn Ala His 


Val 


Pro 


Leu 


Gly 


Ala 


Asp 


Arg Arg Leu Phe 


Asn Gin Gly 




20 










25 




30 


Lys Gly Gin 


Pro 


Cys 


Lys 


Pro 


Thr 


Thr 


Ser Ser Phe Trp 


Ser Leu Cys 


35 










40 




45 




Asp Pro Trp 


Pro 


Leu 


Ser 


Pro 


His 


Pro 


Leu Gly Ala Gly 


Phe Gin Leu 


50 








55 






60 




Arg Gly Ser 


Ser 


Ala 


Glu 


Met 


Gin 


Val 


Gly Leu Ala Phe 


Leu Gly Lys 


65 






70 








75 


60 


His Gin Trp 


Asn 


Val 


Ala 


lie 


Val 


Thr 


Gly Ala Arg Asp Gly Asp Glu 






85 










90 


95 


Ala Arg His 


Xaa 


Ser 


His 


Glu 


Gly 









100 



<210> 1011 

<211> 330 

<212> DNA 

<213> Homo sapiens 

<400> 1011 

ctgcagaaaa ggagggggtt cccatgccaa ggcagaactg tctgggacag acgctgcccg 
60 

gatccctgcg gctgcctgca ctctggacca cgagctctga gagcagcagg ttgagggccg 
120 

gtgggcagca gctcggaggc tccgcgaggt gcaggagacg caggcatggc cggtgagctg 
180 

actcctgagg aggaggccca gtacaaaaag gctttctccg cggttgacac ggatggaaac 
240 

ggcaccatca atgcccagga gctgggcgcg gcgctgaagg ccacgggcaa gaacctctcg 
300 

gaggcccagc taaagaaact catctccgag 
330 

<210> 1012 
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<211> 55 

<212> PRT 

<213> Homo sapiens 



<400> 1012 

Met Ala Gly Glu Leu Thr Pro Glu Glu Glu Ala Gin Tyr Lys Lys Ala 

15 10 15 

Phe Ser Ala Val Asp Thr Asp Gly Asn Gly Thr lie Asn Ala Gin Glu 

20 25 30 

Leu Gly Ala Ala Leu Lys Ala Thr Gly Lys Asn Leu Ser Glu Ala Gin 

35 40 45 

Leu Lys Lys Leu He Ser Glu 
50 S5 



<210> 1013 
<211> 432 
<212> DNA 

<213> Homo sapiens 



<400> 1013 

nacttgcaca tcgtggtggc gtcgctgcgt gcggcactga caatgtgact ggcgcattcg 
60 

tggcggcgtc tcctcgtcgc cgggagcggc gaggaaggat taacgatgac cagcgacgtc 
120 

cccgggattg gctcgaacgc cgccactttg gcgcgttccc aggctcgcag tgacaaggtc 
180 

gaggctgatt tggcggtcca tcccgacaag tggcgcattc tgggggggga ccgtcctact 
240 

ggcagcctgc acatcggtca ctacttcggg tcgctggcga atcgggtacg cgtgcagaac 
300 

aagggcattg agtctttccc tgccgtcgct gactaccagg ttatctatga ccgcgggggg 

ggtggtgacc tgcaggccaa tgttatgtcg aatgtcgccg attacctggc aatcggcatt 
420 

gacccaacgc gt 
432 



<210> 1014 

<211> 109 

<212> PRT 

<213> Homo sapiens 



<400> 1014 

Met Thr Ser Asp Val Pro Gly He 

1 5 
Arg Ser Gin Ala Arg Ser Asp Lys 
20 

Pro Asp Lys Trp Arg He Leu Gly 

35 40 
His He Gly His Tyr Phe Gly Ser 

50 55 
Asn Lys Gly He Glu Ser Phe Leu 
65 70 
Tyr Asp Arg Gly Gly Gly Gly Asp 



Gly Ser Asn Ala Ala Thr Leu Ala 

10 15 
Val Glu Ala Asp Leu Ala Val His 
25 30 
Gly Asp Arg Pro Thr Gly Ser Leu 
45 

Leu Ala Asn Arg Val Arg Val Gin 
60 

Val Val Ala Asp Tyr Gin Val He 

75 80 
Leu Gin Ala Asn Val Met Ser Asn 
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85 90 95 

Val Ala Asp Tyr Leu Ala He Gly He Asp Pro Thr Arg 
100 105 

<210> 1015 

<211> 467 

<212> DNA 

<213> Homo sapiens 

<400> 1015 

nngaattcga tggctgtgaa aggtcgagct cttaagtgtt ttcatatccc ctgtgtggtt 
60 

gaaaacttcc cgatgaaagc gcgcacggtt gaagagctga aagaattgga aagagtttta 
120 

cagcaaaaga agattgaagc agagtgtctt aaactacgga aggaaattgt agaggctcag 
180 

tctggagtta agttgattaa acagcgtcat gaagaggatg atgaagaaga ggaagaggaa 
240 

gacaagacag taaaatatag caatttgccc aattacctgc ttggtagtct gagtactgat 
300 

tttggggtag atacctcttt attgtcaagc caattggagc ttcattccag agaagagaaa 
360 

atcaaccaaa ttatattatt gaaagatatc atttacaagg taaaaactgt tttcaataat 
420 

gagtttgacg ctgcatataa acaaaaagag tttgaaattg cacgcgt 
467 

<210> 1016 

<211> 155 

<212> PRT 

<213> Homo sapiens 

<400> 1016 



Xaa 


Asn 


Ser 


Met 


Ala 


Val 


Lys 


Gly 


Arg 


Ala 


Leu 


Lys 


Cys 


Phe 


His 


He 


l 








5 










10 










15 




Pro 


Cys 


Val 


Val 
20 


Glu 


Asn 


Phe 


Pro 


Met 
25 


Lys 


Ala 


Arg 


Thr 


Val 
30 


Glu 


Glu 


Leu 


Lys 


Glu 

35 


Leu 


Glu 


Arg 


Val 


Leu 
40 


Gin 


Gin 


Lys 


Lys 


He 
45 


Glu 


Ala 


Glu 


Cys 


Leu 
50 


Lys 


Leu 


Arg 


Lys 


Glu 
55 


He 


Val 


Glu 


Ala 


Gin 
60 


Ser 


Gly 


Val 


Lys 


Leu 


He 


Lys 


Gin 


Arg 


His 


Glu 


Glu 


Asp 


Asp 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


65 










70 










75 










80 


Asp 


Lys 


Thr 


Val 


Lys 
85 


Tyr 


Ser 


Asn 


Leu 


Pro 
90 


Asn 


Tyr 


Leu 


Leu 


Gly 
95 


Ser 


Leu 


Ser 


Thr 


Asp 
100 


Phe 


Gly 


Val 


Asp 


Thr 
105 


Ser 


Leu 


Leu 


Ser 


Ser 
110 


Gin 


Leu 


Glu 


Leu 


His 
115 


Ser 


Arg 


Glu 


Glu 


Lys 
120 


He 


Asn 


Gin 


He 


He 
125 


Leu 


Leu 


Lys 


Asp 


He 
130 


He 


Tyr 


Lys 


Val 


Lys 
135 


Thr 


Val 


Phe 


Asn 


Asn 
140 


Glu 


Phe 


Asp 


Ala 


Ala 


Tyr 


Lys 


Gin 


Lys 


Glu 


Phe 


Glu 


He 


Ala 


Arg 













145 150 155 



976 



WO 00/58473 PCT/US00/O8621 



<210> 1017 

<211> 335 

<212> DNA 

<213> Homo sapiens 

<400> 1017 

acgcgtggct ggttgggtat gtggaaccat gtgcgcgcta atgagaagga tgcgaagggg 
60 

aacattaaag tgggtcgccc cggctacttt gcggaggtca tggatttcta tgcgcattat 
120 

ctgaagggtg cggttacccg tttccgtccg aattttattg tgcaggataa tacgggccgt 
180 

tggcgtgttc agtcgtcgtg gccgcagccg aatcgcactg ttacttttgc gggaccccgc 
240 

ggcattgtcc gctacggtac gacgttggcg gcccgcacgc atgggaatgg tcaggctatt 
300 

ccgcaggcgg atgcacagtc tcttaaccgc gagaa 
335 

<210> 1018 

<211> 105 

<212> PRT 

<213> Homo sapiens 



<400> 1018 












Met Trp Asn 


His 


Val 


Arg Ala Asn Glu 


Lys 


Asp Ala Lys Gly Asn He 


1 




5 




10 


15 


Lys Val Gly 


Arg 


Pro 


Gly Tyr Phe Ala 


Glu 


Val Met Asp Phe Tyr Ala 


His Tyr Leu 


20 




25 




30 


Lys 


Gly 


Ala Val Thr Arg 


Phe 


Arg Pro Asn Phe He Val 


35 






40 




45 


Gin Asp Asn 


Thr 


Gly 


Arg Trp Arg Val 


Gin 


Ser Ser Trp Pro Gin Pro 


50 






55 




60 


Asn Arg Thr 


Val 


Thr 


Phe Ala Gly Pro 


Arg 


Gly He Val Arg Tyr Gly 


65 






70 




75 80 


Thr Thr Leu 


Ala 


Ala 


Arg Thr His Gly 


Asn 


Gly Gin Ala He Pro Gin 






85 




90 


95 


Ala Asp Ala 


Gin 


Ser 


Leu Asn Arg Glu 








100 




105 







<210> 1019 

<211> 454 

<212> DNA 

<213> Homo sapiens 

<400> 1019 

acgcgtgaag gggtagtcgt agtagaagtc gtccacaaac acgggccccg gcaggtccag 
60 

ctctggagcc tcctcctcaa Cggcgttgcc catggtgcct ggcttgggtg atgaggcggg 
120 

tgaagggcgt ggggccaggt ggtgcgggat gaagtcagcc tcgttgaaga gctcgtggct 
180 

ggaggagccg ctgcctgagc cttcagggcc cagtgtgccc aggggccacc gacagagtgg 
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cagagagcag gtgacttcct ggcactgcgg agcgaggacc cggagaagta cttcctcaat 
300 

ggtggctgga ccatccagtg gaacggggac taccaggtgg cagggaccac cttcacatac 
360 

gcacgcaggg gcaactggga gaacctcacg tccccgggtc ccaccaagga gcctgtctgg 
420 

atccagctgc tgttccagga gagcaaccct gggg 
454 

<210> 1020 

<211> 125 

<212> PRT 

<213> Homo sapiens 

<400> 1020 



Met Ala 


Leu 


Pro Met Val Pro Gly Leu 


Gly 


Asp 


Glu 


Ala 


Gly Glu 


Gly 


1 




5 


10 










15 




Arg Gly 


Ala 


Arg Trp Cys Gly Met Lys 
20 25 


Ser 


Ala 


Ser 


Leu 


Lys 
30 


Ser 


Ser 


Trp Leu 


Glu 


Glu Pro Leu Pro Glu Pro 


Ser 


Gly Pro 


Ser 


Val 


Pro 


Arg 


35 


40 








45 








Gly His 


Arg 


Gin Ser Gly Arg Glu Gin 


Val 


Thr 


Ser 


Trp 


His 


Cys 


Gly 


50 




55 






60 










Ala Arg 


Thr 


Arg Arg Ser Thr Ser Ser 


Met 


Val 


Ala 


Gly 


Pro 


Ser 


Ser 


65 




70 




75 










80 


Gly Thr 


Gly 


Thr Thr Arg Trp Gin Gly 


Pro 


Pro 


Ser 


His 


Thr 


His 


Ala 




85 


90 










95 




Gly Ala 


Thr 


Gly Arg Thr Ser Arg Pro 


Arg 


Val 


Pro 


Pro 


Arg 


Ser 


Leu 




100 105 










110 






Ser Gly 


Ser 


Ser Cys Cys Ser Arg Arg 


Ala 


Thr 


Leu 


Gly 









115 120 125 



<210> 1021 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<400> 1021 

cagctgtgtc gtgacctcct gtagaccaga gagaggtaga gcatgaaaaa tgctcattga 
60 

gccgagatta tctgacagga ccaaagcata taaagttgac tgaagcagga gcaaacacgc 
120 

tggttgaggg tcaagtgctg gggcagcagc aacaacaaac caaaaaaaag ccctttgaac 
180 

tcccttaatg ttgcccaaag gttctggtag agaacaagtc acatgcctaa gaaggtcttt 
240 

taaagggcac tcttgcagtt tcagcatttg gtccggggaa ttgcacaagg ctctgcttaa 
300 

atgcagagct ctttctagca tcttcatatt caaggcggaa aaactgagct tggcgaggaa 
360 

ccctgt 
366 

<210> 1022 
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<211> 109 
<212> PRT 

<213> Homo sapiens 



<400> 1022 
Met Lys Met Leu 
1 

Ser Pro Asp Gin 
20 

Leu Arg His Val 
35 

Gly Val Gin Arg 
50 

Leu Asp Pro Gin 
65 

Ala Leu Val Leu 

Leu Pro Leu Ser 
100 



Glu Arg Ala Leu 
5 

Met Leu Lys Leu 

Thr Cys Ser Leu 
40 

Ala Phe Phe Trp 
55 

Pro Ala Cys Leu 
70 

Ser Asp Asn Leu 
85 

Gly Leu Gin Glu 



His Leu Ser Arg 
10 

Gin Glu Cys Pro 
25 

Pro Glu Pro Leu 

Phe Val Val Ala 
60 

Leu Leu Leu Gin 
75 

Gly Ser Met Ser 
90 

Val Thr Thr Gin 
105 



Ala Leu Cys Asn 
15 

Leu Lys Asp Leu 
30 

Gly Asn lie Lys 
45 

Ala Ala Pro Ala 

Ser Thr Leu Tyr 
60 

He Phe His Ala 
95 

Leu 



<210> 1023 

<211> 426 

<212> DNA 

<213> Homo sapiens 



<400> 1023 

gccgggcttc gggtctctga agcgatcaac 
60 

ggcatcctga ccatacagca gaccaagttt 
120 

agcgtgatcg gtccgatggc agcctaccgg 
180 

ccgcagatga cattcttcgt gggctcgcgt 
240 

aggcaggtgc atcgagtgtt ctgtcagctg 
300 

ggccatggcc gaccgcgggt gcatgacctg 
360 

ctgtggcacc agcagggagc gaaccttgac 
420 

ggccac 
426 



ctggccgact cggatgcaga tctggacggc 
ggcaagtccc gcatggtgcc gctacacccc 
gccttgcgcc gccagtacgt gcctgcgaag 
ggcgtgcacc ggggtgaacc gctgggagat 
cgcgagcaat tgggttggat cgatcgcggc 
cgccatagct tcgccgtgag acggatgatc 
caacgaatgc tggccctgtc cacgtacatg 



<210> 1024 
c211> 142 
<212> PRT 

<213> Homo sapiens 



<400> 1024 

Ala Gly Leu Arg Val Ser Glu Ala 

1 5 
Asp Leu Asp Gly Gly He Leu Thr 
20 

Ser Arg Met Val Pro Leu His Pro 



lie Asn Leu Ala Asp Ser Asp Ala 

10 15 
He Gin Gin Thr Lys Phe Gly Lys 
25 30 
Ser Val He Gly Pro Met Ala Ala 



979 



WO 00/58473 



PCT/US00/08621 





35 


40 




45 




Tyr Arg 


Ala Leu Arg 


Arg Gin Tyr Val Pro Ala 


Lys 


Pro 


Gin Met Thr 


50 




55 


60 






Phe Phe 


Val Gly Ser 


Arg Gly Val His Arg Gly 


Glu 


Pro 


Leu Gly Asp 


65 




70 75 






80 


Arg Gin 


Val His Arg 


Val Phe Cys Gin Leu Arg 


Glu 


Gin 


Leu Gly Trp 




85 


90 






95 


lie Asp 


Arg Gly Gly 


His Gly Arg Pro Arg Val 


His 


Asp 


Leu Arg His 




100 


105 






110 


Ser Phe 


Ala Val Arg 


Arg Met lie Leu Trp His 


Gin 


Gin 


Gly Ala Asn 




115 


120 




125 




Leu Asp 


Gin Arg Met 


Leu Ala Leu Ser Thr Tyr 


Met 


Gly 


His 


130 




135 


140 







<210> 1025 

<211> 518 

<212> DNA 

<213> Homo sapiens 



<400> 1025 

nacgcgtggt gcgcgcaggt 
60 

tgcccagaag gctaccacta 
120 

gatagcggcg ctgcgtacgc 
180 

gacgtccact gcaccctgcg 
240 

ccactcctga agagccgccg 
300 

cagctctgcc ctgcagcccg 
360 

tacaacgtca ccacctccaa 
420 

agtaagttcg aggatcggga 
480 

atcctgagca gccagaactt 
518 



ggcgccgcgg tccctttgct 
gcctcagcga agggtgcgcc 
gatgatggat gagccgtggt 
cgagaaggaa ctgaagctgc 
gttcttcgtg gacatcctga 
gcacctggcc gtctacctgc 
gcagctctac accgtggccg 
agaccacgtc cccaagttgg 
caccctcacc aagaagga 



ccctgcgcaa gccggagggg 
ctgagagccg ggtagcctcg 
gggaagggcg cgtcgcctcg 
ccaccttccg agcccactcc 
ccctgctgag cagccactgc 
tggaccactt catggatcgc 
tctcctgcct cctgcttgca 
agcaaataaa cagcacgagg 



<210> 1026 

<211> 125 

<212> PRT 

<213> Homo sapiens 

<400> 1026 

Met Met Asp Glu Pro Trp Trp Glu Gly Arg Val Ala Ser Asp Val His 

15 10 15 

Cys Thr Leu Arg Glu Lys Glu Leu Lys Leu Pro Thr Phe Arg Ala His 

20 25 30 

Ser Pro Leu Leu Lys Ser Arg Arg Phe Phe Val Asp lie Leu Thr Leu 

35 40 45 

Leu Ser Ser His Cys Gin Leu Cys Pro Ala Ala Arg His Leu Ala Val 

50 55 60 

Tyr Leu Leu Asp His Phe Met Asp Arg Tyr Asn Val Thr Thr Ser Lys 
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65 70 75 80 

Gin Leu' Tyr Thr Val Ala Val Ser Cys Leu Leu Leu Ala Ser Lys Phe 

85 90 95 

Glu Asp Arg Glu Asp His Val Pro Lys Leu Glu Gin lie Asn Ser Thr 

100 105 110 

Arg lie Leu Ser Ser Gin Asn Phe Thr Leu Thr Lys Lys 
115 120 125 

<210> 1027 

<211> 465 

<212> DNA 

<213> Homo sapiens 

<400> 1027 

ggcccaaaag tcatcaaaga aaagctgaca caggagctga aggaccacaa cgccaccagc 
60 

atcctgcagc agctgccgct gctcaaggcc atgcgggaaa agccagccgg aggcatccct 
120 

gtgctgggca gcctggtgaa caccngtcct gaagcacatc atnnctggct gaaggtcatc 
180 

acagctaaca tcctccagct gcaggtgaag ccctcggcca atgaccagga gctgctagtc 
240 

aagatccccc tggacatggt ggctggattc aacacgcccc tggtcaagac catcgtggag 
300 

ttccacatga cgactgaggc ccaagccacc atccgcatgg acaccagtgc aagtggcccc 
360 

acccgcctgg tcctcagtga ctgtgccacc agccatggga gcctgcgcat ccaactgctg 
420 

cataagctct ccttcaagct gaacgcctca gctaagcagg tcatg 
465 

<210> 1028 

<211> 155 

<212> PRT 

<213> Homo sapiens 

<400> 1028 

Gly Pro Lys Val lie Lys Glu Lys Leu Thr Gin Glu Leu Lys Asp His 

15 10 15 

Asn Ala Thr Ser lie Leu Gin Gin Leu Pro Leu Leu Lys Ala Met Arg 

20 25 30 

Glu Lys Pro Ala Gly Gly lie Pro Val Leu Gly Ser Leu Val Asn Thr 

35 40 45 

Xaa Pro Glu Ala His His Xaa Trp Leu Lys Val lie Thr Ala Asn lie 

50 55 60 

Leu Gin Leu Gin Val Lys Pro Ser Ala Asn Asp Gin Glu Leu Leu Val 
65 70 75 80 

Lys lie Pro Leu Asp Met Val Ala Gly Phe Asn Thr Pro Leu Val Lys 

85 90 95 

Thr He Val Glu Phe His Met Thr Thr Glu Ala Gin Ala Thr He Arg 

100 105 110 

Met Asp Thr Ser Ala Ser Gly Pro Thr Arg Leu Val Leu Ser Asp Cys 

115 120 125 

Ala Thr Ser His Gly Ser Leu Arg He Gin Leu Leu His Lys Leu Ser 
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130 135 140 

Phe Lys Leu Asn Ala Ser Ala Lys Gin Val Met 
145 ISO 155 

<210> 1029 

<211> 479 

<212> DNA 

<213> Homo sapiens 

<400> 1029 

acgcgtgaag ggaaactgtc ctcacagatg agtgtgaggg ttcaaaaaga tactgcctgc 
60 

caagcactgg ccacaaatgc ctggcagaac aactgctcat aagtgtgtag ttgttgttat 
120 

tattactaac caagtgagga aaattatccc tagcaggtcc agatgaccgt gtgcatgaat 
180 

cacagggaga ccctaaagga tttcctcctg taaagctctt tccccaccta tttgctactg 
240 

cctgaaattg ctttagcagg aaacagaatc tctcatgcca caagtgagca taaagtttaa 
300 

aatgtaaatg ctctaggaaa aggcaactca tctcttaaat tctctccaag gttcaaatcc 
360 

tttccaaaga ggaggctttt gtataagtca gaaggcccag tccctgaagg tcatggaaaa 
420 

ggtcatgaca cacggagggg gtgtcaaagg gagactggga aactgaagat gaagctagc 
479 

<210> 1030 
<211> 110 
<212> PRT 

<213> Homo sapiens v - 
<400> 1030 



Met Ser 


Cys 


Leu 


Phe 


Leu 


Glu 


His 


Leu 


His Phe Lys Leu Tyr 


Ala 


His 


1 






5 










10 


15 




Leu Trp 


His 


Glu 


Arg 


Phe 


Cys 


Phe 


Leu 


Leu Lys Gin Phe Gin 


Ala 


Val 






20 










25 


30 






Ala Asn 


Arg 


Trp 


Gly Lys 


Ser 


Phe 


Thr 


Gly Gly Asn Pro Leu 


Gly 


Ser 




35 










40 




45 






Pro Cys 


Asp 


Ser 


Cys 


Thr 


Arg 


Ser 


Ser 


Gly Pro Ala Arg Asp 


Asn 


Phe 


50 










55 






60 






Pro His 


Leu 


Val 


Ser 


Asn 


Asn 


Asn 


Asn 


Asn Tyr Thr Leu Met 


Ser 


Ser 


65 








70 








75 




80 


Cys Ser 


Ala 


Arg 


His 


Leu 


Trp 


Pro 


Val 


Leu Gly Arg Gin Tyr 


Leu 


Phe 








85 










90 


95 




Glu Pro 


Ser 


His 


Ser 


Ser 


Val 


Arg 


Thr 


Val Ser Leu His Ala 










100 










105 


110 







<210> 1031 

<211> 322 

<212> DNA 

<213> Homo sapiens 

<400> 1031 
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nacgcgtttt atgtcagcgt tgaattggaa gacggcaagt ctatcgccat gctgccccag 
60 

gcagatggct ggtttgaagt ggaggtgaag tgcccggcgg gcactcacta ccgctataac 
120 

atcgacggcg aaaccgatgt acccgacccg gcatccaggg cgcaagccaa cgatgtgcat 
180 

gggtggagcg tcgtcgtcga cccgctcgcc tatcaatggc gacaccctaa ctggcaaggc 
240 

cgcccctggc atgaggcggt gatttacgag ctgcacgttg gcgtactggg cgggtacgcc 
300 

gctgttgaac agcaactgcc gc 
322 

<210> 1032 

<211> 107 

<212> PRT 

<213> Homo sapiens 

<400> 1032 

Xaa Ala Phe Tyr Val Ser Val Glu Leu Glu Asp Gly Lys Ser He Ala 

15 10 15 

Met Leu Pro Gin Ala Asp Gly Trp Phe Glu Val Glu Val Lys Cys Pro 

20 25 30 

Ala Gly Thr His Tyr Arg Tyr Asn He Asp Gly Glu Thr Asp Val Pro 

35 40 45 

Asp Pro Ala Ser Arg Ala Gin Ala Asn Asp Val His Gly Trp Ser Val 

50 55 60 

Val Val Asp Pro Leu Ala Tyr Gin Trp Arg His Pro Asn Trp Gin Gly 
65 70 75 80 

Arg Pro Trp His Glu Ala Val He Tyr Glu Leu His Val Gly Val Leu 

85 90 95 

Gly Gly Tyr Ala Ala Val Glu Gin Gin Leu Pro 
100 105 

<210> 1033 

<211> 579 

<212> DNA 

<213> Homo sapiens 

<400> 1033 

tgcgtccacc ggggtgacct cctgactgcc tcagtcacga ttccttatgg tcgaagtgtc 
60 

acagcgccaa gggttgtgag gagggccctt cgcgggtcac ggataggtcc aaggtggcac 
120 

aattcacatt caaatccatc acttttcaca taattgctgt taatatgaac gtcatgagtc 
180 

gttgttgctc gcggttgcga gtgggactcc ccatacacgg cagcgagaca tggaggaacc 
240 

atgggactaa ggatcgttgt cgccgctgat ccggcggcag tcgagtacaa ggatgtcgtc 
300 

aaggctgacc tggaagcgga ttcgcgagtc gatgacgtta tcgacgtcgg cgttcaggct 
360 

ggtgacgaca ccctctaccc gcgcatcggc atcaagggag ctcacgtcat caaggacgga 
420 
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aaagccgatc gaggaatctt tttctgcggc accgggatgg gcatggccat cacggccaac 
480 

aaggtgccag gcattcgcgc ctgcaccgcc cacgactcct tctccgtaga gcggctcatc 
540 

atgtccaacg acgcccacgt gctatgcctc ggccaacgc 
579 

<210> 1034 
<211> 113 
<212> PRT 

<213> Homo sapiens 



<400> 1034 



Met Gly 


Leu 


Arg 


He Val Val Ala Ala 


Asp 


Pro Ala Ala 


Val Glu Tyr 


1 






5 


10 




15 


Lys Asp 


Val 


Val 


Lys Ala Asp Leu Glu 


Ala 


Asp Ser Arg 


Val Asp Asp 






20 


25 






30 


Val He 


Asp 


Val 


Gly Val Gin Ala Gly 


Asp 


Asp Thr Leu 


Tyr Pro Arg 




35 




40 




45 




He Gly 


He 


Lys 


Gly Ala His Val He 


Lys 


Asp Gly Lys 


Ala Asp Arg 


50 






55 




60 




Gly He 


Phe 


Phe 


Cys Gly Thr Gly Met 


Gly 


Met Ala He 


Thr Ala Asn 


65 






70 




75 


80 


Lys Val 


Pro 


Gly 


He Arg Ala Cys Thr 


Ala 


His Asp Ser 


Phe Ser Val 








85 


90 




95 


Glu Arg 


Leu 


He 


Met Ser Asn Asp Ala 


His 


Val Leu Cys 


Leu Gly Gin 






100 


105 






110 



Arg 



<210> 1035 

<211> 363 

<212> DNA 

<213> Homo sapiens 

<400> 1035 

nacgcgtgca atgtgtgtgt gtgtatgnga ccatgtctct gtgtgtgtat gngcatatgt 
60 

gtgtgtatan gaatgtgtgt atgtgtantg gaatgtgtgt gtgtantgga agctgtgtgc 
120 

atatgtnaat gtctgtgtgc atgtacgnga atgtgcgcgt gtatggaatg tatctgtgta 
180 

tgtgtatgga ccgtttgtgt gattatgcaa tatgtccgtg tgtgcgtatg gagtgtctca 
240 

gtatggcatg tgtgtgtgta tctactgtgc gtctctgtgt gtgtantgac atgcatatgt 
300 

atagaaagcg tctgcgctgt gtgcatgtgt gtcagtatcg aacgagtcgg agatgtggta 

360 

atn 

363 

<210> 1036 
<211> 121 
<212> PRT 



984 



WO 00/58473 



PCT/US00/08621 



<213> Homo sapiens 
<400> 1036 



Xaa 


Ala 


Cys 


Asn 


Val 


Cys 


Val 


Cys 


Met 


Xaa 


Pro 


Cys 


Leu 


Cys 


Val 


Cys 


1 








5 










10 










15 




Met 


Xaa 


He 


Cys 
20 


Val 


Cys 


He 


Xaa 


Met 
25 


Cys 


Val 


Cys 


Val 


Xaa 
30 


Glu 


Cys 


Val 


Cys 


Val 
35 


Xaa 


Glu 


Ala 


Val 


Cys 

40 


He 


Cys 


Xaa 


Cys 


Leu 
45 


Cys 


Ala 


Cys 


Thr 


Xaa 
50 


Met 


Cys 


Ala 


Cys 


Met 
55 


Glu 


Cys 


He 


Cys 


Val 
60 


Cys 


Val 


Trp 


Thr 


Val 


Cys 


Val 


He 


Met 


Gin 


Tyr 


Val 


Arg 


Val 


Cys 


Val 


Trp 


Ser 


Val 


Ser 


65 










70 










75 










80 


Val 


Trp 


His 


Val 


Cys 
85 


Val 


Tyr 


Leu 


Leu 


Cys 
90 


Val 


Ser 


Val 


Cys 


Val 
95 


Xaa 


Thr Cys 


He 


Cys 


He 


Glu 


Ser 


Val 


Cys 


Ala 


Val 


Cys 


Met 


Cys 


Val 


Ser 








100 










105 










110 






He 


Glu 


Arg 


Val 


Gly Asp Val 


Val 


Xaa 

















115 120 



<210> 1037 

<211> 5832 

<212> DNA 

<213> Homo sapiens 

<400> 1037 

ccttctcctg ggggccagat gcatgctgga atcagtagct ttcagcagag taactcaagt 
60 

gggacttacg gtccacagat gagccagtat ggaccacaag gtaactactc cagaccccca 
120 

gcgtatagtg gggtgcccag tgcaagctac agcggcccag ggcccggtat gggtatcagt 
180 

gccaacaacc agatgcatgg acaagggcca agccagccat gtggtgctgt gcccctggga 
240 

cgaatgccat cagctgggat gcagaacaga ccatttcctg gaaatatgag cagcatgacc 
300 

cccagttctc ctggcatgtc tcagcaggga gggccaggaa tggggccgcc aatgccaact 
360 

gtgaaccgta aggcacagga ggcagccgca gcagtgatgc aggctgctgc gaactcagca 
420 

caaagcaggc aaggcagttt ccccggcatg aaccagagtg gacttatggc ttccagctct 
480 

ccctacagcc agcccatgaa caacagctct agcctgatga acacgcaggc gccgccctac 
540 

agcatggcgc ccgccatggt gaacagctcg gcagcatctg tgggtcttgc agatatgatg 
600 

tctcctggtg aatccaaact gcccctgcct ctcaaagcag acggcaaaga agaaggcact 
660 

ccacagcccg agagcaagtc aaaggatagc tacagctctc agggtatttc tcagccccca 
720 

accccaggca acctgccagt cccttcccca atgtccccca gctctgctag catctcctca 
780 

tttcatggag atgaaagcga tagcattagc agcccaggct ggccaaagac tccatcaagc 
840 
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cctaagccca gctcctccac cactactggg 
900 

aatgagccag agagaaagct ctgggtcgac 
960 

tctcctgtct caagtctgcc tgccgtgggc 
1020 

gtctgcgtca aagagatcgg gggtttggcc 
1080 

ctggcaacca acctaaacgt tggcacctca 
1140 

tatattcagt acctgtttgc ctttgagtgc 
1200 

gaagtcttca gcaccgggga caccaaaaag 
1260 

aactcgggat ccttgcaagg cccacagacc 
1320 

gaggttccag gtgacctgaa gccacctacc 
1380 

ccaatgcaag gtggaagaag cagtacaatc 
1440 

gattcatcct tcccgaaacg gaactccatg 
1500 

agcatgcccg atgtgatggg caggatgccc 
1560 

atgagaaaag tgcctggaag cagcgagccc 
1620 

agcatgcagg acatgtacaa ccaaagtccc 
1680 

cagcgccagc agtttcccta tggagccagt 
1740 

cagtatccag gccaaggccc tccctcggga 
1800 

ctgtacccac agcagccgaa ttacaaacgc 
1860 

aagcgccacg agggcgacat gtacaacatg 
1920 

aaccagtatg gaggctccta ctcgggcccg 
1980 

tatccctaca gcagggagag gatgcagggc 
2040 

cttcagatga tgggcggccc gctgcagtcg 
2100 

tgggcagcac gcaatgatat gccttatccc 
2160 

acacaggcgc ccccttaccc aggcatgaac 
2220 

aggataaatc atgagagcca gtggccttct 
2280 

tcctcagcct ccatgcagcc catcacacgc 
2340 

tcaccgccaa atcacatctc cagggcgccc 
2400 

aaccgcatgt ctccaagcaa gtctcctttt 
2460 



PCT/US00/08621 



gagaagatca cgaaggtgta cgagctgggg 
cgatacctca ccttcatgga agagagaggc 
aagaagcccc tggacctgtt ccgactctac 
caggttaata aaaacaagaa gtggcgtgag 
agcagtgcag cgagctccct gaaaaagcag 
aagatcgaac gtggggagga gcccccgccg 
cagcccaagc tccagccgcc atctcctgct 
ccccagtcaa ctggcagcaa ttccatggca 
ccagcctcca cccctcacgg ccagatgact 
agtgtgcacg acccattctc agatgtgagt 
actccaaacg ccccctacca gcagggcatg 
tatgagccca acaaggaccc ctttggggga 
tttatgacgc aaggacagat gcccaacagc 
tccggagcaa tgtctaacct gggcatgggg 
tacgaccgaa ggcatgaacc ttatgggcag 
cagccgccgt atggagggca ccagcccggc 
catatggacg gcatgtacgg gcccccagcc 
cagtacagca gccagcagca ggagatgtac 
gaccgcaggc ccatccaggg ccagtacccg 
ccggggcaga tccagacaca cggaatcccg 
tcctccagtg aggggcctca gcagaatatg 
taccagaaca ggcagggccc tggcggccct 
cgcacagacg atatgatggt acccgatcag 
cacgtcagcc agcgtcagcc ttatatgtcg 
ccaccacagc cgtcctacca gacgccaccg 
agcccagcgt ccttccagcg ctccctggag 
ctgccgtcta tgaagatgca gaaggtcatg 
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cccacggtcc ccacatccca 
2520 

gagatcacct ttcctcctgg 
2580 

aagattacct ccaaagatat 
2640 

tcaggtcttt tggctgagag 
2700 

gacagcactg ttgctacttt 
2760 

gagtacttta gaaaatgcct 
2820 

gaccccagcc aaaaagcact 
2880 

gcagacgatt ctgggaaaga 
2940 

gaggaggatg aggaggaaga 
3000 

ctgactgccc cggacgccgc 
3060 

gacaagctgc caataaagat 
3120 

aagttggggc gtgtgcagga 
3180 

gacaccaccg agcacattca 
3240 

cgcccacctc cccccttaag 
3300 

tctgaagagc agcaagagaa 
3360 

ccaggggcat tgccggaaga 
3420 

tttggtatcc agcaagccaa 
3480 

agccgagacg agactcccct 
3540 

tgcatctgtg tgtccaatat 
3600 

atgtccaaac atccaggcct 
3660 

catccagaga gaaagcgagc 
3720 

gtggcctgca gcaaagatga 
3780 

ttggtcacgt tggccaacat 
3840 

tgcttgccaa ttttggatgg 
3900 

gatccctttc caactgtggg 
3960 

accctctgta aactcagtat 
4020 

tttagtcgtc aggagaaatt 
4080 



ggtcaccggg ccaccacccc 
ctcagtagaa gcatcacaac 
cgttactcct gaggcgtggc 
tacgtgggct ttggacacta 
caatctctcc cagttgtctg 
gattgacatt tttggaattc 
tgatcacaac gcagcaagga 
ggaggaagat gctgaatgta 
cagcgagaag acagaaagcg 
tgcagaccca aaggagaagc 
agtcaaaaag aacaacctgt 
gttcaatagt ggccttctac 
gactcacttt gagagcaaga 
ctccgcaggt aagaagaaag 
aagcatcata gcaaccattg 
cgcaaaccct gggccccaga 
aagtcaccgg aacatcaagc 
gtgtaccatc gcgcactggc 
tgtccgtagc ttgtcattcg 
ggtgctgatc ctggggaagc 
accgcagacc Catgagaaag 
gtggtggtgg gactgcctcg 
ttccgggcag ctagacttgt 
cttgctgcac tggatggtgt 
acccaactcg gtcccgtcgc 
ccaggacaat aatgtggacc 
ctatgctaca ttagttaggt 



aaccaccccc aatcagaagg 
cagtcttgaa acaaaggcga 
gtgtgatgat gtcccttaaa 
ttaatattct tctgtatgat 
gatttctcga acttttagtc 
ttatggaata tgaagtggga 
aggatgacag ccagtccttg 
ttgatgacga cgaggaagac 
atgaaaagag cagcatcgct 
ccaagcaagc cagtaagttc 
ttgttgttga ccgatctgac 
actggcagct cggcgggggt 
tggaaattcc tcctcgcagg 
agctggcagg caaaggcgac 
atgacgtcct gtctgctcgg 
ccgaaagcag taagtttccc 
tgctggagga cgagcccagg 
aggactcgct ggctaagcga 
tgcctggcaa tgatgccgaa 
tgattcttct tcaccacgag 
aggaggatga ggacaagggg 
aggtcttgag ggataacacg 
ctgcttacac ggaaagcatc 
gcccgtctgc agaggcacaa 
ctcagagact tgtgctggag 
tgatcttggc cactcctcca 
acgttgggga tcgcaaaaac 
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ccagtctgtc gagaaatgtc catggcgctt 
4140 

gcagcaaggg ccatagctgt gcagaaagga 
4200 

gatggggtca cgatggccca gtaccagcag 
4260 

ccgcccctgg aaccacctag cgtagacatg 
4320 

atggccagag tggacgaaaa ccgctcggaa 
4380 

atctcgatat cagctgtcct gaactctctg 
4440 

cagattgggc agttatgaca taagtgagaa 
4500 

tcacatataa ctggctgttt tctgttcttg 
4560 

atctttgctc ctctgcccca ttcactattt 
4620 

tgaacagtta tgaaattaat atttgctgtc 
4680 

ttttttctct tttttttaac caaagttgct 
4740 

cttcacagat ctttctaatg ttctttccca 
4800 

tgactttaaa gaaaaaagtt gtggcaaaag 
4860 

agtcaaaaag gtgaaaaatt atccatttcc 
4920 

aactgcatcc catcacccaa agttctgtgc 
4980 

ggctcaagga ggtatgtcgg tcagtagtca 
5040 

ggaatatggt tccattaggc tgggagcaaa 
5100 

cctgacaacg atccggaaac tgctcctcac 
5160 

accttccacg tgacagttct tcacaattcc 
5220 

gcctatgggc tgtgatgtat atagaagttg 
5280 

tctttttttt ttttttttag tacaaagttt 
5340 

aagtgatggt agatttaaat aattttttat 
5400 

atatctccaa aaaaagaaag aaaaaataca 
5460 

tgtacaagtt tctgtatgta taaagtcatg 
5520 

ttgcttcatg aatcaaggtg tggaaatggt 
5580 

cagtacagtc aaaaaagaga aaatgaaaaa 
5640 

aaagattttt cagtgatgag aatccacatt 
5700 



ttatcgaacc ttgcccaagg ggacgcacta 
agcattggaa acttgataag cttcctagag 
agccagcaca acctcatgca catgcagccc 
atgtgcaggg cggccaaggc tttgctagcc 
ttccttttgc acgagggccg gttgctggat 
gttgcatctg ccatctgtga tgtactgttt 
ggcaagcatg tgtgagtgaa gattagaggg 
tttatccagc gtaggaagaa ggaaaagaaa 
accaattggg aattaaagaa ataattaatt 
tgtgtgtata agtacatcct ttggggtttt 
gtctagtgca ttcaaaggtc actttttgtt 
tgttgtattg catttttggg ggaagcaaat 
atgctaagat gcgaaaattt caccacactg 
tatgcgtttt actcctcaga gaatgaaaaa 
aatagaaatt tctacagata caggtatagg 
aaactatgaa atgatactgg tCtctccaca 
aacaatgttt tttaagattg agaatacata 
cactcccgtc atgcctgctg tcggcgtttg 
tttcatcatt ttttaaatat tttttttact 
tacattaaac ataccctcat ttttttcttt 
tagtttcttt ttcatgatgt ggtaactacg 
ttttatttta tatatttttt cattagggcc 
aaaaacaaaa acaaaaaaaa aagagggtaa 
ctcgatttca ggagagcagc tgatcacaat 
tatatatgga ttgatttaga aaatggttac 
aatacaacta aaaggaagaa acacaacttc 
tgtatttcaa gataatgtag tttaaaaaaa 
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aaaaaaagaa aaaaacttga tgtaaattcc tccttttcct ctggcttaat gaatatcatt 
5760 

tattcagtat aaaatcttta tatgttccac atgttaagaa caaatgtaca ttaaatcttg 
5820 

ttaagcactg tg 
5832 



<210> 1038 

<211> 1485 

<212> PRT 

<213> Homo sapiens 



<400> 1038 

Pro Ser Pro Gly Gly Gin Met His Ala Gly lie Ser Ser Phe Gin Gin 

15 10 15 

Ser Asn Ser Ser Gly Thr Tyr Gly Pro Gin Met Ser Gin Tyr Gly Pro 

20 25 30 

Gin Gly Asn Tyr Ser Arg Pro Pro Ala Tyr Ser Gly Val Pro Ser Ala 

35 40 45 

Ser Tyr Ser Gly Pro Gly Pro Gly Met Gly lie Ser Ala Asn Asn Gin 

50 55 60 

Met His Gly Gin Gly Pro Ser Gin Pro Cys Gly Ala Val Pro Leu Gly 
65 70 75 80 

Arg Met Pro Ser Ala Gly Met Gin Asn Arg Pro Phe Pro Gly Asn Met 

85 90 95 

Ser Ser Met Thr Pro Ser Ser Pro Gly Met Ser Gin Gin Gly Gly Pro 

100 105 110 

Gly Met Gly Pro Pro Met Pro Thr Val Asn Arg Lys Ala Gin Glu Ala 

115 120 125 

Ala Ala Ala Val Met Gin Ala Ala Ala Asn Ser Ala Gin Ser Arg Gin 

130 13S 140 

Gly Ser Phe Pro Gly Met Asn Gin Ser Gly Leu Met Ala Ser Ser Ser 
145 150 155 160 

Pro Tyr Ser Gin Pro Met Asn Asn Ser Ser Ser Leu Met Asn Thr Gin 

165 170 175 

Ala Pro Pro Tyr Ser Met Ala Pro Ala Met Val Asn Ser Ser Ala Ala 

180 185 190 

Ser Val Gly Leu Ala Asp Met Met Ser Pro Gly Glu Ser Lys Leu Pro 

195 200 205 

Leu Pro Leu Lys Ala Asp Gly Lys Glu Glu Gly Thr Pro Gin Pro Glu 

210 215 220 

Ser Lys Ser Lys Asp Ser Tyr Ser Ser Gin Gly He Ser Gin Pro Pro 
225 230 235 240 

Thr Pro Gly Asn Leu Pro Val Pro Ser Pro Met Ser Pro Ser Ser Ala 

245 250 255 

Ser lie Ser Ser Phe His Gly Asp Glu Ser Asp Ser He Ser Ser Pro 

260 265 270 

Gly Trp Pro Lys Thr Pro Ser Ser Pro Lys Ser Ser Ser Ser Thr Thr 

275 280 285 

Thr Gly Glu Lys He Thr Lys Val Tyr Glu Leu Gly Asn Glu Pro Glu 

290 295 300 

Arg Lys Leu Trp Val Asp Arg Tyr Leu Thr Phe Met Glu Glu Arg Gly 
305 310 315 320 

Ser Pro Val Ser Ser Leu Pro Ala Val Gly Lys Lys Pro Leu Asp Leu 
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325 330 335 

Phe Arg Leu Tyr Val Cys Val Lys Glu He Gly Gly Leu Ala Gin Val 

340 345 350 

Asn Lys Asn Lys Lys Trp Arg Glu Leu Ala Thr Asn Leu Asn Val Gly 

355 360 365 

Thr Ser Ser Ser Ala Ala Ser Ser Leu Lys Lys Gin Tyr He Gin Tyr 

370 375 380 

Leu Phe Ala Phe Glu Cys Lys He Glu Arg Gly Glu Glu Pro Pro Pro 
385 390 395 400 

Glu Val Phe Ser Thr Gly Asp Thr Lys Lys Gin Pro Lys Leu Gin Pro 

405 410 415 

Pro Ser Pro Ala Asn Ser Gly Ser Leu Gin Gly Pro Gin Thr Pro Gin 

420 425 430 

Ser Thr Gly Ser Asn Ser Met Ala Glu Val Pro Gly Asp Leu Lys Pro 

435 440 445 

Pro Thr Pro Ala Ser Thr Pro His Gly Gin Met Thr Pro Met Gin Gly 

450 455 460 

Gly Arg Ser Ser Thr He Ser Val His Asp Pro Phe Ser Asp Val Ser 
465 470 475 480 

Asp Ser Ser Phe Pro Lys Arg Asn Ser Met Thr Pro Asn Ala Pro Tyr 

485 490 495 

Gin Gin Gly Met Ser Met Pro Asp Val Met Gly Arg Met Pro Tyr Glu 

500 505 510 

Pro Asn Lys Asp Pro Phe Gly Gly Met Arg Lys Val Pro Gly Ser Ser 

515 520 525 

Glu Pro Phe Met Thr Gin Gly Gin Met Pro Asn Ser Ser Met Gin Asp 

530 535 540 

Met Tyr Asn Gin Ser Pro Ser Gly Ala Met Ser Asn Leu Gly Met Gly 
545 550 555 560 

Gin Arg Gin Gin Phe Pro Tyr Gly Ala Ser Tyr Asp Arg Arg His Glu 

565 570 575 

Pro Tyr Gly Gin Gin Tyr Pro Gly Gin Gly Pro Pro Ser Gly Gin Pro 

580 585 590 

Pro Tyr Gly Gly His Gin Pro Gly Leu Tyr Pro Gin Gin Pro Asn Tyr 

595 600 605 

Lys Arg His Met Asp Gly Met Tyr Gly Pro Pro Ala Lys Arg His Glu 

610 615 620 

Gly Asp Met Tyr Asn Met Gin Tyr Ser Ser Gin Gin Gin Glu Met Tyr 
625 630 635 640 

Asn Gin Tyr Gly Gly Ser Tyr Ser Gly Pro Asp Arg Arg Pro He Gin 

645 650 655 

Gly Gin Tyr Pro Tyr Pro Tyr Ser Arg Glu Arg Met Gin Gly Pro Gly 

660 665 670 

Gin He Gin Thr His Gly He Pro Leu Gin Met Met Gly Gly Pro Leu 

67S 680 685 

Gin Ser Ser Ser Ser Glu Gly Pro Gin Gin Asn Met Trp Ala Ala Arg 

690 695 700 

Asn Asp Met Pro Tyr Pro Tyr Gin Asn Arg Gin Gly Pro Gly Gly Pro 
705 710 715 720 

Thr Gin Ala Pro Pro Tyr Pro Gly Met Asn Arg Thr Asp Asp Met Met 

725 730 735 

Val Pro Asp Gin Arg He Asn His Glu Ser Gin Trp Pro Ser His Val 

740 745 750 

Ser Gin Arg Gin Pro Tyr Met Ser Ser Ser Ala Ser Met Gin Pro He 
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755 760 765 

Thr Arg Pro Pro Gin Pro Ser Tyr Gin Thr Pro Pro Ser Leu Pro Asn 

770 775 780 

His lie Ser Arg Ala Pro Ser Pro Ala Ser Phe Gin Arg Ser Leu Glu 
785 790 795 800 

Asn Arg Met Ser Pro Ser Lys Ser Pro Phe Leu Pro Ser Met Lys Met 

80S 810 815 

Gin Lys Val Met Pro Thr Val Pro Thr Ser Gin Val Thr Gly Pro Pro 

820 825 830 

Pro Gin Pro Pro Pro He Arg Arg Glu lie Thr Phe Pro Pro Gly Ser 

835 840 845 

Val Glu Ala Ser Gin Pro Val Leu Lys Gin Arg Arg Lys He Thr Ser 

850 855 860 

Lys Asp He Val Thr Pro Glu Ala Trp Arg Val Met Met Ser Leu Lys 
865 870 875 880 

Ser Gly Leu Leu Ala Glu Ser Thr Trp Ala Leu Asp Thr He Asn He 

885 890 895 

Leu Leu Tyr Asp Asp Ser Thr Val Ala Thr Phe Asn Leu Ser Gin Leu 

900 905 910 

Ser Gly Phe Leu Glu Leu Leu Val Glu Tyr Phe Arg Lys Cys Leu He 

915 920 925 

Asp He Phe Gly He Leu Met Glu Tyr Glu Val Gly Asp Pro Ser Gin 

930 935 940 

Lys Ala Leu Asp His Asn Ala Ala Arg Lys Asp Asp Ser Gin Ser Leu 
945 950 955 960 

Ala Asp Asp Ser Gly Lys Glu Glu Glu Asp Ala Glu Cys He Asp Asp 

965 970 975 

Asp Glu Glu Asp Glu Glu Asp Glu Glu Glu Asp Ser Glu Lys Thr Glu 

980 985 990 

Ser Asp Glu Lys Ser Ser He Ala Leu Thr Ala Pro Asp Ala Ala Ala 

995 1000 1005 

Asp Pro Lys Glu Lys Pro Lys Gin Ala Ser Lys Phe Asp Lys Leu Pro 

1010 1015 1020 

He Lys He Val Lys Lys Asn Asn Leu Phe Val Val Asp Arg Ser Asp 
1025 1030 1035 1040 

Lys Leu Gly Arg Val Gin Glu Phe Asn Ser Gly Leu Leu His Trp Gin 

1045 1050 1055 

Leu Gly Gly Gly Asp Thr Thr Glu His He Gin Thr His Phe Glu Ser 

1060 1065 1070 

Lys Met Glu He Pro Pro Arg Arg Arg Pro Pro Pro Pro Leu Ser Ser 

1075 1080 1085 

Ala Gly Lys Lys Lys Glu Leu Ala Gly Lys Gly Asp Ser Glu Glu Gin 

1090 109S 1100 

Gin Glu Lys Ser He lie Ala Thr He Asp Asp Val Leu Ser Ala Arg 
H05 mo ins 1120 

Pro Gly Ala Leu Pro Glu Asp Ala Asn Pro Gly Pro Gin Thr Glu Ser 

1125 1130 1135 

Ser Lys Phe Pro Phe Gly He Gin Gin Ala Lys Ser His Arg Asn He 

1140 H45 1150 

Lys Leu Leu Glu Asp Glu Pro Arg Ser Arg Asp Glu Thr Pro Leu Cys 

1155 H60 1165 

Thr He Ala His Trp Gin Asp Ser Leu Ala Lys Arg Cys He Cys Val 

1170 H75 1180 

Ser Asn He Val Arg Ser Leu Ser Phe Val Pro Gly Asn Asp Ala Glu 
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UBS 1190 1195 1200 

Met Ser Lys His Pro Gly Leu Val Leu He Leu Gly Lys Leu He Leu 

1205 1210 1215 

Leu His His Glu His Pro Glu Arg Lys Arg Ala Pro Gin Thr Tyr Glu 

1220 1225 1230 

Lys Glu Glu Asp Glu Asp Lys Gly Val Ala Cys Ser Lys Asp Glu Trp 

1235 1240 1245 

Trp Trp Asp Cys Leu Glu Val Leu Arg Asp Asn Thr Leu Val Thr Leu 

1250 1255 1260 

Ala Asn He Ser Gly Gin Leu Asp Leu Ser Ala Tyr Thr Glu Ser He 
1265 1270 1275 1280 

Cys Leu Pro He Leu Asp Gly Leu Leu His Trp Met Val Cys Pro Ser 

1285 1290 1295 

Ala Glu Ala Gin Asp Pro Phe Pro Thr Val Gly Pro Asn Ser Val Pro 

1300 1305 1310 

Ser Pro Gin Arg Leu Val Leu Glu Thr Leu Cys Lys Leu Ser He Gin 

1315 1320 1325 

Asp Asn Asn Val Asp Leu He Leu Ala Thr Pro Pro Phe Ser Arg Gin 

1330 1335 1340 

Glu Lys Phe Tyr Ala Thr Leu Val Arg Tyr Val Gly Asp Arg Lys Asn 
1345 1350 1355 1360 

Pro Val Cys Arg Glu Met Ser Met Ala Leu Leu Ser Asn Leu Ala Gin 

1365 1370 1375 

Gly Asp Ala Leu Ala Ala Arg Ala He Ala Val Gin Lys Gly Ser He 

1380 1385 1390 

Gly Asn Leu He Ser Phe Leu Glu Asp Gly Val Thr Met Ala Gin Tyr 

1395 1400 1405 

Gin Gin Ser Gin His Asn Leu Met His Met Gin Pro Pro Pro Leu Glu 

1410 1415 1420 

Pro Pro Ser Val Asp Met Met Cys Arg Ala Ala Lys Ala Leu Leu Ala 
1425 1430 1435 1440 

Met Ala Arg Val Asp Glu Asn Arg Ser Glu Phe Leu Leu His Glu Gly 

1445 1450 1455 

Arg Leu Leu Asp He Ser He Ser Ala Val Leu Asn Ser Leu Val Ala 

1460 1465 1470 

Ser Val He Cys Asp Val Leu Phe Gin He Gly Gin Leu 
1475 1480 1485 



<210> 1039 

<211> 379 

<212> DNA 

<213> Homo sapiens 

<400> 1039 

gcaggagcca gggatgctgc tgaacatccc gcagtgcacg agacaggcct ccaccacacg 
60 

gaattacctt ggcctgaggt gttacgagag cacagagaga aaccaggtac agacgcgggg 
120 

cagaggggag agagggagag agtgtgagag ctaaggtttc gggagaagac tttgtggaaa 
180 

aagtctttgg ctgggtcctg caacatagcc aggattcagt gacaggtgag gaccactcca 
240 

gattttgtat gtattgaagg ccctgaatac ttttttgaaa gagaatgaca tgagtacacc 
300 
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tggtcagcca cacgtgagag gggttggagg agggaagtac cagaggcagg gagaccaggt 
360 

agaaagacct cgccatagt 
379 



<210> 1040 
<211> 125 
<212> PRT 

<213> Homo sapiens 



<400> 1040 

Met Ala Arg Ser Phe Tyr Leu Val Ser Leu Pro Leu Val Leu Pro Ser 

15 10 15 

Ser Asn Pro Ser His Val Trp Leu Thr Arg Cys Thr His Val lie Leu 

20 25 30 

Phe Gin Lys Ser lie Gin Gly Leu Gin Tyr lie Gin Asn Leu Glu Trp 

35 40 45 

Ser Ser Pro Val Thr Glu Ser Trp Leu Cys Cys Arg Thr Gin Pro Lys 

50 S5 60 

Thr Phe Ser Thr Lys Ser Ser Pro Glu Thr Leu Ala Leu Thr Leu Ser 
65 70 75 80 

Pro Ser Leu Pro Ser Ala Pro Arg Leu Tyr Leu Val Ser Leu Cys Ala 

85 90 95 

Leu Val Thr Pro Gin Ala Lys Val lie Pro Cys Gly Gly Gly Leu Ser 

100 105 110 

Arg Ala Leu Arg Asp Val Gin Gin His Pro Trp Leu Leu 
115 120 125 

<210> 1041 
<211> 388 
<212> DNA 

<213> Homo sapiens 
<400> 1041 

ttagtggccg tggaggccat cggctacatc gcgagtattg acaaggccga tatgtcaatc 
60 

gaaacggcgt acctgccgcg gctgttggtt tccctggccc tgaccatccc ggtgctcgcc 
120 

ttgtcgatga tcccggccct gcacttcccg cattggccgt tgtgggcgtt ggcgcttacc 
180 

accccggtgg tgttctgggg tgcctggccg ctgcaccacg ccgcgtggac caacctgcgg 
240 

cacggcgcgg ccatcatgga caccctggtg tcgctcggcg tcctcacttc gtacctctgg 
300 

tcggtatgga tgctgaccac aggcggcgag cacctctacc tggaggtagc cgtccaccgt 
360 

cacgacgctg atcctggccg gcaaattt 
388 



<210> 1042 

<211> 129 

<212> PRT 

<213> Homo sapiens 
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<400> 1042 



Leu 


Val 


Ala 


Val 


Glu Ala lie Gly 


Tyr 


lie 


Ala 


Ser 


He 


Asp 


Lys 


Ala 


1 








5 




10 










15 




Asp 


Met 


Ser 


lie 


Glu Thr Ala Tyr 


Leu 


Pro 


Arg 


Leu 


Leu 


Val 


Ser 


Leu 








20 




25 










30 






Ala 


Leu 


Thr 


He 


Pro Val Leu Ala 


Leu 


Ser 


Met 


He 


Pro 


Ala 


Leu 


His 






35 




40 










45 








Phe 


Pro 


His 


Trp 


Pro Leu Trp Ala 


Leu 


Ala 


Leu 


Thr 


Thr 


Pro 


Val 


Val 




50 






55 








60 










Phe 


Trp 


Gly 


Ala 


Trp Pro Leu His 


His 


Ala 


Ala 


Trp 


Thr 


Asn 


Leu 


Arg 


65 








70 






75 










80 


His 


Gly 


Ala 


Ala 


He Met Asp Thr 


Leu 


Val 


Ser 


Leu 


Gly 


Val 


Leu 


Thr 










85 




90 










95 




Ser Tyr 


Leu 


Trp 


Ser Val Trp Met 


Leu 


Thr 


Thr Gly 


Gly 


Glu 


His 


Leu 








100 




105 










110 






Tyr 


Leu 


Glu 


Val 


Ala Val His Arg 


His 


Asp 


Ala Asp 


Pro 


Gly 


Arg 


Gin 






115 




120 










125 









He 



<210> 1043 

<211> 555 

<212> DNA 

<213> Homo sapiens 

<400> 1043 

accggtgaaa ccctgatcgg ccaatcgttt tccaccgttc ccggcggcaa gggcgcaaac 
60 

caggcggtcg cttcggcgcg tcttggggcc gaagtcgcga tggtcggttg cgtgggtacc 
120 

gatgcctacg gcgcgcaatt acgcgacgca ttgttggtgg aaggcatcga ttgccaggcc 
180 

gtcagcaccg tcgacggttc cagcggtgtg gcgctgatcg tggtggatga cagcagccag 
240 

aatgcgatcg ttatcgtcgc cggtagcaat ggcgagctga ctccggccaa gttacagacc 
300 

tttgacagcg tgctgcaggc tgccgacgtg attgtctgcc agcttgagac gccgatggac 
360 

actgtcggcc atgcgcctaa gcgcggtcgc gaactgggca agacggtgat cctcaatccg 
420 

gcgccggcca gcggcccgct gcctgaggat tggtacgccg ccatcgatta cctgattccc 
480 

aacgaaagcg aagcctcggc cttgagtggc gtggtggtgg attcactgga cagcgccaag 
540 

gtcgctgcta cgcgt 
555 

<210> 1044 

<211> 185 

<212> PRT 

<213> Homo sapiens 

<400> 1044 

Thr Gly Glu Thr Leu He Gly Gin Ser Phe Ser Thr Val Pro Gly Gly 
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1 








5 


10 




15 




Lys 


Gly 


Ala 


Asn 


Gin Ala Val Ala 


Ser Ala Arg 


Leu Gly Ala 


Glu 


Val 








20 




25 


30 






Ala* 


Met 


Val 


Gly 


Cys Val Gly Thr 


Asp Ala Tyr 


Gly Ala Gin 


Leu 


Arg 






35 




40 




45 






Asp 


Ala 


Leu 


Leu 


Val Glu Gly He 


Asp Cys Gin 


Ala Val Ser 


Thr 


Val 




50 






55 




60 






Asp 


Gly 


Ser 


Ser 


Gly Val Ala Leu 


He Val Val 


Asp Asp Ser 


Ser 


Gin 


65 








70 


75 






80 


Asn 


Ala 


He 


Val 


He Val Ala Gly 


Ser Asn Gly 


Glu Leu Thr 


Pro 


Ala 










85 


90 




95 




Lys 


Leu 


Gin 


Thr 


Phe Asp Ser Val 


Leu Gin Ala 


Ala Asp Val 


He 


Val 








100 




105 


110 






Cys 


Gin 


Leu 


Glu 


Thr Pro Met Asp 


Thr Val Gly 


His Ala Pro 


Lys 


Arg 






115 




120 




125 






Gly 


Arg 


Glu 


Leu 


Gly Lys Thr Val 


He Leu Asn 


Pro Ala Pro 


Ala 


Ser 




130 






135 




140 






Gly 


Pro 


Leu 


Pro 


Glu Asp Trp Tyr 


Ala Ala He 


Asp Tyr Leu 


He 


Pro 


145 








150 


155 






160 


Asn 


Glu 


Ser 


Glu 


Ala Ser Ala Leu 


Ser Gly Val 


Val Val Asp 


Ser 


Leu 










165 


170 




175 




Asp 


Ser 


Ala 


Lys 


Val Ala Ala Thr 


Arg 














180 




185 









<210> 1045 

<211> 371 

<212> DNA 

<213> Homo sapiens 

<400> 1045 

ctattgccat actaccgccg cggcaaccta caggacatga tcaacgccaa cctcttcaat 
60 

cactccaaat tccccgagac gcaccttatg aatctatttc tcggcgtctg caaggccctg 
120 

cgcgccatgc acgattacca cgcaccgccg gcagagcgca tgccaattgg gcaccgaagg 
180 

cagaccacca cccaggtgca aagcaacagt ggtagagcgg tcgctcatcg acgaaacgta 
240 

cggaagaaga cgaagagacg gagcaggaaa gacctgttat ggaatcacag aaccacatcg 
300 

ggcagggcgg cgagcacaaa accatatgcg catcgcgaca ttaaaccagg tacgtgctgc 
360 

aagctcctcg g 
371 

<210> 1046 

<211> 123 

<212> PRT 

<213> Homo sapiens 

<400> 1046 

Leu Leu Pro Tyr Tyr Arg Arg Gly Asn Leu Gin Asp Met lie Asn Ala 

15 10 15 

Asn Leu Phe Asn His Ser Lys Phe Pro Glu Thr His Leu Met Asn Leu 
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20 25 30 

Phe Leu Gly Val Cys Lys Ala Leu Arg Ala Met His Asp Tyr His Ala 

35 40 45 

Pro Pro Ala Glu Arg Met Pro He Gly His Arg Arg Gin Thr Thr Thr 

50 55 60 

Gin Val Gin Ser Asn Ser Gly Arg Ala Val Ala His Arg Arg Asn Val 
65 70 75 80 

Arg Lys Lys Thr Lys Arg Arg Ser Arg Lys Asp Leu Leu Trp Asn His 

85 90 95 

Arg Thr Thr Ser Gly Arg Ala Ala Ser Thr Lys Pro Tyr Ala His Arg 

100 105 110 

Asp He Lys Pro Gly Thr Cys Cys Lys Leu Leu 
115 120 

<210> 1047 

<211> 754 

<212> DNA 

<213> Homo sapiens 

<400> 1047 

natgcccaga aggacctgga cgaggcgttg ccagccctgg atgcggctct ggccagccta 
60 

cgcaacctca acaagaacga agtgacccag gtacgtgcca tgcagcggcc acccccgggt 
120 

gtgaaactgg tcatagaagc tgtgtgcatt atgaaaggca tcaagcccaa gaaggtgcct 
180 

ggagaaaagc caggcaccaa ggtggatgac tactgggagc ctggcaaggg gctgctgcag 
240 

gacccgggcc acttccttga gagcctcttc aagtttgaca aggacaacat tggagatgtg 
300 

gtgatcaaag ccatccagcc gtacatcgat aatgaagagt tccagccagc caccattgcc 
360 

aaggtgtcca agggttgccc cttcatttgg ccgtgggggg gggcaatgcc caagtacccc 
420 

tttgtggcca aggccgtgga gcccaagcgg caagccctgc tggaggccca ggatgacctg 
480 

ggggtgacac agaggatcct ggatgaggca aaacagcgcc ttcgtgaggt ggaggacggc 
540 

atcgccacaa tgcaggctaa gtaccgggaa tgcattacca agaaggagga gctggagctg 
600 

aagtgtgagc agtgtgagca gcggctgggc cacgctggca aggtgcgcac cctcctcctg 
660 

caaggcctgc aagcgggccc ggcccagaca ggggccagaa aggaccaggg cgccggtggg 
720 

tcctggggtg gctgtccaac cccctccctg gcaa 
754 

<210> 1048 
<211> 251 
<212> PRT 

<213> Homo sapiens 
<400> 1048 

Xaa Ala Gin Lys Asp Leu Asp Glu Ala Leu Pro Ala Leu Asp Ala Ala 
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1 






5 


10 






15 


Leu Ala 


Ser 


Leu 


Arg Asn Leu Asn Lys 


Asn 


Glu 


val 


Thr Gin Val Arg 






20 


25 








30 


Ala Met 


Gin 


Arg 


Pro Pro Pro Gly Val 


Lys 


Leu 


Val 


He Glu Ala Val 




35 




40 








45 


Cys lie 


Met 


Lys 


Gly lie Lys Pro Lys 


Lys 


Val 


Pro 


Gly Glu Lys Pro 


50 






55 






60 




Gly Thr 


Lys 


Val 


Asp Asp Tyr Trp Glu 


Pro 


Gly Lys 


Gly Leu Leu Gin 


65 






70 




75 




80 


Asp Pro 


Gly 


His 


Phe Leu Glu Ser Leu 


Phe 


Lys 


Phe 


Asp Lys Asp Asn 








85 


90 






95 


lie Gly 


Asp 


Val 


Val He Lys Ala He 


Gin 


Pro 


Tyr 


He Asp Asn Glu 






100 


105 








110 


Glu Phe 


Gin 


Pro 


Ala Thr He Ala Lys 


Val 


Ser 


Lys 


Gly Cys Pro Phe 




115 




120 








125 


lie Trp 


Pro 


Trp 


Gly Gly Ala Met Pro 


Lys 


Tyr 


Pro 


Phe Val Ala Lys 


130 






135 






140 




Ala Val 


Glu 


Pro 


Lys Arg Gin Ala Leu 


Leu 


Glu 


Ala 


Gin Asp Asp Leu 


145 






150 




155 




160 


Gly Val 


Thr 


Gin 


Arg He Leu Asp Glu 


Ala 


Lys Gin 


Arg Leu Arg Glu 








165 


170 






175 


Val Glu 


Asp 


Gly 


He Ala Thr Met Gin 


Ala 


Lys 


Tyr 


Arg Glu Cys He 






180 


185 








190 


Thr Lys 


Lys 


Glu 


Glu Leu Glu Leu Lys 


Cys Glu Gin 


Cys Glu Gin Arg 




195 




200 








20S 


Leu Gly 


His 


Ala 


Gly Lys Val Arg Thr 


Leu 


Leu 


Leu 


Gin Gly Leu Gin 


210 






215 






220 




Ala Gly 


Pro 


Ala 


Gin Thr Gly Ala Arg 


Lys 


Asp 


Gin 


Gly Ala Gly Gly 


225 






230 




235 




240 


Ser Trp 


Gly 


Gly 


Cys Pro Thr Pro Ser 


Leu 


Ala 












245 


250 









<210> 1049 

<211> 558 

<212> DNA 

<213> Homo sapiens 

<400> 1049 

cgcagcaata gctgcacttg accagactgg gctttgcaat aagcgcattc cccgggctga 
60 

atgctgcaga tccttacagg ctgactgcag ggtgtttcag attctcctgg agtcacacgt 
120 

gccagcttga tttcaagaaa caactagaat aacagttttc tgataagaag tctatagcac 
180 

tttatggctt acataatcca gagatagatg ggctgggcat gattcccatt ttctgttggg 
240 

gaaaccgact cacagagaag ttaagggaca agtataaagt gatgaaactg tgtactgaac 
300 

ctcatgtctc ccagactccc gggtccccgg gctttttctc ggggcggccc cattcacatt 
360 

gcaattcatg gccggggcaa atgctcaccc acagagatat taagcactcc aacactccat 
420 

ccaccaggtt gcagccaaag gattcagaag acaatgatca ttccatcagc atgcactatg 
480 
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cagctaaaga aaggttttgg catgctctgc tttattgttt cacagaagat aagaaaataa 
54 0 

actgcaaagt aacttaag 
558 

<210> 1050 

<211> 112 

<212> PRT 

<213> Homo sapiens 



<400> 1050 



Met 


lie 


Pro 


lie 


Phe Cys Trp Gly Asn 


Arg 


Leu Thr 


Glu 


Lys 


Leu 


Arg 


1 








5 


10 








15 




Asp 


Lys 


Tyr 


Lys 


Val Met Lys Leu Cys 


Thr 


Glu Pro 


His 


Val 


Ser 


Gin 








20 


25 








30 






Thr 


Pro 


Gly 


Ser 


Pro Gly Phe Phe Ser 


Gly 


Arg Pro 


His 


Ser 


His 


Cys 






35 




40 






45 








Asn 


Ser 


Trp 


Pro 


Gly Gin Met Leu Thr 


His 


Arg Asp 


He 


Lys 


His 


Ser 




50 






55 




60 










Asn 


Thr 


Pro 


Ser 


Thr Arg Leu Gin Pro 


Lys 


Asp Ser 


Glu 


Asp 


Asn 


Asp 


65 








70 




75 








80 


His 


Ser 


lie 


Ser 


Met His Tyr Ala Ala 


Lys 


Glu Arg 


Phe 


Trp 


His 


Ala 










85 


90 








95 




Leu 


Leu 


Tyr 


Cys 


Phe Thr Glu Asp Lys 


Lys 


lie Asn 


Cys 


Lys 


Val 


Thr 








100 


105 








110 







<210> 1051 

<211> 317 

<212> DNA 

<213> Homo sapiens 

<400> 1051 

gcgttgagtc gggatgtcgc attcatgccc ggcgaacctt tttttgccga accggagcgt 
60 

aatccgggta atcttcgtct caatttcagt cacatcgcac cggagcgtct ggacgaaggt 
120 

ctcaagcgcc tggctgctgt catccgtcac gcacaggctg cacaagcggc ttaaggggag 
180 

ggccatgtac aaggtttatg gcgattacca gtcgggcaat tgctacaaga tcaagctgat 
240 

gctgcacctg ctggggcagg aatatcgctg gcacccgggg gacatcctca aggtgacacc 
300 

gagaccccgg aattttt 
317 

<210> 1052 
<211> 57 
<212> PRT 

<213> Homo sapiens 
<400> 1052 

Ala Leu Ser Arg Asp Val Ala Phe Met Pro Gly Glu Pro Phe Phe Ala 

1 5 10 15 

Glu Pro Glu Arg Asn Pro Gly Asn Leu Arg Leu Asn Phe Ser His He 
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20 25 30 

Ala Pro Glu Arg Leu Asp Glu Gly Leu Lys Arg Leu Ala Ala Val lie 

35 40 45 

Arg His Ala Gin Ala Ala Gin Ala Ala 
50 55 

<210> 1053 

<211> 318 

<212> DNA 

<213> Homo sapiens 

<400> 1053 

caattggcta cgcgatccga acgggcgcat gggtctctat gactggcaag ccgtcgctcg 
60 

cggggagtgg gccctcgact atgcctacgc gatgtcggtg aacctgacca ccgagaaccg 
120 

gcgtgcctgg gaacgcgacc tgctcgagcg ttatctgtgg cgcctcgccg aagagggtgt 
180 

cgccaacccg ccctcgttcg agcaagcgtg gctacgctac cggcaacagc cgttccacgt 
240 

cgggatcttc tcactcttga ccatcggcgc cggacgcttt caaccggcca tgcaaccggc 
300 

ggactcnnnn ccccncnc 
318 

<210> 1054 

<211> 96 

<212> PRT 

<213> Homo sapiens 

<400> 1054 

Met Gly Leu Tyr Asp Trp Gin Ala Val Ala Arg Gly Glu Trp Ala Leu 

15 10 15 

Asp Tyr Ala Tyr Ala Met Ser Val Asn Leu Thr Thr Glu Asn Arg Arg 

20 25 30 

Ala Trp Glu Arg Asp Leu Leu Glu Arg Tyr Leu Trp Arg Leu Ala Glu 

35 40 45 

Glu Gly Val Ala Asn Pro Pro Ser Phe Glu Gin Ala Trp Leu Arg Tyr 

50 55 60 

Arg Gin Gin Pro Phe His Val Gly He Phe Ser Leu Leu Thr He Gly 
65 70 75 80 

Ala Gly Arg Phe Gin Pro Ala Met Gin Pro Ala Asp Ser Xaa Pro Xaa 
85 90 95 

<210> 1055 

<211> 391 

<212> DNA 

<213> Homo sapiens 

<400> 1055 

tacaatgtat catcaaccag aaatacaatg agaaccacct gccagtctcc caaatactat 
60 

ctgcagccac tcatttaact ctcctggcta gctccacgtg ggccgtctga actctcttag 
120 
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aagaatcatc tctctgctca ggcaccggga gcaaggggca tctgtcgctc tgcagaacgg 
180 

aggggaccag gcctgatgaa caccatcctg ggcccagaaa cctgggaggg taaagagaac 
240 

tgccaggggt gaagtccaag gatgggaaaa aggcctccgg ggcagagtcc tgaaatgtca 
300 

gaagcacacc aaagaggaaa cagcatcacg ttattgctga ggcagggcct cattctgttg 
360 

ccaaggctgc agtgcagtgg tgacaccatg g 
391 

<210> 1056 
<211> 83 
<212> PRT 

<213> Homo sapiens 



<400> 1056 



Met Val Ser 


Pro 


Leu 


His Cys 


Ser 


Leu 


Gly Asn Arg Met 


Arg Pro Cys 


l 




5 








10 


15 


Leu Ser Asn 


Asn 


Val 


Met Leu 


Phe 


Pro 


Leu Trp Cys Thr 


Ser Asp He 




20 








25 




30 


Ser Gly Leu 


Cys 


Pro 


Gly Gly 


Leu 


Phe 


Pro He Leu Gly Leu His Pro 


35 








40 




45 




Trp Gin Phe 


Ser 


Leu 


Pro Ser 


Gin 


Val 


Ser Gly Pro Arg 


Met Val Phe 


SO 






55 






60 




lie Arg Pro 


Gly Pro 


Leu Arg 


Ser 


Ala 


Glu Arg Gin Met 


Pro Leu Ala 


65 






70 






75 


80 



Pro Gly Ala 



<210> 1057 
' <211> 341 
<212> DNA 

<213> Homo sapiens 
<400> 1057 

gaattccctg cgcgtgtgac gccggtcgcc gagcaactcg gcgtgtcgct gacgctgcat 
60 

cccgatgatc cgccgcgtcc gctgttcggg ttgccgcgca ttgcgtccag cgccgaggac 
120 

tatcaggcgc tgttcgatgc ggtaccgtcc aaggcgaacg gcatctgcct gtgcacgggt 
180 

tcgctcggcg tgcgcgcgga gaacgatctg cctgaaatgg ccgaacgttt cggcccgcgt 
240 

atcgcctttg cgcatctgcg cgcgaccaag cgcgacgccg atggcctgtc gtttcatgaa 
300 

tccgaccatc tcgacggcga tgtcgacatg gtcgcgtgct c 
341 

<210> 1058 
<211> 113 
<212> PRT 

<213> Homo sapiens 
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<400> 1058 

Glu Phe Pro Ala Arg Val Thr Pro Val Ala Glu Gin Leu Gly Val Ser 

1 5 io 15 

Leu Thr Leu His Pro Asp Asp Pro Pro Arg Pro Leu Phe Gly Leu Pro 

20 25 30 

Arg He Ala Ser Ser Ala Glu Asp Tyr Gin Ala Leu Phe Asp Ala Val 

35 40 45 

Pro Ser Lys Ala Asn Gly He Cys Leu Cys Thr Gly Ser Leu Gly Val 

50 55 60 

Arg Ala Glu Asn Asp Leu Pro Glu Met Ala Glu Arg Phe Gly Pro Arg 
65 70 75 80 

He Ala Phe Ala His Leu Arg Ala Thr Lys Arg Asp Ala Asp Gly Leu 

85 90 95 

Ser Phe His Glu Ser Asp His Leu Asp Gly Asp Val Asp Met Val Ala 
100 los HO 

Cys 



<210> 1059 
<211> 372 
<212> DNA 

<213> Homo sapiens 
<400> 1059 

nagctgaccg gctggcagat caacatcatg acgccggaag aaagcgtgaa ccgccgggaa 
60 

gtcgagcgtt cgggcctgcg caccacgttc atgaacaagc tggacgtcga tgaggaagtc 
120 

gccgacatcc tgatcgacga aggtttcacc ggtatcgagg aaatcgccta cgtccccatg 
180 

caggaactgc tggagatcga ggcgttcgac gaagacacca tcaacgagtt gcgcgcccgt 
240 

gcccgcaatg cgctgctgac cgaggccatc gcccaggaag agcgccttga gaccgcgcag 
300 

gatctgcttg aactcgaagg cgtgacgccg gaactggctg ccaagctggc cgagcgtcaa 
360 

gtgcgtacgc gt 
372 



<210> 1060 
<211> 124 
<212> PRT 

<213> Homo sapiens 



<400> 1060 

Xaa Leu Thr Gly Trp Gin He Asn 

1 5 
Asn Arg Arg Glu Val Glu Arg Ser 
20 

Lys Leu Asp Val Asp Glu Glu Val 

35 40 
Phe Thr Gly He Glu Glu He Ala 

50 55 
Glu He Glu Ala Phe Asp Glu Asp 



He Met Thr Pro Glu Glu Ser Val 

10 is 
Gly Leu Arg Thr Thr Phe Met Asn 
25 30 
Ala Asp He Leu He Asp Glu Gly 
45 

Tyr Val Pro Met Gin Glu Leu Leu 
60 

Thr He Asn Glu Leu Arg Ala Arg 
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65 70 75 80 

Ala Arg Asn Ala Leu Leu Thr Glu Ala lie Ala Gin Glu Glu Arg Leu 

85 90 95 

Glu Thr Ala Gin Asp Leu Leu Glu Leu Glu Gly Val Thr Pro Glu Leu 

100 105 110 

Ala Ala Lys Leu Ala Glu Arg Gin Val Arg Thr Arg 
115 120 



<210> 1061 

<211> 456 

<212> DMA 

<213> Homo sapiens 



<400> 1061 

tctagactcc atggcaccgg gctgagcggg taagtaagaa agataaaaag tgccttttgc 
60 

cccttcgagg aaaccctttt gcaggccaag caagggctgc aagtgtttgg gagctgagag 
120 

gagaaggagg attctggagc attgtatttg gcagccggag cgggcagtgg gcggggggtt 
180 

gggacacgaa gggctcttcg gacccctgtg cctcttctgc cccaagggcg agaagacggg 
240 

cttcgcagcg accctcgggg gtccatggag ccgcctgcct tcgccccctc gctcttccca 
300 

ggtctgaacc tggatgggga gaagaaattg aagtgctttg gagacggggg ggcttaaaac 
360 

actagggagc ctcatcgccc agccttgggc ccactttcct ttcgatcgtg aggattccgc 
420 

accccgaagc cgtcttctcg gggctccggg gcgcgc 
456 



<210> 1062 
<211> 125 
<212> PRT 

<213> Homo sapiens 



<400> 1062 



Met 


Arg 


Leu 


Pro 


Ser 


Val 


Leu 


Ser 


Pro 


Pro Val Ser Lys 


Ala 


Leu 


Gin 


1 








5 










10 




15 




Phe 


Leu 


Leu 


Pro 
20 


He 


Gin 


Val 


Gin 


Thr 
25 


Trp Glu Glu Arg 


Gly 
30 


Gly 


Glu 


Gly 


Arg 


Arg 
35 


Leu 


His 


Gly 


Pro 


Pro 
40 


Arg 


Val Ala Ala Lys 
45 


Pro 


Val 


Phe 


Ser 


Pro 
50 


Leu 


Gly 


Gin 


Lys 


Arg 
55 


His 


Arg 


Gly Pro Lys Ser 
60 


Pro 


Ser 


Cys 


Pro 


Asn 


Pro 


Pro 


Pro 


Thr 


Ala 


Arg 


Ser 


Gly Cys Gin He 


Gin 


Cys 


Ser 


65 










70 








75 






80 


Arg 


He 


Leu 


Leu 


Leu 
85 


Leu 


Ser 


Ala 


Pro 


Lys His Leu Gin 
90 


Pro 


Leu 
95 


Leu 


Gly 


Leu 


Gin 


Lys 
100 


Gly 


Phe 


Leu 


Glu 


Gly 
105 


Ala Lys Gly Thr 


Phe 
110 


Tyr 


Leu 


Ser 


Tyr 


Leu 
115 


Pro 


Ala 


Gin 


Pro 


Gly 
120 


Ala 


Met Glu Ser Arg 
125 
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<210> 1063 
<211> 3760 
<212> DNA 

<213> Homo sapiens 
<400> 1063 

ntagtagaga cagggtttca ccatgttggc caggctggtc ttgaactcct gagcttgtga 
6 0 

tccacccgcc tcagcctccc aaagtgctgg gattacaggc gtgacgactg cacccagcct 

taaggtctta taactagtaa atatctgcat taaagaacga gttgaatgaa aattctgata 
180 

aattcctact taaagtgtat ccaaagaaaa cggaaaaagt ctaggagtta gtgatattag 
240 

attcagaaga atgagctttg taattcttaa aaattagtct cagaatagaa aggattttaa 
300 

aagtaattga gtaaagtcat aggaaatgtg accatataaa ggaatggctc taaatgtatt 
360 

aatccagaag gaagcaacag gttaaacagt aagaggtaag aaacaaaaaa taaggaacga 
420 

gagagagaga gtgacaggga gagagagaca gagcggggaa ggagagaatg agaaggaaaa 
480 

tcaggaaaac gaggagaaac agaattaagg aggtgatact ggaatagtat cagaccattc 
540 

tgaatcaatt taagaattgc catgtctaat tcttatatgg aagatttgaa atacaaggat 
600 

660 9aaa " a ataacaaatt ataat S aa tg catagaaatc cttatgtaat ccaaggtcat 
720 ttt9aag 9aagaCatCa a 9 aaaat 9 t g atctagaaat aaaggttgag attgctccat 

ttacaaaatc attatgctct ataatcttcc catatgcaaa tatttcatat tccctctttt 
780 

840 C ° at9ga Catatttcac a * caacaa <=9 aatcaagtgc tgacctaaat ggggtatctg 

ttaaaactta gtatattgat atccttcacc ccactccagg aacgttcgct acgctaggac 
900 

tgcatcttgg gaacagaatt ttagagatga tcatctctta catcagaagc aggatctaaa 
960 

1020 CCCt " atgCCCaaCt tcct Saccct gctattgttg tgggtggcaa gataagagga 

gttgcatcac agatgaaaaa gtaaggccga agaagaccag agaagagttg gttgaatgtg 
1080 ~ ~ 

tagatataag atccatctgt gacattgtag aatgaaattt caccggcttc atagtccaag 
1140 ~ * 

1200 CCCCaa tgCagtga9g actttcca 9t tggagaagag gcactgatgg ggaggcaagg 

accatgtact cattcccttt cagcagccac agggcccaga ccccattctc aggagatggc 
1260 

STtggtttccc cctttcttgg cagtgtgtct tgacagaccc ctaaacccca ctctgctcct 

tctcccacca gaacctccca gtaatgcctc cctgatgaga agctctgcaa acccaggatg 
13 80 

cagggccatg tgtcaaatcg ctcagggttg ttggggacat ccctccatgg ttctccatcc 
1440 



1003 



WO 00/58473 



PCTAJSOO/08621 



tgcacactgc gcaggtcggc 
1500 

tttacatcca cttggaactt 
1560 

ttcagttcca tggggatgtt 
1620 

actcctctca caccctccag 
1680 

tccgccagct ccttcagggc 
1740 

ctctgcagcg tcgctcgctc 
1B00 

atggctctgg aacttatgag 
1860 

gggaaaaaga ctgtcatttg 
1920 

gagtttgaga agcatcgtgg 
1980 

gaggcggagg agcgagcgac 
2040 

cagagcaagg ccctgaagga 
2100 

ctgggtctgc tggagggtgt 
2160 

gaagcagaga acatccccat 
2220 

ctcttaagga agttccaagt 
2280 

ctcttgaccg ccgacctgcg 
2340 

aaccctgagc gatttgacac 
2400 

aggcattact gggaggttct 
2460 

gacacactgc caagaaaggg 
2520 

tggctgctga aagggaatga 
2580 

ctggaaagtc ctcgctgcat 
2640 

tacaatgtca cagatggatc 
2700 

cggccttact ttttcatctg 
2760 

gggtcaggaa attgggcatc 
2820 

catctctaaa attctgttcc 
2880 

gtgaaggata tcaatatact 
2940 

gttgttgctg tgaaatatgt 
3000 

gaagattata gagcataata 
3060 



ggtcaagagc agactcgggt 
ccttaagagc tccctcctcc 
ctctgcttcc agccttgtga 
cagacccagg gctgggcgct 
cttgctctgc tggaccagcc 
ctccgcctcc agccgcctca 
gaaagagttg gaggacgcct 
gaaggagaaa gtggaaatgc 
ctttctggcc caggaggagc 
gctgcagaga ctgcgggaga 
gctggcggat gagctgcagg 
gagaggagtc ctgagcagaa 
ggaactgaag acagcatgct 
ggatgtaaag ctggatcccg 
cagtgtgcag gatggagaac 
atggccctgc atcctgggtt 
ggtgggagaa ggagcagagt 
ggaaaccatg ccatctcctg 
gtacatggtc cttgcctccc 
tgggattttc ttggactatg 
ttatatctac acattcaacc 
tgatgcaact cctcttatct 
cagggatcat ttagatcctg 
caagatgcag tcctagcgta 
aagttttaac agatacccca 
ccatgggaca aaagagggaa 
attttgtaaa tggagcaatc 



gcgccgtggc gggatccagc 
cagggatgca gcatgctgtc 
cagccttact tctgctcagg 
ggcacctctc ctgcagctca 
ggctcttgct ctcccgcagt 
gctaccaggt aaagctccag 
tgactcagga ggccaacgtg 
agaggcagcg cttcagattg 
aacggcagct gaggcggctg 
gcaagagccg gctggtccag 
agaggtgcca gcgcccagcc 
gtaaggctgt cacaaggctg 
gcatccctgg gaggagggag 
ccacggcgca cccgagtctg 
catggaggga tgtccccaac 
tgcagagctt ctcatcaggg 
ggggtttagg ggtctgtcaa 
agaatggggt ctgggccctg 
catcagtgcc tcttctccaa 
aagccggtga aatttcattc 
aactcttctc tggtcttctt 
tgccacccac gacaatagca 
cttctgatgt aagagatgat 
gcgaacgttc ctggagtggg 
tttaggtcag cacttgattc 
tatgaaatat ttgcatatgg 
tcaacctcta tttctagatc 
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acactctctt 


gatgtcttcc 


ttcaaattaa 


3120 






attcattata 


atttgttatt 


cctttcaata 


3180 






ttagacatgg caattcttaa 


attgattcag 


3240 






cttaattctg 


tttctcctcg 


ttttcctgat 


3300 






gtctctctct 


ccctgtcact 


ctctctctct 


3360 






ctgtttaacc 


tgttgcttcc 


ttctggatta 


3420 






acatttccta 


tgactttact 


caattacttt 


3480 






taagaattac 


aaagctcatt 


cttctgaatc 


3540 






tttctttgga 


tacactttaa 


gtaggaattt 


3600 






tgcagatatt 


tactggttat 


aagaccttaa 


3660 






ccagcgcttt 


ggggggctga 


ggcgggtgga 


3720 






gccagcatgg 


tgaaaccctg 


tctctactag 


3760 







tgaccttgga ttacataagg atttctatgc 
tccttgtatt tcaaatcttc catataagaa 
aatggtctga tactattcca gtatcacctc 
tttccttctc attctctcct tccccgctct 
cgttccttat tttttgtttc ttacctctta 
atacatttag agccattcct ttatatggtc 
taaaatcctt tctattctga gactaatttt 
taatatcact aactcctaga ctttttccgt 
atcagaattt tcattcaact cgttctttaa 
ggctgggtgc agtggctcac gcctgtggtc 
tcacaggctc gggagttcgg ggccagcctg 
aaaaaaaaaa 



<210> 1064 

<211> 483 

<212> PRT 

<213> Homo sapiens 



<400> 1064 

Met Gin Gly His Val Ser 

1 5 
His Gly Ser Pro Ser Cys 
20 

Leu Gly Cys Ala Val Ala 
35 

Leu Lys Ser Ser Leu Leu 
50 

Met Gly Met Phe Ser Ala 
65 70 
Arg Thr Pro Leu Thr Pro 
85 

Leu Ser Cys Ser Ser Ser 
100 

Thr Ser Arg Leu Leu Leu 
115 

Ser Ala Ser Ser Arg Leu 
130 

Glu Leu Met Arg Lys Glu 
145 iso 
Val Gly Lys Lys Thr Val 
165 

Gin Arg Phe Arg Leu Glu 



Asn Arg Ser Gly Leu Leu Gly Thr Ser Leu 

10 is 
Thr Leu Arg Arg Ser Ala Val Lys Ser Arg 

25 30 
Gly Ser Ser Phe Thr Ser Thr Trp Asn Phe 

40 45 
Pro Gly Met Gin His Ala Val Phe Ser Ser 
55 60 

Ser Ser Leu Val Thr Ala Leu Leu Leu Leu 

75 80 
Ser Ser Arg Pro Arg Ala Gly Arg Trp His 

90 95 
Ala Ser Ser Phe Arg Ala Leu Leu Cys Trp 

105 no 
Ser Arg Ser Leu Cys Ser Val Ala Arg Ser 

120 125 
Ser Tyr Gin Val Lys Leu Gin Met Ala Leu 
135 140 

Leu Glu Asp Ala Leu Thr Gin Glu Ala Asn 
155 160 
lie Trp Lys Glu Lys Val Glu Met Gin Arg 

170 175 
Phe Glu Lys His Arg Gly Phe Leu Ala Gin 
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ion 




















190 






Glu 


Glu 


(jin 


Arg 


r- i _ 

Gin 


Leu 


Arg 


Arg 


Leu 


fl") ii 


ftl -s 
J\± <J. 


oiu 


Glu 


Arg 


Ala 


Thr 
















inn 










205 








Leu 


Gin 


Arg 


Leu 


Arg 


\3 1U 


Ser 


Lys 


Cor 

act 


Arg 


Leu 




Gin 


Gin 


Ser 


Lys 




210 




















220 










Ala 


Leu 


Lys 


Glu 


Leu 


ft 1 T% 

Ala 


Asp 


Glu 


Leu 


bin 


C\ \i 


Arg 


Cys 


vJi.ll 


Arg 


Pro 


225 










Tin 
Z J U 










23 5 










240 


Ala 


Leu 


Pi „ 
vjiy 


Lieu 


T At) 

Leu 


C 1 ., 
OIU 


t»iy 


Val 

va x 


Arg 


m vr 

vjiy 


Va 1 
Vdl 


Leu 


Coy 


Arg 


Ser 


Lys 










1 z> 




















255 




Ala 


Val 


Tnr 


Arg 


Leu 


GlU 


Aia 


LrlU 


Asn 


Tin 

lie 


rlO 


Met- 
ric L 


ii 


Leu 


Lys 


Thr 








260 




















270 






Ala 


Cys 


Cys 


He 


Pro 


Gly 


Arg 


Arg 


(jIU 


Leu 


Leu 


Arg 


T \/e 

Liys 


file 


Gin 


Val 






275 










*5 o n 


















Asp Val 


Lys 


Leu 


Asp 


Pro 


Aia 


Thr 


Aia 


HIS 


Pro 


Ser 


Leu 


LcU 


Leu 
eu 


Thr 




290 




















JUU 










Ala 


Asp 


Leu 


Arg 


Ser 


Val 


Gin 


Asp 


Gly 


Glu 


Pro 


Trp 


Arg 


Asp 


Va 1 


Pro 


305 










310 




















320 


Asn 


Asn 


Pro 


Glu 


Arg 


Phe 


Asp 


Thr 


Trp 


Pro 


Cys 


i ie 


Leu 




Leu 


vj j.n 










325 










330 










J j j 




Ser 


Phe 


Ser 


Ser 


Gly 


Arg 


His 


Tyr 


Trp 


Glu 


Val 


Leu 


vai 


vjiy 


fM ii 
v?lU 


ijiy 








340 










345 
















Ala 


Glu 


Trp 


Gly 


Leu 


Gly 


Val 


Cys 


Gin 


Asp 


Thr 


Leu 


Pro 


Arg 


Lys 


vjiy 






355 










360 


















Glu 


Thr 


Met 


Pro 


Ser 


Pro 


Glu 


Asn 


Gly 


Val 


Trp 


Aia 


Leu 


Trp 


Leu 


Leu 




370 










J / o 










380 










Lys 


Gly 


Asn 


Glu 


Tyr 


Met 


Val 


Leu 


Ala 


Ser 


Pro 


Ser 


Val 


Pro 


Leu 


Leu 


385 










390 










395 










400 


Gin 


Leu 


Glu 


Ser 


Pro 


Arg 


Cys 


He 


Gly 


He 


Phe 


Leu 


Asp 


Tyr 


Glu 


Ala 










405 










410 










415 




Gly Glu 


He 


Ser 


Phe 


Tyr 


Asn 


Val 


Thr 


Asp 


Gly 


Ser 


Tyr 


He 


Tyr 


Thr 








420 










425 










430 






Phe 


Asn 


Gin 


Leu 


Phe 


Ser 


Gly 


Leu 


Leu 


Arg 


Pro 


Tyr 


Phe 


Phe 


He 


Cys 






435 










440 










445 








Asp Ala 


Thr 


Pro 


Leu 


He 


Leu 


Pro 


Pro 


Thr 


Thr 


He 


Ala 


Gly 


Ser 


Gly 




450 










455 










460 










Asn Trp 


Ala 


Ser 


Arg 


Asp 


His 


Leu 


Asp 


Pro 


Ala 


Ser 


Asp 


Val 


Arg 


Asp 


465 










470 










475 










480 


Asp 


His 


Leu 





























<210> 1065 

<211> 892 

<212> DNA 

<213> Homo sapiens 

<400> 1065 

nacgcgtggt gtcatgggga ggtgggctgc agtgatgaga aaaggccggg ggctgtgcaa 
60 

taccatgett cacaaaggga gaagatcaaa gtgaccctcc cccatggctt tggaaccttc 
120 

ttgtccagtc tggaaggggg gaagaagaga tgaggggaag gctgtccagg ggggtgcaag 
180 

gecctagaga cccagcagag aagggactct ggccactgaa ggggccctcc cattgtggct 
240 



1006 



WO 00/58473 



PCT/US00/08621 



ctggttccct agagcagctc cagcttcttg gcctcccccg tctgatgctt agctcatccc 
300 

atcccctgga gtgctgtgga gcttagatga aacagcccag tgctcactct tcaatgagcc 
360 

cacccagagc agcatcaaga tgcagttggc ggggtactgg aactggcttg gcaagggctg 
420 

cgcaggcaac aggtcccagc aagagtcagc tagcctagct cagccctgca cacctggaga 
480 

cctgggggtg ctccagacac ctcggccctt taggtccctt taattgaatg tgtgtggatc 
S40 

agtgaaggtt gaggaatcat ttctctatgg cccaagacgt ttctctctgc agttgtcatg 
600 

ttagtacctg ccagcttttc ctctcttaca taaatttcat gccagagcct ggaaatgtgt 
660 

gccctttgta ggaggggcat cacaggctgg ctcacctcag cagtgccagg cagagcccgt 
720 

ccctctcatt gcaggaggcg catgaagcgt gtctgggacc gagctgtgga gttcctggcc 
780 

tccaacgaat cccggatcca gacggagtcc caccgcgttg caggagagga catgctggtg 
840 

ttgagatgga ctaagccctc ttccttctct gactcagagc gataagcccg gg 
892 

<210> 1066 

<211> 76 

<212> PRT 

<213> Homo sapiens 

<400> 1066 

Met Cys Ala Leu Cys Arg Arg Gly He Thr Gly Trp Leu Thr Ser Ala 

1 5 io 15 

Val Pro Gly Arg Ala Arg Pro Ser His Cys Arg Arg Arg Met Lys Arg 

20 25 30 

Val Trp Asp Arg Ala Val Glu Phe Leu Ala Ser Asn Glu Ser Arg He 

35 40 45 

Gin Thr Glu Ser His Arg Val Ala Gly Glu Asp Met Leu Val Leu Arg 

50 55 60 

Trp Thr Lys Pro Ser Ser Phe Ser Asp Ser Glu Arg 
65 70 75 

<210> 1067 

<211> 418 

<212> DNA 

<213> Homo sapiens 



<400> 1067 

gaattcgagg tcaccgcgaa tgtgttccgc gaaggccacg acgccgtcgg ggctagtgtc 
60 

gttctcaccg atcccgaggg caaccgtcac ctcactgaca tgcaccaggt cgagccctgg 
120 

ggactagaca tctggaaagc ccgagtctcc gctgacatcg aaggcgactg gactatgcac 
180 

gttgaaggct ggtcagacac ctggggcacg tggcatcaca atgccaatgc caagctcgcc 
240 



1007 



WO 00/58473 



PCT/USOO/08621 



gctgccatcg acgtcgaact ggtgtgcgcc gaaggccatg ccctcataaa cgaggcggcc 
300 

cggcacgccg agcaatccgg ggatactgac gcgatcacgg ctctgcgcga gaccgatgcc 
360 

aacctaaccc ttgaccgtgc ccccgactcg ctacaacagg tcatcaacac ctacgcgt 
418 

<210> 1068 
<211> 139 
<212> PRT 

<213> Homo sapiens 



<400> 1068 
























Glu Phe 


Glu 


Val 


Thr 


Ala Asn 


Val 


Phe 


Arg 


Glu Gly 


His 


Asp 


Ala 


Val 


1 






5 








10 








15 




Gly Ala 


Ser 


Val 


Val 


Leu Thr 


Asp 


Pro 


Glu 


Gly Asn 


Arg 


His 


Leu 


Thr 






20 








25 








30 






Asp Mec 


His 


Gin 


Val 


Glu Pro 


Trp 


Gly 


Leu 


Asp He 


Trp 


Lys 


Ala 


Arg 




35 








40 








45 








Val Ser 


Ala 


Asp 


He 


Glu Gly 


Asp 


Trp 


Thr 


Met His 


Val 


Glu 


Gly 


Trp 


50 








S5 








60 










Ser Asp 


Thr 


Trp 


Gly 


Thr Trp 


His 


His 


Asn 


Ala Asn 


Ala 


Lys 


Leu 


Ala 


65 








70 








75 








80 


Ala Ala 


lie 


Asp 


Val 


Glu Leu 


Val 


Cys 


Ala 


Glu Gly 


His 


Ala 


Leu 


He 








85 








90 








95 




Asn Glu 


Ala 


Val 


Arg 


His Ala 


Glu 


Gin 


Ser 


Gly Asp 


Thr 


Asp 


Ala 


He 






100 








105 








110 






Thr Ala 


Leu 


Arg 


Glu 


Thr Asp 


Ala 


Asn 


Leu 


Thr Leu 


Asp 


Arg 


Ala 


Pro 




115 








120 








125 








Asp Ser 


.Leu 


Gin 


Gin 


Val He 


Asn 


Thr 


Tyr 


Ala 










130 








135 



















<210> 1069 
<211> 371 
<212> DNA 

<213> Homo sapiens 
<400> 1069 

ntgtacaatt tccttgctgg aagtactgga gcgaatatga tacggtctcc ggcctctcag 
60 

cagttcatat gccgtcactc ccagggacca ccagtcaaca gcaaaggaat agcctgctcc 
120 

ttttctggag ctgaacatct caggtgccat gtaaggcttg gtgccagcca tggtggagac 
180 

ctgcgttatc acctgcaaca gaacgtccac ttcaaggaag aaacagtgaa gctcttcatc 
240 

tgtgagctgg tcatggccct ggactacctg cagaaccagc gcatcattca cagggatatg 
300 

aagcctgaca atattttact tgacgaacat gggcacgtgc acatcacaga tttcaacatt 
360 

gctgcgatgc t 
371 

<210> 1070 
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<211> 123 
<212> PRT 
<213> Homo sapiens 



<400> 1070 



Xaa 


Tyr Asn 


Phe 


Leu 


Ala 


Gly Ser 


1 








5 






Pro 


Ala 


Ser 


Gin 
20 


Gin 


Phe 


He Cys 


Asn 


Ser 


Lys 
3S 


Gly 


He 


Ala 


Cys Ser 
40 


Cys 


His 


Val 


Arg 


Leu 


Gly Ala Ser 




SO 










55 


Leu 


Gin 


Gin 


Asn 


Val 


His 


Phe Lys 


65 










70 


Cys 


Glu 


Leu 


Val 


Met 
85 


Ala 


Leu Asp 


His 


Arg Asp 


Met 


Lys 


Pro Asp Asn 








100 








Val 


His 


He 
115 


Thr 


Asp 


Phe 


Asn He 
120 



Thr Gly Ala Asn Met He Arg Ser 

10 15 
Arg His Ser Gin Gly Pro Pro Val 
25 30 
Phe Ser Gly Ala Glu His Leu Arg 
45 

His Gly Gly Asp Leu Arg Tyr His 
60 

Glu Glu Thr Val Lys Leu Phe He 

75 80 
Tyr Leu Gin Asn Gin Arg He He 

90 95 
He Leu Leu Asp Glu His Gly His 
105 110 
Ala Ala Met 



<210> 1071 

<211> 998 

<212> DNA 

<213> Homo sapiens 



<400> 1071 

nnacgcgttt gtgtcgtcca tcagaagctg tgctcgattt gttaccgcaa gagcagcgtg 
60 

ggagtttcgt caaggaagac ggacaaatcg tcattgatga gaatggcaac agggtttgat 
120 

cccacccgaa gtacgtggcc ttggagtgcc attcgcactc cacttggcca ccgtttgcat 
180 

tcgacctaac cagcaattgc atctcgtttg acctgctcgc gttgtcaaca tcatagcaac 
24 0 

gagcggccaa tagcagagtt ctggtcatcc tgttccgccc ttcctcctat ttgaagcctc 
300 

agtttcagca aagagctgtt tatgagtttt ccgtcaaacg gcgcttgtat aggcataggg 
360 

ggtataccta tgatgcgtgt attcacagtt aaaaaggttt ctctcatggg ccatacagct 
420 

tcaaacaaag acgatcttct caaacgcgtg aaacgcatcg cggggcaaat ccaggccgtt 
480 

gagcgtgcac tggagtcgga tgccgattgc gcgaaaacat tgcatctcgt agctgccaca 
540 

cgtggagcta tcaacggctt gatggacgaa attattgagg atcacgccag aaaacatgtg 
600 

gcgagcccaa cgcttagcga ttaataacgc aacaagggtg tcgaagagct tcttgaagcc 
660 ~ ~ 

attcgccgct actccaagtg aagaatccag gtacatgtcc atgagtagca gccccaatat 
720 

cgagattagc cacatacatg accatgtgtt ccttgggtca gcacgcgaag aaaatgccaa 
780 
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gcgtaccctt tgggttgtgg cgcttacggt ggtgatgatg gttggcgaaa tcgtcgccgg 
840 

ctatctcact ggctcaatgg ctttacttgc cgacgggttt tcacaaggca accccatgca 
900 

ggcgctttgg gcatcgctgc agctgcctac ggttacgcaa aacgccacgc ttccagcagt 
960 

cgttatagct tcggtacggg caaggttgga gacctagg 
998 



<210> 1072 
<211> 72 
<212> PRT 

<213> Homo sapiens 
<400> 1072 

Met Gly His Thr Ala Ser Asn Lys 

1 5 
Arg He Ala Gly Gin He Gin Ala 
20 

Ala Asp Cys Ala Lys Thr. Leu His 

35 40 
He Asn Gly Leu Met Asp Glu He 

50 55 
Val Ala Ser Pro Thr Leu Ser Asp 
65 70 



Asp Asp Leu Leu Lys Arg Val Lys 

10 15 
Val Glu Arg Ala Leu Glu Ser Asp 
25 30 
Leu Val Ala Ala Thr Arg Gly Ala 
45 

He Glu Asp His Ala Arg Lys His 
60 



<210> 1073 

<211> 468 

<212> DNA 

<213> Homo sapiens 



<400> 1073 

tgtacaacac tcccatcctc tactctctgc 
60 

tacaatggac aattttctat tcttcaagta 
120 

ttcccccact gataaaatct tgcttctctt 
180 

gaaagtcttg tttctccata tccttcgtaa 
240 

attcattgtc tcctctcctt cactctcgaa 
300 

catcctctgt ataatatttg gttttcacct 
360 

ggctctggaa cccagaacat accacgggtt 
420 

aaattttgtt gtgcttatgc agatacagat 
468 



atataccctg tatgtacttc atgttatagc 
cactcttccc atgtcccaac tgggatgctt 
caaactccta ggcaaatttc tcctacttca 
ccaccacctg gtgcacatgc tgaaggcaga 
tagctttgcc cagaccctca ggtactcctt 
ctttatgaac tcttttgtat tctcattact 
caaggtatgt tttaatgaat tgaatggaat 
gccactaaac actgatca 



<210> 1074 
<211> 134 
<212> PRT 

<213> Homo sapiens 
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<400> 1074 






















Met Asp 


Asn 


Phe 


Leu Phe 


Phe Lys 


Tyr Thr 


Leu 


Pro Met 


Ser 


Gin 


Leu 


1 






5 






10 








15 




Gly Cys 


Phe 


Ser 


Pro Thr 


Asp Lys 


He 


Leu 


Leu 


Leu Phe 


Lys 


Leu 


Leu 






20 






25 








30 






Gly Lys 


Phe 


Leu 


Leu Leu 


Gin Lys 


Val 


Leu 


Phe 


Leu His 


He 


Leu Arg 




35 






40 








45 








Asn His 


His 


Leu 


Val His 


Met Leu 


Lys 


Ala 


Glu 


Phe He 


Val 


Ser 


Ser 


50 








55 








60 








Pro Ser 


Leu 


Ser 


Asn Ser 


Phe Ala 


Gin 


Thr 


Leu 


Arg Tyr 


Ser 


Phe 


He 


65 






70 








75 








80 


Leu Cys 


lie 


lie 


Phe Gly 


Phe His 


Leu 


Phe 


Met 


Asn Ser 


Phe 


Val 


Phe 








85 






90 








95 




Ser Leu 


Leu 


Ala 


Leu Glu 


Pro Arg Thr Tyr His Gly Phe 


Lys 


Val 


Cys 






100 






105 








110 






Phe Asn 


Glu 


Leu Asn Gly 


He Asn 


Phe 


Val 


Val 


Leu Met 


Gin 


He 


Gin 




115 






120 








125 








Met Pro 


Leu 


Asn Thr Asp 


















130 

























<210> 1075 
<211> 1633 
<212> DNA 

<213> Homo sapiens 
<400> 1075 

gcgcgccagg gatgagtccc agtacttccg ctttcatgct gacgaggaga tggaggggac 
60 

cagcagcaag aacaaacagc ttcgcaacga cttcaagctg gtggagaaca ttctggccaa 
120 

gcgcctgctg atcctgcccc aggaggagga ctatggcttt gacatcgagg agaagaacaa 
180 

ggctgtggtg gtgaagtccg tccagagggg cttgctggct gaggtggctg gcctgcaggt 
240 

ggggaggaag atctactcca tcaatgagga cctggtgttc ctgcggccgt tttcagaggt 
300 

ggagtccatc ctcaaccagt ccttctgctc ccgccgccct ctgcgcctcc tggtggccac 
360 

gaaggccaaa gagatcatca aaatccccga ccagccggac acactgtgct tccagattcg 
420 

tggagctgcc ccaccgtacg tctatgctgt ggggagaggc tctgaggcca tggctgcagg 

gctctgtgct ggtcagtgca ttctgaaggt caatggcagc aacgtgatga acgatggtgc 
540 

ccctgaggtc ctggagcact tccaggcatt ccggagtcgg cgcgaagagg ccctgggcct 
600 

gtaccagtgg atctaccaca cccatgagga tgcccaggaa gcacgagcca gtcaggaggc 
660 

ctccactgag gaccccagtg gcgagcaggc ccaggaggaa gaccaggctg attcagcctt 
720 

cccactgctg tccctgggtc cccggctgag cctgtgtgag ggcagcccca tggtcaccct 
780 

gactgtggac aacgtgcacc tggaacacgg cgtggtgtat gagtatgtga gcacggcagg 
840 
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cgtcaggtgc catgtgctgg 
900 

caagatcctc gaggcctttg 
960 

catggccctg agcagcgcca 
1020 

caccaagctg gagagcattg 
1080 

gaagagcagg gtcagcccac 
1140 

cctacttctg ccccaccaat 
1200 

ccccctcagt gggcaggtcc 
1260 

ttgacccgga gcaaggccac 
1320 

tggctgctcc ctcctggaag 
1380 

tccatgatgg cagcttcggg 
1440 

gcttcctact caagcaggag 
1500 

agctggatgt ggccctgaag 
1560 

ccaccatcac agagcccacc 
1620 

cctccctgcc cct 
1633 



agaagatcgt ggagccccgc 
ctgccaatga cagcgtcttc 
tcgtgaccat gccccacttt 
gccagaggat tgcctgctac 
ccttcaaaca agcccccctg 
tgccacatca acctcatgga 
ttcagcatcc gctttggacg 
ctgaacccca tgtcgtacac 
tgcttgcctg ctgcagaggg 
ccagccagtg ggacccttgg 
gaccgtgaga tccaggatgc 
gagatgaagc aatatgtcac 
tcgggtgggt cctgcgacgc 



ggctgcttcg gcctcaccgc 
gtggagaact gcaggcggct 
gagttccgca acatctgtga 
caggagtttg cagcccaact 
gagccccacc cgctgtgtgg 
agtgtcctac cccaagacca 
caaaccctcc ctcatcggcc 
ccagcactgc atcaccacca 
tgatccccaa ggccagggtc 
tcaggaagac cggggcctca 
ctacctgcag ctcttcacca 
ccagatcaac aggctgctgt 
atccttggct gaggaggcct 



<210> 1076 

<211> 87 

<212> PRT 

<213> Homo sapiens 



<400> 1076 

His Gin Ala Gly Glu His Trp Pro Glu Asp Cys Leu Leu Pro Gly Val 

15 10 15 

Cys Ser Pro Thr Glu Glu Gin Gly Gin Pro Thr Leu Gin Thr Ser Pro 

20 25 30 

Pro Gly Ala Pro Pro Ala Val Trp Pro Thr Ser Ala Pro Pro lie Ala 

35 40 45 

Thr Ser Thr Ser Trp Lys Cys Pro Thr Pro Arg Pro Pro Pro Gin Trp 

50 55 60 

Ala Gly Pro Ser Ala Ser Ala Leu Asp Ala Asn Pro Pro Ser Ser Ala 
65 70 75 80 

Leu Thr Arg Ser Lys Ala Thr 
85 



<210> 1077 

<211> 419 

<212> DNA 

<213> Homo sapiens 



<400> 1077 
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nnacgcgtaa cgcgcctcgc gacgcgcctc cacagcatgt cgaccaagtg gacgtgcaat 
60 

gcaaacgagg caacatgttt gcgcctcgcc ggagcaccct cacccagcga tgctttgttt 
120 

cacccagagt ttacatatcc aatttttgga gaggctgagg caatttacgg ctacaacggc 
180 

ttgcacatga atcttgcctt tgcgagcggc agcctggtgc cgtcgctcga aatcacttac 
240 

cgcgctaaga atacgacgac gtccgctaaa gtagatgacg tggagcaggc tctgcgcgga 
300 

gtgcccccgc cagatgtcgt tactcctgca gaacttgatg ctatcgttgc acgcgacgcc 
360 

agggcggtcc gggcgcattt acgccgccgg gcaccaagat tgcgacgtac actcgcgcg 
419 

<210> 1078 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 1078 

Xaa Arg Val Thr Arg Leu Ala Thr Arg Leu His Ser Met Ser Thr Lys 

15 10 is 

Trp Thr Cys Asn Ala Asn Glu Ala Thr Cys Leu Arg Leu Ala Gly Ala 

20 25 30 

Pro Ser Pro Ser Asp Ala Leu Phe His Pro Glu Phe Thr Tyr Pro lie 

35 40 45 

Phe Gly Glu Ala Glu Ala He Tyr Gly Tyr Asn Gly Leu His Met Asn 

50 55 60 

Leu Ala Phe Ala Ser Gly Ser Leu Val Pro Ser Leu Glu He Thr Tyr 
65 70 75 80 

Arg Ala Lys Asn Thr Thr Thr Ser Ala Lys Val Asp Asp Val Glu Gin 

85 90 95 

Ala Leu Arg Gly Val Leu Pro Pro Asp Val Val Thr Pro Ala Glu Leu 

100 los no 

Asp Ala lie Val Ala Arg Asp Ala Arg Ala Val Arg Ala His Leu Arg 

115 120 125 

Arg Arg Ala Pro Arg Leu Arg Arg Thr Leu Ala 
130 135 

<210> 1079 

<211> 584 

<212> DNA 

<213> Homo sapiens 

<400> 1079 

acgcgtgaag ggtctgcagc ctgtacaact cagacatgct tcacgtggtc tcagccagtc 
6 0 

agccttggga aatgtacccc catgctgtgg catctacaat cggcctcctg ttcttactct 
120 

gctcaaactg cttcccaagc cagcagggag gggaaccatg ctgcctgctg acctgggtag 
180 

ttctatttag gtcttgtgac acaacagtgg gcaaggtgat gccctctgtg accaaaagta 
240 
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tttaccccaa gttcccccag 
300 

gtgtcttctg caaagacaca 
360 

tttccccttt taagggtttt 
420 

cccaggatag ccttcccccc 
480 

cacagcacct tgttcctttc 
540 

caagggcaca ggccatggtt 
584 



gccctccctt tcgtctgcaa 
catctgtttc actggggttt 
cccctccatc ttgtctattt 
cagatcaaga gcccatgtga 
tgtaatctag acacttctgc 
tgtcctcagg ctccctccac 



agacacacat ctgtttcact 
tctgcaaaga cacccatttg 
ttaaaaaaat aaaccgggtt 
aatgaggggg ccgacttgac 
acaatagagg gcccacccct 
9cgt 



<210> 1080 

<211> 122 

<212> PRT 

<213> Homo sapiens 



<400> 1080 



Met 


Leu 


His 


Val 


Val 


Ser Ala Ser 


Gin 


Pro 


Trp Glu 


Met 


Tyr 


Pro 


His 


1 








5 






10 








15 




Ala 


Val 


Ala 


Ser 


Thr 


He Gly Leu 


Leu 


Phe 


Leu Leu 


Cys 


Ser 


Asn 


Cys 








20 






25 








30 






Phe 


Pro 


Ser 


Gin 


Gin 


Gly Gly Glu 


Pro 


Cys 


Cys Leu 


Leu 


Thr 


Trp 


Val 






35 






40 








45 








Val 


Leu 


Phe 


Arg 


Ser 


Cys Asp Thr 


Thr 


Val 


Gly Lys 


Val 


Met 


Pro 


Ser 




50 








55 






60 










Val 


Thr 


Lys 


Ser 


He 


Tyr Pro Lys 


Phe 


Pro 


Gin Ala 


Leu 


Pro 


Phe 


Val 


65 










70 






75 








80 


Cys 


Lys 


Asp 


Thr 


His 


Leu Phe His 


Cys 


Val 


Phe Cys 


Lys 


Asp 


Thr 


His 










85 






90 








95 




Leu 


Phe 


His 


Trp 


Gly 


Phe Leu Gin 


Arg 


His 


Pro Phe 


Val 


Ser 


Pro 


Phe 








100 






105 








110 






Lys Gly 


Phe 


Pro 


Leu 


His Leu Val 


Tyr 


Phe 













115 120 



<210> 1081 

<211> 3077 

<212> DNA 

<213> Homo sapiens 



<400> 1081 

naaccagtag tagaagtcta ttcttgttcc 
60 

gttcttaaac tgaacaagca tatcaaagag 
120 

tatatccaca atgggaagaa atccagggcc 
180 

cagacatctc ttaagatgat gcaggcagta 
24 0 

tatatctgta atcaatgtgg tgctaagtac 
300 

aaaactcatc tcgacactgt gcttccaaaa 
360 



tattgtacaa attcgccaat attcaacagc 
aatcataaaa acattccctt ggccctgaat 
ttaagccccc tatctcctgt ggccatagag 
ggaggtgcac ctgcacgtcc cactggagaa 
acatccctag acagctttca gactcaccta 
ttgacctgtc ctcagtgcaa caaggaattc 
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cccaaccaag aatccttgct gaagcatgtt accattcact ttatgatcac ttcaacgtat 
420 

tacatctgtg agagttgtga caagcaattc acatcagtgg atgaccttca gaaacacctg 
480 

ctggacatgc acacctttgt cttctttcgc tgcaccctct gccaggaagC ttttgactca 
540 

aaagtctcca ttcagctcca cttggctgtg aagcacagta acgaaaagaa agtctatagg 
600 

tgcacatctt gcaactggga cttccgcaac gaaactgact tgcagctcca tgtgaaacac 
660 

aaccacctgg aaaaccaagg gaaagtgcat aagtgcattt tctgcggtga gtcctttggc 
720 

accgaggtgg agctgcaatg ccacatcacc actcacagta agaagtacaa ctgcaagttc 
780 

tgtagcaaag ccttccatgc gatcattttg ttagaaaaac acttgcgaga aaaacactgt 
840 

gtattcgaaa ccaagacacc caactgtgga acaaatggag cttccgagca agtgcagaaa 
900agctgcagac tttgctgacc aacagccagg agtcccacaa cagtcacgat 960 
gggagcgaag aagacgttga cacctctgag cctatgtacg gctgcgacat ttgtggggca 
1020 

gcctacacta tggaaacttt gctgcagaat caccagctcc gagaccacaa catcagacct 
1080 

ggagaaagtg ccatcgtgaa aaagaaagct gagctcatta aagggaatta caagtgcagc 
1140 

gtgtgctctc gaaccttctt ctccgaaaat ggcctccggg aacatatgca gacccaccta 
1200 

ggccctgtca aacactacat gtgccctatt tgcggagagc ggtttccctc ccttttaact 
1260 

cttactgaac acaaagtcac gcatagtaag agtcttgata ctggaaactg ccggatttgc 
1320 

aagatgcctc tccagagtga agaggagttt ttagagcatt gccaaatgca ccctgacttg 
1380 

aggaattccc tgacaggctt tcgctgcgtg gtgtgcatgc agacagtgac ctccaccttg 
1440 

gaactcaaaa tccatgggac gttccacatg caaaagacag ggaatgggtc tgcagttcag 
1500 

accacagggc ggggccagca cgtccaaaaa ctgtataagt gcgcatcttg cctcaaagaa 
1560 

ttccgttcca agcaagatct ggtgaaactt gatatcaatg gcctgccata tggtctgtgt 
1620 

gccggctgcg tgaatctcag taagagcgcc agcccaggca ttaacgtccc tcccggcacg 
1680 

aatagaccag gcttgggcca gaatgagaat ctgagtgcca ttggggaaag gcaaggtggg 
1740 

gggactgaaa cacgctgctc tagctgcaac gttaagtttg agtctgaaag tgaactccag 
1800 

aaccacatcc aaaccatcca ccgagagctc gtgccagaca gcaacagcac acagttgaaa 
1860 

acgccccaag tatcaccaat gcccagaatc agtccctccc agtcggatga gaagaagacc 
1920 

tatcaatgca tcaagtgtca gatggttttc tacaatgaat gggatattca ggttcatgtt 
1980 

gcaaatcaca tgattgatga aggactgaac catgaatgca aactctgcag ccagaccttt 
204 0 
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gactctcctg ccaaactcca 
2100 

accttcaagt gtccagtctg 
2160 

attttctctg cccatggaca 
2220 

tttttcttcc aaacagagct 
2280 

tacagtctct caaggagaat 
2340 

cacgaaactt tcattgttaa 
2400 

gtattatcaa actgttggat 
2460 

gtatataaag tgttgcacat 
2520 

agtggacttg ggccctattc 
2580 

gcttaagata aagtattttt 
2640 

tggttggact tccttttctt 
2700 

ttaaatccaa gactattttt 
2760 

acagaacaga accccacagc 
2820 

gtgacaggta gcatcactat 
2880 

tttccctgga tacatttgaa 
2940 

ccaaattctt gaatcagttg 
3000 

gtctgaacct ggagattact 
3060 

aggaaaaaaa aaaaaaa 
3077 



gtgccacctg atagagcaca 
ctttacagta tttgctcaag 
agaagacaag atctatgact 
gcagaatcat acaatgaccc 
tgattttgtg gcacaaaaag 
tgtatattat ccagaaacat 
gttcatgtgt ttgaactttt 
gtattatgtc gtctgatact 
aggcaagact aaaaaaaaaa 
aaggaagaaa gattaaaaac 
tacacttaag cctagaattt 
tattgctgaa gattcttgca 
tggataaggc ccgtatatat 
atatgcaata gttgttatgt 
gctttgagtg Ctcaaggttt 
aactaacctg tatgttactg 
ggaattgttt tccaagagga 



gcttcgaagg gatgggaggc 

caaacaagtt gcagcagcat 

gtacacaatg tccacagaag 

aacacagcag ttagtgcaag 

ggaacatgtt ttactctttg 

tgtattgtac cataaaactt 

gcgcaccgga tagacccctt 

aaaatggtct tataaagaca 

aaaagactat gaccaaaatg 

aactgttata catgagacta 

ctctttaggt atatcagcgc 

aaccatgaag agatgttctc 

atatttgtaa gccttgcaat 

agactgtcaa agaatttttt 

tccttaatga tttcacgcag 

ttattaatgt ttactctgca 

aataaattca gtttaccatt 



<210> 1082 
<211> 757 
<212> PRT 

<213> Homo sapiens 
<400> 1082 

Xaa Pro Val Val Glu Val Tyr Ser 

1 5 
lie Phe Asn Ser Val Leu Lys Leu 
20 

Lys Asn lie Pro Leu Ala Leu Asn 

35 40 
Arg Ala Leu Ser Pro Leu Ser Pro 

50 55 
Lys Met Met Gin Ala Val Gly Gly 
65 70 
Tyr He Cys Asn Gin Cys Gly Ala 



Cys Ser Tyr Cys Thr Asn Ser Pro 

10 15 
Asn Lys His He Lys Glu Asn His 
25 30 
Tyr He His Asn Gly Lys Lys Ser 
45 

Val Ala He Glu Gin Thr Ser Leu 
60 

Ala Pro Ala Arg Pro Thr Gly Glu 

7S 80 
Lys Tyr Thr Ser Leu Asp Ser Phe 



1016 



WO 00/58473 



PCT/US00/08621 









85 








90 








95 


Gin Thr 


His 


Leu 


Lys 


Thr 


His Leu Asp Thr 


Val 


Leu 


pro Lys 


Leu Thr 






100 








105 








110 




Cys Pro 


Gin 


Cys 


Asn 


Lys 


Glu Phe 


Pro 


Asn 


Gin 


Glu 


Ser Leu 


Leu Lys 




115 








120 










125 




His Val 


Thr 


lie 


His 


Phe 


Met He 


Thr 


Ser 


Thr 


Tyr 


Tyr He 


Cys Glu 


130 










135 








140 






Ser Cys 


Asp 


Lys 


Gin 


Phe 


Thr Ser 


Val 


Asp 


Asp 


Leu 


Gin Lys 


His Leu 


145 








150 








155 






160 


Leu Asp 


Met 


His 


Thr 


Phe 


Val Phe 


Phe 


Arg 


Cys 


Thr 


Leu Cys 


Gin Glu 








165 








170 








175 


Val Phe 


Asp 


Ser 


Lys 


Val 


Ser He 


Gin 


Leu 


His 


Leu 


Ala Val 


Lys His 






180 








185 








190 




Ser Asn 


Glu 


Lys 


Lys 


Val 


Tyr Arg Cys 


Thr 


Ser Cys 


Asn Trp Asp Phe 




195 








200 










205 




Arg Asn 


Glu 


Thr 


Asp 


Leu 


Gin Leu 


His 


Val 


Lys 


His 


Asn His 


Leu Glu 


210 










215 








220 






Asn Gin 


Gly 


Lys 


Val 


His 


Lys Cys 


He 


Phe 


Cys Gly Glu Ser 


Phe Gly 


225 








230 








235 






240 


Thr Glu 


Val 


Glu 


Leu 


Gin Cys His 


He 


Thr 


Thr 


His 


Ser Lys 


Lys Tyr 








245 








250 








255 


Asn Cys 


Lys 


Phe 


Cys 


Ser Lys Ala 


Phe 


His 


Ala 


He 


He Leu 


Leu Glu 






260 








265 








270 




Lys His 


Leu 


Ara 


Glu 


Lys 


His Cys 


Val 


Phe 


Glu 


Thr 


Lys Thr 


Pro Asn 




275 








280 










285 




Cys Gly 


Thr 


Asn 


Gly 


Ala 


Ser Glu 


Gin 


Val 


Gin 


Lys 


Glu Glu 


Val Glu 


290 










295 








300 






Leu Gin 


Thr 


Leu 


Leu 


Thr 


Asn Ser 


Gin 


Glu 


Ser 


His Asn Ser His Asp 


305 








310 








315 






320 


Gly Ser 


Glu 


Glu 


Asp 


Val Asp Thr Ser Glu 


Pro Met Tyr Gly Cys Asp 








325 








330 








335 


lie Cys 


Gly 


Ala 


Ala 


Tyr Thr Met 


Glu 


Thr 


Leu 


Leu 


Gin Asn 


His Gin 






340 








345 








350 




Leu Arg 


Asp 


His 


Asn 


He Arg Pro Gly Glu 


Ser 


Ala 


He Val 


Lys Lys 




355 








360 










365 




Lys Ala 


Glu 


Leu 


He 


Lys Gly Asn Tyr Lys 


Cys 


Ser 


Val Cys 


Ser Arg 


370 










375 








380 






Thr Phe 


Phe 


Ser 


Glu 


Asn Gly Leu Arg Glu 


His 


Met 


Gin Thr 


His Leu 


385 








390 








395 






400 


Gly Pro 


Val 


Lys 


His 


Tyr Met Cys 


Pro 


He 


Cys Gly Glu Arg 


Phe Pro 








405 








410 








415 


Ser Leu 


Leu 


Thr 


Leu 


Thr 


Glu His 


Lys 


Val 


Thr 


His 


Ser Lys 


Ser Leu 






420 








425 








430 




Asp Thr 


Gly 


Asn 


Cys 


Arg 


He Cys 


Lys 


Met 


Pro 


Leu 


Gin Ser 


Glu Glu 




435 








440 










445 




Glu Phe 


Leu 


Glu 


His 


Cys 


Gin Met 


His 


Pro 


Asp 


Leu 


Arg Asn 


Ser Leu 


450 










4S5 








460 






Thr Gly 


Phe 


Arg 


Cys 


Val 


Val Cys 


Met 


Gin 


Thr 


Val 


Thr Ser 


Thr Leu 


465 








470 








475 






480 


Glu Leu 


Lys 


He 


His 


Gly Thr Phe 


His 


Met 


Gin 


Lys 


Thr Gly Asn Gly 








485 








490 








495 


Ser Ala 


Val 


Gin 


Thr 


Thr Gly Arg Gly Gin 


His 


Val 


Gin Lys 


Leu Tyr 






500 








505 








510 




Lys Cys 


Ala 


Ser 


Cys 


Leu Lys Glu 


Phe 


Arg 


Ser 


Lys 


Gin Asp Leu Val 
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515 










520 






525 








Lys 


Leu 


Asp 


lie 


Asn 


Gly 


Leu 


Pro 


Tvr 


Gly Leu Cys 


Ala 


Gly 


Cys 


Val 




530 










535 






540 










Asn 


Leu 


Ser 


Lys 


Ser 


Ala 


Ser 


Pro 


Glv 


He Asn Val 


Pro 


Pro 


Gly 


Thr 


545 










550 








555 








560 


Asn Arg 


Pro 


Glv 


Leu Gly Gin Asn 


Glu 


Asn Leu Ser 


Ala 


He 


Gly 


Glu 










565 










570 






575 




Arg Gin 


ri v 

ijj.y 




Gly Thr Glu Thr 


Arcr 


Cys Ser Ser 


Cys 


Asn 


Val 


Lys 








580 










585 






590 






Phe 


Glu 


Ser 


Glu 


Ser 


Glu 


Leu 


Gin 


Asn 


His He Gin 


Thr 


He 


His 


Arg 






595 










600 






605 








Glu 


Leu 


V d X 


Pro 


Asp 


Ser 


Asn 


Ser 


Thr 


Gin Leu Lys 


Thr 


Pro 


Gin 


Val 




610 










615 






620 










Ser 


Pro 


Mot- 
Met 


fro 


Arg 


He 


Ser 


Pro 




Gin Ser Asp Glu 


Lys 


Lvs 


Thr 


625 










630 








635 








640 


Tyr Gin 


Cys 


i ± e 


Lys 


Cys 


Gin 


Met 


Val 


Phe Tyr Asn Glu 


Tro 


Asp 


He 










645 










650 






655 




Gin 


Val 


His 


Val 


Ala 


Asn 


His 


Met 


He 


Asp Glu Gly Leu 


Asn 


His 


Glu 








660 










665 






670 






Cys 


Lys 


Leu 


Cys 


Ser 


Gin 


Thr 


Phe 


Asp 


Ser Pro Ala 


Lys 


Leu 


Gin 


Cys 






675 










680 






685 








His 


Leu 


lie 


Glu 


His 


Ser 


Phe 


Glu 


Gly 


Met Gly Gly Thr 


Phe 


Lys 


Cys 




690 










695 






700 










Pro 


Val 


Cys 


Phe 


Thr 


Val 


Phe 


Val 


Gin 


Ala Asn Lys 


Leu 


Gin 


Gin 


His 


705 










710 








715 








720 


He 


Phe 


Ser 


Ala 


His 


Gly Gin Glu 


Asp 


Lys He Tyr 


Asp 


Cys 


Thr 


Gin 










725 










730 






735 




Cys 


Pro 


Gin 


Lys 


Phe 


Phe 


Phe 


Gin 


Thr 


Glu Leu Gin 


Asn 


His 


Thr 


Met 








740 










745 






7S0 






Thr 


Gin 


His 


Ser 


Ser 





















755 



<210> 1083 

<211> 516 

<212> DNA 

<213> Homo sapiens 

<400> 1083 

naccggtgag gcatctctgc agggtgtccg gctagctaag cagagcggct ggaaggctcc 
60 

agatccgaat aacctgcccg ctcccgctga gcccgtggaa gaggagaaga agtgaccgat 
120 

ccactgaccc cggttctgtc ggccaattgg gatgaagagc gcagttggaa gctgcttaac 
180 

tacgagcgac agggcggata caccggcctt cgtaaggctt tgacgatgcc gcctgacgac 
240 

gttgtctcgc tggttaagga cgctaacctg cgtggccgtg gtggcgccgg gttccccacc 
300 

ggcatgaagt ggtccttcgt gcctaaggac aatcccaacc cgacctacct cgttgtcaac 
360 

ggcgacgagt ctgagccggg cacgtgcaag gacatgccgc tcatgatggc ctccccgcac 
420 

accctcgtcg agggcgtcat cattgcctcc cacgccatca aggccaagat ggccttcatc 
480 
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tacatccgcg gtgaggtgct gcacgtcgtc cgacgc 
516 

<210> 1084 
<211> 142 
<212> PRT 

<213> Homo sapiens 
<400> 1084 



Ala 


Arg 


Gly 


Arg 


Gly 


Glu Glu 


Val 


Thr 


Asp 


Pro 


Leu 


Thr 


Pro 


Val Leu 


1 








5 








10 










15 


Ser 


Ala 


Asn 


Trp 


Asp 


Glu Glu 


Arg 


Ser 


Trp 


Lys 


Leu 


Leu 


Asn 


Tyr Glu 








20 








25 










30 


Arg 


Gin 


Gly 


Gly 


Tyr 


Thr Gly 


Leu Arg 


Lys 


Ala 


Leu 


Thr 


Met 


Pro Pro 






35 








40 










45 






Asp 


Asp 


Val 


Val 


Ser 


Leu Val 


Lys 


Asp 


Ala 


Asn 


Leu 


Arg 


Gly 


Arg Gly 




50 








55 










60 






Gly 


Ala 


Gly 


Phe 


Pro 


Thr Gly 


Met 


Lys 


Trp 


Ser 


Phe 


Val 


Pro 


Lys Asp 


65 










70 








75 








80 


Asn 


Pro 


Asn 


Pro 


Thr 


Tyr Leu 


Val 


Val 


Asn Gly Asp 


Glu 


Ser 


Glu Pro 










85 








90 










95 


Gly 


Thr 


Cys 


Lys 


Asp 


Met Pro 


Leu 


Met 


Met 


Ala 


Ser 


Pro 


His 


Thr Leu 








100 








105 










HO 




Val 


Glu 


Gly 


Val 


He 


He Ala 


Ser 


Tyr 


Ala 


He 


Lys 


Ala 


Lys 


Met Ala 






115 








120 










125 






Phe 


He 


Tyr 


He 


Arg 


Gly Glu 


Val 


Leu 


His 


Val 


Val 


Arg 


Arg 






130 








135 










140 







<210> 1085 

<211> 374 

<212> DNA 

<213> Homo sapiens 



<400> 1085 

acgcgtagcg tttatacata gttttcacgt agccatacct ccatgtgggt catacgttca 
60 

aaatcgtaga gtgtctctga gctgcctagg gggctgtttg cgatcttgcg gacagtgtct 
120 

atatccacaa ggttcagctc cgccaggaga ctgtcgccga tcattttcag gaagttttct 
180 

ttgctgcgtt cgtagtcttg gtgcaggtcg aagctgtagt cgcttttgta gatgtcccgg 
240 

tagaagaact cgggcagggt gcctttcatg gcttccagga tgacgggttt gctcatcccg 
300 

tgcccgctca gaacacccgg gtacaccagg gaagagcgga tcatgtcgtc ctcaaggtag 
360 

ggggcggcga attc 
374 

<210> 1086 
<211> 110 
<212> PRT 

c213> Homo sapiens 
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<400> 1086 



Met lie 


Arg 


Ser 


Ser 


Leu Val 


Tyr 


Pro 


Gly 


Val Leu 


Ser 


Gly 


His 


Gly 


l 






5 








10 








15 




Met Ser 


Lys 


Pro 


val 


He Leu 


Glu 


Ala 


Met 


Lys Gly 


Thr 


Leu 


Pro 


Glu 






20 








25 








30 






Phe Phe 


Tyr 


Arg 


Asp 


He Tyr 


Lys 


Ser 


Asp 


Tyr Ser 


Phe 


Asp 


Leu 


His 




35 








40 








45 








Gin Asp 


Tyr 


Glu 


Arg 


Ser Lys 


Glu 


Asn 


Phe 


Leu Lys 


Met 


He 


Gly 


Asp 


50 








55 








60 










Ser Leu 


Leu 


Ala 


Glu 


Leu Asn 


Leu 


Val 


Asp 


He Asp 


Thr 


Val 


Arg 


Lys 


65 








70 








75 








80 


He Ala 


Asn 


Ser 


Pro 


Leu Gly 


Ser 


Ser 


Glu 


Thr Leu 


Tyr 


Asp 


Phe 


Glu 








85 








90 








95 




Arg Met 


Thr 


His 


Met 


Glu Val 


Trp 


Leu 


Arg 


Glu Asn 


Tyr 


Val 







100 ios no 



<210> 1087 

<211> 423 

<212> DNA 

<213> Homo sapiens 

<400> 1087 

atgacgatcg tggccccacc accgccgacc gcgggcgccg ccattagctt ccttgtcgac 
60 

ggcatccacc cgcacgacct cggccaggtc ctcgacgacc acggcgtgag catccgggtg 
120 

nggcaccact gtgcctggcc catccaccgg agtctagggg tgcaatccac cgcccgtgca 
180 

tcgttctact tctacaacac tttcccggaa gtggatgcgt tagcgtcggc ggtgcgggcc 
240 

gcccgggaat ttttcggagt gcattaggat tggtctgaac gtgaaccttg aatccatgta 
300 

ccaggaagtc atcctggacc actacaagaa tcccacgcac gcagggttga aggctccctt 
360 

tgatgccgaa gtgcaccatg tgaacccttc ctgcggtgac ganaccgtct ccgggtgaag 

420 

ctt 

423 

<210> 1088 
<211> 88 
<212> PRT 

<213> Homo sapiens 



<400> 1088 



Met Thr He Val Ala 


Pro 


Pro 


Pro 


Pro 


Thr 


Ala Gly Ala Ala He Ser 


1 5 










10 


15 


Phe Leu Val Asp Gly 


He 


His 


Pro 


His 


Asp 


Leu Gly Gin Val Leu Asp 


20 








25 




30 


Asp His Gly Val Ser 


He Arg Val 


Xaa 


His 


His Cys Ala Trp Pro He 


35 






40 






45 


His Arg Ser Leu Gly 


Val 


Gin 


Ser 


Thr 


Ala 


Arg Ala Ser Phe Tyr Phe 


50 




55 








60 


Tyr Asn Thr Phe Pro 


Glu 


Val 


Asp 


Ala 


Leu 


AJLa Ser Ala Val Arg Ala 
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65 70 75 80 

Ala Arg Glu Phe Phe Gly Val His 
85 

<210> 1089 
<211> 750 
<212> DNA 

<213> Homo sapiens 
<400> 1089 

tctagaggac gtgagacatt ggggatggta acatgggtag agctgaaagg aaggttgacc 
60 

caggagatgg cctgtgagga taaaaccaag ggagggagag taggacagag gcagtacata 
120 

agagtggtaa gaatggggct cggggaagaa gccttacccc ttttcttctt taatttggcg 
180 

aaaggacttt tgggccaagg tcaccctagc cttctcttgg gggcctcaat tttccttcat 
240 

tctgtaaaaa atgggggggt aattcagaag taccctcctt attgtcaggg ttttggggaa 
300 

gggagtaaaa agaaattggc ttgggaaaat acttaataca gggcctgggc atgtaacaaa 
360 

tattcacaaa atgctagcag ttatcaccac agtgggagcc acagggagct ctgaggataa 
420 

gcagggatgt cgagggatgg gacagaactt gattgaaggc agacagacct ccaaattctt 
480 

gactcagaca gaatgatcac tgatccagcg agacgtcagg atcgagagga gtgtagcaag 
540 

gagtcaggag ggtgggcctg cgccagtgtc gccccgactc tgttcagtaa catgaaggca 
600 

aacacagaag ggcatgtgcg gagacacacg tgatcacgct agtgatgcag aggcagaccc 
660 

agacaaaaga ccgagacagg agctaggcag acacacagac agagacagcc ccgcggagtc 
720 

atgtagacag ggataatgac aggaacgcgt 
750 

<210> 1090 
<211> 103 
<212> PRT 

<213> Homo sapiens 



<400> 1090 



Met Val Thr 


Trp 


Val 


Glu Leu Lys 


Gly 


Arg 


Leu Thr Gin Glu Met 


Ala 


1 




5 






10 


15 




Cys Glu Asp 


Lys 


Thr 


Lys Gly Gly 


Arg 


Val 


Gly Gin Arg Gin Tyr 


He 




20 






25 




30 




Arg Val Val 


Arg 


Met 


Gly Leu Gly 


Glu 


Glu 


Ala Leu Pro Leu Phe 


Phe 


35 






40 






45 




Phe Asn Leu 


Ala 


Lys 


Gly Leu Leu 


Gly 


Gin 


Gly His Pro Ser Leu 


Leu 


50 






55 






60 




Leu Gly Ala 


Ser 


He 


Phe Leu His 


Ser 


val 


Lys Asn Gly Gly Val 


He 


65 






70 






75 


80 


Gin Lys Tyr 


Pro 


Pro 


Tyr Cys Gin 


Gly 


Phe 


Gly Glu Gly Ser Lys 


Lys 
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85 90 95 

Lys Leu Ala Trp Glu Asn Thr 
100 

<210> 1091 

<211> 438 

<212> DNA 

<213> Homo sapiens 

<400> 1091 

acgcgtaagt taactgaagt tgtcatgagt ttattactgg aatatcacta ttcaaagtcg 
60 

gcgattatta cggcttatat gaacgaagtg tatttggctc aagtaggtaa tgaggggctt 
120 

catggctttg ccgaggcgag tcagcacttt tttggacgac ctttaaaaga acttaatatc 
180 

gacgagtttg ccttgttagt aggaatggtg aaagggcctt ctatttataa tcctgaacga 
240 

caccctaaac gtgctttatc acgcagaaat acggtattag caattttaaa aagccaagat 
300 

cgtttaaccg agtcggatta taatatttta cggaaacaac ccattcgctt ggcagataaa 
360 

caccaagaac gctcagtata tggggattat ttagatctag tctctatgca gttatcgcga 
420 

gactttgatc gctgcatg 
438 

<210> 1092 

<2ll> 146 

<212> PRT 

<213> Homo sapiens 

<400> 1092 



Thr 


Arg 


Lys 


Leu 


Thr 


Glu 


Val 


Val 


Met 


Ser 


Leu 


Leu 


Leu 


Glu 


Tyr 


His 


1 








5 










10 










15 




Tyr 


Ser 


Lys 


Ser 
20 


Ala 


He 


He 


Thr 


Ala 
25 


Tyr 


Met 


Asn 


Glu 


Val 
30 


Tyr 


Leu 


Ala 


Gin 


val 
35 


Gly 


Asn 


Glu 


Gly 


Leu 
40 


His 


Gly 


Phe 


Ala 


Glu 
45 


Ala 


Ser 


Gin 


His 


Phe 
50 


Phe 


Gly 


Arg 


Pro 


Leu 
55 


Lys 


Glu 


Leu 


Asn 


He 
60 


Asp 


Glu 


Phe 


Ala 


Leu 


Leu 


Val 


Gly 


Met 


Val 


Lys 


Gly 


Pro 


Ser 


He 


Tyr 


Asn 


Pro 


Glu 


Arg 


65 










70 










75 










80 


His 


Pro 


Lys 


Arg 


Ala 
85 


Leu 


Ser 


Arg 


Arg 


Asn 
90 


Thr 


Val 


Leu 


Ala 


He 
95 


Leu 


Lys 


Ser 


Gin 


Asp 
100 


Arg 


Leu 


Thr 


Glu 


Ser 
105 


Asp 


Tyr 


Asn 


He 


Leu 
110 


Arg 


Lys 


Gin 


Pro 


He 
115 


Arg 


Leu 


Ala 


Asp 


Lys 
120 


His 


Gin 


Glu 


Arg 


Ser 
125 


Val 


Tyr 


Gly 


Asp 


Tyr 
130 


Leu 


Asp 


Leu 


val 


Ser 
135 


Met 


Gin 


Leu 


Ser 


Arg 
140 


Asp 


Phe 


Asp 


Arg 



Cys Met 
145 
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<210> 1093 

<211> 351 

<212> DNA 

<213> Homo sapiens 

<400> 1093 

cgcgttctct acttcgagag ctatgtcgtt atcgatccag gcatgaccac ccttgagaaa 
60 

ggtcagctgc tgaacgacga gcagtacttc gaagcgctgg aagagttcgg cgacgatttc 
120 

gatgcccgca tgggtgccga agctgtccgt gaactgctgc acgctatcga cctggaacac 
180 

gagattggcc gtctgcgtga acaaattccg caaaccaact ccgaaaccaa gatcaagaag 
240 

ctgtccaagc gtctgaagtt gatggaagcc ttccagggtt ccggcaactt gccagagtgg 
300 

atggtgctga ccgttctgcc ggttctgccg ccagatctgc gtccgctggt a 
351 

<210> 1094 

<211> 117 

<212> PRT 

<213> Homo sapiens 

<400> 1094 



Arg Val 


Leu 


Tyr 


Phe 


Glu 


Ser 


Tyr Val 


Val 


He 


Asp 


Pro 


Gly 


Met 


Thr 


1 






5 










10 










15 




Thr Leu 


Glu 


Lys 
20 


Gly 


Gin 


Leu 


Leu 


Asn 
25 


Asp 


Glu 


Gin 


Tyr 


Phe 
30 


Glu 


Ala 


Leu Glu 


Glu 


Phe 


Gly 


Asp 


Asp 


Phe 


Asp 


Ala 


Arg Met 


Gly 


Ala 


Glu 


Ala 




35 










40 










45 








Val Arg 


Glu 


Leu 


Leu 


His 


Ala 


He 


Asp 


Leu 


Glu 


His 


Glu 


He 


Gly 


Arg 


50 










55 










60 










Leu Arg 


Glu 


Gin 


He 


Pro 


Gin 


Thr 


Asn 


Ser 


Glu 


Thr 


Lys 


lie 


Lys 


Lys 


65 








70 










75 










80 


Leu Ser 


Lys 


Arg 


Leu 
85 


Lys 


Leu 


Met 


Glu 


Ala 
90 


Phe 


Gin 


Gly 


Ser 


Gly 
95 


Asn 


Leu Pro 


Glu 


Trp 


Met 


Val 


Leu 


Thr 


Val 


Leu 


Pro 


Val 


Leu 


Pro 


Pro 


Asp 



100 105 110 



Leu Arg Pro Leu Val 
115 

<210> 1095 

<211> 619 • 

<212> DNA 

<213> Homo sapiens 

<400> 1095 

nnacgcgtga gatccagcca ggccctcaac gaggacatcg tgcgagtgtc cagccggctg 
60 

gagcacctgg agaaggagct gtccgagaag agcgggcagc tgcggcaggg cagcgcccag 
120 

agccagcggc agatccgcgg ggagatcgac agcctgcgcc aggagaagga ctcactgctc 
180 



1023 



WO 00/58473 



PCT/USOO/08621 



aagcagcgcc tggagatcga cggcaagctg aggcagggga gtctgctgtc ccccgaggag 
240 

gagcggacgc tgttccagtt ggatgaggcc atcgaggccc tggatgctgc cattgagtat 
300 

aagaacgagg ccatcacatg ccgccagcgg gtgcttcggg cctcagcctc gttgctgtcc 
360 

cagtgcgaga tgaacctcat ggccaagctc agctacctct catcctcaga gaccagagcc 
420 

ctcctctgca agtattttga caaggtgggc cagcagccca tggccccccc agctcctcct 
480 

cacggcacgt gtggggaggt gtctcatggc agctgctcca gcggatatcc cgtttcctcc 
540 

cagactgggg gacagaatca ggaccaactc atctgcaggg ccgcctgacc ttaaagccta 
600 

ttttacttgt gaacctaag 
619 

<210> 1096 
<211> 195 
<212> PRT 

<213> Homo sapiens 
<400> 1096 



Xaa Arg 


Val 


Arg 


Ser Ser Gin Ala Leu 


Asn 


Glu 


Asp 


He 


Val 


Arg 


Val 


1 






5 


10 










15 




Ser Ser 


Arg 


Leu 


Glu His Leu Glu Lys 


Glu 


Leu 


Ser 


Glu 


Lys 


Ser 


Gly 






20 


25 










30 






Gin Leu 


Arg 


Gin 


Gly Ser Ala Gin Ser 


Gin 


Arg 


Gin 


He 


Arg 


Gly 


Glu 




35 




40 








45 








lie Asp 


Ser 


Leu 


Arg Gin Glu Lys Asp 


Ser 


Leu 


Leu 


Lys 


Gin 


Arg 


Leu 


50 






55 






60 










Glu He 


Asp 


Gly 


Lys Leu Arg Gin Gly 


Ser 


Leu 


Leu 


Ser 


Pro 


Glu 


Glu 


65 






70 




75 










80 


Glu Arg 


Thr 


Leu 


Phe Gin Leu Asp Glu 


Ala 


He 


Glu 


Ala 


Leu 


Asp 


Ala 








85 


90 










95 




Ala He 


Glu 


Tyr 


Lys Asn Glu Ala He 


Thr 


Cys 


Arg 


Gin Arg 


Val 


Leu 






100 


105 










110 






Arg Ala 


Ser 


Ala 


Ser Leu Leu Ser Gin 


Cys 


Glu 


Met 


Asn 


Leu 


Met 


Ala 




1X5 




120 








125 








Lys Leu 


Ser 


Tyr 


Leu Ser Ser Ser Glu 


Thr 


Arg 


Ala 


Leu 


Leu 


Cys 


Lys 


130 






13S 






140 










Tyr Phe 


Asp 


Lys 


Val Gly Gin Gin Pro 


Met 


Ala 


Pro 


Pro 


Ala 


Pro 


Pro 


145 






150 




155 










160 


His Gly 


Thr 


Cys 


Gly Glu Val Ser His 


Gly 


Ser Cys 


Ser 


Ser 


Gly 


Tyr 








165 


170 










175 




Pro Val 


Ser 


Ser 


Gin Thr Gly Gly Gin 


Asn Gin Asp 


Gin 


Leu 


He 


Cys 






180 


185 










190 







Arg Ala Ala 
19S 



<210> 1097 

<211> 5108 

<212> DNA 

<213> Homo sapiens 
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<400> 1097 

nacgcgttgt cttctctccg taccaccccc cccttcacac tcttttattc aagtacctat 
60 

acatacacga cattgaaaaa actatgtttt caatttaagc tatgtacata ccggggaaat 
120 

gacaaagagt tcacttccca tgagatcaaa caccctcaca gttcctgtgc tttcggcata 
180 

ggccagtagg gtacaatcgt aactccatgc tacccgtctc cactggggtt tcgggtcttt 
240 

cggaacttga catttcccaa taatggatgt aaaatcatct tttgcagacc tgatttccac 
300 

acactgatct tgaacagcag ccaaaagctt tccattgctt gcaagtacca aatgccagtt 
360 

tatctgttta ttaaccaagc gaaccagtcc atcagggagc aaaaaaggtg ccgggctgta 
420 

ccagatgtat tggcgtaaaa ataataaacg atctcgaatt gctttcgtga tgataaagga 
480 

tgcaccatgt ttttggttgc ctctaggctg tacttcagtc tccggtggcc actcggtgtt 
540 

gaccaacaag tcatagagaa tcgtctcctc gactcctccg ctgcctgagt cctcggcgaa 
600 

catggcggcc cccgagtcag ggccggcttt gagtccaggc actgcagagg cctagaggca 
660 

accaaaaaca tggtgcatcc tttatcatca cgaaagcaat tcgagatcgt ttattatttt 
720 

tacgccaata catctggtac agcccggcac cttttttgct ccctgatgga ctggttcgct 
780 

tggttaataa acagataaac tggcatttgg tacttgcaag caatagcact agagtgcatc 
840 

tatacctgtg aacgaaatga tcaactctgt ctttgctatg acctactaga atgtctgcca 
900 

gaaagaggat atggtgataa gacagaggca accacaaagc ttcatgacat ggtagaccaa 
960 

ctggaacaaa ttctcagtgt gtcagagctt ttggaaaaac atggactcga gaaaccaatt 
1020 

tcatttgtta aaaacactca atctagctca gaagaggcac gcaagctgat ggttagattg 
1080 

acgaggcaca ctggccggaa gcagcctcct gtcagtgagt ctcattggag aacgttgctg 
1140 

caagacatgt taactatgca gcagaatgta tacacatgtc tagattctga tgcctgctat 
1200 

gagatattta cagaaagcct tctgtgctct agtcgccttg aaaacatcca cctggctgga 
1260 

cagatgatgc actgcagtgc ttgttcagaa aatcctccag ctggtatagc ccataaaggg 
1320 

aaaccccact acagggtcag ctacgaaaag agtattgact tggttttggc tgccagcaga 
1380 

gagtacttca attcttctac caacctcact gatagctgca tggatctagc caggtgctgc 
1440 

ttacaactga taacagacag accccctgcc attcaagagg agctagatct tatccaagcc 
1500 

gttggatgtc ttgaagaatt tggggtaaag atcctgcctt tgcaagtgcg attgtgccct 
1560 
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gatcggatca gtctcatcaa ggagtgtatt tcccagtccc ccacatgcta taaacaatcc 
1620 

accaagcttc tgggccttgc tgagctgctg agggttgcag gtgagaaccc agaagaaagg 
1660 

cggggacagg ttctaatcct tttagtggag caggcacttc gcttccatga ctacaaagca 

1740 

gccagtatgc attgtcagga gctgatggcc acaggttatc ctaaaagttg ggatgtttgt 
1600 

agccagtcag gacaatcaga aggttaccag gacttggcca ctcgtcaaga gctcatggct 
1860 

tttgctttga cacattgccc tcctagcagc attgaacttc ttttggcagc tagcagctct 
1920 

ctgcagacag aaattcttta tcaaagagtg aatttccaga tccatcatga aggaggggaa 
1980 

aatatcagtg cttcaccatt aactagtaaa gcagtacaag aggatgaagt aggtgttcca 
2040 

ggtagcaatt cagctgacct attgcgctgg accactgcta ccaccatgaa agtcctttcc 
2100 

aacaccacaa ccaccaccaa agcggtgctg caggccgtca gtgatgggca gtggtggaag 
2160 

aagtctttaa cttaccttcg accccttcag gggcaaaaat gtggtggtgc atatcaaatc 
2220 

ggaactacag ccaatgaaga tctagagaaa caagggtgtc atccttttta tgaatctgtc 
2280 

atctcaaatc cttttgtcgc tgagtctgaa gggacctatg acacctatca gcatgttcca 
2340 

gtggaaagct ttgcagaagt attgctgaga actggaaaat tggcagaggc taaaaataaa 
2400 

ggagaagtat ttccaacaac tgaagttctc ttgcaactag caagtgaagc cttgccaaat 
2460 

gacatgacct tggctcttgc ttaccttctt gccttaccac aagtgttaga tgctaaccgg 
2520 

tgctttgaaa agcagtcccc ctctgcatta tctctccagc tggcagcgta ttactatagc 
2580 

ctccagatct atgcccgatt ggccccatgt ttcagggaca agtgccatcc tctttacagg 
2640 

gctgatccca aagaactaat caagatggtc accaggcatg tgactcgaca tgagcacgaa 
2700 

gcctggcctg aagaccttat ttcactgacc aagcagttac actgctacaa tgaacgtctc 
2760 

ctggatttca ctcaggcgca gatccttcag ggccttcgga agggtgtgga cgtgcagcgg 
2820 

tttactgcag atgaccagta taaaagggaa actatccttg gtctggcaga aactctagag 
2880 

gaaagcgtcc acagcattgc tatttctctg gcacaacgtt acagtgtctc ccgctgggaa 
2940 

gtttttatga cccatttgga gttccccttc acggacagtg gtttgtccac actagaaatt 
3000 

gaaaatagag cccaagacct tcatctcttt gagactttga agactgatcc agaagccttt 
3060 

caccagcaca tggtcaagta tatttaccct actattggtg gctttgatca cgaaaggctg 
3120 

cagtattatt tcactcttct ggaaaactgt ggctgtgcag atttggggaa ccgtgccatt 
3180 
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aaaccagaaa cccacattcg actgctgaag aagtttaagg ttgttgcatc aggtcttaat 
3240 

tacaaaaagc tgacagacga aaacatgagt cctcttgaag cattggagcc agttctttca 
3300 

agtcaaaata tcttgtctat ttccaaactt gttcccaaaa tccctgaaaa ggatggacag 
3360 

atgctttccc caagctctct gtacaccatc tggttacaga agttgttctg gactggagac 
3420 

cctcatctca ttaaacaagt cccaggctct tcaccggagt ggcttcatgc ctatgatgtc 
3480 

tgcatgaagt actttgatcg tctccaccca ggtgacctca tcactgtggt agatgcagtt 
3540 

acattttctc caaaagctgt gaccaagctg tctgtggaag cccgtaaaga gatgactaga 
3600 

aaggctatta agactgtcaa acattttatt gagaagccaa ggaaaagaaa ctcagaagac 
3660 

gaagctcaag aagctaagga ttctaaagtt acctatgcag atactttgaa tcatctggag 
3720 

aaatcacttg cccacctgga aaccctgagc cacagcttca tcctttctct gaagaatagt 
3780 

gagcaggaaa cactgcaaaa atacagtcac ctctatgatc tgtcccgatc agaaaaagag 
3840 

aaacttcatg atgaagctgt ggctatttgt ttagatggtc agcctctagc aatgattcag 
3900 

cagctgctag aggtggcagt tggccctctt gacatctcac ccaaggatat agtgcagagt 
3960 

gcaatcatga aaataatttc tgcattgagt ggtggcagtg ctgaccttgg tgggccaagg 
4020 

gacccactga aggtcctgga aggtgttgtt gcagcagtcc acaccagtgt ggacaagggt 
4080 

gaggagctgg tttcacctga ggacctgctg gagtggctgc ggcctttctg tgctgatgac 
4140 

gcctggccgg tgcggccccg cattcacgtg ctgcagattt tggggcaatc atttcacctg 
4200 

actgaggagg acagcaagct cctcgtgttc tttagaactg aagccattct caaagcctcc 
4260 

tggccccaga gacaggtaga catagctgac attgagaatg aagagaaccg ctactgtcta 
4320 

ttcatggaac tcctggaatc tagtcaccac gaggctgaat ttcagcactt ggttttactt 
4380 

ttgcaagctt ggccacctat gaaaagtgaa tatgtcataa ccaataatcc atgggtgaga 
4440 

ctagctacag tgatgctaac cagatgtacg atggagaaca aggaaggatt ggggaatgaa 
4500 

gttttgaaaa tgtgtcgctc tttgtataac accaagcaga tgctgcctgc agagggtgtg 
4560 

aaggagctgt gtctgctgct gcttaaccag tccctcctgc ttccatctct gaaacttctc 
4620 

ctcgagagcc gagatgagca tctgcacgag atggcactgg agcaaatcac ggcagtcact 
4680 

acggtgaatg attccaattg tgaccaagaa cttctttccc tgctcctgga tgccaagctg 
4 74 0 

ctggtgaagt gtgtctccac tcccttctat ccacgtattg ttgaccacct cttggctagc 
4800 
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ctccagcaag ggcgctggga tgcagaggag ctgggcagac acctgcggga ggccggccat 
4860 

gaagccgaag ccgggtctct ccttctggcc gtgaggggga ctcaccaggc cttcagaacc 
4920 

ttcagtacag ccctccgcgc agcacagcac tgggtgtgag ggccacctgt ggccctgctc 
4980 

cttagcagaa aaagcatctg gagttgaatg ctgttcccag aagcaacatg tgtatctgcc 
5040 

gattgttctc catggttcca acaaattgca aataaaactg tatggaaacg atgaaaaaaa 
5100 

aaaaaaaa 
5108 



<210> 1098 
<211> 1336 
<212> PRT 

<213> Homo sapiens 



<400> 1098 

Met Val Asp Gin Leu Glu Gin He Leu Ser Val Ser Glu Leu Leu Glu 

1 5 10 15 

Lys His Gly Leu Glu Lys Pro He Ser Phe Val Lys Asn Thr Gin Ser 

20 25 30 

Ser Ser Glu Glu Ala Arg Lys Leu Met Val Arg Leu Thr Arg His Thr 

35 40 45 

Gly Arg Lys Gin Pro Pro Val Ser Glu Ser His Trp Arg Thr Leu Leu 

50 55 60 

Gin Asp Met Leu Thr Met Gin Gin Asn Val Tyr Thr Cys Leu Asp Ser 
65 70 75 80 

Asp Ala Cys Tyr Glu He Phe Thr Glu Ser Leu Leu Cys Ser Ser Arg 

85 90 95 

Leu Glu Asn He His Leu Ala Gly Gin Met Met His Cys Ser Ala Cys 

100 105 HO 

Ser Glu Asn Pro Pro Ala Gly He Ala His Lys Gly Lys Pro His Tyr 

115 120 125 

Arg Val Ser Tyr Glu Lys Ser He Asp Leu Val Leu Ala Ala Ser Arg 

130 135 140 

Glu Tyr Phe Asn Ser Ser Thr Asn Leu Thr Asp Ser Cys Met Asp Leu 
145 150 155 160 

Ala Arg Cys Cys Leu Gin Leu He Thr Asp Arg Pro Pro Ala He Gin 

165 170 175 

Glu Glu Leu Asp Leu He Gin Ala Val Gly Cys Leu Glu Glu Phe Gly 

180 185 190 

Val Lys He Leu Pro Leu Gin Val Arg Leu Cys Pro Asp Arg He Ser 

195 200 205 

Leu He Lys Glu Cys He Ser Gin Ser Pro Thr Cys Tyr Lys Gin Ser 

210 215 220 

Thr Lys Leu Leu Gly Leu Ala Glu Leu Leu Arg Val Ala Gly Glu Asn 
225 230 235 240 

Pro Glu Glu Arg Arg Gly Gin Val Leu He Leu Leu Val Glu Gin Ala 

245 250 255 

Leu Arg Phe His Asp Tyr Lys Ala Ala Ser Met His Cys Gin Glu Leu 

260 265 270 

Met Ala Thr Gly Tyr Pro Lys Ser Trp Asp Val Cys Ser Gin Leu Gly 
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275 






280 










265 








Gin 


Ser 


Glu 


Gly Tyr 


Gin Asp Leu 


Ala 


Thr 


Arg 


Gin 


Glu 


Leu 


Met 


Ala 




290 








295 








300 










Phe 


Ala 


Leu 


Thr 


His 


Cys Pro Pro 


Ser 


Ser 


He 


Glu 


Leu 


Leu 


Leu 


Ala 


305 










310 






31S 










320 


Ala 


Ser 


Ser 


Ser 


Leu 


Gin Thr Glu 


He 


Leu 


Tyr 


Gin 


Arg 


Val 


Asn 


Phe 










325 






330 










335 




Gin 


lie 


His 


His 


Glu 


Gly Gly Glu 


Asn 


lie 


Ser 


Ala 


Ser 


Pro 


Leu 


Thr 








340 






345 










350 






Ser 


Lys 


Ala 


Val 


Gin 


Glu Asp Glu 


Val 


Gly 


Val 


Pro 


Gly 


Ser 


Asn 


Ser 






355 






360 










365 








Ala 


Asp 


Leu 


Leu Arg 


Trp Thr Thr 


Ala 


Thr 


Thr 


Met 


Lys 


Val 


Leu 


Ser 




370 








375 








380 










Asn 


Thr 


Thr 


Thr 


Thr 


Thr Lys Ala 


Val 


Leu 


Gin 


Ala 


Val 


Ser 


Aso 


Gly 
* 


385 








• 


390 






395 










400 


Gin 


Trp 


Trp 


Lys 


Lys 


Ser Leu Thr 


Tyr 


Leu 


ArQ 


Pro 


Leu 


Gin 


Glv 


Gin 










405 






410 










415 




Lys 


Cys 


Gly 


Gly Ala 


Tyr Gin He 


Gly 


Thr 


Thr 


Ala 


Asn 


Glu 


Aso 


Leu 








420 






425 










430 






Glu 


Lvs 


Gin 


Gly Cys 


His Pro Phe 


Tvr 


Glu 


Ser 


Val 


He 


Ser 


Asn 


Pro 






435 






440 










445 








Phe 


Val 


Ala 


Glu 


Ser 


Glu Gly Thr 


Tvr 


Asp 


Thr 


Tvr 
j 


Gin 


His 


Val 


Pro 




450 








455 








460 










Val 


Glu 


Ser 


Phe 


Ala 


Glu Val Leu 


Leu 




Thr 


Glv 


Lys 


Leu 


Ala 


Glu 


465 










470 






475 










480 


Ala 


Lys 


Asn 


Lys Gly 


Glu Val Phe 


Pro 


Thr 


Thr 


Glu 


Val 


Leu 


Leu 


Gin 










485 






490 










495 




Leu 


Ala 


Ser 


Glu 


Ala 


Leu Pro Asn 


Asp 


Met 


Thr 


Leu 


Ala 


Leu 


Ala 


Tvr 








500 






505 










510 






Leu 


Leu 


Ala 


Leu 


Pro 


Gin Val Leu 


ASD 


Ala 


Asn 


Ara 


Cvs 


Phe 


Glu 


Lvs 






515 






S20 










525 








Gin 


Ser 


Pro 


Ser 


Ala 


Leu Ser Leu 


Gin 


Leu 


Ala 


Ala 


Tyr 


Tyr 


Tyr 


Ser 




530 








535 








540 










Leu 


Gin 


He 


Tyr 


Ala 


Arg Leu Ala 


Pro 


Cys 


Phe 


Arg 


Asp 


Lys 


Cys 


His 


545 










550 






555 










560 


Pro 


Leu 


Tyr 


Arg 


Ala 


Asp Pro Lys 


Glu 


Leu 


He 


Lys 


Met 


Val 


Thr 


Arg 










565 






570 










575 




His 


Val 


Thr 


Arg 


His 


Glu His Glu 


Ala 


Trp 


Pro 


Glu 


Asp 


Leu 


He 


Ser 








580 






585 










590 






Leu 


Thr 


Lys 


Gin 


Leu 


His Cys Tyr 


Asn 


Glu 


Arg 


Leu 


Leu 


Asp 


Phe 


Thr 






595 






600 










605 








Gin 


Ala 


Gin 


He 


Leu 


Gin Gly Leu 


Arg 


Lys 


Gly 


Val 


Asp 


Val 


Gin 


Arg 




610 








615 








620 










Phe 


Thr 


Ala 


Asp Asp 


Gin Tyr Lys 


Arg 


Glu 


Thr 


He 


Leu 


Gly 


Leu 


Ala 


625 










630 






635 










640 


Glu 


Thr 


Leu 


Glu 


Glu 


Ser Val Tyr 


Ser 


He 


Ala 


lie 


Ser 


Leu 


Ala 


Gin 










645 






650 










655 




Arg 


Tyr 


Ser 


Val 


Ser 


Arg Trp Glu 


Val 


Phe 


Met 


Thr 


His 


Leu 


Glu 


Phe 








660 






665 










670 






Pro 


Phe 


Thr 


Asp Ser 


Gly Leu Ser 


Thr 


Leu 


Glu 


He 


Glu 


Asn 


Arg 


Ala 






675 






680 










685 








Gin 


Asp 


Leu 


His 


Leu 


Phe Glu Thr 


Leu 


Lys 


Thr 


Asp 


Pro 


Glu 


Ala 


Phe 




690 








695 








700 










His 


Gin 


His 


Met 


Val 


Lys Tyr He 


Tyr 


Pro 


Thr 


He 


Gly 


Gly 


Phe 


Asp 
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705 710 715 720 

His Glu Arg Leu Gin Tyr Tyr Phe Thr Leu Leu Glu Asn Cys Gly Cys 

725 730 735 

Ala Asp Leu Gly Asn Cys Ala lie Lys Pro Glu Thr His He Arg Leu 

740 745 750 

Leu Lys Lys Phe Lys Val Val Ala Ser Gly Leu Asn Tyr Lys Lys Leu 

755 760 765 

Thr Asp Glu Asn Met Ser Pro Leu Glu Ala Leu Glu Pro Val Leu Ser 

770 775 780 

Ser Gin Asn He Leu Ser He Ser Lys Leu Val Pro Lys He Pro Glu 
785 790 795 800 

Lys Asp Gly Gin Met Leu Ser Pro Ser Ser Leu Tyr Thr He Trp Leu 

805 810 815 

Gin Lys Leu Phe Trp Thr Gly Asp Pro His Leu He Lys Gin Val Pro 

820 825 830 

Gly Ser Ser Pro Glu Trp Leu His Ala Tyr Asp Val Cys Met Lys Tyr 

835 840 845 

Phe Asp Arg Leu His Pro Gly Asp Leu He Thr Val Val Asp Ala Val 

850 855 860 

Thr Phe Ser Pro Lys Ala Val Thr Lys Leu Ser Val Glu Ala Arg Lys 
865 870 875 880 

Glu Met Thr Arg Lys Ala He Lys Thr Val Lys His Phe He Glu Lys 

885 890 895 

Pro Arg Lys Arg Asn Ser Glu Asp Glu Ala Gin Glu Ala Lys Asp Ser 

900 905 910 

Lys Val Thr Tyr Ala Asp Thr Leu Asn His Leu Glu Lys Ser Leu Ala 

915 920 925 

His Leu Glu Thr Leu Ser His Ser Phe He Leu Ser Leu Lys Asn Ser 

930 935 940 

Glu Gin Glu Thr Leu Gin Lys Tyr Ser His Leu Tyr Asp Leu Ser Arg 
945 950 955 960 

Ser Glu Lys Glu Lys Leu His Asp Glu Ala Val Ala He Cys Leu Asp 

965 970 975 

Gly Gin Pro Leu Ala Met He Gin Gin Leu Leu Glu Val Ala Val Gly 

980 985 990 

Pro Leu Asp He Ser Pro Lys Asp He Val Gin Ser Ala He Met Lys 

995 1000 1005 

He He Ser Ala Leu Ser Gly Gly Ser Ala Asp Leu Gly Gly Pro Arg 

1010 1015 1020 

Asp Pro Leu Lys Val Leu Glu Gly Val Val Ala Ala Val His Thr Ser 
1025 1030 1035 1040 

Val Asp Lys Gly Glu Glu Leu Val Ser Pro Glu Asp Leu Leu Glu Trp 

1045 1050 1055 

Leu Arg Pro Phe Cys Ala Asp Asp Ala Trp Pro Val Arg Pro Arg He 

1060 1065 1070 

His Val Leu Gin He Leu Gly Gin Ser Phe His Leu Thr Glu Glu Asp 

1075 1080 1085 

Ser Lys Leu Leu Val Phe Phe Arg Thr Glu Ala He Leu Lys Ala Ser 

1090 1095 1100 

Trp Pro Gin Arg Gin Val Asp He Ala Asp He Glu Asn Glu Glu Asn 
1105 1110 1115 1120 

Arg Tyr Cys Leu Phe Met Glu Leu Leu Glu Ser Ser His His Glu Ala 

1125 1130 H35 

Glu Phe Gin His Leu Val Leu Leu Leu Gin Ala Trp Pro Pro Met Lys 
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1140 1145 1150 

Ser Glu Tyr Val lie Thr Asn Asn Pro Trp Val Arg Leu Ala Thr Val 

1155 1160 1165 

Met Leu Thr Arg Cys Thr Met Glu Asn Lys Glu Gly Leu Gly Asn Glu 

1170 1175 1180 

Val Leu Lys Met Cys Arg Ser Leu Tyr Asn Thr Lys Gin Met Leu Pro 
1185 1190 1195 1200 

Ala Glu Gly Val Lys Glu Leu Cys Leu Leu Leu Leu Asn Gin Ser Leu 

1205 1210 1215 

Leu Leu Pro Ser Leu Lys Leu Leu Leu Glu Ser Arg Asp Glu His Leu 

1220 1225 1230 

His Glu Met Ala Leu Glu Gin He Thr Ala Val Thr Thr Val Asn Asp 

1235 1240 1245 

Ser Asn Cys Asp Gin Glu Leu Leu Ser Leu Leu Leu Asp Ala Lys Leu 

1250 1255 1260 

Leu Val Lys Cys Val Ser Thr Pro Phe Tyr Pro Arg He Val Asp His 
1265 1270 1275 1280 

Leu Leu Ala Ser Leu Gin Gin Gly Arg Trp Asp Ala Glu Glu Leu Gly 

1285 1290 1295 

Arg His Leu Arg Glu Ala Gly His Glu Ala Glu Ala Gly Ser Leu Leu 

1300 1305 1310 

Leu Ala Val Arg Gly Thr His Gin Ala Phe Arg Thr Phe Ser Thr Ala 

1315 1320 1325 

Leu Arg Ala Ala Gin His Trp Val 
1330 1335 

<210> 1099 

<211> 309 

<212> DNA 

<213> Homo sapiens 

<400> 1099 

acgcgtgctc tctcccgctt ggcaatcagc atggcctttt cgagctcggc ggtgcgcaat 
60 

tgaaccattt cttccagttg cgatttttca gaaagcagcg tcgattgacc ttcggtcagc 
120 

ttgcgcacat agcgcttggt gcggctggca aggatatagg cgagtatcaa tgcacctgcg 
180 

agggcgagga tcgaggcaat ggtcagccag aagcgcaact tgtccatggc tatgttgcgg 
240 

gcgattagcc gacgatcttc ttcacccagg aaactgttga tggttttcct gacgtcatcc 
300 

atctggcca 
309 

<210> 1100 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 1100 

Met Asp Asp Val Arg Lys Thr He Asn Ser Phe Leu Gly Glu Glu Asp 

15 10 15 

Arg Arg Leu He Ala Arg Asn He Ala Met Asp Lys Leu Arg Phe Trp 
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20 25 30 

Leu Thr lie Ala Ser lie Leu Ala Leu Ala Gly Ala Leu lie Leu Ala 

35 40 45 

Tyr He Leu Ala Ser Arg Thr Lys Arg Tyr Val Arg Lya Leu Thr Glu 

50 55 60 

Gly Gin Ser Thr Leu Leu Ser Glu Lys Ser Gin Leu Glu Glu Met Val 
65 70 75 80 

Gin Leu Arg Thr Ala Glu Leu Glu Lys Ala Met Leu He Ala Lys Arg 
85 90 95 

Glu Arg Ala Arg 
100 



<210> 1101 

<211> 540 

<212> DNA 

<213> Homo sapiens 



<400> 1101 

gtcgacgtta ccaactacgt catgttggag tctggtcagc cgcttcatgc ctatgatgcc 
60 

gacaacgtca gcgggacgat tgtggtccgt aaggcccacg agggtgagca tctattgacc 
120 

ctcgacgaca ccgatcgcac cctcgatcct gacgatctag tcatcgccga cgactcggga 
180 

gccattggcc tggctggcgt catgggtggt gcggccaccg aagtgactgc tgagacgacg 
240 

tcaatcatcc tcgagggcgc tcacttcgac ccgatgacgg gcgctcgtgc ttaccgacgc 
300 

cacaagctcg gttcggaggc ctcccgccgc tttgagcggg gcgttgatcc gatttgcgcc 
360 

cataccgcag ccgttcgcgc agcggaattg ctcgcccagt acggcggtgc caccgtcggt 
420 

gagcccaccg tcgttggtga ggtccccgag atgccacgtc aaacgatcaa cgctgattta 
480 

cctaaccgga ttctcggcac gaaggtgcca actgaagagg tcatcgagat cttgacgcgt 
540 



<210> 1102 

<211> 180 

<212> PRT 

<213> Homo sapiens 



<400> 1102 

Val Asp Val Thr Asn Tyr Val Met 

1 5 
Ala Tyr Asp Ala Asp Asn Val Ser 
20 

His Glu Gly Glu His Leu Leu Thr 

35 40 
Asp Pro Asp Asp Leu Val He Ala 

50 55 
Ala Gly Val Met Gly Gly Ala Ala 
65 70 
Ser He He Leu Glu Gly Ala His 



Leu Glu Ser Gly Gin Pro Leu His 

10 15 
Gly Thr He Val Val Arg Lys Ala 
25 30 
Leu Asp Asp Thr Asp Arg Thr Leu 
45 

Asp Asp Ser Gly Ala He Gly Leu 
60 

Thr Glu Val Thr Ala Glu Thr Thr 

75 80 
Phe Asp Pro Met Thr Gly Ala Arg 
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85 


90 






95 




Ala Tyr 


Arg 


Arg 


His Lys Leu Gly Ser 


Glu 


Ala 


Ser Arg Arg 


Phe 


Glu 






100 


105 






110 






Arg Gly 


Val 


Asp 


Pro lie Cys Ala His 


Thr 


Ala 


Ala Val Arg 


Ala 


Ala 




115 




120 






125 






Glu Leu 


Leu 


Ala 


Gin Tyr Gly Gly Ala 


Thr 


Val 


Gly Glu Pro 


Thr 


Val 


130 






135 






140 






Val Gly 


Glu 


Val 


Pro Glu Met Pro Arg 


Gin 


Thr 


He Asn Ala Asp 


Leu 


145 






150 




155 






160 


Pro Asn 


Arg 


He 


Leu Gly Thr Lys Val 


Pro 


Thr 


Glu Glu Val 


He 


Glu 








165 


170 






175 




lie Leu 


Thr 


Arg 















180 



<210> 1103 

<211> 537 

<212> DNA 

<213> Homo sapiens 

<400> 1103 

cctttcctcc aaccaggcgc tgcggcgccg gcacttgccc gacgttataa aacaattcaa 
60 

cgtcaggttt accatcgctg tactcaacca aatggtagcc gtatccacct tccccaccga 
120 

tcgcgaccca ggtgatcttt ccctcggcat agattgacgt ggcattctcg tcggagtgaa 
180 

tcaagcagcg cttaggcagc tgctgggccg gcggcttcgc ctagctcgcc ggagcacacg 
240 

aacccttccc gaagataacc gccaaggcct ggcacacctt ctgctgcacc cattccggct 
300 

tgacgccgac cgccaccgca ctggtgaaca tagccgcaat aaggagaatt gcgatgtatt 
360 

ccggcgcggc ggcaccccga tcgtcccttg tccgcatggg tctcccctcc actacctacc 
420 

caatacaggg gagagcataa aaagaaaccc atagccgcac ctgagcccat ggccccaaac 
480 

cggggcccaa gccgggccca aaccatggga tcaaccggat gtccgtacat cacgcgt 
537 

<210> 1104 

<211> 112 

<212> PRT 

<213> Homo sapiens 

<400> 1104 

Met Tyr Gly His Pro Val Asp Pro Met Val Trp Ala Arg Leu Gly Pro 

15 10 15 

Arg Phe Gly Ala Met Gly Ser Gly Ala Ala Met Gly Phe Phe Leu Cys 

20 25 30 

Ser Pro Leu Tyr Trp Val Gly Ser Gly Gly Glu Thr His Ala Asp Lys 

35 40 45 

Gly Arg Ser Gly Cys Arg Arg Ala Gly He His Arg Asn Ser Pro Tyr 

50 55 60 

Cys Gly Tyr Val His Gin Cys Gly Gly Gly Arg Arg Gin Ala Gly Met 
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65 70 75 80 

Gly Ala Ala Glu Gly Val Pro Gly Leu Gly Gly Tyr Leu Arg Glu Gly 

85 90 95 

Phe Val Cys Ser Gly Glu Leu Gly Glu Ala Ala Gly Pro Ala Ala Ala 
100 105 HO 

<210> 1105 
<211> 448 
<212> DNA 

<213> Homo sapiens 
<400> 1105 

agggacctgg ggcagcacgt gcacgtgggt gggaggctcc ttgctaccga cagccagcca 
60 

tggggtgggc ccttccgagg ctgcctccag gacctgcgac tcgatggctg ccacctcccc 
120 

ttctttcctc tgccactgga taactcaagc cagcccagcg agctcggcgg caggcagtcc 
180 

tggaacctca ctgcgggctg cgtctccgag gacatgtgca gtcctgaccc ctgtttcaat 
240 

ggtgggacct gcctcgtcac ctggaatgac ttccactgta cctgccctgc caatttcacg 
300 

gggcctacat gtgcccagca gctgtggtgt cccggccagc cctgtctccc acctgccacg 
360 

tgtgaggagg tccctgatgg ctttgtgtgt gtggcggagg ccacgttccg cgagggtccc 
420 

cccgccgcgt tcagcgggca caacgcgt 
448 

<210> 1106 
<211> 149 
<212> PRT 

<213> Homo sapiens 



<400> 1106 


























Arg 


Asp 


Leu 


Gly 


Gin 


His 


Val 


His Val 


Gly 


Gly Arg 


Leu 


Leu 


Ala 


Thr 


1 








5 








10 










15 




Asp 


Ser 


Gin 


Pro 


Trp 


Gly 


Gly 


Pro Phe 


Arg 


Gly Cys 


Leu 


Gin 


Asp 


Leu 








20 








25 










30 






Arg 


Leu 


Asp 


Gly 


Cys 


His 


Leu 


Pro Phe 


Phe 


Pro 


Leu 


Pro 


Leu 


Asp 


Asn 






35 










40 








45 








Ser 


Ser 


Gin 


Pro 


Ser 


Glu 


Leu 


Gly Gly 


Arg 


Gin 


Ser 


Trp 


Asn 


Leu 


Thr 




50 










S5 








60 










Ala 


Gly 


Cys 


Val 


Ser 


Glu 


Asp 


Met Cys 


Ser 


Pro 


Asp 


Pro 


Cys 


Phe 


Asn 


65 










70 








75 










80 


Gly 


Gly 


Thr 


Cys 


Leu 


val 


Thr 


Trp Asn 


Asp 


Phe 


His 


Cys 


Thr 


Cys 


Pro 










85 








90 










95 




Ala 


Asn 


Phe 


Thr 


Gly 


Pro 


Thr 


Cys Ala 


Gin 


Gin 


Leu 


Trp 


Cys 


Pro 


Gly 








100 








105 










110 






Gin 


Pro 


Cys 


Leu 


Pro 


Pro 


Ala 


Thr Cys 


Glu 


Glu 


Val 


Pro 


Asp 


Gly 


Phe 






115 










120 








125 








Val 


Cys 


Val 


Ala 


Glu 


Ala 


Thr 


Phe Arg 


Glu 


Gly Pro 


Pro 


Ala 


Ala 


Phe 




130 










135 








140 










Ser 


Gly 


His 


Asn 


Ala 
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145 

<210> 1107 
<211> 618 
<212> DNA 

<213> Homo sapiens 
<400> 1107 

acgcgttgat gaagtacctg ccacgcttca gcaatgacgg ctcggtgaac ggcttctata 
60 

tctttgttat cgatgagacc gaacgcaaac tcaccgaaga ggccctgcgc cacctcaacg 
120 

agaacctcga agagcgcgtc gcccagcgca cacaggcgct ggctgaagcc aaccaacgcc 
180 

tggcaaaaca aaatgttcaa acgcaagcgc gccgaagacg cgctgcgtca cgcgcagaaa 
240 

atggaagccg ggggccagct caccggcggc atcgcccatg atttcaacaa catgctgacc 
300 

gggattatcg gcagcctgga cttgatgcag cgctacatcn aggccgggcg cagcgacgaa 
360 

atcggccgnc ttactgacgc cgccgtatcg tccgcccatc gcgcggccgc cctcacccat 
420 

cggctgctgg cgttctcgcg ccgccagtcg ctggcccccc gcccgctgga ccccaaccag 
480 

ctggtagcgt ccctggagga tctgttccag cgaaccaaag gcgcgcatat cacgctcaaa 
540 

gtgcaactgg gccgcgatat ctggcccgtg aataccgatg ccagccagtt ggaaaacgcc 
600 

ctgctcaacc tggcgatc 
618 

<210> 1108 
<211> 182 
<212> PRT 

<213> Homo sapiens 



<400> 1108 



Met 


Arg 


Pro 


Asn 


Ala 


Asn 


Ser 


Pro 


Lys 


Arg 


Pro 


Cys 


Ala 


Thr 


Ser 


Thr 


1 








5 










10 










15 




Arg 


Thr 


Ser 


Lys 
20 


Ser 


Ala 


Ser 


Pro 


Ser 
25 


Ala 


His 


Arg 


Arg 


Trp 
30 


Leu 


Lys 


Pro 


Thr 


Asn 
35 


Ala 


Trp 


Gin 


Asn 


Lys 
40 


Met 


Phe 


Lys 


Arg 


Lys 

45 


Arg 


Ala 


Glu 


Asp 


Ala 


Leu 


Arg 


His 


Ala 


Gin 


Lys 


Met 


Glu 


Ala Gly 


Gly 


Gin 


Leu 


Thr 




50 










55 










60 










Gly 


Gly 


He 


Ala 


His 


Asp 


Phe 


Asn 


Asn 


Met 


Leu 


Thr 


Gly 


He 


He 


Gly 


65 










70 










75 










80 


Ser 


Leu 


Asp 


Leu 


Met 
85 


Gin 


Arg 


Tyr 


lie 


Xaa 
90 


Ala 


Gly 


Arg 


Ser 


Asp 
95 


Glu 


He 


Gly 


Arg 


Leu 
100 


Thr 


Asp 


Ala 


Ala 


Val 
105 


Ser 


Ser 


Ala 


His 


Arg 
110 


Ala 


Ala 


Ala 


Leu 


Thr 


His 


Arg 


Leu 


Leu 


Ala 


Phe 


Ser 


Arg Arg 


Gin 


Ser 


Leu 


Ala 






115 










120 










125 








Pro 


Arg 


Pro 


Leu 


Asp 


Pro 


Asn 


Gin 


Leu 


Val 


Ala 


Ser 


Leu 


Glu 


Asp 


Leu 
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130 135 140 

Phe Gin Arg Thr Lys Gly Ala His lie Thr Leu Lys Val Gin Leu Gly 
145 150 155 160 

Arg Asp lie Trp Pro Val Asn Thr Asp Ala Ser Gin Leu Glu Asn Ala 

165 170 175 

Leu Leu Asn Leu Ala lie 
180 



<210> 1109 

<211> 325 

<212> DNA 

<213> Homo sapiens 



<400> 1109 

accggtgagc atcagggagg caccatgcag acgactctcc catccagtct caagccgtcc 
60 

agcctcaaga tcgtcgcacc gctggggggc atcctcgtgc ccctggatca ggtgcccgat 
120 

cccgttttcg cccagaagat ggtgggagac gggatctccc tggaccccat ctcaaacgaa 
160 

ttgctggcgc cggtcgccgg caccgtgacc cagctccaca acgcccacca cgcgctcacg 
240 

atcacgaccc cggaaggcat cgaggttctg gtccatatcg gactggatac cgtgatgctg 
300 

cgcggcgaca gctatccccc ccccn 
325 



<210> 1110 
<211> 108 
<212> PRT 

<213> Homo sapiens 



<400> 1110 

Thr Gly Glu His Gin Gly Gly Thr 

1 5 
Leu Lys Pro Ser Ser Leu Lys lie 
20 

Val Pro Leu Asp Gin Val Pro Asp 

35 40 
Gly Asp Gly lie Ser Leu Asp Pro 

50 55 
Val Ala Gly Thr Val Thr Gin Leu 
65 70 
lie Thr Thr Pro Glu Gly He Glu 
85 

Thr Val Met Leu Arg Gly Asp Ser 
100 



Met Gin Thr Thr Leu Pro Ser Ser 

10 15 
Val Ala Pro Leu Gly Gly He Leu 
25 30 
Pro Val Phe Ala Gin Lys Met Val 
45 

He Ser Asn Glu Leu Leu Ala Pro 
60 

His Asn Ala His His Ala Leu Thr 

75 80 
Val Leu Val His He Gly Leu Asp 

90 95 
Tyr Pro Pro Pro 
105 



<210> 1111 

<211> 385 

<212> DNA 

<213> Homo sapiens 

<400> 1111 
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cc uyy way uy 


60 






actgaactcg 


tcaacgccgc 


ctatagccgg 


120 






gcagtacgtg 


gcggcatcgt 


cgacgtcttc 


180 






gatttttttg 


gtgacgagat 


cgaggaaatg 


240 






accgacgaga 


ctcaccaaga 


actgatctgc 


300 






gaggtacgtt 


cccgagccaa 


ggctttgctg 


360 






gagcggatcg 


gcaacggtca 


agctt 


385 







ggagaagagc atgaccttac cgagctcgcg 
gttgacatgg tggaacgccg tggcgaattc 
ccaccggtgc tagaacaccc ggtccgtatc 
acctccttcg cggtagccga ccagcgatcc 
gctccttgcc gtgagctcat cctcaccgac 
accgaccatc ccgaattagc tgacatgttg 



<210> 1112 

<211> 128 

<212> PRT 

<213> Homo sapiens 



<400> 1112 

Xaa Arg Val Ala Pro Val Arg Leu Ala Val Gly Glu Glu His Asp Leu 

15 10 15 

Thr Glu Leu Ala Thr Glu Leu Val Asn Ala Ala Tyr Ser Arg Val Asp 

20 25 30 

Met Val Glu Arg Arg Gly Glu Phe Ala Val Arg Gly Gly lie Val Asp 

35 40 45 

Val Phe Pro Pro Val Leu Glu His Pro Val Arg lie Asp Phe Phe Gly 

50 55 60 

Asp Glu lie Glu Glu Met Thr Ser Phe Ala Val Ala Asp Gin Arg Ser 
65 70 75 80 

Thr Asp Glu Thr His Gin Glu Leu lie Cys Ala Pro Cys Arg Glu Leu 

85 90 95 

lie Leu Thr Asp Glu Val Arg Ser Arg Ala Lys Ala Leu Leu Thr Asp 

100 105 110 

His Pro Glu Leu Ala Asp Met Leu Glu Arg lie Gly Asn Gly Gin Ala 
115 120 125 

<210> 1113 

<211> 400 

<212> DNA 

<213> Homo sapiens 

<400> 1113 

nnncgaccga tgagcgatcg cgaacccgtc aacctgggat acccctacgt cgagtctttc 
60 

cactcggact tctcggggac cggcggagtc gatcagaccg accgttctac caatatcgac 
120 

gagcacacca tcgaggagat gcatcagatc gcctcgcgtt accccgactc ccgttcggcg 
180 

ttgctgccga tcctgcacct ggttcagtcg gtggacggac gcatctcgcc ggtcggtatt 
240 

gagactgcgg ctgaagtgct cggcattacc accgcccagg tatccggggt ggcgaccttc 
300 
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tacaccatgt ataagaagca ccctgcgggc cagcatcaca tcggtgtctg caccacggcg 
360 

ctgtgcgccg tcatgggtgg cgaggaggtg cttgcccgtn 
400 

<210> 1114 
<211> 133 
<212> PRT 

<213> Homo sapiens 
<400> 1114 



Xaa 


Arg 


Pro 


Met 


Ser 


Asp 


Arg 


Glu 


Pro 


Val 


Asn 


Leu 


Gly 


Tyr 


Pro 


Tyr 


1 






5 










10 










15 




Val 


Glu 


Ser 


Phe 


His 


Ser 


Asp 


Phe 


Ser 


Gly 


Thr Gly 


Gly 


Val 


Asp 


Gin 








20 










25 










30 






Thr 


Asp 


Arg 
35 


Ser 


Thr 


Asn 


He 


Asp 
40 


Glu 


His 


Thr 


He 


Glu 
45 


Glu 


Met 


His 


Gin 


lie 
50 


Ala 


Ser 


Arg 


Tyr 


Pro 
55 


Asp 


Ser 


Arg 


Ser 


Ala 
60 


Leu 


Leu 


Pro 


He 


Leu 


His 


Leu 


Val 


Gin 


Ser 


val. 


Asp 


Gly 


Arg 


He 


Ser 


Pro 


Val 


Gly 


He 


65 










70 










75 










80 


Glu 


Thr 


Ala 


Ala 


Glu 
85 


Val 


Leu 


Gly 


He 


Thr 
90 


Thr 


Ala 


Gin 


Val 


Ser 
95 


Gly 


Val 


Ala 


Thr 


Phe 


Tyr 


Thr 


Met 


Tyr 


Lys 


Lys 


His 


Pro 


Ala 


Gly Gin 


His 








100 










ids 










110 






His 


He 


Gly 


Val 


Cys 


Thr 


Thr 


Ala 


Leu 


Cys 


Ala 


Val 


Met 


Gly Gly 


Glu 






115 










120 










125 








Glu 


Val 
130 


Leu 


Ala 


Arg 

























<210> 1115 
<211> 402 
<212> DNA 

<213> Homo sapiens 
<400> 1115 

tctccgactg cacagattag agaaaggact gcgatgacca ttcgcaccac tcatgttggt 
60 

tccctgcccc gcacccccga gctgatcgag gcgaatcgtg cgcgccgtga gggttcgctc 
\ 120 

ggcgaggctg acttcacgtc gctgctgcag gatcaggttg acggcgttgt gaagcgtcag 
180 

gctgagattg gcctggatat cgtcaatgac ggcgagtacg gtcacgcgat gcttgacacg 
240 

gttgattacg gcgcgtggtg gacgtattcc atctctcgtt tcggcgggct gtcctttgag 
300 

gacgtgcagc gttttgatgt gcgtcccccg gctggccgtg acggtcgcct gtctttctcg 
360 

tcgttcgctg agcgccgcga ctggcagcgt ttccggacgc gt 
402 

<210> 1116 
<211> 134 
<212> P'RT 
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<213> Homo sapiens 



<400> 1116 



Ser 


Pro 


Thr 


Ala 


Gin He Arg Glu Arg Thr Ala 


Met 


Thr 


He Arg Thr 


l 








5 10 






15 


Thr 


His 


Val 


Gly 


Ser Leu Pro Arg Thr Pro Glu 


Leu 


He 


Glu Ala Asn 








20 


25 






30 


Arg 


Ala 


Arg 


Arg 


Glu Gly Ser Leu Gly Glu Ala 


Asp 


Phe 


Thr Ser Leu 






35 




40 




45 




Leu 


Gin 


Asp 


Gin 


Val Asp Gly Val Val Lys Arg 


Gin 


Ala 


Glu He Gly 




50 






55 


60 






Leu 


Asp 


He 


Val 


Asn Asp Gly Glu Tyr Gly His 


Ala 


Met 


Leu Asp Thr 


65 








70 75 






60 


Val 


Asp 


Tyr 


Gly 


Ala Trp Trp Thr Tyr Ser He 


Ser Arg 


Phe Gly Gly 










85 90 






95 


Leu 


Ser 


Phe 


Glu 


Asp Val Gin Arg Phe Asp Val 


Arg 


Pro 


Pro Ala Gly 








100 


105 






110 


Arg 


Asp 


Gly 


Arg 


Leu Ser Phe Ser Ser Phe Ala 


Glu Arg Arg Asp Trp 






115 




120 




125 




Gin 


Arg 


Phe 


Arg 


Thr Arg 










130 















<210> 1117 

<211> 307 

<212> DNA 

<213> Homo sapiens 



<400> 1117 

ggcgccggtc ttgccctggc tggaagtggc atgcagacct tggtgcggaa cccgctggct 
60 

gacccctacc tgctaggtgt atcggctggc gcaagtgtgg gagcaaccgc agtcatcgct 
120 

ttggggatgt tcacttcgtg gggaactcac cgactcactc ttggtgccct tgtaggggcc 
180 

ttggcggcag ctgcattggt ctatctcatt tccatggcgc aaggaggcat gacgccgctt 
240 

cggttggtgc tgtcgggcgt ggtgttgtcc tcggcgttct cgcgttggcg agtttcctcg 
300 

tctttcg 
307 



<210> 1118 

<211> 102 

<212> PRT 

<213> Homo sapiens 

<400> 1118 

Gly Ala Gly Leu Ala Leu Ala Gly 

1 5 
Asn Pro Leu Ala Asp Pro Tyr Leu 
20 

Val Gly Ala Thr Ala Val He Ala 

35 40 
Thr His Arg Leu Thr Leu Gly Ala 



Ser Gly Met Gin Thr Leu Val Arg 

10 15 
Leu Gly Val Ser Ala Gly Ala Ser 
25 30 
Leu Gly Met Phe Thr Ser Trp Gly 
45 

Leu Val Gly Ala Leu Ala Ala Ala 
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50 55 60 

Ala Leu Val Tyr Leu He Ser Met Ala Gin Gly Gly Met Thr Pro Leu 
65 70 75 80 

Arg Leu Val Leu Ser Gly Val Val Leu Ser Ser Ala Phe Ser Arg Trp 

85 90 95 

Arg Val Ser Ser Ser Phe 
100 

<210> 1119 

<211> 353 

<212> DNA 

<213> Homo sapiens 

<400> 1119 

cgcgtccttg agatgcttga gcaggtcggt attgaggatc cagccagggt gatggattcc 
60 

tatccgcatc aactgtccgg tggccagcgt caacgggttc tgcttgccat ggcgttggtg 
120 

aactcgccgg atctgctcat ttgtgacgag ccgacgaccg ccttggacgt cacggtgcag 
180 

tctcaggtac tggcgactat cgatgaggtg cttgactcgg ttggtgccgc atgcctattt 
240 

attacccacg atttggcggt tgtctcgcac atctgccggg agcttatcgt gatgacgtcg 
300 

ggcaaggtcg ttgaagccgg atcagcgcgt gatgtgttat ctcaccctga tea 
353 

<210> 1120 

<211> 117 

<212> PRT 

<213> Homo sapiens 

<400> 1120 



Arg 


Val 


Leu 


Glu 


Met Leu 


Glu 


Gin 


Val Gly He Glu Asp 


Pro 


Ala 


Arg 


1 








5 






10 




15 




Val 


Met 


Asp 


Ser 
20 


Tyr Pro 


His 


Gin 


Leu Ser Gly Gly Gin 
25 


Arg 
30 


Gin 


Arg 


Val 


Leu 


Leu 
35 


Ala 


Met Ala 


Leu 


Val 
40 


Asn Ser Pro Asp Leu 
45 


Leu 


He 


Cys 


Asp 


Glu 


Pro 


Thr 


Thr Ala 


Leu Asp 


Val Thr Val Gin Ser 


Gin 


Val 


Leu 




50 








55 




60 








Ala 


Thr 


He 


Asp 


Glu Val 


Leu Asp 


Ser Val Gly Ala Ala 


Cys 


Leu 


Phe 


65 






70 






75 






80 


He 


Thr 


His 


Asp 


Leu Ala 
85 


val 


Val 


Ser His He Cys Arg 
90 


Glu 


Leu 
95 


He 


Val 


Met 


Thr 


Ser 
100 


Gly Lys 


Val 


Val 


Glu Ala Gly Ser Ala 
105 


Arg 
110 


Asp 


Val 


Leu 


Ser 


His 
115 


Pro 


Asp 















<210> 1121 

<211> 406 

<212> DNA 

<213> Homo sapiens 
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<400> 1121 

tgatcaccca tgctccactc gaccgcgcgc tcgacgatgc gacggctgag acgatgctcg 
60 

cccagggcac ggtgttcatc ccgaccttga cgatgatgaa aggcgtcgcc gcgaatctca 
120 

ccgcagcggg cgttcccggt gtgagctatg cacacgccca cgagagcacg cgcgcgatgc 
180 

atgccgcggg cgttccggtc ctggccggca ccgacgccta catcgggtcc ttcacacggg 
240 

catcgccgcc atacggcgag agcatgcacg acgaagacgc ctacatcggg ctcctcgaac 
300 

gggcaatgcc gccatacggc gagagcatgc acgacgaact cgctctgctc gtggacgccg 
360 

gcctgtcaac agccgaagcg ctgcgcgctg ccacctcgac gggcgc 
406 

<210> 1122 

<211> 117 

<212> PRT 

<213> Homo sapiens 

<400> 1122 



Met 


Leu 


Ala 


Gin 


Gly 


Thr 


val 


Phe 


lie 


Pro 


Thr 


Leu 


Thr 


Met 


Met 


Lys 


l 








5 










10 










15 




Gly 


Val 


Ala 


Ala 

20 


Asn 


Leu 


Thr 


Ala 


Ala 
25 


Gly 


Val 


Pro 


Gly 


Val 
30 


Ser 


Tyr 


Ala 


His 


Ala 
35 


His 


Glu 


Ser 


Thr 


Arg 
40 


Ala 


Met 


His 


Ala 


Ala 
45 


Gly 


val 


Pro 


Val 


Leu 
50 


Ala 


Gly 


Thr 


Asp 


Ala 
55 


Tyr 


He 


Gly 


Ser 


Phe 
60 


Thr 


Arg 


Ala 


Ser 


Pro 


Pro 


Tyr 


Gly 


Glu 


Ser 


Met 


His 


Asp 


Glu 


Asp 


Ala 


Tyr 


lie 


Gly 


Leu 


65 










70 










75 










80 


Leu 


Glu 


Arg 


Ala 


Met 
85 


Pro 


Pro 


Tyr 


Gly 


Glu 
90 


Ser 


Met 


His 


Asp 


Glu 
95 


Leu 


Ala 


Leu 


Leu 


Val 
100 


Asp 


Ala 


Gly 


Leu 


Ser 
105 


Thr 


Ala 


Glu 


Ala 


Leu 
110 


Arg 


Ala 


Ala 


Thr 


Ser 


Thr 


Gly 

























115 



<210> 1123 

<211> 337 

<212> DNA 

<213> Homo sapiens 

<400> 1123 

gccggcgatg cgttcattaa ggcctaagat gcgccgacgc ctccccgctt tcctcgccct 
60 

cgcctccacc gcccttgccg cagcggggat ggtggggtgc tcgtccgagg gggcatcgcc 
120 

aagcgaatgc tcccctgttg atattgccgc agtgcgcgag gccctgccgc attcgctcgc 
180 

taaggcgaag ctcgacccgc actccaccaa cgaggatgaa cactcctttt ccatgctcta 
240 
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ccgcgcgcaa gataaggagc aggtcagctt gctggggacg aagtatgagg ccgacggtgc 
300 

acccgtctgc cccgatgacc ccaatgaggc agcgcgc 
337 



<210> 1124 

<211> 110 

<212> PRT 

<213> Homo sapiens 



<400> 1124 

Met Arg Ser Leu Arg Pro Lys Met Arg Arg Arg Leu Pro Ala Phe Leu 

15 10 15 

Ala Leu Ala Ser Thr Ala Leu Ala Ala Ala Gly Met Val Gly Cys Ser 

20 25 30 

Ser Glu Gly Ala Ser Pro Ser Glu Cys Ser Pro Val Asp He Ala Ala 

35 40 45 

Val Arg Glu Ala Leu Pro His Ser Leu Ala Lys Ala Lys Leu Asp Pro 

50 55 60 

His Ser Thr Asn Glu Asp Glu His Ser Phe Ser Met Leu Tyr Arg Ala 
65 70 75 80 

Gin Asp Lys Glu Gin Val Ser Leu Leu Gly Thr Lys Tyr Glu Ala Asp 

85 90 95 

Gly Ala Pro Val Cys Pro Asp Asp Pro Asn Glu Ala Ala Arg 
100 105 HO 



<210> 1125 
<211> 555 
<212> DNA 

<213> Homo sapiens 



<400> 1125 

nncttgaatc gaatcggcat 
60 

gaagagctga cggcattgct 
120 

gctgttaaaa agactactca 
180 

tcccgtaaaa tctggcttgc 
240 

aaatacttcg agacgttggt 
300 

gtcggtaaaa aagtagaggc 
360 

gatacctggg gcaagttgga 
420 

ttgggcgtgc ccagcaaagc 
480 

aagcaaatcg aaaaactcac 
540 

cctgctgcca agctt 
555 



tgcgtctaaa catgacgttg 
agaacgtgtc gcgcgtaaac 
gaaagaaggc agctcgtgga 
tggtttaggc gtgtactcga 
caaggacggc gagaaggccg 
ggcaaaagcg agcgccggtt 
agagactttc gacaagcgtc 
ggaactgaag acgctgcaca 
cggtgccaaa gtggccccgg 



agacactctc tgctaagctc 
actaaggaga catcgggatg 
tcggggaagt tgaaaaatat 
aggttagcag tgacggcggc 
agaagttgac caagagccca 
ctgcgaaatc gagcatttcg 
tcaacagtgc tatttcgcga 
gcaaggtcga taccctgacc 
ctaaaacggc agccgctaaa 



c210> 1126 
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<211> 146 
<212> PRT 

<213> Homo sapiens 
<400> 1126 

Met Ala Val Lys Lys Thr Thr Gin Lys Glu Gly Ser Ser Trp He Gly 

15 10 15 

Glu Val Glu Lys Tyr Ser Arg Lys He Trp Leu Ala Gly Leu Gly Val 

20 25 30 

Tyr Ser Lys Val Ser Ser Asp Gly Gly Lys Tyr Phe Glu Thr Leu Val 

35 40 45 

Lys Asp Gly Glu Lys Ala Glu Lys Leu Thr Lys Ser Pro Val Gly Lys 

50 55 60 

Lys Val Glu Ala Ala Lys Ala Ser Ala Gly Ser Ala Lys Ser Ser He 
65 70 75 80 

Ser Asp Thr Trp Gly Lys Leu Glu Glu Thr Phe Asp Lys Arg Leu Asn 

85 90 95 

Ser Ala lie Ser Arg Leu Gly Val Pro Ser Lys Ala Glu Leu Lys Thr 

100 105 110 

Leu His Ser Lys Val Asp Thr Leu Thr Lys Gin He Glu Lys Leu Thr 

115 120 125 

Gly Ala Lys Val Ala Pro Ala Lys Thr* Ala Ala Ala Lys Pro Ala Ala 

130 135 140 

Lys Leu 
145 

<210> 1127 
<211> 352 
<212> DNA 

<213> Homo sapiens 
<400> 1127 

cccgaccgcg tactcgtggt cggtgccgga gtgatgggtg cagcacacgc acacgcgctc 
60 

cgcgggtccc tccaggcagt cgtgtgcggc gtggtcgacc tgcaggagcg agcagcgcaa 
120 

tcactcgctt cggaagtggg cgtacccggg ttcaccgacc tggtgaaggc gatcgagtcg 
180 

accgctccgg acgccgcggt catcgccacg ccggactcgg ctcaccgcca accggctgag 
240 

accgccatcg acgccggcct tgccgtcctg gtcgagaaac cgctcgccac gaccgtcgat 
300 

gacgccgaag cgatcgtgct ccgcgctgaa cgggccggcg tccgtctcat ga 
352 

<210> 1128 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 1128 

Pro Asp Arg Val Leu Val Val Gly Ala Gly Val Met Gly Ala Ala His 

15 io 15 

Ala His Ala Leu Arg Gly Ser Leu Gin Ala Val Val Cys Gly Val Val 
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20 




25 










30 


Asp Leu 


Gin 


Glu Arg Ala Ala 


Gin 


Ser 


Leu 


Ala 


Ser 


Glu 


Val Gly Val 




35 




40 










45 




Pro Gly 


Phe 


Thr Asp Leu Val 


Lys 


Ala 


He 


Glu 


Ser 


Thr 


Ala Pro Asp 


50 




55 










60 






Ala Ala 


Val 


He Ala Thr Pro 


Asp 


Ser 


Ala 


His 


Arg 


Gin 


Pro Ala Glu 


65 




70 








75 






80 


Thr Ala 


He 


Asp Ala Gly Leu 


Ala 


Val 


Leu 


Val 


Glu 


Lys 


Pro Leu Ala 






85 






90 








95 


Thr Thr 


Val 


Asp Asp Ala Glu 


Ala 


He 


Val 


Leu Arg 


Ala 


Glu Arg Ala 






100 




105 










110 


Gly Val 


Arg 


Leu Met 

















115 



<210> 1129 

<211> 336 

<212> DNA 

<213> Homo sapiens 



<400> 1129 

ntggcagccc tggaggagcc gatggtggac 
60 

ctgccccaca ttgccgtgct ccaggacgag 
120 

ggggccgatg aggaagaggc agagttgcgg 
180 

tgcctggatg actcctttgg ccatgactgc 
240 

gggacctgcc tcctgggcct ggatggctgg 
300 

tgcaatgaga cttggtcctc gggctgcatg 

336 



ctggacggcg agctgccttt cgtgcggccc 
ctgccgcaac tcttccagga tgacgacgtc 
ggcgaacaca cgctcacaga gaagtttgtc 
agcttgacct gtgatgactg caggaacgga 
gattgccccg agggctggac tgggctcatc 
gatatt 



<210> 1130 
<211> 112 
<212> PRT 

<213> Homo sapiens 



<400> 1130 



Xaa Ala 


Ala 


Leu 


Glu 


Glu 


Pro 


Met 


Val 


Asp Leu Asp Gly Glu 


Leu 


Pro 


1 






5 










10 


15 




Phe Val 


Arg 


Pro 


Leu 


Pro 


His 


He 


Ala 


Val Leu Gin Asp Glu 


Leu 


Pro 






20 










25 


30 






Gin Leu 


Phe 


Gin 


Asp 


Asp 


Asp 


Val 


Gly 


Ala Asp Glu Glu Glu 


Ala 


Glu 




35 










40 




45 






Leu Arg 


Gly 


Glu 


His 


Thr 


Leu 


Thr 


Glu 


Lys Phe Val Cys Leu 


Asp 


Asp 


50 










55 






60 






Ser Phe 


Gly 


His 


Asp 


Cys 


Ser 


Leu 


Thr 


Cys Asp Asp Cys Arg 


Asn 


Gly 


65 








70 








75 




80 


Gly Thr 


Cys 


Leu 


Leu 


Gly 


Leu 


Asp 


Gly 


Trp Asp Cys Pro Glu 


Gly 


Trp 








85 










90 


95 




Thr Gly 


Leu 


He 


Cys 


Asn 


Glu 


Thr 


Trp 


Ser Ser Gly Cys Met 


Asp 


He 






100 










105 


110 
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<210> 1131 

<211> 672 

<212> DNA 

<213> Homo sapiens 

<400> 1131 

gcgttggtgg tgctcatggc ccgggaaaat ccgctggatc aatacctctt tgagcacccc 
60 

gaattattgt tctcgtcctc ggtggaatcg actgtgttgc acccggataa cccgtatgtg 
120 

ctcggcccgc acgtggccgc ggccgcccag gaggcatacc tctcccctgc ggacgaagag 
180 

ttttacgggt cggcctttgc cgggatatgc aaaacgctga caggccagaa cgtactgcga 
240 

cgtcgcggaa atcggctgtt ctggactcgt ccggaacggg ctgtcgacgc catcgacctg 
300 

cgatcggcgg caggcaaagg gattgacatt atcgacgtgt ccaccgggag ggtcatcggg 
360 

gtagtcgacg aagccgccgc agaccgtacc gtgcatccag gcgcggtgta cctgcatcag 
420 

ggggatcagt ggctggtcga cgaatacaac ccggtcgagc accacgccct ggtgcaccag 
480 

gacctgccgg gatattggac tcaaccgcag tcagcgtcga cggtgagaat ccttcgggag 
540 

gagagacgtc gcgcttgtgg tcccggatat gtggcgtgcg ggcaggtgga actgacagag 
600 

caagttgttg ggtatctgcg tcgcgacgaa ttcaccaatg atgtgtggta ctcgctggcc 
660 

ctcgagatgc cc 
672 

<210> 1132 
<211> 224 
<212> PRT 
<213> Homo sapiens 

<400> 1132 

Ala Leu Val Val Leu Met 

1 5 
Phe Glu His Pro Glu Leu 
20 

Leu His Pro Asp Asn Pro 
35 

Ala Gin Glu Ala Tyr Leu 
50 

Ala Phe Ala Gly He Cys 
65 70 
Arg Arg Gly Asn Arg Leu 
85 

Ala He Asp Leu Arg Ser 
100 

Val Ser Thr Gly Arg Val 
115 

Arg Thr Val His Pro Gly 



Ala Arg Glu 

Leu Phe Ser 
25 

Tyr Val Leu 
40 

Ser Pro Ala 
55 

Lys Thr Leu 

Phe Trp Thr 

Ala Ala Gly 
105 

He Gly Val 
120 

Ala Val Tyr 



Asn Pro Leu 
10 

Ser Ser Val 

Gly Pro His 

Asp Glu Glu 
60 

Thr Gly Gin 
75 

Arg Pro Glu 
90 

Lys Gly He 
Val Asp Glu 
Leu His Gin 



Asp Gin 

Glu Ser 

30 
Val Ala 
45 

Phe Tyr 

Asn Val 

Arg Ala 

Asp He 
110 
Ala Ala 
125 

Gly Asp 



Tyr Leu 
15 

Thr Val 

Ala Ala 

Gly Ser 

Leu Arg 

80 
Val Asp 

lie Asp 

Ala Asp 

Gin Trp 
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130 135 140 

Leu Val Asp Glu Tyr Asn Pro Val Glu His His Ala Leu Val His Gin 
145 150 155 160 

Asp Leu Pro Gly Tyr Trp Thr Gin Pro Gin Ser Ala Ser Thr Val Arg 

165 170 175 

lie Leu Arg Glu Glu Arg Arg Arg Ala Cys Gly Pro Gly Tyr Val Ala 

180 185 190 

Cys Gly Gin Val Glu Leu Thr Glu Gin Val Val Gly Tyr Leu Arg Arg 

195 200 205 

Asp Glu Phe Thr Asn Asp Val Trp Tyr Ser Leu Ala Leu Glu Met Pro 
210 215 220 

<210> 1133 

<211> 796 

<212> DNA 

<213> Homo sapiens 

<400> 1133 

acgcgtgaag gggggtccag cgggtgtggc actcgatgac aagacagttt gagagcggct 
60 

tgtctccggg gacctggcgt aggtctcctc tgccttaacc cttggctttt gcacttcctc 
120 

tgtctgtcct ccatacaagc ttcttgcccc tagggaggac gggcttctta acagggggag 
180 

ccggttcctg tcctaacccc actggcatct tacactctgg gagatagctt ccccctgaga 
240 

ggcgagtgag ccacgtaagg ggaggtgggc gatggcttcc cttctgtctt gggttggggg 
300 

agtcaggtac agtatttttt cttttaaagc atcattgatc acataataag gtttgtcata 
360 

gtccttaatc acagacctgt gaaatttgga gaattcacgg cacctaggat gggagtgagc 
420 

ttctgattgt gagctgattt gggagctaac ctcaaggaaa ctcctcttgc aagccccctg 
480 

ctgggtgtcg gggccttcgc cagggacctc ccggggactc tggacgctct ttgtctgccc 
540 

ttccttttcc ctcacctcgc tcccccgtga gaaagtgggg ctcatgcagc tcagctcagt 
600 

gacagagggt ttattagggg tagctctggg acccatcttt tggtgatttc ttctctctct 
660 

ttctctaatg gaataattgt ttctgtctac acttctttat cttctcctct ctacagctgc 
720 

cttctaaaaa tgtgcttttc tgttcctgca gaactgaagc ttgcatggcc tttgttgtga 
780 

ctttcccttc acgcgt 
796 

<210> 1134 
<211> 147 
<212> PRT 

<213> Homo sapiens 
<400> 1134 

Met Gly Pro Arg Ala Thr Pro Asn Lys Pro Ser Val Thr Glu Leu Ser 
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1 5 10 15 

Cys Met Ser Pro Thr Phe Ser Arg Gly Ser Glu Val Arg Glu Lys Glu 

20 25 30 

Gly Gin Thr Lys Ser Val Gin Ser Pro Arg Glu Val Pro Gly Glu Gly 

35 40 45 

Pro Asp Thr Gin Gin Gly Ala Cys Lys Arg Ser Phe Leu Glu Val Ser 

50 55 60 

Ser Gin He Ser Ser Gin Ser Glu Ala His Ser His Pro Arg Cys Arg 
65 70 75 80 

Glu Phe Ser Lys Phe His Arg Ser Val He Lys Asp Tyr Asp Lys Pro 

85 90 95 

Tyr Tyr Val He Asn Asp Ala Leu Lys Glu Lys He Leu Tyr Leu Thr 

100 105 110 

Pro Pro Thr Gin Asp Arg Arg Glu Ala He Ala His Leu Pro Leu Arg 

115 120 125 

Gly Ser Leu Ala Ser Gin Gly Glu Ala He Ser Gin Ser Val Arg Cys 

130 135 140 

Gin Trp Gly 
145 

<210> 1135 

<211> 376 

<212> DNA 

<213> Homo sapiens 

<400> 1135 

gatcaggcca cacaggacaa cttcgagaag ggctccatct tcccaccctt caccagcatc 
60 

agaaagatct ctgcgcacat cgctgcagcc gtggctgcaa aagcctacga gctcggtctg 
120 

gcgacccgtc tgcctccccc cagcgacctg gtgaaatatg cagagaactg catgtacact 
180 

cccgtctacc gcaactaccg gtagtgctgc ggggatcaat tttgcagtaa taaaaaatct 
240 

actatcaacg cggatggtac tctgttgttt atagtccctg ctgctaacca cccttgttgc 
300 

tggtgctgct ggagaggcat tgtacctgtc catgcatata tgatatatat atgttgtaac 
360 

gttgtgaaag caaact 
376 

<210> 1136 

<211> 67 

<212> PRT 

<213> Homo sapiens 

<400> 1136 

Asp Gin Ala Thr Gin Asp Asn Phe Glu Lys Gly Ser He Phe Pro Pro 

15 10 15 

Phe Thr Ser He Arg Lys He Ser Ala His He Ala Ala Ala Val Ala 

20 25 30 

Ala Lys Ala Tyr Glu Leu Gly Leu Ala Thr Arg Leu Pro Pro Pro Ser 

35 40 45 

Asp Leu Val Lys Tyr Ala Glu Asn Cys Met Tyr Thr Pro Val Tyr Arg 
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50 55 60 

Asn Tyr Arg 
65 

<210> 1137 

<211> 357 

<212> DNA 

<213> Homo sapiens 

<400> 1137 

acgcgtcgct ggaacccgaa gatgaagcgc ttcatcttca ccgagcgcaa cggtatctac 
60 

atcattgacc tgcaccagtc gctgacctac attgataagg cgtacgcctt cgtcaaggag 
120 

actgtcgcca agggcggcca gattcttttc gtcggcacga agaagcaggc ccaggagtcc 
180 

atcgttgagc aggccactcg cgttggcatg ccctatgtca accagcgttg gcttggggga 
240 

atgctcacta atttccagac catctcgaag cgcattgccc ggctcaagga gctcgaggcc 
300 

atggactttg acaaggtttc cggctccggt ctcaccaaga aggagctgct tatgctc 
357 

<210> 1138 
<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 1138 



Thr 


Arg 


Arg 


Trp 


Asn 


Pro 


Lys 


Met 


Lys 


Arg 


Phe 


He 


Phe 


Thr Glu 


Arg 


1 








5 










10 








15 




Asn Gly 


He 


Tyr 


He 


He 


Asp 


Leu 


His 


Gin 


Ser 


Leu 


Thr 


Tyr He 


Asp 








20 










25 










30 




Lys 


Ala 


Tyr 


Ala 


Phe 


Val 


Lys 


Glu 


Thr 


Val 


Ala 


Lys 


Gly 


Gly Gin 


He 






35 










40 










45 






Leu 


Phe 


Val 


Gly 


Thr 


Lys 


Lys 


Gin 


Ala 


Gin 


Glu 


Ser 


He 


Val Glu 


Gin 




50 










55 










60 








Ala 


Thr 


Arg 


val 


Gly 


Met 


Pro 


Tyr 


Val 


Asn 


Gin 


Arg 


Trp 


Leu Gly 


Gly 


65 










70 










75 








80 


Met 


Leu 


Thr 


Asn 


Phe 


Gin 


Thr 


He 


Ser 


Lys 


Arg 


He 


Ala 


Arg Leu 


Lys 










85 










90 








95 




Glu 


Leu 


Glu 


Ala 


Met 


Asp 


Phe 


Asp 


Lys 


Val 


Ser Gly 


Ser 


Gly Leu 


Thr 








100 










105 










110 




Lys 


Lys 


Glu 


Leu 


Leu 


Met 


Leu 



















115 



<210> 1139 
<211> 456 
<212> DNA 

<213> Homo sapiens 
<400> 1139 

gtgcacaggt cgtctgaggc catgccgcgg acgatcgatc cgagtatggc ggcaccttca 
60 
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ccaatcccgt aggacccgtc tcgtccagca tcgaccaagg cgctgttgag gcgttcggct 
120 

tcggcaatga actcgatgcg ctcaatatcc acgggggtag cgaaatcgta gatcttggcc 
180 

agactgaggc cttggaggag cgcggccgtc ggggggacgt ggcctgcggc cgggcgttcc 
240 

ttgctctcaa ggacttcgtc gtcgcggctg acaaggaata cgtttgtgtg gtcgcctgca 
300 

atgcatgctc gagcgtggtg accatcgagg tgaaggacgg tttcggcata gaggtcatcg 
360 

tccacatcgg ccacagtgag ttcgacgact cctgagtcga ctagatgacg cgccttctct 
420 

gccgcgtctt cgctgacgtc ggccaggacc gctagc 
456 

<210> 1140 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 1140 



Met Trp 


Thr 


Met 


Thr Ser Met Pro Lys 


Pro 


Ser Phe 


Thr 


Ser Met Val 


1 






5 


10 






15 


Thr Thr 


Leu 


Glu 


His Ala Leu Gin Ala 


Thr 


Thr Gin 


Thr 


Tyr Ser Leu 






20 


25 








30 


Ser Ala 


Ala 


Thr 


Thr Lys Ser Leu Arg 


Ala 


Arg Asn 


Ala 


Arg Pro Gin 




35 




40 






45 


Ala Thr 


Ser 


Pro 


Arg Arg Pro Arg Ser 


Ser 


Lys Ala 


Ser 


Val Trp Pro 


50 






55 




60 




Arg Ser 


Thr 


He 


Ser Leu Pro Pro Trp 


He 


Leu Ser 


Ala 


Ser Ser Ser 


65 






70 




75 




80 


Leu Pro 


Lys 


Pro 


Asn Ala Ser Thr Ala 


Pro 


Trp Ser 


Met 


Leu Asp Glu 








85 


90 






95 


Thr Gly 


Pro 


Thr 


Gly Leu Val Lys Val 


Pro 


Pro Tyr 


Ser 


Asp Arg Ser 






100 


105 








110 


Ser Ala 


Ala 


Trp 


Pro Gin Thr Thr Cys 


Ala 










115 




120 











<210> 1141 

<211> 354 

c2l2> DNA 

<213> Homo sapiens 

<400> 1141 

ggcgccatgc tcggcgggct ggtgctgggt gtggccgaag cctttggcgc cgatatcttc 
60 

ggcgaccagt acaaggacgt ggtggcgttt ggcctgttgg ttctggtgct gttgttccgt 
ccgaccggca ttctgggccg tccggaggtt gagaaagtat gagcagatat cttaaatcgg 
cgtttttcag cgccctgttg gtgtgggccg tggcctttcc ggtactcggc ctcaagctga 
gcattgtcgg gatcaaccac gaagtgcatg gcaccggtcc cgtgaccttg accatcatcg 
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ccctgtgctc ggtgccgatg ttcctgcgcg tgctgtttac ccagcaagtc ggtg 
354 



<210> 1142 
<211> 53 
<212> PRT 

<213> Homo sapiens 



<400> 1142 

Gly Ala Met Leu Gly Gly Leu Val Leu Gly Val Ala Glu Ala Phe Gly 

15 10 15 

Ala Asp He Phe Gly Asp Gin Tyr Lys Asp Val Val Ala Phe Gly Leu 

20 25 30 

Leu Val Leu Val Leu Leu Phe Arg Pro Thr Gly He Leu Gly Arg Pro 

35 40 45 

Glu Val Glu Lys Val 
50 



<210> 1143 

<211> 353 

<212> DNA 

<213> Homo sapiens 



<400> 1143 

acgcgttgca catcccccag gaccatcaac 
60 

catgcaacgt gaaatgaagt tcgaatcgat 
120 

cgcagccgac gacacagcaa gcgcaggcgc 
180 

attcgaaatc ctggcccacg tggccgtcaa 
240 

ggcgctggag gagttcgcca agagcttcca 
300 

gatcgccaag aaggccgcga accacaccat 
353 



cgcggcattg ccgcatagac ctggagatcc 
caaggcaaag gccaaggcga tgctcatcgg 
gaccaaccga gggtggctca acagcgccgc 
tgcccaacac tacgcgctct ccgagagacc 
gccgcgcaac aaccaggact acgtggccgc 
gcatcccggc aggcagtcga ttt 



<210> 1144 
<211> 102 
<212> PRT 

<213> Homo sapiens 



<400> 1144 



Met 


His 


Gly 


Val 


Val 


Arg Gly 


Leu 


Leu Gly 


Asp Arg Gly 


His Val 


Val 


l 








5 






10 




15 




Leu 


Val 


Val 


Ala 


Arg 


Leu Glu 


Ala 


Leu Gly 


Glu Leu Leu 


Gin Arg 


Arg 








20 








25 




30 




Ser 


Leu 


Gly 


Glu 


Arg 


Val Val 


Leu 


Gly He 


Asp Gly His 


Val Gly 


Gin 






35 








40 




45 






Asp 


Phe 


Glu 


Cys 


Gly 


Ala Val 


Glu 


Pro Pro 


Ser Val Gly 


Arg Ala 


Cys 




50 








55 






60 






Ala 


Cys 


Cys 


Val 


val 


Gly Cys 


Ala 


Asp Glu 


His Arg Leu 


Gly Leu 


Cys 


65 










70 






75 




80 


Leu 


Asp 


Arg 


Phe 


Glu 


Leu His 


Phe 


Thr Leu 


His Gly He 


Ser Arg 


Ser 
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85 90 95 

Met Arg Gin Cys Arg Gly 
100 

<210> 1145 
<211> 360 
<212> DNA 

<213> Homo sapiens 
<400> 1145 

gtcttcggcg ggctcggcct gttctattgc gtcatgaccc cggtgtactg gttctcggcc 
60 

catgaagtgg ccggcacctg ggtactcggg ctgtcggcgg cgatggctct gatggtgttt 
120 

ttctacgtcc aggtcatcgc caagaagatc aatcctcgac cctccgacga gaaggacgcc 
180 

gaggtgatcg acggggctgg tccggtcggt ttctccccgc cacagagtat ctggccgttc 
240 

tggtgcgcgc tcgttgtcgc catcatgtgc ctcggcccga tcttcggctg gtggatctct 
300 

ctgctcgggc tgggcattgt tatctgggcc gcctcgggtt gggcttttga gtactaccgc 
360 

<210> 1146 
<211> 120 
<212> PRT 

<213> Homo sapiens 
<400> 1146 



Val 


Phe 


Gly 


Gly 


Leu Gly Leu 


Phe 


Tyr 


Cys 


Val Met 


Thr 


Pro 


Val 


Tyr 


1 








5 






10 








15 




Trp 


Phe 


Ser 


Ala 


His Glu Val 


Ala 


Gly 


Thr 


Trp Val 


Leu 


Gly 


Leu 


Ser 








20 






25 








30 






Ala 


Ala 


Met 


Ala 


Leu Met Val 


Phe 


Phe 


Tyr 


Val Gin 


Val 


He 


Ala 


Lys 






35 






40 








45 








Lys 


He 


Asn 


Pro 


Arg Pro Ser 


Asp 


Glu 


Lys 


Asp Ala 


Glu 


Val 


He 


Asp 




50 






55 








60 










Gly 


Ala 


Gly 


Pro 


Val Gly Phe 


Phe 


Pro 


Pro 


Gin Ser 


He 


Trp 


Pro 


Phe 


65 








70 








75 








80 


Trp 


Cys 


Ala 


Leu 


Val Val Ala 


He 


Met 


Cys 


Leu Gly 


Pro 


He 


Phe 


Gly 










85 






90 








95 




Trp 


Trp 


He 


Ser 


Leu Leu Gly 


Leu 


Gly 


He 


Val lie 


Trp 


Ala 


Ala 


Ser 








100 






105 








110 






Gly 


Trp 


Ala 


Phe 


Glu Tyr Tyr 


Arg 

















115 120 



<210> 1147 
<211> 409 
<212> DNA 

<213> Homo sapiens 
<400> 1147 

tgtacattgg ctatgcagtc tggcctcctg aaggttatga tagtagccaa aaatatagaa 
60 
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gccaaaaagg catccacctt cttcatcaat ccagaattga tcatgctcat gcctgtgggt 
120 

ggatcactat gtgctctcca aattgggagg ggaagtctac tctcctctct cctctctctc 
180 

ccaccttccc ctctctcttc tctcctttct attcccaggg cagtggaaca tgatgaggtt 
240 

cttttccctt catggatatc ctctttctgc cctccacata aaggggcatt gatggatctt 
300 

caagaatggg atgcctttcc ctagaaaggc taaatattca tgaggctgaa tgtgaggatc 
360 

cagagtacac tgaaatataa ctggtcatca gtacacatag aatctgatn 
409 

<210> 1148 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 1148 



Met 


Gin 


Ser 


Gly 


Leu 


Leu 


Lys 


Val 


Met He Val Ala 


Lys 


Asn 


He 


Glu 


1 






5 








10 






15 




Ala 


Lys 


Lys 


Ala 


Ser 


Thr 


Phe 


Phe 


He Asn Pro Glu 


Leu 


He 


Met 


Leu 






20 










25 




30 






Met 


Pro 


Val 


Gly 


Gly 


Ser 


Leu 


Cys 


Ala Leu Gin He Gly Arg Gly Ser 






35 










40 




45 








Leu 


Leu 


Ser 


Ser 


Leu 


Leu 


Ser 


Leu 


Pro Pro Ser Pro 


Leu 


Ser 


Ser 


Leu 




50 










55 




60 










Leu 


Ser 


lie 


Pro 


Arg 


Ala 


Val 


Glu 


His Asp Glu Val 


Leu 


Phe 


Pro 


Ser 


65 










70 






75 








80 


Trp 


lie 


Ser 


Ser 


Phe 


Cys 


Pro Pro His Lys Gly Ala 


Leu 


Met 


Asp 


Leu 








85 








90 






95 




Gin Glu Trp 


Asp 


Ala 


Phe 


Pro 




















100 





















<210> 1149 
<211> 309 
<212> DNA 

<213> Homo sapiens 
<400> 1149 

gtcgacttct gcatggaaaa acgcgatctg gtgattgagc acgttgcgga gatgtacggc 
60 

cgtgaggcgg tatcgcagat cattaccttc ggtaccatgg cggcgaaagc ggttattcgt 
120 

gacgtgggcc gtgtactggg tcacccgtat ggcttcgtcg atcgcatctc caagctggtg 
180 

ccgcccgatc cgggcatgac gctggaaaaa gcctttgccg ccgaaccgca gttgccggaa 
240 

atctacgagg ccgatgagga agtcaaagcg ctgatcgaca tggcgcgcaa gctgggaagg 
300 

gtgacgcgg 
309 

<210> 1150 
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<211> 103 
<212> PRT 

<213> Homo sapiens 



<400> 1150 
Val Asp Phe 
1 

Glu Met Tyr 

Met Ala Ala 
35 

Pro Tyr Gly 
50 

Gly Met Thr 
65 

lie Tyr Glu 
Lys Leu Gly 



Cys Met Glu Lys Arg Asp Leu Val lie Glu His Val Ala 

5 10 15 

Gly Arg Glu Ala Val Ser Gin lie He Thr Phe Gly Thr 
20 25 30 

Lys Ala Val He Arg Asp Val Gly Arg Val Leu Gly His 

40 45 
Phe Val Asp Arg He Ser Lys Leu Val Pro Pro Asp Pro 

55 60 
Leu Glu Lys Ala Phe Ala Ala Glu Pro Gin Leu Pro Glu 

70 75 80 

Ala Asp Glu Glu Val Lys Ala Leu He Asp Met Ala Arg 

85 90 95 

Arg Val Thr Arg 
100 



<210> 1151 

<211> 360 

<212> DNA 

<213> Homo sapiens 



<400> 1151 

gcgcgcattt tttgcaaccc aagcgacgtc attatggccg agtcgccggc ttatgtcggg 
60 

gcgctcaata ccttcgcctc gtaccaaact gaggtcattc acgtcgacat ggacgacagc 
120 

gggttggttc cggaatccct gcgtgagaaa gtgactgcag cgcgtcaaga cggcaagtcg 
180 

gtgaagttcc tttacacggt tcctaactac tcgaacccgt cgggaatctc gcaatccacc 
240 

gagcgtcgcc gggagatcct agcggtggct gacgagctgg atctgttggt ggttgaggac 
300 

aacccgtacg ggttactcaa cctcgatggt gatccactgc cgacgttgaa gtcgatggat 
360 



<210> 1152 

<211> 120 

<212> PRT 

<213> Homo sapiens 



<400> 1152 


















Ala Arg He 


Phe 


Cys 


Asn Pro Ser Asp Val He 


Met 


Ala 


Glu 


Ser 


Pro 


l 




5 


10 








15 




Ala Tyr Val 


Gly Ala 


Leu Asn Thr Phe Ala Ser Tyr 


Gin 


Thr 


Glu 


Val 




20 




25 






30 






He His Val 


Asp 


Met 


Asp Asp Ser Gly Leu Val 


Pro 


Glu 


Ser 


Leu Arg 


35 






40 




45 








Glu Lys Val 


Thr 


Ala 


Ala Arg Gin Asp Gly Lys 


Ser 


Val 


Lys 


Phe 


Leu 


50 






55 


60 










Tyr Thr Val 


Pro 


Asn 


Tyr Ser Asn Pro Ser Gly 


He 


Ser 


Gin 


Ser 


Thr 
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65 

Glu Arg Arg Arg Glu 
85 

Val val Glu Asp Asn 
100 

Leu Pro Thr Leu Lys 
115 



70 75 
lie Leu Ala Val Ala Asp 
90 

Pro Tyr Gly Leu Leu Asn 
105 

Ser Met Asp 
120 



80 

Glu Leu Asp Leu Leu 
95 

Leu Asp Gly Asp Pro 
110 



<210> 1153 

<211> 416 

<212> DNA 

<213> Homo sapiens 

<400> 1153 

gcgtggattc gtcctggcgg cgtcgctacc gacctgcccg agaccgggct cgaccagttg 
60 

cgtgacctca tcaagcggat ggaaaagtac ctccccgaga tcggtcagtt ctgcaatgag 
120 

aatccgatct ttaaggcccg cactcagggc attggttacg ctgatctgtc tacctgtatg 
180 

gccctgggag ttactggtcc tgctctgcgc gctaccggcc tgccgtggga cctgcgcaag 
240 

acccagccct attgcgatta cgacacgtat gacttcgacg tcgccacctg ggatacctgt 
300 

gactgttacg ggcgtttccg catccgcctg gaagagatgg accagtcggt gcgcattctc 
360 

aagcaatgcc tcaaacgcct cgaggacacc cagggtgacc gtaatatggt cgagga 
416 



<210> 1154 

<211> 138 

<212> PRT 

<213> Homo sapiens 

<400> 1154 

Ala Trp He Arg Pro Gly Gly Val Ala Thr Asp Leu Pro Glu Thr Gly 

15 10 15 

Leu Asp Gin Leu Arg Asp Leu He Lys Arg Met Glu Lys Tyr Leu Pro 

20 25 30 

Glu He Gly Gin Phe Cys Asn Glu Asn Pro He Phe Lys Ala Arg Thr 

35 40 45 

Gin Gly He Gly Tyr Ala Asp Leu Ser Thr Cys Met Ala Leu Gly Val 

50 55 60 

Thr Gly Pro Ala Leu Arg Ala Thr Gly Leu Pro Trp Asp Leu Arg Lys 
65 70 75 80 

Thr Gin Pro Tyr Cys Asp Tyr Asp Thr Tyr Asp Phe Asp Val Ala Thr 

85 90 95 

Trp Asp Thr Cys Asp Cys Tyr Gly Arg Phe Arg He Arg Leu Glu Glu 

100 105 110 

Met Asp Gin Ser Val Arg He Leu Lys Gin Cys Leu Lys Arg Leu Glu 

115 120 125 

Asp Thr Gin Gly Asp Arg Asn Met Val Glu 
130 135 



1054 



WO 00/5847J 



PCT/US00/08621 



<210> 1155 

<211> 339 

<212> DNA 

<213> Homo sapiens 

<400> 1155 

cttaagttat tttggtcttt gcctctctcc tcaggttgtg aagattacag aaatctggga 
60 

tggcttatgg gacgcttctc agccctaagt aggaaaacag cagtgaaaat ggcaaccaaa 
120 

acatcacgca ggactggggg ttttggggaa acagctcact ttagagcagt gcagtgtaga 
180 

gctttccgtc ttctaccagg gtccaccttt aacactgttt atctgaaaat tttccccctg 
240 

gcttactcgc ttgcagctgc ccactttgca gaaagatggc gctctgatct ctacgctccc 
300 

tgttccttca gggactccat agtatttttt ttcacgcgt 
339 

<210> 1156 

<211> 91 

<212> PRT 

<213> Homo sapiens 

<400> 1156 

Met Gly Arg Phe Ser Ala Leu Ser Arg Lys Thr Ala Val Lys Met Ala 

15 10 15 

Thr Lys Thr Ser Arg Arg Thr Gly Gly Phe Gly Glu Thr Ala His Phe 

20 25 30 

Arg Ala Val Gin Cys Arg Ala Phe Arg Leu Leu Pro Gly Ser Thr Phe 

35 40 45 

Asn Thr Val Tyr Leu Lys lie Phe Pro Leu Ala Tyr Ser Leu Ala Ala 

50 55 60 

Ala His Phe Ala Glu Arg Trp Arg Ser Asp Leu Tyr Ala Pro Cys Ser 
65 70 75 80 

Phe Arg Asp Ser He Val Phe Phe Phe Thr Arg 
85 90 

<210> 1157 

<211> 426 

<212> DNA 

<213> Homo sapiens 

<400> 1157 

nnacagcctc tctccgaccc ggcggcggtt gcacacgtcc ccgtctgagg agtattcgtg 
60 

ctggcaaaac tcgtgacccg acacctgagg gcctatcggt tgcacgttgc cgtcatcatc 
120 

gttatgcagg tttgcgccca aatcgcggcc ctgaccttgc caaccatcaa cgcagacatc 
180 

atcaacaagg gcgtcgtgac agcggatacc ggatatgtca ccacccactc cctcttcatg 
240 

ctggcggtcg ctttagggca ggccatctgc caggtcattg cggtttatct cgccgctcag 
300 
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gtggcgatgg gaatgggccg tgacgttcgc gacgccatct tcacccgcac ccttgacttc 
360 

tcggcccggg agatcaacaa attcggagca ccatcactca ttacccggac taccaacgac 
420 

gtccag 
426 

<210> 1158 

<211> 123 

<212> PRT 

<213> Homo sapiens 

<400> 1158 



Val 


Leu 


Ala 


Lys 


Leu Val 


Thr Arg 


His 


Leu 


Arg Ala 


Tyr 


Arg 


Leu 


His 


1 








5 






10 








15 




Val 


Ala 


Val 


He 


He Val 


Met Gin 


Val 


Cys 


Ala Gin 


lie 


Ala 


Ala 


Leu 








20 






25 








30 






Thr 


Leu 


Pro 


Thr 


He Asn Ala Asp 


He 


He 


Asn Lys 


Gly 


val 


Val 


Thr 






35 






40 








45 








Ala 


Asp 


Thr 


Gly 


Tyr Val 


Thr Thr 


His 


Ser 


Leu Phe 


Met 


Leu 


Ala 


Val 




50 








55 






60 










Ala 


Leu 


Gly 


Gin 


Ala He 


Cys Gin 


Val 


He 


Ala Val 


Tyr 


Leu 


Ala 


Ala 


65 








70 








75 








80 


Gin 


Val 


Ala 


Met 


Gly Met 


Gly Arg 


Asp 


Val 


Arg Asp 


Ala 


He 


Phe 


Thr 










85 






90 








95 




Arg 


Thr 


Leu 


Asp 


Phe Ser 


Ala Arg 


Glu 


He 


Asn Lys 


Phe 


Gly Ala 


Pro 








100 






105 








110 






Ser 


Leu 


lie 


Thr 


Arg Thr 


Thr Asn 


Asp 


Val 


Gin 











115 120 



<210> 1159 

<211> 434 

<212> DNA 

<213> Homo sapiens 

<400> 1159 

tctctccgac cgcgcctggg gcccggtggg gtcctgcggg gacgcgggcg aggacggcgc 
60 

ggacgaggca ggagcaggcc gggctctcgc catgggtcac tgtcgcctct gccacgggaa 
120 

gttttcctcg agaagcctgc gcagcatctc cgagagggcg cctggagcga gcatggagag 
180 

gccatccgca gaggagcgcg tgctcgtacg ggacttccag cgcctgcttg gtgtggctgt 
240 

ccgccaggac cccaccttgt ctccgtttgt ctgcaagagc tgccacgccc agttctacca 
300 

gtgccacagc cttctcaagt ccttcctgca gagggtcaac gcctccccgg ctggtcgccg 
360 

gaagccttgt gcaaaggtcg gtgcccagcc cccaacaggg gcagaggagg gagcgtgtct 
420 

ggtggatctg atca 
434 

<210> 1160 
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<211> 114 
<212> PRT 

<213> Homo sapiens 



<400> 1160 



Met 


Gly 


His 


Cys 


Arg Leu Cys His Gly Lys Phe 


Ser Ser 


Arg Ser Leu 


1 








5 10 




15 


Arg 


Ser 


He 


Ser 


Glu Arg Ala Pro Gly Ala Ser 


Met Glu Arg Pro Ser 








20 


25 




30 


Ala 


Glu 


Glu 


Arg 


Val Leu Val Arg Asp Phe Gin 


Arg Leu 


Leu Gly Val 






35 




40 


45 




Ala 


Val 


Arg 


Gin 


Asp Pro Thr Leu Ser Pro Phe 


Val Cys 


Lys Ser Cys 




50 






55 


60 




His 


Ala 


Gin 


Phe 


Tyr Gin Cys His Ser Leu Leu 


Lys Ser 


Phe Leu Gin 


65 








70 75 




80 


Arg 


Val 


Asn 


Ala 


Ser Pro Ala Gly Arg Arg Lys 


Pro Cys 


Ala Lys Val 










85 90 




95 


Gly 


Ala 


Gin 


Pro 


Pro Thr Gly Ala Glu Glu Gly 


Ala Cys 


Leu Val Asp 








100 


105 




110 


Leu 


He 













<210> 1161 

<211> 355 

<212> DNA 

<213> Homo sapiens 

<400> 1161 

ctgcacacac accaggccac gcccacgagg acggccagtc agcatgcagc caatacaccc 
60 

acagagggat ggggagcagc cctcagtgcc agctccaaca ggcccactgc aggtcctgtc 
120 

actgcaccca aggagctgcc ttcca'tttca cctgacattt ccactaaggg cccagcgttt 
180 

atcattccag aagagcagca ggcagaacct tcacctccca agagctgcaa gtgcgctgtg 
240 

gcaggaaaag aagatctggc gtctgaagtc agctcctgct ctccaggaaa agagggacga 
300 

tgacatagga cttgagcaaa atgagagccc cgtgatggga gagaacacct gatca 
355 

<210> 1162 

<211> 102 

<212> PRT 

<213> Homo sapiens 

<400> 1162 

Met Gin Pro lie His Pro Gin Arg Asp Gly Glu Gin Pro Ser Val Pro 

15 10 15 

Ala Pro Thr Gly Pro Leu Gin Val Leu Ser Leu His Pro Arg Ser Cys 

20 25 30 

Leu Pro Phe His Leu Thr Phe Pro Leu Arg Ala Gin Arg Leu Ser Phe 

35 40 45 

Gin Lys Ser Ser Arg Gin Asn Leu His Leu Pro Arg Ala Ala Ser Ala 
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50 5S 60 

Leu Trp Gin Glu Lys Lys lie Trp Arg Leu Lys Ser Ala Pro Ala Leu 
65 70 75 80 

Gin Glu Lys Arg Asp Asp Asp lie Gly Leu Glu Gin Asn Glu Ser Pro 

85 90 95 

Val Met Gly Glu Asn Thr 
100 

<210> 1163 

<211> 466 

<212> DNA 

<213> Homo sapiens 

<400> 1163 

ngcgcgccag gaagcgggag gtcagctgta cacccagggt aatagaactt ctaccctcag 
60 

aggagtcaaa gagaaggcag aactatggca ggaaagctcc ggaagtccca catccctgga 
120 

gtgagcatct ggcagctggt ggaggagatc cctgaaggct gcagcacgcc ggactttgag 
180 

cagaagcccg tcacctcggc tctgccagag gggaaaaatg ctgtctttcg ggctgtggtc 
240 

tgtggggagc ccaggcccga ggtgcgttgg cagaactcca aaggtgacct cagtgattcc 
300 

agcaagtaca agatctcctc cagccctggc agcaaggagc acgtgctgca gatcaacaag 
360 

ctgacaggcg aggacacgga tctgtaccac tgcacagcag taaatgcgta cggagaggcc 
420 

gcttgctcag tgagactcac cgtcatcgaa gttggctttc ggaaga 
466 

<210> 1164 

<211> 127 

<212> PRT 

<213> Homo sapiens 

<400> 1164 

Met Ala Gly Lys Leu Arg Lys Ser His lie Pro Gly Val Ser He Trp 

15 10 15 

Gin Leu Val Glu Glu He Pro Glu Gly Cys Ser Thr Pro Asp Phe Glu 

20 25 30 

Gin Lys Pro Val Thr Ser Ala Leu Pro Glu Gly Lys Asn Ala Val Phe 

35 40 45 

Arg Ala Val Val Cys Gly Glu Pro Arg Pro Glu Val Arg Trp Gin Asn 

50 55 60 

Ser Lys Gly Asp Leu Ser Asp Ser Ser Lys Tyr Lys He Ser Ser Ser 
65 70 75 80 

Pro Gly Ser Lys Glu His Val Leu Gin He Asn Lys Leu Thr Gly Glu 

85 90 95 

Asp Thr Asp Leu Tyr His Cys Thr Ala Val Asn Ala Tyr Gly Glu Ala 

100 105 110 

Ala Cys Ser Val Arg Leu Thr Val He Glu Val Gly Phe Arg Lys 
115 120 125 
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<210> 1165 

<211> 414 

<212> DNA 

<213> Homo sapiens 

<400> 1165 

tgggtggttc cggacacana aaatcacgtg ttgaaccgaa tttcaggcat ggtgaaaggc 
60 

tgctttagta aagtccttgt tgagccgcgt ctgctcaagc tcaacttgac nattatgtgt 
120 

ctgcacattc tgctgatgtc cacgttcgtg gccctgcccg gtcagttggc tgcagcagga 
180 

ttccccgccg ctgaacactg gaaagtgtat ctggtgacga tgctcatctc cttcgtctcc 
240 

gttgtccctt tcattatcta tgcagaagtg aaacgccgca tgaagcgcgt attcctgacg 
300 

tgcgttgcgc tgctgttgat tgccgaaatc gtactatggg gctccggtcc acacttctgg 
360 

gaactggtca tcggcgtaca gcttttcttc ctcgccttta atctcatgga agcc 
414 

<210> 1166 

<211> 138 

<212> PRT 

<213> Homo sapiens 

<400> 1166 

Trp Val Val Pro Asp Thr Xaa Asn His Val Leu Asn Arg He Ser Gly 

15 10 15 

Met Val Lys Gly Cys Phe Ser Lys Val Leu Val Glu Pro Arg Leu Leu 

20 25 30 

Lys Leu Asn Leu Thr He Met Cys Leu His He Leu Leu Met Ser Thr 

35 40 45 

Phe Val Ala Leu Pro Gly Gin Leu Ala Ala Ala Gly Phe Pro Ala Ala 

50 55 60 

Glu His Trp Lys Val Tyr Leu Val Thr Met Leu He Ser Phe Val Ser 
65 70 75 80 

Val Val Pro Phe He He Tyr Ala Glu Val Lys Arg Arg Met Lys Arg 

85 90 95 

Val Phe Leu Thr Cys Val Ala Leu Leu Leu He Ala Glu He Val Leu 

100 105 110 

Trp Gly Ser Gly Pro His Phe Trp Glu Leu Val He Gly Val Gin Leu 

115 120 125 

Phe Phe Leu Ala Phe Asn Leu Met Glu Ala 
130 135 

<210> 1167 

<211> 464 

<212> DNA 

<213> Homo sapiens 

<400> 1167 

gtcgaccccg tgggcaagag tcgcggcccc tgacgataac ttcaccccgc cggccttgag 
60 
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ctgttgggac cggctggcta aggcctgggc accggtagcg gcctggtgga taccctcatg 
120 

tagccgggtg acctgcctga ccatcttcgg caaaccagtg cgcagttgtg tggtgaactc 
180 

attgacccct cgagacagtc gtgaggaacc gtcagcaagt tcgtcgatgc cgtcgtcgat 
240 

gctcttgcca gagttcggat ccttgatcgc catcgccttg acggccaccc ccgacccagc 
300 

ccgcacgccc agggcgtacc catcggtcat cgcgtcgcgg acgatgggta ccaggtcgtg 
360 

gcattcctgc gcggtgtggc ttcgcacgca tcgacgcagg aagtcagcct cgccccggga 
420 

cagggcttcc ttactaagtt ccgcggtttt ctttcccgac gcgt 
464 

<210> 1168 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 1168 



Met Thr 


Asp 


Gly 


Tyr Ala Leu Gly Val 


Arg 


Ala Gly 


Ser 


Gly 


Val 


Ala 


1 






5 


10 








15 




Val Lys 


Ala 


Met 


Ala lie Lys Asp Pro 


Asn 


Ser Gly 


Lys 


Ser 


He 


Asp 






20 


25 








30 






Asp Gly 


lie 


Asp 


Glu Leu Ala Asp Gly 


Ser 


Ser Arg 


Leu 


Ser 


Arg 


Gly 




35 




40 






45 








val Asn 


Glu 


Phe 


Thr Thr Gin Leu Arg 


Thr 


Gly Leu 


Pro 


Lys 


Met 


val 


50 






55 




60 










Arg Gin 


Val 


Thr 


Arg Leu His Glu Gly 


He 


His Gin 


Ala 


Ala 


Thr 


Gly 


65 






70 




75 








80 


Ala Gin 


Ala 


Leu 


Ala Ser Arg Ser Gin 


Gin 


Leu Lys 


Ala 


Gly 


Gly 


Val 








85 


90 








95 




Lys Leu 


Ser 


Ser 


Gly Ala Ala Thr Leu 


Ala 


His Gly 


Val 


Asp 










100 


105 








110 







<210> 1169 
<211> 486 
<212> DNA 

<213> Homo sapiens 
<400> 1169 

nacgcgtgaa gggagcagaa cggacaccag ttactagtgg ctctggtcgg ggacagcctc 
60 

ctagagcctt tctggccaat gggaacagga atagcccggg gctttctagc tgctatggac 
120 

tctgcctgga tggtccgaag ttggtctcta ggaacgagcc ctttggaagt gctggcagag 
180 

agggaaagta tttacaggtt gctgcctcag accacccctg agaatgtgag taagaacttc 
240 

agccagtaca gtatcgaccc tgtcactcgg tatcccaata tcaacgtcaa cttcctccgg 
300 

ccaagccagg tgcgccattt atatgatact ggcgaaacaa aagatattca cctggaaatg 
360 
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gagagcctgg tgaattcccg aaccaccccc aaattgactc gcaatgagtc tgtagctcgt 
420 

tcaagcaaac tgctgggttg gtgccagagg cagacagatg gctatgcagg ggtaaacgtg 
480 

acagat 
486 

<210> 1170 
<211> 159 
<212> PRT 

c213> Homo sapiens 
<400> 1170 

Arg Glu Gin Asn Gly His Gin Leu Leu Val Ala Leu Val Gly Asp Ser 

15 10 15 

Leu Leu Glu Pro Phe Trp Pro Met Gly Thr Gly lie Ala Arg Gly Phe 

20 25 30 

Leu Ala Ala Met Asp Ser Ala Trp Met Val Arg Ser Trp Ser Leu Gly 

35 40 45 

Thr Ser Pro Leu Glu Val Leu Ala Glu Arg Glu Ser He Tyr Arg Leu 

50 55 60 

Leu Pro Gin Thr Thr Pro Glu Asn Val Ser Lys Asn Phe Ser Gin Tyr 
65 70 75 80 

Ser He Asp Pro Val Thr Arg Tyr Pro Asn He Asn Val Asn Phe Leu 

85 90 95 

Arg Pro Ser Gin Val Arg His Leu Tyr Asp Thr Gly Glu Thr Lys Asp 

100 105 HO 

He His Leu Glu Met Glu Ser Leu Val Asn Ser Arg Thr Thr Pro Lys 

115 120 125 

Leu Thr Arg Asn Glu Ser Val Ala Arg Ser Ser Lys Leu Leu Gly Trp 

130 135 140 

Cys Gin Arg Gin Thr Asp Gly Tyr Ala Gly Val Asn Val Thr Asp 
145 150 155 

<210> 1171 
<211> 429 
<212> DNA 

<213> Homo sapiens 



<400> 1171 

acgcgttcaa caaagcacag aaccggagat 
60 

ggcagcgcca ggtgctggcg ctgcccgagg 
120 

actcgctaga ccctcccaaa acgcacacca 
180 

ccctgctagg ccacaaacac tccactgtct 
240 

gtccctccaa gagtacaacc tctgtctgat 
300 

tgccgggaca ctgcaggctg ggcccgccgc 
360 

caggcacagt gttcaggctg attgactgtc 
420 



gcagtgggag ccgagagcag gaagcgcgga 
ccccgtgcca agtggggccc atagcagccg 
cgcgcgacca ggaccgagag gcccgcacgg 
ccagggtaaa agacaaacac agcctcgctt 
gaaaaacaaa cgacccagag aggaggcagc 
gcccttggag ggcaggtcaa aatcccggaa 
ccaggccagg gcggcctcaa ctgccagagc 
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acctcctac 
429 

<210> 1172 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 1172 

Met Gin Trp Glu Pro Arg Ala Gly Ser Ala Glu Ala Ala Pro Gly Ala 

15 10 15 

Gly Ala Ala Arg Gly Pro Val Pro Ser Gly Ala His Ser Ser Arg Leu 

20 25 30 

Ala Arg Pro Ser Gin Asn Ala His His Ala Arg Pro Gly Pro Arg Gly 

35 40 45 

Pro His Gly Pro Ala Arg Pro Gin Thr Leu His Cys Leu Gin Gly Lys 

50 55 60 

Arg Gin Thr Gin Pro Arg Leu Ser Leu Gin Glu Tyr Asn Leu Cys Leu 
65 70 75 80 

Met Lys Asn Lys Arg Pro Arg Glu Glu Ala Ala Ala Gly Thr Leu Gin 

85 90 95 

Ala Gly Pro Ala Ala Pro Leu Glu Gly Arg Ser Lys Ser Arg Asn Arg 

100 105 110 

His Ser Val Gin Ala Asp 
115 

<210> 1173 
<211> 435 
<212> DNA 

<213> Homo sapiens 
<400> 1173 

cgcgtcaatg acgacggcga gcattctgcc gagcaggtga tgcgagccac 
60 

ggacttgggg ccgaggccaa gcgtcgcatc atcttgggta cctatgcctt 
120 

tactatgacg cctactacgg ctcggctcag aaagtccgta ccctcatcca 
180 

gagaaagcat ggcagatgtg cgatgtgctc gtgtcaccgg ccacgccaac 
240 

cggctgggtg agcgtactgc tgacccgatg gcgatgtacc gctccgatct 
300 

ccggccaata tggccggaag tcccgcagga tctttcccga tcggtctatc 
360 

ggcatgcccg tcggcatgca ggtgatggcg ccaatcatgg cggacgatcg 
420 

gttggggccg ctcta 
435 

<210> 1174 
<211> 145 
<212> PRT 

<213> Homo sapiens 
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ccgcggtgct 
gtcggctggg 
acgcgacttc 
gactgccttc 
atgcacggtc 
agagaccgac 
aatctaccga 
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<400> 1174 

Arg Val Asn Asp Asp Gly Glu His Ser Ala Glu Gin Val Met Arg Ala 

1 5 10 15 

Thr Arg Gly Ala Gly Leu Gly Ala Glu Ala Lys Arg Arg He He Leu 

20 25 30 

Gly Thr Tyr Ala Leu Ser Ala Gly Tyr Tyr Asp Ala Tyr Tyr Gly Ser 

35 40 45 

Ala Gin Lys Val Arg Thr Leu He Gin Arg Asp Phe Glu Lys Ala Trp 

50 55 60 

Gin Met Cys Asp Val Leu Val Ser Pro Ala Thr Pro Thr Thr Ala Phe 
65 70 75 80 

Arg Leu Gly Glu Arg Thr Ala Asp Pro Met Ala Met Tyr Arg Ser Asp 

85 90 95 

Leu Cys Thr Val Pro Ala Asn Met Ala Gly Ser Pro Ala Gly Ser Phe 

100 105 110 

Pro He Gly Leu Ser Glu Thr Asp Gly Met Pro Val Gly Met Gin Val 

115 120 125 

Met Ala Pro He Met Ala Asp Asp Arg He Tyr Arg Val Gly Ala Ala 
130 135 140 

Leu 
145 

<210> 1175 
<211>. 729 
<212> DNA 

<213> Homo sapiens 
<400> 1175 

gatcgcactg caatccaccc acatctactt gatatgaaaa ttggtcaagg caaatatgag 
60 

caggggttct ttccaaagtt acagtccgat gtcttggcaa caggaccaac cagtaacaat 
120 

cgctgggtaa gtcggagtgc cactgcacag cgcaggaaag gacgccttcg ccagcattct 
180 

gagcatgttg ggctggacaa cgacttgagg gagaaatata tgcaagaggc acgaagttta 
240 

ggaaaaaacc tgaggcaacc caaactgtca gacctctctc ctgcagttat tgcacagacc 
300 

aactgtaaat tcgtagaagg cttattaaaa gaatgtagaa ataagacaaa gcgcatgttg 
360 

gtggagaaga tgggacatga agcggtggaa cttggccatg gagaagcaaa catcaccggc 
420 

ctggaggaga acaccttgat cgccagcctt tgtgacctgc tggagaggat atggagccat 
480 

ggcttgcagg tcaagcaggg gaagtcggtt ttgtggtcac atttaattcc ttttcaggac 
540 

agagaagaga accaagagcc ccttgcagaa tcaccagttg ccctcggacc agaaagaaaa 
600 

aaatctgact caggagttat gttgccaacg ctcagggtct ctcttattca ggacatgagg 
660 

catattcaaa acatgagtga gatcaagact gatgttggac gagctcgggc gtggataaga 
720 

ctgtctcta 
729 
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<210> 1176 
<211> 243 
<212> PRT 

<213> Homo sapiens 
<400> 1176 

Asp Arg Thr Ala lie His Pro His Leu Leu Asp Met Lys lie Gly Gin 

1 5- 10 15 

Gly Lys Tyr Glu Gin Gly Phe Phe Pro Lys Leu Gin Ser Asp Val Leu 

20 25 30 

Ala Thr Gly Pro Thr Ser Asn Asn Arg Trp Val Ser Arg Ser Ala Thr 

35 40 45 

Ala Gin Arg Arg Lys Gly Arg Leu Arg Gin His Ser Glu His Val Gly 

50 55 60 

Leu Asp Asn Asp Leu Arg Glu Lys Tyr Met Gin Glu Ala Arg Ser Leu 
65 70 75 80 

Gly Lys Asn Leu Arg Gin Pro Lys Leu Ser Asp Leu Ser Pro Ala Val 

85 90 95 

lie Ala Gin Thr Asn Cys Lys Phe Val Glu Gly Leu Leu Lys Glu Cys 

100 105 110 

Arg Asn Lys Thr Lys Arg Met Leu Val Glu Lys Met Gly His Glu Ala 

115 120 125 

Val Glu Leu Gly His Gly Glu Ala Asn He Thr Gly Leu Glu Glu Asn 

130 135 140 

Thr Leu lie Ala Ser Leu Cys Asp Leu Leu Glu Arg He Trp Ser His 
145 150 155 160 

Gly Leu Gin Val Lys Gin Gly Lys Ser Val Leu Trp Ser His Leu He 

165 170 175 

Pro Phe Gin Asp Arg Glu Glu Asn Gin Glu Pro Leu Ala Glu Ser Pro 

180 185 190 

Val Ala Leu Gly Pro Glu Arg Lys Lys Ser Asp Ser Gly Val Met Leu 

195 200 205 

Pro Thr Leu Arg Val Ser Leu He Gin Asp Met Arg His He Gin Asn 

210 215 220 

Met Ser Glu He Lys Thr Asp Val Gly Arg Ala Arg Ala Trp He Arg 
225 230 235 240 

Leu Ser Leu 



<210> 1177 

<211> 581 

<212> DNA 

<213> Homo sapiens 

<400> 1177 

acgcgtgatg agttgcgcga gaccagcaac tgcagccgaa tacagttttc ttgtgtaccc 
60 

cgtcgcacag ctgcgagagg tgggcattgc cgagtgaggc aacgatgtct aaggcggaaa 
120 

gctcatcctc ggcagacggg aagactttgt cgtcggggat gttgtcaatg agagcgggga 
180 

cgtcgatctc ggtactgccc atggcgtcat gaaggatcgc gcgatacggg gcgacgaccc 
240 



1064 



WO 00/58473 PCTAJSOO/0862 1 



cgatgagggc gtcgtcgaat ccagcgatga tcgatacctc tctcggtagc acgtccgtgg 
300 

ccaacaggtg gtcgacttgg gcgggggcta gccatgtaat tgttccgagc acatggaggg 
360 

tggctgccag gaggcggatg gccggttctg gggcatcttt ggagatcttc agccggacat 
420 

cagtgggcag tccggccggg acttggcaga gggcctgggc gggatgggag cgctgggcga 
480 

cgacgaaacg ccccgacgcc gtaacgccgt gggcttggag atcgcaggtc cacttctctg 
540 

ggctttcacc ggcagagatc atggtgtgga ccaccattgt g 
581 

<210> 1178 
<211> 192 
<212> PRT 

<213> Homo sapiens 
<400> 1178 



Met 


Val 


Val 


His 


Thr 


Met 


He 


Ser 


Ala 


Gly 


Glu 


Ser 


Pro 


Glu 


Lys 


Trp 


1 








5 










10 










15 




Thr 


Cys 


Asp 


Leu 


Gin 


Ala 


His Gly Val 


Thr 


Ala 


Ser 


Gly 


Arg 


Phe 


val 








20 










25 










30 






Val 


Ala 


Gin 


Arg 


Ser 


His 


Pro 


Ala 


Gin 


Ala 


Leu Cys 


Gin 


Val 


Pro 


Ala 






35 










40 










45 








Gly 


Leu 


Pro 


Thr 


Asp 


Val 


Arg 


Leu Lys 


He 


Ser 


Lys 


Asp 


Ala 


Pro 


Glu 




50 










55 










60 










Pro 


Ala 


He 


Arg 


Leu 


Leu 


Ala 


Ala 


Thr 


Leu 


His 


Val 


Leu 


Gly 


Thr 


He 


65 










70 










75 










80 


Thr 


Trp 


Leu 


Ala 


Pro 
85 


Ala 


Gin 


Val 


Asp 


His 

90 


Leu 


Leu 


Ala 


Thr 


Asp 
95 


Val 


Leu 


Pro 


Arg 


Glu 
100 


Val 


Ser 


lie 


He 


Ala 
105 


Gly 


Phe 


Asp 


Asp 


Ala 
110 


Leu 


He 


Gly 


Val 


Val 
115 


Ala 


Pro 


Tyr 


Arg 


Ala 
120 


He 


Leu 


His 


Asp 


Ala 
125 


Met 


Gly 


Ser 


Thr 


Glu 
130 


He 


Asp 


Val 


Pro 


Ala 
135 


Leu 


He 


Asp 


Asn 


He 
140 


Pro 


Asp 


Asp 


Lys 


Val 


Phe 


Pro 


Ser 


Ala 


Glu 


Asp Glu 


Leu 


Ser 


Ala 


Leu 


Asp 


He 


Val 


Ala 


145 










150 










155 










160 


Ser 


Leu 


Gly 


Asn 


Ala 
165 


His 


Leu 


Ser 


Gin 


Leu 
170 


Cys 


Asp 


Gly 


Val 


His 
175 


Lys 


Lys 


Thr 


Val 


Phe 


Gly Cys 


Ser 


Cys 


Trp 


Ser 


Arg 


Ala 


Thr 


His 


His 


Ala 



180 185 190 

<210> 1179 

<211> 597 

<212> DNA- 

<213> Homo sapiens 

<400> 1179 

gtgcactttc tggcttctaa ctgtggcccc agccctgact ccttgaggtg ctcctgtgct 
60 

gattggggct tctggacatg ctgccacaag atgtctggaa actccagggg gcacctgccg 
120 
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agaccctgcc ctgggaacgg ccggaagaat cccaaaacat gagattccgg tgcagctgag 
180 

ccccgccaat tcattgtctc tttcagtccc ttctgaaggc tgcatttggc aatgtgaccc 
240 

tcggggtggg gaaggcatca gaggaataca ggctatggga cgccagaggc agcgtcctgg 
300 

ggacaaagcc cacttcttcc catgcccagg gcttcctcat ggacccagca tggtggacgt 
360 

ggccctcaga cgtccatggg tggtggggga ggcacgtgct gtttggccct gtctctgctc 
420 

agagtctcat aggaagatgc atggtccaca caacagtgag tcggcaggga gtccaggctt 
480 

cccctcccaa ccagtggtgt tgagacgctt ggtttataac ccaagatccc ttgtcccatt 
540 

ggtgcctcct gaatctccca cctcccgcgg cacctgcatg gcctctacct gacgcgt 
597 



<210> 1180 
<211> 105 
<212> PRT 

<213> Homo sapiens 



<400> 1180 


















Met Gly Arg 


Gin 


Arg Gin Arg Pro Gly Asp 


Lys Ala His Phe 


Phe 


Pro 


1 




5 10 










15 




Cys Pro Gly 


Leu 


Pro His Gly Pro Ser Met 


Val 


Asp 


Val 


Ala 


Leu Arg 


20 


25 








30 






Arg Pro Trp 


Val 


Val Gly Glu Ala Arg Ala 


Val 


Trp 


Pro 


Cys 


Leu 


Cys 


35 




40 






45 








Ser Glu Ser 


His 


Arg Lys Met His Gly Pro 


His 


Asn 


Ser 


Glu 


Ser 


Ala 


50 




55 




60 










Gly Ser Pro 


Gly 


Phe Pro Ser Gin Pro Val 


Val 


Leu 


Arg 


Arg 


Leu 


Val 


65 




70 


75 










80 


Tyr Asn Pro 


Arg 


Ser Leu Val Pro Leu Val 


Pro 


Pro 


Glu 


Ser 


Pro 


Thr 




85 90 










95 




Ser Arg Gly 


Thr 
100 


Cys Met Ala Ser Thr 
105 















<210> 1181 

<211> 352 

<212> DNA 

<213> Homo sapiens 

<400> 1181 

gtcgactacc tcgatgtttc cccgcgtcag atggtctccg tggctactgc catgattccg 
60 

ttcctcgagc acgacgacgc taaccgtgcc ctgatgggtg cgaacatgca gcgtcaggct 
120 

gtgccgctgc tgcgttcgga ggctccgttc gtcggtaccg gtatggagca gcgtgctgct 
180 

tacgacgccg gcgatgtcat tgtcgcttcg gccacaggtg tggtcgagac cgtgtcggca 
240 

ggcttcatca ccatcatgga cgatgagggc cagcgccaca cctacctgct gcgcaagttc 
300 
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gagcgcacca accagggcac ctgctacaac cagaagccac tgttgacgag gg 
352 



<210> 1182 

<211> 117 

<212> PRT 

<213> Homo sapiens 



<400> 11B2 
Val Asp Tyr 
1 

Ala Met He 

Gly Ala Asn 
35 

Pro Phe Val 
50 

Asp Val He 
65 

Gly Phe He 

Leu Arg Lys 

Pro Leu Leu 
115 



Leu Asp 
5 

Pro Phe 
20 

Met Gin 

Gly Thr 

Val Ala 

Thr He 

85 
Phe Glu 
100 

Thr Arg 



Val Ser 

Leu Glu 

Arg Gin 

Gly Met 
55 

Ser Ala 
70 

Met Asp 
Arg Thr 



Pro Arg 

His Asp 

25 
Ala Val 
40 

Glu Gin 

Thr Gly 

Asp Glu 

Asn Gin 
105 



Gin Met 
10 

Asp Ala 

Pro Leu 

Arg Ala 

Val Val 
75 

Gly Gin 
90 

Gly Thr 



Val Ser 

Asn Arg 

Leu Arg 

45 
Ala Tyr 
60 

Glu Thr 
Arg His 
Cys Tyr 



Val Ala Thr 
15 

Ala Leu Met 
30 

Ser Glu Ala 

Asp Ala Gly 

Val Ser Ala 
80 

Thr Tyr Leu 
95 

Asn Gin Lys 
110 



<210> 1183 

<211> 432 

<212> DNA 

<213> Homo sapiens 



<400> 1183 

gatccttctg ggcgctggtc 
60 

cctcttcgcc cctgcccgct 
120 

tggccttctc catgctgatg 
180 

ggctcctgga ggccaggcca 
240 

gtgcgtgggg ccgtggcggc 
300 

gtccaggtct gtcctgggct 
360 

gacagtggag acatcgccag 
420 

gccatgtccc ca 
432 



caagcgcgtg gtgaggccgt 
cacctgttct gtcctgctca 
ggcgtggccc ttgtccctgc 
cgtcctcatc ccctctgggt 
tccgaggcgc caccgctgtg 
ggctgcgagg aggaggttgg 
cctcctgctt gcacagctga 



cctctcctgc agaaccccgg 
cctcctccag gaagcctgcc 
agccatgcat tgacctccgt 
gagtgagagg cacagcctgg 
tcctctcatg agtgggtgcc 
cctcgcgcgg ccatgtgcgt 
cggcagcccc tctctctcca 



<210> 1184 

<211> 141 

<212> PRT 

<213> Homo sapiens 
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<400> 1184 








net 


Aia 


Gly 


Glu 


Arg Gly Ala Ala Val Ser Cys Ala Ser 


Arg Arg Leu 


1 








5 10 


15 


Ala 


Met 


Ser 


Pro 


Leu Ser Arg Thr Trp Pro Arg Glu Ala 


Asn Leu Leu 








20 


25 


30 


Leu 


Ala 


Ala 


Ser 


Pro Gly Gin Thr Trp Thr Ala Pro Thr 


His Glu Arg 






35 




40 45 


Thr 


Gin 


Arg 


Trp 


Arg Leu Gly Ala Ala Thr Ala Pro Arg 


Thr Gin Ala 




50 






55 60 




Val 


Pro 


Leu 


Thr 


His Pro Glu Gly Met Arg Thr Trp Pro 


Gly Leu Gin 


65 








70 75 


80 


Glu 


Pro 


Arg 


Arg 


Ser Met His Gly Cys Arg Asp Lys Gly 


His Ala His 










85 90 


95 


Gin 


His 


Gly 


Glu 


Gly Gin Ala Gly Phe Leu Glu Glu Val 


Ser Arg Thr 








100 


105 


110 


Glu 


Gin 


Val 


Ser 


Gly Gin Gly Arg Arg Gly Arg Gly Ser 


Ala Gly Glu 






115 




120 125 




Asp Gly 


Leu 


Thr 


Thr Arg Leu Asp Gin Arg Pro Glu Gly 






130 






135 140 





<210> 1185 
<211> 423 
<212> DNA 

<213> Homo sapiens 
<400> 1185 

accggtgaat ttggccttaa cagcgatgga actcctggcc catcttatga acctggcatg 
60 

gaattacgcg gcaaatatgt attgttgggt gaaggtgtac ggggctctct atctaaacaa 
120 

gtcatcaata aataccaatt atccgagggt catgaaccac aaaagttcgg ccttggctta 
180 

aaagaaattt gggaaataga cccagaaaaa cacaaagaag gcagagtcag tcataccatg 
24 0 

ggctggccat taaatggcaa tgctggcggc ggttctttta tttatcatgc agaaaacaat 
300 

caagtcttta tcggctttgt ggtgcatctt aattacgcca acccttacct atccccttac 
360 

caagaatttc aacgctttaa acaccatccg attatcgcgg agctattaac tggcggtaaa 

420 

cgc 

423 



<210> 1186 
<211> 141 
<212> PRT 

<213> Homo sapiens 



<400> 1186 

Thr Gly Glu Phe Gly Leu Asn Ser 

1 5 
Glu Pro Gly Met Glu Leu Arg Gly 
20 

Val Arg Gly Ser Leu Ser Lys Gin 



Asp Gly Thr Pro Gly Pro Ser Tyr 

10 is 
Lys Tyr Val Leu Leu Gly Glu Gly 
25 30 
Val lie Asn* Lys Tyr Gin Leu Ser 
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35 










40 


45 








Glu 


Gly 


His 


Glu 


Pro 


Gin 


Lys 


Phe Gly Leu Gly Leu 


Lys 


Glu 


lie 


Trp 




50 










55 


60 










Glu 


lie 


Asp 


Pro 


Glu 


Lys 


His 


Lys Glu Gly Arg Val 


Ser 


His 


Thr 


Met 


65 










70 




75 








80 


Gly 


Trp 


Pro 


Leu 


Asn Gly Asn Ala Gly Gly Gly Ser 


Phe 


He 


Tyr 


His 










85 






90 






95 




Ala 


Glu 


Asn 


Asn 


Gin 


Val 


Phe 


He Gly Phe Val Val 


His 


Leu Asn Tyr 








100 








105 




110 






Ala 


Asn 


Pro 


Tyr 


Leu 


Ser 


Pro 


Tyr Gin Glu Phe Gin 


Arg 


Phe 


Lys 


His 






115 










120 


125 








His 


Pro 


He 


He 


Ala 


Glu 


Leu 


Leu Thr Gly Gly Lys 


Arg 









130 135 140 



<210> 1187 
<211> 387 
<212> DNA 

<213> Homo sapiens 
<400> 1187 

acgcgtgctg gtgagtttaa attgaatgct gatggtaatt tggtgacgaa ttcaggggct 
60 

aaggtccagg gctataatgc aatagatggc atagtcggtg ggaacttaga agatatggta 
120 

gtacccactg ctcgaatttc tcctcaagca acatcaagtg ttgatttaaa agtgaatctt 
180 

aattccgaag gtgaggatgt gccgccttat attcgagcgg actttgatcc agccaatcca 
240 

gatacttatg actatactca gacccaaacg gttgcggatg ggagtggtaa taatcattta 
300 

attagttatt actatgctaa aagtgatgta gcaaatacct atcaggttta tgccacggta 
360 

gatgggaagt cgactgatga taccggt 
387 

<210> 1188 
<211> 129 
<212> PRT 

<213> Homo sapiens 



<400> 1188 



Thr Arg 


Ala 


Gly 


Glu 


Phe 


Lys 


Leu Asn Ala 


Asp Gly 


Asn 


Leu 


Val 


Thr 


1 






5 






10 








15 




Asn Ser 


Gly 


Ala 


Lys 


Val 


Gin 


Gly Tyr Asn 


Ala He 


Asp 


Gly 


He 


Val 






20 








25 






30 






Gly Gly 


Asn 


Leu 


Glu 


Asp 


Met 


Val Val Pro 


Thr Ala 


Arg 


He 


Ser 


Pro 




35 










40 




45 








Gin Ala 


Thr 


Ser 


Ser 


Val 


Asp 


Leu Lys Val 


Asn Leu 


Asn 


Ser 


Glu 


Gly 


50 










55 




60 










Glu Asp 


Val 


Pro 


Pro 


Tyr 


He 


Arg Ala Asp 


Phe Asp 


Pro 


Ala 


Asn 


Pro 


65 








70 






75 








80 


Asp Thr 


Tyr 


Asp 


Tyr 


Thr 


Gin 


Thr Gin Thr 


Val Ala 


Asp 


Gly 


Ser 


Gly 








85 






90 








95 




Asn Asn 


His 


Leu 


He 


Ser 


Tyr 


Tyr Tyr Ala 


Lys Ser 


Asp 


Val 


Ala 


Asn 
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100 105 110 

Thr Tyr Gin Val Tyr Ala Thr Val Asp Gly Lys Ser Thr Asp Asp Thr 
115 120 125 

Gly 



<210> 1189 

<211> 330 

<212> DNA 

<213> Homo sapiens 

<400> 1189 

tcgatcgccg accgcccggg ccttgccccc ggcatgatcg gtggcctgtt ggccagcacc 
60 

ctgggtgctg gtttcattgg cggcatcgtt gcaggttttc tggccggtta cagcgccaag 
120 

gccattgccc gctgggcacg gctgcccagc agcctggatg cgctcaaacc gattctgatc 
180 

atttcgctgc tggccagcct gttcactggg ttggtgatga tctacgtggt cggccagccg 
240 

gtggcggcca tgctcggagg cctgacacac tttctcgaca gcatgggtac caccaacgcc 
300 

attctcctgg gcntgttgct cggcggctag 
330 

<210> 1190 

<211> 109 

<212> PRT 

<213> Homo sapiens 

<400> 1190 



Ser 


He 


Ala 


Asp 


Arg Pro Gly Leu Ala 


Pro 


Gly Met 


He 


Gly 


Gly 


Leu 


l 








5 


10 








15 




Leu 


Ala 


Ser 


Thr 


Leu Gly Ala Gly Phe 


He 


Gly Gly 


He 


Val 


Ala 


Gly 








20 


25 








30 






Phe 


Leu 


Ala 


Gly 


Tyr Ser Ala Lys Ala 


He 


Ala Arg 


Trp 


Ala 


Arg 


Leu 






35 




40 






45 








Pro 


Ser 


Ser 


Leu 


Asp Ala Leu Lys Pro 


He 


Leu He 


He 


Ser 


Leu 


Leu 




50 






55 




60 










Ala 


Ser 


Leu 


Phe 


Thr Gly Leu Val Met 


He 


Tyr Val 


Val 


Gly 


Gin 


Pro 


65 








70 




75 








80 


Val 


Ala 


Ala 


Met 


Leu Gly Gly Leu Thr 


His 


Phe Leu 


Asp 


Ser 


Met 


Gly 










85 


90 








95 




Thr 


Thr 


Asn 


Ala 


He Leu Leu Gly Xaa 


Leu 


Leu Gly 


Gly 









100 105 



<210> 1191 

<211> 351 

<212> DNA 

<213> Homo sapiens 

<400> 1191 

cggccgacga tgtgcggtga gcaagagatt tggagagcca tgatgacgtc agcagacaaa 
60 
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gcagggacta acggacagac 
120 

gcagcccgtc agcaactgct 
180 

gccgccgaac ggaggcgcat 
240 

ccctcgggca aggccagtct 
300 

cgggccttct tcgagccggg 
351 



catgcagaca ccgccggtgg 
cgtgaaggaa aaggcgcata 
gccgtggatg gaagtgacaa 
gctcgatctg ttccagggcc 
cgtgttcggc tggcccgacc 



tgtcgccgca ggactgggag 
cccgtgcccg cgacgcactc 
aaacctacgc attcgaggcg 
ggaagcagct gatcctgtac 
atgcctgccg c 



<210> 1192 
<211> 114 
<212> PRT 

<213> Homo sapiens 



<400> 1192 




Met 
1 


Cys 


Gly 


Glu 


Lys 


Ala 


Gly 


Thr 








20 


Pro 


Gin 


Asp 


Trp 






35 




Ala 


His 


Thr 


Arg 




50 






Pro 


Trp 


Met 


Glu 


65 








Lys 


Ala 


Ser 


Leu 


Tyr Arg 


Ala 


Phe 








100 


Cys 


Arg 







Gin Glu 
5 

Asn Gly 

Glu Ala 

Ala Arg 

Val Thr 

70 
Leu Asp 
85 

Phe Glu 



lie Trp 

Gin Thr 

Ala Arg 

40 
Asp Ala 
55 

Lys Thr 
Leu Phe 
Pro Gly 



Arg Ala 

10 
Met Gin 
25 

Gin Gin 
Leu Ala 
Tyr Ala 



Met Met Thr Ser 
Thr Pro 
Leu Leu 



Ala Glu 

60 
Phe Glu 
75 

Arg Lys 



Pro Val 
30 

Val Lys 
45 

Arg Arg 



Gin Gly 
90 

Val Phe Gly Trp 
105 



Ala Pro 

Gin Leu 

Pro Asp 
110 



Ala Asp 
15 

Val Ser 

Glu Lys 

Arg Met 

Ser Gly 

80 
lie Leu 
95 

His Ala 



<210> 1193 

<211> 722 

<212> DNA 

<213> Homo sapiens 

<400> 1193 

ggatcccagc ctccagatcc catcttgtag ctcttctttc tctacactna ggttgctccc 
60 

120 CCta " a C9CCCa9ttt 9 tactc *gtg tttgctcttt tatggcagag cctctgcact 

cccagcctcc tggccccttc tgtacatgat tttccttgtg gccactccat gcatttttct 
180 

tggctcagga cttagtgggc ctccatggga cttggtacct ctacttgttc ccttctggaa 
240 

tctgtaactt tgtgttcccc accattcttt cctttatgaa ccgatggtgc aacagcatga 
3 00 

ctacctgaaa ttcttagtca ctcccagctg ctttagtgga gggaaaatgc ccacagcaca 
360 

ggaaatagtc ctgcccttcg agagaggcca ggggatggga gcgtgtccag agaagggcga 
420 
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tgggttgatg aagggtggcc acagcgcccg ggaggaaggg gccagaacgc tctctgttct 
460 

gttccatgag gaggattatg ttggtgtgtg tagtcccctg gttcagagtt gtccagaaat 
540 

agctcagtgt aaggaacaat tttccaaaga tcaaaagagc tgtctcaaga tagcagtgcg 
600 

ttcccagccc ctacaggtgt atacagcaca aagggaggga ccccctagtg tggctgtcac 
660 

agagggaagt ggacgtcctg tggtttgacc ccaccagatg gctttagaga tctgggcccg 

720 

ag 

722 

<210> 1194 
<211> 134 
<212> PRT 

<213> Homo sapiens 
<400> 1194 



Met Val 


Gin 


Gin 


His 


Asp 


Tyr 


Leu 


Lys 


Phe 


Leu Val 


Thr 


Pro 


Ser 


Cys 


1 






5 










10 








15 




Phe Ser 


Gly 


Gly 


Lys 


Met 


Pro 


Thr 


Ala 


Gin 


Glu He 


Val 


Leu 


Pro 


Phe 






20 










25 








30 






Glu Arg 


Gly 


Gin 


Gly 


Met 


Gly 


Ala 


Cys 


Pro 


Glu Lys 


Gly 


Asp 


Gly 


Leu 




35 










40 








45 








Met Lys 


Gly 


Gly 


His 


Ser 


Ala 


Arg 


Glu 


Glu 


Gly Ala 


Arg 


Thr 


Leu 


Ser 


50 










55 








60 










Val Leu 


Phe 


His 


Glu 


Glu 


Asp 


Tyr 


Val 


Gly 


Val Cys 


Ser 


Pro 


Leu 


Val 


65 








70 










75 








80 


Gin Ser 


Cys 


Pro 


Glu 


He 


Ala 


Gin 


Cys 


Lys 


Glu Gin 


Phe 


Ser 


Lys 


Asp 








85 










90 








95 




Gin Lys 


Ser 


Cys 


Leu 


Lys 


He 


Ala 


Val 


Arg 


Ser Gin 


Pro 


Leu 


Gin 


Val 






100 










105 








110 






Tyr Thr 


Ala 


Gin 


Arg 


Glu 


Gly 


Pro 


Pro 


Ser 


Val Ala 


val 


Thr 


Glu 


Gly 




115 










120 








125 








Ser Gly 


Arg 


Pro 


Val 


Val 





















130 



<210> 1195 
<211> 391 
<212> DNA 

<213> Homo sapiens 
<400> 1195 

tctagagcat gatattccgc gggcgcggcc gggtggactt tggttcgaga gtggaactaa 
60 

gtgagtaatg ggggcggcgc ggccagacgc gctcccagcc tcctggcgag agtgctgccc 
120 

ggtttcccgg gggcacggga gtgtgtctag gaggggaggc caggatcctt cctcgagtcc 
180 

tgtcctgaac aaaagaaaac gaggtgggtg gtgcttgaac ggccctgttt actctgcaga 
240 

tagccgaact ggtaggactc cggcgcgccc tatttatctt gattggctct gcctgaaggc 
300 
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aagcgttaat cccgcccaac ctgtatcact gcgaagagct cgttcgggag cgctttttgg 
360 

aaatgcagat tcttagcccc cacccagatc t 
391 

<210> 1196 
<2ll> 102 
<212> PRT 

<213> Homo sapiens 
<400> 1196 

Met Gly Ala Ala Arg Pro Asp Ala Leu Pro Ala Ser Trp Arg Glu Cys 

1 5 io 15 

Cys Pro Val Ser Arg Gly His Gly 'Ser Val Ser Arg Arg Gly Gly Gin 

20 25 30 

Asp Pro Ser Ser Ser Pro Val Leu Asn Lys Arg Lys Arg Gly Gly Trp 

35 40 45 

Cys Leu Asn Gly Pro Val Tyr Ser Ala Asp Ser Arg Thr Gly Arg Thr 

50 S5 60 

Pro Ala Arg Pro lie Tyr Leu Asp Trp Leu Cys Leu Lys Ala Ser Val 
65 70 75 80 

Asn Pro Val Gin Pro Val Ser Leu Arg Arg Ala Arg Ser Gly Ala Leu 

85 90 95 

Phe Gly Asn Ala Asp Ser 
100 

<210> 1197 

<211> 386 

<212> DNA 

<213> Homo sapiens 

<400> 1197 

acgcgtgatg atcatgaaaa tggtacagag cgtctagcag aagtcgcctc tgtgatgggc 
60 

tggcagcaag atgaaatcat cgttaacgta caaggggatg aaccctttct gcctgttgca 
120 

cttattcatg ccacggttaa agcgttagcc gatgatgctg aatctgaaat ggccacgatt 
180 

gcctgtgcga ttgataacgt agcagagctg tttaacccaa atgtagttaa agtcgtttgt 
24 0 

gatgaaaaac agcgcgcctt gtatttcagt cgtgcgccta tgccatggga ccgtaatggt 
300 

tttatggaaa aaacagacga tcaagcgtta ccagcggatt ttcctgcgtt gcgtcatatt 
360 

ggtccgtatg tttaccgcac gacatn 
386 

<21Q> 1198 
<211> 128 
<212> PRT 

<213> Homo sapiens 
<400> 1198 

Thr Arg Asp Asp His Glu Asn Gly Thr Glu Arg Leu Ala Glu Val Ala 
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15 10 15 

Ser Val Met Gly Trp Gin Gin Asp Glu lie lie Val Asn Val Gin Gly 

20 25 30 

Asp Glu Pro Phe Leu Pro Val Ala Leu lie His Ala Thr Val Lys Ala 

35 40 45 

Leu Ala Asp Asp Ala Glu Ser Glu Met Ala Thr lie Ala Cys Ala He 

50 55 60 

Asp Asn Val Ala Glu Leu Phe Asn Pro Asn Val Val Lys Val Val Cys 
65 70 75 80 

Asp Glu Lys Gin Arg Ala Leu Tyr Phe Ser Arg Ala Pro Met Pro Trp 

85 90 95 

Asp Arg Asn Gly Phe Met Glu Lys Thr Asp Asp Gin Ala Leu Pro Ala 

100 105 110 

Asp Phe Pro Ala Leu Arg His He Gly Pro Tyr Val Tyr Arg Thr Thr 
115 120 125 



<210> 1199 

<211> 318 

<212> DNA 

<213> Homo sapiens 



<400> 1199 

acgcgttcag cgtcatgtac agccccgggc cggtcaattt gatgggcctc aatgccgggc 
60 

ttacgggcaa attgcgtcgc tccagcggtt tctacatcgg cgtggggtgc gcgatgctgc 
120 

tgatggtcgg gctggttggg ctcaccggcg aagcgatcat ctcccaggcg gcgctgccgt 
180 

atatttcttt gattggcggg gtgtacacgc tgtacctcgc ctaccaggtg ttcaccgcac 
240 

gtaccgaagt ggatgacgcc ccaagcgcgc ctgccaagac cttgaccttc tggaatggcc 
300 

tggtgatcca gttgctcc 
318 



<210> 1200 

<211> 101 

<212> PRT 

<213> Homo sapiens 



<400> 1200 

Met Tyr Ser Pro Gly Pro Val Asn Leu Met Gly Leu Asn Ala Gly Leu 

15 10 15 

Thr Gly Lys Leu Arg Arg Ser Ser Gly Phe Tyr He Gly Val Gly Cys 

20 25 30 

Ala Met Leu Leu Met Val Gly Leu Val Gly Leu Thr Gly Glu Ala He 

35 40 45 

He Ser Gin Ala Ala Leu Pro Tyr He Ser Leu He Gly Gly Val Tyr 

50 55 60 

Thr Leu Tyr Leu Ala Tyr Gin Val Phe Thr Ala Arg Thr Glu Val Asp 
65 70 75 80 

Asp Ala Pro Ser Ala Pro Ala Lys Thr Leu Thr Phe Trp Asn Gly Leu 

85 90 95 

Val He Gin Leu Leu 
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100 

<210> 1201 
<211> 360 
<212> DNA 

<213> Homo sapiens 
<400> 1201 

gtcgacgcac aactccagct ggtcgctccc aacagcccga acatccccct ttatcgcgat 
60 

atgatcctca ccgtgctgcg catggccaag gatgaccgca accgttggaa tgcaaaaatc 
120 

acgctgcagg cgatccgcga gctggataac gccttccgcg tgctggaaca gttcaagggc 
180 

cgccgcaagg tcacggtgtt tggctcggcg cgcacgccgg tcgaaagccc gctgtacgcc 
240 

ttggcaaggg aagtcggcac gctgctggcg caatccgacc tgatggtgat caccggcggt 
300 

ggcggcggca tcatggccgc tgcccacgag ggcgcaaggt ctggaacaca gcctgggggt 
360 

<210> 1202 
<211> 120 
<212> PRT 

<213> Horoo sapiens 
<400> 1202 



Val Asp 


Ala 


Gin 


Leu 


Gin Leu Val 


Ala 


Pro Asn Ser 


Pro 


Asn 


He 


Pro 


1 






5 






10 






IS 




Leu Tyr 


Arg 


Asp 


Met 


He Leu Thr 


Val 


Leu Arg Met 


Ala 


Lys 


Asp 


Asp 






20 






25 






30 






Arg Asn 


Arg 


Trp 


Asn 


Ala Lys He 


Thr 


Leu Gin Ala 


He 


Arg 


Glu 


Leu 




35 






40 






45 








Asp Asn 


Ala 


Phe 


Arg 


Val Leu Glu 


Gin 


Phe Lys Gly 


Arg 


Arg 


Lys 


Val 


50 








55 




60 










Thr Val 


Phe 


Gly 


Ser 


Ala Arg Thr 


Pro 


Val Glu Ser 


Pro 


Leu 


Tyr 


Ala 


65 








70 




75 






80 


Leu Ala 


Arg 


Glu 


Val 


Gly Thr Leu 


Leu 


Ala Gin Ser 


Asp 


Leu 


Met 


Val 








85 






90 






95 




He Thr 


Gly 


Gly 


Gly 


Gly Gly He 


Met 


Ala Ala Ala 


His 


Glu 


Gly 


Ala 






100 






105 






110 






Arg Ser 


Gly 


Thr 


Gin 


Pro Gly Gly 















115 120 



<210> 1203 
<211> 477 
<212> DNA 

<213> Homo sapiens 
<400> 1203 

ccggatatgg cagctcgact tcattcgacc agagttcttg gaacatttgg ctatcatgca 
60 

cctgagtatg caatgactgg acaacttagc tctaagagtg acgtttacag ttttggagtt 
120 
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ggtcttctgg agctcctgac tggaagaaag cctgtggatc ttccattacc aagaggacag 
180 

caaagtctcg tgacatgggc aactccacgg ctttgtgaag ataaagttag gcaatgcgtt 
240 

gattcaagac ttggagtaga atatcctcct aaatccgttg caaagtttgc agctgttgct 
300 

gcactgtgtg tgcaatatga agctgacttt cgacccaaca tgagcatcgt ggtgaaggcg 
360 

cttcagcccc tgctgaatgc acgtgcatcc aacaaccctg gatgaatgaa tgaatgactg 
420 

ccgttgcttt tccctgacga gagtatctga atcagacaat catgtagcat tgaattc 
477 

<210> 1204 

<211> 134 

<212> PRT 

<213> Homo sapiens 

<400> 1204 



Pro 


Asp 


Met 


Ala 


Ala 


Arg 


Leu 


His 


Ser 


Thr 


Arg Val 


Leu 


Gly Thr 


Phe 


1 








5 










10 






15 




Gly Tyr 


His 


Ala 


Pro 


Glu 


Tyr 


Ala 


Met 


Thr 


Gly Gin 


Leu 


Ser Ser 


Lys 








20 










25 








30 




Ser 


Asp 


Val 


Tyr 


Ser 


Phe 


Gly 


Val 


Gly 


Leu 


Leu Glu 


Leu 


Leu Thr 


Gly 






35 










40 








45 






Arg 


Lys 


Pro 


Val 


Asp 


Leu 


Pro 


Leu 


Pro 


Arg 


Gly Gin 


Gin 


Ser Leu 


Val 




50 










55 








60 








Thr 


Trp 


Ala 


Thr 


Pro 


Arg 


Leu 


Cys 


Glu 


Asp 


Lys Val 


Arg 


Gin Cys 


Val 


65 










70 










75 






80 


Asp 


Ser 


Arg 


Leu 


Gly 


Val 


Glu 


Tyr 


Pro 


Pro 


Lys Ser 


Val 


Ala Lys 


Phe 










85 










90 






95 




Ala 


Ala 


Val 


Ala 


Ala 


Leu 


Cys 


Val 


Gin 


Tyr 


Glu Ala 


Asp 


Phe Arg 


Pro 








100 










105 








110 




Asn 


Met 


Ser 


He 


Val 


Val 


Lys 


Ala 


Leu 


Gin 


Pro Leu 


Leu 


Asn Ala 


Arg 






115 










120 








125 






Ala 


Ser 


Asn 


Asn 


Pro 


Gly 



















130 



<210> 1205 

<211> 407 

<212> DNA 

<213> Homo sapiens 

<400> 1205 

acgcgttgcc attgaagact ggcaattaca cgatttacac atcattgatg ctgcagttga 
60 

tgtgcacagg gaaacactag ctaccgtgca gcaggaaatg atgggagaaa tcagccatgg 
120 

taacaagaac caagccatcc tggacacaga cggccggggt tgtgcgaacg gaacgttagt 
180 

ctatcaatgt gttgcggaac gattcaaggg atgctggccc cccccatcac ttgcccaatc 
240 

aagatgtgga gggaatctgt ctgcgcagaa cctggatctc gtggttgtac gacgttgtcc 
300 
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ccttctcgct cggacgccgc tcatgctccg ccacgtcgct gagcgagtga caaggtatcc 
360 

tgggaccatg cgtatggttt caactgaagc gctggcgaat cgtaaan 
407 



<210> 1206 

<211> 103 

<212> PRT 

<213> Homo sapiens 



<400> 1206 



Met 


Met 


Gly 


Glu 


lie 


Ser 


His 


Gly Asn 


Lys 


Asn 


Gin 


Ala 


lie 


Leu Asp 


1 








5 








10 










15 


Thr 


Asp 


Gly 


Arg 


Gly 


Cys 


Ala 


Asn Gly 


Thr 


Leu 


Val 


Tyr Gin Cys Val 








20 








25 










30 




Ala 


Glu 


Arg 


Phe 


Lys 


Gly 


Cys 


Trp Pro 


Pro 


Pro 


Ser 


Leu 


Ala 


Gin Ser 






35 










40 








45 






Arg 


Cys 


Gly 


Gly 


Asn 


Leu 


Ser 


Ala Gin 


Asn 


Leu 


Asp 


Leu 


Val 


Val Val 




50 










55 








60 








Arg Arg 


Cys 


Pro 


Leu 


Leu 


Ala 


Arg Thr 


Pro 


Leu 


Met 


Leu 


Arg 


His Val 


65 










70 








75 








80 


Ala 


Glu 


Arg 


Val 


Thr 


Arg 


Tyr 


Pro Gly 


Thr 


Met 


Arg 


Met 


Val 


Ser Thr 










85 








90 










95 


Glu 


Ala 


Leu 


Ala 


Asn 


Arg 


Lys 

















100 



<210> 1207 

<211> 292 

<212> DNA 

<213> Homo sapiens 

<400> 1207 

gctagcatgt cacttttttc ttcagtagat 
60 

gcttgccttc attcctatgt gctttcccgt 
120 

caggggtgct caccacctag tgagtttcag 
180 

cagcatctta gctggcttct caacaagact 
24 0 

agtttcatta gtgccccagg gggagactcc 
292 



ggcactggag agacattgca ggatgaagag 
ccttgcttct ccagccatgt gtgggacaac 
ggacactcca catgtcccag caagtcttat 
cagtggcacc cctgtggatg tctcccatca 
cagaaagttt cagcagcacc ac 



<210> 1208 
<211> 95 
<212> PRT 

<213> Homo sapiens 



<400> 1208 

Met Ser Leu Phe Ser Ser Val Asp Gly Thr Gly Glu Thr Leu Gin Asp 

15 10 15 

Glu Glu Ala Cys Leu His Ser Tyr Val Leu Ser Arg Pro Cys Phe Ser 

20 25 30 

Ser His Val Trp Asp Asn Gin Gly Cys Ser Pro Pro Ser Glu Phe Gin 
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35 40 
Gly His Ser Thr Cys Pro Ser Lys 

50 55 
Leu Asn Lys Thr Gin Trp His Pro 
65 70 
lie Ser Ala Pro Gly Gly Asp Ser 
85 



45 

Ser Tyr Gin His Leu Ser Trp Leu 
60 

Cys Gly Cys Leu Pro Ser Ser Phe 

75 80 
Gin Lys Val Ser Ala Ala Pro 
90 95 



<210> 1209 

<211> 431 

<212> DNA 

<213> Homo sapiens 



<400> 1209 

ttggttccta taatggcggt agcttacatt 
60 

gccagtgaag ttattccggc aatatcaact 
120 

gcgcagggtg gttttgctgg tgcaacggta 
180 

ggtgtatttt caaatgaggc aggtttaggt 
240 

actaatgaac cggttcgcca agggttggtg 
300 

attatttgta caggtttagt gattgttatt 
360 

gctgcgttaa catctgctgc atttaatctg 
420 

gctatcagct g 
431 



tttgctggta tcattatttt gttaatgcat 
attgtcgagt atgcctttac gccagcttct 
tggatggcga ttcgttttgg tgttgcccgt 
ccggcgccga tcgctcatgc cagtgcacaa 
gcgatgttag gtactttcct tgatacactt 
tctggtgctt ggacagaagg attgtcgggt 
gcgttacctg gttggggggg atacttagtc 



<210> 1210 

<211> 143 

<212> PRT 

<213> Homo sapiens 



<400> 1210 

Leu Val Pro He Met Ala Val Ala Tyr He Phe Ala Gly He He He 

15 10 15 

Leu Leu Met His Ala Ser Glu Val He Pro Ala He Ser Thr He Val 

20 25 30 

Glu Tyr Ala Phe Thr Pro Ala Ser Ala Gin Gly Gly Phe Ala Gly Ala 

35 40 45 

Thr Val Trp Met Ala He Arg Phe Gly Val Ala Arg Gly Val Phe Ser 

50 55 60 

Asn Glu Ala Gly Leu Gly Ser Ala Pro He Ala His Ala Ser Ala Gin 
65 70 75 80 

Thr Asn Glu Pro Val Arg Gin Gly Leu Val Ala Met Leu Gly Thr Phe 

85 90 95 

Leu Asp Thr Leu He He Cys Thr Gly Leu Val He Val He Ser Gly 

100 105 110 

Ala Trp Thr Glu Gly Leu Ser Gly Ala Ala Leu Thr Ser Ala Ala Phe 

115 120 125 

Asn Leu Ala Leu Pro Gly Trp Gly Gly Tyr Leu Val Ala He Ser 
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130 135 140 

<210> 1211 

<211> 480 

<212> DNA 

<213> Homo sapiens 

<400> 1211 

gaggagggac gagaggctgg tgagatggag tccagcaccc tgcaggagag ccccagggcc 
60 

agagccgaag ctgtgcttct ccatgagatg gatgaagatg atctggccaa tgccctgatc 
120 

tggcctgaga ttcaacagga gctgaaaatc attgaatctg aggaggagct ctcatcgttg 
160 

ccacctcctg ctctgaagac cagcccaatt cagcctattc tcgagtcgag tctggggccc 
240 

tttattccct cagagcctcc tgggagcttg ccttgtggct ccttccctgc tccagcctcc 
300 

acccctctgg aggtgtggac tagggatcca gccaatcaga gcacacaggg ggcttccaca 
360 

gcagccagca gagagaagcc ggaacctgag cagggcctgc acccagacct cgccagcctg 
420 

gctcctctgg aaatagttcc ttttgagaag gcatctccag aggctggagt gtgctcgcga 
480 

<210> 1212 

<211> 160 

<212> PRT 

<213> Homo sapiens 



<400> 1212 



Glu 


Glu 


Gly Arg 


Glu Ala 


Gly Glu 


Met 


Glu 


Ser Ser 


Thr 


Leu 


Gin 


Glu 


1 








5 








10 








15 




Ser 


Pro 


Arg Ala 


Arg Ala 


Glu 


Ala 


Val 


Leu 


Leu His 


Glu 


Met 


Asp 


Glu 








20 








25 








30 




Asp Asp 


Leu 


Ala 


Asn Ala 


Leu 


He 


Trp 


Pro 


Glu He 


Gin 


Gin 


Glu 


Leu 






35 








40 








45 








Lys 


He 


He 


Glu 


Ser Glu 


Glu 


Glu 


Leu 


Ser 


Ser Leu 


Pro 


Pro 


Pro 


Ala 




50 








55 








60 










Leu 


Lys 


Thr 


Ser 


Pro He 


Gin 


Pro 


He 


Leu 


Glu Ser 


Ser 


Leu Gly 


Pro 


65 








70 










75 








80 


Phe 


He 


Pro 


Ser 


Glu Pro 


Pro 


Gly 


Ser 


Leu 


Pro Cys 


Gly Ser 


Phe 


Pro 










85 








90 








95 




Ala 


Pro 


Val 


Ser 


Thr Pro 


Leu 


Glu 


Val 


Trp 


Thr Arg 


Asp 


Pro 


Ala 


Asn 








100 








105 








110 






Gin 


Ser 


Thr 


Gin 


Gly Ala 


Ser 


Thr 


Ala 


Ala 


Ser Arg 


Glu 


Lys 


Pro 


Glu 






115 








120 








125 






Pro 


Glu 


Gin Gly 


Leu His 


Pro 


Asp 


Leu 


Ala 


Ser Leu 


Ala 


Pro 


Leu 


Glu 




130 








135 








140 










lie 


Val 


Pro 


Phe 


Glu Lys 


Ala 


Ser 


Pro 


Glu 


Ala Gly 


Val 


Cys 


Ser 


Arg 


145 








150 










155 








160 



<210> 1213 
<211> 1141 
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<212> DNA 

<213> Homo sapiens 

<400> 1213 

nntcatgatg gcggcctggt gtgtgggtat gtccacgatg ggcgcgtcac gcgtgtcgcc 
60 

cgtgatgctc aggggcgggt taccgggata gaggggccat cagggcgttg gagttacggc 
120 

tacaacgagg ctgggtcact catcagcgcg acggggcccc gcacacaaca taactggact 
180 

cacgacgcct atggccggct caccagccac gccacatccg gaaccgacac caccttcgcc 
240 

tgggaccagg aaggccacct ggcgcagacg tgtacgcgtg cacacgggca tgccactgcc 
300 

acccagtatc gctatgacgc agcgggacgg cgcgtcagtg cgaccagctc agacggccag 
360 

gaggagcgtt actcctggga tggacggggt tggctgtctg acatcaccac cgacgccacg 
420 

accgtatcga ctcacgtcga tgcattgggg cgcgccagtc gtatcaccac taagggccag 

480 

caggtacgag tggactggga cctcgtgacc ggagccccca cctcgattga tggtcgtcct 
540 

gtgcttcccc tgcccggagg acgcatcctc ggcgccacac ccatcggcga taccaaccta 
600 

tggcgtgagg tcatgcccac cgaccctgac aacccttacc agcccgccac ggccactatt 
660 

gagggtgtcc ccgagacgat caggatggcc gggaacacgc tagtggttga tggtcaccct 
720 

tggtgggggc gcgcctctac gacccaacta ccaccacctt cttgtctcct gacccgttaa 
780 

ccccgcccgc cggcgcgcta tgggccaaca acccctacga ctacgccaac aacaaccccc 
840 

tcaccctcac cgatcctctc gggacccacc ccgtcaccga cgaccaactg gcactcctca 
900 

cccaccccat cggcacactc gcacactacg tcgccaactc cgtcagcaca ctcgtgcatc 
960 

acatcaccga tccgatcagc cactggtggg ccacccacaa agaccggatc ctctcccggg 
1020 

accccctgat cggtgccggc ctcgtcatcg gcggtatcgc gtagcggcca cgggcgtagg 
1080 

aggacccctc ctagccgcgg ccatttccgg gggactcatc tcaggcggct tttccgctag 

1140 

c 

1141 

<210> 1214 
<211> 259 
<212> PRT 

<213> Homo sapiens 
<400> 1214 

Xaa His Asp Gly Gly Leu Val Cys Gly Tyr Val His Asp Gly Arg Val 

15 10 15 

Thr Arg Val Ala Arg Asp Ala Gin Gly Arg VaJL Thr Gly He Glu Gly 
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20 




25 






30 




Pro 


Ser 


Gly 


Arg Trp 


Ser Tyr Gly Tyr Asn Glu 


Ala Gly Ser Leu 


He 






35 






40 




45 






Ser 


Ala 


Thr 


Gly 


Pro 


Arg Thr Gin His Asn Trp 


Thr His Asp Ala 


Tyr 




50 








55 


60 








Gly 


Arg 


Leu 


Thr 


Ser 


His Ala Thr Ser Gly Thr 


Asp Thr Thr Phe 


Ala 


65 










70 75 








80 


Trp 


Asp 


Gin 


Glu Gly 


His Leu Ala Gin Thr Cys 


Thr Arg Ala His 


Gly 










85 


90 






95 




His 


Ala 


Thr 


Ala 


Thr 


Gin Tyr Arg Tyr Asp Ala 


Ala 


Gly Arg Arg 


Val 








100 




105 






110 




Ser 


Ala 


Thr 


Ser 


Ser 


Asp Gly Gin Glu Glu Arg 


Tyr 


Ser 


Trp Asp 


Gly 






115 






120 




125 






Arg 


Gly 


Trp 


Leu 


Ser 


Asp He Thr Thr Asp Ala 


Thr 


Thr 


Val Ser 


Thr 




130 








135 


140 








His 


Val 


Asp 


Ala 


Leu 


Gly Arg Ala Ser Arg He 


Thr 


Thr 


Lys Gly 


Gin 


14S 










150 155 








160 


Gin 


Val 


Arg 


Val 


Asp 


Trp Asp Leu Val Thr Gly 


Ala 


Pro 


Thr Ser 


He 










165 


170 






175 




Asp 


Gly 


Arg 


Pro 


Val 


Leu Pro Leu Pro Gly Gly 


Arg 


He 


Leu Gly 


Ala 








180 




185 






190 




Thr 


Pro 


He 


Gly Asp 


Thr Asn Leu Trp Arg Glu 


Val 


Met 


Pro Thr 


Asp 






195 






200 




205 






Pro 


Asp 


Asn 


Pro 


Tyr 


Gin Pro Ala Thr Ala Thr 


He Glu Gly Val 


Pro 




210 








215 


220 








Glu 


Thr 


He 


Arg Met 


Ala Gly Asn Thr Leu Val 


Val Asp Gly His 


Pro 


225 










230 235 








240 


Trp 


Trp 


Gly 


Arg Ala 


Ser Thr Thr Gin Leu Pro 


Pro 


Pro Ser Cys 


Leu 










245 


250 






255 




Leu 


Thr 


Arg 

















<210> 1215 

<211> 317 

<212> DNA 

<213> Homo sapiens 

<400> 1215 

acgcgttcgc tgcagatcga gtcgccggtg agctcgatct acctgtggat gtactacgtg 
60 

ggcgtgccga catccggcat cgggggggat cccaacctgc ttacctttta ttggaaccgc 
120 

ccccggggtc aacccggcca tcaccgggag aacgccgctc ctcggagggg gtgttctcgc 
180 

agtcgccggc gtgggtgcgt ggaagaagta ccgcggcacg accttcggcg ggctgctccc 
240 . 

gtcgctgtcc ctcggcctcg tgctcgcgtt catcgtgctg aacaaggtcg gctcgccgca 
300 

gtacatcgcc tggatcn 
317 



c210> 1216 
<211> 102 
<212> PRT 
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<213> Homo sapiens 
<400> 1216 



Met 


Tyr Cys 


Gly 


Glu 


Pro 


Thr 


Leu 


Phe 


Ser Thr Met Asn Ala Ser Thr 


1 




5 










10 15 


Arg 


Pro Arg 


Asp 


Ser 


Asp Gly 


Ser 


Ser 


Pro Pro Lys Val Val Pro Arg 






20 










25 


30 


Tyr 


Phe Phe 


His 


Ala 


Pro 


Thr 


Pro 


Ala 


Thr Ala Arg Thr Pro Pro Pro 


35 










40 




45 


Arg 


Ser Gly 
50 


Val 


Leu 


Pro 


Val 
55 


Met 


Ala 


Gly Leu Thr Pro Gly Ala Val 
60 


Pro 


lie Lys 


Gly 


Lys 


Gin 


val 


Gly lie 


Pro Pro Asp Ala Gly Cys Arg 


65 








70 








75 80 


His 


Ala His 


Val 


val 
85 


His 


Pro 


Gin 


Val 


Asp Arg Ala His Arg Arg Leu 
90 95 


Asp 


Leu Gin 


Arg 
100 


Thr 


Arg 











<210> 1217 
<211> 548 
<212> DNA 

<213> Homo sapiens 
<400> 1217 

nacgcgtggg ttgacgcgct attaaacgat aagagcaaaa aaacatttcc tcatttatta 
60 

cgttgtcggg tgaatgatgt ttctggtgat agtcagtgga tagagatgcg aggcagtgtg 
120 

acaggttggg acagccgtca tcgagctcag atggtgagag ggacattcga gcgtattaac 
180 

catcttattg acgctgaaaa tgaattaatt gcggcccgtg aagatgctca gcgacgagag 
240 

cttattttat cggctttgct aaataatatt ccagaccctg tttggtctaa agatgaaagc 
300 

ggtcgttatt tggactgtaa ccatgcgttt tgtctgttta atggtttaga gcagagtgat 
360 

gttcaggggc aaaaagacag tgaattaaac ttagataata atggtcaata ttatcaagat 
420 

atgggcggtg aggtattagc gcgaggggag atttttcatg aacattgttg gggtacgcct 
480 

gcagatggaa gtgacaaccg cttgtttgaa gtatatcgag tccctatcaa agagcctacc 
54 0 

gtgaattc 
548 

<210> 1218 
<211> 182 
<212> PRT 

<213> Homo sapiens 
<400> 1218 

Xaa Ala Trp Val Asp Ala Leu Leu Asn Asp Lys Ser Lys Lys Thr Phe 

1 5 10 15 

Pro His Leu Leu Arg Cys Arg Val Asn Asp Val Ser Gly Asp Ser Gin 
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20 


25 30 




Trp 


lie 


Glu 


Met Arg Gly Ser 


Val Thr Gly Trp Asp Ser Arg His 


Arg 






35 




40 45 




Ala 


Gin 


Met 


Val Arg Gly Thr 


Phe Glu Arg He Asn His Leu He 


Asp 




50 




55 


60 




Ala 


Glu 


Asn 


Glu Leu He Ala 


Ala Arg Glu Asp Ala Gin Arg Arg 


Glu 


65 






70 


75 


80 


Leu 


He 


Leu 


Ser Ala Leu Leu 


Asn Asn He Pro Asp Pro Val Trp 


Ser 








85 


90 95 




Lys 


Asp 


Glu 


Ser Gly Arg Tyr 


Leu Asp Cys Asn His Ala Phe Cys 


Leu 








100 


105 110 




Phe 


Asn 


Gly 


Leu Glu Gin Ser 


Asp Val Gin Gly Gin Lys Asp Ser 


Glu 






115 




120 125 




Leu 


Asn 


Leu 


Asp Asn Asn Gly 


Gin Tyr Tyr Gin Asp Met Gly Gly 


Glu 




130 




135 


140 




Val 


Leu 


Ala 


Arg Gly Glu He 


Phe His Glu His Cys Trp Gly Thr 


Pro 


145 






150 


155 


160 


Ala 


Asp 


Gly 


Ser Asp Asn Arg 


Leu Phe Glu Val Tyr Arg Val Pro 


He 








165 


170 175 




Lys 


Glu 


Pro 


Thr Val Asn 







180 



<210> 1219 

<211> 308 

<212> DNA 

<213> Homo sapiens 



<400> 1219 

acgcgtgaag ggaggaatac agatggagaa atgggtccac caaaaaatga tgagggtacc 
60 

tccagagaaa attaccaaga ccattctgtt agtattttcc agctccacag gcctttggaa 
120 

gttcccagac caccctccct cttttcaaac taaaacaggg atggctctta accaccaccc 
180 

aaaggcaagg ggggtcttaa aacccaaacc aagtggggca ggggccagcc tcttcaggag 
240 

ggcccaaccc tgcagcctct gcccatttgg gaaagaccgt gagttggaat tatgggtcgg 
300 

tggggggc 
308 



<210> 1220 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 1220 

Met Glu Lys Trp Val His Gin Lys Met Met Arg Val Pro Pro Glu Lys 

15 10 15 

He Thr Lys Thr He Leu Leu Val Phe Ser Ser Ser Thr Gly Leu Trp 

20 25 30 

Lys Phe Pro Asp His Pro Pro Ser Phe Gin Thr Lys Thr Gly Met Ala 

35 40 45 

Leu Asn His His Pro Lys Ala Arg Gly Val Leu Lys Pro Lys Pro Ser 
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50 55 60 

Gly Ala Gly Ala Ser Leu Phe Arg Arg Ala Gin Pro Cys Ser Leu Cys 
6S 70 75 80 

Pro Phe Gly Lys Asp Arg Glu Leu Glu Leu Trp Val Gly Gly Gly 
85 90 95 



<210> 1221 

<211> 569 

<212> DNA 

<213> Homo sapiens 

<400> 1221 

gcgcgccagg ggcaggtagc ctgtggcagg 
60 

gcccgtccag gaaagctgca cctcagagaa 
120 

tctgtaacac gttaagcccc acaggtaagg 
180 

agtgttccca gtctggaggt antcttttct 
240 

aggatgcaca cccggtggcc ctgtggtgtg 
300 

cacacagaga cccgcccgtc ggaaggagag 
360 

gaagggtccc ttgcagtggt gtggttatgt 
420 

ctcagatcta acgagctcag ccggcagctg 
480 

gttttcctct gtgccatcag aaaccaatac 
540 

ttcacggcac agcctgccga gaaacgcgt 
569 



tgaggctgcg tgtggggtgt gctcccagag 
gcagtttcct tccttacctg ggaagtttct 
cctgatcccc cctggacggc tcccctctcc 
aagccatcct ctcagaatgt gatgggtacc 
aggcctcagc aaacacggtc agaagatgaa 
gagggagcgg atacggaggc ccacgtgcca 
gcctgcaatc ccagagtgtc ctcgaaggac 
cacgtgggac cagccctctg agcttcactt 
gaagataaaa tgggaaaaaa aaaaatccca 



<210> 1222 

<211> 91 

<212> PRT 

<213> Homo sapiens 



<400> 1222 

Met Asn Thr Gin Arg Pro Ala Arg 

1 5 
Arg Arg Pro Thr Cys Gin Lys Gly 
20 

Pro Ala He Pro Glu Cys Pro Arg 

35 40 
Ala Gly Ser Cys Thr Trp Asp Gin 

50 55 
Ser Val Pro Ser Glu Thr Asn Thr 
65 70 
Ser His Ser Arg His Ser Leu Pro 
85 



Arg Lys Glu Arg Arg Glu Arg lie 

10 15 
Pro Leu Gin Trp Cys Gly Tyr Val 
25 30 
Arg Thr Ser Asp Leu Thr Ser Ser 
45 

Pro Ser Glu Leu His Leu Phe Ser 
60 

Lys He Lys Trp Glu Lys Lys Lys 

75 80 
Arg Asn Ala 
90 



<210> 1223 
<211> 450 
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<212> DNA 

<213> Homo sapiens 
<400> 1223 

aagcttgctc aggctagtgc cgacgctgct gctctcaaac tcgtcgatgc ccaccggttg 
60 

ttgtgcgctc accgagaggg gccatacggg gtagacgagt ggtctcagcg catggttact 
120 

gtactttcag atgtgttgcc tggtgttggc caaggccggt gggttctcgg cgaaactgca 
180 

atagcaacgc ataacctcgc acaattggga gtcaataacg gtgattgcgg ggtcatcgtt 
240 

gaaacaaggc ccgtccccac gatagctcta ccgggacccg gtggagtccc cagacggttg 
300 

ccctgttccc tcatcccatc gctgcaaccc ttacaggcga tgacgattca caaagcgcag 
360 

ggcagccaat tcacggacgt aacggtggtc ctgccaccac ccgactcgcc cctcctctct 
420 

cgtgagttgc tctataccgc catcacgcgt 
450 

<210> 1224 
<211> 150 
<212> PRT 

<213> Homo sapiens 
<400> 1224 

Lys Leu Ala Gin Ala Ser Ala Asp Ala Ala Ala Leu Lys Leu Val Asp 

15 10 15 

Ala His Arg Leu Leu Cys Ala His Arg Glu Gly Pro Tyr Gly Val Asp 

20 25 30 

Glu Trp Ser Gin Arg Met Val Thr Val Leu Ser Asp Val Leu Pro Gly 

35 40 45 

Val Gly Gin Gly Arg Trp Val Leu Gly Glu Thr Ala lie Val Thr His 

50 55 60 

Asn Leu Ala Gin Leu Gly Val Asn Asn Gly Asp Cys Gly Val lie Val 
65 70 75 80 

Glu Thr Arg Pro Val Pro Thr lie Ala Leu Pro Gly Pro Gly Gly Val 

85 90 95 

Pro Arg Arg Leu Pro Cys Ser Leu He Pro Ser Leu Gin Pro Leu Gin 

100 105 110 

Ala Met Thr He His Lys Ala Gin Gly Ser Gin Phe Thr Asp Val Thr 

115 120 125 

Val Val Leu Pro Pro Pro Asp Ser Pro Leu Leu Ser Arg Glu Leu Leu 

130 135 140 

Tyr Thr Ala He Thr Arg 
145 150 

<210> 1225 
<211> 436 
<212> DNA 

<213> Homo sapiens 
<400> 1225 
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ncccatcccc cacccgggat ggtgaacact gggatggcca cttgggagct caaagtgttg 
60 

tcagtgggag gacaaggtcc tcaattcctg gcacattggc ccagagaagt catgaaaacc 
120 

caaagccccc cgaaagtaag aagtagaaaa aaacccgacc ccgaccagat gaagggacct 
180 

gggaagtttt tggaaaagag actgctgaag tgtctccttg caggcatcac cgtgagctgg 
240 

ggctttgcac acagcatctt catggctttc cacaatgatc ccagaactga tccagagaaa 
300 

cccagggatc aggggttgac ccgaccctgt catcatccca ttctacaaat gaggacactg 
360 

aggcctggtg aaaagggagg ggtggatgga accaggtggc ctggctctaa gacccagagg 
420 

ctggagtgtg ctcatg 
436 

<210> 1226 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 1226 



Met Val 


Asn 


Thr 


Gly Met 


Ala 


Thr 


Trp 


Glu 


Leu Lys 


Val 


Leu 


Ser 


Val 


1 






5 








10 










15 




Gly Gly 


Gin 


Gly 


Pro Gin 


Phe 


Leu 


Ala 


His 


Trp 


Pro 


Arg 


Glu 


Val 


Met 






20 








25 










30 






Lys Thr 


Gin 


Ser 


Pro Pro 


Lys 


Val 


Arg 


Ser 


Arg 


Lys 


Lys 


Pro Asp 


Pro 




35 








40 










45 








Asp Gin 


Met 


Lys 


Gly Pro 


Gly 


Lys 


Phe 


Leu 


Glu 


Lys 


Arg 


Leu 


Leu 


Lys 


50 








55 










60 










Cys Leu 


Leu 


Ala 


Gly He 


Thr 


Val 


Ser 


Trp 


Gly 


Phe 


Ala 


His 


Ser 


He 


65 






70 










75 










80 


Phe Met 


Ala 


Phe 


His Asn 


Asp 


Pro 


Arg 


Thr 


Asp 


Pro 


Glu 


Lys 


Pro 


Arg 








85 








90 










95 




Asp Gin 


Gly 


Leu 


Thr Arg 


Pro 


Cys 


His 


His 


Pro 


He 


Leu 


Gin 


Met 


Arg 






100 








105 










110 






Thr Leu 


Arg 


Pro 


Gly Glu 


Lys 


Gly Gly 


Val 


Asp Gly 


Thr 


Arg 


Trp 


Pro 




115 








120 










125 








Gly Ser 


Lys 


Thr 


Gin Arg 


Leu 


Glu Cys 


Ala 


His 













130 135 



<210> 1227 
<211> 756 
<212> DNA 

<213> Homo sapiens 
<400> 1227 

gttgagttcc acgtgaaaca aaatgcactt tacaatagaa tgacgattcg tatcaaagat 
60 

aatggtattg gaataccgat taacaaggta gataaaatct ttgatagatt ctaccgtgtc 
120 

gacaaagcac gtacacgtaa gatgggcggt acaggactag gtctagctat ttccaaagag 
180 
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attgtcgaag cacataatgg ccgtatttgg 
240 

atcttcatta ccctaccatg tgaaattatt 
300 

atacatcaaa acgattatcc tgatactact 
360 

ggtatggaac ttctcacctg atctatcaaa 
420 

agataattct aaacctattg gaaaaccaat 
480 

atttcaaatc gttcaatcta atggcgaaaa 
540 

agtatctcaa attttaagcc cattaaaaga 
600 

acgaaatcat aacttaatta ttcctgaatt 
660 

atatgattta ccgttatcaa tttacttaag 
720 

taatcatttt aactttaatc gactactgat 
756 



gcaaatagtg tcgaaggaca aggtacatct 
gaagatggtg attgggatga atagtaaaga 
tgtattaatg agtatcgtct taacctacat 
tgctgatagt acgtcaccag ataataagaa 
gagtgcgaaa acggataaaa ccatcacacc 
aacaaaaggt atgccagcaa caggtcatgc 
taaaaatgtt gattcagtac aacatttaaa 
aagtgataac tttatcgttc ttgatttcac 
ccaagtatta aacatagatg ctaagacacc 
tgatca 



<210> 1228 

<211> 97 

<212> PRT 

<213> Homo sapiens 

<400> 1228 

Val Glu Phe His Val Lys Gin Asn 

1 5 
Arg He Lys Asp Asn Gly He Gly 
20 

He Phe Asp Arg Phe Tyr Arg Val 

35 40 
Gly Gly Thr Gly Leu Gly Leu Ala 

50 55 
His Asn Gly Arg He Trp Ala Asn 
65 70 
He Phe He Thr Leu Pro Cys Glu 
85 

Glu 



Ala Leu Tyr Asn Arg Met Thr He 

10 15 
He Pro He Asn Lys Val Asp Lys 
25 30 
Asp Lys Ala Arg Thr Arg Lys Met 
45 

He Ser Lys Glu He Val Glu Ala 
60 

Ser Val Glu Gly Gin Gly Thr Ser 

75 80 
He He Glu Asp Gly Asp Trp Asp 
90 95 



<210> 1229 

<211> 377 

<212> DNA 

<213> Homo sapiens 



<400> 1229 

nacgcgtcgt gaacgcggcg tcaacagctt ttcggatata cctctgagga gcccaagatg 
60 

cttgtcgccc ccatggcaaa ccagggggtc gaggccactg gagcgatggg aaccgacacc 
120 

ccgctggccg tgctatctaa ctgtccgcgg atgctctggg actatttcag tcagcttttc 
180 
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gctcaggtaa ccaatccgcc cttggacgct atccgcgagg agcttgtcac ctccctgacg 
240 

ggcaccatcg gcccggaggc gaacttgctt gagcctggcc cggaatcatg tcggcaagtg 
300 

gtcgtcaact acccgatcat cgattccgac cagcttgcca agatcattca catcgacgct 
360 

gacggggagc atccgga 
377 

<210> 1230 

<211> 121 

<212> PRT 

<213> Homo sapiens 

<400> 1230 



Thr Arg 


Arg 


Gin 


Gin 


Leu 


Phe 


Gly 


Tyr 


Thr 


Ser 


Glu 


Glu 


Pro 


Lys 


Met 


1 






5 










10 










15 




Leu Val 


Ala 


Pro 


Met 


Ala 


Asn 


Gin 


Gly 


Val 


Glu 


Ala 


Thr 


Gly 


Ala 


Met 






20 










25 










30 






Gly Thr 


Asp 


Thr 


Pro 


Leu 


Ala 


Val 


Leu 


Ser 


Asn 


Cys 


Pro 


Arg 


Met 


Leu 




35 










40 










45 








Trp Asp 


Tyr 


Phe 


Ser 


Gin 


Leu 


Phe 


Ala 


Gin 


Val 


Thr 


Asn 


Pro 


Pro 


Leu 


50 










55 










60 










Asp Ala 


lie 


Arg 


Glu 


Glu 


Leu 


Val 


Thr 


Ser 


Leu 


Thr 


Gly 


Thr 


He 


Gly 


65 








70 










75 










80 


Pro Glu 


Ala 


Asn 


Leu 


Leu 


Glu 


Pro 


Gly 


Pro 


Glu 


Ser 


Cys 


Arg 


Gin 


Val 








85 










90 










95 




Val Val 


Asn 


Tyr 


Pro 


He 


Xle 


Asp 


Ser 


Asp 


Gin 


Leu 


Ala 


Lys 


He 


He 



100 105 110 



His He Asp Ala Asp Gly Glu His Pro 
115 120 

<210> 1231 

<211> 351 

<212> DNA 

<213> Homo sapiens 

<400> 1231 

aaatttcatt taaaatcaat tgattgctta aataaggcag ttcatctgct gcgccaggag 
60 

cggaagtaag gagtttttat ggcggtttta atcaccggag acgccggtta tatcggttct 
120 

cacactgttc tggctttgtt agaacatggc gaagatgttg tagtgttaga taatttatca 
180 

aactcttccg atgagtctct gcgtcgcgtt gagaaactcg cgggtagaag tgctcagttc 
240 

taccaaggcg atatcttgga tgctgagtgt ctgcatcgca tcttcgaggc tcacgacatc 
300 

tcggctgtga tccattttgc tgggctaaag ggtgtcggag agtcgacgcg t 
351 

<210> 1232 
<211> 91 
<212> PRT 
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<213> Homo sapiens 
<400> 1232 

Met Ala Val Leu He Thr Gly Asp Ala Gly Tyr He Gly Ser His Thr 

15 10 15 

Val Leu Ala Leu Leu Glu His Gly Glu Asp Val Val Val Leu Asp Asn 

20 25 30 

Leu Ser Asn Ser Ser Asp Glu Ser Leu Arg Arg Val Glu Lys Leu Ala 

35 40 45 

Gly Arg Ser Ala Gin Phe Tyr Gin Gly Asp lie Leu Asp Ala Glu Cys 

50 55 60 

Leu His Arg He Phe Glu Ala His Asp He Ser Ala Val He His Phe 
65 70 75 80 

Ala Gly Leu Lys Gly Val Gly Glu Ser Thr Arg 
85 90 

<210> 1233 
<211> 4982 
<212> DNA 

<213> Homo sapiens 



<400> 1233 

nnggcttaag cagtggtaac 
60 

catttctatt agtggcttcc 
120 

cctgcctatc tcttttgcat 
180 

tttctttgag aatttatctc 
240 

tcaatgtcga aatgttgcat 
300 

tgctttttgg gcagcgtatt 
360 

attatttata gcttcctgcc 
420 

ggaattaagt gggcttgtga 
480 

accatgtgtc gtgcccaaag 
540 

ggttcaagtg atgttggtag 
600 

ttgatatgtc cagactctag 
660 

gcaaataagt ggtcatgcca 
720 

acccagtgct tatcccaacg 
780 

tctggctcaa gaccagttgc 
840 

aaactgaaca ctaggacaca 
900 

aaggctaaaa gatgtgttgc 
960 



aacgcagagt acgcggggtg 

cgttaatctc atccttctta 

tccaaagttc agttttatta 

cagtgtttct atggaaatta 

gcatcttttg agaaatttat 

tttggaggtg gaatgtagtt 

tgacacagct cacttcaaga 

atattgtacg tatgaaaact 

acctagtgga acaattatta 

agattgggat ccttccagca 

tgcaagacca agggtgaaat 

catgtgtaca tatttgaact 

taggaccagg agtcctacag 

tttttctgtt gatccttgtg 

gcactggacc tgctctgttt 

ttgtgatcat cccagaccta 



atggcctccc tgaaattaaa 
gatcaaacct cgttatatct 
aatcccaggg tctaagattt 
aaaaagaaaa ttaggataat 
attttgtagg ttgaaggact 
attttaataa ccatgtccta 
agtgcacaat gtcagaacgt 
ggccatctgc aatcaagtgt 
cagaagatcc atttaaaagt 
ccgaaggagg aagtagtcct 
cttcgtatag catggaaaat 
ggccaagagc aatcagatgt 
aatctcctca gtcctcagga 
aggaatacaa tgatagaaat 
gcacatatga aaactgggcc 
ataacattga agcaatagaa 
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ttggcagaga 
1020 

ggaagttgca 
1080 

gaagtgaaaa 
1140 

cttgaagtag 
1200 

ctcttcctca 
1260 

aagccatcag 
1320 

cgtccttctg 
1380 

caggatatgc 
1440 

gcaatggtgt 
1500 

cagagaaagg 
1560 

gcagatatcg 
1620 

agagacgttc 
1680 

gctacacgtt 
1740 

cttgattcag 
1800 

gccctgcatg 
i860 

gaatcatggt 
1920 

gaagactggg 
1980 

cacatttttg 
2040 

tacaagagtt 
2100 

ttgttgtggg 
2160 

cacttctctg 
2220 £ 
aatctcaata 
2280 

aagctactcc 
2340 

aaactgctca 
2400 

cagaagagtt 
2460 

gaccgctacc 
2520 

gatgaagatg 
2580 



ctgaagaggc 
gtagtggtaa 
tggattttca 
actttaaaaa 
atgcttgtgt 
gaggagacat 
cctttgatgt 
tagcaatatt 
gtcctgaact 
gggattttgc 
aagatttgcc 
aaaaagaatt 
tggacagtcg 
ttctacaagc 
acagcctgca 
attctcagag 
catttatact 
tactggcaca 
tccggggaga 
aacagagttt 
ctttggttgc 
ccgatgatga 
atgtgcactt 
gggagtggct 
ctcggcggcg 
gacagatccg 
aatgaaaaaa 



ttcttcaata 
tagccaaagg 
gaggattgaa 
actaaagcaa 
gggggttgta 
tgcacgtcag 
tggctatact 
gcttacagag 
gacagaacaa 
ttgctatttt 
cccaacagtc 
agaagaagaa 
actgtatgca 
tacctggggc 
tgactgttca 
ctttggttta 
ctctcttgct 
tattcttaga 
aactttagga 
ttgttggaaa 
catggaaaat 
tgtcaccatc 
cctttctgct 
ggactgctgt 
aaatcacccc 
gccgtgtaca 
aaaatcaaac 



ataaatgagc 
agatcacctc 
ttggctggtg 
attaaaaaca 
gaaggtgatt 
ctcaccgcag 
cttgtacact 
gtgtctcaac 
atccggagag 
ctgactgacc 
caagaaaaat 
tctccaatta 
ctttggaacc 
atctatgaca 
cattggtttt 
catttttccc 
agtcagcctg 
cgaccaatta 
tatactcggt 
agtccgattg 
gatggctatg 
acatttttgc 
caggagctag 
gtgacggagg 
ctggtcactc 
tccctgtctg 
agcagaagac 



aagacagagc 
ctgctacgaa 
ctgtgggaag 
ggatgaaaaa 
tagctgccat 
atgaagtacg 
tggctatacg 
aagcagcaaa 
agatagctgc 
ttgtaacatt 
tatttgatga 
ttaactggtc 
ggactgcagg 
aggactcagt 
acacacgctg 
tgagagaaga 
gagcaagctt 
cagtttatgg 
ttcaaggtgt 
ctctgggtta 
gcaaccgagg 
ctctggttga 
gtaatgagga 
ggggagttct 
agatggtaga 
atggagagga 
caaggcatca 



tcgatggagg 
gcgggactct 
caaggaggaa 
gactgattgg 
agaagcatac 
cttgctgaat 
ttttcagagg 
gtgtattcca 
ctctcttcat 
tacattgcca 
ggtgcttgat 
cttggaattg 
agactgccta 
gcttcggaaa 
gaaagattgg 
acagtggcaa 
ggagcagacg 
agtaaaatat 
ttatctgcct 
tacgaggggc 
tgctggtgct 
cagtgaaagg 
acagcaagaa 

ggttgccatg \ 

aaaatggctt 

agatgaggat 

gatctgtaat 



1090 



WO 00/58473 



PCT/USOO/08621 



gaccctaaag ttagtgtggt 
2640 

gcaggatctg ctcggggaag 
2700 

ctgctgcgtg aggagacaga 
2760 

tattaagaca gaactttttt 
2820 

tggttgtgta agacattgtt 
2880 

aaattttttc cagcatgggc 
2940 

cagatattat ttcagtagaa 
3000 

tcagatctgg aaacgttttg 
3060 

tattaataat ttcgttcccc 
3120 

agctaagaat gttttagagt 
3180 

tttggttttg gttattgtgt 
3240 

atttatttgt tgggaagaat 
3300 

gtctgtgagt agtttttttc 
3360 

ttgtgtgaaa tgtgctcact 
3420 

cagagggtct tcggattctt 
3480 

gcatgccttt gcttaggcag 
3540 

atgcaataag gtggcaaatg 
3600 

ttgcatgttg gttaattgtg 
3660 

gaaaaacttt tttataagaa 
3720 

aaaaattcca gacctatctc 
3780 

agactattga tgtggccagg 
3840 

acacacacac acagtttttt 
3900 

tttgcttgct tcttgttttg 
3960 

ccagaatact aaaaatagaa 
4020 

cgaaaactca gtaaaaaggt 
4080 

ccttgcagga aaaatgattt 
4140 

aaatgctgct gtttgtttca 
4200 



gctccaagca gagtcgacat 
tgttttcctg gaccacacac 
gaactttagt tggactacag 
tccttccaaa ttgtaaatct 
taataggaaa agttgcacca 
acttagaaaa agcacatggc 
cctggcattc ccctttcacc 
taccgattat ccacagcaaa 
ttgtgcccaa tcaaatcttt 
gaactaaata cagacattgc 
cttttaagtt ttctgatatg 
accttaaaat gagggctctt 
ctggatgaaa agggagcaag 
tggactccat caacaatgtg 
ccttctatca cctctgctct 
attgggaata ccaattcact 
cattgtatga agaatttctc 
gccattcttt aatttaaagt 
gtattatttg accacttcag 
aggaacacag aaatatttgg 
aatttggaaa gacgacacac 
ccttccctgt gacgaaaaag 
tttagttgat aatgaaatgt 
aaatacccac aaaactgtca 
gttcccagga tgaaaagatc 
tctagtacga ttctgtagaa 
agtggtgaat gtgttgttaa 



catggaatga accaaatctg 
accttatgga gataatgcct 
tttgtaaaaa aaactaattt 
gtctataaat gtaacgcatg 
gcatcttcat attattgaga 
aaatggctct ttgttccttt 
ttaaaagatc catctaagtc 
acaaaaataa gcttttattt 
taggaacaaa ctgcaagaaa 
ttacttgttt tgaagagggt 
ccccctttca atatttagat 
attccagatt ctgggcagtg 
cccacttgtc actaaatgaa 
ctgctcccag attgccatgc 
aagcaaatct tgttagaagg 
acagaataaa gattttaaaa 
agtgtttagt ctgagaattt 
taaaactata atcttaggta 
gtatacattc aatactgggt 
tgtcctgata agcactttct 
gcacgcacac acacacacac 
gctgtgaaaa ccttaaagta 
gtacaacctc aaatttgctg 
tgtctttagt tctttccccc 
attttttgct gcatgctaaa 
atgaatcttt gatataatgt 
aaattggctg tttgctttca 
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ttttggccaa taagtaatca agtttgtaga 
4260 

gtagtaattt ctctatgtat agggataatt 
4320 

cctgtgaagc aaaatctgcc ctcccaattg 
4380 

agcatgtagc cattgcagtc tgcattgcag 
4440 

acttagcttc tactgtgtgt tgtggtctgg 
4500 

tttatttatt tattatcaat cagtgaccct 
4560 

tccctgtggg aaagaattaa agatggttcc 
4620 

ctaaatggtt ttcatagact ggctgttaaa 
4680 

ttatgctctt gaactattaa aacagccata 
4740 

cctttttcaa agatgattat acgtggctag 
4800 

gtaagtcata cctgcactct gtggacttga 
4860 

gcattttgtt ttgacttgtt cttccttggg 
4920 

tgtttgggcg accaagatct aataattaaa 

4980 

aa 

4982 

<210> 1234 
<211> 708 
<212> PRT 

<213> Homo sapiens 



<400> 1234 



Met Ser 


Glu 


Arg 


Gly 


He 


Lys 


Trp 


Ala 


Cys 


Glu Tyr 


Cys 


Thr 


Tyr 


Glu 


1 






5 










10 








15 




Asn Trp 


Pro 


Ser 


Ala 


He 


Lys 


Cys 


Thr 


Met 


Cys Arg 


Ala 


.Gin 


Arg 


Pro 






20 










25 








30 






Ser Gly 


Thr 


He 


He 


Thr 


Glu 


Asp 


Pro 


Phe 


Lys Ser 


Gly 


Ser 


Ser 


Asp 




35 










40 








45 








Val Gly 


Arg 


Asp 


Trp 


Asp 


Pro 


Ser 


Ser 


Thr 


Glu Gly 


Gly 


Ser 


Ser 


Pro 


50 










55 








60 










Leu He 


Cys 


Pro 


Asp 


Ser 


Ser 


Ala 


Arg 


Pro 


Arg Val 


Lys 


Ser 


Ser 


Tyr 


65 








70 










75 








80 


Ser Met 


Glu 


Asn 


Ala 


Asn 


Lys 


Trp 


Ser 


Cys 


His Met 


Cys 


Thr 


Tyr 


Leu 








85 










90 








95 




Asn Trp 


Pro 


Arg 


Ala 


He 


Arg 


Cys 


Thr 


Gin 


Cys Leu 


Ser 


Gin 


Arg 


Arg 






100 










105 








110 






Thr Arg 


Ser 


Pro 


Thr 


Glu 


Ser 


Pro 


Gin 


Ser 


Ser Gly 


Ser 


Gly 


Ser 


Arg 




115 










120 








125 








Pro Val 


Ala 


Phe 


Ser 


Val 


Asp 


Pro 


Cys 


Glu 


Glu Tyr 


Asn 


Asp 


Arg 


Asn 


130 










135 








140 










Lys Leu 


Asn 


Thr 


Arg 


Thr 


Gin 


His 


Trp 


Thr 


Cys Ser 


Val 


Cys 


Thr 


Tyr 



aaatgttagc 
ttttagtggg 
aaaaagccaa 
ccagcgttgt 
tgagtgttgt 
gaccacatag 
atttcctagg 
ggccaaaaat 
attattgtcc 
gtgacagaca 
tggttctttt 
gtcaaattta 
acccaggtgg 



attctgacta 
cagagatcct 
agagaattgt 
ccagagagta 
ttcccctgag 
tgtgataggt 
ctacagacag 
tttggtaaat 
caagatagat 
ttaatgactg 
tctagagcaa 
tatatatata 
accatggaaa 



cttagcatct 
gttctagttg 
tagagggaaa 
cacgctcagc 
cgctctatta 
gcagcattct 
gaatggggct 
caatgctata 
agaatatagt 
actctggaga 
acagagcgtg 
tataaatttt 
aaaaaaaaaa 



1092 



WO 00/58473 



PCT/USOO/08621 



145 150 155 160 

Glu Asn Trp Ala Lys Ala Lys Arg Cys Val Val Cys Asp His Pro Arg 

165 170 175 

Pro Asn Asn He Glu Ala He Glu Leu Ala Glu Thr Glu Glu Ala Ser 

180 185 190 

Ser He lie Asn Glu Gin Asp Arg Ala Arg Trp Arg Gly Ser Cys Ser 

195 200 205 

Ser Gly Asn Ser Gin Arg Arg Ser Pro Pro Ala Thr Lys Arg Asp Ser 

210 215 220 

Glu Val Lys Met Asp Phe Gin Arg He Glu Leu Ala Gly Ala Val Gly 
225 230 235 240 

Ser Lys Glu Glu Leu Glu Val Asp Phe Lys Lys Leu Lys Gin He Lys 

245 250 255 

Asn Arg Met Lys Lys Thr Asp Trp Leu Phe Leu Asn Ala Cys Val Gly 

260 265 270 

Val Val Glu Gly Asp Leu Ala Ala He Glu Ala Tyr Lys Ser Ser Gly 

275 280 285 

Gly Asp He Ala Arg Gin Leu Thr Ala Asp Glu Val Arg Leu Leu Asn 

290 295 300 

Arg Pro Ser Ala Phe Asp Val Gly Tyr Thr Leu Val His Leu Ala lie 
305 310 315 320 

Arg Phe Gin Arg Gin Asp Met Leu Ala He Leu Leu Thr Glu Val Ser 

325 330 335 

Gin Gin Ala Ala Lys Cys He Pro Ala Met Val Cys Pro Glu Leu Thr 

340 345 350 

Glu Gin He Arg Arg Glu He Ala Ala Ser Leu His Gin Arg Lys Gly 

355 360 365 

Asp Phe Ala Cys Tyr Phe Leu Thr Asp Leu Val Thr Phe Thr Leu Pro 

370 375 380 

Ala Asp He Glu Asp Leu Pro Pro Thr Val Gin Glu Lys Leu Phe Asp 
385 390 395 4 oo 

Glu Val Leu Asp Arg Asp Val Gin Lys Glu Leu Glu Glu Glu Ser Pro 

405 410 415 

He He Asn Trp Ser Leu Glu Leu Ala Thr Arg Leu Asp Ser Arg Leu 

420 425 430 

Tyr Ala Leu Trp Asn Arg Thr Ala Gly Asp Cys Leu Leu Asp Ser Val 

435 440 445 

Leu Gin Ala Thr Trp Gly He Tyr Asp Lys Asp Ser Val Leu Arg Lys 

450 455 460 

Ala Leu His Asp Ser Leu His Asp Cys Ser His Trp Phe Tyr Thr Arg 
465 470 475 * 480 

Trp Lys Asp Trp Glu Ser Trp Tyr Ser Gin Ser Phe Gly Leu His Phe 

485 490 495 

Ser Leu Arg Glu Glu Gin Trp Gin Glu Asp Trp Ala Phe He Leu Ser 

500 505 510 

Leu Ala Ser Gin Pro Gly Ala Ser Leu Glu Gin Thr His He Phe Val 

515 520 525 

Leu Ala His He Leu Arg Arg Pro He He Val Tyr Gly Val Lys Tyr 

. 530 535 54Q 

Tyr Lys Ser Phe Arg Gly Glu Thr Leu Gly Tyr Thr Arg Phe Gin Gly 
545 550 555 ~ 560 

Val Tyr Leu Pro Leu Leu Trp Glu Gin Ser Phe Cys Trp Lys Ser Pro 

565 570 C 575 

He Ala Leu Gly Tyr Thr Arg Gly His Phe Ser Ala Leu Val Ala Met 
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580 










585 








590 






Glu 


Asn 


Asp 


Gly 


Tyr 


Gly Asn 


Arg 


Gly 


Ala 


Gly Ala 


Asn 


Leu 


Asn 


Thr 






595 










600 








605 








Asp 


Asp 


Asp 


Val 


Thr 


He 


Thr 


Phe 


Leu 


Pro 


Leu Val 


Asp 


Ser 


Glu 


Arg 




610 










615 








620 










Lys 


Leu 


Leu 


His 


Val 


His 


Phe 


Leu 


Ser 


Ala 


Gin Glu 


Leu 


Gly 


Asn 


Glu 


625 










630 










635 








640 


Glu 


Gin 


Gin 


Glu 


Lys 


Leu 


Leu 


Arg 


Glu 


Trp 


Leu Asp 


Cys 


Cys 


Val 


Thr 










645 










650 








655 




Glu 


Gly 


Gly 


Val 


Leu 


Val 


Ala 


Met 


Gin 


Lys 


Ser Ser 


Arg 


Arg 


Arg 


Asn 








660 










665 








670 






His 


Pro 


Leu 


Val 


Thr 


Gin 


Met 


Val 


Glu 


Lys 


Trp Leu 


Asp 


Arg 


Tyr 


Arg 






675 










680 








685 








Gin 


He 


Arg 


Pro 


Cys 


Thr 


Ser 


Leu 


Ser 


Asp 


Gly Glu 


Glu 


Asp 


Glu 


Asp 



690 695 700 

Asp Glu Asp Glu 
705 



<210> 1235 

<211> 383 

<212> DNA 

<213> Homo sapiens 

<400> 1235 

gcgtctcagg ccgtgnctca gatacctgtc gatatgacga ccttgggcgc tgatttggtg 
60 

gccttcaccg gtcacaagat gtgcggtccg acgggtatcg gcattctctg gggacgctat 
120 

gacctcctcg ctgagctacc gcccttcctc ggaggcggcg agatgatcga ggtcgtgcgc 
180 

atggagggat cgacctacgc cgagcctcca catcgttttg aggcaggcac cccgccgatc 
240 

gcacagctgg ctgccctcgg ggtggccgcc gactacctag atggcatcgg gatgcaggcc 
300 

atcgccgagc acgaacatga gctggctgct cggatgctcg aagactacca gaccgtcaag 
360 

ggagtgcagc cggagagagg ctg 
383 

<210> 1236 

<211> 127 

<212> PRT 

<213> Homo sapiens 

<400> 1236 

Ala Ser Gin Ala Val Xaa Gin He Pro Val Asp Met Thr Thr Leu Gly 

15 10 15 

Ala Asp Leu Val Ala Phe Thr Gly His Lys Met Cys Gly Pro Thr Gly 

20 25 30 

He Gly He Leu Trp Gly Arg Tyr Asp Leu Leu Ala Glu Leu Pro Pro 

35 40 45 

Phe Leu Gly Gly Gly Glu Met He Glu Val Val Arg Met Glu Gly Ser 

50 55 60 

Thr Tyr Ala Glu Pro Pro His Arg Phe Glu Ala Gly Thr Pro Pro He 
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65 70 75 80 

Ala Gin Leu Ala Ala Leu Gly Val Ala Ala Asp Tyr Leu Asp Gly lie 

85 90 95 

Gly Met Gin Ala He Ala Glu His Glu His Glu Leu Ala Ala Arg Met 

100 105 110 

Leu Glu Asp Tyr Gin Thr Val Lys Gly Val Gin Pro Glu Arg Gly 
115 120 125 

<210> 1237 

<211> 1608 

<212> DNA 

<213> Homo sapiens 



<400> 1237 

ccatggccga agggccatac tctacaggcc tcctttctac agcaaaacag agcttcagct 
60 

acaccagcac attctgactc aacatggcta tacggttgtc atcgctgaag aaaggctcaa 
120 

tgctggccta gggccggggc tactagaaca aggtgatctg ggctcttggg atctgctcat 
180 

ttgcctgtct tctaagaaag cagaaggaac accctgtata tccaaggaag tcatgtgcca 
240 

gttaggttta catcaaaagg caaacagatt accagaaata cagcagccac tttgcagaaa 
300 

ggaaggatta tgtcaaatag ttagaagatt cccagaactg caacttccag tgagtccctc 
360 

tgtgtgtctg gatcagggaa tgcaattaaa gccgagtact tcgagtcacc ttttaaaaac 
420 

agtgaagcca cgtgtgtgga aaccagggga ctggagtcgt gaacagctga atgaaacgac 
480 

agtccttgct ccacatgaaa caatctttcg agccaaagat ctatctgtga ttcttaaagc 
540 

gtatgtgttg gtgacgtcct taaccccttt gcgtgcattc attcattcga ctggcacagt 
600 

ttggaatcca ccaaagaaaa aacgcttcac tgtcaagctg caaacatttt ttgagacatt 
660 

cctgagagcc agttcacctc aacaggcttt tgacattatg aaggaagcaa ttggcaaact 
720 

actgctagcc gctgaagtat tcagtgaaac atctactctg ggaccaaaga ccttccatag 
780 

atgcagattc tgctttcaac ttctaacttt tgatattggt tatggcagtt tcatgtaccc 
840 

tgtagtgctc caggtacacg agcatttaaa ttttcaagat tatgataata tggattttga 
900 

ggaccaaaat acagaagaat tccttttaaa tgacactttc aattttctct tccctaatga 
960 

atcatcactt tccatatttt ctgagatatt tcagagactt tatagatcag atgttttcaa 
1020 

gggtgaaaac tatcaaaagg aactaaatca gtgtctgtcc ttagaagaaa ttaactcaat 
1080 

tatgactttc ataaaggaac ttggaagtct gggacaattc caactgctct tcccatctac 
1140 

tactcctggg attcagtcac tgatgcatga attttatgat gtggcaaatc ctgtgggaaa 
1200 
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tcctggctca gtcctgaccc aatactggtc tcttttaaat gtatttgaac aatttcagtt 
1260 

catgaataaa aagacacagc cacatccact ggaatggaat tctttcacag aagataagaa 
1320 

cattgaaaaa ccacaagtgc catttgatgc aatagaaaat aaaaaagctg cagttccaca 
1380 

aattaaaaat gaaaataaag aaatacattg cagtgatgat gaaaacacac catgtcatat 
1440 

caagcagatc ttcacacatc cacatttgga actaaatcct gactttcatc caaagatcaa 
1500 

agattattac tgtgaagtcc catttgatgt ggtaacagtg acaattggag tggaaactcc 
1560 

taagtgtctg tgcaaggtgc acctgtacga gcaggcaggg ccaagctt 
1608 

<210> 1238 
<211> 458 
<212> PRT 

<213> Homo sapiens 



<400> 1238 



Met Cys 


Gin 


Leu 


Gly 


Leu 


His 


Gin 


Lys 


Ala 


Asn Arg 


Leu 


Pro 


Glu 


He 


1 






5 










10 










15 




Gin Gin 


Pro 


Leu 


Cys 


Arg 


Lys 


Glu 


Gly 


Leu 


Cys 


Gin 


He 


Val 


Arg 


Arg 






20 










25 










30 






Phe Pro 


Glu 


Leu 


Gin 


Leu 


Pro 


Val 


Ser 


Pro 


Ser 


Val 


Cys 


Leu 


Asp 


Gin 




35 










40 










45 








Gly Met 


Gin 


Leu 


Lys 


Pro 


Ser 


Thr 


Ser 


Ser 


His 


Leu 


Leu 


Lys 


Thr 


Val 


50 










55 










60 










Lys Pro 


Arg 


Val 


Trp 


Lys 


Pro 


Gly 


Asp 


Trp 


Ser 


Arg 


Glu 


Gin 


Leu 


Asn 


65 








70 










75 










80 


Glu Thr 


Thr 


Val 


Leu 


Ala 


Pro 


His 


Glu 


Thr 


lie 


Phe 


Arg 


Ala 


Lys 


Asp 








85 










90 










95 




Leu Ser 


Val 


lie 


Leu 


Lys 


Ala 


Tyr 


Val 


Leu 


Val 


Thr 


Ser 


Leu 


Thr 


Pro 






100 










105 










110 






Leu Arg 


Ala 


Phe 


He 


His 


Ser 


Thr 


Gly 


Thr 


Val 


Trp 


Asn 


Pro 


Pro 


Lys 




115 










120 










125 








Lys Lys 


Arg 


Phe 


Thr 


Val 


Lys 


Leu 


Gin 


Thr 


Phe 


Phe 


Glu 


Thr 


Phe 


Leu 


130 










135 










140 










Arg Ala 


Ser 


Ser 


Pro 


Gin 


Gin 


Ala 


Phe 


Asp 


He 


Met 


Lys 


Glu 


Ala 


He 


145 








150 










155 










160 


Gly Lys 


Leu 


Leu 


Leu 


Ala 


Ala 


Glu 


val 


Phe 


Ser 


Glu 


Thr 


Ser 


Thr 


Leu 








165 










170 










175 




Gly Pro 


Lys 


Thr 


Phe 


His 


Arg 


Cys 


Arg 


Phe 


Cys 


Phe 


Gin 


Leu 


Leu 


Thr 






180 










185 










190 






Phe Asp 


lie 


Gly 


Tyr 


Gly 


Ser 


Phe 


Met 


Tyr 


Pro 


Val 


Val 


Leu 


Gin 


Val 




195 










200 










205 








His Glu 


His 


Leu 


Asn 


Phe 


Gin 


Asp 


Tyr 


Asp 


Asn 


Met 


Asp 


Phe 


Glu 


Asp 


210 










215 










220 










Gin Asn 


Thr 


Glu 


Glu 


Phe 


Leu 


Leu 


Asn 


Asp 


Thr 


Phe 


Asn 


Phe 


Leu 


Phe 


225 








230 










235 










240 


Pro Asn 


Glu 


Ser 


Ser 


Leu 


Ser 


He 


Phe 


Ser 


Glu 


He 


Phe 


Gin 


Arg 


Leu 








245 










250 










255 




Tyr Arg 


Ser 


Asp 


Val 


Phe 


Lys 


Gly 


Glu 


Asn 


Tyr Gin 


Lys 


Glu 


Leu 


Asn 
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260 










265 










270 






Gin 


Cys 


Leu 


Ser 


Leu 


Glu 


Glu 


He 


Asn 


Ser 


He 


Met 


Thr 


Phe 


He 


Lys 




275 










280 










285 








Glu 


Leu 


Gly 


Ser 


Leu Gly Gin 


Phe 


Gin 


Leu 


Leu 


Phe 


Pro 


Ser 


Thr 


Thr 




290 










295 










300 










Pro 


Gly 


He 


Gin 


Ser 


Leu 


Met 


His 


Glu 


Phe 


Tyr 


Asp 


Val 


Ala 


Asn 


Pro 


305 










310 










315 










320 


Val 


Gly 


Asn 


Pro 


Glv 
325 


Ser 


Val 


Leu 


Thr 


Gin 
330 


Tyr 


Trp 


Ser 


Leu 


Leu 
335 


Asn 


Val 


Phe 


Glu 


Gin 
340 


Phe 


Gin 


Phe 


Met 


Asn 
345 


Lys 


Lys 


Thr 


Gin 


Pro 
350 


His 


Pro 


Leu 


Glu 


Tro 
355 


Asn 


Ser 


Phe 


Thr 


Glu 
360 


Asp 


Lys 


Asn 


He 


Glu 
365 


Lys 


Pro 


Gin 


Val 


Pro 
370 


Phe 


Asp 


Ala 


He 


Glu 
375 


Asn 


Lys 


Lys 


Ala 


Ala 
380 


Val 


Pro 


Gin 


He 


Lys 


Asn 


Glu 


Asn 


Lys 


Glu 


He 


His 


Cys 


Ser 


Asp 


Asp 


Glu 


Asn 


Thr 


Pro 


385 










390 










395 










400 


Cys 


His 


He 


Lys 


Gin 
405 


He 


Phe 


Thr 


His 


Pro 
410 


His 


Leu 


Glu 


Leu 


Asn 
415 


Pro 


Asp 


Phe 


His 


Pro 
420 


Lys 


He 


Lys 


Asp 


Tyr 
425 


Tyr 


Cys 


Glu 


Val 


Pro 
430 


Phe 


Asp 


Val 


Val 


Thr 


Val 


Thr 


He Gly 


Val 


Glu 


Thr 


Pro 


Lys 


Cys 


Leu 


Cys 


Lys 






435 










440 










445 








Val 


His 


Leu 


Tyr 


Glu 


Gin Ala 


Gly 


Pro 


Ser 
















450 










455 





















<210> 1239 
<211> 447 
<212> DNA 

<213> Homo sapiens 
<400> 1239 

atacctactg aacgtgaacg aacagaaagg ctaattaaaa ccaaattaag ggagatcatg 
60 

atgcagaagg atttggagaa tattacatcc aaagagataa gaacagagtt ggaaatgcaa 
120 

atggtgtgca acttgcggga attcaaggaa tttatagaca atgaaatgat agtgatcctt 
180 

ggtcaaatgg atagccctac acagatattt gagcatgtgt tcctgggctc agaatggaat 
240 

gcctccaact tagaggactt acagaaccga ggggtacggt atatcttgaa tgtcactcga 
300 

gagatagata actttttccc aggagtcttt gagtatcata acattcgggt atatgatgaa 
360 

gaggcaacgg atctcctggc gtactggaat gacacttaca aattcatctc taaagcaaag 
420 

aaacatggat ctaaatgcct tgtgcac 
447 

<210> 1240 
<211> 149 
<212> PRT 

<213> Homo sapiens 
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<400> 1240 

lie Pro Thr Glu Arg Glu Arg Thr 

1 5 
Arg Glu lie Met Met Gin Lys Asp 
20 

He Arg Thr Glu Leu Glu Met Gin 

35 40 
Lys Glu Phe He Asp Asn Glu Met 

50 55 
Ser Pro Thr Gin He Phe Glu His 
65 70 
Ala Ser Asn Leu Glu Asp Leu Gin 
85 

Asn Val Thr Arg Glu He Asp Asn 
100 

His Asn He Arg Val Tyr Asp Glu 
115 120 
Trp Asn Asp Thr Tyr Lys Phe He 

130 135 
Lys Cys Leu Val His 
145 

<210> 1241 
<211> 489 
<212> DNA 
<213> Homo sapiens 

<400> 1241 

acgcgtgtgc agcgtatcca gcaccgtcct cagaataata gctgtgaaaa ggaggaaggg 
60 

aactaggcag acagaccgac agataggggg aaaccgggat gtttaatgtg tccgaacaag 
120 

taggaagatc aatgaggcgc gagtgtgtgt gtgtacgtgt gcgcgtgtgt gtgtgagaga 
180 

gagagaaaga aagaagaaag gtcccgattg caacgtgtca gatcttgcaa ccttcccccc 
240 

acccaacaca acaaccctca gacacaaaaa caccattgct gactgatacc ccaggtcttc 
300 

agggttaaag gaaccgtgtg ttggcagcgc aattgtgcag acgctgtaag gccaaaacga 
360 

ggatttgtgt tgtgaggtcg gtggtgcgtt cttttctttc tcttctcgcc tgttttcccg 
420 

gagtgcctgg gttgcgagaa aggcgcatcg caggctgtgc agccgaatcg cttcgcaatt 
480 

attcatgct 
489 



Glu Arg 

10 
Leu Glu 
25 

Met Val 

He Val 

Val Phe 

Asn Arg 

90 
Phe Phe 
105 

Glu Ala 
Ser Lys 



Leu He Lys Thr 
Asn He 
Cys Asn 



He Leu 

60 
Leu Gly 
75 

Gly Val 

Pro Gly 

Thr Asp 

Ala Lys 
140 



Thr Ser 

30 
Leu Arg 
45 

Gly Gin 



Ser Glu 

Arg Tyr 

Val Phe 
110 
Leu Leu 
125 

Lys His 



Lys Leu 
15 

Lys Glu 

Glu Phe 

Met Asp 

Trp Asn 
80 

He Leu 
95 

Glu Tyr 
Ala Tyr 
Gly Ser 



<210> 1242 

<211> 127 

<212> PRT 

<213> Homo sapiens 



<400> 1242 

Met Asn Asn Cys Glu Ala He Arg Leu His Ser Leu Arg Cys Ala Phe 
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1 








5 10 




15 




Leu 


Ala 


Thr 


Gin 


Ala Leu Arg Glu Asn Arg Arg 


Glu Glu Lys Glu 


Lys 








20 


25 




30 




Asn 


Ala 


Pro 


Pro 


Thr Ser Gin His Lys Ser 


Ser 


Phe Trp Pro Tyr 


Ser 






35 




40 




45 




Val 


Cys 


Thr 


He 


Ala Leu Pro Thr His Gly 


Ser 


Phe Asn Pro Glu 


Asp 




SO 






55 




60 




Leu 


Gly 


Tyr 


Gin 


Ser Ala Met Val Phe Leu 


Cys 


Leu Arg Val Val 


Val 


65 








70 


75 




80 


Leu 


Gly 


Gly 


Gly 


Lys Val Ala Arg Ser Asp 


Thr 


Leu Gin Ser Gly 


Pro 










85 90 




95 




Phe 


Phe 


Phe 


Leu 


Ser Leu Ser Leu Thr His 


Thr 


Arg Ala His Val 


His 








100 


105 




110 




Thr 


His 


Thr 


Arg 


Ala Ser Leu He Phe Leu 


Leu 


Val Arg Thr His 








115 




120 




125 





<210> 1243 

<211> 390 

<212> DNA 

<213> Homo sapiens 

<400> 1243 

ntagactccg tcgatcccct catggagaat ccagtgtgcc aggtcccttc ggcgtactgg 
60 

gagatgatat acctaccggg aatgttcact gtctacttcg atggccagtt ctgggtcgga 
120 

gtcctagaga ggcgcgacga gggtttggtg cgtgccgtaa aagtcacgtt tggcgccgaa 
180 

ccgtctgaca cggaattgta cgggtgggtt agccgtcatg gcaacgcact tatagagcga 
240 

ttggagtcta ccgctgctgt ccctaccacc cgcagtcccc gagccaagcg actgaacccc 
300 

aagagggcgt tacgagatgc agcgcgagct gcccaagcac accgtgccag cacgnccgca 
360 

caggccgcga ttaaggccga tcaggaagct 
390 

<210> 1244 

<211> 130 

<212> PRT 

<213> Homo sapiens 



<400> 1244 



Xaa Asp 


Ser 


Val 


Asp 


Pro 


Leu 


Met 


Glu 


Asn 


Pro 


Val 


Cys 


Gin Val 


Pro 


l 








5 










10 








15 




Ser 


Ala 


Tyr 


Trp 


Glu 


Met 


He 


Tyr 


Leu 


Pro 


Gly 


Met 


Phe 


Thr Val 


Tyr 








20 










25 










30 




Phe 


Asp 


Gly 


Gin 


Phe 


Trp 


Val 


Gly 


Val 


Leu 


Glu 


Arg 


Arg 


Asp Glu 


Gly 






35 










40 










45 






Leu 


Val 


Arg 


Ala 


Val 


Lys 


Val 


Thr 


Phe 


Gly 


Ala 


Glu 


Pro 


Ser Asp 


Thr 




SO 










55 










60 








Glu 


Leu 


Tyr 


Gly 


Trp 


Val 


Ser 


Arg 


His 


Gly 


Asn 


Ala 


Leu 


He Glu 


Arg 


65 










70 










75 








80 


Leu 


Glu 


Ser 


Thr 


Ala 


Ala 


Val 


Pro 


Thr 


Thr 


Arg 


Ser 


Pro 


Arg Ala 


Lys 
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85 90 95 

Arg Leu Asn Pro Lys Arg Ala Leu Arg Asp Ala Ala Arg Ala Ala Gin 

100 105 110 

Ala His Arg Ala Ser Thr Xaa Ala Gin Ala Ala lie Lys Ala Asp Gin 
115 120 12S 

Glu Ala 
130 



<210> 1245 
<211> 339 
<212> DNA 

<213> Homo sapiens 



<400> 1245 

gccaagcagc aaaaaccaca gatcattgct 
60 

ccacaatcta tgcccgtgac ttttctgagc 
120 

tctggagagg aggaggtttc tgccactttt 
180 

ctgctgttca gtgaacttca gctgatttca 
240 

aaacttaagt cgaatctcta ccagccaaga 
300 

gaattaaatg atgggcagtg gcattctgtc 
339 



atgggaaatg tgtcattttc ttgttcacaa 
tccaggagtt ttttagcact gccagacttc 
caatttcgaa cttggaataa ggcagggctt 
gggggtatcc tcctctttct gagtgatgga 
aaattaccca gtgacatcac agcaggtgtc 
tctttatct 



<210> 1246 
<211> 113 
<212> PRT 

<213> Homo sapiens 



<400> 1246 

Ala Lys Gin Gin Lys Pro Gin He 

1 5 
Ser Cys Ser Gin Pro Gin Ser Met 
20 

Ser Phe Leu Ala Leu Pro Asp Phe 

35 40 
Thr Phe Gin Phe Arg Thr Trp Asn 

50 55 
Glu Leu Gin Leu He Ser Gly Gly 
65 70 
Lys Leu Lys Ser Asn Leu Tyr Gin 
85 

Thr Ala Gly Val Glu Leu Asn Asp 
100 

Ser 



He Ala Met Gly Asn Val Ser Phe 

10 15 
Pro Val Thr Phe Leu Ser Ser Arg 
25 30 
Ser Gly Glu Glu Glu Val Ser Ala 
45 

Lys Ala Gly Leu Leu Leu Phe Ser 
60 

He Leu Leu Phe Leu Ser Asp Gly 

75 80 
Pro Arg Lys Leu Pro Ser Asp He 

90 95 
Gly Gin Trp His Ser Val Ser Leu 
105 110 



<210> 1247 

<211> 366 

<212> DNA 

<213> Homo sapiens 
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<400> 1247 

ttgacctcca acccgggcac gcgcatcctg ccccagatcc cgatggatgg gcatgacctc 
60 

aacccggtgt ggcgggacgt cggcctgacc gtgcacccgc cgatgctcta catgggctac 
120 

gtcggtttct ccgtggcctt tgcgtttgcc atcgccgcct tgctcggcgg gcgcctcgat 
180 

gcggcctggg cgcgctggtc gcggccatgg accattgtgg cctgggcgtt cctcggtatc 
240 

ggtatcaccc tcggttcgtg gtgggcctac tacgaactcg gctggngcgg ctggtggttc 
300 

tgggaccccg gggaaaaccc cttcttcatg ccctggctgg ggggcacccc gctgattcac 
360 

tcgctg 
366 

<210> 1248 
<211> 122 
c212> PRT 

<213> Homo sapiens 
<400> 1248 

Leu Thr Ser Asn Pro Gly Thr Arg He Leu Pro Gin lie Pro Met Asp 

15 10 15 

Gly His Asp Leu Asn Pro Val Trp Arg Asp Val Gly Leu He Val His 

20 25 30 

Pro Pro Met Leu Tyr Met Gly Tyr Val Gly Phe Ser Val Ala Phe Ala 

3S 40 45 

Phe Ala He Ala Ala Leu Leu Gly Gly Arg Leu Asp Ala Ala Trp Ala 

50 55 60 

Arg Trp Ser Arg Pro Trp Thr He Val Ala Trp Ala Phe Leu Gly He 
65 70 75 80 

Gly He Thr Leu Gly Ser Trp Trp Ala Tyr Tyr Glu Leu Gly Trp Xaa 

85 90 95 

Gly Trp Trp Phe Trp Asp Pro Gly Glu Asn Pro Phe Phe Met Pro Trp 

100 105 110 

Leu Gly Gly Thr Pro Leu He His Ser Leu 
115 120 

<210> 1249 
<211> 374 
<212> DNA 

<213> Homo sapiens 
<400> 1249 

acgcgtgtcc tcaacaccct ggcgcccacg ctgattgccg tggaaccggt gccggcaatg 
60 

ggcgcgcagt tgagcaagct gctgccggat gtgcacctgg tcaatggcac tgccgaggcc 
120 

attccactgg aaagcgccgt ggcggatgcg gtggtgtgcg cacaagcctt ccattggttt 
180 

tccagcgagg cggccctggc ggaaatccat cgggtactca aaccggatgg gcgcctgggg 
240 
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ctggtgtgga atgtgcgcga cgagtcggtg gattgggtcg ccgccattac tcaaatcatc 
300 

acgccttatg aaggcgacac gccgcgcttt cataccggcc gttggcgcga agccttcact 
360 

ggcgagtatt tttg 
374 

<210> 1250 

<211> 124 

<212> PRT 

<213> Homo sapiens 

<400> 1250 



Thr 


Arg 


Val 


Leu 


Asn 


Thr Leu Ala 


Pro 


Thr 


Leu 


He 


Ala 


Val 


Glu 


Pro 


1 






5 






10 










15 




val 


Pro 


Ala 


Met 
20 


Gly 


Ala Gin Leu 


Ser 
25 


Lys 


Leu 


Leu 


Pro 


Asp 
30 


Val 


His 


Leu 


Val 


Asn 
35 


Gly 


Thr 


Ala Glu Ala 
40 


He 


Pro 


Leu 


Glu 


Ser 
45 


Ala 


Val 


Ala 


Asp 


Ala 
50 


Val 


Val 


Cys 


Ala Gin Ala 
55 


Phe 


His 


Trp 


Phe 
60 


Ser 


Ser 


Glu 


Ala 


Ala 


Leu 


Ala 


Glu 


He 


His Arg Val 


Leu 


Lys 


Pro 


Asp 


Gly 


Arg 


Leu 


Gly 


65 










70 






75 










80 


Leu 


Val 


Trp 


Asn 


Val 


Arg Asp Glu 


Ser 


val 


Asp Trp 


Val 


Ala 


Ala 


He 










85 






90 










95 




Thr 


Gin 


lie 


He 
100 


Thr 


Pro Tyr Glu 


Gly 
105 


Asp 


Thr 


Pro 


Arg 


Phe 
110 


His 


Thr 


Gly 


Arg 


Trp 
115 


Arg 


Glu 


Ala Phe Thr 
120 


Gly 


Glu 


Tyr 


Phe 











<210> 1251 

<211> 742 

<212> DNA 

<213> Homo sapiens 

<400> 1251 

accggtctct tcctcggaaa ggcagggccg aggggcttgc ggggcagcca tggaggcgac 
60 

gcggaggcgg cagcacgtgg gagcgacggg cggcccaggc gcgcagttgg gcgcctcctt 
120 

ccctgcaggc caggcatggc tctgtgagcg ctgatgaggc tgcccgcacg gctcccttcc 
180 

acctcgacct ctggttctac ttcacactgc agaactgggt tctggacttt gggcgtccca 
240 

ttgccatgct ggtattccct ctcgagtggt ttccactcaa caagcccagt gttggggact 
300 

acttccacat ggcctacaac gtcatcacgc cctttctctt gctcaagctc atcgagcggt 
360 

ccccccgcac cctgctacgc tccatcacgt acgtgagcat catcatcttc atcatgggtg 
420 

ccagcatcca cctggtgggt gactctgtca accaccgcct gctcttcagt ggctaccagc 
480 

accacctgtc tgtccgtgag aaccccatca tcaagaatct caagccggag acgctgaccg 
540 
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aetcctttga gctgctctac tattatgatg agtacctggg tcactgcatg tggtacatcc 
600 

ccctcttccc catcctcttc atgtacttca gcggctgctn ttactgcctc taaagctgag 
660 

agcttgattc cagggcctgc cctgctcctg gtggcaccca gtggcctgta ctactggtac 
720 

ctggtcaccg agggccagat ct 
742 

<210> 1252 
<211> 80 
<212> PRT 

<213> Homo sapiens 
<400> 1252 

Met Arg Leu Pro Ala Arg Leu Pro Ser Thr Ser Thr Ser Gly Ser Thr 

15 10 15 

Ser His Cys Arg Thr Gly Phe Trp Thr Leu Gly Val Pro Leu Pro Cys 

20 25 30 

Trp Tyr Ser Leu Ser Ser Gly Phe His Ser Thr Ser Pro Val Leu Gly 

35 40 45 

Thr Thr Ser Thr Trp Pro Thr Thr Ser Ser Arg Pro Phe Ser Cys Ser 

50 55 60 

Ser Ser Ser Ser Gly Pro Pro Ala Pro Cys Tyr Ala Pro Ser Arg Thr 
65 70 75 80 

<210> 1253 

<211> 675 

<212> DNA 

<213> Homo sapiens 

<400> 1253 

gggccccctc ccaggcgctt tctgggagct tttagaactg cgctctgaag tttccagaga 
60 

gcgaggagct tttgcggcag gcagagacaa tggaagaaaa tgaaagccag aaatgtgagc 
120 

cgtgccttcc ttactcagca gacagaagac agatgcagga acaaggcaaa ggcaatctgc 
180 

atgtaacatc accagaagat gcagaatgcc gcagaaccaa ggaacgcctt tctaatggaa 
240 

acagtcgtgg ttcagtttcc aagtcttccc gcaatatccc aaggagacac accctagggg 
300 

ggccccgaag ttccaaggaa atactgggaa tgcaaacatc tgagatggat cggaagagag 
360 

gaaaaagcgt tcctagaaca tctgaagcag aagtaccccc accacgcctc tgcaatcatg 
420 

ggtcaccaag agaggctgag agaccagaca aggatcccca aactgtctca cagtcctcaa 
480 

ccacccagtg tgggtgaccc ggtcgagcat ttatcagaga cgtccgctga ttctttggaa 
540 

gccatgtctg agggggatgc tccaacccct ttttccagag gcagccggac tcgtgcgagc 
600 

cttcccgtgg tgaggtcaac caaccagacg aaagaaagat ctctgggggt tctctatctc 
660 
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cagtatggag atgaa 
675 

<210> 1254 
<211> 86 
<212> PRT 

<213> Homo sapiens 



<400> 1254 

Met Gly His Gin Glu 

1 5 
Ser His Ser Pro Gin 
20 

Ser Glu Thr Ser Ala 
35 

Pro Thr Pro Phe Ser 
50 

Val Arg Ser Thr Asn 
65 

Leu Gin Tyr Gly Asp 
85 



Arg Leu Arg Asp Gin Thr 
10 

Pro Pro Ser Val Gly Asp 
25 

Asp Ser Leu Glu Ala Met 
40 

Arg Gly Ser Arg Thr Arg 

55 

Gin Thr Lys Glu Arg Ser 
70 75 
Glu 



Arg lie Pro Lys Leu 
15 

Pro Val Glu His Leu 
30 

Ser Glu Gly Asp Ala 
45 

Ala Ser Leu Pro Val 
60 

Leu Gly Val Leu Tyr 
80 



<210> 1255 

<211> 401 

<212> DNA 

<213> Homo sapiens 



<400> 1255 

ncgccgatta ccaaggctat ggatgtgtgg gccttgggcg taacgctata ctgtctgctg 
60 

ttcggtcgag tgccatttga tgcagagacg gagtacttgc tgctggaaag tatcctgcat 
120 

gacgattatg ccgtcccgac gcacatgggt agcgaccgcg tgttggtagg cccgcgacca 
180 

gcacgttggc cctcgtcgca agagacgccc aacgtgccgc tgtccggcga ggcgcatgca 
240 

gtacgccatc tgctcgatgc ccttctcgac aaggatccag cgacgcgcct cactctcgat 
300 

cgtgttataa cacacccatg gctcgtggca gagtcatggt aatagtagca attgtatata 
360 

ccctcatcac caagatggcc aaagcggtac aaggcccgcg g 
4 01 



<210> 1256 

<211> 113 

<212> PRT 

<213> Homo sapiens 



<400> 1256 

Xaa Pro He Thr Lys Ala Met Asp 

1 5 
Tyr Cys Leu Leu Phe Gly Arg Val 
20 

Leu Leu Leu Glu Ser He Leu His 



Val Trp Ala Leu Gly Val Thr Leu 

10 15 
Pro Phe Asp Ala Glu Thr Glu Tyr 
25 30 
Asp Asp Tyx Ala Val Pro Thr His 
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35 40 
Met Gly Ser Asp Arg Val Leu Val 

50 55 
Ser Ser Gin Glu Thr Pro Asn Val 
65 70 
Val Arg His Leu Leu Asp Ala Leu 
85 

Leu Thr Leu Asp Arg Val He Thr 
100 

Trp 



45 

Gly Pro Arg Pro Ala Arg Trp Pro 
60 

Pro Leu Ser Gly Glu Ala His Ala 

75 80 
Leu Asp Lys Asp Pro Ala Thr Arg 

90 95 
His Pro Trp Leu Val Ala Glu Ser 
105 110 



<210> 1257 

<211> 294 

<212> DNA 

<213> Homo sapiens 



<400> 1257 

cgcgtacagc tgattgaagg tgatgtcgcc aacgccgacc tggtggcgca agccgccatc 
60 

ggcgccacgg cggtggtgca tttggcagcg gtggcttcgg tgcaagcctc ggtggatgac 
120 

ccggtcagca cgcgccagag caattttgtc ggcaccttga atgtctgcga agccatgcgc 
180 

aaggccggtg tgaagcgtgt ggtatttgct tccagcgttg cggtgtatgg caacaatggc 
240 

gagggcgctt cgattgacga agagaccatc aaggccccgc tgacgcctta cgcg 
294 



<210> 1258 

<211> 98 

<212> PRT 

<213> Homo sapiens 



<400> 1258 

Arg Val Gin Leu He Glu Gly Asp 

1 5 
Gin Ala Ala He Gly Ala Thr Ala 
20 

Ser Val Gin Ala Ser Val Asp Asp 

35 40 
Phe Val Gly Thr Leu Asn Val Cys 

50 55 
Lys Arg Val Val Phe Ala Ser Ser 
65 70 
Glu Gly Ala Ser He Asp Glu Glu 
85 

Tyr Ala 



Val Ala Asn Ala Asp Leu Val Ala 

10 15 
Val Val His Leu Ala Ala Val Ala 
25 30 
Pro Val Ser Thr Arg Gin Ser Asn 
45 

Glu Ala Met Arg Lys Ala Gly Val 
60 

Val Ala Val Tyr Gly Asn Asn Gly 

75 80 
Thr He Lys Ala Pro Leu Thr Pro 
90 95 



<210> 1259 

<211> 417 

<212> DNA 

<213> Homo sapiens 
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<400> 1259 

nnacactcta gcctctgact caaggaagct gcccagggtc ttgcccttcg gtttgggggg 
60 

atcccgtccc ccttcgtctg gagcagacat agtgagaacg tgagaagctg caggcgtggc 
120 

ctcaccgtgg tgtgttccaa gatgtccagg gccaaggatg ccgtgtcctc cggggtggcc 
180 

agcgtggtgg acgtggctaa gggagtggtc cagggaggcc tggacaccac tcggtctgca 
240 

cttacgggca ccaaggaggc ggtgtccagc ggggtcacag gggccatgga catggctaag 
300 

ggggccgtcc aagggggtct ggacacctcg aaggctgtcc tcaccggcac caaggacacg 
360 

gtgtccactg ggctcacggg ggcagtgaat gtggccaaag ggcccgtaca ggccggc 
417 

<210> 1260 
<211> 133 
<212> PRT 

<213> Homo sapiens 
<400> 1260 



Leu Lys 


Glu 


Ala 


Ala 


Gin 


Gly 


Leu 


Ala 


Leu 


Arg 


Phe 


Gly 


Gly 


He 


Pro 


1 






5 










10 










15 




Ser Pro 


Phe 


Val 


Trp 


Ser 


Arg 


His 


Ser 


Glu 


Asn 


Val 


Arg 


Ser 


Cys 


Arg 






20 










25 










30 






Arg Gly 


Leu 


Thr 


val 


Val 


Cys 


Ser 


Lys 


Met 


Ser Arg 


Ala 


Lys 


Asp 


Ala 




35 










40 










45 








Val Ser 


Ser 


Gly 


Val 


Ala 


Ser 


Val 


Val 


Asp 


Val 


Ala 


Lys 


Gly 


Val 


Val 


50 










55 










60 










Gin Gly 


Gly 


Leu 


Asp 


Thr 


Thr 


Arg 


Ser 


Ala 


Leu 


Thr 


Gly 


Thr 


Lys 


Glu 


65 








70 










75 










80 


Ala Val 


Ser 


Ser 


Gly 


Val 


Thr 


Gly 


Ala 


Met 


Asp 


Met 


Ala 


Lys 


Gly 


Ala 








85 










90 










95 




Val Gin 


Gly 


Gly 


Leu 


Asp 


Thr 


Ser 


Lys 


Ala 


Val 


Leu 


Thr 


Gly 


Thr 


Lys 






100 










105 










110 






Asp Thr 


Val 


Ser 


Thr 


Gly 


Leu 


Thr 


Gly 


Ala 


Val 


Asn 


Val 


Ala 


Lys 


Gly 




115 










120 










12 5 








Pro val 


Gin 


Ala 


Gly 

























130 



<210> 1261 
<211> 330 
<212> DNA 

<213> Homo sapiens 
<400> 1261 

ngtgcacgtg ccgttcggca tcaggagatg aacatggatt tgaacgctga agtcgatcag 
60 

ctggtccgcc aatcccagac ctggatcccc ttgatcatgg agtacggcag ccgcctgctg 
120tgaccctggc ggtcggctgg tggatcgaca acaaggtcag cgcccgcctg 180 
ggcaaactgg taggcctgcg caacgccgac ctggcactgc aaggctttat cagcaccttg 
240 
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tcgaacatcg ggctgaaagt gctgctgttc gtcagtgtgg cgtcgatgat cggcattgag 
300 

accacctcgt tcgtcgcgga catcggtgct 
330 

<210> 1262 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 1262 



Xaa Ala 


Arg 


Ala 


Val Arg His Gin 


Glu 


Met 


Asn 


Met 


Asp 


Leu 


Asn 


Ala 


l 






5 




10 










15 




Glu Val 


Asp 


Gin 
20 


Leu Val Arg Gin 


Ser 
25 


Gin 


Thr 


Trp 


He 


Pro 
30 


Leu 


He 


Met Glu 


Tyr 
35 


Gly 


Ser Arg Leu Leu 
40 


Leu 


Ala 


Leu 


Leu 


Thr 
45 


Leu 


Ala 


Val 


Gly Trp 


Trp 


He 


Asp Asn Lys Val 


Ser 


Ala 


Arg 


Leu 


Gly 


Lys 


Leu 


Val 


50 






55 








60 










Gly Leu 


Arg 


Asn 


Ala Asp Leu Ala Leu 


Gin 


Gly 


Phe 


He 


Ser 


Thr 


Leu 


65 






70 






75 










80 


Ser Asn 


lie 


Gly 


Leu Lys Val Leu 
85 


Leu 


Phe 
90 


Val 


Ser 


Val 


Ala 


Ser 
95 


Met 


lie Gly 


He 


Glu 
100 


Thr Thr Ser Phe 


Val 
105 


Ala 


Asp 


He 


Gly 


Ala 
110 







<210> 1263 

<211> 351 

<212> DNA 

<213> Homo sapiens 



<400> 1263 

acgcgtggac gatggacttc gtcggtctgc ggtacgacga agggctcaac attgccggtg 
60 

gcatcgatga tgagtttgct cgcctgggca acacctagca gcaatggcat cgatagtccc 
120 

tgcccagcct gctccatttc gacgacgatg gtcgccgggt tcagtttctt ctcgctccac 
180 

gtcaacagac cgtcaccgtg gttgacgatc tcgccggtgg aggcgtcctt gacgacgatc 
240 

tggccacgcg ccagggaata catctcccca tccacccaaa agaacgcccc caagctgggc 
300 

atcttggcca gcccgatgat cgagagggtt tcaacaagcg actcgggatc c 

<210> 1264 
<211>, 100 
<212> PRT 

<213> Homo sapiens 
<400> 1264 

Met Pro Ser Leu Gly Ala Phe Phe Trp Val Asp Gly Glu Met Tyr Ser 

15 10 15 

Leu Ala Arg Gly Gin He Val Val Lys Asp Ala Ser Thr Gly Glu He 
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20 25 30 

Val Asn His Gly Asp Gly Leu Leu Thr Trp Ser Glu Lys Lys Leu Asn 

35 40 45 

Pro Ala Thr lie Val Val Glu Met Glu Gin Ala Gly Gin Gly Leu Ser 

50 55 60 

Met Pro Leu Leu Leu Gly Val Ala Gin Ala Ser Lys Leu He lie Asp 
65 70 75 80 

Ala Thr Gly Asn Val Glu Pro Phe Val Val Pro Gin Thr Asp Glu Val 
85 90 95 

His Arg Pro Arg 
100 

<210> 1265 
<211> 318 
<212> DNA 

<213> Homo sapiens 
<400> 1265 

accggtgtat gcaactgaaa tgctgtccga tatgcctgcg ctccagctcg tgaatcgaaa 
60 

gttggataac gctcgcttgg tggaatcgtc gctacggaag cttatcaagg atacggatgc 
120 

tgctgcaccg ccaaaattat ggacgccccc cgaccccact cgctctgacg ataccattgc 
180 

acagccgaaa gtgcaaccag cccaagcagt gggagatgac tcgatcatgt cggtcgatga 
240 

gcctgatgca accgtccatg acatgccact caccacgaca ctcgacaacg tgggtcgctc 
300 

agatccatcg cgacgcgt 
318 

<210> 1266 
<211> 99 
<212> PRT 

<213> Homo sapiens 
<400> 1266 

Met Leu Ser Asp Met Pro Ala Leu Gin Leu Val Asn Arg Lys Leu Asp 

15 10 15 

Asn Ala Arg Leu Val Glu Ser Ser Leu Arg Lys Leu He Lys Asp Thr 

20 25 30 

Asp Ala Ala Ala Pro Pro Lys Leu Trp Thr Pro Pro Asp Pro Thr Arg 

35 40 45 

Ser Asp Asp Thr He Ala Gin Pro Lys Val Gin Pro Ala Gin Ala Val 

50 55 60 

Gly Asp Asp Ser He Met Ser Val Asp Glu Pro Asp Ala Thr Val His 
65 70 75 80 

Asp Met Pro Leu Thr Thr Thr Leu Asp Asn Val Gly Arg Ser Asp Pro 
85 90 95 

Ser Arg Arg 



<210> 1267 
<211> 343 
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<212> DNA 

<213> Homo sapiens 
<400> 1267 

nggacacttg tgggaaatgc cccacagcct gtgtttttat tccccttgtg aacacttgtg 
60 

ggaactgtcc cacggcccgt gtttctgtgc gcctgcagac actcgtggga aatgccccac 
120 

aacctgtgtt tttgttcccc ttgtgaacac tcgtgggaaa tgccccacaa cctgtgtttt 
180 

tattcccctt gtgaacactc gtgggaaatg tcccatggcc cgtgtttccg tgcacctgcg 
240 

gatactcatc aaacaccagg ctgtcattgg ggacagggtg agctctggct gttggtgcag 
3 00 

catggtagga agagcaccaa gtcctggact ctgttgattt ata 
343 

<210> 1268 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 1268 



Met 


Pro 


His 


Ser Leu Cys 


Phe Tyr Ser 


Pro 


Cys Glu His 


Leu Trp Glu 


1 






5 




10 




IS 


Leu 


Ser 


His 


Gly Pro Cys 


Phe Cys Ala 


Pro 


Ala Asp Thr 


Arg Gly Lys 








20 


25 






30 


Cys 


Pro 


Thr 


Thr Cys Val 


Phe Val Pro 


Leu 


Val Asn Thr 


Arg Gly Lys 






35 




40 




45 


Cys 


Pro 


Thr 


Thr Cys Val 


Phe He Pro 


Leu 


val Asn Thr 


Arg Gly Lys 




50 






55 




60 


Cys 


Pro 


Met 


Ala Arg Val 


Ser Val His 


Leu 


Arg He Leu 


He Lys His 


65 






70 






75 


80 


Gin 


Ala 


Val 


lie Gly Asp Arg Val Ser 


Ser 


Gly Cys Trp 


Cys Ser Met 








85 




90 




95 


Val 


Gly Arg 


Ala Pro Ser 


Pro Gly Leu 


Cys 







100 105 



<210> 1269 

<211> 391 

<212> DNA 

<213> Homo sapiens 

<400> 1269 

tcgcgatccg gagcgatcgg tgctgcagat ggctggcgac gccctgcggg gcgcattgcg 
60 

ggacgccgac ctggagccgg ccgccctaga cgggctgatc gtccaggtgg ggtccccccg 
120 

cggcgcggac tacgacaccg tgtccgaaac ctttggtctt tcgccacaat tctgcagcca 
180 

gacctggggc gcacggccgg ttcaccgcaa cggtgatcct ggcagcggcc atggcggtgt 
240 

ccagcggcct cgcgcggcgg gtggcttgcc tcatgggcat gaagaattcg gacctcgggc 
300 
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ggttgggtga ggcggacaat ccctttcatc atgagcaatt ccgggagaat ggcgggccgc 
360 

acggggaaga gggttggatc ggcatggcct c 
391 

<210> 1270 

<211> 110 

<212> PRT 

<213> Homo sapiens 

<400> 1270 



Met Met 


Lys 


Gly 


He 


Val Arg Leu Thr 


Gin Pro Pro 


Glu 


Val 


Arg 


He 


1 






5 




10 






15 




Leu His 


Ala 


His 


Glu 


Ala Ser His Pro 


Pro Arg Glu 


Ala 


Ala 


Gly 


His 






20 




25 






30 






Arg His 


Gly 


Arg 


Cys 


Gin Asp His Arg 


Cys Gly Glu 


Pro 


Ala 


Val 


Arg 




35 






40 




45 








Pro Arg 


Ser 


Gly 


Cys 


Arg He Val Ala 


Lys Asp Gin 


Arg 


Phe 


Arg 


Thr 


50 








55 


60 










Arg Cys 


Arg 


Ser 


Pro 


Arg Arg Gly Gly 


Thr Pro Pro 


Gly 


Arg 


Ser 


Ala 


65 








70 


75 








80 


Arg Leu 


Gly 


Arg 


Pro 


Ala Pro Gly Arg 


Arg Pro Ala 


Met 


Arg 


Pro 


Ala 








85 




90 






95 




Gly Arg 


Arg 


Gin 


Pro 


Ser Ala Ala Pro 


He Ala Pro 


Asp 


Arg 










100 




105 






110 







<210> 1271 

<211> 661 

<212> DNA 

<213> Homo sapiens 

<400> 1271 

acgcgtcgtt actggccacc tgcgagcgca ccagggtagg cagcactcgg tctccgtcga 
60 

accagaaagc gtcatcgggg tggtgaacga gaacgggcga tgttgtggtg ggacggataa 
120 

cccccggttg cgtcaccata tggcccacta aagagttcac cagggttgat ttaccagccc 
180 

cggtcgaccc tcctaccacc gccagaagcg gcgcatcaat agtctctaag cgcggcaaaa 
240 

tatagtcgtt aagctggtta gcgatgcgtc gtgccagccc ggcctgagta atagcctccg 
300 

gcaaatccaa ggggaactgg gcctgacgca ggttgtgccg cagatcggtc aacgacagca 
360 

gtatctgctc agtgttcatg gtgatccttc ctggtcactc gtcaggcctg tggcggcgcc 
420 

cactgcaact cgttgttgac cggctggttg cgacgtcgct tgaggaatgc gggcagtctc 
480 

ggcttcgaca atttggcacc tcgggcgacg gtgatagccg ccgggcgcag cacgttcata 
540 

cggttgatga gctcgatctg aagcggacca ggatcatcgt ccaacccacg cacaatggcg 
600 

tcacgaagat aagcaagatc tgtcccaacg cgcaggaact ctaacgtgtg ccaccaccgg 
660 
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t 

661 

<210> 1272 
c211> 126 
<212> PRT 

<213> Homo sapiens 
<400> 1272 



Met Asn 


Thr 


Glu 


Gin He Leu Leu 


Ser 


Leu Thr Asp Leu Arg His Asn 


1 






5 




10 




15 


Leu Arg 


Gin 


Ala 


Gin Phe Pro Leu 


Asp 


Leu 


Pro 


Glu Ala He Thr Gin 






20 




25 






30 


Ala Gly 


Leu 


Ala 


Arg Arg lie Ala 


Asn 


Gin 


Leu 


Asn Asp Tyr He Leu 




35 




40 








45 


Pro Arg 


Leu 


Glu 


Thr lie Asp Ala 


Pro 


Leu 


Leu 


Ala Val Val Gly Gly 


50 






55 








60 


Ser Thr 


Gly 


Ala 


Gly Lys Ser Thr 


Leu 


Val 


Asn 


Ser Leu Val Gly His 


65 






70 






75 


80 


Met Val 


Thr 


Gin 


Pro Gly Val He 


Arg 


Pro 


Thr 


Thr Thr Ser Pro Val 








85 




90 




95 


Leu Val 


His 


His 


Pro Asp Asp Ala 


Phe 


Trp 


Phe 


Asp Gly Asp Arg Val 






100 




105 






110 


Leu Pro 


Thr 


Leu 


Val Arg Ser Gin 


Val 


Ala 


Ser 


Asn Asp Ala 




115 




120 








125 



<210> 1273 

<211> 489 

<212> DNA 

<213> Homo sapiens 



<400> 1273 

gccggcgaga ccggtgccgg aaagaccatg gtggtcaccg gtattggttt gctgctcggc 
60 

gacaaggctg acactggatt ggtccggcat ggctgcgatc gtgccgtcgt cgaagccgtt 
120 

ctcgacacgc ctgatgccgg tcgcgtcagc gagcttggcg gaacagtcga ggatggtgag 
180 

gttatctgcg ctcgacacat cacgagtcgt cgctctcgag cgctgcttgg aggagctcaa 
24 0 

gttaccgcta gtcagctggc ccacatcgtt ggggatcagg tgaccatcca tggccaatct 
300 

gaacaagtga ggttggtcga cgcagcgcgg cagctcgacg tcgttgaccg ggctgccgga 
360 

gatgagctgg caggctacct aagtcgacat gcacagctgt ggtcggagtt tcgtgctgca 
420 

tcccagcgtc ttcagcgcct caacgaggat cgcgctgggg ccgagatgga acgcgaggtg 
4 80 

cttacgcgt 
489 

<210> 1274 
<211> 163 
<212> PRT 
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<213> Homo sapiens 
<400> 1274 

Ala Gly Glu Thr Gly Ala Gly Lys Thr Met Val Val Thr Gly He Gly 

15 10 15 

Leu Leu Leu Gly Asp Lys Ala Asp Thr Gly Leu Val Arg His Gly Cys 

20 25 30 

Asp Arg Ala Val Val Glu Ala Val Leu Asp Thr Pro Asp Ala Gly Arg 

35 40 45 

Val Ser Glu Leu Gly Gly Thr Val Glu Asp Gly Glu Val He Cys Ala 

50 55 60 

Arg His He Thr Ser Arg Arg Ser Arg Ala Leu Leu Gly Gly Ala Gin 
65 70 75 80 

Val Thr Ala Ser Gin Leu Ala His He Val Gly Asp Gin Val Thr He 

85 90 95 

His Gly Gin Ser Glu Gin Val Arg Leu Val Asp Ala Ala Arg Gin Leu 

100 105 110 

Asp Val Val Asp Arg Ala Ala Gly Asp Glu Leu Ala Gly Tyr Leu Ser 

115 120 125 

Arg His Ala Gin Leu Trp Ser Glu Phe Arg Ala Ala Ser Gin Arg Leu 

130 135 140 

Gin Arg Leu Asn Glu Asp Arg Ala Gly Ala Glu Met Glu Arg Glu Val 
145 150 155 160 

Leu Thr Arg 



<210> 1275 

<211> 384 

<212> DNA 

<213> Homo sapiens 

<400> 1275 

nngctagcaa gtgcaagtac gagcaaaagt tatcagcaac agcgggaggc tgaacttctc 
60 

gtcgcacggc tagaggggga aatgcacgca cacagcgacc cgaccccgtc gccacaacca 
120 

cccgaggatg cagggttgat tgatgttgcc ctgaaagagg cgaagaaagc ctttgatgaa 
180 

ggcaaggtcg atctaatgga taaactcaat caggagatac ttcgcctggc aaacgaattc 
240 

ggtgcgctcg ggcttgaatc tattgagctt ggctccgacg cgaagatggc agtacgcaaa 
300 

ggcaatcaga aatcagcgtt cagcaggctg actcccggtg aacgtctcag gctgcgcatt 
360 

gctacagcca tcgcgttgtt acgc 
384 

<210> 1276 

<211> 128 

<212> PRT 

<213> Homo sapiens 

<400> 1276 

Xaa Leu Ala Ser Ala Ser Thr Ser Lys Ser Tyr Gin Gin Gin Arg Glu 
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15 10 15 

Ala Glu Leu Leu Val Ala Arg Leu Glu Gly Glu Met His Ala His Ser 

20 25 30 

Asp Pro Thr Pro Ser Pro Gin Pro Pro Glu Asp Ala Gly Leu He Asp 

35 40 45 

Val Ala Leu Lys Glu Ala Lys Lys Ala Phe Asp Glu Gly Lys Val Asp 

50 55 60 

Leu Met Asp Lys Leu Asn Gin Glu He Leu Arg Leu Ala Asn Glu Phe 
65 70 75 so 

Gly Ala Leu Gly Leu Glu Ser He Glu Leu Gly Ser Asp Ala Lys Met 

85 90 95 

Ala Val Arg Lys Gly Asn Gin Lys Ser Ala Phe Ser Arg Leu Thr Pro 

100 105 no 

Gly Glu Arg Leu Arg Leu Arg He Ala Thr Ala He Ala Leu Leu Arg 
ilS 120 125 

<210> 1277 

<211> 392 

<212> DNA 

<213> Homo sapiens 

<400> 1277 

cagtttcagc cccgctgtgt gtccccaatt cctgtctctc ctaccagccg gattcagaac 

ccagtggctt tcctcagctc tgttctgcct tctctccctg ccatcccacc cacaaatgcc 
120 

atggggctgc ctagaagtgc accatccatg ccatcccagg gattagcgaa gaaaaataca 
180 

aagtctcctc aaccagtgaa tgatgataac attcgtgaaa ctaagaacgc agtgattcga 
240 

gacttgggga aaaaaataac tttcagtgat gtcagaccaa accagcagga gtacaaaatt 
300 

tcaagctttg agcagaggct gatgaatgaa atagagtttc gcttggaacg tactcctgtt 
360 

gatgaatcac atgatgaaat tcaacatgat gg 
392 

<210> 1278 

<211> 130 

c212> PRT 

<213> Homo sapiens 

<400> 1278 

Gin Phe Gin Pro Arg Cys Val Ser Pro He Pro Val Ser Pro Thr Ser 

1 5 10 is 

Arg He Gin Asn Pro Val Ala Phe Leu Ser Ser Val Leu Pro Ser Leu 

20 25 30 

Pro Ala He Pro Pro Thr Asn Ala Met Gly Leu Pro Arg Ser Ala Pro 

35 40 45 

Ser Met Pro Ser Gin Gly Leu Ala Lys Lys Asn Thr Lys Ser Pro Gin 

50 55 60 

Pro Val Asn Asp Asp Asn He Arg Glu Thr Lys Asn Ala Val He Arq 
65 ™ 75 80 

Asp Leu Gly Lys Lys He Thr Phe Ser Asp Val Arg Pro Asn Gin Gin 
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85 90 95 

Glu Tyr Lys lie Ser Ser Phe Glu Gin Arg Leu Met Asn Glu lie Glu 

100 105 110 

Phe Arg Leu Glu Arg Thr Pro Val Asp Glu Ser His Asp Glu He Gin 
115 120 125 

His Asp 
130 

<210> 1279 
<211> 297 
<212> DNA 

<213> Homo sapiens 
<400> 1279 

atggagtcgc agactctccg ccacatgatc gaggacgact gcgccgacaa cggcatccca 
60 

ctccccaacg tcaactccag gatcctctct aaggtcatcg agtactgcaa cagtcacgtc 
120 

cacgccgccg ccaaacccgc tgactccgct gcctccgagg gcggcgagga cctcaagagc 
180 

tgggacgcga agttcgtcaa ggtggaccag gctacgctct tcgacctcat cctggctgcc 
240 

aactatctga acatcaaggg attgctggac ctgacctgcc agacgggtgc tgacatg 
297 

<210> 1280 
<211> 99 
<212> PRT 

<213> Homo sapiens 
<400> 1280 

Met Glu Ser Gin Thr Leu Arg His Met He Glu Asp Asp Cys Ala Asp 

15 10 15 

Asn Gly He Pro Leu Pro Asn Val Asn Ser Arg He Leu Ser Lys Val 

20 25 30 

He Glu Tyr Cys Asn Ser His Val His Ala Ala Ala Lys Pro Ala Asp 

35 40 45 

Ser Ala Ala Ser Glu Gly Gly Glu Asp Leu Lys Ser Trp Asp Ala Lys 

50 55 60 

Phe Val Lys Val Asp Gin Ala Thr Leu Phe Asp Leu He Leu Ala Ala 
65 70 75 80 

Asn Tyr Leu Asn He Lys Gly Leu Leu Asp Leu Thr Cys Gin Thr Gly 
85 90 95 

Ala Asp Met 



<210> 1281 
<211> 515 
<212> DNA 

<213> Homo sapiens 
<400> 1281 

acgcgtgaag ggggctttgg aggggatggc ttctggactg cacgatgggt gaacacagtt 
60 
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ttttaaactc ttttccacat ctgtataggt ttgaaaatta tcaacaactc atggggaggg 
120 

tggcgtgcca ggtcatggct gcctggagcc cttctgagga gggccggctc aaccgaggac 
180 

gccctcccca ctaccaagta ggcactgcgg gcaggagtcg ccacccccac cccaaggaag 
240 

ttcagaacag gcaacaggag gagcctgact ccaacagagt tggtgtcatc cggcgcatcg 
300 

ctaaggacgt cacaacacat caactctggg agcccaaggg ggtgtgtggt ccactcaagg 
360 

ggaagatgat ccagaagctc tgctccctcc ctttgctttt gaagaacaca ggagtgacac 
420 

gtggggaatc taccggctta atttcttctt agtaacaggc atagtaggat caaaaaattt 
480 

ttgcttctaa tttttaaaaa cattcaatgt gtaca 
515 

<210> 1282 
<211> 135 
c212> PRT 

<213> Homo sapiens 



<400> 1282 














Met Gly Glu 


His 


Ser 


Phe 


Leu Asn Ser Phe Pro His 


Leu 


Tyr Arg Phe 


1 




5 




10 




15 


Glu Asn Tyr 


Gin 


Gin 


Leu 


Met Gly Arg Val Ala Cys 


Gin 


Val Met Ala 




20 






25 




30 


Ala Trp Ser 


Pro 


Ser 


Glu 


Glu Gly Arg Leu Asn Arg 


Gly 


Arg Pro Pro 


35 








40 


45 


His Tyr Gin 


Val 


Gly 


Thr 


Ala Gly Arg Ser Arg His 


Pro 


His Pro Lys 


50 








55 60 




Glu Val Gin 


Asn 


Arg 


Gin 


Gin Glu Glu Pro Asp Ser 


Asn 


Arg Val Gly 


65 






70 


75 




80 


Val He Arg 


Arg 


He 


Ala 


Lys Asp Val Thr Thr His 


Gin 


Leu Trp Glu 






85 




90 




95 


Pro Lys Gly 


Val 


Cys 


Gly Pro Leu Lys Gly Lys Met 


He 


Gin Lys Leu 




100 






105 




110 


Cys Ser Leu 


Pro 


Leu 


Leu 


Leu Lys Asn Thr Gly Val 


Thr 


Arg Gly Glu 


115 








120 


125 


Ser Thr Gly 


Leu 


He 


Ser 


Ser 






130 








135 







<210> 1283 

<211> 296 

<212> DNA 

<213> Homo sapiens 

<400> 1283 

gaattcctca caatgaactg cagtgtctgg aggaccagtt gggtagcctt actccgggtc 
60 

tccactgcag aacttataca tatatgcttt gtgcacacaa agaaaaacag cagcccaaaa 
120 

gaatcccggc tggggctctt aggagggagg aaagttccca caggtaactc actggttaat 
180 
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tttaaagagc tcaggaaagg aaggaaggat ggctttttct cttgtgagtc aagacaaggt 
240 

cctgatgata accctcccag atcagaacgt aactttcaac ccacgagtgc tgctcn 
296 



<210> 1284 

<211> 94 

<212> PRT 

<213> Homo sapiens 



<400> 1284 










Met Asn Cys 


Ser 


Val 


Trp Arg Thr Ser Trp 


Val Ala Leu Leu Arg Val 


1 




5 


10 


15 


Ser Thr Ala 


Glu 


Leu 


lie His lie Cys Phe 


Val His Thr Lys Lys Asn 




20 




25 


30 


Ser Ser Pro 


Lys 


Glu 


Ser Arg Leu Gly Leu 


Leu Gly Gly Arg Lys Val 


35 






40 


45 


Pro Thr Gly 


Asn 


Ser 


Leu Val Asn Phe Lys 


Glu Leu Arg Lys Gly Arg 


50 






55 


60 


Lys Asp Gly 


Phe 


Phe 


Ser Cys Glu Ser Arg 


Gin Gly Pro Asp Asp Asn 


65 






70 


75 80 


Pro Pro Arg 


Ser 


Glu 


Arg Asn Phe Gin Pro 


Thr Ser Ala Ala 



85 90 



<210> 1285 
<211> 526 
<212> DNA 

<213> Homo sapiens 



<400> 1285 

gggccccttc ttacctgccc cttccccgtg ccaccaaccc gtagacaggg agggcaagca 
60 

gtgaaaggtc catctagagg aggtaaaaga cagggctgag ggaaaacgcc ttgtacagtc 
120 

aggatggcag atgtactctg tcagggaaga cagccccaca gaaaaggctc ggcttggcca 
180 

agaagcaaca aaagggattc tacacctcag accagggagg gggaatgtgt acaaagattg 
240 

gatttactaa attcagagcc acagactttc aggtacttcg gtgaagatca gtgctctttc 
300 

aaacccacac ttcagaggca ggctttaaaa cgcctgactt ctgtcagggc cacaggctgg 
360 

gctgcccaaa gctcctacgg ggctggggga tccgagagag gacttcccac tagtccaaga 
420 

tgcggtgact agtttcaagc cagagattga ggagcagacc tgatgccctt tcgggcccct 
480 

gctaagaacc cgattcgagg aaaaggaagt gaagacagta acgcgt 
526 



<210> 1286 
<211> 102 
<212> PRT 

<213> Homo sapiens 
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<400> 1286 

Met Ala Asp Val Leu Cys Gin Gly Arg Gin Pro His Arg Lys Gly Ser 

15 10 15 

Ala Trp Pro Arg Ser Asn Lys Arg Asp Ser Thr Pro Gin Thr Arg Glu 

20 25 30 

Gly Glu Cys Val Gin Arg Leu Asp Leu Leu Asn Ser Glu Pro Gin Thr . 

35 40 45 

Phe Arg Tyr Phe Gly Glu Asp Gin Cys Ser Phe Lys Pro Thr Leu Gin 

50 55 60 

Arg Gin Ala Leu Lys Arg Leu Thr Ser Val Arg Ala Thr Gly Trp Ala 
65 70 75 80 

Ala Gin Ser Ser Tyr Gly Ala Gly Gly Ser Glu Arg Gly Leu Pro Thr 

85 90 95 

Ser Pro Arg Cys Gly Asp 
100 

<210> 1287 

<211> 333 

<212> DNA 

<213> Homo sapiens 

<400> 1287 

acgcgtgaag gggagaggca gctccaggtg gagggaagtg catgaggaag cagagaggca 
60 

ggcgacaggc agcgtggctg gggctgggca ggccttccag tttgattgca gcccagaggt 
120 

caggtgagaa gaaggtacaa caagcaagga aggccccagg aagccactgg gggtgtttga 
180 

gccattgaat attctggatt ttaggacatt tctgtggctg actccactgc catcagagtt 
240 

catccacccc aactccagcc tgagagtgct ggggcactgg gcactccgga attcttcaaa 
300 

gctctgatgc aacatgtccc cagggtgtct gac 
333 



<210> 1288 

<211> 105 

<212> PRT 

<213> Homo sapiens 



<400> 1288 



Met 


Leu 


His Gin 


Ser 


Phe 


Glu 


Glu 


Phe 


Arg 


Ser Ala Gin Cys 


Pro Ser 


1 






5 










10 




IS 


Thr 


Leu 


Arg Leu 


Glu 


Leu 


Gly 


Trp 


Met 


Asn 


Ser Asp Gly Ser 


Gly Val 






20 










25 




30 




Ser 


His 


Arg Asn 


Val 


Leu 


Lys 


Ser 


Arg 


He 


Phe Asn Gly Ser Asn Thr 






35 








40 






45 




Pro 


Ser 


Gly Phe 


Leu 


Gly 


Pro 


Ser 


Leu 


Leu 


Val Val Pro Ser 


Ser His 




50 








55 








60 




Leu 


Thr 


Ser Gly 


Leu 


Gin 


Ser 


Asn 


Trp 


Lys 


Ala Cys Pro Ala 


Pro Ala 


65 








70 










75 


80 


Thr 


Leu 


Pro Val 


Ala 


Cys 


Leu 


Ser 


Ala 


Ser 


Ser Cys Thr Ser 


Leu His 








85 










90 




95 


Leu 


Glu 


Leu Pro 


Leu 


Pro 


Phe 


Thr 


Arg 
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100 105 

<210> 1289 
<211> 336 
<212> DNA 

<213> Homo sapiens 
<400> 1289 

acgcgtgtct gtgtacaggt ggaaggggat gggtatgaga tggtgcagcg tgtgcatggg 
60 

cacggcgtat ggtgtgtgag tgcactcgtg tgccggagag ctgtaagctg ctggctgagt 
120 

cctgcacggt ggaggaggca aggtggcccc tgcctgtggg cacagagccc accttccggt 
180 

ccagcccgag gcccctttcc cagagccccc tcccaagggg ccataccacc tgcatcccca 

240 

agatggcgtg gggcgtccct ggtgcaggag caggggacag tcagggaggc gtgtggcgga 
300 

cagtagcagc cccccagccc ccctcccccc accggt 
336 

<210> 1290 
<211> 89 
<212> PRT 

<213> Homo sapiens 
<400> 1290 

Met Val Cys Glu Cys Thr Arg Val Pro Glu Ser Cys Lys Leu Leu Ala 

15 10 15 

Glu Ser Cys Thr Val Glu Glu Ala Arg Trp Pro Leu Pro Val Gly Thr 

20 25 30 

Glu Pro Thr Phe Arg Ser Ser Pro Arg Pro Leu Ser Gin Ser Pro Leu 

35 40 45 

Pro Arg Gly His Thr Thr Cys lie Pro Lys Met Ala Trp Gly Val Pro 

50 55 60 

Gly Ala Gly Ala Gly Asp Ser Gin Gly Gly Val Trp Arg Thr Val Ala 
65 70 75 80 

Ala Pro Gin Pro Pro Ser Pro His Arg 
85 

<210> 1291 
<211> 379 
<212> DNA 

<213> Homo sapiens 
<400> 1291 

tggccatcca cctctgtcag ctgttccggc aacccattca gatcattgtg gtagtaacga 
60 

atcttctgca acggcccggc accgtccacg cgagccagag gttgatagcc ttcatcctca 
120 

taaacgtaca ggcttgtctg gctgtgttta tgctcctgca ataaccgcaa accatcccag 
180 

gtaaaccggg tttcccccaa cggataccca tcactgccat gctcggtttt ttctatccga 
240 
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cgccccagcg ggtcatacac catcctgacc acgctaccat cgtcattacg cacttcaacc 
300 

agccggcttt cagcgtcata cgcaaaccgc tgcacgccac gcttggcact gcgcttctcg 
360 

accatccgcc caaacgcgt 
379 

<210> 1292 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 1292 



Met Val 


Glu 


Lys 


Arg Ser Ala Lys 


Arg 


Gly Val Gin 


Arg 


Phe Ala 


Tyr 


1 






5 




10 




15 




Asp Ala 


Glu 


Ser 


Arg Leu Val Glu 


Val 


Arg Asn Asp 


Asp 


Gly Ser 


Val 






20 




25 






30 




Val Arg 


Met 


Val 


Tyr Asp Pro Leu 


Gly 


Arg Arg lie 


Glu 


Lys Thr 


Glu 




35 




40 






45 






His Gly 


Ser 


Asp 


Gly Tyr Pro Leu 


Gly 


Glu Thr Arg 


Phe 


Thr Trp 


Asp 


50 






55 




60 




Gly Leu 


Arg 


Leu 


Leu Gin Glu His 


Lys 


His Ser Gin 


Thr 


Ser Leu 


Tyr 


65 






70 




75 






80 


Val Tyr 


Glu 


Asp 


Glu Gly Tyr Gin 


Pro 


Leu Ala Arg 


Val 


Asp Gly 


Ala 








85 




90 




95 




Gly Pro 


Leu 


Gin 


Lys He Arg Tyr 


Tyr 


His Asn Asp 


Leu 


Asn Gly 


Leu 






100 




105 






110 




Pro Glu 


Gin 


Leu 


Thr Glu Val Asp 


Gly 












115 




120 













<210> 1293 
<211> 340 
<212> DNA 

<213> Homo sapiens 
<400> 1293 

nngccggccg cccgagagct gttcgaggcg tgccgcaacg gggacgtgga acgagtcaag 
60 

aggctggtga cgcctgagaa ggtgaacagc cgcgacacgg cgggcaggaa atccaccccg 
120 

ctgcacttcg ccgcaggttt tgggcggaaa gacgtagttg aatatttgct tcagaatggt 
180 

gcaaatgtcc aagcacgtga tgatgggggc cttattcctc ttcataatgc atgctctttt 
240 

ggtcatgctg aagtagtcaa tctccttttg cgacatggtg cagaccccaa tgcttgagat 
300 

aattggaatt atactcctag agggtggagt gtgctcgcga 
340 

<210> 1294 
<211> 98 
<212> PRT 

<213> Homo sapiens 
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<400> 1294 

Xaa Pro Ala Ala Arg Glu Leu Phe 

l 5 
Glu Arg Val Lys Arg Leu Val Thr 
20 

Thr Ala Gly Arg Lys Ser Thr Pro 

35 40 
Arg Lys Asp Val Val Glu Tyr Leu 

50 55 
Ala Arg Asp Asp Gly Gly Leu lie 
65 70 
Gly His Ala Glu Val Val Asn Leu 
85 

Asn Ala 



Glu Ala Cys Arg Asn Gly 


Asp 


Val 


10 


IS 




Pro Glu Lys Val Asn Ser 


Arg 


Asp 


25 30 






Leu His Phe Ala Ala Gly 


Phe 


Gly 


45 






Leu Gin Asn Gly Ala Asn 


Val 


Gin 


60 






Pro Leu His Asn Ala Cys 


Ser 


Phe 


75 




80 


Leu Leu Arg His Gly Ala 


Asp 


Pro 


90 


95 





<210> 1295 

<211> 351 

<212> DNA 

<213> Homo sapiens 



<400> 1295 

ggatcccgga gacctcgtcg gcgaacgtca cctcgtccag ggccgaggcg cggaacaccg 
60 

acgtgtcgat gccctcgccc tcgatgcagt cggtcagcgg tacgacggcg ccgcgggagg 
120 

cgaaggtgcc gatctggctg cgctcggcgt agaccagcga cggcggttcg cccgacgcca 
180 

cggaggagag gaactgctgg atgtcgaggt caccctcgat cagcttgacc ttggcgtcgc 
240 

cgagctcctc cttcgcccgg tcgagccgca ccgtcgcgat ctcgtcgccg gcaccgaagc 
300 

ccatcacctc gacctcgccg gagagcttcg ccccgctgtc gaaagacgcg t 
351 



<210> 1296 

<211> 75 

<212> PRT 

<213> Homo sapiens 



<400> 1296 

Gly Ser Arg Arg Pro Arg Arg Arg Thr Ser Pro Arg Pro Gly Pro Arg 

1 5 10 15 

Arg Gly Thr Pro Thr Cys Arg Cys Pro Arg Pro Arg Cys Ser Arg Ser 

20 25 30 

Ala Val Arg Arg Arg Arg Gly Arg Arg Arg Cys Arg Ser Gly Cys Ala 

35 40 45 

Arg Arg Arg Pro Ala Thr Ala Val Arg Pro Thr Pro Arg Arg Arg Gly 

50 55 60 

Thr Ala Gly Cys Arg Gly His Pro Arg Ser Ala 
65 70 75 



<210> 1297 
<211> 356 
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<212> DNA 

<213> Homo sapiens 



<400> 1297 

gtgcacccgg attcccattg ccaccgactt cgagtaaact ccagtcccga ggacacgaga 
60 

gacacccagg cctcaggccc catgggcacg ctccacgcca cggctcctac cagagggaca 
120 

gatacactct acaaatctcg gggcccacca caccaagaag acacggagga gccaacaaaa 
180 

gaaggaccat acgaaatgca cccccaaagc aaccaaccaa tccaagaaaa aatacgtctc 
240 

agggttctgt gggccctctt gcatgggctg ccctgccccc ctgttctggc ctggctcaag 
300 

caccttaccc cagcctgctc gaaagagccc tggctaccag agcagagcac tggcct 
356 



<210> 1298 

<211> 91 

<212> PRT 

<213> Homo sapiens 



<400> 1298 

Met Gly Thr Leu His Ala Thr Ala 

1 5 
Tyr Lys Ser Arg Gly Pro Pro His 
20 

Lys Glu Gly Pro Tyr Glu Met His 

35 40 
Glu Lys He Arg Leu Arg Val Leu 

50 55 
Cys Pro Pro Val Leu Ala Trp Leu 
65 70 
Lys Glu Pro Trp Leu Pro Glu Gin 
85 



Pro Thr Arg Gly Thr Asp Thr Leu 

10 15 
Gin Glu Asp Thr Glu Glu Pro Thr 
25 30 
Pro Gin Ser Asn Gin Pro He Gin 
45 

Trp Ala Leu Leu His Gly Leu Pro 
60 

Lys His Leu Thr Pro Ala Cys Ser 

75 80 
Ser Thr Gly 
90 



<210> 1299 

c211> 307 

<212> DNA 

<213> Homo sapiens 



<400> 1299 

ggatccactt ctaagatgtc tcactcacgt ggtgatggca gcaggcctca gactctggtg 
60 

gttgttggca ggatgtctca gttccttgcc atgtgggtct ctacacaggg cagcttcctg 
120 

tgtctttgcc atatggcaac tgagaatgat cttggctacc ttctccagcc cgggagtcgg 
180 

gagttttctg gggtggggtc acgggtcttg cccggagttc gccctggcaa aggcctgtgc 
240 

cagtgatcct ggagcggagc gaagtgtttc cgtgactctg cagccgcagt tcttagggct 
300 

tccttag 
307 
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<210> 1300 
<211> 90 
<212> PRT 

<213> Homo sapiens 
<400> 1300 

Met Ala Ala Gly Leu Arg Leu Trp Trp Leu Leu Ala Gly Cys Leu Ser 

15 10 15 

Ser Leu Pro Cys Gly Ser Leu His Arg Ala Ala Ser Cys Val Phe Ala 

20 25 30 

He Trp Gin Leu Arg Met He Leu Ala Thr Phe Ser Ser Pro Gly Val 

35 40 45 

Gly Ser Phe Leu Gly Trp Gly His Gly Ser Cys Pro Glu Phe Ala Leu 

50 55 60 

Ala Lys Ala Cys Ala Ser Asp Pro Gly Ala Glu Arg Ser Val Ser Val 
65 70 75 80 

thr Leu Gin Pro Gin Phe Leu Gly Leu Pro 
85 90 

<210> 1301 
<211> 408 
<212> DNA 

<213> Homo sapiens 
<400> 1301 

ctgagcaagt taaaagaagt tcttgaattt tataacttta ttttgacaaa ctattataaa 
60 

gttgagccta tttcctttga tgcagtatac gctgaaggtt tggaaatggc tgagttcttg 
120 

cgccctatgg tgtcagatac gattacactt ttgcatgacc ttagaaggtc tggcgcaaac 
180 

atcatgtttg aaggcgcgca agggtctttg ttggatgttg atcatggtac ttacccgtat 
240 

gtgacttcat ctaatacgac tgcgggcgga gcgccagcgg gaacaggttt tggtcctttg 
300 

tacttagatt atgtattagg tatcactaag gcttatacga ctcgcgttgg ttctggacct 
360 

ttccctactg agttgtttga cgaagatggt gagcgtcttg gtacgcgt 
408 

<210> 1302 
<211> 136 
<212> PRT 

<213> Homo sapiens 
<400> 1302 _ 

Leu Ser Lys Leu Lys Glu Val Leu Glu Phe Tyr Asn Phe He Leu Thr 

15 10 15 

Asn Tyr Tyr Lys Val Glu Pro lie Ser Phe Asp Ala Val Tyr Ala Glu 

20 25 30 

Gly Leu Glu Met Ala Glu Phe Leu Arg Pro Met Val Ser Asp Thr He 

35 40 4S 

Thr Leu Leu His Asp Leu Arg Arg Ser Gly Ala Asn He Met Phe Glu 
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50 55 60 

Gly Ala Gin Gly Ser Leu Leu Asp Val Asp His Gly Thr Tyr Pro Tyr 
65 70 75 80 

Val Thr Ser Ser Asn Thr Thr Ala Gly Gly Ala Pro Ala Gly Thr Gly 

85 90 95 

Phe Gly Pro Leu Tyr Leu Asp Tyr Val Leu Gly lie Thr Lys Ala Tyr 

100 105 110 

Thr Thr Arg Val Gly Ser Gly Pro Phe Pro Thr Glu Leu Phe Asp Glu 

115 120 125 

Asp Gly Glu Arg Leu Gly Thr Arg 
130 135 

<210> 1303 

<211> 1037 

<212> DNA 

<213> Homo sapiens 

<400> 1303 

gccggggggg ggatgctatc taacatcttc atgttcaacc cagagaagaa acatcccgcc 
60 

gtttgccctg gggccctctc atcccacatc attttttcaa cccttcccca ncctttcnga 
120 

aatagggcca accccttaaa aancaaatnt tcanataaac ccttttccct ccaccctttt 
180 

cccatcccat cctttttccc tcacaaacac aaacaaaang cctctttcct ttgccatttc 
240 

cactcctttt ggaagaaaca ggccctgttc cctccctgct caccacttca cccagctcag 
300 

ctggcacaaa aatactgcca ccacaccttc accctgccta gcccaacctg gcagggcctc 
360 

ggagtagcct gccagctaaa atacgggttg cccagataac tgtgaatgtc agataagaat 
420 

cttctgggac aagtatgtcc catgccatat ttgggacata cttacactaa taaatttctg 
480 

tttatctgaa actcaaattt gcctgggcgt cctgtacttt tcttaactaa atttggtgcc 
540 

tctacacaca aggtccctgg ggtggggggg cacaggagca agccccttcc caggctgggt 
600 

ccctgccggc atctcccaca ggccaggact ggccacccag atggagcccg tgccaggcag 
660 

ccggcgacag acggacaaag gctgctcagg agacactgca caccttcctc tttcttgtct 
720 

gggggctcaa gaatccagac gcccacctcc ccgagcgagc accaagacag gaagccaacc 
780 

tgcaatgccc agcccactgc gaccacaggg ctctgccggg gtcctgccgg aacccagggt 
840 

tccggtccag aagccaggga taaatgccgc ttctcctata gggacggtca gagtagagag 
900 

SSggaggcct acagtctcac ctgcagggag aggaagtcct cggggcgggc acgtgggggg 
960 

cctgacagct ccgagcacac ccggccacag tgaccacgga ccgcacacgc agaagcagtc 
1020 

tggatcccac gcgtggc 
1037 
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<210> 1304 
<211> 132 
<212> PRT 

<213> Homo sapiens 
<400> 1304 



Met 


Glu 


Pro 


Val 


Pro Gly Ser Arg Arg Gin Thr 


Asp Lys Gly Cys Ser 


1 








5 10 


15 


Gly 


Asp 


Thr 


Ala 


His Leu Pro Leu Ser Cys Leu 


Gly Ala Gin Glu Ser 








20 


25 


30 


Arg 


Arg 


Pro 


Pro 


Pro Arg Ala Ser Thr Lys Thr 


Gly Ser Gin Pro Ala 






35 




40 


45 


Met 


Pro 


Ser 


Pro 


Leu Arg Pro Gin Gly Ser Ala 


Gly Val Leu Pro Glu 




50 






55 


60 


Pro 


Arg 


val 


Pro 


Val Gin Lys Pro Gly He Asn 


Ala Ala Ser Pro He 


65 








70 75 


80 


Gly 


Thr 


Val 


Arg 


Val Glu Arg Gly Arg Pro Thr 


Val Ser Pro Ala Gly 










85 90 


95 


Arg 


Gly 


Ser 


Pro 


Arg Gly Gly His Val Gly Gly 


Leu Thr Ala Pro Ser 








100 


105 


110 


Thr 


Pro 


Gly 


His 


Ser Asp His Gly Leu His Thr 


Gin Lys Gin Ser Gly 






115 




120 


125 


Ser 


His 


Ala 


Trp 







130 



<210> 1305 

<211> 775 

<212> DNA 

<213> Homo sapiens 

<400> 1305 

nacgcgttct gcgaggccat gcgggtctat gccccgcggc cgttgacctc gcccacactc 
60 

ccggccccgc tgcgggtgga gagacgtcgg gccctctacg ggtcctggta cgagtttttc 
120 

ccgcgctctc agggtgctta tgtcgatgcg gacggtcact gggtttcagg tactttcgac 
180 

acctcctggg agcgcctgga cgccgccgct gcgatgggat ttgacgttgt ttacctgccc 
240 

gcgatccatc ccatgggcca agccttccgc aagggcaagg acaacaccct gaccccaggt 
300 

ccggacgatc cgggatcgcc gtgggccatc ggatcgtctg atggcggcca tgacaccatt 
360 

caccccgacc taggcacctt cgacgacctc gaccgtttcg tggcccacgc tcatgaccta 
420 

ggcatggagg tggccctaga ttttgccttg caagcctcac cagaccaccc gtgggtacac 
480 

cagcacccgg agtggttcac gacccgcgtt gatggcacca tcgcctatgc agaaaattca 
540 

cccaaaaagt atcaggacat ctacccgatc aacttcgaca atgaccctga cggtatctac 
600 

caggaacgct tgcggctgct ggagttatgg atctcccacg gcgtgacgat tttccgcgtc 
660 
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gataatccac ataccaagcc tctgaatttc tgggcctggc tcatggaaca ggttcatcgt 
720 

cgtcaccccg aggtcatctt cctggcagag gccttcaccc gtcccgagat gatca 
77S 

<210> 1306 

<211> 258 

<212> PRT 

<213> Homo sapiens 

<400> 1306 

Xaa Ala Phe Cys Glu Ala Met Arg Val Tyr Ala Pro Arg Pro Leu Thr 

15 10 15 

Ser Pro Thr Leu Pro Ala Pro Leu Arg Val Glu Arg Arg Arg Ala Leu 

20 25 30 

Tyr Gly Ser Trp Tyr Glu Phe Phe Pro Arg Ser Gin Gly Ala Tyr Val 

35 40 45 

Asp Ala Asp Gly His Trp Val Ser Gly Thr Phe Asp Thr Ser Trp Glu 

50 55 60 

Arg Leu Asp Ala Ala Ala Ala Met Gly Phe Asp Val Val Tyr Leu Pro 
65 70 75 80 

Ala lie His Pro Met Gly Gin Ala Phe Arg Lys Gly Lys Asp Asn Thr 

85 90 95 

Leu Thr Pro Gly Pro Asp Asp Pro Gly Ser Pro Trp Ala lie Gly Ser 

100 105 110 

Ser Asp Gly Gly His Asp Thr lie His Pro Asp Leu Gly Thr Phe Asp 

115 120 125 

Asp Leu Asp Arg Phe Val Ala His Ala His Asp Leu Gly Met Glu Val 

130 135 140 

Ala Leu Asp Phe Ala Leu Gin Ala Ser Pro Asp His Pro Trp Val His 
145 150 155 160 

Gin His Pro Glu Trp Phe Thr Thr Arg Val Asp Gly Thr He Ala Tyr 

165 170 175 

Ala Glu Asn Ser Pro Lys Lys Tyr Gin Asp He Tyr Pro lie Asn Phe 

180 185 190 

Asp Asn Asp Pro Asp Gly He Tyr Gin Glu Cys Leu Arg Leu Leu Glu 

195 200 205 

Leu Trp He Ser His Gly Val Thr lie Phe Arg Val Asp Asn Pro His 

210 215 220 

Thr Lys Pro Leu Asn Phe Trp Ala Trp Leu Met Glu Gin Val His Arg 
225 230 235 240 

Arg His Pro Glu Val He Phe Leu Ala Glu Ala Phe Thr Arg Pro Glu 
245 250 255 

Met He 



<210> 1307 

<211> 624 

<212> DNA 

<213> Homo sapiens 

<400> 1307 

cggccggtgg ggagtgccaa gccccaggct ccctgcatcc cacttctggt gaggtcagtg 
60 
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atgctgggca catgcggtca gggccctgtg 
120 

catgttcagt cccacaccct gaggccaagg 
180 

gccacccgag gctgccgctg cagaggcaaa 
240 

ctgtggctgc atggggcaaa cacagcctgg 
300 

taggctaacg agaagccagg gcctccctcc 
360 

tgtccaggga cagccaaagg ccttgaggtc 
420 

ccgagatatt gtcttcttgg atggagtttt 
480 

agaggcctcg gctgagctct gtgcagagga 
540 

cctcccagca cctccagtcg ctgccacgcc 
600 

tcccccaacc ttggtctgac gcgt 
624 



cctgagccgt ggaactccac agccattcca 
caccccgagt ccctgaggga gcaaggccct 
cagccccgag caaggcccgg caaccccagg 
cctgaggctg ccggccagtc ggggtggcca 
ccactgggct ctccacaaaa acctgaccaa 
agctgggtgg aacacctttc ccctaccatc 
caaagccctc catgtggagg tctcgggatg 
gcaggaagct gcagaatggg cacccgcctc 
ccaagctcct gagctgctct gcccaagacc 



<210> 1308 

<211> 100 

<212> PRT 

<213> Homo sapiens 

<400> 1308 



Mef Ala 


Thr 


Pro 


Thr 


Gly Arg Gin Pro Gin Ala 


Arg 


Leu Cys 


Leu 


Pro 


1 






5 


10 






15 




His Ala 


Ala 


Thr 


Ala 


Trp Gly Cys Arg Ala Leu 


Leu Gly Ala 


Val 


Cys 






20 




25 




30 






Leu Cys 


Ser 


Gly 


Ser 


Leu Gly Trp Gin Gly Leu 


Ala 


Pro Ser Gly 


Thr 




35 






40 




45 






Arg Gly 


Ala 


Leu 


Ala 


Ser Gly Cys Gly Thr Glu 


His 


Val Glu 


Trp 


Leu 


50 








55 


60 








Trp Ser 


Ser 


Thr 


Ala 


Gin Ala Gin Gly Pro Asp 


Arg 


Met Cys 


Pro 


Ala 


65 








70 75 








80 


Ser Leu 


Thr 


Ser 


Pro 


Glu Val Gly Cys Arg Glu 


Pro 


Gly Ala 


Trp 


His 








85 


90 






95 




Ser Pro 


Pro 


Ala 















100 



<210> 1309 
<211> 563 
<212> DNA 

<213> Homo sapiens 
<400> 1309 

ntgatcatcg ccaaccacca gtccaactat gacctgttcg tgtttggcac gggagtgccc 
60 

taccgtactg tgtgtatcgg caaaaagagc ctgaaatggg tgccgctgtt cggtcagttg 
120 

ttctggctgg cgggcaatgt gttgattgac cggggcaacg cgcacaaggc gcgccgctca 
180 
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atgctcacca ccacccacac cttgcagcat aaagacacat cgatctgggt atttgccgaa 
240 

ggtacacgca acttcggtga aaccttgctg ccgttcaaga aaggtgcgtt ccagatggcg 
300 

attgccgcag gtgtgccgat cgtgcaggtg tgtgtcagca cgtatgtgaa gcacatgaag 
360 

ctcaatcgtt gggacagtgg cgatatttta attcgctcgt tgccgccaat tcctacgacc 
420 

ggactgacgt tggatgacat gccacggttg atggagacct gccgtcaaca aatgcgcgag 
480 

tgcattgagg caatggaccg cgagctggaa atcgtccctt gtaggaacga attggctcgc 
540 

gaagggcgtt aacgactacg cgt 
563 

<210> 1310 
<211> 183 
<212> PRT 

<213> Homo sapiens 



<400> 1310 






















Xaa He He Ala 


Asn 


His 


Gin 


Ser 


Asn 


Tyr 


Asp Leu 


Phe 


Val Phe 


Gly 


1 


5 










10 






15 


Thr Gly Val Pro 


Tyr 


Arg 


Thr 


Val 


Cys 


He 


Gly Lys 


Lys 


Ser Leu 


Lys 


20 










25 








30 




Trp Val Pro Leu 


Phe 


Gly 


Gin 


Leu 


Phe 


Trp 


Leu Ala 


Gly 


Asn Val 


Leu 


35 








40 








45 






He Asp Arg Gly 


Asn 


Ala 


His 


Lys 


Ala 


Arg 


Arg Ser 


Met 


Leu Thr 


Thr 


50 






55 








60 








Thr His Thr Leu 


Gin 


His 


Lys 


Asp 


Thr 


Ser 


lie Trp 


Val 


Phe Ala 


Glu 


65 




70 










75 






80 


Gly Thr Arg Asn 


Phe 
85 


Gly 


Glu 


Thr 


Leu 


Leu 
90 


Pro Phe 


Lys 


Lys Gly 
95 


Ala 


Phe Gin Met Ala 


He 


Ala 


Ala 


Gly 


Val 


Pro 


He Val 


Gin 


Val Cys 


Val 


100 










105 








110 




Ser Thr Tyr Val 


Lys 


His 


Met 


Lys 


Leu 


Asn 


Arg Trp 


Asp 


Ser Gly 


Asp 


115 








120 








125 






He Leu He Arg 


Ser 


Leu 


Pro 


Pro 


He 


Pro 


Thr Thr 


Gly 


Leu Thr 


Leu 


130 






135 








140 








Asp Asp Met Pro 


Arg 


Leu 


Met 


Glu 


Thr 


Cys 


Arg Gin 


Gin 


Met Arg 


Glu 


145 




ISO 










155 




160 


Cys He Glu Ala 


Met 
165 


Asp 


Arg 


Glu 


Leu 


Glu 
170 


He Val 


Pro 


Cys Arg 
175 


Asn 


Glu Leu Ala Arg 


Glu 


Gly 


Arg 

















180 

<210> 1311 
<2H> 674 
<212> DNA 

<213> Homo sapiens 
<400> 1311 

gagcttgacg acgcccaacg tgacatcctt gtatcaggcg ggtacttgac caatgatccc 
60 
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tccagggccg acccggcaca caccgtcggg ctgacggatg atctgagctg ggtcaagcgc 
120 

atctcccggc cgccgaaagc cggaatacca cgaggcgctg gatcggcgat tctgttcaca 
180 

gggctgaccc ccgatcagga tcgactgacc aacgagtggg cgcaggcgca cgggttgggg 
240 

gaattttatg tcatggcccc ccgaatcctc ggtgatgtcc cgctgccaac gatcaccatc 
300 

gtcgcgaccg tcaccCtcat cgtgttgtcg gccatcatgg cgggcctgtt ggcgaaggag 
360 

gagagagccg ccaacagtga tctggtgacc agcctcaaac gcatcggatt gggcaggcgt 
420 

tgggtggacc aggtcatcct tgtggaggtg gctaccacaa tgctggccgc cctgatatgc 
480 

ggggtgatct cctcggttgt cgcggtgtgg ctcacaggca ggatcctgtc gggagccttg 
540 

gacctgcttg gggccgcgtg gtgggtcttc ggtgcgttgg ccgccgggat gttcggtgga 
600 

tccttgctgg gggccgccat ccatcgccgt taccacttcg acatgagagc tacctgatcc 
660 

acgaccccgt gaca 
674 

<210> 1312 

<211> 196 

<212> PRT 

<213> Homo sapiens 

<400> 1312 



Met 


Asp 


Gly 


Gly 


Pro 


Gin 


Gin 


Gly 


Ser 


Thr Glu His 


Pro Gly 


Gly 


Gin 


1 








5 










10 






15 




Arg 


Thr 


Glu 


Asp 


Pro 


Pro 


Arg 


Gly 


Pro 


Lys Gin Val 


Gin Gly 


Ser 


Arg 








20 










25 






30 






Gin 


Asp 


Pro 


Ala 


Cys 


Glu 


Pro 


His 


Arg 


Asp Asn Arg 


Gly Asp 


His 


Pro 






35 










40 






45 








Ala 


Tyr 


Gin 


Gly 


Gly 


Gin 


His 


Cys 


Gly 


Ser His Leu 


His 


Lys 


Asp 


Asp 




50 










55 






60 










Leu 


Val 


His 


Pro 


Thr 


Pro 


Ala 


Gin 


Ser 


Asp Ala Phe 


Glu 


Ala 


Gly 


His 


65 










70 








75 








80 


Gin 


He 


Thr 


Val 


Gly 


Gly 


Ser 


Leu 


Leu 


Leu Arg Gin 


Gin 


Ala 


Arg 


His 










85 










90 






95 




Asp 


Gly 


Arg 


Gin 


His 


Asp 


Glu 


Gly 


Asp 


Gly Arg Asp 


Asp 


Gly 


Asp 


Arg 








100 










105 






110 






Trp 


Gin 


Arg 


Asp 


He 


Thr 


Glu 


Asp 


Ser 


Gly Gly His 


Asp 


He 


Lys 


Phe 






115 










120 






125 








Pro 


Gin 


Pro 


Val 


Arg 


Leu 


Arg 


Pro 


Leu 


Val Gly Gin 


Ser 


He 


Leu 


He 




130 










135 






140 










Gly 


Gly 


Gin 


Pro 


Cys 


Glu 


Gin 


Asn 


Arg 


Arg Ser Ser 


Ala 


Ser 


Trp 


Tyr 


14S 










150 








155 








160 


Ser 


Gly 


Phe 


Arg 


Arg 


Pro 


Gly 


Asp 


Ala 


Leu Asp Pro 


Ala 


Gin 


He 


He 










165 










170 






175 




Arg 


Gin 


Pro 


Asp 


Gly 


Val 


Cys 


Arg 


Val 


Gly Pro Gly 


Gly 


He 


He 


Gly 








180 










185 






190 






Gin 


Val 


Pro 


Ala 
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195 

<210> 1313 

<211> 367 

<212> DNA 

<213> Homo sapiens 

<400> 1313 

cgaatatcca tgcagccgcg ccaggtggca ggtgcaggtg gtgcggcagg ggctgcagcg 
60 

9tggtggcag ctagcgtagg acagtcacga gatttaggag ataaaataga aggtggcggc 
120 

aaggaaggga gaggacagag cctggtgtga ctcctgggtt tctggtgtgt atagctggtg 
180 

gacagtggtg tctttgccaa gaggggagcc ctggaagagg agaggtttgc agggcaggtg 
240 

ctgagtccgg ttttggacac gctgaatttg aggtatctgt cagatatgag acccaaaagg 
300 

tgagggcggg gaagtggatg tgcaggccct gagctctggg aggggtctgg gtatgctgtg 
360 

gtcatga 
367 

<210> 1314 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 1314 



Met 


Thr 


Thr Ala 


Tyr Pro Asp Pro Ser Gin Ser Ser 


Gly Pro Ala 


His 


1 






5 10 


15 




Pro 


Leu 


Pro Arg 


Pro His Leu Leu Gly Leu He Ser 


Asp Arg Tyr 


Leu 






20 


25 


30 




Lys 


Phe 


Ser Val 


Ser Lys Thr Gly Leu Ser Thr Cys 


Pro Ala Asn 


Leu 






35 


40 


45 




Ser 


Ser 


Ser Arg 


Ala Pro Leu Leu Ala Lys Thr Pro 


Leu Ser Thr 


Ser 




50 




55 60 






Tyr Thr 


His Gin 


Lys Pro Arg Ser His Thr Arg Leu 


Cys Pro Leu 


Pro 


65 






70 75 




80 


Ser 


Leu 


Pro Pro 


Pro Ser He Leu Ser Pro Lys Ser 


Arg Asp Cys 


Pro 








85 90 


95 




Thr 


Leu 


Ala Ala 


Thr Thr Ala Ala Ala Pro Ala Ala 


Pro Pro Ala 


Pro 






100 


105 


110 




Ala 


Thr 


Trp Arg 


Gly Cys Met Asp He 










115 


120 







<210> 1315 

<211> 5245 

<212> DNA 

<213> Homo sapiens 

<400> 1315 

nntccggaga ccatggacga agattcttcg ttgagagatt atactgtaag cttggactct 
60 
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gacatggatg atgcatctaa gcttcttcag 
120 

gaagccttga gtccttgtcc aagtactgta 
180 

tcttctagtt ctggagttaa aatgaccagc 
240 

cataccgatg gaaaaagtag tggaagcagt 
300 

cttaatattc ctcatgtggt tgcttgggca 
360 

ggacgggaca ctacccagct gttggcctct 
420 

gaaaagaggc gtgctataga agcccagaaa 
480 

agacagaaaa tgggaaggac agcattcctt 
540 

tctcctctac gagaggaagc ggcgggtgca 
600 

aaagaaaagg aatcacaaaa aactgatgga 
660 

gagagcatgg agaatcctca agccaaatgg 
720 

gagaagcagt ggaacctggc aagcccctca 
780 

gaatatacca aatccattga aaagttaaac 
840 

caacgcttgt cacttcagca ggagatgtta 
900 

atttcacctc cacaaccctc tccacagaaa 
960 

gcaggcctgt catcagccat tgcaccattc 
1020 

tccccacagt cttctaacag gaaaagtgca 
1080 

aggccaaatg agttaaaaat aacacctttg 
1140 

gatagccttc ctcggttaag gaggttttca 
1200 

tttgtatgtt ttggggatga tggagaacct 
1260 

gttaaaaagg aggaattgga atccaaaggg 
1320 

gaaaaggaaa tcaaaccttt tgagtcaaca 
1380 

gagactgtat gtcCgacacc aaatgaggac 
1440 

aaacccgttt tcccacccac tgctccaaaa 
1500 

gatttgaaac cccctgaaaa ggctgatgta 
1560 

aaagaacaat ttgatgatga ccagaaagta 
1620 

aaagcagaaa atgatatggc aatgaaacgg 
1680 



gattatgata 


ttcgaactgg 


caacaccagg 


agtaccaagt 


ctcagccagg cagcagtgct 


tttgctgaac 


aaaaattcag gaaactgaat 


tctcaaaaaa 


ctacaccaga 


aggctctgaa 


caaattccag 


aagaaacagg gcttccacag 


gaaatggtgc 


atcttaggat gaaactagaa 


aagaaaatgg 


aagctgcttt 


taccaaacag 


actgtagtga 


aaaagaaagg 


ggatgggata 


gaagatgaga 


aagtatatac 


tgatcgagca 


caaaggagca 


agtcactggc 


agatataaaa 


ctaaagtctc 


caactacacc 


tattgatcct 


gaagaaactt 


taaatgaagg 


agagatttta 


tcatccctgc 


attttctaca 


acaagaaatg 


atgcagatga 


gagagcaaca 


atcttgggtg 


cagattcgag 


attttaaacc 


ttctaagcag 


tcctcagact 


cccctcgtcc 


tactcaccca 


tctttttctg 


ttaaaagtca 


aaggactccc 


aatcgaacct 


tgacacctcc 


tcggtctgtg 


ccaagtcaag 


ttcctattca 


aactaggtca 


cagttaaagg 


aatccaaacc 


taaagaggaa 


actttggaac 


agcgtggaca 


taatccagaa 


gtctctgaag 


tcctatcact 


gcctgtcaca 


caactgaatc 


aacccacaga 


accccctcct 


aatgttaatc 


tgactgaagt 


ttccctctca 


cctgttgaaa 


aatatgatgg 


agaaagtgat 


tgctgtggat 


tcttttttaa ggatgatcaa 


gcagctttgt 


tggagaaaag 


attaagaagg 
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gaaaaggaaa ctcagctccg gaaacaacag ttggaagcag aaatggagca taagaaggag 
1740 

gaaacaaggc gtaaaactga ggaagaacgt cagaagaaag aagatgagag agcacgcaga 
1800 

gaatttatta ggcaagaata tatgaggcgg aaacaactga aactaatgga agatatggat 
I860 

acagtaatta aaccccgtcc tcaagtagta aaacaaaaaa aacagcgacc aaaatctatt 
1920 

cacagagatc atattgaatc ccccaaaaca ccaataaagg gtcctccagt ctctagcctt 
1980 

tctttggcat cgctgaacac gggtgataac gagagtgtac attcaggcaa gaggacgcca 
2040 J 

agatcagagt ctgtagaagg cttcttatct ccaagtcgtt gtggcagtcg aaatggagaa 
2100 

aaagactggg agaatgcatc aacaacttct tcagtggctt ctggaacaga atatacagga 
2160 

ccaaagctct acaaagaacc cagtgcaaaa tccaataagc acataataca aaatgcttta 
2220 

gctcattgct gtttggctgg aaaagtaaat gaaggtcaga agaaaaaaat actggaggaa 
2280 

atggagaaat cagatgccaa caacttctta atcttgttcc gggattcagg atgccagttc 
2340 

agatctttat acacttattg cccagaaact gaagaaatca ataaactgac tgggataggc 
2400 

cctaaatcta tcactaaaaa aatgattgaa ggactttaca aatataattc tgacaggaaa 
2460 

cagtttagcc acatacccgc taaaacttta tctgccagtg ttgatgcaat taccattcat 
2520 

agccatttat ggcagaccaa aagaccagta acacccaaaa aacttttacc cactaaggca 
258 0 

tagaagttgg gaaatacttg cttcagaaca ttcatggtaa atttgcactt catctttcct 
2640 

gcctatagaa aatctttcta attgccaaca agacttttat taattaaaac tggacattaa 
2700 

gctctgttgt catgaacaac tggaatgtaa accacagtat tttggagtgc agaacattct 
2760 

caattaagtg ataagtccaa atgatgaagg aaatgtttta attcacaaat ggagatttgt 
2820 

atgtgttatc aggttcacct gcttgatatt agatacatta aagcactgaa ttttcatgqa 
2880 

tattagttgg atttatcatt gaaatatggt taagattaca aattatgtgt tttatttgtt 
2940 

gctttttttt aaccttttaa tgtatattct tgtcttcaga tggtttgcta tttttctctc 
3000 

ctgggggttt attctaagat acctttgtat tttatttcat gtggagatca tgaaagtagg 
3060 

aaatataccc ttagaagtaa ctcgcacctt tcttatgatg ttaagagaaa cactagtgtt 
3120 

tagttttaca gtaaccctca tattttaatg gtgttacagc atttgcaaaa attattctgc 
3180 

taagtattta caactctatt tattattcac tcaagtatta acattctcta ttaaataaga 
3240 

ggaggtgttg taaagagctg ctagtaggtt cgctttaaac cacatgagct taaccaagaa 
3300 
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tatgttatga gaagttgctg attaaatcag 
3360 

agaataattt agattgttct tttaacaaaa 
3420 

ctttataagt tggcagaagt gaatgacact 
3480 

agacttcctg aaacaagttc tcaagaagtc 
3540 

ttatatttag aatttttaaa catgtacaaa 
3600 

cattatttta cttatattgg gtttttcttc 
3660 

gaataagtat acacttgaaa tctcctctac 
3720 

gagggttagt tggggaaaaa cttcattctc 
3780 

gttatatttc agtgttgtga caaatgtgta 
3840 

aagtgagatg cgtagtttgt tttctgtcat 
3900 

tctaattgag ttgcttagag aaagaactaa 
3960 

aaagaagaat aggagtggga agcccctgag 
4020 

ggcatcagtg catctgggtt atcaacattt 
4080 

ttatgttctt atatttatgt atatttgtta 
4140 

ccaatacctg tgcaagatac atgtgtagct 
4200 

taagagacca ggatatgtaa ctcttatatt 
4260 

atggatatta aaaatgggga attgcacatt 
4320 

ttagaaggaa atgatagtca aatacacgtt 
4380 

tgaatctaat caaaatgtga atagtagtca 
4440 

ctaaatttgt tcatttcaat attaactaaa 
4500 

tacttcgcta ttaaataaag aaaattggat 
4560 

caggaccacc ctttattctt aaatttgtgt 
4620 

ggtctaaagg tagaatgtga atattgccac 
4680 

ctttattaat gcagaaggaa tatggatata 
4740 

ggtgcagctt ttttttaatt atgtttttaa 
4800 

taaagcctga ggattttcgt caaccttact 
4860 

tcaaattatt atgataacta ttccattaag 
4920 



tgctgttttt 


acaccacttc 


tggccaactc 


aaggctttct 


atctctttta 


aagtaagtca 


ttgagagtag 


tctttcaatc 


tgaagatgta 


tttacattat 


atttataact 


catataaaaa 


gggctacatt 


ttaattttaa 


aatagcttca 


attttaatcc 


ttttcaagtg gaatggctta 


atgatctttg 


ttctttaaca gtgtatacca 


-aggaaaagac 


ttgaatgatt atgtgaccct 


aactagcggg 


ggaagacagt attgtatcat 


gggaagtaga 


gataaaaata 


tgtacatttc 


tgtctcacgt 


gatgtattta 


cttattttaa 


ctgtactttt 


ctattattat 


aaggccttta 


tctcaaatgc 


tgtcaatatt 


ttactgtaat 


aaactgtaaa 


aaaatttcac 


agattttttt 


caaaactatt 


tgtgatctac 


tgtttgcatg 


ttaagtgtat 


acatattgtg 


tatataacat 


ttaccttttg 


gacagtaatt 


tctatcacag 


tagattaaaa 


ctagtttaaa 


aaattataaa 


aaaggataat 


ttaataagca 


ttttacgtta 


tttccctcat 


caaagcaatc 


tttgtgatat 


gcaagacaat 


ggagaaactt 


taaaactaaa 


gtgtccaaca 


gttgaattga atgtctataa 


agagttcatt 


gctctcagta 


taagatttta 


tttctttaag 


tctgcagatt 


tttttattat 


aattatacag 


ttgaaaaata 


tgccatttca 


gaaacacact 


ggtgctttca 


tcatcagagg 


tttgccaaac 


atttgtcgtg gttaccagtg 
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cagcctgtca aattctgcta tttgacacag ctttggaaag atttagttct tggtttttcc 
4980 

gttctgtact agaatgactg ttacagtttt atttggctgt ttaaagccaa attcagctat 
5040 

ttaattatgg tttcatggac actgttgagc aatgtacagt gtatggtgtg cttacctgtc 
5100 

cactctagag cattgcttac aggttttttg ttttttaaga tgctgtgctg taaaatactg 
5160 

tcatacttgc tatttcctgg tacagtgtag tttttcccct ttcatttgaa taaaagcatg 
522 0 

gcaccaaaaa aaaaaaaaaa aaaaa 
5245 

<210> 1316 
<211> 856 
<212> PRT 

<213> Homo sapiens 
<400> 1316 

Met Asp Glu Asp Ser Ser Leu Arg Asp Tyr Thr Val Ser Leu Asp Ser 

1 5 io 15 

Asp Met Asp Asp Ala Ser Lys Leu Leu Gin Asp Tyr Asp lie Arg Thr 

20 2 5 30 

Gly Asn Thr Arg Glu Ala Leu Ser Pro Cys Pro Ser Thr Val Ser Thr 

35 40 45 

Lys Ser Gin Pro Gly Ser Ser Ala Ser Ser Ser Ser Gly Val Lys Met 

50 55 60 

Thr Ser Phe Ala Glu Gin Lys Phe Arg Lys Leu Asn His Thr Asp Gly 
65 70 75 80 

Lys Ser Ser Gly Ser Ser Ser Gin Lys Thr Thr Pro Glu Gly Ser Glu 

85 90 95 

Leu Asn He Pro His Val Val Ala Trp Ala Gin He Pro Glu Glu Thr 

100 105 no 

Gly Leu Pro Gin Gly Arg Asp Thr Thr Gin Leu Leu Ala Ser Glu Met 

115 120 125 

Val His Leu Arg Met Lys Leu Glu Glu Lys Arg Arg Ala lie Glu Ala 

130 135 140 

Gin Lys Lys Lys Met Glu Ala Ala Phe Thr Lys Gin Arg Gin Lys Met 
145 150 155 160 

Gly Arg Thr Ala Phe Leu Thr Val Val Lys Lys Lys Gly Asp Gly He 

165 170 175 

Ser Pro Leu Arg Glu Glu Ala Ala Gly Ala Glu Asp Glu Lys Val Tyr 

180 185 190 

Thr Asp Arg Ala Lys Glu Lys Glu Ser Gin Lys Thr Asp Gly Gin Arg 

195 2 00 205 

Ser Lys Ser Leu Ala Asp He Lys Glu Ser Met Glu Asn Pro Gin Ala 

210 215 220 

Lys Trp Leu Lys Ser Pro Thr Thr Pro He Asp Pro Glu Lys Gin Trp 
225 230 235 240 

Asn Leu Ala Ser Pro Ser Glu Glu Thr Leu Asn Glu Gly Glu He Leu 

245 250 255 

Glu Tyr Thr Lys Ser He Glu Lys Leu Asn Ser Ser Leu His Phe Leu 

260 265 270 

Gin Gin Glu Met Gin Arg Leu Ser Leu Gin Gin Glu Met Leu Met Gin 
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27S 




280 






285 








Met Arg Glu Gin 


Gin 


Ser Trp Val lie Ser 


Pro 


Pro 


Gin 


Pro 


Ser 


Pro 


290 




295 




300 










Gin Lys Gin He Arg 


Asp Phe Lys Pro Ser 


Lys 


Gin 


Ala 


Gly 


Leu 


Ser 


305 




310 


315 










320 


Ser Ala He Ala 


Pro 


Phe Ser Ser Asp Ser 


Pro Arg 


Pro 


Thr 


His 


Pro 




325 


330 










335 




Ser Pro Gin Ser 


Ser 


Asn Arg Lys Ser Ala 


Ser 


Phe 


Ser 


Val 


Lys 


Ser 


340 




345 








350 






Gin Arg Thr Pro Arg 


Pro Asn Glu Leu Lys 


He 


Thr 


Pro 


Leu 


Asn 


Arg 


355 




360 






365 








Thr Leu Thr Pro 


Pro 


Arg Ser Val Asp Ser 


Leu 


Pro Arg 


Leu 


Arg 


Arg 


370 




375 




380 










Phe Ser Pro Ser 


Gin 


Val Pro He Gin Thr 


Arg 


Ser 


Phe 


Val 


Cys 


Phe 


385 




390 


395 










400 


Gly Asp Asp Gly Glu 


Pro Gin Leu Lys Glu 


Ser 


Lys 


Pro 


Lys 


Glu 


Glu 




405 


410 










415 




Val Lys Lys Glu Glu 


Leu Glu Ser Lys Gly 


Thr 


Leu 


Glu 


Gin 


Arg 


Gly 


420 




425 








430 






His Asn Pro Glu 


Glu 


Lys Glu He Lys Pro 


Phe 


Glu 


Ser 


Thr 


Val 


Ser 


435 




440 






445 








Glu Val Leu Ser 


Leu 


Pro Val Thr Glu Thr 


Val 


Cys 


Leu 


Thr 


Pro 


Asn 


450 




455 




460 










Glu Asp Gin Leu Asn 


Gin Pro Thr Glu Pro 


Pro 


Pro 


Lys 


Pro 


Val 


Phe 


465 




470 


475 










480 


Pro Pro Thr Ala 


Pro 


Lys Asn Val Asn Leu 


He 


Glu 


Val 


Ser 


Leu 


Ser 




485 


490 










495 




Asp Leu Lys Pro 


Pro 


Glu Lys Ala Asp Val 


Pro 


Val 


Glu 


Lys 


Tyr 


Asp 


500 




505 








510 






Gly Glu Ser Asp 


Lys 


Glu Gin Phe Asp Asp 


Asp 


Gin 


Lys 


Val 


Cys 


Cys 


515 




520 






525 








Gly Phe Phe Phe 


Lys 


Asp Asp Gin Lys Ala 


Glu 


Asn 


ASp 


Met 


Ala 


Met 


530 




535 




540 










Lys Arg Ala Ala 


Leu 


Leu Glu Lys Arg Leu 


Arg 


Arg 


Glu 


Lys 


Glu 


Thr 


545 




550 


555 










560 


Gin Leu Arg Lys 


Gin 


Gin Leu Glu Ala Glu 


Met 


Glu 


His 


Lys 


Lys 


Glu 




565 


570 










575 




Glu Thr Arg Arg 


Lys 


Thr Glu Glu Glu Arg 


Gin 


Lys 


Lys 


Glu 


Asp 


Glu 


580 




585 








590 






Arg Ala Arg Arg 


Glu 


Phe He Arg Gin Glu 


Tyr 


Met 


Arg 


Arg 


Lys 


Gin 


595 




600 






605 








Leu Lys Leu Met 


Glu 


Asp Met Asp Thr Val 


He 


Lys 


Pro 


Arg 


Pro 


Gin 


610 




615 




620 










Val Val Lys Gin Lys 


Lys Gin Arg Pro Lys 


Ser 


He 


His 


Arg 


Asp 


His 


625 , 




630 


635 










640 


He Glu Ser Pro 


Lys 


Thr Pro He Lys Gly 


Pro 


Pro 


Val 


Ser 


Ser 


Leu 




645 


650 










655 




Ser Leu Ala Ser 


Leu 


Asn Thr Gly Asp Asn 


Glu 


Ser 


Val 


His 


Ser 


Gly 


660 




665 








670 






Lys Arg Thr Pro Arg 


Ser Glu Ser Val Glu 


Gly Phe Leu 


Ser 


Pro 


Ser 


675 




680 






685 








Arg Cys Gly Ser Arg 


Asn Gly Glu Lys Asp 


Trp Glu Asn 


Ala 


Ser 


Thr 


690 




695 




700 










Thr Ser Ser Val 


Ala 


Ser Gly Thr Glu Tyr 


Thr Gly Pro 


Lys 


Leu 


Tyr 
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705 










710 




715 






720 


Lys 




rtO 


Coy 


Ala 


Lys 


Ser Asn 


Lys His He He Gin 


Asn 


Ala 


Leu 










725 






730 




735 




Ala 


flXS 


Cys 


Cys 


Leu 


Ala 


Gly Lys 


Val Asn Glu Gly Gin 


Lys 


Lys 


Lys 








740 








745 


750 






lie 


Leu 


Glu 


Glu 


Met 


Glu 


Lys Ser 


Asp Ala Asn Asn Phe 


Leu 


He 


Leu 






755 








760 


765 








Phe 


Arg 


Asp 


Ser 


Gly Cys 


Gin Phe 


Arg Ser Leu Tyr Thr 


Tyr 


Cys 


Pro 




770 










775 


780 








Glu 


Thr 


Glu 


Glu 


He 


Asn 


Lys Leu Thr Gly He Gly Pro 


Lys 


Ser 


He 


785 










790 




795 






800 


Thr 


Lys 


Lys 


Met 


He 


Glu 


Gly Leu 


Tyr Lys Tyr Asn Ser 


Asp Arg Lys 










805 






810 




815 




Gin 


Phe 


Ser 


His 


He 


Pro 


Ala Lys 


Thr Leu Ser Ala Ser 


Val Asp Ala 








820 








825 


830 






lie 


Thr 


He 


His 


Ser 


His 


Leu Trp Gin Thr Lys Arg Pro 


Val 


Thr 


Pro 






835 








840 


845 








Lys 


Lys 


Leu 


Leu 


Pro 


Thr 


Lys Ala 











850 8S5 



<210> 1317 

<211> 1123 

<212> DNA 

<213> Homo sapiens 



<400> 1317 

ncggccgagg gcattcacct caacatggca gcaggcagcg gtgtccccgg cagtggactg 
60 

ggcgaggagg tgccctgtgc catgatggag ggtgtggcag cctacaccca gacagagccc 
120 

gagggtagcc agcctagcac catggacgcc accgcagtag caggcatcga gaccaagaaa 
180 

gagaaggagg acctgtgctt gctaaagaag gaggagaagg aggagccagt agccccggag 
240 

ctggcaacaa cggtgcctga gagcgcagag cctgaggcag aggcggacgg ggaggagctg 
300 

gacggcagcg acatgtcagc catcatctat gaaatcccca aggagcctga gaagaggcgg 
360 

cggagcaagc ggtcgcgggt gatggatgct gacggcctgc tcgagatgtt ccactgccca 
420 

tacgagggct gcagccaagt ctacgtggcc ctcagcagct tccagaacca cgtcaatctt 
480 

gtgcatcgga aaggaaagac caaagtgtgc cctcatcctg gctgtggcaa gaagttctat 
540 

ttatccaacc acctgcggcg gcacatgatc atccattcag gtgtccgtga attcacctgc 
600 

gagacctgcg gcaagtcctt caagaggaag aaccacctgg aggtacatcg gcgcacccac 
660 

accggcgaga cccccctgca gtgcgtgatc tgtggctacc agtgccggca gcgcgcgtcg 
720 

ctcaactggc acatgaagaa gcacactgcg gaggtgcagt acaacttcac gtgcgatgcc 
780 

tgcgggaagc gcttcgagaa gctggacagc gtcaagttcc acacgctcaa aagccacccg 
840 
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gatcacaagc ccacctgacc cacctgacca ctgaccgccc ctatttattc gtccgctcgg 
900 

acaccacagc ccgggcttgc cggggcctgg acagctgcga gggccggccg gaccgcgggc 
960 

cggaaggagc gcccccgccc cgccccagag ctggcgcccc tgggcaggtt ccccaccccg 
1020 

ccccaccgca tccttctcgg agctggtgcc tggggctgca ttgctggaac tgtgtcaaga 
1080 

gagcagagtg agattaaaga gcgagaaagg aaaaaaaaaa aaa 
1123 

<210> 1318 
<211> 285 
<212> PRT 

<213> Homo sapiens 



<400> 1318 



Xaa Ala Glu Gly lie His Leu 


Asn Met Ala Ala Gly Ser 


Gly 


val 


Pro 


1 5 






10 








15 




Gly Ser Gly Leu Gly Glu Glu 


Val 


Pro Cys Ala Met Met 


Glu 


Gly 


vdi 


20 




25 








30 






Ala Ala Tyr Thr Gin Thr Glu 


Pro Glu Gly Ser Gin Pro 


Ser 


Thr 


Met 


35 


40 








45 








Asp Ala Thr Ala Val Ala Gly 


He Glu Thr Lys 


Lys Glu 


Lys 


Glu 


Asp 


50 55 










60 








Leu Cys Leu Leu Lys Lys Glu 


Glu 


Lys 


Glu Glu 


Pro Val 


Ala 


Pro 


Glu 


65 70 








75 








80 


Leu Ala Thr Thr Val Pro Glu 


Ser 


Ala 


Glu 


Pro 


Glu Ala 


Glu 


Ala 


Asp 


85 






90 








95 




Gly Glu Glu Leu Asp Gly Ser 


Asp 


Met 


Ser 


Ala 


He He 


Tyr 


Glu 


He 


100 




105 








110 






Pro Lys Glu Pro Glu Lys Arg 


Arg 


Arg 


Ser 


Lys 


Arg Ser 


Arg 


Val 


Met 


115 


120 








125 








Asp Ala Asp Gly Leu Leu Glu 


Met 


Phe 


His 


Cys 


Pro Tyr 


Glu 


Gly 


Cys 


130 135 










140 








Ser Gin Val Tyr Val Ala Leu 


Ser 


Ser 


Phe 


Gin 


Asn His 


Val 


Asn 


Leu 


145 150 








155 








160 


Val His Arg Lys Gly Lys Thr 


Lys 


Val 


Cys 


Pro 


His Pro 


Gly 


Cys 


Gly 


165 






170 








175 




Lys Lys Phe Tyr Leu Ser Asn 


His 


Leu 


Arg 


Arg 


His Met 


He 


He 


His 


180 




185 








190 






Ser Gly Val Arg Glu Phe Thr 


Cys 


Glu 


Thr 


Cys 


Gly Lys 


Ser 


Phe 


Lys 


195 


200 








205 








Arg Lys Asn His Leu Glu Val 


His 


Arg Arg 


Thr 


His Thr 


Gly 


Glu 


Thr 


210 215 










220 








Pro Leu Gin Cys Val lie Cys 


Gly Tyr Gin Cys Arg Gin 


Arg 


Ala 


Ser 


225 230 








235 








240 


Leu Asn Trp His Met Lys Lys 


His 


Thr 


Ala 


Glu 


Val Gin 


Tyr 


Asn 


Phe 


245 






250 








255 




Thr Cys Asp Ala Cys Gly Lys 


Arg 


Phe Glu Lys 


Leu Asp 


Ser 


Val 


Lys 


260 




265 








270 






Phe His Thr Leu Lys Ser His 


Pro 


Asp 


His 


Lys 


Pro Thr 








275 


280 








285 
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<210> 1319 

<211> 536 

<212> DNA 

<213> Homo sapiens 



<400> 1319 

cgggagcgga gcccagctct tggctggtga tgagggcctg gaagcagatg gcctctcagt 
60 

cctccatttg ggaggactcc caaaatagtg caggctcgag ggggtgggga atggctcctg 
120 

ctgaatgtgt gaatgggtcc ctgggtgctt tccttcctct gggagctccg tgggagagtg 
180 

gagtcgatgc caagtcagag agcagttggg gaggaaccca gaagccctgg gatggtgtct 
240 

gcatgggaat gtgtagggag gcagccacaa tgggcctggg ccttcctttc tctccttcct 
300 

gtccccctcc cccatccccc tctctcctcc cttccttctg gaaacccagt actgggggaa 
360 

acacacacag gtgggatgca ggtatccggg aagctcatag aagctgccac gctgctggag 
420 

tttgcctcat acaggagcgt gggcatgccc cgcgtggagt tgtgctgtgt gtgtgcatat 
480 

gtatggttgt gtgtgcatgg gggtggggga ttctgacctg gggtcactcc caaagctt 
538 



<210> 1320 

<211> 169 

<212> PRT 

<213> Homo sapiens 



<400> 1320 

Met Arg Ala Trp Lys Gin Met Ala Ser Gin Ser Ser 

1 5 io 

Ser Gin Asn Ser Ala Gly Ser Arg Gly Trp Gly Met 

20 2S 
Cys Val Asn Gly Ser Leu Gly Ala Phe Leu Pro Leu 

35 40 
Glu Ser Gly Val Asp Ala Lys Ser Glu Ser Ser Trp 

50 55 60 

Lys Pro Trp Asp Gly Val Cys Met Gly Met Cys Arg 
65 70 75 

Met Gly Leu Gly Leu Pro Phe Ser Pro Ser Cys Pro 

85 90 
Pro Ser Leu Leu Pro Ser Phe Trp Lys Pro Ser Thr 

100 105 
His Arg Trp Asp Ala Gly lie Arg Glu Ala His Arg 

115 120 
Ala Gly Val Cys Leu He Gin Glu Arg Gly His Ala 
130 135 140 

Val Leu Cys Val Cys He Cys Met Val Val Cys Ala 
145 150 155 

He Leu Thr Trp Gly His Ser Gin Ser 
165 



He Trp Glu Asp 
15 

Ala Pro Ala Glu 
30 

Gly Ala Pro Trp 
45 

Gly Gly Thr Gin 

Glu Ala Ala Thr 
80 

Pro Pro Pro Ser 
95 

Gly Gly Asn Thr 
110 

Ser Cys His Ala 
125 

Pro Arg Gly Val 

Trp Gly Trp Gly 
160 
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c210> 1321 

<211> 1292 

<212> DNA 

<213> Homo sapiens 

<400> 1321 

nacgcgtacc gtcgctgatc tcccccgtgg 
60 

cggaacgcag caatgatccg gcgtcagtgc 
120 

cgcccggatc gctcacggta cgcaacgacg 
180 

atcgtcaaga agatttacaa caacaatgtc 
240 

atggtcgtca atgctcgcgg tatcgcctac 
300 

tcgtcggccc agcgatatgt cgcagagggt 
360 

ctaacgaacg ccactcacac cgaggtgcga 
420 

gaagagctgg gcactcccca tgcccgacgg 
480 

gcagctgtgc accgagctaa gcagggggcc 
540 

cgtcagctct atcccgatga ggcggaactg 
600 

gctctcgaaa tccatttgca acccgaggaa 
660 

cagcggtggg acagtagaga cgtttcgcgg 
720 

gttttcaccg agctggagga cctgtggcac 
780 

tcccgcttcg tcacccacct tcgctatctg 
840 

tctcacgttg acctggacat tgtgggactc 
900 

gcagctagcc aagtggccga gcacatatcg 
960 

gaaatcaact acatcgcctt acacaccacc 
1020 

gactgacgat cgcgcacctg ttaaggctca 
1080 

gaccttcctg ccggaaagcc agcaccaaag 
1140 

aattcccacc ccgacatcca agaggtcagg 
1200 

gggggggttt gcatgctcag gggtgggggc 
1260 

caggactgtt ccactagtaa agcccctgcc 
1292 

<210> 1322 
<211> 317 
<212> PRT 



tcgtgaccaa cgcggccggg 


ttcaccatct 


tctcagtcac 


cgcaggatga 


cccggtgcaa 


aagcagggat 


cgctcagacc 


cgggcacgtc 


cttctcggcg tcaacggttc 


ggggaccgaa 


ggacgacacc gcggggagat 


cgtcgatgcc 


gcctatcgca 


cgaccgccat 


cgcatcactg 


gtggcacagg caatcgtcga 


attggcgcgc 


atgatgctgc 


ccatcctcga 


tcacctcgtc 


gtcatcgatt 


ttcccctgga 


atgggaagtc 


ggccgacgcg 


ctgtcgaaat 


cgtcgacggt 


tgggtggcat 


tctccctgca 


cttcatcaat 


accatgtcga 


tgactcagac 


gatctgcgac 


gttgagatcg 


accgttcgtc 


catgagcgca 


ttcgctcggg 


cctcggacaa 


caagcagctc 


atgtcagatc 


gctacccaga 


agccacattg 


aaagcaatcg gcaacgacct 


gacggaagcc 


cggctctaca acgaggtgat 


ggggatggat 


tcggtagtgg gcaatacaca 


aaatggcgat 


tcacccagat 


caaaattcag 


atgcgtgcct 


ggggggttgt 


tgggggtggt 


gggtgggggt 


tttgttgaag 


ccatcatgaa 


gttgcaaacc 
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<213> Homo sapiens 
<400> 1322 

Met He Arg Arg Gin Cys Ser Gin Ser Pro Gin Asp Asp Pro Val Gin 

1 5 io 15 

Arg Pro Asp Arg Ser Arg Tyr Ala Thr Thr Lys Gin Gly Ser Leu Arg 

20 25 30 

Pro Gly His Val He Val Lys Lys He Tyr Asn Asn Asn Val Leu Leu 

35 40 45 

Gly Val Asn Gly Ser Gly Thr Glu Met Val Val Asn Ala Arg Gly He 

50 55 60 

Ala Tyr Gly Arg His Arg Gly Glu He Val Asp Ala Ser Ser Ala Gin 
65 70 75 80 

Arg Tyr Val Ala Glu Gly Ala Tyr Arg Thr Thr Ala He Ala Ser Leu 

85 90 95 

Leu Thr Asn Ala Thr His Thr Glu Val Arg Val Ala Gin Ala He Val 

100 105 no 

Glu Leu Ala Arg Glu Glu Leu Gly Thr Pro His Ala Arg Arg Met Met 

115 120 125 

Leu Pro He Leu Asp His Leu Val Ala Ala Val His Arg Ala Lys Gin 

130 135 140 

Gly Ala Val He Asp Phe Pro Leu Glu Trp Glu Val Arg Gin Leu Tyr 
145 150 155 160 

Pro Asp Glu Ala Glu Leu Gly Arg Arg Ala Val Glu He Val Asp Gly 

165 170 175 

Ala Leu Glu He His Leu Gin Pro Glu Glu Trp Val Ala Phe Ser Leu 

ISO 185 190 

His Phe He Asn Gin Arg Trp Asp Ser Arg Asp Val Ser Arg Thr Met 

195 200 205 

Ser Met Thr Gin Thr He Cys Asp Val Phe Thr Glu Leu Glu Asp Leu 

210 215 220 

Trp His Val Glu He Asp Arg Ser Ser Met Ser Ala Ser Arg Phe Val 
225 230 235 " 240 

Thr His Leu Arg Tyr Leu Phe Ala Arg Ala Ser Asp Asn Lys Gin Leu 

24 5 250 255 

Ser His Val Asp Leu Asp He Val Gly Leu Met Ser Asp Arg Tyr Pro 

260 265 270 

Glu Ala Thr Leu Ala Ala Ser Gin Val Ala Glu His He Ser Lys Ala 

275 280 285 

He Gly Asn Asp Leu Thr Glu Ala Glu He Asn Tyr He Ala Leu His 

290 295 300 

Thr Thr Arg Leu Tyr Asn Glu Val Met Gly Met Asp Asp 
305 3io 315 

<210> 1323 
<211> 306 
<212> DNA 

<213> Homo sapiens 
<400> 1323 

cgcgtgatgg gaatgcgtca ctatgatgtt cagttgattg gtggtatcac tctgcacgaa 
60 

ggcaaaattg ctgagatgcg tacaggtgaa ggtaaaaccc tgatgggtac tttagcgtgt 
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tacctcaatg cattgagtgg tcagggtgtg catgtcatca ccgtcaatga ctatcttgca 
180 

caacgtgatg ctgaactcaa ccgcccatta tttgagtttt tgggtttaag catcggtgtg 
240 

atttattcga tgcaaatgcc tgctgagaaa gcacaagctt atttagcaga cattacttac 
300 

ggtacc 
306 

<210> 1324 

<211> 102 

<212> PRT 

<213> Homo sapiens 

<400> 1324 



Arg Val 


Met 


Gly 


Met 


Arg 


His 


Tyr 


Asp 


Val Gin Leu He Gly Gly 


He 


1 






5 










10 15 




Thr Leu 


His 


Glu 


Gly 


Lys 


He 


Ala 


Glu 


Met Arg Thr Gly Glu Gly 


Lys 






20 










25 


30 




Thr Leu 


Met 


Gly 


Thr 


Leu 


Ala 


Cys 


Tyr 


Leu Asn Ala Leu Ser Gly 


Gin 




35 










40 




45 




Gly Val 


His 


Val 


He 


Thr 


Val 


Asn 


Asp 


Tyr Leu Ala Gin Arg Asp 


Ala 


50 










55 






60 




Glu Leu 


Asn 


Arg 


Pro 


Leu 


Phe 


Glu 


Phe 


Leu Gly Leu Ser He Gly 


Val 


65 








70 








75 


80 


He Tyr 


Ser 


Met 


Gin 


Met 


Pro 


Ala 


Glu 


Lys Ala Gin Ala Tyr Leu 


Ala 








85 










90 95 




Asp He 


Thr 


Tyr 


Gly 


Thr 













100 



<210> 1325 

<211> 391 

<212> DNA 

<213> Homo sapiens 

<400> 1325 

gtgcacatgg gcccactggc gaatccgacg cgcggcctac ggcgcgcaat actggcggcc 
60 

attgtcgccg catgttccgt ctccgctcat gccggaagct ggccagagaa accgatcacg 
120 

atggtcgtgc cgtttcccgc cggaggcggc accgatctcg tggcgcgctc gatccagccg 
180 

cttttgcagc gcgaactcgg acaaccggtg gtgatcgaca accgcagcgg cgcaggcggc 
240 

acgctcggct ccagcttcgt ggcgcgggcc gttgccgacg gctacacggc tggcgtggtc 
300 

accacgagca cccacgcggt aagcgtcgcg ctctatcccc ggctggccta caacccgaca 
360 

gcggactttg catacgccgg cttcatcggc n 
391 

<210> 1326 
<211> 130 
<212> PRT 
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<213> Homo sapiens 



<400> 1326 










Val 


His 


Met Gly Pro Leu Ala Asn Pro Thr Arg Gly Leu Arg Arg 


Ala 
Aid 


1 




5 




10 


15 




lie 


Leu 


Ala Ala He Val 


Ala 


Ala Cys Ser Val 


Ser Ala His Ala 


Gly 






20 




25 


30 


Ser 


Trp 


Pro Glu Lys Pro 


He 


Thr Met Val Val 


Pro Phe Pro Ala 


Gly 






35 




40 


45 


Gly 


Gly 


Thr Asp Leu Val 


Ala 


Arg Ser He Gin 


Pro Leu Leu Gin 


Arg 




50 




55 




60 


Glu 


Leu 


Gly Gin Pro Val 


Val 


He Asp Asn Arg 


Ser Gly Ala Gly 


Gly 


65 




70 




75 




80 


Thr 


Leu 


Gly Ser Ser Phe 


Val 


Ala Arg Ala Val 


Ala Asp Gly Tyr 


Thr 






85 




90 


95 




Ala 


Gly 


Val Val Thr Thr 


Ser 


Thr His Ala Val 


Ser Val Ala Leu 


Tyr 






100 




105 


110 


Pro 


Arg 


Leu Ala Tyr Asn 


Pro 


Thr Ala Asp Phe 


Ala Tyr Ala Gly 


Phe 






115 




120 


125 




He 


Gly 














130 













<210> 1327 

<211> 324 

<212> DNA 

<213> Homo sapiens 

<400> 1327 

nnacgcgtga tttcggaact gcagcagttc gagcagtcgc atggacagag cgacgggagc 
60 

tactggctat ggttcgagct gctgtggcga gactatttcc gctttctgca tcttcggcat 
120 

ggcgctcggc tgtaccgcgc acgcggcctc gcaaatgagg tacggcacgc ggagcgccca 
180 

gatgtgcagg gcttcgagcg ctggcgtcgt gcatcgaccg gcgagccgct cgtcgatgcc 
24 0 

gcgatgcgcg agctggagac caccggctac ctcagcaaca ggctcagaca ggtggtcgcg 
300 

agctacctcg tgcacgagct ggga 
324 

<210> 1328 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<400> 1328 

Xaa Arg Val He Ser Glu Leu Gin Gin Phe Glu Gin Ser His Gly Gin 

1 5 io is 

Ser Asp Gly Ser Tyr Trp Leu Trp Phe Glu Leu Leu Trp Arg Asp Tyr 

20 25 30 

Phe Arg Phe Leu His Leu Arg His Gly Ala Arg Leu Tyr Arg Ala Arg 

35 40 45 

Gly Leu Ala Asn Glu Val Arg His Ala Glu Ar-g Pro Asp Val Gin Gly 
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50 55 60 

Phe Glu Arg Trp Arg Arg Ala Ser Thr Gly Glu Pro Leu Val Asp Ala 
65 70 75 80 

Ala Met Arg Glu Leu Glu Thr Thr Gly Tyr Leu Ser Asn Arg Leu Arg 

85 90 95 

Gin Val Val Ala Ser Tyr Leu Val His Glu Leu Gly 
100 105 

c210> 1329 
<211> 438 
<212> DNA 

<213> Homo sapiens 
<400> 1329 

ngtgcacgct tagcattaga tttagcttcc agtggcaaaa ctacgtcgtt gatttcaagc 
60 

ggcgatatcg gcatttacgc gatggcgacc ctggtgtttg aactgctgga tagacaactc 
120 

cagggccttg aagaccatcc tgaatggtta gatgttgaaa tcgatgtggt acctggcatc 
180 

tctgcaatgc aagctggtgc aagtcgtatt ggtgcgatgt taggtcatga cttttgtacg 
240 

gtgagtttgt ctgatttatt aaccccttgg gaaactatta ataaacgtat tcatagtgca 
300 

ggtgaggggg attttgttat ctctttttat aaccctgttt ctaagaaacg tgattggcag 
360 

cttaaccacg cgcgtgatgt attattgaaa taccgtccag catcaacgcc agttttatta 
420 

ggtcgtcagt tgacgcgt 
438 

<210> 1330 
<211> 146 
<212> PRT 

<213> Homo sapiens 



<400> 1330 




























Xaa 


Ala 


Arg 


Leu 


Ala 


Leu 


Asp 


Leu 


Ala 


Ser 


Ser 


Gly 


Lys 


Thr 


Thr 


Ser 


1 






5 










10 










15 




Leu 


He 


Ser 


Ser 
20 


Gly 


Asp 


He 


Gly 


He 
25 


Tyr 


Ala 


Met 


Ala 


Thr 
30 


Leu 


Val 


Phe 


Glu 


Leu 


Leu 


Asp 


Arg 


Gin 


Leu Gin Gly 


Leu 


Glu 


Asp 


His 


Pro 


Glu 






35 










40 










45 








Trp 


Leu 
50 


Asp 


Val 


Glu 


He 


Asp 
55 


Val 


Val 


Pro 


Gly 


He 
60 


Ser 


Ala 


Met 


Gin 


Ala 


Gly 


Ala 


Ser 


Arg 


He 


Gly 


Ala 


Met 


Leu 


Gly His 


Asp 


Phe 


Cys 


Thr 


65 








70 










75 










80 


Val 


Ser 


Leu 


Ser 


Asp 
85 


Leu 


Leu 


Thr 


Pro 


Trp 
90 


Glu 


Thr 


He 


Asn 


Lys 
95 


Arg 


He 


His 


Ser 


Ala 
100 


Gly 


Glu 


Gly 


Asp 


Phe 
105 


Val 


He 


Ser 


Phe 


Tyr 
110 


Asn 


Pro 


Val 


Ser 


Lys 
115 


Lys 


Arg 


Asp 


Trp 


Gin 
120 


Leu 


Asn 


His 


Ala 


Arg 
125 


Asp 


Val 


• Leu 


Leu 


Lys 


Tyr 


Arg 


Pro 


Ala 


Ser 


Thr 


Pro 


Val 


Leu 


Leu 


Gly 


Arg 


Gin 


Leu 
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130 135 140 

Thr Arg 
145 

<210> 1331 

<211> 453 

<212> DNA 

<213> Homo sapiens 

<400> 1331 

gcgtaccgct ccgcggaact ggtgatgatg accgaggcac cgggatgcgg aatcccctgg 
60 

catcttctgg ccggcatcgg acgcatcgaa tccggtcacg ccaacggcgg caagacgacc 
120 

tcggtgggta cgaacgtcac cccgatcctc ggccccatcc tcgacggacg gctggcaggc 
180 

aacgaagtca ttcgggacac cgacaagggc aatcgacggc gacccactca cgaccgcgcc 
240 

gtcgggccga tgcagttcat tccggccacc tgggccggat atgccagcga cggcaacggg 
300 

gacggaatca aggaccccaa caacgtcttc gatgcggcac tctcggcagc gaagtacctc 
360 

tgcagcggcg gactcaacct gcgcgatgtc gcccaggaga ccaaagctgt tctgcgatac 
420 

aacaactcgg ccgcttacgc agcaaacgtg ate 
453 

<210> 1332 

<211> 151 

<212> PRT 

<213> Homo sapiens 

<400> 1332 



Ala Tyr Arg Ser 


Ala Glu 


Leu 


Val 


Met 


Met Thr Glu 


Ala 


Pro Gly 


Cys 


1 


5 








10 




15 


Gly He Pro Trp 


His Leu 


Leu 


Ala 


Gly 


He Gly Arg 


He 


Glu Ser 


Gly 


20 








25 






30 


His Ala Asn Gly 


Gly Lys 


Thr 


Thr 


Ser 


Val Gly Thr 


Asn 


Val Thr 


Pro 


35 






40 






45 






He Leu Gly Pro 


He Leu 


Asp 


Gly 


Arg 


Leu Ala Gly 


Asn 


Glu Val 


lie 


50 




55 






60 








Arg Asp Thr Asp 


Lys Gly 


Asn 


Arg 


Arg 


Arg Pro Thr 


His 


Asp Arg 


Ala 


65 


70 








75 




80 


Val Gly Pro Met 


Gin Phe 


He 


Pro 


Ala 


Thr Trp Ala 


Gly 


Tyr Ala 


Ser 




8S 








90 




95 




Asp Gly Asn Gly 


Asp Gly 


He 


Lys 


Asp 


Pro Asn Asn 


Val 


Phe Asp 


Ala 


100 








105 






110 




Ala Leu Ser Ala 


Ala Lys 


Tyr 


Leu 


Cys 


Ser Gly Gly 


Leu 


Asn Leu 


Arg 


115 






120 






125 




Asp val Ala Gin 


Glu Thr 


Lys 


Ala 


Val 


Leu Arg Tyr 


Asn 


Asn Ser 


Ala 


130 




135 






140 








Ala Tyr Ala Ala 


Asn Val 


He 















145 150 
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<210> 1333 

<211> 540 

<212> DNA 

<213> Homo sapiens 

<400> 1333 

acgcgtcgcc cacactgttg ccgccgaggc ggctcgagcc gggtgtgagg aaggatccgc 
60 

ggcacagctc gtcggtcaag atgggtctag tgctgctcgt atggcggcgg aggcatccgc 
120 

gcgaagggct aaagcggatg gactaagcca gcttgtcatc gatgtcaatg gagacgccgt 
180 

cagcgtcgcg acggaaatca cccggcctac tcgtctatta gcccttattg gactaaccga 
240 

agtacacggt cgggcgagcg aaatgtgtat tttgctggct cgctgaggcc gttgcagcga 
300 

tacaatgatg aggtgtctaa gtattttccg gtccacccgg agaacccgca gcagcgttct 
360 

ctcaatcaga tcgtcgacat cctgcaccat ggcggtctta tcgcctaccc gacagacacg 
420 

ggttatgcct tcggtgcccg gntagggaat aaggatgccg tggaccggat tcgcaaactt 
480 

cgccagttat ttgacaagca tcacttcacc ctggtcatga gccagtttgc gcaggttggc 
540 

<210> 1334 
<211> 70 
<212> PRT 

<213> Homo sapiens 
<400> 1334 

Val His Pro Glu Asn Pro Gin Gin Arg Ser Leu Asn Gin lie Val Asp 

15 10 15 

lie Leu His His Gly Gly Leu lie Ala Tyr Pro Thr Asp Thr Gly Tyr 

20 25 30 

Ala Phe Gly Ala Arg Xaa Gly Asn Lys Asp Ala Val Asp Arg lie Arg 

35 40 45 

Lys Leu Arg Gin Leu Phe Asp Lys His His Phe Thr Leu Val Met Ser 

50 55 60 

Gin Phe Ala Gin Val Gly 
65 70 



<210> 1335 

<211> 748 

<212> DNA 

<213> Homo sapiens 



<400> 1335 

nctctcatac tttttttccc tattcctatc ccccctctct ccgaccgcgt gaagcgttct 
60 

gtgaatgcca agaagaagcg tcgtgaggtc ctcgatcagg cctccggtta ccgtggtcag 
120 

cgctcgcgcc tgtaccgcaa ggccaaggag cagaccctcc attcggccac ttattcgttc 
180 
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cgtgaccgtc gtgctaagaa gggtgacttc cgctcgctgt ggatccagcg catcaatgct 
24 0 

gcttcccgtg cccagggcat gacctacaac cgtttcatca acggtctgaa gaacgctggc 
300 

gtcgaggtcg accgcaagat gctcgctgag cttgccgtct ccgacattaa cgccttcaac 
360 

agcctggtcg aggtcgctaa ggctagccag ccgcagaacg ctgctgcctg agatggccat 
420 

gactggcggg ccgaacgacg actatttggg atgggatcgc atctcgaagg ggtcattgcg 
480 

ttcggcccgt cgtctttcat ctcggcgcgg acgcgatgag tccgggctgt tcttggtaga 
540 

aggtgcgcag gcagttcgtg aagccctagc atggccgggt aaagtcaatt tgttggcaac 
600 

ctcggaccca gctcgcgatg ctgagcatgt cgaggtggct acatgtcgtg gcgttcgggt 
660 

cgtggtgctc actgacgagg atgtcaatgc gctttctgat accgtcacca gtcaggggat 
720 

cttcgcggta tgtcggcagg ttacgcgt 
748 



<210> 1336 












<211> 136 












<212> PRT 












<213> Homo sapiens 










<400> 1336 












Xaa Leu lie Leu 


Phe Phe Pro 


lie 


Pro lie Pro Pro 


Leu 


Ser Asp Arg 


1 


5 




10 




15 


Val Lys Arg Ser 


Val Asn Ala 


Lys 


Lys Lys Arg Arg 


Glu 


Val Leu Asp 


20 






25 




30 


Gin Ala Ser Gly 


Tyr Arg Gly Gin 


Arg Ser Arg Leu 


Tyr 


Arg Lys Ala 


35 




40 




45 


Lys Glu Gin Thr 


Leu His Ser 


Ala 


Thr Tyr Ser Phe 


Arg 


Asp Arg Arg 


50 


55 




60 




Ala Lys Lys Gly 


Asp Phe Arg 


Ser 


Leu Trp He Gin 


Arg 


lie Asn Ala 


65 


70 




75 


80 


Ala Ser Arg Ala 


Gin Gly Met 


Thr 


Tyr Asn Arg Phe 


lie 


Asn Gly Leu 




85 




90 




95 


Lys Asn Ala Gly 


Val Glu Val 


Asp 


Arg Lys Met Leu 


Ala 


Glu Leu Ala 


100 






105 




110 


Val Ser Asp lie 


Asn Ala Phe 


Asn 


Ser Leu Val Glu 


Val 


Ala Lys Ala 


115 




120 




125 


Ser Gin Pro Gin 


Asn Ala Ala 


Ala 








130 


135 











<210> 1337 

<211> 364 

<212> DNA 

<213> Homo sapiens 

<400> 1337 

acgcgtgagg ccaggccact gggcaccgcc gttagccagg gcagcctcct tcagtggtca 
60 
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aggcagactc agctcatggg cgagcatgtc agtgaagggc acagcaaggc tcacgagtgg 
120 

gcctcttgcc tcatggtcag tgtgggtcag tgctttcgct gtatgagact acagggtttc 
180 

tctgcctcac catgggggac gattgggtct gggtcacttc ctgctgtggg acctgtcctg 
240 

ggcactgcag gatgtggggc agggctccta cgtgccagct accagatgcc agcagcaccc 
300 

ccagaagtga caaccacaac catctccagg tgttgccagt gtcccctggg ggtcagagtg 

360 

gccc 

364 

<210> 1338 

<211> 96 

<212> PRT 

<213> Homo sapiens 

<400> 1338 

Met Gly Glu His Val Ser Glu Gly His Ser Lys Ala His Glu Trp Ala 

IS 10 15 

Ser Cys Leu Met Val Ser Val Gly Gin Cys Phe Arg Cys Met Arg Leu 

20 25 30 

Gin Gly Phe Ser Ala Ser Pro Trp Gly Thr lie Gly Ser Gly Ser Leu 

35 40 45 

Pro Ala Val Gly Pro Val Leu Gly Thr Ala Gly Cys Gly Ala Gly Leu 

50 55 60 

Leu Arg Ala Ser Tyr Gin Met Pro Ala Ala Pro Pro Glu Val Thr Thr 
65 70 75 80 

Thr Thr lie Ser Arg Cys Cys Gin Cys Pro Leu Gly Val Arg Val Ala 
85 90 95 

<210> 1339 

<211> 653 

<212> DNA 

<213> Homo sapiens 

<400> 1339 

cgcgttgtct tcaacatcga cgaaaagcag tgcattgacc tggcgcaccg tggtactgag 
60 

tgggtcgtca ggtacgccga caagtacctc ggcgacgttg agttcggcta cgagtactct 
12 0 

ccggagatgt ttagccagac ccgcacggac ttcgctatcg acgtctgtca ctccgtgatg 
180 

gacgtgtggc agccggggcc aggccgtgag attatcctta atctgccggc taccgtcgag 
240 

atgagtactc cgaacaccta cgccgaccaa atcgagtact tctgccgcaa tatccgtgat 
300 

cgtgagcacg tgtgcgtctc tttgcacccg cacaatgatc gtggcacggc gatcgcggcc 
360 

gccgagttcg cgcagatggc gggcgccgat cgcgtcgagg gctgtttctt tggccccggc 
420 

gagcgcccgg gcaccgtcga cctggtcacc ctgggcatga acctcgtcag ccagggagtt 
480 
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gacgccggta tcgacttctc cgacatgccc aagatccgcc gcaccgtcga gtactgcacc 
540 

tgtctgccag taccggcccg ccagccctac tccggcgatc tggtcttcac cgccttctcc 
600 

ggttcccacc aggacgccat caagaagggt ctggaagacc tggcccggcg cgc 
653 

<210> 1340 
<211> 217 
<212> PRT 

<213> Homo sapiens 
<400> 1340 

Arg Val Val Phe Asn He Asp Glu Lys Gin Cys He Asp Leu Ala His 

15 10 15 

Arg Gly Thr Glu Trp Val Val Arg Tyr Ala Asp Lys Tyr Leu Gly Asp 

20 25 30 

Val Glu Phe Gly Tyr Glu Tyr Ser Pro Glu Met Phe Ser Gin Thr Arg 

35 40 45 

Thr Asp Phe Ala lie Asp Val Cys His Ser Val Met Asp Val Trp Gin 

50 55 60 

Pro Gly Pro Gly Arg Glu He He Leu Asn Leu Pro Ala Thr Val Glu 
65 70 75 80 

Met Ser Thr Pro Asn Thr Tyr Ala Asp Gin He Glu Tyr Phe Cys Arg 

85 90 95 

Asn He Arg Asp Arg Glu His Val Cys Val Ser Leu His Pro His Asn 

100 105 110 

Asp Arg Gly Thr Ala He Ala Ala Ala Glu Phe Ala Gin Met Ala Gly 

115 120 125 

Ala Asp Arg Val Glu Gly Cys Phe Phe Gly Pro Gly Glu Arg Pro Gly 

130 135 140 

Thr Val Asp Leu Val Thr Leu Gly Met Asn Leu Val Ser Gin Gly Val 
145 150 155 160 

Asp Ala Gly He Asp Phe Ser Asp Met Pro Lys He Arg Arg Thr Val 

165 170 175 

Glu Tyr Cys Thr Cys Leu Pro Val Pro Ala Arg Gin Pro Tyr Ser Gly 

180 185 190 

Asp Leu Val Phe Thr Ala Phe Ser Gly Ser His Gin Asp Ala He Lys 

195 200 205 

Lys Gly Leu Glu Asp Leu Ala Arg Arg 
210 215 

<210> 1341 
<211> 666 
<212> DNA 

<213> Homo sapiens 
<400> 1341 

accggttgct gatttccttg ttggagtctt caccactatg agcagtgact ccattgtttt 
60 

gcaaagtttc ttgccttgct ttgatcatat tttcacaact ggattcccaa cagaagtgtg 
120 

gcaatctgta atagaaaagt tggcaaagaa aggattatgg cattcatttc tgcttctgtc 
180 
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agcaaaaaaa gaccgattac caagaaatat tcatgtccca gagttatcac tgaaaagcct 
240 

ctttgagaaa tacgttttca ttggacttta tgagaagatg gaacaagtgc ccaagttagt 
300 

ccagtggctc atctccattg gtgcaagtgt tgagactata ggaccgtatc cccttcatgc 
360 

cctcatgcga ctctgtatcc aagccagaga aaaccatctt ttccggtggt taatggatca 
420 

caagcccgag tggaaaggcc gcattaacca gaaggatggg gatggctgca ctgtcctgca 
480 

cgtcgtcgct gcccactccc caggatacct cgttaagcga caaacagagg atgtgcagat 
540 

gctcctgcgc tttggggcag atcccacttt gctggatcga cagtctcggt ctgttgtgga 
600 

tgtcctgaag aggaataaga acttcaaagc catcgagaaa atcaacagtc acttagaaaa 
660 

gctagc 
666 

<210> 1342 
<211> 209 
<212> PRT 

<213> Homo sapiens 



<400> 1342 






















Met Ser 


Ser 


Asp 


Ser 


He Val Leu 


Gin Ser 


Phe 


Leu 


Pro 


Cys 


Phe 


Asp 


1 




5 




10 










15 




His He 


Phe 


Thr 


Thr Gly Phe Pro 


Thr Glu 


Val 


Trp 


Gin 


Ser 


Val 


lie 






20 






25 








30 






Glu Lys 


Leu 


Ala 


Lys 


Lys Gly Leu Trp His 


Ser 


Phe 


Leu 


Leu 


Leu 


Ser 




35 






40 








45 








Ala Lys 


Lys 


Asp 


Arg 


Leu Pro Arg Asn He 


His 


Val 


Pro 


Glu 


Leu 


Ser 


50 








55 






60 










Leu Lys 


Ser 


Leu 


Phe Glu Lys Tyr Val Phe 


He Gly 


Leu 


Tyr 


Glu 


Lys 


65 








70 




75 










80 


Met Glu 


Gin 


Val 


Pro 


Lys Leu Val Gin Trp 


Leu 


He 


Ser 


lie 


Gly 


Ala 








85 




90 










95 




Ser Val 


Glu 


Thr 


He 


Gly Pro Tyr 


Pro Leu 


His 


Ala 


Leu 


Met 


Arg 


Leu 






100 






105 








110 






Cys He 


Gin 


Ala 


Arg 


Glu Asn His 


Leu Phe 


Arg 


Trp 


Leu 


Met 


Asp 


His 




115 






120 








125 








Lys Pro 


Glu 


Trp 


Lys 


Gly Arg He 


Asn Gin 


Lys 


Asp 


Gly 


Asp 


Gly 


Cys 


130 








135 






140 










Thr Val 


Leu 


His 


Val 


Val Ala Ala 


His Ser 


Pro Gly 


Tyr 


Leu 


Val 


Lys 


145 








150 




155 










160 


Arg Gin 


Thr 


Glu 


Asp 


Val Gin Met 


Leu Leu 


Arg 


Phe 


Gly 


Ala 


Asp 


Pro 






165 




170 










175 




Thr Leu 


Leu 


Asp 


Arg 


Gin Ser Arg 


Ser Val 


Val 


Asp 


Val 


Leu 


Lys 


Arg 






180 






185 








190 






Asn Lys 


Asn 


Phe 


Lys 


Ala He Glu 


Lys lie 


Asn 


Ser 


His 


Leu 


Glu 


Lys 




195 






200 








205 








Leu 
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<210> 1343 

<211> 270 

<212> DNA 

<213> Homo sapiens 

<400> 1343 

ccggaaacgt gccgagttct cctgacgcac gaagtgatgt gtagtcgatg ctgcgaaaag 
60 

aaaagctgtg gaaaccgaaa tgagactcca tcggacccag tcataattga cagattcttt 
120 

ttaaaatttt tcctcaagtg caatcagaat tgtttgaaaa cagcaggaaa cccaagggac 
180 

atgagacggt ttcaggttgt gttgtcaaca acggtgaatg tggatggaca cgtcctggct 
240 

gtttctgaca acatgtttgt tcataacaac 
270 

<210> 1344 
<211> 90 
<212> PRT 
<213> Homo sapiens 

<400> 1344 

Pro Glu Met Cys Arg Val Leu Leu Thr His 

1 5 io 

Cys Cys Glu Lys Lys Ser Cys Gly Asn Arg 

20 25 
Pro Val He He Asp Arg Phe Phe Leu Lys 

35 40 
Gin Asn Cys Leu Lys Thr Ala Gly Asn Pro 

50 55 
Gin Val Val Leu Ser Thr Thr Val Asn Val 
65 70 

Val Ser Asp Asn Met Phe Val His Asn Asn 
85 90 

<210> 1345 
<211> 402 
<212> DNA 
<213> Homo sapiens 

<400> 1345 

acgcgtttga aacccaccga tgacttgtcg gtgatcctgg gtacccgcgt cagcaacttc 
60 

agcggcaccg acaacaccga cttctacgac ccgaccaagg ccgacaaccg tctcacctac 
120 

cgccagacgg gcgtcgtcac gccctatgcc ggcatcgtct acgacctgaa tgacatctgg 
180 

tcggtgtaca ccagctacac caagatctac aagccgcaga acagcaagga cgccgaccgc 
240 

aagttgctcg atccgattga aggtgacacc tacgaagccg ggctcaaggc agcgtttttc 
300 

gacggccgcc tgaacgccag ttttgccgca ttccgcatcg aacaggacaa cgtcgcacag 
360 



Glu Val Met Cys Ser Arg 
15 

Asn Glu Thr Pro Ser Asp 
30 

Phe Phe Leu Lys Cys Asn 
45 

Arg Asp Met Arg Arg Phe 
60 

Asp Gly His Val Leu Ala 
75 80 
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tacgtttccg ggtttgagac cgactcgtgt atcgcccatt gc 
402 

<210> 1346 

<211> 134 

<212> PRT 

<213> Homo sapiens 

<400> 1346 



Thr 


Arg 


Leu 


Lys 


Pro 


Thr 


Asp 


Asp 


Leu 


Ser 


Val He 


Leu Gly Thr Arg 


1 








5 










10 




15 


val 


Ser 


Asn 


Phe 


Ser 


Gly 


Thr 


Asp 


Asn 


Thr 


Asp Phe 


Tyr Asp Pro Thr 








20 










25 






30 


Lys 


Ala 


Asp 


Asn 


Arg 


Leu 


Thr 


Tyr 


Arg 


Gin 


Thr Gly 


Val Val Thr Pro 






35 










40 








45 


Tyr 


Ala 


Gly 


He 


Val 


Tyr 


Asp 


Leu 


Asn 


Asp 


He Trp 


Ser Val Tyr Thr 




50 










55 








60 




Ser 


Tyr 


Thr 


Lys 


He 


Tyr 


Lys 


Pro 


Gin 


Asn 


Ser Lys 


Asp Ala Asp Arg 


65 










70 










75 


60 


Lys 


Leu 


Leu 


Asp 


Pro 


He 


Glu 


Gly 


Asp 


Thr 


Tyr Glu 


Ala Gly Leu Lys 










85 










90 




95 


Ala 


Ala 


Phe 


Phe 


Asp 


Gly 


Arg 


Leu 


Asn 


Ala 


Ser Phe 


Ala Ala Phe Arg 








100 










105 






110 


He 


Glu 


Gin 


Asp 


Asn 


Val 


Ala 


Gin 


Tyr 


Val 


Ser Gly 


Phe Glu Thr Asp 






115 










120 








125 


Ser 


Cys 


He 


Ala 


His 


Cys 















130 



<210> 1347 

<211> 415 

<212> DNA 

<213> Homo sapiens 

<400> 1347 

naccaccttc tgggcaggct ctcattcttt cattccaaga agcatttatt aaagactggc 
60 

tagggcgagg gaacccagct aggggctggg gataaaaaat aagaaataac tgaaggacct 
120 

tgctcttaag gaactccatc ttactgggtg gagccaaacg agaaaagaga gctcgggagg 
180 

gcaccaaagc ggtcttgccg aaattgcctg aggcagggga aggggcacgc tttctgaaaa 
240 

acccccccaa accgattcca ggaagcccaa agggcggccc ctctgcccgc agcactgcct 
300 

tcacgtttac ttccatcccg gcctcctcct tcccctaagg cttggcatgc aacatccctg 
360 

cttctcaccc accttttatt taagactcct attatctgca cacaatggaa gttag 
415 

c210> 1348 

<211> 105 

<212> PRT 

<213> Homo sapiens 
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<400> 1348 



Met Glu 


Val 


Asn 


Val Lys 


Ala Val Leu 


Arg Ala Glu Gly Pro Pro 


Phe 


l 






5 




10 15 




Gly Leu 


Pro 


Gly 


He Gly 


Leu Gly Gly 


Phe Phe Arg Lys Arg Ala 


Pro 






20 




25 


30 




Ser Pro 


Ala 


Ser 


Gly Asn 


Phe Gly Lys 


Thr Ala Leu Val Pro Ser 


Arg 




35 






40 


45 




Ala Leu 


Phe 


Ser 


Arg Leu 


Ala Pro Pro 


Ser Lys Met Glu Phe Leu 


Lys 


SO 








S5 


60 




Ser Lys 


Val 


Leu 


Gin Leu 


Phe Leu lie 


Phe Tyr Pro Gin Pro Leu 


Ala 


65 






70 




75 


80 


Gly Phe 


Pro 


Arg 


Pro Ser 


Gin Ser Leu 


He Asn Ala Ser Trp Asn 


Glu 








85 




90 95 




Arg Met 


Arg 


Ala 


Cys Pro 


Glu Gly Gly 










100 




105 







<210> 1349 

<211> 924 

<212> DNA 

<213> Homo sapiens 

<400> 1349 

gccgggatcg tcacaccaca gcaggtcgcg ttaccccatg acgtcttccg tgagcttggc 
60 

gctcagacgg tcatgcgttc gatcgccgaa aagcttggcc ttccggtcat cgttaagccg 
120 

gcacgtgggg gctcaagcct cggcgtcaca aaagtcgatg gcgtcgacga tcttcctcag 
180 

gccgtcgcga acgcctatgc ctatgacgac atggttgtag tcgaggaatt cattgtgggc 
240 

aacgaactcg caataggcat gatcacgacg tctgaaggca cgcgtgtgct gccagccgtc 
300 

gagattcgcc ctgtcggtgg tgtttatgat tattcagcga tgtacaccgg tggtgagaca 
360 

cgactaacag ctcctgcaga cattagcgat acggcggccc aaaccgcgac ggcgatggcc 
420 

cgagtcgtgc aaaaggagct cgatttctcc gggatatctc gtgtcgatgc gatcgtggac 
480 

gagtccggtc gcccagtttt cttggaggcc ggtgctgctc ccgggatgac agctacttcg 
540 

ctcgtacccg tggctatgaa agctgccggt ctagaccttg gcgaggtgtg ctctcgacta 
600 

gtcgatgacg tcgctcgcaa ccatggctga cagtgtgcac acgaggggct cgcgccacgc 
660 

cgtgcgcgtc aagcaggcat ctgtcgtctt gctcggcgtc gtccttgcca gtgtgatggt 
720 

cttcctcgga ctgtggcaga tgaacgtttt tgagtcccaa cgtgacgact cgacgcaggc 
780 

gcgtatcaac gagccagtga tcacctggaa tgaggcgcct aagaaggcca gtgtcatggc 
840 

tcagtacgga cgccgggtga cggtgacggg cacgttccaa ccgtcgacca caaccttgat 
900 

aggcacatcg tggccagtac gcgt 
924 
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<210> 1350 

<211> 209 

<212> PRT 

<213> Homo sapiens 



<400> 1350 

Ala Gly lie Val Thr Pro Gin Gin Val Ala Leu Pro His Asp Val Phe 

15 10 15 

Arg Glu Leu Gly Ala Gin Thr Val Met Arg Ser lie Ala Glu Lys Leu 

20 25 30 

Gly Leu Pro Val lie Val Lys Pro Ala Arg Gly Gly Ser Ser Leu Gly 

35 40 45 

Val Thr Lys Val Asp Gly Val Asp Asp Leu Pro Gin Ala Val Ala Asn 

SO 55 60 

Ala Tyr Ala Tyr Asp Asp Met Val Val Val Glu Glu Phe He Val Gly 
65 70 75 80 

Asn Glu Leu Ala He Gly Met He Thr Thr Ser Glu Gly Thr Arg Val 

85 90 95 

Leu Pro Ala val Glu lie Arg Pro Val Gly Gly Val Tyr Asp Tyr Ser 

100 105 110 

Ala Met Tyr Thr Gly Gly Glu Thr Arg Leu Thr Ala Pro Ala Asp He 

115 120 125 

Ser Asp Thr Ala Ala Gin Thr Ala Thr Ala Met Ala Arg Val Val Gin 

130 135 140 

Lys Glu Leu Asp Phe Ser Gly He Ser Arg Val Asp Ala He Val Asp 
145 150 155 160 

Glu Ser Gly Arg Pro Val Phe Leu Glu Ala Gly Ala Ala Pro Gly Met 

165 170 175 

Thr Ala Thr Ser Leu Val Pro Val Ala Met Lys Ala Ala Gly Leu Asp 

180 185 190 

Leu Gly Glu Val Cys Ser Arg Leu Val Asp Asp Val Ala Arg Asn His 
195 200 205 

Gly 



<210> 1351 

<211> 398 

<212> DNA 

<213> Homo sapiens 

<400> 1351 

nngtgcacgg agggcgtgct ggtctacgcc ctgtatctgc tgtctcgatg cacgatgggc 
60 

gacgagacgc aaaacgcatt gcttctcagt attctgctgc accccggtct gctcatcgtc 
120 

gaccacattc acttccagta caacgggttc ctaattcgcg ggccccttta tcgtttgggg 
180 

gcccgcacgg acgcatcggc cctctttctc tgaaccgccc tgtttgcctc gctgctccag 
240 

ttcaagcaca tttacgtata cgtcgcgccg gcgtactttg tgtacctgct gcgtgcgtac 
300 

atgctcccga gcatgccgac gtccgcatcg acggggagcg cggcgatcga tcgcaccatc 
360 
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aagcttggcg cagcgacgct ggtgccttcc tgctgagc 
398 



<210> 1352 

<211> 70 

<212> PRT 

<213> Homo sapiens 



<400> 1352 

Xaa Cys Thr Glu Gly Val Leu Val Tyr Ala Leu Tyr Leu Leu Ser Arg 

15 10 is 

Cys Thr Met Gly Asp Glu Thr Gin Asn Ala Leu Leu Leu Ser He Leu 

20 25 30 

Leu His Pro Gly Leu Leu lie Val Asp His He His Phe Gin Tyr Asn 

35 40 45 

Gly. Phe Leu He Arg Gly Pro Leu Tyr Arg Leu Gly Ala Arg Thr Asp 

50 55 60 

Ala Ser Ala Leu Phe Leu 
65 70 



<210> 1353 

<211> 480 

<212> DNA 

<213> Homo sapiens 



<400> 1353 

ngggccccaa tccctagcct agggcctgga ggtcccctga gtttgctcag ccaactcatt 
60 

accctcacac ccaccccacc cccagtcaca cggatcgtgc ggggcattgg acagcctcgg 

ggcaacatgc tcctggtggg tatcgggggc agcggacgcc agagtctggc ccgcctggct 
180 

tcatccatct gcgactacac caccttccag atcgaggtca ccaaacatta tcggaagcaq 
240 

gagttccgag atgatatcaa gcgtctgtat cgccaggctg gggtggagct caagaccacg 
300 

tccttcattt ttgtggacac ccaaatagct gatgagtcct tcctagagga catcaacaac 
360 

420 CtCa9Ct Cag3C9a99t: Sccccatctt ttcaggcctg atgaatttga agagatccag 
tcgcatatca tagaccaggc ccgggtggag caggtgcctg agtcatcgga cagcctcttc 



<210> 1354 

<211> 160 

<212> PRT 

<213> Homo sapiens 



<400> 1354 

Xaa Ala Pro He Pro Ser Leu Gly 

1 5 
Ser Gin Leu He Thr Leu Thr Pro 
20 

Val Arg Gly He Gly Gin Pro Arg 



Pro Gly Gly Pro Leu Ser Leu Leu 

10 is 
Thr Pro Pro Pro Val Thr Arg He 
25 30 
Gly Asn Met Leu Leu Val Gly He 



1153 



WO 00/58473 



PCT7US00/08621 



Gly Gly 

50 
Asp Tyr 

.65 

Glu Phe 

Leu Lys 

Ser Phe 

His Leu 
130 
Asp Gin 
145 



35 

Ser Gly 

Thr Thr 

Arg Asp 

Thr Thr 
100 
Leu Glu 
115 

Phe Arg 
Ala Arg 



Arg Gin 

Phe Gin 

70 
Asp lie 
85 

Ser Phe 

Asp lie 

Pro Asp 

Val Glu 
150 



40 
Ser Leu 
55 

lie Glu 

Lys Arg 

lie Phe 

Asn Asn 
120 
Glu Phe 
135 

Gin Val 



Ala Arg 

Val Thr 

Leu Tyr 
90 

Val Asp 
105 

lie Leu 
Glu Glu 
Pro Glu 



Leu Ala 

60 
Lys His 
75 

Arg Gin 

Thr Gin 

Ser Ser 

He Gin 
140 
Ser Ser 
155 



45 

Ser Ser 

Tyr Arg 

Ala Gly 

He Ala 
110 
Gly Glu 
125 

Ser His 
Asp Ser 



He Cys 

Lys Gin 

80 
Val Glu 
95 

Asp Glu 

Val Pro 

He He 

Leu Phe 
160 



<210> 1355 
<211> 1063 
<212> DNA 

<213> Homo sapiens 



<400> 1355 




ngagaacgca 


ggtctccatc 


60 




gccctgtcct 


aggccccacc 


120 




ggccctgtga 


gaccctgtcc 


180 




gaagttgcgt 


cagagccaca 


240 




gacagctgga 


gaaacagcag 


300 




gatcacaggc 


cccttcaggg 


360 




gatcccccct 


cctgtgtacc 


420 




ggcacctgcg 


accgctgctg 


480 




aacagtgcca 


acgagtgcca 


540 




gaccctgagg 


tggaccggcg 


600 




ggtgtctgta 


tcgactgcca 


660 




ggcttctacc 


gctctcccaa 


720 




tgcgagtccg 


acttcacgga 


780 




cccaacttct 


ctggggagcg 


840 




tgctacccga 


cgccctcgtc 


900 




attgtgaact 


gtgactgcag 


960 





ctgacctgca ggcaaggggg 
cggtcagtgc acacctgctc 
tccaccgcct ctttccttgt 
ggtcggngag acgctgagtc 
cggggggccg tgtccatgtg 
aagggactga gcacctgcca 
ccacaggctg cagtgcacct 
ccccggcttc aatcagcagc 
gtcctgtaac tgctacggcc 
ccgcgccagc cagagcctgg 
gcaccacacc gccggcgtca 
ccaccctctc gactcgcccc 
tggcacctgc gaggacctga 
gtgtgacgtg tgtgccgagg 
ctccaatgac accagggagc 
cgcggcaggg acccagggca 



actctactga cccctgaggt 
cccagtcccg cctccacaaa 
gtccattccc tgagcctggg 
tgggcgagcg cttgctgccg 
gcaagccaag ccatcgaggg 
cctgcctcca ggatgggcct 
gccagcacaa cacctgcggg 
cgtggaagcc tgcgactgcc 
atgccaccga ctgttactac 
atggcaccta tcagggtggg 
actgtgagcg ctgcctgccc 
acgtctgccg ccgctgcaac 
cgggtcgatg ctactgccgg 
gcttcacggg cttcccaagc 
aggtgctgcc agccggccag 
acgcctgccg gaaggaccca 
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agggtgggcc gctgttttgc caaccccaac ttccaaggca cccattgtga gctctgcgcg 
1020 

ccagggttct acggccccgg ctgccctggg tcccttcacg cgt 
1063 

<210> 1356 
<2ll> 244 
<212> PRT 

<213> Homo sapiens 
<400> 1356 

Ala Pro Ala Thr Cys Leu Gin Asp Gly Pro Asp Pro Pro Ser Cys Val 

1 5 10 is 

Pro His Arg Leu Gin Cys Thr Cys Gin His Asn Thr Cys Gly Gly Thr 

20 25 30 

Cys Asp Arg Cys Cys Pro Gly Phe Asn Gin Gin Pro Trp Lys Pro Ala 

35 40 45 

Thr Ala Asn Ser Ala Asn Glu Cys Gin Ser Cys Asn Cys Tyr Gly His 

50 55 60 

Ala Thr Asp Cys Tyr Tyr Asp Pro Glu Val Asp Arg Arg Arg Ala Ser 
65 70 75 80 

Gin Ser Leu Asp Gly Thr Tyr Gin Gly Gly Gly Val Cys He Asp Cys 

85 90 95 

Gin His His Thr Ala Gly Val Asn Cys Glu Arg Cys Leu Pro Gly Phe 

100 105 no 

Tyr Arg Ser Pro Asn His Pro Leu Asp Ser Pro His Val Cys Arg Arg 

115 120 125 

Cys Asn Cys Glu Ser Asp Phe Thr Asp Gly Thr Cys Glu Asp Leu Thr 

130 135 140 

Gly Arg Cys Tyr Cys Arg Pro Asn Phe Ser Gly Glu Arg Cys Asp Val 
145 150 155 160 

Cys Ala Glu Gly Phe Thr Gly Phe Pro Ser Cys Tyr Pro Thr Pro Ser 

165 170 175 

Ser Ser Asn Asp Thr Arg Glu Gin Val Leu Pro Ala Gly Gin lie Val 

180 185 190 

Asn Cys Asp Cys Ser Ala Ala Gly Thr Gin Gly Asn Ala Cys Arg Lys 

195 200 205 

Asp Pro Arg Val Gly Arg Cys Phe Ala Asn Pro Asn Phe Gin Gly Thr 

210 215 220 

His Cys Glu Leu Cys Ala Pro Gly Phe Tyr Gly Pro Gly Cys Pro Gly 
225 230 235 240 

Ser Leu His Ala 



<210> 1357 
<211> 663 
<212> DNA 

<213> Homo sapiens 
<400> 1357 

ntcccccccc ccccgggggg gggggggggg ggaaacaaca ccagaaaagt agacagatac 
60 

ccaagttggt ccagctggtc catatacggc cccaggtgcg gattcggtac cgaagttgaa 
120 
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ttcaacaccc ccgttttgcc tgtggggggg gtacgccctg taatcctgca aaggcccggt 
180 

cggtgtccgg gggttttcgt cggtctcccc aaccatcatc tagacggcgt ggcgatgtgg 
240 

tgcgagctgc ttgcggcggt gttctgtgcc cgagcttgcc tcgcctggct gcaagaatcc 
300 

ctggctcatc gagcttcagc gtcagtcaag tcgcaattgc ggcgcgacat cctgcaagcc 
360 

aggttgtcgc gtcccactga cgcaacaatg ccgtcgagaa ccctcatcag cctgatgaca 
420 

acaggtctgg acgccctcga cggctactac tcgaagtacc ttccccagct tgtgctggcc 
480 

gtcatcgtgc cagcagtgct agccaccgct atcggcctaa acgacctcac cagcctcgtc 
540 

atcgtcgtcg tgacgatccc gctcatcccc gttttcatgg ccctcattgg ctggcggacc 
600 

gaggcggccg tagcaaaacg gttcaaggta gccacccgac tggccaacca cttcgctgat 

660 

ctg 

663 

<210> 1358 
<211> 221 
<212> PRT 

<213> Homo sapiens 



<400> 1358 



Xaa 


Pro 


Pro 


Pro 


Pro 


Gly 


Gly 


Gly 


Gly 


Gly 


Gly 


Asn 


Asn 


Thr 


Arg 


Lys 


1 








5 










10 










15 




Val 


Asp 


Arg 


Tyr 


Pro 


Ser 


Trp 


Ser 


Ser 


Trp 


Ser 


He 


Tyr 


Gly 


Pro 


Arg 








20 










25 










30 






Cys 


Gly 


Phe 


Gly 


Thr 


Glu 


Val 


Glu 


Phe 


Asn 


Thr 


Pro 


Val 


Leu 


Pro 


val 






35 










40 










45 








Gly 


Gly 


Val 


Arg 


Pro 


Val 


He 


Leu 


Gin 


Arg 


Pro 


Gly 


Trp 


Cys 


Pro 


Gly 




50 










55 










60 










Val 


Phe 


Val 


Gly 


Leu 


Pro 


Asn 


His 


His 


Leu 


Asp 


Gly 


Val 


Ala 


Met 


Trp 


65 










70 










75 










80 


Cys 


Glu 


Leu 


Leu 


Ala 


Ala 


val 


Phe 


Cys 


Ala 


Arg 


Ala 


Cys 


Leu 


Ala 


Trp 










85 










90 










95 




Leu 


Gin 


Glu 


Ser 


Leu 


Ala 


His 


Arg 


Ala 


Ser 


Ala 


Ser 


Val 


Lys 


Ser 


Gin 








100 










105 










110 






Leu 


Arg 


Arg 


Asp 


lie 


Leu 


Gin 


Ala 


Arg 


Leu 


Ser 


Arg 


Pro 


Thr 


Asp 


Ala 






115 










120 










125 








Thr 


Met 


Pro 


Ser 


Arg 


Thr 


Leu 


He 


Ser 


Leu 


Met 


Thr 


Thr 


Gly 


Leu 


Asp 




130 










135 










140 










Ala 


Leu 


Asp 


Gly 


Tyr 


Tyr 


Ser 


Lys 


Tyr 


Leu 


Pro 


Gin 


Leu 


Val 


Leu 


Ala 


145 










150 










155 










160 


Val 


lie 


Val 


Pro 


Ala 


Val 


Leu 


Ala 


Thr 


Ala 


He 


Gly 


Leu 


Asn 


Asp 


Leu 










165 










170 










175 




Thr 


Ser 


Leu 


Val 


He 


Val 


Val 


Val 


Thr 


He 


Pro 


Leu 


He 


Pro 


Val 


Phe 








180 










185 










190 






Met 


Ala 


Leu 


He 


Gly 


Trp 


Arg 


Thr 


Glu 


Ala 


Ala 


Val 


Ala 


Lys 


Arg 


Phe 






19S 










200 










205 








Lys 


Val 


Ala 


Thr 


Arg 


Leu 


Ala 


Asn 


His 


Phe 


Ala 


Asp 


Leu 
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210 215 220 

<210> 1359 

<211> 423 

<212> DNA 

<213> Homo sapiens 

<400> 1359 

acgcgtattc ctctgttttg acctgcgctc ttacatctgt actaagacct tgtttttgca 
60 

tgataaagtt ccaagactcc aaaatgtcac atggtgtacg agaaacaaaa ggttgtttgt 
120 

ctatttgctt aatagataga gaggtgtagt cagctagcca atagccgact ggcatcgcca 
1B0 

cgacgtaatc gtcttcccat aaagggtaaa atacatcatc ttctttggtg taactgtcgc 
240 

aagtaaagcg taaatcagcg ctttctgagg catcgactaa actgagtgtg agtcctggaa 
300 

tatcgtcgag catggttttg atcacttgac taatcagggt gccagataga aaaggtgcta 
360 

atgaaataga cagcgccagg tttgcgcgtt tttacgaaac atatccttaa tatcgttaag 

420 

cct 

423 

<210> 1360 

<211> 104 

<212> PRT 

<213> Homo sapiens 

<400> 1360 



Met Leu 


Asp 


Asp 


He 


Pro 


Gly 


Leu 


Thr 


Leu Ser Leu Val Asp Ala Ser 


1 






5 










10 15 


Glu Ser 


Ala 


Asp 
20 


Leu 


Arg 


Phe 


Thr 


Cys 
25 


Asp Ser Tyr Thr Lys Glu Asp 
30 


Asp Val 


Phe 
35 


Tyr 


Pro 


Leu 


Trp 


Glu 
40 


Asp 


Asp Tyr Val Val Ala Met Pro 
45 


Val Gly 


Tyr 


Trp 


Leu 


Ala 


Asp 


Tyr 


Thr 


Ser Leu Ser He Lys Gin He 


SO 










55 






60 


Asp Lys 


Gin 


Pro 


Phe 


Val 


Ser 


Arg 


Thr 


Pro Cys Asp He Leu Glu Ser 


65 








70 








75 80 


Trp Asn 


Phe 


He 


Met 
85 


Gin 


Lys 


Gin 


Gly 


Leu Ser Thr Asp Val Arg Ala 
90 95 


Gin Val 


Lys 


Thr 
100 


Glu 


Glu 


Tyr 


Ala 







<210> 1361 

<211> 5300 

<212> DNA 

<213> Homo sapiens 

<400> 1361 

nnccccgcag gggaaggcgg gtcctggcgg ccagcgcgcg gtccgcgccc accctagccg 
60 
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acggggccgg cagagcgcgc 
120 

ctggggctgg cgctgctggc 
180 

ggcgcagggc gcccgcagcg 
240 

gcccaggcct cgcacacgtg 
300 

gcgggcgcgg gggctcattg 
360 

gcctcctacc tcaccgactt 
420 

atggccttcg gcgtgcagta 
480 

tatgagatca cgtatgtgag 
540 

tacaagcgca gccgcgccga 
600 

cagaagacct acggccggcc 
660 

gccttctgca cctctgagtt 
720 

tccaccctgg agggccggcc 
780 

tgggtcacca gcaccgaact 
640 

atcttcaagg accccaaggt 
900 

ggcggcaggt gcaagtgcaa 
960 

ttggcctgcc ggtgccagca 
1020 

ttccaggacc gcccgtgggc 
1080 

aactgcagtg gccgctccga 
1140 

cacggcgggc gctgtcacca 
1200 

caggagaatt tctatcactg 
1260 

gcaggctccc tacacctcca 
1320 

actggctgga agtgtgaccg 
1380 

agaccctgca cttgcaatcc 
1440 

tgcccctgca aagagaatgt 
1500 

aacctgcagc cccacaatcc 
1560 

gtgtgcgcgt ccactgccca 
1620 

gccgaaggct ggtgggccag 
1680 



ggcgtcggtg cccttgacca 
accgcgggcg gccggcgcgg 
ctgcctgccg gtgttcgaga 
cggcagcccg cccgaggact 
ccagcgctgc gacgccgccg 
ccacagccag gacgagagca 
ccccacctcg gtcaacatca 
gctgaagttc cacaccagtc 
cggcccatgg gagccctacc 
cgagggccag tacctgcgcc 
cagcgacatc tccccgctga 
cagcgcctac aacttcgagg 
cctcatctct ctagaccggc 
gctccagtcc tactattatg 
cgggcatgcc agcgagtgcg 
caacaccacc ggcacagact 
ccggggcacc gccgaggctg 
ggaatgcacg tttgatcggg 
ctgccgtgac cacacagctg 
ggacccgcgg atgccatgcc 
gtgcgatgac acaggcacct 
ctgtctgccc gggttccact 
cgctggcagc ctggacacct 
ggaaggcaac ctatgtgaca 
agctggctgc agcagctgtt 
gtcccaggtg catcacatcc 
aagtgtgggg ggctctgagc 



tggcggcggc tgcgcttctg 
gcatgggcgc gtgctatgac 
acgcggcgtt tgggcggctc 
tctgtcccca cgtgggcgcc 
acccccagcg ccaccacaac 
cctggtggca gagcccgtcc 
ccctccgcct agggaaggct 
gccctgagag ctttgccatc 
agttctacag cgcctcctgc 
ccggcgagga cgagcgcgtg 
gtggcggcaa cgtggccttc 
agagccctgg gctgcaggag 
tcaacacgtt tggggacgac 
ccgtgtccga cttctctgtg 
gccccgacgt ggcaggccag 
gtgagcgctg cctgcccttc 
cccacgagtg tctgccctgc 
agctcttccg cagcacaggc 
ggccacactg tgagcgctgt 
agccctgtga ctgccagtcg 
gcgcctgcaa gcccacagtg 
cgctcagtga gggaggctgc 
gtgacccccg cagtgggcgc 
gatgtcgccc ggggaccttt 
tctgctatgg ccactccaag 
tcagcgattt ccaccaggga 
actccccaca atggagccca 
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aatggggtcc tcctgagccc agaagacgag gaggagctca cagcaccagg gaagttcctg 
1740 

ggagaccagc ggttcagcta tgggcagccc ctcatactga ccttccgggt gccccccggg 
1800 

gactccccac tccctgtaca gctgaggctg gaagggacag gcttggccct gtccctgagg 
I860 

cactctagcc tgtctggccc ccaggatgcc agggcatccc agggaggtag agctcaggtt 
1920 

ccactgcagg agacctccga ggacgtggcc cctccactgc cccccttcca cttccagcgg 
1980 

ctcctcgcca acctgaccag cctccgcctc cgcgtcagtc ccggccccag ccctgccggt 
2040 

ccagtgttcc tgactgaggt ccggctcaca tccgcccggc cagggctttc cccgccagcc 
2100 

tcccgggtgg agatttgttc atgtcccact ggctacacgg gccagttctg tgaatcctgt 
2160 

gctccgggat acaagaggga gatgccacag gggggtccct atgccagctg tgtcccctgc 
2220 

acctgtaacc agcatggcac ctgtgacccc aacacaggga tctgtgtctg cagccaccat 
2280 

accgagggcc catcctgtga acgctgtttg ccaggtttct atggcaaccc tttcgcgggc 
2340 

caagccgacg actgccagcc ctgtccctgc cctggccagt cggcctgtac gaccatccca 
2400 

gagagcgggg aggtggtgtg tacccactgc cccccgggcc agagagggcg gcgctgtgag 
2460 

gtctgtgatg atggcttttt tggggacccg ctggggctct ttgggcaccc ccagccctgc 
2520 

caccagtgcc agtgtagcgg gaacgtggac cccaatgccg tgggcaactg tgaccccctg 
2580 

tctggccact gcctgcgctg cctgcacaac accacgggtg accactgtga gcactgtcag 
2640 

gaaggcttct acgggagcgc cctggcccct cgacccgcag acaaatgcat gccttgcagc 
2700 

tgtcacccac agggctcggt cagtgagcag atgccctgcg acccagtgac aggccaatgc 
2760 

tcctgcctgc ctcatgtgac tgcacgggac tgcagccgct gctaccctgg cttcttcgac 
2820 

ctccagcctg ggaggggctg ccggagctgc aagtgtcacc cactgggctc ccaggaggac 
2880 

cagtgccatc ccaagactgg acagtgcacc tgccgcccag gtgtcacagg ccaggcctgt 
2 9 4 0 

gacaggtgcc agctgggttt cttcggctcc tcaatcaagg gctgccgggc ctgcaggtgc 
3000 

tccccactgg gcgctgcctc ggcccagtgc cactataacg gcacatgcgt gtgcaggcct 
3060 

ggcttcgagg gctacaaatg tgaccgctgc cactacaact tcttcctcac ggcagacggc 
3120 

acacactgcc agcaatgtcc gtcctgctac gccctggtga aggaggagac agccaagctg 
3180 

aaggccagac tgactttgac ggaggggtgg ctccaagggt ccgactgtgg cagtccctgg 
3240 

ggaccactag acattctgct gggagaggcc ccaagggggg acgtctacca gggccatcac 
3300 
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ctgcttccag gggctcggga agccttcctg 
3360 

aaggccgccc gggagcagct gcagaggctg 
3420 

tcccagaaga cctgcaccca gctggcagac 
3460 

gagattctgc atgcagctgc cattctcgcg 
3540 

cagccgacca aatggagcca cctggccata 
3600 

gacaccgcca ccaagatcgc agccactgct 
3660 

tacgcgcttc tctggaatct gctggaggga 
3720 

gaggacaggt accaggaggt ccaggcggcc 
3780 

gtgctgcctg aagcggaaag cgtgttggcc 
3840 

ccgtacctgg ccttgctggc ttccccggga 
3900 

ctgggcctga aggcgaaggc cctggagaag 
3960 

gaggctgccc gaaccctcca gactgctgcc 
4020 

acaatggcgc gatctcggct cactgcaacc 
4080 

gccgccctga cccaggcttc ctcatctgtc 
4140 

aggactctgc tggctgatct ggaaggaatg 
4200 

gcggcattgc agaggaaggc agactccgtc 
4260 

aagaccaagc aggcggagag gatgctggga 
4320 

aagaagggca gagaagcaga ggtgttggcc 
4380 

ctgagggagc ggaaacaggc gcaccgccgt 
4440 

acgctccaac aggcgtccca gcaggtgctg 
4500 

gaagctgagc gggtgggtgc tgggctgagc 
4560 

atctcactgg agaaggacat cgagaccttg 
4620 

gacacccatc aagccccagc ccaggccctg 
4680 

aggctgcagc tgggctcccc ggggtccttg 
4740 

tcccagcagc aggagctgca gatccagggc 
4800 

gacaaacaga acctggaggc cattctgcac 
4860 

tgagggctgc ccagatcccc ggcacacact 
4920 



gagcagatga tgggcctcga gggtgctgtc 
aacaagggtg cccgctgtgc ccaggccgga 
ctggaggcag tgctggagtc ctcggaagag 
tctctggaga ttcctcagga aggtcccagt 
gaggcccgtg ccctcgccag gagccacaga 
tggagggccc tgctcgcctc caacaccagc 
agggtggccc tagagaccca gcgggacctg 
cagaaagcac tgaggacggc tgtggcagag 
accgtgcggc aagttggcgc agatacagcc 
gctctgcctc agaagtcccg ggctgaagac 
acagttgcat catggcagca catggccact 
caggcgacgc tacggcaaac agaacccctc 
tttgcctccc agctgcacca ggaggccaga 
caggctgcga cagtgactgt catgggagcc 
aagctgcagt ttccccggcc caaggaccag 
agtgacagac tccttgcaga cacgagaaag 
aacgcggccc ctctttcctc cagtgccaag 
aaggacagtg ccaagcttgc caaggccttg 
gccagcaggc tcaccagcca gacgcaagcc 
gcgtccgaag cacgcagaca ggagctggag 
gagatggagc agcagatccg ggaatcgcgt 
tcagagctgc ttgccaggct ggggtcgctg 
aacgagactc agtgggcact agaacgcctg 
cagaggaaac tcagtctgct ggagcaggaa 
ttcgagagtg acctcgccga gatccgcgcc 
agcctgcccg agaactgtgc cagctggcag 
cccccacctg ctgtttacat gacccagggg 
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gtgcacacta ccccacaggt gtgcccatac agacattccc cggagccggc tgctgtgaac 
4980 

tcgaccccgt gtggatagtc acactccctg ccgattctgt ctgtggcctc ttccctgcca 
5040 

gcaggactga gtgtgcgtac ccagttcacc tggacatgag tgcacactct cacccctgca 
5100 

catgcataaa cgggcacacc ccagtgtcaa taacatacac acgtgagggt gcatgtctgt 
5160 

gtgtatgacc cacacgtgtt caagtctaat ccatccagtc agcagcttac ggtccacaca 
5220 

cattacagtc cacagctgtt gtgagagcac ctgtgtgctg gacaccctct ggatgttggg 
5280 

caagttgtac atgagatgcc 
5300 

<210> 1362 
<211> 1587 
<212> PRT 

<213> Homo sapiens 
<400> 1362 

Met Ala Ala Ala Ala Leu Leu Leu Gly Leu Ala Leu Leu Ala Pro Arg 

1 5 10 15 

Ala Ala Gly Ala Gly Met Gly Ala Cys Tyr Asp Gly Ala Gly Arg Pro 

20 25 30 

Gin Arg Cys Leu Pro Val Phe Glu Asn Ala Ala Phe Gly Arg Leu Ala 

35 40 45 

Gin Ala Ser His Thr Cys Gly Ser Pro Pro Glu Asp Phe Cys Pro His 

50 55 60 

Val Gly Ala Ala Gly Ala Gly Ala His Cys Gin Arg Cys Asp Ala Ala 
65 70 75 80 

Asp Pro Gin Arg His His Asn Ala Ser Tyr Leu Thr Asp Phe His Ser 

85 90 95 

Gin Asp Glu Ser Thr Trp Trp Gin Ser Pro Ser Met Ala Phe Gly Val 

100 105 no 

Gin Tyr Pro Thr Ser Val Asn He Thr Leu Arg Leu Gly Lys Ala Tyr 

115 120 125 

Glu He Thr Tyr Val Arg Leu Lys Phe His Thr Ser Arg Pro Glu Ser 

130 135 140 

Phe Ala He Tyr Lys Arg Ser Arg Ala Asp Gly Pro Trp Glu Pro Tyr 
145 150 155 160 

Gin Phe Tyr Ser Ala Ser Cys Gin Lys Thr Tyr Gly Arg Pro Glu Gly 

165 170 175 

Gin Tyr Leu Arg Pro Gly Glu Asp Glu Arg Val Ala Phe Cys Thr Ser 

180 185 190 

Glu Phe Ser Asp He Ser Pro Leu Ser Gly Gly Asn Val Ala Phe Ser 

195 200 205 

Thr Leu Glu Gly Arg Pro Ser Ala Tyr Asn Phe Glu Glu Ser Pro Gly 

210 215 220 

Leu Gin Glu Trp Val Thr Ser Thr Glu Leu Leu He Ser Leu Asp Arg 
225 230 235 240 

Leu Asn Thr Phe Gly Asp Asp He Phe Lys Asp Pro Lys Val Leu Gin 

245 250 255 

Ser Tyr Tyr Tyr Ala Val Ser Asp Phe Ser Val Gly Gly Arg Cys Lys 
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Cys Asn 

Ala Cys 
290 
Leu Pro 
305 

Ala His 

Thr Phe 

His His 

Glu Asn 
370 
Cys Gin 
385 

Cys Ala 

Pro Gly 

Asn Pro 

Pro Cys 
450 
Gly Thr 
465 

Phe Cys 

Val His 

Ala Arg 

Gly Val 
530 
Lys Phe 
545 

Thr Phe 

Leu Glu 

Gly Pro 

Leu Gin 
610 
Phe Gin 
625 

Pro Gly 
Thr Ser 
Cys Ser 
Pro Gly 



260 
Gly His 
275 

Arg Cys 

Phe Phe 

Glu Cys 

Asp Arg 
340 
Cys Arg 
355 

Phe Tyr 

Ser Ala 

Cys Lys 

Phe His 
420 
Ala Gly 
435 

Lys Glu 

Phe Asn 

Tyr Gly 

His He 
500 
Ser Val 
515 

Leu Leu 

Leu Gly 

Arg Val 

Gly Thr 
560 
Gin Asp 
595 

Glu Thr 

Arg Leu 

Pro Ser 

Ala Arg 
660 
Cys Pro 
675 

Tyr Lys 



Ala Ser 

Gin His 

Gin Asp 
310 
Leu Pro 
325 

Glu Leu 

Asp His 

His Trp 

Gly Ser 
390 
Pro Thr 
405 

Ser Leu 

Ser Leu 

Asn Val 

Leu Gin 
470 
His Ser 
48S 

Leu Ser 

Gly Gly 

Ser Pro 

Asp Gin 
550 
Pro Pro 
565 

Gly Leu 

Ala Arg 

Ser Glu 

Leu Ala 
630 
Pro Ala 
645 

Pro Gly 
Thr Gly 
Arg Glu 



Glu Cys 
280 
Asn Thr 
295 

Arg Pro 

Cys Asn 

Phe Arg 

Thr Ala 
360 
Asp Pro 
375 

Leu His 

Val Thr 

Ser Glu 

Asp Thr 
440 
Glu Gly 
455 

Pro His 

Lys Val 

Asp Phe 

Ser Glu 
520 
Glu Asp 
535 

Arg Phe 

Gly Asp 

Ala Leu 

Ala Ser 
600 
Asp Val 
615 

Asn Leu 

Gly Pro 

Leu Ser 

Tyr Thr 
680 
Met Pro 



265 

Gly Pro Asp 

Thr Gly Thr 

Trp Ala Arg 
315 

Cys Ser Gly 

330 
Ser Thr Gly 
345 

Gly Pro His 

Arg Met Pro 

Leu Gin Cys 
395 

Gly Trp Lys 

410 
Gly Gly Cys 
425 

Cys Asp Pro 

Asn Leu Cys 

Asn Pro Ala 
475 

Cys Ala Ser 

490 
His Gin Gly 
505 

His Ser Pro 

Glu Glu Glu 

Ser Tyr Gly 
555 

Ser Pro Leu 

570 
Ser Leu Arg 
585 

Gin Gly Gly 

Ala Pro Pro 

Thr Ser Leu 
635 

Val Phe Leu 

650 
Pro Pro Ala 
665 

Gly Gin Phe 
Gin Gly Gly 



Val Ala 
285 
Asp Cys 
300 

Gly Thr 

Arg Ser 

His Gly 

Cys Glu 
365 
Cys Gin 
380 

Asp Asp 

Cys Asp 

Arg Pro 

Arg Ser 
445 
Asp Arg 
460 

Gly Cys 

Thr Ala 

Ala Glu 

Gin Trp 
525 
Leu Thr 
540 

Gin Pro 

Pro Val 

His Ser 

Arg Ala 
605 
Leu Pro 
620 

Arg Leu 

Thr Glu 

Ser Trp 

Cys Glu 
685 
Pro Tyr 



270 

Gly Gin Leu 

Glu Arg Cys 

Ala Glu Ala 
320 

Glu Glu Cys 

335 
Gly Arg Cys 
350 

Arg Cys Gin 

Pro Cys Asp 

Thr Gly Thr 
400 

Arg Cys Leu 

415 
Cys Thr Cys 
430 

Gly Arg Cys 

Cys Arg Pro 

Ser Ser Cys 
480 

Gin Phe Gin 

495 
Gly Trp Trp 
510 

Ser Pro Asn 

Ala Pro Gly 

Leu He Leu 
560 

Gin Leu Arg 
575 

Ser Leu Ser 
590 

Gin Val Pro 

Pro Phe His 

Arg Val Ser 
640 

Val Arg Leu 

655 
Val Glu He 
670 

Ser Cys Ala 
Ala Ser Cys 
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690 695 700 

Val Pro Cys Thr Cys Asn Gin His Gly Thr Cys Asp Pro Asn Thr Gly 
705 7X0 715 720 

He Cys Val Cys Ser His His Thr Glu Gly Pro Ser Cys Glu Arg Cys 

725 730 735 

Leu Pro Gly Phe Tyr Gly Asn Pro Phe Ala Gly Gin Ala Asp Asp Cys 

740 745 750 

Gin Pro Cys Pro Cys Pro Gly Gin Ser Ala Cys Thr Thr He Pro Glu 

755 760 765 

Ser Gly Glu Val Val Cys Thr His Cys Pro Pro Gly Gin Arg Gly Arg 

770 775 780 

Arg Cys Glu Val Cys Asp Asp Gly Phe Phe Gly Asp Pro Leu Gly Leu 
785 790 795 800 

Phe Gly His Pro Gin Pro Cys His Gin Cys Gin Cys Ser Gly Asn Val 

805 810 815 

Asp Pro Asn Ala Val Gly Asn Cys Asp Pro Leu Ser Gly His Cys Leu 

820 825 830 

Arg Cys Leu His Asn Thr Thr Gly Asp His Cys Glu His Cys Gin Glu 

835 840 845 

Gly Phe Tyr Gly Ser Ala Leu Ala Pro Arg Pro Ala Asp Lys Cys Met 

850 855 860 

Pro Cys Ser Cys His Pro Gin Gly Ser Val Ser Glu Gin Met Pro Cys 
865 870 875 880 

Asp Pro Val Thr Gly Gin Cys Ser Cys Leu Pro His Val Thr Ala Arg 

885 890 895 

Asp Cys Ser Arg Cys Tyr Pro Gly Phe Phe Asp Leu Gin Pro Gly Arg 

900 90S 910 

Gly Cys Arg Ser Cys Lys Cys His Pro Leu Gly Ser Gin Glu Asp Gin 

915 920 925 

Cys His Pro Lys Thr Gly Gin Cys Thr Cys Arg Pro Gly Val Thr Gly 

930 935 940 

Gin Ala Cys Asp Arg Cys Gin Leu Gly Phe Phe Gly Ser Ser He Lys 
945 950 955 960 

Gly Cys Arg Ala Cys Arg Cys Ser Pro Leu Gly Ala Ala Ser Ala Gin 

965 970 975 

Cys His Tyr Asn Gly Thr Cys Val Cys Arg Pro Gly Phe Glu Gly Tyr 

980 985 990 

Lys Cys Asp Arg Cys His Tyr Asn Phe Phe Leu Thr Ala Asp Gly Thr 

995 1000 1005 

His Cys Gin Gin Cys Pro Ser Cys Tyr Ala Leu Val Lys Glu Glu Thr 

1010 1015 1020 

Ala Lys Leu Lys Ala Arg Leu Thr Leu Thr Glu Gly Trp Leu Gin Gly 
1025 1030 1035 1040 

Ser Asp Cys Gly Ser Pro Trp Gly Pro Leu Asp He Leu Leu Gly Glu 

1045 1050 1055 

Ala Pro Arg Gly Asp Val Tyr Gin Gly His His Leu Leu Pro Gly Ala 

1060 1065 1070 

Arg Glu Ala Phe Leu Glu Gin Met Met Gly Leu Glu Gly Ala Val Lys 

1075 1080 1085 

Ala Ala Arg Glu Gin Leu Gin Arg Leu Asn Lys Gly Ala Arg Cys Ala 

1090 1095 iioo 

Gin Ala Gly Ser Gin Lys Thr Cys Thr Gin Leu Ala Asp Leu Glu Ala 
1105 mo nig 1120 

Val Leu Glu Ser Ser Glu Glu Glu He Leu His Ala Ala Ala He Leu 
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1125 1130 1135 

Ala Ser Leu Glu lie Pro Gin Glu Gly Pro Ser Gin Pro Thr Lys Trp 

1140 1145 1150 

Ser His Leu Ala lie Glu Ala Arg Ala Leu Ala Arg Ser His Arg Asp 

1155 1160 1165 

Thr Ala Thr Lys lie Ala Ala Thr Ala Trp Arg Ala Leu Leu Ala Ser 

1170 1175 1180 

Asn Thr Ser Tyr Ala Leu Leu Trp Asn Leu Leu Glu Gly Arg Val Ala 
1185 1190 1195 1200 

Leu Glu Thr Gin Arg Asp Leu Glu Asp Arg Tyr Gin Glu Val Gin Ala 

1205 1210 1215 

Ala Gin Lys Ala Leu Arg Thr Ala Val Ala Glu Val Leu Pro Glu Ala 

1220 1225 1230 

Glu Ser Val Leu Ala Thr Val Arg Gin Val Gly Ala Asp Thr Ala Pro 

1235 1240 1245 

Tyr Leu Ala Leu Leu Ala Ser Pro Gly Ala Leu Pro Gin Lys Ser Arg 

1250 1255 1260 

Ala Glu Asp Leu Gly Leu Lys Ala Lys Ala Leu Glu Lys Thr Val Ala 
1265 1270 1275 1280 

Ser Trp Gin His Met Ala Thr Glu Ala Ala Arg Thr Leu Gin Thr Ala 

1285 1290 1295 

Ala Gin Ala Thr Leu Arg Gin Thr Glu Pro Leu Thr Met Ala Arg Ser 

1300 1305 1310 

Arg Leu Thr Ala Thr Phe Ala Ser Gin Leu His Gin Glu Ala Arg Ala 

1315 1320 1325 

Ala Leu Thr Gin Ala Ser Ser Ser Val Gin Ala Ala Thr Val Thr Val 

1330 1335 1340 

Met Gly Ala Arg Thr Leu Leu Ala Asp Leu Glu Gly Met Lys Leu Gin 
1345 1350 1355 1360 

Phe Pro Arg Pro Lys Asp Gin Ala Ala Leu Gin Arg Lys Ala Asp Ser 

1365 1370 1375 

Val Ser Asp Arg Leu Leu Ala Asp Thr Arg Lys Lys Thr Lys Gin Ala 

1380 1385 1390 

Glu Arg Met Leu Gly Asn Ala Ala Pro Leu Ser Ser Ser Ala Lys Lys 

1395 1400 1405 

Lys Gly Arg Glu Ala Glu Val Leu Ala Lys Asp Ser Ala Lys Leu Ala 

1410 1415 1420 

Lys Ala Leu Leu Arg Glu Arg Lys Gin Ala His Arg Arg Ala Ser Arg 
1425 1430 1435 . 1440 

Leu Thr Ser Gin Thr Gin Ala Thr Leu Gin Gin Ala Ser Gin Gin Val 

1445 1450 1455 

Leu Ala Ser Glu Ala Arg Arg Gin Glu Leu Glu Glu Ala Glu Arg Val 

1460 1465 1470 

Gly Ala Gly Leu Ser Glu Met Glu Gin Gin lie Arg Glu Ser Arg He 

1475 1480 1485 

Ser Leu Glu Lys Asp lie Glu Thr Leu Ser Glu Leu Leu Ala Arg Leu 

1490 1495 1500 

Gly Ser Leu Asp Thr His Gin Ala Pro Ala Gin Ala Leu Asn Glu Thr 
1505 1510 1515 1520 

Gin Trp Ala Leu Glu Arg Leu Arg Leu Gin Leu Gly Ser Pro Gly Ser 

1525 1530 1535 

Leu Gin Arg Lys Leu Ser Leu Leu Glu Gin Glu Ser Gin Gin Gin Glu 

1540 1545 1550 

Leu Gin He Gin Gly Phe Glu Ser Asp Leu Ala Glu He Arg Ala Asp 
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1555 1560 1565 

Lys Gin Asn Leu Glu Ala He Leu His Ser Leu Pro Glu Asn Cys Ala 

1570 1575 1580 

Ser Trp Gin 
1585 

<210> 1363 
<211> 392 
<212> DNA 

<213> Homo sapiens 
<400> 1363 

tcatgactgt ggccatgctc tgcgtcgtgc gtcgtcaggg atacaggcgc cattgaagac 
60 

gaaggcgcca ccgaagacaa ggacgtagag gaaagccgcg ctgtgctcga aggcgcagca 
120 

ggaatctgcg aaaccgacaa agatgcggct gtttgagtgg atgtgaagga agatgcaggt 
180 

gtctcatcgg cggggccacc atgaacaacc cttcttgatg ccccgtaggt gacgcgctca 
240 

cacacgacat gcacaacaaa taaatcgcaa agcacagagg gacaatcgaa tacaccttga 
300 

cccatgcact tgcgtgcctg gaggcatggc taccaggcaa tcccctcatt tccagaatga 
360 

gcctgttttt gaaagcgact agggaagttc ag 
392 

<210> 1364 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 1364 

Met Arg Gly Leu Pro Gly Ser His Ala Ser Arg His Ala Ser Ala Trp 

1 5 10 is 

Val Lys Val Tyr Ser He Val Pro Leu Cys Phe Ala He Tyr Leu Leu 

20 25 30 

Cys Met Ser Cys Val Ser Ala Ser Pro Thr Gly His Gin Glu Gly Leu 

35 40 45 

Phe Met Val Ala Pro Pro Met Arg His Leu His Leu Pro Ser His Pro 

50 55 60 

Leu Lys Gin Pro His Leu Cys Arg Phe Arg Arg Phe Leu Leu Arg Leu 
65 70 75 80 

Arg Ala Gin Arg Gly Phe Pro Leu Arg Pro Cys Leu Arg Trp Arg Leu 

85 90 95 

Arg Leu Gin Trp Arg Leu Tyr Pro 
100 

<210> 1365 
<211> 451 
<212> DNA 

<213> Homo sapiens 
<400> 1365 
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nnacgcgtga gggagaagat ggatgacacc agcctctata atacgccctg tgtcctggac 
60 

ctacagcggg ccctggttca ggatcgccaa gaggcgccct ggaatgaggt ggatgaggtc 
120 

tggcccaatg tcttcatagc tgagaagagt gtggctgtga acaaggggag gctgaagagg 
180 

ctgggaatca cccacactct gaatgctgcg catggcaccg gcgtttacac tggccccgaa 
240 

ttctacactg gcctggagat ccagtacctg ggtgtagagg tggatgactt tcctgaggtg 
300 

gacatttccc agcatttccg gaaggcgtct gagttcctgg atgaggcgct gctgacttac 
360 

agagggaaag tcctggtcag cagcgaaatg ggcatcagcc ggtcagcagt gctggtggtc 
420 

gcctacctga tgatcttcca caacatggcc a 
451 

<210> 1366 

<211> 150 

<212> PRT 

<213> Homo sapiens 

<400> 1366 

Xaa Arg Val Arg Glu Lys Met Asp Asp Thr Ser Leu Tyr Asn Thr Pro 

15 10 15 

Cys Val Leu Asp Leu Gin Arg Ala Leu Val Gin Asp Arg Gin Glu Ala 

20 25 30 

Pro Trp Asn Glu Val Asp Glu Val Trp Pro Asn Val Phe lie Ala Glu 

35 40 45 

Lys Ser Val Ala Val Asn Lys Gly Arg Leu Lys Arg Leu Gly lie Thr 

50 55 60 

His lie Leu Asn Ala Ala His Gly Thr Gly Val Tyr Thr Gly Pro Glu 
65 70 75 80 

Phe Tyr Thr Gly Leu Glu He Gin Tyr Leu Gly Val Glu Val Asp Asp 

85 90 95 

Phe Pro Glu Val Asp He Ser Gin His Phe Arg Lys Ala Ser Glu Phe 

100 105 110 

Leu Asp Glu Ala Leu Leu Thr Tyr Arg Gly Lys Val Leu Val Ser Ser 

115 120 125 

Glu Met Gly He Ser Arg Ser Ala Val Leu Val Val Ala Tyr Leu Met 

130 135 140 

He Phe His Asn Met Ala 
145 150 

<210> 1367 

<211> 330 

<212> DNA 

<213> Homo sapiens 

<400> 1367 

gtgcacgcgc cccggacaaa aaaatgagca gcaccccaga cgtcatcgct acacccatgg 
60 

cgccgatacg cgccaacgcc gtagaccgcg aacgctggct caccggcgcc gctgtactgc 
120 
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tcgtcgtcgc attgctgctg gtcatcgtcg cactgcccgt cagcgcactc gtcggccaga 
180 

gcttcttcga ccgcgaaggc gccttcgtcg gcctcgccaa cttcgctcgc tacctcgaca 
240 

accccgccct ggtccagtcc gccttcaaca gcctctggct ggccgcgatc agcgccgtca 
300 - ~ 

tctgcaccgc catcgcctac gtctacgcgt 
330 

<210> 1368 
c211> 82 
<212> PRT 

<213> Homo sapiens 
<400> 1368 

Thr Ala Asn Ala Gly Ser Pro Ala Pro Leu Tyr Cys Ser Ser Ser His 

1 5 io is 

Cys Cys Trp Ser Ser Ser His Cys Pro Ser Ala His Ser Ser Ala Arg 

20 25 30 

Ala Ser Ser Thr Ala Lys Ala Pro Ser Ser Ala Ser Pro Thr Ser Leu 

35 . 40 45 

Ala Thr Ser Thr Thr Pro Pro Trp Ser Ser Pro Pro Ser Thr Ala Ser 

50 55 60 

Gly Trp Pro Arg Ser Ala Pro Ser Ser Ala Pro Pro Ser Pro Thr Ser 
65 70 75 80 

Thr Arg 



<210> 1369 

<211> 356 

<212> DNA 

<213> Homo sapiens 

<400> 1369 

cgccagttca tctataagaa catcatccac agtgcagcac caatgggcga cgagatggct 
60 

catcacctgt acgtactgca ggctctcatg ctggggctgc tggagccgcg catgcggacg 
120 

cccctggacc cctacagcca ggagcagcgg gagcagctgc aggtcctacg ccaggctgcc 
180 

ttcgaggtgg agggggagtc ctcgggtgcc gggctaagtg ctgaccgtcg ccgttccctc 
240 

tgtgcccgag agttccgcaa actgggcttt tctaacagca acccagcaca ggacctggag 
300 

cgcgtgcccc ccggtctgct ggccctggac aacatgttgt acttctccag aaacgc 
3 56 

<210> 1370 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 1370 

Met Gly Asp Glu Met Ala His His Leu Tyr Val Leu Gin Ala Leu Met 
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1 








5 


10 






15 




Leu 


Gly 


Leu 


Leu 


Glu 


Pro Arg Met Arg Thr Pro Leu Asp Pro Tyr 


Ser 








20 




25 




30 






Gin 


Glu 


Gin 


Arg 


Glu 


Gin Leu Gin Val Leu Arg Gin 


Ala 


Ala 


Phe 


Glu 






35 






40 


45 








Val 


Glu 


Gly 


Glu 


Ser 


Ser Gly Ala Gly Leu Ser Ala 


Asp 


Arg 


Arg 


Arg 




50 








55 60 










Ser 


Leu 


Cys 


Ala 


Arg 


Glu Phe Arg Lys Leu Gly Phe 


Ser 


Asn 


Ser 


Asn 


65 










70 75 








80 


Pro 


Ala 


Gin 


Asp 


Leu 


Glu Arg Val Pro Pro Gly Leu 


Leu 


Ala 


Leu 


Asp 










85 


90 






95 




Asn 


Met 


Leu 


Tyr 


Phe 


Ser Arg Asn 











100 



<210> 1371 

<211> 648 

<212> DNA 

<213> Homo sapiens 

<400> 1371 

tcgcgagcac actccagcct ctgggctgcc tttttcaggt tttgcaaact ggctatgaat 
60 

tgttcagcgg ttggattagc cagttctgca gactggctca cacccagacc atctggaccg 
120 

cttatagaga agacatgttc caagtaccct ctttcctttg tctgcttttc tcatgggtac 
180 

tttgccctct aagaagccta ctttcctctt ttcctctcct cctctcccta tttctctttg 
240 

ttgagagagc agtcagatta acccaacaac tcttggagtg ccttggtcac ctgagagcat 
300 

ggaaagtcca tgccctcacc agagtaatga ctaccatttc tccaaaactc tcctcatgcc 
360 

atccgatagg cagtattgat cagaagggga aatctagtgt gttaaaattg ataaaccagc 
420 

ttaagttata cctacaataa aagacccagc cttagcccat ggctgaatgt tgaatactgt 
480 

tgcatggaaa tttgggattt ctagttagag gctttataaa ggtagaatca tgcagacaca 
540 

tatacctgga aatattcgga acattctatt agcagaaatg caatgtagga agcttattgg 
600 

ttctagaaga atgtgtcatt gtcagtaatt ggaattactg acagatct 
648 

<210> 1372 

<211> 101 

<212> PRT 

<213> Homo sapiens 

<400> 1372 

Met Phe Gin Val Pro Ser Phe Leu Cys Leu Leu Phe Ser Trp Val Leu 

1 5 10 15 

Cys Pro Leu Arg Ser Leu Leu Ser Ser Phe Pro Leu Leu Leu Ser Leu 

20 25 30 

Phe Leu Phe Val Glu Arg Ala Val Arg Leu Thr Gin Gin Leu Leu Glu 
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35 40 45 

Cys Leu Gly His Leu Arg Ala Trp Lys Val His Ala Leu Thr Arg Val 

50 55 60 

Met Thr Thr He Ser Pro Lys Leu Ser Ser Cys His Pro He Gly Ser 
65 70 75 80 

He Asp Gin Lys Gly Lys Ser Ser Val Leu Lys Leu He Asn Gin Leu 

85 90 95 

Lys Leu Tyr Leu Gin 
100 

<210> 1373 

<211> 369 

<212> DNA 

<213> Homo sapiens 



<400> 1373 

caattggttt tccccaactt tctacttgca aagcaacttc ttagacctgg ggtcctctct 
60 

tgcaggcgcc ctgcatggca gagaactttt tccaccacaa ccttcgtgta acaggcagtt 
120 

acatgggttt catgggtcga catgggttcc gtgtcctgct tgccgggcct gagctgtttg 
180 

tcaggtgtac aaccgagaac cttgcagacc agaatccaag actccgcagc atgtgtgtgc 
240 

cggggcggga cacgagctgt tggaggagaa agccatcagt gtatttagag gcaaagggct 
300 

tcctaaatcg aggctgtgca ggcctcctga aagtccttac ccaagcttcc gaggtaaatc 
360 

ctctccgca 
369 



<210> 1374 
<211> 98 
<212> PRT 

<213> Homo sapiens 



<400> 1374 

Met Ala Glu Asn Phe Phe His His Asn Leu Arg Val Thr Gly Ser Tyr 

1 5 10 15 

Met Gly Phe Met Gly Arg His Gly Phe Arg Val Leu Leu Ala Gly Pro 

20 25 30 

Glu Leu Phe Val Arg Cys Thr Thr Glu Asn Leu Ala Asp Gin Asn Pro 

35 40 45 

Arg Leu Arg Ser Met Cys Val Pro Gly Arg Asp Thr Ser Cys Trp Arg 

50 55 60 

Arg Lys Pro Ser Val Tyr Leu Glu Ala Lys Gly Phe Leu Asn Arg Gly 
65 70 75 80 

Cys Ala Gly Leu Leu Lys Val Leu Thr Gin Ala Ser Glu Val Asn Pro 
85 90 95 

Leu Arg 



<210> 1375 
<211> 282 



1169 



WO 00/58473 



PCT/USOO/08621 



<212> DNA 

<213> Homo sapiens 

<400> 1375 

nacgcgttcg accgcgccac gcgcgggcac gttatcgact acatcgacct tcacctgcac 
60 

ggctggcact ggcccgcctt caacatcgct gacatggcca tcgtgggcgg ggcgatcgcg 
120 

ctggtggccc agtcgttcat gagcgtggag aacccggccg ccacaaagga gtcccagtga 
180 

cattgggacg atccggaaat tcgcaatgca cacggtgcag gacaccaatc tgaagagaac 
240 

ggcccccagc atgagcggcc gcggcttggc cctcatgcta gc 
282 

<210> 1376 

<211> 59 

<212> PRT 

<213> Homo sapiens 

<400> 1376 

Xaa Ala Phe Asp Arg Ala Thr Arg Gly His Val He Asp Tyr He Asp 

15 10 15 

Phe His Leu His Gly Trp His Trp Pro Ala Phe Asn He Ala Asp Met 

20 25 30 

Ala He Val Gly Gly Ala He Ala Leu Val Ala Gin Ser Phe Met Ser 

35 40 45 

Val Glu Asn Pro Ala Ala Thr Lys Glu Ser Gin 
50 55 

<210> 1377 

<211> 6306 

<212> DNA 

<213> Homo sapiens 

<400> 1377 

tagtaagaca ggtgccttca gttcactctc agtaaggggc tggttgcctg catgagtgtg 
60 

tgctctgtgt cactgtggat tggagttgaa aaagcttgac tggcgtcatt caggagctgg 
120 

atggcgtggg acatgtgcaa ccaggactct gagtctgtat ggagtgacat cgagtgtgct 
180 

gctctggttg gtgaagacca gcctctttgc ccagatcttc ctgaacttga tctttctgaa 
240 

ctagatgtga acgacttgga tacagacagc tttctgggtg gactcaagtg gtgcagtgac 
300 

caatcagaaa taatatccaa tcagtacaac aatgagcctt caaacatatt tgagaagata 
360 

gatgaagaga atgaggcaaa cttgctagca gtcctcacag agacactaga cagtctccct 
420 

gtggatgaag acggattgcc ctcatttgat gcgctgacag atggagacgt gaccactgac 
480 

aatgaggcta gtccttcctc catgcctgac ggcacccctc caccccagga ggcagaagag 
540 
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ccgtctctac ttaagaagct cttactggca ccagccaaca ctcagctaag ttataatgaa 
600 

tgcagtggtc tcagtaccca gaaccatgca aatcacaatc acaggatcag aacaaaccct 
660 

gcaattgtta agactgagaa ttcatggagc aataaagcga agagtatttg tcaacagcaa 
720 

aagccacaaa gacgtccctg ctcggagctt ctcaaatatc tgaccacaaa cgatgaccct 
780 

cctcacacca aacccacaga gaacagaaac agcagcagag acaaatgcac ctccaaaaag 
840 

aagtcccaca cacagtcgca gtcacaacac ttacaagcca aaccaacaac tttatctctt 
900 

cctctgaccc cagagtcacc aaatgacccc aagggttccc catttgagaa caagactatt 
960 

gaacgcacct taagtgtgga actctctgga actgcaggcc taactccacc caccactcct 
1020 

cctcataaag ccaaccaaga taaccctttt agggcttctc caaagctgaa gtcctcttgc 
1080 

aagactgtgg tgccaccacc atcaaagaag cccaggtaca gtgagtcttc tggtacacaa 
1140 

ggcaataact ccaccaagaa agggccggag caatccgagt tgtatgcaca actcagcaag 
1200 

tcctcagtcc tcactggtgg acacgaggaa aggaagacca agcggcccag tctgcggctg 
1260 ~ " ~~ 

tttggtgacc atgactattg ccagtcaatt aattccaaaa cggaaatact cattaatata 
1320 

tcacaggagc tccaagactc tagacaacta gaaaataaag atgtctcctc tgattggcag 
1380 

gggcagattt gttcttccac agattcagac cagtgctacc tgagagagac tttggaggca 
1440 

agcaagcagg tctctccttg cagcacaaga aaacagctcc aagaccagga aatccgagcc 
1500 

gagctgaaca agcacttcgg tcatcccagt caagctgttt ttgacgacga agcagacaag 
1560 

accggtgaac tgagggacag tgatttcagt aatgaacaat tctccaaact acctatgttt 
1620 

ataaattcag gactagccat ggatggcctg tttgatgaca gcgaagatga aagtgataaa 
168 0 

ctgagctacc cttgggatgg cacgcaatcc tattcattgt tcaatgtgtc tccttcttgt 
1740 

tcttctttta actctccatg tagagattct gtgtcaccac ccaaatcctt attttctcaa 
1800 

agaccccaaa ggatgcgctc tcgttcaagg tccttttctc gacacaggtc gtgttcccga 
1860 

tcaccatatt ccaggtcaag atcaaggtct ccaggcagta gatcctcttc aagatcctgc 
1920 

tattactatg agtcaagcca ctacagacac cgcacgcacc gaaattctcc cttgtatqtq 
1980 

agatcacgtt caagatcgcc ctacagccgt cggcccaggt atgacagcta cgaggaatat 
2040 

cagcacgaga ggctgaagag ggaagaatat cgcagagagt atgagaagcg agagtctgag 
2100 

agggccaagc aaagggagag gcagaggcag aaggcaattg aagagcgccg tgtgatttat 
2160 
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gtcggtaaaa tcagacctga cacaacacgg 
2220 

ggtgaaattg aggagtgcac agtaaatctg 
2280 

acctaccgtt atacctgtga tgcttttgct 
2340 

tcaaacgaaa ctgactttga gctgtacttt 
2400 

tatgcagacc tagattcaaa ctcagatgac 
2460 

gactctctgg attttgatag tttactgaaa 
2520 

gttccctagc tgaggatgac agagggatgg 
2580 

ctaaagacta ttgcaagtca tacttaggaa 
2640 

acaaaacaaa acaacaacaa tacaacaaga 
2700 

atgaacacag ctgctgaaga ggcaagagac 
2760 

catgggcgtc agctttgctt ttcctggagt 
2820 

gtatgtgtgt gtgtatgtat gtgtgtggtg 
2880 

ggtacatgtg aggactgggg gcacctgacc 
2940 

gcagcagttc catgaagaca cacttaaaac 
3000 

aaaaggaaaa atatatatat atatatatat 
3060 

accaaccaac caaccaacca accacaaacc 
3120 

catcagcctt tgtactctgt ttttttaaga 
3180 

tctcataacg taatgattat atgacaatcc 
3240 

atcctgtctc tctctctctc tctctctctc 
3300 

gaatctgggt gggagaggat actgcgggca 
3360 

agtttctgta gttcatcctt aatcctgaca 
3420 

cactgcaaat ttcaaaagcc ttgtcaatgg 
3480 

ctgaggagcg gacaccgggt tacattacta 
3540 

gttcagatag tgtaattgct acattctctg 
3600 

gagtattttt attttatgta tatactatac 
3660 

ctgtaaatgc agccttcttt tcaaaactgc 
3720 

gtaattatga ggtgaaacaa ttattgtaca 
3780 



acagaactga gggaccgttt tgaagttttt 
cgggatgatg gagacagcta tggtttcatt 
gctcttgaaa atggatacac tttgcgcagg 
tgtggacgca agcaattttt caagtctaac 
tttgaccctg cttccaccaa gagcaagtat 
gaagctcaga gaagcttgcg caggtaacat 
cgaatacctc atgggacagc gcgtccttcc 
tttctcctac tttacactct ctgtacaaaa 
acaacaacaa caataacaac aatggtttac 
agaatgatat ccagtaagca catgtttatt 
ctcttggtga tggagtgtgc gtgtgtgcat 
tgtgtgcttg gtttagggga agtatgtgtg 
agaatgcgca agggcaaacc atttcaaatg 
ctagaacttc aaaatgttcg tattctattc 
atataaatta aaaaggaaag aaaactaaca 
accctaaaat gacagccgct gatgtctggg 
aagtgcagaa tcaacttgaa gcaagctttc 
tgaagaaacc acaggttcca tagaactaat 
tctttttttt ttctttttcc ttttgccatg 
ccagaatgct aaagtttcct aacattttga 
cccatgtaaa tgtccaaaat gttgatcttc 
tcaagcgtgc agcttgttca gcggttcttt 
acgagagttg ggtagaactc tctgagatgt 
atgtagttaa gtatttacag atgttaaatg 
aacaatgttc ttttttgtta cagctatgca 
taaatttttc ttaatcaaga atattcaaat 
ctaacatatt tagaagctga acttactgct 
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tatatatatt tgattgtaca aacaaaaaga cagtgtgtgt gtctgttgag tgcaacaaga 
3840 

gcaaaatgat gctttccgca catccatccc ttaggtgagc ttcaatctaa gcatcttgtc 
3900 

aagaaatacc ctagtcccct aaaggtatta accacttctg cgatattttt ccacattttc 
3960 

ttgtcgcttg tttttctttg aagttttata cactggattt gttaggggaa tgaaattttc 
4020 

tcatctaaaa tttttctaga agatatcatg attttacgta aagtctctca atgggtaacc 
4080 

attaagaaat gtttttattt tctctatcaa cagtagtttt gaaactagaa gtcaaaaatc 
4140 

tttttaaaat gctgttttgt tttaattttt gtgattttaa tttgatacaa aatgctgagg 
42 00 ' ~" 

taataattat agtatgattt ttacaataat taatgtgtgt ctgaagacta tctttgaagc 
4260 

cagtattccc ttcccttggc agagtatgac gatggtattt atctgtattt tttacagtta 
4320 

tgcatcctgt ataaatactg atatttcatt cctttgttta ctaaagagac atatttatca 
4380 

gttgcagata gcctatttat tataaattat gagatgatga aaataataaa gccagtggaa 
4440 

atttcctacc taggatgcat gacaattgtc aggttggagt gtaagtgctt catttgggaa 
4500 

attcagcttt tgcagaagca gtgtttctac ttgcactagc atggcctctg acgtgaccat 
4560 

ggtgttgttc ttgatgacat tgcttctgct aaatttaata aaaacttcag aaaaacctcc 
4620 

attttgatca tcaggatttc atctgagtgt ggagtccctg gaatggaatt cagtaacatt 
4680 

tggagtgtgt attcaagttt ctaaattgag attcgattac tgtttggctg acatgacttt 
4740 

tctggaagac atgatacacc tactactcaa ttgttctttt cctttctctc gcccaacacg 
4800 

atcttgtaag atggatttca cccccaggcc aatgcagcta attttgatag ctgcattcat 
4860 

ttatcaccag catattgtgt tctgagtgaa tccactgttt gtcctgtcgg atgcttgctt 
4 920 

gattttttgg cttcttattt ctaagtagat agaaagcaat aaaaatacta tgaaatgaaa 
4980 

gaacctgttc acaggttctg cgttacaaca gtaacacatc tttaatccgc ctaattcttg 
5040 

ttgttctgta ggttaaatgc aggtatttta actgtgtgaa cgccaaacta aagtttacag 
5100 

tctttctttc tgaattttga gtatcttctg ttgtagaata ataataaaaa gactattaag 
5160 

agcaacaaat tattttaaga aatcgagatt tagtaaatcc tattatgtgt tcaaggacca 
5220 

catgtgttct ctattttgcc tttaaatttt tgtgaaccaa ctttaaatac attctccttc 
5280 

ttgccctgga ttgttgacat gagtggaata cttggtttct tttcttactt atcaaaagac 
5340 

agcactacag atatcatatt gaggattaat ttatcccccc tacccccagc ctgacaaata 
5400 
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ttgttaccat gaagatagtt ttcctcaatg gacttcaaat tgcatctaga attagtggag 
5460 

cttttgtatc ttctgcagac actgtgggta gcccatcaaa atgtaagctg tgctcctctc 
5520 

atttttattt ttattttttt gggagagaat atttcaaatg aacacgtgca ccccatcatc 
5580 

actggaggca aatttcggca tagatctgta ggatttttag aagaccgcgg gccattgcct 
5640 

tcatgccgtg gtaagtacca catctacaat tttggtaacc gaactggtgc tttagtaatg 
5700 

tggatttttt tcttttttaa aagagatgta gcaaaataat tcttccagtg caacaaaatc 
5760 

aattttttgc taaacgactc caagaacaac agttgggctg tcaacattca aagcagcaga 
5820 

gagggaactt tgcactattg gggtatgatg tttgggtcag ttgataaaag gaaacctttt 
5880 

catgccttta gatgtgagct tccagtaggt aatgattatg tgtcctttct tgatggctgt 
5940 

aatgagaact tcaatcactg tagtctaaga cctgatctat agatgaccta gaatagccat 
6000 

gtactataat gtgatgattc taaatttgta cctatgtgac agacattttc aataatgtga 
6060 

actgctgatt tgatggagct actttaagat ttgtaggtga aagtgtaata ctgttggttg 
6120 

aactatgctg aagagggaaa gtgagcgatt agttgagccc ttgccgggcc ttttttccac 
6180 

ctgccaattc tacatgtatt gttgtggttt tattcattgt atgaaaattc ctgtgatttt 
6240 

ttttaaatgt gcagtacaca tcagcctcac tgagctaata aagggaaacg aatgtttcaa 

6300 

atctaa 

6306 



<210> 1378 

<211> 798 

<212> PRT 

<213> Homo sapiens 



<400> 1378 

Met Ala Trp Asp Met Cys Asn Gin Asp Ser Glu Ser Val Trp Ser Asp 

15 10 15 

He Glu Cys Ala Ala Leu Val Gly Glu Asp Gin Pro Leu Cys Pro Asp 

20 25 30 

Leu Pro Glu Leu Asp Leu Ser Glu Leu Asp Val Asn Asp Leu Asp Thr 

35 40 45 

Asp Ser Phe Leu Gly Gly Leu Lys Trp Cys Ser Asp Gin Ser Glu He 

50 55 60 

He Ser Asn Gin Tyr Asn Asn Glu Pro Ser Asn lie Phe Glu Lys He 
65 70 75 80 

Asp Glu Glu Asn Glu Ala Asn Leu Leu Ala Val Leu Thr Glu Thr Leu 

85 90 95 

Asp Ser Leu Pro Val Asp Glu Asp Gly Leu Pro Ser Phe Asp Ala Leu 

100 105 110 

Thr Asp Gly Asp Val Thr Thr Asp Asn Glu Aj.a Ser Pro Ser Ser Met 
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115 120 125 

Pro Asp Gly Thr Pro Pro Pro Gin Glu Ala Glu Glu Pro Ser Leu Leu 

130 135 140 

Lys Lys Leu Leu Leu Ala Pro Ala Asn Thr Gin Leu Ser Tyr Asn Glu 
145 150 155 160 

Cys Ser Gly Leu Ser Thr Gin Asn His Ala Asn His Asn His Arg lie 

165 170 175 

Arg Thr Asn Pro Ala lie Val Lys Thr Glu Asn Ser Trp Ser Asn Lys 

180 185 190 

Ala Lys Ser lie Cys Gin Gin Gin Lys Pro Gin Arg Arg Pro Cys Ser 

195 200 205 

Glu Leu Leu Lys Tyr Leu Thr Thr Asn Asp Asp Pro Pro His Thr Lys 

210 215 220 

Pro Thr Glu Asn Arg Asn Ser Ser Arg Asp Lys Cys Thr Ser Lys Lys 
225 230 235 240 

Lys Ser His Thr Gin Ser Gin Ser Gin His Leu Gin Ala Lys Pro Thr 

245 250 255 

Thr Leu Ser Leu Pro Leu Thr Pro Glu Ser Pro Asn Asp Pro Lys Gly 

260 265 270 

Ser Pro Phe Glu Asn Lys Thr He Glu Arg Thr Leu Ser Val Glu Leu 

275 280 285 

Ser Gly Thr Ala Gly Leu Thr Pro Pro Thr Thr Pro Pro His Lys Ala 

290 295 300 

Asn Gin Asp Asn Pro Phe Arg Ala Ser Pro Lys Leu Lys Ser Ser Cys 
305 310 315 320 

Lys Thr Val Val Pro Pro Pro Ser Lys Lys Pro Arg Tyr Ser Glu Ser 

325 330 335 

Ser Gly Thr Gin Gly Asn Asn Ser Thr Lys Lys Gly Pro Glu Gin Ser 

340 345 350 

Glu Leu Tyr Ala Gin Leu Ser Lys Ser Ser Val Leu Thr Gly Gly His 

355 360 365 

Glu Glu Arg Lys Thr Lys Arg Pro Ser Leu Arg Leu Phe Gly Asp His 

370 375 380 

Asp Tyr Cys Gin Ser He Asn Ser Lys Thr Glu He Leu He Asn He 
385 390 395 400 

Ser Gin Glu Leu Gin Asp Ser Arg Gin Leu Glu Asn Lys Asp Val Ser 

405 410 415 

Ser Asp Trp Gin Gly Gin He Cys Ser Ser Thr Asp Ser Asp Gin Cys 

420 425 430 

Tyr Leu Arg Glu Thr Leu Glu Ala Ser Lys Gin Val Ser Pro Cys Ser 

435 440 445 

Thr Arg Lys Gin Leu Gin Asp Gin Glu He Arg Ala Glu Leu Asn Lys 

450 455 460 

His Phe Gly His Pro Ser Gin Ala Val Phe Asp Asp Glu Ala Asp Lys 
465 470 475 480 

Thr Gly Glu Leu Arg Asp Ser Asp Phe Ser Asn Glu Gin Phe Ser Lys 

485 490 495 

Leu Pro Met Phe He Asn Ser Gly Leu Ala Met Asp Gly Leu Phe Asp 

500 505 510 

Asp Ser Glu Asp Glu Ser Asp Lys Leu Ser Tyr Pro Trp Asp Gly Thr 

515 520 525 

Gin Ser Tyr Ser Leu Phe Asn Val Ser Pro Ser Cys Ser Ser Phe Asn 

530 535 540 

Ser Pro Cys Arg Asp Ser Val Ser Pro Pro Lys Ser Leu Phe Ser Gin 
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OH 3 










550 










555 










560 


Arg 


Pro 


Gin 


Arg 


Met 


Arg 


Ser 


Arg 


Ser 


Arg 


Car 


rile 


Ser 


Hi y 


His 


Aro 




















570 










575 




Ser 


Cys 


Ser 


Arg 


Ser 


Pro 


Tyr 




Arg 


OCI 


Arg 


Ser 


Arg 


Ser 


Pro 


Glv 








con 










585 










590 






Ser 


Arg 


O v- 

ber 


Ser 


Cor 


Arg 


Op** 


Cys 


Tyr 


Tyr 


Tyr 


Glu 


Ser 


Ser 


His 


Tvr 
















600 










605 








Arg 


His 


Arg 


Thr 


His 


Arg 


Asn 


oer 


Pro 


Leu 


Tyr 


Val 


Arg 


Ser 




Ser 














615 










620 










Arg 


Ser 


Pro 


Tyr 


Ser 


Arg 


Arg 


Pro 


Arg 


Tyr 


Asp 


Ser 


Tyr 


Glu 


Glu 


ryr 


625 










c in 










a i ^ 










640 


Gin 


His 


Glu 


Arg 


Leu 


Lys 


Arg 


oiu 


v»lU 


Tyr 


Arg 


Arg 


ni ii 


iyr 


Glu 


Lys 










CAE 










650 










655 




Arg 


Glu 


Ser 


Glu 


Arg 


Ala 


Lys 


Cain 


Arg 


Glu 


Arg 




Arg 


Gin 


Lys 


Ala 








C C A 










ODD 










670 






lie 


Glu 


Glu 


Arg 


Arg 


val 


T 1 A 

lie 


Tyr 


IT, 1 

vai 


oiy 


Lys 


lie 


Arg 


Pro 


sp 


Thr 






O / 3 










680 










685 








Thr 


Arg 


Thr 


Glu 


Leu 


Arg 


Asp 


Arg 


Phe 


Glu 


val 


Phe 


Gly 


Glu 


He 


Glu 




690 










695 










700 










Glu 


Cys 


Thr 


Val 


Asn 


Leu 


Arg 


Asp 


Asp 


Gly 


Asp 


Ser 


Tyr 


Gly 


Phe 


He 


705 










710 










715 










720 


Thr 


Tyr 


Arg 


Tyr 


Thr 


Cys 


Asp 


Ala 


Phe 


Ala 


Ala 


Leu 


Glu 


Asn 


Gly 


Tyr 










725 










730 










735 




Thr 


Leu 


Arg 


Arg 


Ser 


Asn 


Glu 


Thr 


Asp 


Phe 


Glu 


Leu 


Tyr 


Phe 


Cys 


Gly 








740 










745 










750 






Arg 


Lys 


Gin 


Phe 


Phe 


Lys 


Ser 


Asn 


Tyr 


Ala 


Asp 


Leu 


Asp 


Ser 


Asn 


Ser 






755 










760 










765 








Asp 


Asp 


Phe 


Asp 


Pro 


Ala 


Ser 


Thr 


Lys 


Ser 


Lys 


Tyr 


Asp 


Ser 


Leu 


Asp 




770 










775 










780 










Phe 


Asp 


Ser 


Leu 


Leu 


Lys 


Glu 


Ala 


Gin 


Arg 


Ser 


Leu 


Arg 


Arg 







785 790 795 



<210> 1379 . 

<211> 590 

<212> DNA 

<213> Homo sapiens 

<400> 1379 

nnacgcgtcc ctgcccaacc tggctcagtt cagctggaga cagggccgac ccgcttgttg 
60 

gagtegtcac gaggactgag gtgcgtcctg agatgectge ttgccaggtg ttagtgtcgg 
120 

tttgctgggg ccgcggtgac agagtgecat agaccaggca gctgaaacag agttcaattt 
180 

cttttaaagc ccgggggccg aaaaccccta aacaagggtt tgtgggggct cgttccttgg 
240 

gaggacgtga gggcaatctg gtgtccctgc cgtgtggccg cgtcacccat ctctgccctc 
300 

ggtgtccctg ccctgtggcc gcgtcaccca tctctgccct cggagtccct gccgtgtggc 
360 

cgcgtcnacc catctctgcc ctcggagtcc ctgccgtgtg gccgtgtcna cccacctctg 
420 

ccctcggtgt ccctgccgtg tggccgagtc nacccacctc tgccctcggt gtccctgccg 
480 
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tgtggccgcg tcnacccacc tctgccctcg gtgtccccgc cgtgtggccg cgtcnaccca 
540 

tctctgcctt cggtgtcccc gccgtgtggc cgcgtcaccc atctctgcag 
590 

<210> 1380 

<21X> 141 

<212> PRT 

<213> Homo sapiens 

<400> 1380 



Asn Arg 


Val 


Gin 


Phe 


Leu 


Leu 


Lys 


Pro Gly Gly Arg 


Lys 


Pro 


Leu 


Asn 


1 






5 








10 






15 




Lys Gly 


Leu 


Trp 


Gly Leu Val 


Pro 


Trp Glu Asp Val 


Arg 


Ala 


He 


Trp 






20 










25 




30 




Cys Pro 


Cys 


Arg 


Val 


Ala 


Ala 


Ser 


Pro lie Ser Ala 


Leu 


Gly 


Val 


Pro 




35 










40 




45 








Ala Leu 


Trp 


Pro 


Arg 


His 


Pro 


Ser 


Leu Pro Ser Glu 


Ser 


Leu 


Pro 


Cys 


50 










55 




60 








Gly Arg 


Val 


Xaa 


Pro 


Ser 


Leu 


Pro 


Ser Glu Ser Leu 


Pro 


Cys 


Gly 


Arg 


65 








70 






75 






80 


Val Xaa 


Pro 


Pro 


Leu 


Pro 


Ser 


Val 


Ser Leu Pro Cys 


Gly 


Arg 


Val 


Xaa 








85 








90 






95 




Pro Pro 


Leu 


Pro 


Ser 


Val 


Ser 


Leu 


Pro Cys Gly Arg 


Val 


Xaa 


Pro 


Pro 






100 










105 




110 






Leu Pro 


Ser 


Val 


Ser 


Pro 


Pro 


Cys 


Gly Arg Val Xaa 


Pro 


Ser 


Leu 


Pro 




115 










120 




12S 








Ser Val 


Ser 


Pro 


Pro 


Cys Gly Arg 


Val Thr His Leu 


Cys 









130 13S 140 



<210> 1381 

<211> 433 

<212> DNA 

<213> Homo sapiens 

<400> 1381 

ctgaccacct tagctaagca ttccctttct ggctgtagcc agatatgatg tgtgagtctg 
60 

cagatcatgc tggccccctt gacgaagcat gcactttctg gcctaggccg gatacgatgt 
120 

gtgaggccac ggagagtcca ggccggagca cactgaccgc cttggctaag cattcatttc 
180 

cgtgtcctgg ctgccatcag agaggaggca ggtcccacag atctgctctt gtttctgctg 
240 

gtctgaagtg gggtttcagt ttctgtgtgg aacaattcat taggggtttg atctcaaagc 
300 

ccaggcattg gccctgtacc tgttcctcac ggaagccgaa ctcctgctta tgggccccag 
360 

cctacaggca gccaaatggg ctagccccag ccaaggggct gtttggcgac ctctgaacca 
420 

cagctctcca tgg 
433 

<210> 1382 
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<211> 123 
<212> PRT 
<213> Homo sapiens 



<400> 1362 
Met Met Cys Glu 
1 

Thr Phe Trp Pro 
20 

Gly Arg Ser Thr 
35 

Gly Cys His Gin 
50 

Ala Gly Leu Lys 
65 

Gly Leu lie Ser 

Lys Pro Asn Ser 
100 

Leu Ala Pro Ala 
115 



Ser Ala Asp His 
5 

Arg Pro Asp Thr 

Leu Thr Ala Leu 
40 

Arg Gly Gly Arg 
55 

Trp Gly Phe Ser 
70 

Lys Pro Arg His 
85 

Cys Leu Trp Ala 

Lys Gly Leu Phe 
120 



Ala Gly Pro Leu 
10 

Met Cys Glu Ala 
25 

Ala Lys His Ser 

Ser His Arg Ser 
60 

Phe Cys Val Glu 
75 

Trp Pro Cys Thr 
90 

Pro Ala Tyr Arg 
105 

Gly Asp Leu 



Asp Glu Ala Cys 
15 

Thr Glu Ser Pro 
30 

Phe Pro Cys Pro 
45 

Ala Leu Val Ser 

Gin Phe He Arg 
80 

Cys Ser Ser Arg 
95 

Gin Pro Asn Gly 
110 



<210> 1383 

<211> 906 

<212> DNA 

<213> Homo sapiens 



<400> 1383 

nnaccggtgt tttctgtatc aactgagaga accacatgtc aaggcagcaa agtgaccacg 
60 

caccacagca cacctgcctc tggcttgcag gccaagatgg cccctatgtc aaccagggtt 
120 

tctgcagctg gtcctgggag acccacggcc tcctctctcc tgcccctgac caatacacca 
180 

caaacgcctc acatgagctc acccacaccc ccaagagcca tggtgctcac aaagcaaaga 
240 

ccaagccaga ctcaatcctg tggccccagg gtcagccgca gagcagacaa ctagaacctc 
300 

acaagaagct gaacacaggc tgggtcacct ataaacaggg aggccatcct gaagggagga 
360 

agcacccaac cagaggtgaa ctcaccttgg accattcgac aatgcagtcc aggcagaagt 
420 

aatgggcaca gttctnccgg cgtccccacg gcctggtctc tgaatgcgtt gagacagatt 
480 

gggcagctct ctgcatcatc atcagaattg aaagagccag cggcttccag tttcccctga 
540 

gtacccgcta cctccagcaa tgtctccccg tcgtcttcag aatcctcgga accagatctg 
600 

tcttccaggt cttcctcctc agacgccccc tcgtcttctc cgtctgtgcc atctccatgc 
660 

tcgctgtcac tgtcgtcccc agagtcccca ctgctgccca cgctgctttc ttcaaagtca 
720 

cctgccgggt ccgcagggcc gacctgtggg tgtccatccg gccctgggct ccgggccaca 
780 



1178 



WO 00/58473 



PCT/USOO/08621 



agcccatcca ggctgtcgtc atccattgct gcacattgag ctcagccccg gaaacctcgt 
840 

gtcccgcagg cgctcgcgag cgctcgccgc cgctgcacga ccgagagtcg ctcctaggcc 
900 

cggccg 
906 



<210> 1384 

<211> 97 

<212> PRT 

<213> Homo sapiens 



<400> 1384 

Xaa Pro Val Phe Ser Val Ser Thr 

1 5 
Lys Val Thr Thr His His Ser Thr 
20 

Met Ala Pro Met Ser Thr Arg Val 

35 40 
Thr Ala Ser Ser Leu Leu Pro Leu 

50 55 
Met Ser Ser Pro Thr Pro Pro Arg 
6 5 70 
Pro Ser Gin Thr Gin Ser Cys Gly 
85 

Asn 



Glu Arg Thr Thr Cys Gin Gly Ser 

10 15 
Pro Ala Ser Gly Leu Gin Ala Lys 
25 30 
Ser Ala Ala Gly Pro Gly Arg Pro 
45 

Thr Asn Thr Pro Gin Thr Pro His 
60 

Ala Met Val Leu Thr Lys Gin Arg 

75 80 
Pro Arg Val Ser Arg Arg Ala Asp 
90 95 



<210> 1385 

<211> 210 

<212> DNA 

<213> Homo sapiens 

<400> 1385 

acgcgtgcac tgggtgtatg catggtaacg tacacgtgtg cactgtgtgt ggtgtgcatg 
60 

ncatggtgtg tgcacgtgtg cnactgtgta tgcatggtaa tgtgcacgtg tgcactgtgt 
120 

gtggcgtgta tgcatggtgt gtgcacgtgt gcactgtgtg tggggtgtat gncatggtgg 
180 

gtgcacatat gcactggggg gtgtgtatgc 
210 



<210> 1386 

<211> 70 

<212> PRT 

<213> Homo sapiens 



<400> 1386 

Thr Arg Ala Leu Gly Val Cys Met 

1 5 
Val Val Cys Met Xaa Trp Cys Val 
20 

Val Met Cys Thr Cys Ala Leu Cys 



Val Thr Tyr Thr Cys Ala Leu Cys 

10 15 
His Val Cys Xaa Cys Val Cys Met. 
25 30 
Val Ala Cys Met His Gly Val Cys 
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35 40 45 

ir Cys Ala Leu Cys Val Gly Cys Met Xaa Trp Trp Val His lie Cys 
50 55 60 

Thr Gly Gly Cys Val Cys 
65 70 

<210> 1387 
<211> 521 
<212> DNA 

<213> Homo sapiens 
<400> 1387 

ggccgcaact ccaccagcga aggcgatgtg cgggcccatg aagggaccaa aggccaggta 
60 

gtccaagccg aaggtgtttc cggttgcggc aaacactccc caggaggcca gcacacagaa 
120 

gccggtgagg acgaaggcgt agttgccgcc gatggcagct ccgacagcac cgccggcgat 
180 

ggcggcaagg agtccgaaga cgaagactcc gatagaggtg gtgaacatcg gtgttccttt 
240 

gtgagggcgg ggtatcccgc gatctgtcat ccgcacgcag cgacgggtgc ggcattttct 
300 

ggacatccct aggcgttgac ccaggggtgg ggtggttcag acgtgtgccg gcgcacgtct 
360 

gaaccacccg gtatcagcag gtgccagggg cggattcccc agcacctgac tcatatgcgt 
420 

cgatgagatc gatgttggcc ttggagtggg aactcgggtc gaaggtgtac^ ccgatgaact 
480 

cgtgggctaa gcgacgggcg agttcgcgac cgatgacgcg t 
521 

<210> 1388 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 1388 

Gly Arg Asn Ser Thr Ser Glu Gly Asp Val Arg Ala His Glu Gly Thr 

15 10 15 

Lys Gly Gin Val Val Gin Ala Glu Gly Val Ser Gly Cys Gly Lys His 

20 25 30 

Ser Pro Gly Gly Gin His Thr Glu Ala Gly Glu Asp Glu Gly Val Val 

35 40 45 

Ala Ala Asp Gly Ser Ser Asp Ser Thr Ala Gly Asp Gly Gly Lys Glu 

50 55 60 

Ser Glu Asp Glu Asp Ser Asp Arg Gly Gly Glu His Arg Cys Ser Phe 
65 70 75 80 

Val Arg Ala Gly Tyr Pro Ala He Cys His Pro His Ala Ala Thr Gly 

85 90 95 

Ala Ala Phe Ser Gly His Pro 
100 

<210> 1389 
<211> 4013 
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<212> DNA 

<213> Homo sapiens 

<400> 1389 

cctctgaaga tggaaacatc aggaatgaca acaccgtcac tgaagacaga cggtgggaga 
60 

12o aCagCCa CatCaCCaCC ccccacaacc tcccagacca tcatttccac cattcccagc 

actgccatgc acacccgctc cacagctgcc cccatcccca tcctgcctga gagaggagtt 
X80 

tccctcttcc cctatggggc agacgccggg gacctggagt tcgtcaggag gaccgtggac 
240 

30<> aCCtCCC ° aCtCttCaa 9 cc 99 c 9 a <=t ggcttccccc ttggctcctc tctccgtgat 

tccctctact tcacagacaa tggccagatc atcttcccag agtcagacta ccagattttc 
360 

tcctacccca acccactccc aacaggcttc acaggccggg accctgtggc cctggtggct 

ccgttctggg acgatgctga cttctccact ggtcggggga ccacatttta tcaggaatac 
480 

gagacgttct atggtgaaca cagcctgcta gtccagcagg ccgagtcttg gattagaaag 

atcacaaaca acgggggcta caaggccagg tgggccctaa aggtcacgtg ggtcaatgcc 
600 

cacgcctatc ctgcccagtg gaccctcggg agcaacacct accaagccat cctctccacg 
660 

gacgggagca ggtcctatgc cctgtttctc taccagagcg gtgggatgca gtgggacgtg 

gcccagcgct caggcaaccc ggtgctcatg ggcttctcta gtggagatgg ctatttcgaa 
780 

aacagcccac tgatgcccca gccagtgtgg gagaggtatc gccctgatag attcctgaat 
840 

tccaactcag gcctccaagg gctgcagttc tacaggctac accgggaaga aaggcccaac 
900 

taccgtctcg agtgcctgca gtggctgaag agccagcctc ggtggcccag ctggggctgg 
960 

aaccaggtct cctgcccttg ttcctggcag cagggacgac gggacttacg attccaaccc 
1020 

gtcagcatag gtcgctgggg cctcggcagt aggcagctgt gcagcttcac ctcttggcga 
1080 

ggaggcgtgt gctgcagcta cgggccctgg ggagagtttc gtgaaggctg gcacgtgcag 
1140 

cgtccttggc agttggccca ggaactggag ccacagagct ggtgctgccg ctggaatgac 

aagccctacc tctgtgccct gtaccagcag aggcggcccc acgtgggctg tgctacatac 
1260 

aggcccccac agcccgcctg gatgttcggg gacccccaca tcaccacctt ggatggtgtc 

agttacacct tcaatgggct gggggacttc ctgctggtcg gggcccaaga cgggaactcc 
1380 ^ 

tccttcctgc ctcagggccg caccgcccag actggctcag cccaggccac caacttcatc 
1440 

gcctttgcgg ctcagtaccg ctccagcagc ctgggccccg tcacggtcca atggctcctt 
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gagcctcacg acgcaatccg 
1560 

catgaagacg gcggaggcca 
1620 

ggctctgagg tctcggccag 
1680 

aacatcctcc acgcctccgc 
1740 

ctgggggtct ggaataacaa 
1800 

cccccaggga gccctgagga 
1860 

acaggccccc ttggcaagag 
1920 

tcacaactgc aaaaaaacag 
1980 

agctcatgca tctatgacac 
2040 

gaagtcagta aaaactacga 
2100 

aatggtggtc gtgtgattga 
2160 

aatgctgagg atgccaactt 
2220 

aatgggacgt tgctgtggac 
2280 

agaagtgcca agattggctt 
2340 

aatgcagaga gccagtgttt 
2400 

gtggctggct gcaagtgtga 
2460 

gcctgtgagg agccgtgctt 
2520 

tgccctccaa acctgactgg 
2580 

tgtcagaacc agtcctgccc 
2640 

cagactctgg gctgtcagcc 
2700 

ttcctggctg ggaacaactt 
2760 

cagctcttgc tcagtgaaga 
2820 

tacagactgg ggaccctgga 
2880 

gattctgcag caccggcctc 
2940 

cagtaccgcc ctcggggccc 
3000 

gtggaggcgc tcttatacca 
3060 

ttccagccca tctccgggga 
3120 



tgtcctgctg gataaccaga 
ggagacgttc aacgccaccg 
cttcgacggc tgggccaccg 
cagcctcccg cccgagtacc 
tccagaggac gacttcagga 
gatgcttttc cactttggaa 
gaatgaccag ctgccttcca 
ctcctgggct gaacatttga 
cctggccctg cgcaacgcaa 
gcaggcgaac gccaccctca 
agcctacaag gggcagacca 
cacgctcaga gacagctgca 
acccaagtcg ctggagccat 
ggcatctgca ctccagccca 
gtacaatcag accagcaggg 
cgggggcacc ttcggccgct 
cccgagtgtc cactgcgttc 
ggatgggcgg cactgtgcgg 
tgtgaattac tgctacaatc 
catgtgcacc tgccccccag 
cagtccaact gtcaacctag 
ggaaaatgcc tccatggcag 
catgcgggcc tttctccgca 
gggaagcccc atccaacact 
ggtcattgac ttcctgaaca 
cgttccacgg aggagtgagg 
agacgtgcgc gaCgtgacag 



ctgtgacatt tcagcctgac 
gagtcctcct gagccgcaac 
tctcggtgat cgcgctctcc 
agaaccgcac ggaggggctc 
tgcccaatgg ctccaccatt 
tgacctggca gatcaacggg 
acttcacccc tgttttctac 
tctccaactg tgacggagat 
gcatcggact tcacacgagg 
atcagtaccc gccctccatc 
cgctgattca gtacaccagc 
ccgacttgga gctctttgag 
tcactctgga gattctagca 
ggactgtggt ctgccattgc 
tgggcaactc ctccctggag 
actgcgaggg ctccgaggat 
ctgggaaggg ctgcgaggcc 
ctctggggag ctctttcctg 
aaggccactg ctacatctcc 
ccttcactga cagccgctgc 
aacttccctt aagagtcatc 
aggtcaacgc ctcggtggca 
acagccaagt ggaacgaatc 
ggatggtcat ctcggagttc 
accagctgct ggccgcggtg 
agcccaggaa cgacgcggtc 
ccctgaacgt gagcacgctg 
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aaggcttact tcagatgcga tggctacaag 
3180 

ggcttcacct gcgtgtcccc gtgcagtagg 
3240 

cacctgccca gtgggccccg ctgcagctgt 
3300 

gagcactgtg agcacctgag catgaaactc 
3360 

ctgggcggcc tcttgctgct gggggtcggg 
3420 

tccggggcca ggttctccta tttcctgaac 
3480 

tgtggcctag gctacctcaa gactcacctc 
3540 

ttttgggaga ctggaaaagg gaaggtgact 
3600 

aatactggga atcaagacaa gactatacct 
3660 

ccataaagat caaacatgca tggatgggtc 
3720 

agcctgtgca cgcgcgcgtg cacacacaca 
3780 

ggccctaagt taagcaaaat gcttctgcac 
3840 

tctatttaaa taaagtctct ctgacttttt 
3900 

attttcttct ggtggccgaa gggctggaca 
3960 

agtgtggagg ttaagtgctg ggcagcagtg 
4013 



ggctacgacc tggtctacag cccccagagc 
ggctactgtg accatggagg ccagtgccag 
gtgtccttct ccatctacac ggcctggggc 
gacgcgttct tcggcatctt ctttggggcc 
acgttcgtgg tcctgcgctt ctggggttgc 
tcagctgagg ccttgccttg aaggggcagc 
atccttaccg cacatttaag gcgccattgc 
gaaggctgtc aggattcttc aaggagaatg 
tatccatagg cgcaggtgca cagggggagg 
ctcacgcaga cacacccaca gaaggacact 
cacacacaca cgagttcata atgtggtgat 
acaaaactct ctggtttact tcaaattaac 
gtgtctccaa aaccaggaat tccattcctg 
cagacttctc ccaaccatca gagggcacag 
gagcattagg ggcagctgga tec 



<210> 1390 

<211> 1156 

<212> PRT 

<213> Homo sapiens 



<400> 1390 

Pro Leu Lys Met Glu Thr Ser Gly Met Thr Thr Pro Ser Leu Lys Thr 

IS 10 15 

Asp Gly Gly Arg Arg Thr Ala Thr Ser Pro Pro Pro Thr Thr Ser Gin 

20 25 30 

Thr He He Ser Thr He Pro Ser Thr Ala Met His Thr Arg Ser Thr 

35 40 45 

Ala Ala Pro lie Pro lie Leu Pro Glu Arg Gly Val Ser Leu Phe Pro ■ 

50 55 60 

Tyr Gly Ala Asp Ala Gly Asp Leu Glu Phe Val Arg Arg Thr Val Asp 
65 70 75 80 

Phe Thr Ser Pro Leu Phe Lys Pro Ala Thr Gly Phe Pro Leu Gly Ser 

85 90 95 

Ser Leu Arg Asp Ser Leu Tyr Phe Thr Asp Asn Gly Gin He He Phe 

100 105 110 

Pro Glu Ser Asp Tyr Gin He Phe Ser Tyr Pro Asn Pro Leu Pro Thr 

115 120 125 

Gly Phe Thr Gly Arg Asp Pro Val Ala Leu Val Ala Pro Phe Trp Asp 
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130 










135 










140 










Asp Ala 


Asp 


Phe 


Ser Thr Gly 


Arg 


Gly 


Thr 


Thr 


Phe 


Tyr 


Gin 


Glu 


Tyr 


145 








150 










155 










160 


Glu Thr 


Phe 


Tyr 


Gly Glu His 


Ser 


Leu 


Leu 


Val 


Gin 


Gin 


Ala 


Glu 


Ser 








165 










170 










175 




Trp lie 


Arg 


Lys 


He 


Thr 


Asn 


Asn 


Gly 


Gly 


Tyr 


Lvs 


Ala 


Arg 


Trp 


Ala 






180 










185 










190 






Leu Lys 


Val 


Thr 


Trp 


Val 


Asn 


Ala 


His 


Ala 


Tyr 


Pro 


Ala 


Gin 


Trp 


Thr 




195 










200 










205 








Leu Gly 


Ser 


Asn 


Thr 


Tyr 


Gin 


Ala 


He 


Leu 


Ser 


Thr 


Asp 


Gly 


Ser 


Arg 


210 










215 










220 










Ser Tyr 


Ala 


Leu 


Phe 


Leu 


Tyr 


Gin 


Ser 


Gly 


Gly 


Met 


Gin 


Trp 


Asp 


Val 


225 








230 










235 










240 


Ala Gin 


Ara 


Ser 


Gly Asn 


Pro 


val 


Leu 


Met 


Glv 


Phe 


Ser 


Ser 


Glv 


Asp 








245 










250 










255 




Glv Tvr 


Phe 


Glu 


Asn 


Ser 


Pro 


Leu 


Met 


Ser 


Gin 


Pro 


Val 


A *-V 


Glu 


Ara 






260 










265 










270 






Tvr Ara 


Pro 


Asp 


Arg 


Phe 


Leu 


Asn 


Ser 


Asn 


Ser 


Glv 


Leu 


Gin 


Glv 


Leu 




275 










280 










285 








Gin Phe 


Tvr* 
i y £ 


Ara 


Leu 


His 


Arg 


Glu 


Glu 


Ara 


Pro 


Asn 


Tvr 
i yt 


Ara 


Leu 


Glu 


290 










295 










300 










Cys Leu 


Gin 




Leu 


Lys 


Ser 


Gin 


Pro 


Ara 




Pro 


Ser 


TrD 


Glv 


Tm 
lt f 


305 








310 










315 










320 


Asn filn 


val 


Ser 


Cys 


Pro 


Cys 


Ser 


i rp 


Gin 


Gin 


Glv 


Ara 


Ara 


Asn 


Leu 








325 










330 










335 




Arg Phe 


Gin 


Pro 


Val 


Ser 


He 


Glv 


Ara 




Glv 


Leu 


Glv 


Ser 


Ara 


Gin 






340 










345 










350 






Leu Cys 


Ser 


Phe 


Thr 


Ser Trp 




Glv 


Glv 


Val 




Cvs 


Ser 


Tvr 


Glv 




355 










360 










365 








Pro Trp 


Glv 


Glu 


Phe 


Arg Glu 


Glv 


Trn 


His 


Val 


Gin 


Arc 


Pro 


TrD 


Gin 


370 










375 










380 










Leu Ala 


Gin 


Glu 


Leu 


Glu 


Pro 


Gin 


Ser 


Tro 


Cvs 


Cvs 


Ara. 


Trp 


Asn 


Asp 


385 








390 










395 










400 


Lys Pro 


Tyr 


Leu 


Cys 


Ala 


Leu 


Tyr 


Gin 


Gin 


Arg 


Arq 


Pro 


His 


val 


Gly 








405 










410 










415 




Cys Ala 


Thr 


Tyr 


Arg 


Pro 


Pro 


Gin 


Pro 


Ala 


Trp 


Met 


Phe 


Gly 


Asp 


Pro 






420 










425 










430 






His lie 


Thr 


Thr 


Leu Asp Gly 


Val 


Ser 


Tvr 


Thr 


Phe 


Asn 


Gly 


Leu 


Gly 




435 










440 










445 








Asp Phe 


Leu 


Leu 


Val 


Gly Ala 


Gin 


Asp 


Gly 


Asn 


Ser 


Ser 


Phe 


Leu 


Leu 


450 










455 










460 










Gin Gly 


Arg 


Thr 


Ala 


Gin 


Thr 


Gly 


Ser 


Ala 


Gin 


Ala 


Thr 


Asn 


Phe 


He 


465 








470 










47S 










480 


Ala Phe 


Ala 


Ala 


Gin 


Tyr Arg 


Ser 


Ser 


Ser 


Leu 


Gly 


Pro 


Val 


Thr 


Val 








485 










490 










495 




Gin Trp 


Leu 


Leu 


Glu 


Pro 


His 


Asp 


Ala 


He 


Arg 


Val 


Leu 


Leu 


Asp 


Asn 






500 










505 










510 






Gin Thr 


Val 


Thr 


Phe 


Gin 


Pro 


Asp 


His 


Glu 


Asp 


Gly 


Gly 


Gly 


Gin 


Glu 




515 










520 










525 








Thr Phe 


Asn 


Ala 


Thr 


Gly val 


Leu 


Leu 


Ser 


Arg 


Asn 


Gly 


Ser 


Glu 


Val 


530 










535 










540 










Ser Ala 


Ser 


Phe 


Asp Gly Trp 


Ala 


Thr 


val 


Ser 


Val 


He 


Ala 


Leu 


Ser 


545 








550 










555 










560 


Asn lie 


Leu 


His 


Ala 


Ser 


Ala 


Ser 


Leu 


Pro 


Pro 


Glu 


Tyr 


Gin 


Asn 


Arg 
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565 570 575 

Thr Glu Gly Leu Leu Gly Val Trp Asn Asn Asn Pro Glu Asp Asp Phe 

580 585 590 

Arg Met Pro Asn Gly Ser Thr He Pro Pro Gly Ser Pro Glu Glu Met 

595 600 605 

Leu Phe His Phe Gly Met Thr Trp Gin He Asn Gly Thr Gly Leu Leu 

610 615 620 

Gly Lys Arg Asn Asp Gin Leu Pro Ser Asn Phe Thr Pro Val Phe Tyr 
625 630 635 640 

Ser Gin Leu Gin Lys Asn Ser Ser Trp Ala Glu His Leu He Ser Asn 

645 650 655 

Cys Asp Gly Asp Ser Ser Cys He Tyr Asp Thr Leu Ala Leu Arg Asn 

660 665 670 

Ala Ser He Gly Leu His Thr Arg Glu Val Ser Lys Asn Tyr Glu Gin 

675 680 685 

Ala Asn Ala Thr Leu Asn Gin Tyr Pro Pro Ser He Asn Gly Gly Arg 

690 695 700 

Val He Glu Ala Tyr Lys Gly Gin Thr Thr Leu He Gin Tyr Thr Ser 
7 05 710 715 720 

Asn Ala Glu Asp Ala Asn Phe Thr Leu Arg Asp Ser Cys Thr Asp Leu 

725 730 735 

Glu Leu Phe Glu Asn Gly Thr Leu Leu Trp Thr Pro Lys Ser Leu Glu 

740 * 745 750 

Pro Phe Thr Leu Glu He Leu Ala Arg Ser Ala Lys He Gly Leu Ala 

755 760 765 

Ser Ala Leu Gin Pro Arg Thr Val Val Cys His Cys Asn Ala Glu Ser 

770 775 780 

Gin Cys Leu Tyr Asn Gin Thr Ser Arg Val Gly Asn Ser Ser Leu Glu 
785 790 795 800 

Val Ala Gly Cys Lys Cys Asp Gly Gly Thr Phe Gly Arg Tyr Cys Glu 

805 810 815 

Gly Ser Glu Asp Ala Cys Glu Glu Pro Cys Phe Pro Ser Val His Cys 

820 825 830 

Val Pro Gly Lys Gly Cys Glu Ala Cys Pro Pro Asn Leu Thr Gly Asp 

835 840 845 

Gly Arg His Cys Ala Ala Leu Gly Ser Ser Phe Leu Cys Gin Asn Gin 

850 855 860 

Ser Cys Pro Val Asn Tyr Cys Tyr Asn Gin Gly His Cys Tyr He Ser 
8g 5 870 875 880 

Gin Thr Leu Gly Cys Gin Pro Met Cys Thr Cys Pro Pro Ala Phe Thr 

885 890 895 

Asp Ser Arg Cys Phe Leu Ala Gly Asn Asn Phe Ser Pro Thr Val Asn 

900 905 910 

Leu Glu Leu Pro Leu Arg Val He Gin Leu Leu Leu Ser Glu Glu Glu 

915 920 925 

Asn Ala Ser Met Ala Glu Val Asn Ala Ser Val Ala Tyr Arg Leu Gly 

930 935 940 

Thr Leu Asp Met Arg Ala Phe Leu Arg Asn Ser Gin Val Glu Arg He 
9^5 950 955 960 

Asp Ser Ala Ala Pro Ala Ser Gly Ser Pro He Gin His Trp Met Val 

965 970 975 

He Ser Glu Phe Gin Tyr Arg Pro Arg Gly Pro Val He Asp Phe Leu 

980 9 8 5 990 

Asn Asn Gin Leu Leu Ala Ala Val Val Glu Ala Phe Leu Tyr His Val 
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995 1000 1005 

Pro Arg Arg Ser Glu Glu Pro Arg Asn Asp Val Val Phe Gin Pro lie 

1010 1015 1020 

Ser Gly Glu Asp Val Arg Asp Val Thr Ala Leu Asn Val Ser Thr Leu 
1025 1030 1035 1040 

Lys Ala Tyr Phe Arg Cys Asp Gly Tyr Lys Gly Tyr Asp Leu Val Tyr 

1045 1050 1055 

Ser Pro Gin Ser Gly Phe Thr Cys Val Ser Pro Cys Ser Arg Gly Tyr 

1060 1065 1070 

Cys Asp His Gly Gly Gin Cys Gin His Leu Pro Ser Gly Pro Arg Cys 

1075 1080 1085 

Ser Cys Val Ser Phe Ser lie Tyr Thr Ala Trp Gly Glu His Cys Glu 

1090 1095 1100 

His Leu Ser Met Lys Leu Asp Ala Phe Phe Gly lie Phe Phe Gly Ala 
1105 1110 1115 1120 

Leu Gly Gly Leu Leu Leu Leu Gly Val Gly Thr Phe Val Val Leu Arg 

1125 1130 1135 

Phe Trp Gly Cys Ser Gly Ala Arg Phe Ser Tyr Phe Leu Asn Ser Ala 

1140 1145 1150 

Glu Ala Leu Pro 
1155 

<210> 1391 

<211> 481 

<212> DNA 

<213> Homo sapiens 

<400> 1391 

gtcgacggca tcgaggtcca tgacaaggca 
60 

ggcattgtgt tccagcagtg gaacgccttc 
120 

ctggcgccgc gcaaggtgct cggtaaaagc 
180 

caactgaccc acgtgggcct gagcgacaag 
240 

ggccagcaac agcgcatggc gattgcccgg 
300 

ttcgacgaag ccacctcggc ccttgatccg 
360 

cgcatgctcg ccgaagacgg catgaccatg 
420 

cgcgatgtgt ccgatcgcgt ggcgttcttt 
480 
c 

481 

<210> 1392 
<211> 160 
<212> PRT 

<213> Homo sapiens 
<400> 1392 

Val Asp Gly He Glu Val His Asp Lys Ala Thr Asp Leu Asn Arg Leu 



accgacctca 
ccgcacctca 
aagcagaagg 
ctcaagacct 
gccctggcca 
cagttggtgg 
gtcctggtga 
cgcaacggcc 



accgcctgcg 
ccgtgctgga 
ccgaggagct 
ttcccgcana 
tgtcgccgga 
gcgaggtgcc 
cccatgaaat 
tggtgcacga 



ccagaagatc 
aaacgtgatg 
ggcggtccgg 
gctttccggc 
ctacatgctg 
ggacaccatg 
ccgctttgcc 
gatcggcgcg 
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1 5 10 15 

Arg Gin Lys He Gly lie Val Phe Gin Gin Trp Asn Ala Phe Pro His 

20 25 30 

Leu Thr Val Leu Glu Asn Val Met Leu Ala Pro Arg Lys Val Leu Gly 

35 40 45 

Lys Ser Lys Gin Lys Ala Glu Glu Leu Ala Val Arg Gin Leu Thr His 

50 55 60 

Val Gly Leu Ser Asp Lys Leu Lys Thr Phe Pro Ala Xaa Leu Ser Gly 
€s 70 75 80 

Gly Gin Gin Gin Arg Met Ala He Ala Arg Ala Leu Ala Met Ser Pro 

85 90 95 

Asp Tyr Met Leu Phe Asp Glu Ala Thr Ser Ala Leu Asp Pro Gin Leu 

100 105 no 

Val Gly Glu Val Leu Asp Thr Met Arg Met Leu Ala Glu Asp Gly Met 

H5 120 125 

Thr Met Val Leu Val Thr His Glu He Arg Phe Ala Arg Asp Val Ser 

130 135 140 

Asp Arg Val Ala Phe Phe Arg Asn Gly Leu Val His Glu He Gly Ala 
14 5 150 155 160 

<210> 1393 

<211> 309 

<212> DNA 

<213> Homo sapiens 

<400> 1393 

cggccgccat cggcgcgggc cttgtgggat atggccatta ctgaggtgct ggccggctac 
60 

tacgaacccg acgaacacgg acaccgcaag cccgagtcgt tgtacggcgc ggtcaagatg 
120 

tgggcccttc tgcgccgtca gggcatcagg tggcccgctg cancggtgga gcgcctcatg 
180 

cgggacaacc ggtggcgtgg ggtgacccgc cgtaagaagg ttncgcacca ccatcgctga 
24 0 

cccggctgcc gggcgagccc cggatctggt ggaccgccag ttccgcgtcg aggcgcccaa 
300 

caagttgct 
309 



<210> 1394 

<211> 79 

<212> PRT 

<213> Homo sapiens 



<400> 1394 

Arg Pro Pro Ser Ala Arg Ala Leu Trp Asp Met Ala He Thr Glu Val 

15 10 15 

Leu Ala Gly Tyr Tyr Glu Pro Asp Glu His Gly His Arg Lys Pro Glu 

20 2S 30 

Ser Leu Tyr Gly Ala Val Lys Met Trp Ala Leu Leu Arg Arg Gin Gly 

35 40 45 

He Arg Trp Pro Ala Ala Xaa Val Glu Arg Leu Met Arg Asp Asn Arg 

50 55 60 

Trp Arg Gly Val Thr Arg Arg Lys Lys Val Xaa His His His Arg 
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65 70 75 

<210> 1395 

<211> 347 

<212> DNA 

<213> Homo sapiens 

<400> 1395 

accggtgggg ttcgtggtgg cctggttact ttttggcgcg agcggtgtgg tgtgggccgt 
60 

tatgacggta gtcgtgggcg aaacggtgct tgtcgttgtg cgccgtcaac gtcgaagagc 
120 

ccagattctt aaaggcggtc gcgatgttgc ccgggcgaca agggccttgg ctggacgggt 
180 

gtcggtgggg gagatcccct cagttgcact agagcacgtg gccgatgacg tggaggtatt 
240 

ggctcaggct aggcgggctc atgcagtggg cggaagcgtt tccgacgccc tcattgccac 
300 

ctcccggcaa ccagggatgg ctggtctggt gccactagcc cacgcgt 
347 

<210> 1396 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 1396 

Met Thr Val Val Val Gly Glu Thr Val Leu Val Val Val Arg Arg Gin 

15 10 15 

Arg Arg Arg Ala Gin He Leu Lys Gly Gly Arg Asp Val Ala Arg Ala 

20 25 30 

Thr Arg Ala Leu Ala Gly Arg Val Ser Val Gly Glu He Pro Ser Val 

35 40 45 

Ala Leu Glu His Val Ala Asp Asp Val Glu Val Leu Ala Gin Ala Arg 

50 55 60 

Arg Ala His Ala Val Gly Gly Ser Val Ser Asp Ala Leu He Ala Thr 
65 70 75 80 

Ser Arg Gin Pro Gly Met Ala Gly Leu Val Pro Leu Ala His Ala 
85 90 95 

<210> 1397 

<211> 308 

<212> DNA 

<213> Homo sapiens 

<400> 1397 

caattgcgcg ggttactgca ggcgaagatg cagatgatgt cggacaccaa tttcctcgac 
60 

ctggcccgcg tcgcgattgc cgccactatc cattctccgg aacgcgcgca agacatggtc 
120 

aaccgcttga gcaaacgcga agaaggcttc acgcaatggg tacgtgccgc acaggacgat 
180 

ggtcgactgt cctgcagcga cccggcgttc gctgcccacc agatacaaag cccgctcaag 
240 
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gcgttcgcct tttggccgca aatcaccctg ggccagccgg tgctggatgc cgccagccag 
300 

gccaacgt 
308 



<210> 1398 

<211> 93 

<212> PRT 

c213> Homo sapiens 

<400> 1398 

Met Gin Met Met Ser Asp Thr Asn 

1 5 
He Ala Ala Thr lie His Ser Pro 
20 

Arg Leu Ser Lys Arg Glu Glu Gly 

35 40 
Gin Asp Asp Gly Arg Leu Ser Cys 

50 55 
Gin He Gin Ser Leu Leu Lys Ala 
65 70 
Leu Gly Gin Pro Val Leu Asp Ala 
85 



Phe Leu Asp Leu Ala Arg Val Ala 

10 15 
Glu Arg Ala Gin Asp Met Val Asn 
25 30 
Phe Thr Gin Trp Val Arg Ala Ala 
45 

Ser Asp Pro Ala Phe Ala Ala His 
60 

Phe Ala Phe Trp Pro Gin He Thr 

75 80 
Ala Ser Gin Ala Asn 
90 



<210> 1399 

<211> 539 

<212> DNA 

<213> Homo sapiens 



<400> 1399 

gctagctaac atttattttt gtttttatta ttgttatcta gtggtaaaaa tttcttaagc 
60 

aatgaactga agtctagatt tttgagatgt agtcctttac tgattataaa gcaaatgcct 
120 

ttagatattt taacttcatc agtactatct gtagtaggag gctgatttta ctaaaattag 
180 

ataattatat acatctgttc ctattccttt ggtaggacct ttaagaaagt catgctgaat 
240 

ctgagaatgc caggacattt cacgtggtat gaatgtagga tattcattta cacatcgctg 
300 

cacagacagc ctctatataa cccaccctgt tggggtattg aattttttct tttcccgccc 
360 

tacttttaaa tcttgtcatg taatttcaac acataatttg tggcacttta gtttttttac 
420 

cctttatagt ttaataactt atacatgtac atgcttaaaa tgtcaaacaa tacaaatggg 
480 

aacaaagaaa attgcttcac catctgtgaa cccctccttt tgtagtcccc ttcacgcgt 



<210> 1400 

<211> 90 

<212> PRT 

<213> Homo sapiens 
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<400> 1400 

Met Asn Val Gly Tyr Ser Phe Thr 

1 5 
He Thr His Pro Val Gly Val Leu 
20 

Phe Lys Ser Cys His Val He Ser 

35 40 
Phe Phe Thr Leu Tyr Ser Leu He 

50 55 
Cys Gin Thr He Gin Met Gly Thr 
65 70 
Asn Pro Ser Phe Cys Ser Pro Leu 
85 



His Arg Cys Thr Asp Ser Leu Tyr 

10 15 
Asn Phe Phe Phe Ser Arg Pro Thr 
25 30 
Thr His Asn Leu Trp His Phe Ser 
45 

Thr Tyr Thr Cys Thr Cys Leu Lys 
60 

Lys Lys He Ala Ser Pro Ser Val 
75 80 

His Ala 
90 



<210> 1401 

<211> 653 

<212> DNA 

<213> Homo sapiens 



<400> 1401 

ttcgaggggt cacttggact caagcttcgc 
60 

cggctgtgca ccgtcaccgc aaggctggcg 
120 

ncattggggt ttgatggccg cgtttccctg 
180 

ccaacggtga ttaacccgat cctgcgtcag 
240 

ttgaggtggg aaggaatcgt cgtcgatccg 
300 

caggccataa ccagcatcga ccgatcttcc 
360 

accctattgg tcgggctgct cttcgctggc 
420 

aaacggcacc tcatcccgga cttcctacaa 
480 

acgtgtgttg gcgctaacgt cattcgggag 
540 

ggcatctacc tggcgaacca gcgcaacctc 
600 

cacctgcagg tgctcctcgt tggcgtccta 
653 



gaagtccggg acctcggacg accgattttt 
tgggttnnct catcaccggc gcggcgatgg 
ctgctgggcg cgatcctcat cgtcaccggc 
ttgcgtccta cccggcgagt gagtgctctg 
ctcggcgcca tcctggcatt actggtgtat 
atcggacaag gcgtcttgaa tctggggctc 
cccatcgggt ggatcgtcac cgcgatgatg 
ggcgtgattt tcgttggggt cgccgttgga 
gaatcgggcc tggtcgccgt tacgatgctc 
gagcttgagc ccgtcatcga gttcaaggaa 
ttcatcatgc ttgcaggacg cgt 



<210> 1402 
<211> 217 
<212> PRT 

<213> Homo sapiens 
<400> 1402 

Phe Glu Gly Ser Leu Gly Leu Lys 

1 5 
Arg Pro He Phe Arg Leu Cys Thr 
20 

Xaa Ser Ser Pro Ala Arg Arg Trp 



Leu Arg Glu Val Arg Asp Leu Gly 

10 15 
Val Thr Ala Arg Leu Ala Trp Val 
25 30 
Xaa Leu Gly Phe Asp Gly Arg Val 
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35 40 45 

Ser Leu Leu Leu Gly Ala He Leu He Val Thr Gly Pro Thr Val He 

50 55 60 

Asn Pro He Leu Arg Gin Leu Arg Pro Thr Arg Arg Val Ser Ala Leu 
65 70 75 ~ 80 

Leu Arg Trp Glu Gly He Val Val Asp Pro Leu Gly Ala He Leu Ala 

85 90 95 

Leu Leu Val Tyr Gin Ala He Thr Ser He Asp Arg Ser Ser He Gly 

100 105 no 

Gin Gly Val Leu Asn Leu Gly Leu Thr Leu Leu Val Gly Leu Leu Phe 

115 120 125 

Ala Gly Pro He Gly Trp He Val Thr Ala Met Met Lys Arg His Leu 

130 135 140 

He Pro Asp Phe Leu Gin Gly Val He Phe Val Gly Val Ala Val Gly 
145 150 155 160 

Thr Cys Val Gly Ala Asn Val He Arg Glu Glu Ser Gly Leu Val Ala 

165 170 175 

Val Thr Met Leu Gly He Tyr Leu Ala Asn Gin Arg Asn Leu Glu Leu 

180 185 190 

Glu Pro Val He Glu Phe Lys Glu His Leu Gin Val Leu Leu Val Gly 

195 200 205 

Val Leu Phe He Met Leu Ala Gly Arg 
210 215 

<210> 1403 
<211> 393 
<212> DNA 

<213> Homo sapiens 
<400> 1403 

aagctttgca gtttcttggt atccaaatcc aggcgttctt ggtctttttc cacaacagtg 
60 

tgtgccacat gaaatggaac acgggcaaac atatctgatc caggaaacat tagccaagta 
120 

tgttccttgg ggtcatgatc tccacaagtt gggcatatct cctttatcag ctgcttgcca 
180 

gagcttcctt ccatctcttt cattatgacc tcaaagggag atggcacgct agtcttggac 
240 

gtcctagctt gtttccgaag ggctgtcaga gcctccctgt taccatttct tatcttatca 
300 

ttttccacca actgatgtct agccagaaga actttttctg catcagtctc aatatcaacc 
360 

agagcctctt gaagctgctt catgttggga tec 
393 

<210> 1404 
<211> 127 
<212> PRT 

<213> Homo sapiens 
<400> 1404 

Met Lys Gin Leu Gin Glu Ala Leu Val Asp He Glu Thr Asp Ala Glu 

15 10 15 

Lys Val Leu Leu Ala Arg His Gin Leu Val Glu Asn Asp Lys He Arg 



1191 



WO 00/58473 



PCT/USOO/08621 







20 










25 










30 






Asn Gly 


Asn 


Arg 


Glu 


Ala 


Leu 


Thr 


Ala 


Leu 


Arg 


Lys 


Gin 


Ala 


Arg 


Thr 




35 










40 










45 








Ser Lys 


Thr 


Ser 


Val 


Pro 


Ser 


Pro 


Phe 


Glu 


Val 


He 


Met 


Lys 


Glu 


Met 


50 










55 










60 










Glu Gly 


Ser 


Ser 


Gly 


Lys 


Gin 


Leu 


He 


Lys 


Glu 


lie 


Cys 


Pro 


Thr 


Cys 


65 








70 










75 










80 


Gly Asp 


His 


Asp 


Pro 


Lys 


Glu 


His 


Thr 


Trp 


Leu 


Met 


Phe 


Pro 


Gly Ser 








85 










90 










95 




Asp Met 


Phe 


Ala 


Arg 


Val 


Pro 


Phe 


His 


Val 


Ala 


His 


Thr 


Val 


Val 


Glu 






100 










105 










110 






Lys Asp 


Gin 


Glu 


Arg 


Leu Asp Leu Asp Thr Lys 


Lys 


Leu 


Gin 


Ser 





115 120 125 



<210> 1405 

<211> 421 

<212> DNA 

<213> Homo sapiens 



<400> 1405 

nnccgactgc acaaggccct gggcatcgaa 
60 

ggcgaaacca gcctgcaatg gctcggcccg 
120 

gaagagttcg ccgccgagca aaacctgcgt 
180 

gtcaacgtca gcggtggcca gcagatcctc 
240 

ctgatgaaat ccaccagcta cgacgtacac 
300 

ggcacggtgt tcgccaagtc gcaactggtg 
360 

ctgctgatcc gtcgcagctt ctcggattac 

420 

t 

421 



ctgcccggcg cactgcaggt catcgtcaaa 
gacgaatggc tgctgatcgt gcccagcggt 
gccgccctgg gcgagttgca tatccaggtc 
gaactcagcg gcccgaacgt gcgcgacgtg 
cccaacaact tcccggtggg caaggcggtg 
atccgccata ccgccgaaga cacctgggaa 
tggtggctgt ggttgcagga cgcggctgca 



<210> 1406 

<211> 140 

<212> PRT 

<213> Homo sapiens 



<400> 1406 

Xaa Arg Leu His Lys Ala Leu Gly He Glu Leu Pro Gly Ala Leu Gin 

15 10 15 

Val He Val Lys Gly Glu Thr Ser Leu Gin Trp Leu Gly Pro Asp Glu 

20 25 30 

Trp Leu Leu He Val Pro Ser Gly Glu Glu Phe Ala Ala Glu Gin Asn 

35 40 45 

Leu Arg Ala Ala. Leu Gly Glu Leu His He Gin Val Val Asn Val Ser 

50 55 60 

Gly Gly Gin Gin He Leu Glu Leu Ser Gly Pro Asn Val Arg Asp Val 
65 70 75 80 

Leu Met Lys Ser Thr Ser Tyr Asp Val His Pro Asn Asn Phe Pro Val 
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85 90 95 

Gly Lys Ala Val Gly Thr Val Phe Ala Lys Ser Gin Leu Val lie Arg 

100 105 no 

His Thr Ala Glu Asp Thr Trp Glu Leu Leu He Arg Arg Ser Phe Ser 

US 120 125 

Asp Tyr Trp Trp Leu Trp Leu Gin Asp Ala Ala Ala 
130 135 140 

<210> 1407 

<211> 1006 

<212> DNA 

<213> Homo sapiens 

<400> 1407 

nncggccggg agaagctgga gctcgtcctg tctaacctgc aggcagacgt cctggagttg 

ctgctggagt ttgtctacac gggctccctg gtcatcgact cggccaacgc caagacactg 

ctggaggcgg ccagcaagtt ccagttccac accttctgca aagtctgcgt gtcctttctt 
180 

gagaagcagc tgacggccag caactgcctg ggcgttgctg ccatggccga ggccatgcag 
240 

tgcagcgagc tctaccacat ngccaaggcc ttcgcgctgc agatcttccc cgaggtggcc 
300 

gcccaggagg agatcctcag catctccaag gacgacttca tcgcctacgt ctccaacgac 
360 

agcctcaaca ccaaggctga ggagctggtg tacgagacag tcatcaagtg gatcaagaag 

gaccccgcga cacgcacaca gtacgcggct gagctcctgg ccgtggtccg cctccccttc 
480 

atccacccca gctacctgct caatgtggtt gacaatgaag agctgatcaa gtcatcagaa 
54 0 

600 t9CCgg9 aCCtggtgaa c 9*ggccaaa cgctaccata tgctgcccca cgcccgccag 

eeo 3 ^ 0 ^ C9CCCCgaaC cc 99ccgcgc ctctctgcag gtgtggctga ggtcatcgtc 

ttggttgggg gccgtcagat ggtggggatg acccagcgct cgctggtggc cgtcacctgc 

tggaacccgc agaacaacaa gtggtacccc ttggcctcgg tgcccttttt aggcccggga 
780 

ttcttcagtg tagtgagtgc aggggccaac atctacctct caggtgggat ggaatcaggg 

gtgccgctgg ctgatgtctg gtgctacatg tccctgcttg ataactggaa cctcgtctcc 
900 

agaatgccag tcccccgctg tcggccccat agcctcgtct acgatgggaa gatttacacc 
960 

ctcgggggac ttggcgtggc aggcaacgtg gaccacgtgg agagga 
1006 - - 

<210> 1408 

<211> 335 

<212> PRT 

<213> Homo sapiens 
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c400> 1408 

Xaa Gly Arg Glu Lys Leu Glu Leu Val Leu Ser Asn Leu Gin Ala Asp 

15 10 15 

Val Leu Glu Leu Leu Leu Glu Phe Val Tyr Thr Gly Ser Leu Val lie 

20 25 30 

Asp Ser Ala Asn Ala Lys Thr Leu Leu Glu Ala Ala Ser Lys Phe Gin 

35 40 45 

Phe His Thr Phe Cys Lys Val Cys Val Ser Phe Leu Glu Lys Gin Leu 

50 55 60 

Thr Ala Ser Asn Cys Leu Gly Val Ala Ala Met Ala Glu Ala Met Gin 
65 70 75 80 

Cys Ser Glu Leu Tyr His Xaa Ala Lys Ala Phe Ala Leu Gin lie Phe 

85 90 95 

Pro Glu Val Ala Ala Gin Glu Glu He Leu Ser He Ser Lys Asp Asp 

100 105 110 

Phe He Ala Tyr Val Ser Asn Asp Ser Leu Asn Thr Lys Ala Glu Glu 

115 120 125 

Leu Val Tyr Glu Thr Val lie Lys Trp He Lys Lys Asp Pro Ala Thr 

130 135 140 

Arg Thr Gin Tyr Ala Ala Glu Leu Leu Ala Val Val Arg Leu Pro Phe 
145 150 155 160 

He His Pro Ser Tyr Leu Leu Asn Val Val Asp Asn Glu Glu Leu He 

165 170 175 

Lys Ser Ser Glu Ala Cys Arg Asp Leu Val Asn Glu Ala Lys Arg Tyr 

180 185 190 

His Met Leu Pro His Ala Arg Gin Glu Met Gin Thr Pro Arg Thr Arg 

195 200 205 

Pro Arg Leu Ser Ala Gly Val Ala Glu Val He Val Leu Val Gly Gly 

210 215 220 

Arg Gin Met Val Gly Met Thr Gin Arg Ser Leu Val Ala Val Thr Cys 
225 230 235 240 

Trp Asn Pro Gin Asn Asn Lys Trp Tyr Pro Leu Ala Ser Val Pro Phe 

245 250 255 

Leu Gly Pro Gly Phe Phe Ser Val Val Ser Ala Gly Ala Asn He Tyr 

260 265 270 

Leu Ser Gly Gly Met Glu Ser Gly Val Pro Leu Ala Asp Val Trp Cys 

275 280 285 

Tyr Met Ser Leu Leu Asp Asn Trp Asn Leu Val Ser Arg Met Pro Val 

290 295 300 

Pro Arg Cys Arg Pro His Ser Leu Val Tyr Asp Gly Lys He Tyr Thr 
305 310 315 320 

Leu Gly Gly Leu Gly Val Ala Gly Asn Val Asp His Val Glu Arg 
325 330 335 



<210> 1409 

<211> 279 

<212> DNA 

<213> Homo sapiens 



<400> 1409 

nnnatgaagt tcttggtttt ttcagaaaaa cgcgcttttt gctatgctgg ccgccccgcg 
60 

gcacgagata gcaccatgca actgatcgat atcggcgtca acctgaccaa cagcagtttc 
120 



1194 



WO 00/58473 



PCT/USOO/08621 



cacgaccaac aggccgcaat cgtcgagcgc gcgctggagg ccggcgttac gcaaatgctg 
180 

ctgacaggca ccagcctggc ggtcagcgaa caagccctgg aactgtgcca tcaactggat 
240 

gcaagcggcg cccacctgtt cgccacggcc ggcgtgcac 
279 

<210> 1410 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 1410 

Xaa Met Lys Phe Leu Val Phe Ser Glu Lys Arg Ala Phe Cys Tyr Ala 

1 5 10 15 

Gly Arg Pro Ala Ala Arg Asp Ser Thr Met Gin Leu lie Asp lie Gly 

20 25 30 

Val Asn Leu Thr Asn Ser Ser Phe His Asp Gin Gin Ala Ala lie Val 

35 40 45 

Glu Arg Ala Leu Glu Ala Gly Val Thr Gin Met Leu Leu Thr Gly Thr 

50 55 so 

Ser Leu Ala Val Ser Glu Gin Ala Leu Glu Leu Cys His Gin Leu Asp 
65 70 75 80 

Ala Ser Gly Ala His Leu Phe Ala Thr Ala Gly Val His 
85 90 

<210> 1411 

<211> 321 

<212> DNA 

<213> Homo sapiens 



<400> 1411 

nnncgtattt caggaatgaa gaacgaacct gaatggatgc ttgaatggcg cttgagtgca 
60 

tttcgtgaat ggttagaaat ggaagagcct agctgggctc atgtcgatta ccctaaaatt 
120 

l80 tttCaat CtatttCtta ctattcc gcg ccaaaaagca tgaaggataa gcctaagtcg 

ttagacgaag tcgatcctga attgttacgt acttatgaaa aactgggcat tcctctcata 
240 

gaacagcaaa tgcttgctgg tatcgccgta gatgctgtct ttgactcagt gtctgtcgtt 
300 

actacttttc gtcaaaagct t 
321 



<210> 1412 

<211> 107 

<212> PRT 

<213> Homo sapiens 



<400> 1412 

Xaa Arg lie Ser Gly Met Lys Asn Glu Pro Glu Trp Met Leu Glu Trp 

1 5 10 15 

Arg Leu Ser Ala Phe Arg Glu Trp Leu Glu Mat Glu Glu Pro Ser Trp 
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20 






25 






30 






Ala 


His 


Val 
35 


Asp 


Tyr 


Pro 


Lys lie Asp Phe 
40 


Gin Ser 


He 
45 


Ser 


Tyr 


Tyr 


Ser 


Ala 
50 


Pro 


Lys 


Ser 


Met 


Lys Asp Lys Pro 
55 


Lys Ser 
60 


Leu 


Asp 


Glu 


Val 


Asp 


Pro 


Glu 


Leu 


Leu 


Arg 


Thr Tyr Glu Lys 


Leu Gly 


He 


Pro 


Leu 


He 


65 










70 




75 








80 


Glu 


Gin 


Gin 


Met 


Leu 


Ala 


Gly He Ala Val 


Asp Ala 


Val 


Phe 


Asp Ser 










85 




90 








95 




Val 


Ser 


Val 


Val 
100 


Thr 


Thr 


Phe Arg Gin Lys 
105 


Leu 











<210> 1413 

<211> 385 

<212> DNA 

<213> Homo sapiens 



<400> 1413 

atgacccatg acgtcagcga agccgtggcg attgccgacc gggtgatcct gatcgaagac 
60 

ggcgaaatcg gcctcgacct gatcatcgac ctgccacgtc cgcgtgcccg tggttcacac 
120 

cgcctggccg cgttggaagc cgaagtgata aaccgtgtgc tgtcataacc cngcacgaag 
180 

ccggaacccg aacatgttaa accgctgcct acgaaattgc gttgggctca ataactcata 
240 

gaggaacacc atcatgacta taaaagccat caacgtgcgt aaccagttaa aaggcaccat 
300 

caaggaaatc gtagtcggca acgtgctctc ggaaatcgac gtgcagaccg cctccgggat 
360 

cgtcacttct gtgatcacta cgcgt 
385 

<210> 1414 
<211> 55 
<212> PRT 

<213> Homo sapiens 
<400> 1414 

Met Thr His Asp Val Ser Glu Ala Val Ala He Ala Asp Arg Val He 

15 10 15 

Leu He Glu Asp Gly Glu He Gly Leu Asp Leu He He Asp Leu Pro 

20 25 30 

Arg Pro Arg Ala Arg Gly Ser His Arg Leu Ala Ala Leu Glu Ala Glu 

35 40 45 

Val He Asn Arg Val Leu Ser 
50 55 

<210> 1415 
<211> 420 
<212> DNA 

<213> Homo sapiens 
<400> 1415 
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acgcgtgcag gcaaacatta atatgagtta acaccacaca ggatgagact gtttgtacct 
60 

gtaactgtcc ttgtcatctg tcttgcagat ttagaagagg aatcagaaag ctgggacaac 
120 

tctgaggctg aagaggagga gaaagcccct gtgttgccag agagtacaga agggcgggag 
180 

ctgacccagg gcccggcaga gtcctcctct ctctcaggct gtgggagctg gcagccccgg 
240 

aagctgccag tcttcaagtc cctccggcac atgaggcagg tcctgggtgc cccttctttc 
300 

cgcatgctgg cctggcacgt tctcatgggg aaccaggtga tctggaaaag cagagacgtg 
360 

gacctcgtcc agtcagcttt tgaagtactt cgggtgagaa catcttttcc ttaggtgtgc 
420 

<210> 1416 

<211> 123 

<212> PRT 

<213> Homo sapiens 



<400> 1416 



Met 


Arg Leu 


Phe 


Val 


Pro 


Val Thr Val Leu Val lie Cys 


Leu Ala Asp 


1 






S 




10 


15 


Leu 


Glu Glu 


Glu 


Ser 


Glu 


Ser Trp Asp Asn Ser Glu Ala 


Glu Glu Glu 






20 






25 


30 


Glu 


Lys Ala 


Pro 


Val 


Leu 


Pro Glu Ser Thr Glu Gly Arg 


Glu Leu Thr 




35 








40 45 




Gin 


Gly Pro 


Ala 


Glu 


Ser 


Ser Ser Leu Ser Gly Cys Gly 


Ser Trp Gin 




50 








55 60 




Pro 


Arg Lys 


Leu 


Pro 


Val 


Phe Lys Ser Leu Arg His Met 


Arg Gin Val 


65 








70 


75 


80 


Leu Gly Ala 


Pro 


Ser 


Phe 


Arg Met Leu Ala Trp His Val 


Leu Met Gly 








85 




90 


95 


Asn 


Gin Val 


lie 


Trp 


Lys 


Ser Arg Asp Val Asp Leu Val 


Gin Ser Ala 






100 






105 


110 


Phe 


Glu Val 


Leu 


Arg Val 


Arg Thr Ser Phe Pro 






115 








120 





<210> 1417 

<211> 5058 

<212> DNA 

<213> Homo sapiens 

<400> 1417 

nngtacagcc ccaaggtcgc tccctctggg ccctttcttc cccattcttc ccagcagccc 
60 

aaagctctgg tgggacaggg gcagcccctg gggagggagg agaggaccca ggaacccggc 
120 

taggagggtg gcccacccat ttccagtgtg acctgttccc attcccccat gtctcctccc 
180 

atccctcccg ccactcagct caggctgatg agaagcagag caacgggtgt atcggtgttt 
24 0 

tctttcctgg tggggtagtg gggtggggct gaggagagaa aagggtgatt agcgtggggc 
300 
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cccgccctct tttgtcctct tcccaggttc cctggcccct tcggagaaac gcacttggtt 
360 

cgggccagcc gcctgagggg acgggctcac gtctgctcct* cacactgcag ctgctgggcc 
420 

gtggagcttc cccagggagc cagggggact tttgccgcag ccatgaaggg ggcacgctgg 
480 

aggagggtcc cctgggtgtc cctgagctgc ctgtgtctct gcctccttcc gcatgtggtc 
540 

ccaggaacca cagaggacac attaataact ggaagtaaaa ctcctgcccc agtcacctca 
600 

acaggctcaa caacagcgac actagaggga caatcaactg cagcttcttc aaggacctct 
660 

aatcaggaca tatcagcttc atctcagaac caccagacta agagcacgga gaccaccagc 
720 

aaagctcaaa ccgacaccct cacgcagatg atgacatcaa ctcttttttc ttccccaagt 
780 

gtacacaatg tgatggagac tgttacgcag gagacagctc ctccagatga aatgaccaca 
840 

tcatttccct ccagtgtcac caacacactc atgatgacat caaagactat aacaatgaca 
900 

acctccacag actccactct tggaaacaca gaagagacat caacagcagg aactgaaagt 
960 

tctaccccag tgacctcagc agtctcaata acagctggac aggaaggaca atcacgaaaa 
1020 

acttcctgga ggacccctat ccaagacaca tcagcttctt ctcagaacca ctggactcgg 
1080 

agcacgcaga ccaccaggga atctcaaacc agcaccctaa cacacagaac cacttcaact 
1140 

ccttctttct ctccaagtgt acacaatgtg acagggactg tttctcagaa gacatctcct 
1200 

tcaggtgaaa cagctacctc atccctctgt agtgtcacaa acacatccat gatgacatca 
1260 

gagaagataa cagtgacaac ctccacaggc tccactcttg gaaacccagg ggagacatca 
1320 

tcagtacctg ttactggaag tcttatgcca gtcacctcag cagccttagt aacagttgat 
1380 

ccagaaggac aatcaccagc aactttctca aggacttcta ctcaggacac aacagctttt 
1440 

tctaagaacc accagactca gagcgtggag accaccagag tatctcaaat caacaccctc 
1500 

aacaccctca caccggttac aacatcaact gttttatcct caccaagtgg attcaaccca 
1560 

agtggaacag tttctcagga gacattccct tctggtgaaa caaccatctc atccccttcc 
1620 

agtgtcagca atacattcct ggtaacatca aaggtgttca gaatgccaat ctccagagac 
1680 

tctactcttg gaaacacaga ggagacatca ctatctgtaa gtggaaccat ttctgcaatc 
1740 

acttccaaag tttcaaccat atggtggtca gacactctgt caacagcact ctcccccagt 
1800 

tctttacctc caaaaatatc cacagctttc cacacccagc agagtgaagg tgcagagacc 
1860 

acaggacggc ctcatgagag gagctcattc tctccaggtg tgtctcaaga aatatttact 
1920 
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ctacatgaaa caacaacatg gccttcctca ttctccagca aaggccacac aacttggtca 
1980 

caaacagaac tgccctcaac atcaacaggt gctgccacta ggcttgtcac aggaaatcca 
204 0 

tctacagggg cagctggcac tattccaagg gtcccctcta aggtctcagc aataggggaa 
2100 

ccaggagagc ccaccacata ctcctcccac agcacaactc tcccaaaaac aacagggqca 
2160 

ggcgcccaga cacaatggac acaagaaacg gggaccactg gagaggctct tctcagcagc 
2220 

ccaagctaca gtgtgactca gatgataaaa acggccacat ccccatcttc ttcacctatg 
2280 

ctggatagac acacatcaca acaaattaca acggcaccat caacaaatca ttcaacaata 
2340 

cattccacaa gcacctctcc tcaggaatca ccagctgttt cccaaagggg tcacactcaa 
2400 

gccccgcaga ccacacaaga atcacaaacc acgaggtccg tctcccccat gactgacacc 
2460 ' 

aagacagtca ccaccccagg ttcttccttc acagccagtg ggcactcgcc ctcagaaatt 
2520 

gttcctcagg acgcacccac cataagtgca gcaacaacct ttgccccagc tcccaccgqq 
2580 

gatggtcaca caacccaggc cccgaccaca gcactgcagg caacacccag cagccatgat 
2640 

gccaccctgg ggccctcagg aggcacgtca ctttccaaaa caggtgccct tactctggcc 
2700 

aactctgtag tgtcaacacc agggggccca gaaggacaat ggacatcagc ctctgccagc 
2760 

acctcacctg acacagcagc agccatgacc catacccacc aggctgagag cacagaggcc 
2820 

tctggacaaa cacagaccag cgaaccggcc tcctcagggt. cacgaaccac ctcagcgggc 
2880 

acagctaccc cttcctcatc cggggcgagt ggcacaacac cttcaggaag cgaaggaata 
2 940 

tccacctcag gagagacgac aaggttttca tcaaacccct ccagggacag tcacacaacc 
3000 

cagtcaacaa ccgaattgct gtccgcctca gccagtcatg gtgccatccc agtaagcaca 
3060 

ggaatggcgt cttcgatcgt ccccggcacc tttcatccca ccctctctga ggcctccact 
3120 

gcagggagac cgacaggaca gtcaagccca acttctccca gtgcctctcc tcaggaqaca 
3180 

gccgccattt cccggatggc ccagactcag aggacaagaa ccagcagagg gtctgacact 
3240 

accagcctgg cgtcccaggc aaccgacacc ttctcaacag tcccacccac acctccatcq 
3300 

atcacatcca gtgggcttac atctccacaa acccagaccc acactctgtc accttcaqqa 
3360 

tctggtaaaa ccttcaccac ggccctcatc agcaacgcca cccctcttcc tgtcacctac 
3420 

gcttcctcgg catccacagg tcacaccacc cctcttcatg tcaccgatgc ttcctcagta 
3480 

tccacaggtc acgccacccc tcttcctgtc accagccctt cctcagtatc cacaggtgac 
3540 
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accacgcctc ttcctgtcac tagcccttcc 
3600 

cctgtcaccg acgcttcctc actctccaca 
3660 

gcttcctcag tatccacagg tcacgccacc 
3720 

tccacaggcc acaccacctc tcttcctgtc 
3780 

accacccctc ttcctgtcac cgacacttcc 
3840 

catgtcaccg acgcttcctc agtatccaca 
3900 

ctttcctcag tatccacagg tgacaccacg 
3960 

tcctcaggtc acgccacctc tcttcctgtc 
4020 

gccacctctc ttcctgtcac catcccttcc 
4080 

cctgtcacca gcctttcctc actctccaca 
4140 

ctttcctcag catccacagg tcacgccacc 
4200 

tctacaggtc acgccacctc tcttcttgtc 
4260 

gccacccctc ttcatgtcac cgatgcttcc 
4320 

cctgtcacca gcccttcctc agcatccaca 
4380 

acttcctcag tatccacagg cgacaccacc 
4440 

tccacaagcc acgccacctc tcttcctgtc 
4500 

gccacctctc ttcctgtcac cgacccttcc 
4560 

cctgtcaccg acacttcctc agtatccaca 
4620 

acttcctcag catccacagg tgacaccacc 
4680 

tccacaggtc acgccacccc tcttcctgtc 
4740 

gccacccctc ttcttgtcac cgacacttcc 
4800 

catgtcacca gcccttcctc agcatccaca 
4860 

ccttcctcag catccacaag tcacgccacc 
4920 

tccacaggtc acgccacccc tcttcttgtc 
4980 

gccacccctc ttcttgtcac cgacacttcc 
5040 

cctgtcaccg acacttcc 
5058 

<210> 1418 



tcagcatcct caggtcacgc cacctctctt 
ggtcacgcca cctctcttca tgtcaccgac 
cttcttcatg tcaccgacgc ttcctcagca 
accgacgctt cctcagtatc cacaggtgac 
tcagcatcca caggtgacac cacccctctt 
ggtcacgcca cccctcttca tgtcaccagc 
cctcttcctg tcactagccc ttcctcagca 
accgacgctt cctcagtgtc cacaggtcac 
tcagcatcct ctggtgacgc cacctctctt 
ggtcacgcca cccctcttcc tgtcaccagc 
cctcttcctg tcaccgacac ttcctcagta 
accgacgctt cctcagtatc cacaggtcac 
tcagtatcca caggtgacac cacccctctt 
ggtgacacca cccctcttcc tgtcaccgac 
cctcttcttg tcaccgacac ttcctcagta 
accgacactt cctcagtatc cacaagccac 
tcagcatcca caggtgacac cacccctctt 
ggtcacgcca cctctcttcc tgtcaccgac 
tctcttcctg tcactgacac ttcctcagca 
accgacactt cctcagcatc cacaggtcac 
tcagcatcca caggtcacac cacccctctt 
ggtcacgcca cccctcttcc tgtcaccagc 
tctcttcctg tcaccgacac ttcctcagca 
accgacactt cctcagcatc cacaggtcac 
tcagcatcca caggtcacgc cacccctctt 
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<211> 1532 
<212> PRT 

<213> Homo sapiens 
<400> 1418 

Met Lys Gly Ala Arg Trp Arg Arg Val Pro Trp Val Ser Leu Ser Cys 

1 5 10 15 

Leu Cys Leu Cys Leu Leu Pro His Val Val Pro Gly Thr Thr Glu Asp 

20 25 30 

Thr Leu lie Thr Gly Ser Lys Thr Pro Ala Pro Val Thr Ser Thr Gly 

35 40 45 

Ser Thr Thr Ala Thr Leu Glu Gly Gin Ser Thr Ala Ala Ser Ser Arg 

50 55 60 

Thr Ser Asn Gin Asp lie Ser Ala Ser Ser Gin Asn His Gin Thr Lys 
65 70 75 so 

Ser Thr Glu Thr Thr Ser Lys Ala Gin Thr Asp Thr Leu Thr Gin Met 

85 90 95 

Met Thr Ser Thr Leu Phe Ser Ser Pro Ser Val His Asn Val Met Glu 

100 105 no 

Thr Val Thr Gin Glu Thr Ala Pro Pro Asp Glu Met Thr Thr Ser Phe 

115 120 125 

Pro Ser Ser Val Thr Asn Thr Leu Met Met Thr Ser Lys Thr lie Thr 

130 135 140 

Met Thr Thr Ser Thr Asp Ser Thr Leu Gly Asn Thr Glu Glu Thr Ser 
145 150 155 160 

Thr Ala Gly Thr Glu Ser Ser Thr Pro Val Thr Ser Ala Val Ser He 

165 170 175 

Thr Ala Gly Gin Glu Gly Gin Ser Arg Lys Thr Ser Trp Arg Thr Ser 

180 185 190 

lie Gin Asp Thr Ser Ala Ser Ser Gin Asn His Trp Thr Arg Ser Thr 

195 200 205 

Gin Thr Thr Arg Glu Ser Gin Thr Ser Thr Leu Thr His Arg Thr Thr 

210 215 220 

Ser Thr Pro Ser Phe Ser Pro Ser Val His Asn Val Thr Gly Thr Val 
225 230 235 240 

Ser Gin Lys Thr Ser Pro Ser Gly Glu Thr Ala Thr Ser Ser Leu Cys 

245 250 255 

Ser Val Thr Asn Thr Ser Met Met Thr Ser Glu Lys He Thr Val Thr 

260 265 270 

Thr Ser Thr Gly Ser Thr Leu Gly Asn Pro Gly Glu Thr Ser Ser Val 

275 280 285 

Pro Val Thr Gly Ser Leu Met Pro Val Thr Ser Ala Ala Leu Val Thr 

290 295 300 

Val Asp Pro Glu Gly Gin Ser Pro Ala Thr Phe Ser Arg Thr Ser Thr 
305 310 315 " 320 

Gin Asp Thr Thr Ala Phe Ser Lys Asn His Gin Thr Gin Ser Val Glu 

325 330 335 

Thr Thr Arg Val Ser Gin He Asn Thr Leu Asn Thr Leu Thr Pro Val 

340 345 350 

Thr Thr Ser Thr Val Leu Ser Ser Pro Ser Gly Phe Asn Pro Ser Gly 

355 360 365 

Thr Val Ser Gin Glu Thr Phe Pro Ser Gly Glu Thr Thr He Ser Ser 

370 375 380 

Pro Ser Ser Val Ser Asn Thr Phe Leu Val Thr Ser Lys Val Phe Arg 
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385 


1 OA 






395 




400 


Met Pro 


lie Ser Arg Asp Ser Thr 


Leu Gly Asn 


Thr Glu 


Glu Thr Ser 




A AC 




410 






415 


Leu Ser 


val ser Gly Tnr xie t>er 


Ala 


He 


Thr 


Ser Lys 


Val Ser Thr 




420 


425 








430 


lie Trp 


Trp Ser Asp Thr Leu Ser 


Thr 


Ala 


Leu 


Ser Pro 


Ser Ser Leu 




435 440 








445 




Pro Pro 


Lys lie Ser Thr Ala Phe 


His 


Thr 


Gin 


Gin Ser Glu Gly Ala 


450 


4 55 








460 




Glu Thr 


Thr Gly Arg Pro His Glu 


Arg 


Ser 


Ser 


Phe Ser 


Pro Gly Val 


465 


4 70 






475 




480 


Ser Gin 


Glu lie Phe Thr Leu His 


Glu 


Thr 


Thr 


Thr Trp 


Pro Ser Ser 




485 




490 






495 


Phe Ser 


Ser Lys Gly His Thr Thr 


Trp 


Ser 


Gin 


Thr Glu 


Leu Pro Ser 




500 


505 








510 


Thr Ser 


Thr Gly Ala Ala Thr Arg 


Leu 


Val 


Thr 


Gly Asn 


Pro Ser Thr 




515 520 








525 




Gly Ala 


Ala Gly Thr lie Pro Arg 


Val 


Pro 


Ser 


Lys Val 


Ser Ala He 


530 


535 








540 




Gly Glu 


Pro Gly Glu Pro Thr Thr 


Tyr 


Ser 


Ser 


His Ser 


Thr Thr Leu 


545 


550 






555 




560 


Pro Lys 


Thr Thr Gly Ala Gly Ala 


Gin 


Thr 


Gin 


Trp Thr Gin Glu Thr 


565 




570 






575 


Gly Thr 


Thr Gly Glu Ala Leu Leu 


Ser 


Ser 


Pro 


Ser Tyr 


Ser Val Thr 


580 


585 








590 


Gin Met 


lie Lys Thr Ala Thr Ser 


Pro 


Ser 


Ser 


Ser Pro 


Met Leu Asp 




595 600 








605 




Arg His 


Thr Ser Gin Gin lie Thr 


Thr 


Ala 


Pro 


Ser Thr 


Asn His Ser 


610 


6 15 








620 




Thr lie 


His Ser Thr Ser Thr Ser 


Pro 


Gin 


Glu 


Ser Pro 


Ala Val Ser 


625 


630 






635 




640 


Gin Arg 


Gly His Thr Gin Ala Pro 


Gin 


Thr 


Thr 


Gin Glu 


Ser Gin Thr 


C A C 




650 






655 


Thr Arg 


Ser val ser pro Met Tnr 


Asp Thr Lys 


Thr Val 


Thr Thr Pro 


660 


665 








670 


Gly Ser 


Ser pne inr Axa oer ^±y 


His 


Ser 


Pro 


Ser Glu 


He Val Pro 


/m; can 
bio boKi 








685 




Gin Asp 


Ala iro I ax x J.e oeir Hia 


Ala 


Thr 


Thr 


Phe Ala 


Pro Ala Pro 


6 90 










700 




Thr Gly 


Asp Gly his inr inr bin 


Ala 


Pro 


Thr 


Thr Ala 


Leu Gin Ala 


705 


710 






715 




720 


Thr Pro 


Ser Ser His Asp Ala Thr 


Leu Gly Pro 


Ser Gly Gly Thr Ser 




725 




730 






735 


Leu Ser 


Lys Thr Gly Ala Leu Thr 


Leu 


Ala 


Asn 


Ser Val 


Val Ser Thr 




740 


745 








750 


Pro Gly 


Gly Pro Glu Gly Gin Trp 


Thr 


Ser 


Ala 


Ser Ala 


Ser Thr Ser 




755 760 








765 




Pro Asp 


Thr Ala Ala Ala Met Thr 


His 


Thr 


His 


Gin Ala 


Glu Ser Thr 


770 


775 








780 




Glu Ala 


Ser Gly Gin Thr Gin Thr 


Ser 


Glu 


Pro 


Ala Ser Ser Gly Ser 


785 


790 






795 




800 


Arg Thr 


Thr Ser Ala Gly Thr Ala 


Thr 


Pro 


Ser 


Ser Ser Gly Ala Ser 




805 




810 






815 


Gly Thr 


Thr Pro Ser Gly Ser Glu 


Gly 


He 


Ser 


Thr Ser Gly Glu Thr 
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820 825 830 

Thr Arg Phe Ser Ser Asn Pro Ser Arg Asp Ser His Thr Thr Gin Ser 

835 840 845 

Thr Thr Glu Leu Leu Ser Ala Ser Ala Ser His Gly Ala He Pro Val 

850 855 860 

Ser Thr Gly Met Ala Ser Ser He Val Pro Gly Thr Phe His Pro Thr 
865 870 875 880 

Leu Ser Glu Ala Ser Thr Ala Gly Arg Pro Thr Gly Gin Ser Ser Pro 

885 890 895 

Thr Ser Pro Ser Ala Ser Pro Gin Glu Thr Ala Ala lie Ser Arg Met 

900 905 910 

Ala Gin Thr Gin Arg Thr Arg Thr Ser Arg Gly Ser Asp Thr He Ser 

915 920 925 

Leu Ala Ser Gin Ala Thr Asp Thr Phe Ser Thr Val Pro Pro Thr Pro 

930 935 940 

Pro Ser He Thr Ser Ser Gly Leu Thr Ser Pro Gin Thr Gin Thr His 
945 950 955 960 

Thr Leu Ser Pro Ser Gly Ser Gly Lys Thr Phe Thr Thr Ala Leu He 

965 970 975 

Ser Asn Ala Thr Pro Leu Pro Val Thr Tyr Ala Ser Ser Ala Ser Thr 

980 985 990 

Gly His Thr Thr Pro Leu His Val Thr Asp Ala Ser Ser Val Ser Thr 

995 1000 1005 

Gly His Ala Thr Pro Leu Pro Val Thr Ser Pro Ser Ser Val Ser Thr 

1010 1015 1020 

Gly Asp Thr Thr Pro Leu Pro Val Thr Ser Pro Ser Ser Ala Ser Ser 
1025 1030 1035 1040 

Gly His Ala Thr Ser Leu Pro Val Thr Asp Ala Ser Ser Leu Ser Thr 

1045 1050 1055 

Gly His Ala Thr Ser Leu His Val Thr Asp Ala Ser Ser Val Ser Thr 

1060 1065 1070 

Gly His Ala Thr Leu Leu His Val Thr Asp Ala Ser Ser Ala Ser Thr 

1075 1080 1085 

Gly His Thr Thr Ser Leu Pro Val Thr Asp Ala Ser Ser Val Ser Thr 

1090 1095 1100 

Gly Asp Thr Thr Pro Leu Pro Val Thr Asp Thr Ser Ser Ala Ser Thr 
H05 1110 ins 1120 

Gly Asp Thr Thr Pro Leu His Val Thr Asp Ala Ser Ser Val Ser Thr 

1125 H30 1135 

Gly His Ala Thr Pro Leu His Val Thr Ser Leu Ser Ser Val Ser Thr 

1140 1145 1150 

Gly Asp Thr Thr Pro Leu Pro Val Thr Ser Pro Ser Ser Ala Ser Ser 

1155 H60 H65 

Gly His Ala Thr Ser Leu Pro Val Thr Asp Ala Ser Ser Val Ser Thr 

1170 H75 1180 

Gly His Ala Thr Ser Leu Pro Val Thr He Pro Ser Ser Ala Ser Ser 
H85 1190 H95 1200 

Gly Asp Ala Thr Ser Leu Pro Val Thr Ser Leu Ser Ser Leu Ser Thr 

1205 1210 1215 

Gly His Ala Thr Pro Leu Pro Val Thr Ser Leu Ser Ser Ala Ser Thr 

1220 1225 1230 

Gly His Ala Thr Pro Leu Pro Val Thr Asp Thr Ser Ser Val Ser Thr 

1235 1240 1245 

Gly His Ala Thr Ser Leu Leu Val Thr Asp Ala Ser Ser Val Ser Thr 
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1250 1255 1260 

Gly His Ala Thr Pro Leu His Val Thr Asp Ala Ser Ser Val Ser Thr 
1265 1270 1275 1280 

Gly Asp Thr Thr Pro Leu Pro Val Thr Ser Pro Ser Ser Ala Ser Thr 

1285 1290 1295 

Gly Asp Thr. Thr Pro Leu Pro Val Thr Asp Thr Ser Ser Val Ser Thr 

1300 1305 1310 

Gly Asp Thr Thr Pro Leu Leu Val Thr Asp Thr Ser Ser Val Ser Thr 

1315 1320 1325 

Ser His Ala Thr Ser Leu Pro Val Thr Asp Thr Ser Ser Val Ser Thr 

1330 1335 1340 

Ser His Ala Thr Ser Leu Pro Val Thr Asp Pro Ser Ser Ala Ser Thr 
134S 1350 1355 1360 

Gly Asp Thr Thr Pro Leu Pro Val Thr Asp Thr Ser Ser Val Ser Thr 

1365 1370 1375 

Gly His Ala Thr Ser Leu Pro Val Thr Asp Thr Ser Ser Ala Ser Thr 

1380 1385 1390 

Gly Asp Thr Thr Ser Leu Pro Val Thr Asp Thr Ser Ser Ala Ser Thr 

1395 1400 1405 

Gly His Ala Thr Pro Leu Pro Val Thr Asp Thr Ser Ser Ala Ser Thr 

1410 1415 1420 

Gly His Ala Thr Pro Leu Leu Val Thr Asp Thr Ser Ser Ala Ser Thr 
1425 1430 1435 1440 

Gly His Thr Thr Pro Leu His Val Thr Ser Pro Ser Ser Ala Ser Thr 

1445 1450 1455 

Gly His Ala Thr Pro Leu Pro Val Thr Ser Pro Ser Ser Ala Ser Thr 

1460 1465 1470 

Ser His Ala Thr Ser Leu Pro Val Thr Asp Thr Ser Ser Ala Ser Thr 

1475 1480 1485 

Gly His Ala Thr Pro Leu Leu Val Thr Asp Thr Ser Ser Ala Ser Thr 

1490 1495 1500 

Gly His Ala Thr Pro Leu Leu Val Thr Asp Thr Ser Ser Ala Ser Thr 
1505 1510 1515 1520 

Gly His Ala Thr Pro Leu Pro Val Thr Asp Thr Ser 
1525 1530 

<210> 1419 

<211> 309 

<212> DNA 

<213> Homo sapiens 

<400> 1419 

aaggctatgg gaattcaaaa gtatgtgttc tattccatcc acaactgtga caagcagcct 
60 

gaggttccct tgatggaaat caagtattgt actggtaaat ttattcagga cagtggtctg 
120 

gattatatca tcatccgttt gtgtggtttc atgcagggtc ttattgggca atatgctgtt 
180 

cctatactag aagagaagtc cgcctgggga actgatgctc caactcggat tgcttacatg 
240 

gatacccagg acgtagctcg actaacgttt atagctatgc ggaatgagaa ggccaacaag 
300 

aaactcatg 
309 



1204 



WO 00/58473 PCT/US00/08621 



<210> 1420 

<211> 103 

<212> PRT 

<213> Homo sapiens 

<400> 1420 



Lys 


Ala 


Met 


Gly 


lie Gin Lys Tyr Val 


Phe Tyr Ser 


He 


His 


Asn Cys 


1 








5 


10 






15 


Asp 


Lys 


Gin 


Pro 


Glu Val Pro Leu Met 


Glu He Lys 


Tyr 


Cys 


Thr Gly 








20 


25 






30 




Lys 


Phe 


He 


Gin 


Asp Ser Gly Leu Asp 


Tyr He He 


He 


Arg 


Leu Cys 






35 




40 




45 






Gly 


Phe 


Met 


Gin 


Gly Leu He Gly Gin 


Tyr Ala Val 


Pro 


He 


Leu Glu 




50 






55 


60 








Glu 


Lys 


Ser 


Val 


Trp Gly Thr Asp Ala 


Pro Thr Arg 


He 


Ala 


Tyr Met 


65 








70 


75 






80 


Asp 


Thr 


Gin 


Asp 


Val Ala Arg Leu Thr 


Phe He Ala 


Met 


Arg Asn Glu 










85 


90 






95 


Lys 


Ala 


Asn 


Lys 


Lys Leu Met 
















100 













<210> 1421 

<211> 385 

<212> DNA 

<213> Homo sapiens 

<400> 1421 

ccatggcggc atgggtggag agagaagctg gggagaagaa atgatgcaga gatctcgcca 
60 

ggccagggag ctgggctggg cagccaggag tagagaaaca acgctcccag aggaggggcg 
120 ' ' 

gatgttagag caaagccgag cccagctgct ggcgaatgca tctgtgatgc ccatgagcag 
180 

ccaggatttc agctccgctc tacttcttga ctgctgcaga actcagcacc agctccagtg 
240 

ccctcagagc cctgattttt cacaaaccga ctcctccaag cctcccctgt gggcgggata 
300 " 

cacaagccag agtcgccttg tcacatctct tctctctcca ccaggtcatg ggcaaacctt 
360 

cctgacatac tttacgacat tacag 
385 

<210> 1422 

<211> 125 

<212> PRT 

<213> Homo sapiens 

<400> 1422 

Met Gly Gly Glu Arg Ser Trp Gly Glu Glu Met Met Gin Arg Ser Arg 

1 5 io is 

Gin Ala Arg Glu Leu Gly Trp Ala Ala Arg Ser Arg Glu Thr Thr Leu 

20 25 30 

Pro Glu Glu Gly Arg Met Leu Glu Gin Ser Arg Ala Gin Leu Leu Ala 
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35 40 45 

Asn Ala Ser Val Met Pro Met Ser Ser Gin Asp Phe Ser Ser Ala 

SO 55 . 60 

Leu Leu Asp Cys Cys Arg Thr Gin His Gin Leu Gin Cys Pro Gin 
65 70 75 

Pro Asp Phe Ser Gin Thr Asp Ser Ser Lys Pro Pro Leu Trp Ala 

85 90 95 

Tyr Thr Ser Gin Ser Arg Leu Val Thr Ser Leu Leu Ser Pro Pro 

100 105 110 

His Gly Gin Thr Phe Leu Thr Tyr Phe Thr Thr Leu Gin 
115 120 125 

<210> 1423 
<211> 336 
<212> DNA 
<213> Homo sapiens 

<400> 1423 

nntattcttc aatccttcca caatgtgcaa caaatggcga ttgactggct cactcgaaat 
60 

ctctattttg tggaccatgt cggtgaccgg atctttgttt gtaattccaa cggttctgta 
120 

tgtgtcaccc tgattgatct ggagcttcac aatcctaaag caatagcagt agatccaata 
180 

gcaggaaaac ttttctttac tgactacggg aatgtcgcca aagtggagag atgtgacatg 
240 

gatgggatga accgaacaag gataattgat tcaaagacag agcagccagc tgcactggca 
300 

ctagacctag tcaacaaatt ggtttactgg gtagat 
336 

<210> 1424 

<211> 112 

<212> PRT 

<213> Homo sapiens 



<400> 1424 



Xaa 


He 


Leu 


Gin 


Ser 


Phe 


His 


Asn 


Val 


Gin 


Gin 


Met 


Ala 


He 


Asp 


Trp 


1 








5 










10 










15 




Leu 


Thr 


Arg 


Asn 


Leu 


Tyr 


Phe 


Val 


Asp 


His 


Val Gly Asp Arg 


He 


Phe 








20 










25 










30 






Val 


Cys 


Asn 
35 


Ser 


Asn 


Gly 


Ser 


Val 
40 


Cys 


Val 


Thr 


Leu 


He 
45 


Asp 


Leu 


Glu 


Leu 


His 
50 


Asn 


Pro 


Lys 


Ala 


He 
55 


Ala 


Val 


Asp 


Pro 


He 
60 


Ala 


Gly 


Lys 


Leu 


Phe 


Phe 


Thr 


Asp 


Tyr 


Gly 


Asn 


Val 


Ala 


Lys 


Val 


Glu 


Arg 


Cys 


Asp 


Met 


65 










70 










75 










80 


ASp 


Gly 


Met 


Asn 


Arg 
85 


Thr 


Arg 


He 


He 


Asp 
90 


Ser 


Lys 


Thr 


Glu 


Gin 
95 


Pro 


Ala 


Ala 


Leu 


Ala 
100 


Leu 


Asp 


Leu 


Val 


Asn 
105 


Lys 


Leu 


Val 


Tyr 


Trp 
110 


val 


Asp 



<210> 1425 
<211> 672 



Leu 

Ser 

80 

Gly 

Gly 
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<212> DNA 

<213> Homo sapiens 

<400> 1425 

accggtgttt tcgatcacct gggcgggttg agtgactatc gcagtcagat cggcccgatg 
60 

gcccggcatg tcgaagacct ggccttggcg ctacaggtca ttgccggtga agatggggtc 
120 

gatgccgggg tgattccgat gccgctgcgc cgtatgcaaa ctcaaacgct gaaggggttg 
180 

cgagtcgcct ggtacagcga tggtggcatt gagcccgttg acgcgctcac gcacaccaca 
240 

ttgcaggcgg tcgccgatct attggacgct gaaggcgcct tgatccgccc ggccttcccc 
300 

tcggcgttga gcaatgcccg tgacattacc gaacgctatt gggcaatgag tcaaagctcc 
360 

ggcgcgcagt cgatccagct gttttcagat tgggatcagt tccgtacagc catgctgggg 
420 

ttcatggccg actacgacat tatcctgtgc cctgtcgatg ccgcgccggc gacccaactg 
480 

ggagagacgc ggccagggct gttcagttcc ccccttccta atggcttggc gggttggcct 
540 

tgtgtggtgg tccgggccgg aacggatagc gcgggtttgc cggttggcgt gcagattgtc 
600 

gcgcgacctt ggcacgagcc tgtcgcgttg gcggcagcag cggccattga gcgcgcgctg 
660 

ccgttcacgc gt 
672 

<210> 1426 
<211> 224 
<212> PRT 

<213> Homo sapiens 



<400> 1426 



Thr Gly 


Val Phe 


Asp 


His 


Leu Gly Gly 


Leu 


Ser Asp 


Tyr 


Arg Ser Gin 


1 




5 






10 






15 


lie Gly 


Pro Met 


Ala 


Arg 


His Val Glu 


Asp 


Leu Ala 


Leu 


Ala Leu Gin 




20 






25 








30 


Val He 


Ala Gly 


Glu 


Asp 


Gly Val Asp 


Ala 


Gly Val 


lie 


Pro Met Pro 




35 






40 






45 




Leu Arg 


Arg Met 


Gin 


Thr 


Gin Thr Leu 


Lys 


Gly Leu 


Arg 


Val Ala Trp 


50 








55 




60 




Tyr Ser 


Asp Gly 


Gly 


He 


Glu Pro Val 


Asp 


Ala Leu 


Thr 


His Thr Thr 


65 






70 




75 




80 


Leu Gin 


Ala Val 


Ala 


Asp 


Leu Leu Asp 


Ala 


Glu Gly 


Ala 


Leu He Arg 






85 






90 






95 


Pro Ala 


Phe Pro 


Ser 


Ala 


Leu Ser Asn 


Ala 


Arg Asp 


He 


Thr Glu Arg 




100 






105 








110 


Tyr Trp 


Ala Met 


Ser 


Gin 


Ser Ser Gly 


Ala 


Gin Ser 


He 


Gin Leu Phe 




115 






120 






125 




Ser Asp 


Trp Asp 


Gin 


Phe 


Arg Thr Ala 


Met 


Leu Gly 


Phe 


Met Ala Asp 


130 








135 




140 




Tyr Asp 


He lie 


Leu 


Cys 


Pro Val Asp 


Ala 


Ala Pro 


Ala 


Thr Gin Leu 
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145 150 155 160 

Gly Glu Thr Arg Pro Gly Leu Phe Ser Ser Pro Leu Pro Asn Gly Leu 

165 170 175 

Ala Gly Trp Pro Cys Val Val Val Arg Ala Gly Thr Asp Ser Ala Gly 

180 185 190 

Leu Pro Val Gly Val Gin He Val Ala Arg Pro Trp His Glu Pro Val 

195 200 205 

Ala Leu Ala Ala Ala Ala Ala He Glu Arg Ala Leu Pro Phe Thr Arg 
210 215 220 

<210> 1427 
<211> 270 
<212> DNA 

N <213> Homo sapiens 
<400> 1427 

atggcttgct atctgaagca ggtggctgcc accgtctgca taaatgggcc cagcgcagtc 
60 

tttgatgttc cactaagata cggggatctg gtggtgacac ccatgcgact ggcttcggaa 
120 

ttgatgcaag tccatccctc aggggctgta cgcttccgtc actgttcagt tccccagaat 
180 

aaactcaact cacaaaagat acttccggtg gaaaaggccc aagggaagat cctcttcatt 
240 

gcaggagaga atgacgaaag cttggctagc 
270 

<210> 1428 
<211> 90 
<212> PRT 

<213> Homo sapiens 
<400> 1428 



Met 


Ala 


Cys 


Tyr 


Leu 


Lys Gin 


Val Ala Ala 


Thr Val 


Cys 


He Asn Gly 


1 








5 




10 






15 


Pro 


Ser 


Ala 


Val 


Phe 


Asp Val 


Pro Leu Arg 


Tyr Gly Asp Leu Val Val 








20 






25 






30 


Thr 


Pro 


Met 


Arg 


Leu 


Ala Ser 


Glu Leu Met 


Gin Val 


His 


Pro Ser Gly 






35 








40 




45 




Ala 


Val 


Arg 


Phe 


Arg 


His Cys 


Ser Val Pro 


Gin Asn 


Lys 


Leu Asn Ser 




50 








55 




60 






Gin 


Lys 


He 


Leu 


Pro 


Val Glu Lys Ala Gin 


Gly Lys 


He 


Leu Phe He 


65 










70 




75 




80 


Ala Gly 


Glu 


Asn 


Asp 


Glu Ser 


Leu Ala Ser 
















85 




90 









<210> 1429 
<211> 384 
<212> DNA 

<213> Homo sapiens 
<400> 1429 

ncctagggga ttatcgacat aaacgcgact gcgtaaggtt ggtgactcat cccccagcga 
60 
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catgaggcaa acgccatgac atccgagaat gcaccgccgc gaggcaagat catcatgatg 
120 

gcggtgatcg ccggcgcggt ggtcaccaac atttactgca cccagccggt gctgccgttg 
180 

atcgcctcgg acatgggcgt cgcagtgtcg acggtcaacc tggtggcagg cgcggccttg 
240 

ctggggtttg ccaccgggtt ggcgttttta ttgcccatgg gcgaccgctt tgaccggcgc 
300 

aagctggtac tcgggcagat tgcgctggcg ttctgctttg ccttggcggc ggcttttgcg 
360 

ccgaggatct gggcgttgat cggc 
384 

<210> 1430 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 1430 

Met Thr Ser Glu Asn Ala Pro Pro Arg Gly Lys lie lie Met Met Ala 

1 5 10 is 

Val He Ala Gly Ala Val Val Thr Asn He Tyr Cys Thr Gin Pro Val 

20 25 30 

Leu Pro Leu He Ala Ser Asp Met Gly Val Ala Val Ser Thr Val Asn 

35 40 45 

Leu Val Ala Gly Ala Ala Leu Leu Gly Phe Ala Thr Gly Leu Ala Phe 

50 55 60 

Leu Leu Pro Met Gly Asp Arg Phe Asp Arg Arg Lys Leu Val Leu Gly 
65 70 75 80 

Gin He Ala Leu Ala Phe Cys Phe Ala Leu Ala Ala Ala Phe Ala Pro 

85 go 95 

Arg He Trp Ala Leu He Gly 
100 

<210> 1431 
<211> 414 
<212> DNA 

<213> Homo sapiens 
<400> 1431 

aagcttcagg gcaggtgtcc cctgaagtca agcctgattc tgcatcatct tgtatagcac 
60 

aaactggcga cacctgtgac tttgcctttc ccagggtccc tgctctccgc tccaggtagg 
120 

ctcagcctga gggaggtgct ggcaggagcc tcggaggcag gaggggctgg cgtgcttcac 
180 

tccttcagct tgtcttggga gagctgtggg ctgcatcccc ctggctcctc gtcccacagg 
240 

cagccccgct gtgtgtctgg tcttgcaggt tggctgcagc ttctgggccc tgcttccagc 
300 

ccctcttccc atgatcctcc agccttggaa ggtgtaatag tttcccatgt tgctgatctt 
360 

tagtttgcct ccctctcctt ggctgttctt tctgctgttc catcctctgt gcac 

414 
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<210> 1432 

<211> 106 

<212> PRT 

<213> Homo sapiens 

<400> 1432 
Met Gly Asn Tyr 
1 

Ala Gly Ser Arg 
20 

Thr Ala Gly Leu 
35 

Ala Leu Pro Arg 
50 

Leu Arg Gly Ser 
65 

Gly Glu Gin Gly 

Val Leu Tyr Lys 
100 

<210> 1433 
<211> 294 
<212> DNA 
<213> Homo sapiens 

<400> 1433 

aaattttcga tggaactggg cggcaatgca ccgtttattg tatttgatga tgcggatgtg 
60 

gacgcggccg tcagcaatgc tgtggcttgc aagttccgct gtggtggaca aacgtgcatt 
120 

tcggccaacc gaatctacgt gcacgaacaa gtgcacgacg agtttgtctc taagtttggc 
180 

gagagagtca agaagcttcg cgtgggctac ggtctggacg aaaacatcaa cattggaccg 
240 

ctagtgaatg aggctagtca ggacaaagca gagtcacatg tccgtgcgat gcaa 
294 

<210> 1434 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 1434 

Lys Phe Ser Met Glu Leu Gly Gly Asn Ala Pro Phe lie Val Phe Asp 

1 5 10 15 

Asp Ala Asp Val Asp Ala Ala Val Ser Asn Ala Val Ala Cys Lys Phe 

20 25 30 

Arg Cys Gly Gly Gin Thr Cys He Ser Ala Asn Arg He Tyr Val His 

35 40 45 

Glu Gin Val His Asp Glu Phe Val Ser Lys Phe Gly Glu Arg Val Lys 

50 55 60 

Lys Leu Arg Val Gly Tyr Gly Leu Asp Glu Asn He Asn He Gly Pro 



Tyr Thr Phe Gin Gly Trp 

5 10 
Ala Gin Lys Leu Gin Pro 
25 

Pro Val Gly Arg Gly Ala 
40 

Gin Ala Glu Gly Val Lys 
55 

Cys Gin His Leu Pro Gin 
70 

Pro Trp Glu Arg Gin Ser 
85 90 
Met Met Gin Asn Gin Ala 
105 



Arg He Met Gly Arg Gly 
15 

Thr Cys Lys Thr Arg His 
30 

Arg Gly Met Gin Pro Thr 
45 

His Ala Ser Pro Ser Cys 
60 

Ala Glu Pro Thr Trp Ser 
7S 80 
His Arg Cys Arg Gin Phe 
95 
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65 70 75 80 

Leu Val Asn Glu Ala Ser Gin Asp Lys Ala Glu Ser His Val Arg Ala 
85 90 95 

Met Gin 



<210> 1435 
<211> 1772 
<212> DNA 

<213> Homo sapiens 
<400> 1435 

ntttctggct tatgtggttt ccccgtgtgt gaggtgggat ccactccccg catagtctct 
cgtggcgatg ggacacctgg aaagtgctgt gatgtctttg aatgtgttaa tgatacaaag 
ccagcctgcg tatttaacaa tgtggaatat tatgatggag acatgtttcg aatggacaac 
tgtcggttct gtcgatgcca agggggcgtt gccatctgct tcactgccca gtgtggtgag 
30Q aaCtgCg a9a " CacCa ^Scccgaa ggagagtgct gcccagtgtg tgaaatccag 

tgtatccttt taataatccc gctggctgct gccaatggcc tgatccttgc ccacggagac 
360 ~* 

cggtggcggg aagacgactg cacattctgc cagtgcgtca acggtgaacg ccactgcgtt 

gcgaccgtct gcggacagac ctgcacaaac cctgtgaaag tgcctgggga gtgttgccct 
480 

gtgtgcgaag aaccaaccat catcacagtt gatccacctg catgtgggga gttatcaaac 
540 

tgcactctga cagggaagga ctgcattaat ggtttcaaac gcgatcacaa tggttgtcgg 

acctgtcagt gcataaacac cgaggaacta tgttcagaac gtaaacaagg ctgcaccttg 
660 

aactgtccct tcggtttcct tactgatgcc caaaactgtg agatctgtga gtgccgccca 

aggcccaaga agtgcagacc cataatctgt gacaagtatt gtccacttgg attgctgaag 

aataagcacg gctgtgacat ctgtcgctgt aagaaatgtc cagagctctc atgcagtaag 

natctgcccc ttgggtttcc agcaggacag tcacggctgt cttatctgca agtgcagaga 

ggcctctgct tcagctgggc cacccatcct gtcgggcact tgtctcaccg tggatggtca 
960 

tcatcataaa aatgaggaga gctggcacga tgggtgccgg gaatgctact gtctcaatgg 

acgggaaatg tgtgccctga tcacctgccc ggtgcctgcc tgtggcaacc ccaccattca 
1080 

ccceggacag tgctgcccat catgtgcaga tgactttgtg gtgcagaagc cagagctcag 
tactccnnct ccatttgcca cgcccctgga ggagaacact ttgtggaagg agaaacgtgg 
aacattgact cctgtactca gtgcacctgc cacagcggac gggegctgtg cgagacagag 
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gtgtgcccac cgctgctctg ccagaacccc tcacgcaccc aggattcctg ctgcccacag 
1320 

tgtacagatc aaccttttcg gccttccttg tcccgcaata acagcgtacc taattactgc 
1380 

aaaaatgatg aaggggatat attcctggca gctgagtcct ggaagcctga cgtttgtacc 
1440 

agctgcatct gcattgatag cgtaattagc tgtttctctg agtcctgccc ttctgtatcc 
1500 

tgtgaaaaac ctgtcttgag aaaaggccag tgttgtccct actgcataga agacacaatt 
1560 

ccaaagaagg tggtgtgcca cttcagtggg aaggcctatg ccgacgagga gcggtgggac 
1620 

cttgacagct gcacccactg ctactgcctg cagggccaga ccttctgctc gaccgtcagc 
1680 

tgcccccctc tgccctgtgt tgagcccatc aacgtggaag gaagttgctg cccaatgtgt 
1740 

ccagaaatgt atgtcccagt. cccttcacgc gt 
1772 

<210> 1436 
<211> 322 
<212> PRT 

<213> Homo sapiens 



<400> 1436 



Xaa 


Ser 


Gly 


Leu 


Cys 


Gly 


Phe 


Pro 


Val 


Cys 


Glu 


Val 


Gly 


Ser 


Thr 


Pro 


1 








5 










10 










15 




Arg 


He 


Val 


Ser 


Arg 


Gly 


Asp 


Gly 


Thr 


Pro 


Gly 


Lys 


Cys 


Cys 


Asp 


Val 








20 










25 










30 






Phe 


Glu 


Cys 


Val 


Asn 


Asp 


Thr 


Lys 


Pro 


Ala 


Cys 


Val 


Phe 


Asn 


Asn 


Val 






35 










40 










45 








Glu 


Tyr 


Tyr 


Asp 


Gly 


Asp 


Met 


Phe 


Arg 


Met 


Asp 


Asn 


Cys 


Arg 


Phe 


Cys 




50 










55 










60 










Arg 


Cys 


Gin 


Gly 


Gly 


Val 


Ala 


He 


Cys 


Phe 


Thr 


Ala 


Gin 


Cys 


Gly 


Glu 


65 










70 










75 










80 


lie 


Asn 


Cys 


Glu 


Arg 


Tyr 


Tyr 


Val 


Pro 


Glu 


Gly 


Glu 


Cys 


Cys 


Pro 


Val 










85 










90 










95 




Cys 


Glu 


He 


Gin 


Cys 


lie 


Leu 


Leu 


He 


He 


Pro 


Leu 


Ala 


Ala 


Ala 


Asn 








100 










105 










110 






Gly 


Leu 


He 


Leu 


Ala 


His 


Gly 


Asp 


Arg 


Trp 


Arg 


Glu 


Asp 


Asp 


Cys 


Thr 






115 










120 










125 








Phe 


Cys 


Gin 


Cys 


Val 


Asn 


Gly 


Glu 


Arg 


His 


Cys 


Val 


Ala 


Thr 


Val 


Cys 




130 










135 










140 










Gly 


Gin 


Thr 


Cys 


Thr 


Asn 


Pro 


Val 


Lys 


val 


Pro 


Gly 


Glu 


Cys 


Cys 


Pro 


145 










150 










155 










160 


Val 


Cys 


Glu 


Glu 


Pro 


Thr 


He 


He 


Thr 


Val 


Asp 


Pro 


Pro 


Ala 


Cys 


Gly 










165 










170 










175 




Glu 


Leu 


Ser 


Asn 


Cys 


Thr 


Leu 


Thr 


Gly 


Lys 


Asp 


Cys 


He 


Asn 


Gly 


Phe 








180 










185 










190 






Lys 


Arg 


Asp 


His 


Asn 


Gly 


Cys 


Arg 


Thr 


Cys 


Gin 


Cys 


He 


Asn 


Thr 


Glu 






195 










200 










205 








Glu 


Leu 


Cys 


Ser 


Glu 


Arg 


Lys 


Gin 


Gly 


Cys 


Thr 


Leu 


Asn 


Cys 


Pro 


Phe 




210 










215 










220 










Gly 


Phe 


Leu 


Thr 


Asp 


Ala 


Gin 


Asn 


Cys 


Glu 


He 


Cys 


Glu 


Cys 


Arg 


Pro 
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225 




230 


Arg 


Pro Lys Lys 


Cys Arg Pro lie 






245 


Gly 


Leu Leu Lys 


Asn Lys His Gly 




260 




Cys 


Pro Glu Leu 


Ser Cys Ser Lys 




275 


280 


Gly 


Gin Ser Arg 


Leu Ser Tyr Leu 




290 


295 


Ser 


Trp Ala Thr 


His Pro Val Gly 


305 




310 


Ser 


Ser 





235 240 
lie Cys Asp Lys Tyr Cys Pro Leu 

250 255 
Cys Asp lie Cys Arg Cys Lys Lys 
265 270 
Xaa Leu Pro Leu Gly Phe Pro Ala 
285 

Gin Val Gin Arg Gly Leu Cys Phe 
300 

His Leu Ser His Arg Gly Trp Ser 
315 320 



<210> 1437 

<211> 372 

<212> DNA 

<213> Homo sapiens 

<400> 1437 

cgggaactgt gctcgcccac catccggtga ccggtgtcgg gcagtggcaa ctcaacaccc 
60 

aggccatgac cggagccatc ccgagcagca ggtgcacggc ccgggccgtt gactcgtgga 
12 0 

cccgtaccct catgacctcg atgcaacttc cacggtggtc caccgatcac atcgaccgct 
180 

cggtccatgt cgatgctgag cagttcgacc ggttgcgcag cgagttcctg tcccgtgggc 
24 0 - - - ~ 

acagttctgg ccctgccgca catggggtcc tgggacttgg ccggggcctg ggtggccaga 
300 

cgcggcttct ccccgagttc cgtcgcggag aatcttccga gggcacagtt cgagttgttc 
360 

tgccgcacgc gt 
372 

<210> 1438 

<211> 62 

<212> PRT 

<213> Homo sapiens 

<400> 1438 

Met Ser Met Leu Ser Ser Ser Thr Gly Cys Ala Ala Ser Ser Cys Pro 

1 5 io is 

Val Gly Thr Val Leu Ala Leu Pro His Met Gly Ser Trp Asp Leu Ala 

20 25 30 

Gly Ala Trp Val Ala Arg Arg Gly Phe Ser Pro Ser Ser Val Ala Glu 

35 40 45 

Asn Leu Pro Arg Ala Gin Phe Glu Leu Phe Cys Arg Thr Arg 
50 55 60 

<210> 1439 

<211> 471 

<212> DNA 

<213> Homo sapiens 
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<400> 1439 

accggtttgc tttccacaag gagagctaaa atgccggttg ctaagcagca tacatgccgc 
60 

tgcttctttc cacaatgtag acttaaaaaa atcgccgtaa acattttacc atatgattga 
120 

gtcaggtgtg gggagtcgca gtaaacattt taccatgtga ttgagtcatg ggtggggagt 
180 

cgcggaaata cacagggcag gcagttcgct atcacgatgt tctctctcat ttctgtcttt 
240 

ggtctgtctt cctgggtaat gtcacatgga gacccagggg atctgccatc agctgtgtgc 
300 

agtgggttaa caagacgacg gggaacttca gagtgcaggc agtcctcatc tttggcagat 
360 

tctgtatttg cacattcacc cactcactga aatgcatttg taaccccaaa atcaatacag 
420 

cggtttcaca gtcattttcc gacacgggca gaggggtgaa gatactgagt c 
471 

<210> 1440 
<211> 101 
<212> PRT 

<213> Homo sapiens 
<400> 1440 

Met Gly Gly Glu Ser Arg Lys Tyr Thr Gly Gin Ala Val Arg Tyr His 

15 10 15 

Asp Val Leu Ser His Phe Cys Leu Trp Ser Val Phe Leu Gly Asn Val 

20 25 30 

Thr Trp Arg Pro Arg Gly Ser Ala He Ser Cys Val Gin Trp Val Asn 

35 40 45 

Lys Thr Thr Gly Asn Phe Arg Val Gin Ala Val Leu lie Phe Gly Arg 

50 55 60 

Phe Cys lie Cys Thr Phe Thr His Ser Leu Lys Cys He Cys Asn Pro 
65 70 75 80 

Lys He Asn Thr Ala Val Ser Gin Ser Phe Ser Asp Thr Gly Arg Gly 

85 90 95 

Val Lys He Leu Ser 
100 

<210> 1441 
<211> 376 
<212> DNA 

<213> Homo sapiens 
<400> 1441 

nnngagtcgc ggggaccttc atggactctc tcgtgctccg tagctcacac tcaccgcacg 
60 

gcagctcaca ttcaccacac gggaactcac tctcaccaca cggcagctca ctctctctgc 
120 

accgcagctc acactcaccg cacggcagct cactctcacc gcacggcagc tcacactcac 
180 

cacacagcag ctcactctta ccggacgggg aacctaaact taccggacgg gaagcctcac 
240 
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300 CaCC9Ca C " aaagCtC acactca ccg caccgcagcc actctcaccg cacggcagct 

cactctcacc gcaccgcagc tcactctcac cggacgggag ctcactctca ccacacggca 
360 

cctcactctc acgcgt 
376 

<210> 1442 
<211> 125 
<212> PRT 

<213> Homo sapiens 

<400> 1442 
Xaa 
1 



50 

His Sei 
65 



Ser Arg Gly Pro 


Ser Trp Thr 


Leu 


Ser Cys Ser 


Val 


Ala His 


5 




10 






15 


Arg Thr Ala Ala 


His lie His 


His 


Thr Gly Thr 


His 


Ser His 


20 


25 






30 




Ala Ala His Ser 


Leu Cys Thr 


Ala 


Ala His Thr 


His 


Arg Thr 


35 


40 




45 




His Ser His Arg 


Thr Ala Ala 


His 


Thr His His 


Thr 


Ala Ala 




55 




60 






Tyr Arg Thr Gly Asn Leu Asn 


Leu 


Pro Asp Gly 


Lys 


Pro His 


70 






75 




80 


Arg Thr Glu Ser 


Ser His Ser 


Pro 


His Arg Ser 


His 


Ser His 


85 




90 




95 


Ala Ala His Ser 


His Arg Thr 


Ala 


Ala His Ser 


His Arg Thr 


100 


105 






110 




His Ser His His 


Thr Ala Pro 


His 


Ser His Ala 






115 


120 




125 







<210> 1443 

<211> 286 

<212> DNA 

<213> Homo sapiens 

<400> 1443 

atggcagccc tgcgtcccaa ggagctgcca caactaatgg tcgccatcgg caatgcgagc 
6 0 

ataaaacgga caacacgctg cctgatcgaa tggcaactcc acaccatgac ccgtcctgcg 

gaagccgcta cgacttcctg ggctgacatc gactgcgaca agaaaacctg gacgatccca 
180 

gcggagcgta tgaaaaagcg acgtgcccat gtcataccgc taaccgagca cgcacttgcc 

ttgcttgaga caatcaaacc ctacagcggn cacagagagt acgcgt 
286 ~ J ^ 

<210> 1444 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 1444 

Met Ala Ala Leu Arg Pro Lys Glu Leu Pro Gin Leu Met Val Ala He 
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1 5 
Gly Asn Ala Ser lie 
20 

Leu His Thr Met Thr 
35 

Asp lie Asp Cys Asp 
50 

Lys Lys Arg Arg Ala 
65 

Leu Leu Glu Thr lie 
85 



10 

Lys Arg Thr Thr Arg Cys 
25 

Arg Pro Ala Glu Ala Ala 
40 

Lys Lys Thr Trp Thr He 
55 

His Val He Pro Leu Thr 
70 75 
Lys Pro Tyr Ser Gly His 
90 



15 

Leu He Glu Trp Gin 
30 

Thr Thr Ser Trp Ala 
45 

Pro Ala Glu Arg Met 
60 

Glu His Ala Leu Ala 
80 

Arg Glu Tyr Ala 
95 



<210> 1445 

<211> 294 

<212> DNA 

<213> Homo sapiens 



<400> 1445 

naccggttca ccggggaggc cttcgatggg ggcaaggtca gcatggttgg cccgattccc 
60 

atgtacctgt atggcacctt cgtcgttccg gacttcgacg cattcatctc cggcaagcag 
120 

actccctacc gggagacggt ctccaagcgg accactactt ggttctttcg agccggctca 
180 

gaggtttatg agctggccnt cccccgagga gtcgtgttcg ccatgcaaag cgcctcgttg 
240 

agggtggacc ccgacaacac cgtcgacaag ctgccaacac tcggcgagcg cctg 
294 



<210> 1446 

<211> 98 

<212> PRT 

<213> Homo sapiens 



<400> 1446 
















Xaa Arg 


Phe 


Thr 


Gly Glu Ala 


Phe Asp 


Gly 


Gly 


Lys Val Ser Met 


Val 


1 






5 




10 




15 




Gly Pro 


He 


Pro 


Met Tyr Leu 


Tyr Gly 


Thr 


Phe 


Val Val Pro Asp 


Phe 






20 




25 






30 




Asp Ala 


Phe 


He 


Ser Gly Lys 


Gin Thr 


Pro 


Tyr 


Arg Glu Thr Val 


Ser 




35 






40 






45 




Lys Arg 


Thr Thr 


Thr Trp Phe 


Phe Arg 


Ala 


Gly 


Ser Glu Val Tyr 


Glu 


50 






55 








60 




Leu Ala 


Xaa 


Pro 


Arg Gly Val 


Val Phe 


Ala 


Met 


Gin Ser Ala Ser 


Leu 


65 






70 






75 




80 


Arg Val 


Asp 


Pro 


Asp Asn Thr 


Val Asp 


Lys 


Leu 


Pro Thr Leu Gly 


Glu 








85 




90 




95 




Arg Leu 



















<210> 1447 

<211> 363 

<212> DNA 

<213> Homo sapiens 
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<400> 1447 

nnncagaacc agaagatcaa cctgcatgac ggctcgttct ccgacgttgg cggcatggtg 
6 0 

ggtaatatct ccattgccca gggtgtcacg atcgagaacg ccgtcggcgg tccgggcaac 

gacctgctga tcggcaacga tgcggccaac gaactgcgcg gcggtgccgg caacgatatc 
180 

ctctacgggg ctggcggtgc cgaccaggtt tgggttggtt cgggcaacaa taccttcgtg 
240 

ttcgccgccg tttccgactc ggcgccgaaa gcggccgacc ggatcatgga cttcaccagt 
300 

ggccaggaca agatcgatct gtccgggatc acccatggtt cgggcctgac cttcgtcaac 

360 

gcg 

363 



<210> 1448 

<211> 121 

<212> PRT 

<213> Homo sapiens 



<400> 1448 
Xaa Gin Asn Gin 
1 

Gly Gly Met Val 
20 

Asn Ala Val Gly 
35 

Ala Asn Glu Leu 

50 ■ 
Gly Gly Ala Asp 
65 

Phe Ala Ala Val 



Lys He 
5 

Gly Asn 

Gly Ser 

Arg Gly 

Gin Val 

70 
Ser Asp 
85 

Gly Gin 



Asp Phe Thr Ser 
100 

Gly Ser Gly Leu Thr Phe 
115 



Asn Leu His 

He Ser He 
25 

Gly Asn Asp 
40 

Gly Ala Gly 
55 

Trp Val Gly 

Ser Ala Pro 

Asp Lys He 
105 

Val Asn Ala 
120 



Asp Gly 
10 

Ala Gin 

Leu Leu 

Asn Asp 

Ser Gly 

75 
Lys Ala 
90 

Asp Leu 



Ser Phe 

Gly Val 

He Gly 

45 
He Leu 
60 

Asn Asn 
Ala Asp 
Ser Gly 



Ser Asp Val 
15 

Thr He Glu 
30 

Asn Asp Ala 

Tyr Gly Ala 

Thr Phe Val 
80 

Arg He Met 
95 

He Thr His 
110 



<210> 1449 

<211> 541 

<212> DNA 

<213> Homo sapiens 



<400> 1449 

aggcgctacc agattatggg ctgcccgacc tcaatgacat gcgcttgagc ctgcatgaat 
6 0 

cactcagcca atcgcgcttg gcgattgaac gctttatcca ggcgtacgag cctcggttgg 
ggaatgtacg tgtcaggagg agggagggtg cctacaaccc tttggtactg gcgtttgtga 
ttgaggcaac cgtcgtcatc gatggtgtca tccaacctgt ggtgtttaac gcacacctgg 
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tggggggggg gacgggtcga gtgtgttacc tgatgttctt tgagctcttt taccagagtg 
300 

aactcagtgc attgcgcacg cttgggcggc gtttttctga acgcaatccc gccctggcac 
360 

cctttcttgc cgattccagg ccaggacccg gacgtcgagg gtctattgaa agtctttgcc 
420 

tttctccccg ggcgcctgcg ccagaagctt gctgacgagc ttctgaggtt gacccattca 
480 

ttgatgcact tggtgtggcc caattacatg cggccactgc cggccttcag tattttgcag 

S40 

t 

541 

<210> 14S0 
<211> 138 
<212> PRT 

<213> Homo sapiens 
<400> 1450 



Met 


Arg 


Leu 


Ser 


Leu 


His Glu 


Ser 


Leu 


Ser 


Gin 


Ser 


Arg 


Leu 


Ala 


He 


1 








5 








10 










15 




Glu 


Arg 


Phe 


lie 


Gin 


Ala Tyr 


Glu 


Pro 


Arg 


Leu Gly 


Asn 


Val 


Arg 


Val 








20 








25 










30 






Arg 


Arg 


Arg 


Glu 


Gly 


Ala Tyr 


Asn 


Pro 


Leu 


val 


Leu 


Ala 


Phe 


Val 


He 






35 








40 










45 








Glu 


Ala 


Thr 


Val 


Val 


lie Asp 


Gly 


Val 


He 


Gin 


Pro 


Val 


Val 


Phe 


Asn 




50 








55 










60 










Ala 


His 


Leu 


Val 


Gly 


Gly Gly 


Thr 


Gly 


Arg 


val 


Cys 


Tyr 


Leu 


Met 


Phe 


65 










70 








75 










80 


Phe 


Glu 


Leu 


Phe 


Tyr 


Gin Ser 


Glu 


Leu 


Ser 


Ala 


Leu 


Arg 


Thr 


Leu 


Gly 










85 








90 










95 




Arg 


Arg 


Phe 


Ser 


Glu 


Arg Asn 


Pro 


Ala 


Leu 


Ala 


Pro 


Phe 


Leu 


Ala 


Asp 








100 








105 










110 






Ser 


Arg 


Pro 


Gly 


Pro 


Gly Arg 


Arg 


Gly 


Ser 


He 


Glu 


Ser 


Leu 


Cys 


Leu 






115 








120 










125 








Ser 


Pro 


Arg 


Ala 


Pro 


Ala Pro 


Glu 


Ala 


Cys 















130 135 



<210> 1451 
<211> 326 
<212> DNA 

<213> Homo sapiens 
<400> 1451 

aggcctctgg cgagttgatc tacagcttcg gacccggtgc tatggctact ggcgtcaagt 
60 

acacgaacac agtttgcact cctgtgggcg actacgaggt ggtgctgacg gattcttggg 
120 

gtgatggctg gaacccgggt tcttacctga acatgtacga cagctcggac aacttgatcc 
180 

aggagttcac gatggattac gacgcctctt ctcgtaacat taaggagaag cacggcttct 
240 

tcacggtggc ttccaccacg agcagcggca ctgtctggaa gattatggcg aacaagaagg 
300 
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tggacaagga gtggaactct gtggac 
326 

<210> 1452 

<211> 95 

<212> PRT 

<213> Homo sapiens 

<400> 1452 

Met Ala Thr Gly Val Lys Tyr Thr Asn Thr Val Cys Thr Pro Val Gly 

15 10 is 

Asp Tyr Glu Val Val Leu Thr Asp Ser Trp Gly Asp Gly Trp Asn Pro 

20 25 30 

Gly Ser Tyr Leu Asn Met Tyr Asp Ser Ser Asp Asn Leu lie Gin Glu 

35 40 45 

Phe Thr Met Asp Tyr Asp Ala Ser Ser Arg Asn He Lys Glu Lys His 

50 55 60 

Gly Phe Phe Thr Val Ala Ser Thr Thr Ser Ser Gly Thr Val Trp Lys 
65 70 75 80 

He Met Ala Asn Lys Lys Val Asp Lys Glu Trp Asn Ser Val Asp 
85 90 95 

<210> 1453 
<211> 326 
<212> DNA 

<213> Homo sapiens 
<400> 1453 

cggccgcgcg gccccacgtg caccgcgtgc atggtccctc gaggacgcgc atctgcagcc 
60 

cccgctcccc gcaaacctcc aggccggaga gctccggcca aggccgctgc atcacatgat 
120 

acaggagggg catgcacacg ctcacgtgca cacagcctca aacacgctca tccgtacata 
180 

caggagtgtg tgaacgcact gaggtgcaca ggacaaagac acagacacct gtttgcacac 
240 

cgactcgcct atagaaatgt gcaaaccacc cgtgcgcaca ggcccctcca cccatgcagg 
300 

cgtgtgcaca tcacccacac ggacac 
326 

<210> 1454 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 1454 

Met Val Pro Arg Gly Arg Ala Ser Ala Ala Pro Ala Pro Arg Lys Pro 

1 5 io 15 

Pro Gly Arg Arg Ala Pro Ala Lys Ala Ala Ala Ser His Asp Thr Gly 

20 25 30 

Gly Ala Cys Thr Arg Ser Arg Ala His Ser Leu Lys His Ala His Pro 

35 40 45 

Tyr He Gin Glu Cys Val Asn Ala Leu Arg Cys Thr Gly Gin Arg His 
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50 5S 60 

Arg His Leu Phe Ala His Arg Leu Ala Tyr Arg Asn Val Gin Thr Thr 
65 70 75 80 

Arg Ala His Arg Pro Leu His Pro Cys Arg Arg Val His He Thr His 
B5 90 95 

Thr Asp 



<210> 1455 

<211> 314 

<212> DNA 

<213> Homo sapiens 

<400> 1455 

gatccagtca aaaaagcatg tggggttgct cacgctggtt ggaaaggtac tttgttgggt 
60 

gttgctatgg ctacagtgaa tgctatgata gcagaatatg gctgccgttt ggaaaaactt 
120 

tggtggacct tggacccttc agtgggacct ggctgtttta ctcttccagg ggaatcagca 
180 

gaggcatttc ataatcttca tcctgcatgt gtacaactat ttgattcacc aaatccctgt 
240 

atcgacatcc gtaaagccac aagatacttg actggatttt tgtataactg cttcctgcct 
300 

ccttccaaac tgac 
314 

<210> 1456 

<211> 104 

<212> PRT 

<213> Homo sapiens 

<400> 14S6 



Asp Pro 


Val 


Lys 


Lys Ala 


Cys Gly Val 


Ala 


His Ala Gly Trp Lys 


Gly 


1 






5 




10 


15 




Thr Leu 


Leu 


Gly 


Val Ala 


Met Ala Thr 


Val 


Asn Ala Met He Ala 


Glu 






20 




25 




30 




Tyr Gly 


Cys 


Arg 


Leu Glu 


Lys Leu Trp 


Trp 


Thr Leu Asp Pro Ser 


Val 




35 






40 




45 




Gly Pro 


Gly 


Cys 


Phe Thr 


Leu Pro Gly 


Glu 


Ser Ala Glu Ala Phe 


His 


50 








55 




60 




Asn Leu 


His 


Pro 


Ala Cys 


Val Gin Leu 


Phe 


Asp Ser Pro Asn Pro 


Cys 


65 






70 






75 


80 


He Asp 


lie 


Arg 


Lys Ala 


Thr Arg Tyr 


Leu 


Thr Gly Phe Leu Tyr 


Asn 








85 




90 


95 




Cys Phe 


Leu 


Pro 


Pro Ser 


Lys Leu 












100 













<210> 1457 

<211> 437 

<212> DNA 

<213> Homo sapiens 

<400> 1457 
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nattcaccag aatccccaga atcccccaaa tactacattg cactttaggg ttcctttcta 
60 

gcacatgcat tgctaaaatc ggcgcccaga accttctctg cccctctccc atgggatgca 
120 

atgtcagcgg agaaacagac caagtctgca ctagcctgtc cctacaccct ccccaggaaa 
180 

aggtccccct gcgccaagtc aacagctccc agaggaagcc cactgactgc tctcttcagg 
240 

gtgggggaca caggaagtcc acgcttgcac ggaggggacg ggcacaccta ccgtgactgc 
300 

cagagcccat tttgggagtc tgattggaat ttatacagca ggagcactgg gcactcggac 
360 

aactccagcc cacaaccaag tcactgggct gcctacccac tgcccaagtg cctcaagtca 
420 

acacattcct gcactgn 
437 

<210> 1458 

<211> 105 

<212> PRT 

<213> Homo sapiens 

<400> 1458 



Met 


Ser 


Ala 


Glu 


Lys Gin 


Thr 


Lys 


Ser 


Ala Leu Ala Cys Pro Tyr Thr 


1 








5 








10 is 


Leu 


Pro 


Arg 


Lys 


Arg Ser 


Pro 


Cys 


Ala 


Lys Ser Thr Ala Pro Arg Gly 








20 








25 


30 


Ser 


Pro 


Leu 


Thr 


Ala Leu 


Phe 


Arg 


Val 


Gly Asp Thr Gly Ser Pro Arg 






35 








40 




45 


Leu 


His 


Gly 


Gly 


Asp Gly His 


Thr 


Tyr 


Arg Asp Cys Gin Ser Pro Phe 




50 








55 






60 


Trp 


Glu 


Ser 


Asp 


Trp Asn 


Leu 


Tyr 


Ser 


Arg Ser Thr Gly His Ser Asp 


65 








70 








75 80 


Asn 


Ser 


Ser 


Pro 


Gin Pro 


Ser 


His 


Trp 


Ala Ala Tyr Pro Leu Pro Lys 










85 








90 95 


Cys 


Leu 


Lys 


Ser 


Thr His 


Ser 


Cys Thr 










100 








105 





<210> 1459 

<211> 295 

<212> DNA 

<213> Homo sapiens 



<400> 1459 

ngagaggtca ccggccacga gattcccgcg gaggtcgcgc cccgccgcgc gggcgacccg 
60 

gccgtactca tcgcttcttc ggagaagatc aagcgggagc tgggctggaa cccgacgcgc 
120 

acggatctgc gccgcatcgt cgaggacgcc tgggccttta cggctggggg ggccgaacgg 
180 

240 aCCCtt9 9taagg ° 9ac 9 ca 9 ttat cc tcgatctcct cccagagcag gcggcagccc 
gccactgcgg tgtcgagcat gccctcccac tccccgatcg ccatgagctg gcgan 
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<210> 1460 

<211> 60 

<212> PRT 

<213> Homo sapiens 



<400> 1460 

Xaa Glu Val Thr Gly His Glu lie Pro Ala Glu Val Ala Pro Arg Arg 

15 10 15 

Ala Gly Asp Pro Ala Val Leu lie Ala Ser Ser Glu Lys lie Lys Arg 

20 25 30 

Glu Leu Gly Trp Asn Pro Thr Arg Thr Asp Leu Arg Arg He Val Glu 

35 40 45 

Asp Ala Trp Ala Phe Thr Ala Gly Gly Ala Glu Arg 
50 55 60 



c210> 1461 
<2ll> 432 
<212> DNA 

<213> Homo sapiens 
<400> 1461 

nnaagcttac gtgaaatgaa acgtcaatgg 
60 

gttgaagcac agtcaattgc gggttctaaa 
120 

gaaaatgact gggtaggctt tgaaaaaaat 
180 

gaagcacaaa ttcgcggtga agcgcttaat 
240 

tttgaaccag gcacgacaac ggtttcgctc 
300 

ttacctacgt taattgaaaa agcgttagaa 
360 

tcaggcacct tttccacggc gaatcaaaaa 
420 

aaattcgact tt 
432 



caacaggcga caatcgtgcc agagaaattg 
tgcgaacacg cctggcgctt acaacgttca 
tggaaagagg ttgttgcatt atcccgtgaa 
ctaacgcctt atgatgcgat gcttgataag 
aatactttgt tttcaaaggt aaagacgtgg 
aagcagcaat cagaatctat cattatgcca 
gcccttggat tagaaataat gaaattgtta 



<210> 1462 
<211> 144 
<212> PRT 

<213> Homo sapiens 
<400> 1462 

Xaa Ser Leu Arg Glu Met Lys Arg 

1 5 
Pro Glu Lys Leu Val Glu Ala Gin 
20 

His Ala Trp Arg Leu Gin Arg Ser 

35 40 
Lys Asn Trp Lys Glu Val Val Ala 

SO 55 
Arg Gly Glu Ala Leu Asn Leu Thr 



Gin Trp Gin Gin Ala Thr He Val 

10 15 
Ser lie Ala Gly Ser Lys Cys Glu 
25 30 
Glu Asn Asp Trp Val Gly Phe Glu 
45 

Leu Ser Arg Glu Glu Ala Gin He 
60 

Pro Tyr Asp Ala Met Leu Asp Lys 
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65 70 75 80 

Phe Glu Pro Gly Thr Thr Thr Val Ser Leu Asn Thr Leu Phe Ser Lys 

85 90 95 

Val Lys Thr Trp Leu Pro Thr Leu lie Glu Lys Ala Leu Glu Lys Gin 

100 105 no 

Gin Ser Glu Ser He He Met Pro Ser Gly Thr Phe Ser Thr Ala Asn 

115 120 125 

Gin Lys Ala Leu Gly Leu Glu He Met Lys Leu Leu Lys Phe Asp Phe 
130 135 140 

<210> 1463 

<211> 421 

<212> DNA 

<213> Homo sapiens 

<400> 1463 

nacgcgttcc agagcaagct ggacctgacc gccttcgaat tcttctccga caaggccctg 
60 

gccaaagtca tgggccgtgg cgacgtaccg gcaccgttcg aaaccgaatg cccgttctac 
120 

gcgctgctgg aattcgaagc caccaccgaa gaagtcgcca accacgccct ggaaaccttc 
180 

gagcactgcg ttgagcaggg ctgggtgctg gacggcgtga tgagccagag cgaaacccaa 
240 

ctgcacaacc tgtggaaact gcgcgagtac atctcggaga ctatttccca ctggacgccc 
300 ~ 

tacaagaacg acatctccgt gaccgtttcc aaagtccccg cgttcttgaa ggaaattgac 
360 

gcgatcgtcg tgagcattac ccggacttcg aaattgttgg tcggccacat cggcgacgca 

42 0 

a 

421 

<210> 1464 

<211> 140 

<212> PRT 

<213> Homo sapiens 



<400> 1464 



Xaa 


Ala 


Phe 


Gin 


Ser 


Lys 


Leu Asp 


Leu 


Thr 


Ala 


Phe 


Glu 


Phe 


Phe 


Ser 


1 








5 








10 










15 




Asp Lys 


Ala 


Leu 


Ala 


Lys 


Val Met 


Gly 


Arg 


Gly Asp 


Val 


Pro 


Ala 


Pro 








20 








25 










30 






Phe 


Glu 


Thr 
35 


Glu 


Cys 


Pro 


Phe Tyr 
40 


Ala 


Leu 


Leu 


Glu 


Phe 
45 


Glu 


Ala 


Thr 


Thr 


Glu 


Glu 


Val 


Ala 


Asn 


His Ala 


Leu 


Glu 


Thr 


Phe 


Glu 


His 


Cys 


Val 


Glu 


SO 










55 








60 








Gin 


Gly Trp 


Val 


Leu 


Asp Gly 


Val 


Met 


Ser 


Gin 


Ser 


Glu 


Thr 


Gin 


65 










70 








75 










80 


Leu His 


Asn 


Leu 


Trp 


Lys 


Leu Arg 


Glu 


Tyr 


He 


Ser 


Glu 


Thr 


lie 


Ser 


His 








85 








90 










95 




Trp 


Thr 


Pro 


Tyr 


Lys 


Asn Asp 


He 


Ser 


Val 


Thr 


Val 


Ser 


Lys 


Val 








100 








105 










110 




Pro 


Ala 


Phe 


Leu 


Lys 


Glu 


He Asp 


Ala 


He 


Val 


Val 


Ser 


He 


Thr 


Arg 
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115 120 125 

Thr Ser Lys Leu Leu Val Gly His lie Gly Asp Ala 
130 135 140 

<210> 1465 

<211> 424 

<212> DNA 

<213> Homo sapiens 

<400> 1465 

gtgcacggtc tttgagctgc aattcccagg aatcaggggc cataggcggt agatggcatg 
60 

cagcctctcg ggcgggaaag tggtctacag tgcctgcttg cccgggcagg cagctcgtag 
120 

gcttatatgc ttagtggtta tggcccctac cactgttttt gaccgcgcta ccattcgcca 
180 

caacctcacc gaattcaaac tccggtggat ttcccacgcc gagcagtgga aggcggaaaa 
240 

ccgtcctgca acagagtcta aagccgctga gacggactgc tcagtacatg gggatctctg 
300 

gaccttggcc acggaagttt tcggtcaagc acccgaattc gacttcccat atatgaaact 
360 

cactcggcag gaatgtaggt tcctttttct gccgagaaac gacatcagct tgagctgctt 

420 

cacg 

424 

<210> 1466 
<211> 124 
<212> PRT 

<213> Homo sapiens 
<400> 1466 



Met 


Ala 


Cys 


Ser 


Leu 


Ser Gly Gly 


Lys 


Val 


Val 


Tyr Ser 


Ala 


Cys 


Leu 


1 








5 










10 








15 




Pro 


Gly 


Gin 


Ala 


Ala 


Arg Arg 


Leu 


He 


Cys 


Leu 


Val Val 


Met 


Ala 


Pro 








20 










25 








30 






Thr 


Thr 


Val 
3S 


Phe 


Asp 


Arg 


Ala 


Thr 
40 


He 


Arg 


His 


Asn Leu 
45 


Thr 


Glu 


Phe 


Lys 


Leu 


Arg 


Trp 


He 


Ser 


His 


Ala 


Glu 


Gin 


Trp 


Lys Ala Glu Asn Arg 




50 










55 










60 








Pro 


Ala 


Thr 


Glu 


Ser 


Lys 


Ala 


Ala 


Glu 


Thr 


Asp 


Cys Ser 


Val 


His 


Gly 


65 










70 










75 








80 


Asp 


Leu 


Trp 


Thr 


Leu 


Ala 


Thr 


Glu 


Val 


Phe Gly 


Gin Ala 


Pro 


Glu 


Phe 










85 










90 








95 




Asp 


Phe 


Pro 


Tyr 
100 


Met 


Lys 


Leu 


Thr 


Arg 
105 


Gin 


Glu 


Cys Arg 


Phe 
110 


Leu 


Phe 


Leu 


Pro 


Arg 


Asn 


Asp 


lie 


Ser 


Leu 


Ser 


Cys 


Phe 


Thr 









115 120 



<210> 1467 

<211> 441 

<212> DNA 

<213> Homo sapiens 
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<400> 1467 

nacgcgtgac ggcgaatgag cggcggaggc atgacaacga gcgcaccgtt ccgcagcttg 
60 

gtgccgtgca tcatggctca agtgccgcgc aactttcggc tgctcgagga gctggagaaa 
120 

ggcgaaaagg ggctaggaaa tggctcgtgc tcttacggcc ttgcgaacag tgatgacatt 
180 

cgtacgtatg cgcctgtgct gatggtcatg acaacgtgga atgccacgat cctaggcccg 
24 0 

gccaactcgg tgcatgagaa ccgcatatac tgcctgcgcc tcgtgtgtgg cgactcgtac 
300 

cctcttgtgc cgcctgagat ttggttccag acgcgcatca acttgccgtg cgtcgatgcc 
360 

cacacgggcc gcgtcatgcc cgatcagttc tcgcccctct tgcattggcg tgatgagtac 
420 

actatggaaa gctgctgcat g 
441 

<210> 1468 

<211> 123 

<212> PRT 

<213> Homo sapiens 

<400> 1468 



Met Ala 


Gin 


Val 


Pro 


Arg Asn 


Phe 


Arg 


Leu 


Leu 


Glu 


Glu 


Leu 


Glu Lys 


1 






5 








10 










15 


Gly Glu 


Lys 


Gly 


Leu 


Gly Asn 


Gly 


Ser 


Cys 


Ser 


Tyr 


Gly Leu Ala Asn 






20 








25 










30 




Ser Asp 


Asp 


He 


Arg Thr Tyr 


Ala 


Pro 


Val 


Leu 


Met 


Val 


Met 


Thr Thr 




35 








40 










45 






Trp Asn 


Ala 


Thr 


He 


Leu Gly 


Pro 


Ala 


Asn 


Ser 


Val 


His 


Glu 


Asn Arg 


50 








55 










60 






He Tyr 


Cys 


Leu 


Arg 


Leu Val 


Cys 


Gly 


Asp 


Ser 


Tyr 


Pro 


Leu 


Val Pro 


65 








70 








75 








80 


Pro Glu 


He 


Trp 


Phe 


Gin Thr 


Arg 


He 


Asn 


Leu 


Pro 


Cys 


Val 


Asp Ala 








85 








90 










95 


His Thr 


Gly 


Arg 


Val 


Met Pro 


Asp 


Gin 


Phe 


Ser 


Pro 


Leu 


Leu 


His Trp 






100 








105 










110 


Arg Asp 


Glu 


Tyr 


Thr 


Met Glu 


Ser 


Cys 


Cys 


Met 











115 120 



<210> 1469 

<211> 468 

<212> DNA 

<213> Homo sapiens 

<400> 1469 

nngctcgatc tagtctatgg gctaaatgat cgaccgaacc cttttattgc ttttttagcg 
60 

gcgcttcaac atcttttagc gattttagtg ccaattgtca ccnctggatt attgatttgt 
120 

ttggcattag gcgtgtctcg cgaagacacc aatatgattc tttctatgtc attaattatt 
180 
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ccagggatcg cgactttctt gcaatgtaaa aaagttggtc catttggcgc tggattactt 
240 

attgttcaag gaactagctt taatttcatt ggtcctatca ttggtatagg tagctcaatg 
300 

gtggctgctg gcacacctgt cgaacaagtt atggctgcga tttttggtgt cgtaatcgca 
360 

ggttcattta tcgaaatggg cgtatctcaa attttacctt gggtaaaaaa gctgattact 
420 

cctctcgtta caggaatcgt cgttctgttg attggtctac cattaatg 
468 

<210> 1470 
<211> 156 
<212> PRT 

<213> Homo sapiens 
<400> 1470 



Xaa Leu 


Asp 


Leu 


Val 


Tyr 


Gly 


Leu 


Asn 


Asp 


Arg Pro 


Asn 


Pro 


Phe 


He 


1 






5 










10 








15 




Ala Phe 


Leu 


Ala 


Ala 


Leu 


Gin 


His 


Leu 


Leu 


Ala He 


Leu 


Val 


Pro 


He 






20 










25 








30 






Val Thr 


Xaa 


Gly 


Leu 


Leu 


He 


Cys 


Leu 


Ala 


Leu Gly 


Val 


Ser 


Arg 


Glu 




35 










40 








45 








Asp Thr 


Asn 


Met 


He 


Leu 


Ser 


Met 


Ser 


Leu 


He He 


Ser 


Gly 


He 


Ala 


50 










55 








60 










Thr Phe 


Leu 


Gin 


Cys 


Lys 


Lys 


Val 


Gly 


Pro 


Phe Gly 


Ala 


Gly 


Leu 


Leu 


65 








70 










75 








80 


He Val 


Gin 


Gly 


Thr 


Ser 


Phe 


Asn 


Phe 


He 


Gly Pro 


He 


He 


Gly 


He 








85 










90 








95 




Gly Ser 


Ser 


Met 


val 


Ala 


Ala 


Gly 


Thr 


Pro 


Val Glu 


Gin 


Val 


Met 


Ala 




100 










105 








110 






Ala He 


Phe 


Gly 


val 


Val 


lie 


Ala 


Gly 


Ser 


Phe He 


Glu 


Met 


Gly 


Val 




115 










120 








125 








Ser Gin 


He 


Leu 


Pro 


Trp 


Val 


Lys 


Lys 


Leu 


He Thr 


Pro 


Leu 


Val 


Thr 


130 










135 








140 










Gly He 


Val 


Val 


Leu 


Leu 


He 


Gly 


Leu 


Pro 


Leu Met 










145 








150 










155 











<210> 1471 
<211> 341 
<212> DNA 

<213> Homo sapiens 
<400> 1471 

gcgtggatgg ggatcctgaa aaacaatggc gtgctgaata acttcttgct gtggctcggc 
60 

gttatcgatc agccgctgac gattttgcac accaatctgg cggtgtatat cggcattgtg 
120 

tacgcttatc tgccgtttat ggtactgccc atttatacgg cgctgacgcg cattgattac 
180 

tcgctggtgg aggcctcact ggatctcggt gcccgtccgc tgaaaacgtt tttcaatgtg 
240 

attgtcccgc tcaccaaagg cggcattatc gcggggtcga tgctggtgtt tatcccggcg 
300 
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gtcggtgagt ttgttatccc ggaactgctc ggcggcggcc g 
341 

<210> 1472 
<211> 113 
<212> PRT 

<213> Homo sapiens 



<400> 1472 



Ala Trp 


Met 


Gly 


He Leu Lys Asn 


Asn 


Gly 


Val Leu 


Asn 


Asn 


Phe 


Leu 


1 






5 




10 








15 




Leu Trp 


Leu 


Gly 


Val He Asp Gin 


Pro 


Leu 


Thr He 


Leu 


His 


Thr 


Asn 






20 




25 








30 






Leu Ala 


Val 


Tyr 


He Gly He Val 


Tyr 


Ala 


Tyr Leu 


Pro 


Phe 


Met 


Val 




35 




40 








45 








Leu Pro 


He 


Tyr 


Thr Ala Leu Thr Arg 


He 


Asp Tyr 


Ser 


Leu 


Val 


Glu 


50 






55 






60 










Ala Ser 


Leu 


Asp 


Leu Gly Ala Arg 


Pro 


Leu 


Lys Thr 


Phe 


Phe 


Asn 


Val 


65 






70 






75 








80 


He Val 


Pro 


Leu 


Thr Lys Gly Gly 


He 


He 


Ala Gly 


Ser 


Met 


Leu 


Val 








85 




90 








95 




Phe He 


Pro 


Ala 


Val Gly Glu Phe 


Val 


He 


Pro Glu 


Leu Leu Gly Gly 






100 




105 








110 







Gly 



<210> 1473 
<211> 352 
<212> DNA 

<213> Homo sapiens 
<400> 1473 

tccggaactg ctcaatgtct gtccagcaca taagatccat gcttgaagaa tgagtctcaa 
60 

gaaactgacg gaaatgttca aactccagtt tgttgttaag cagatcacta aacttaaaat 
120 

gcttgtattc tgcaggaaca ttatcccaat attctgttcg tttagagacg ttagagagtg 
180 

ataaaatgcc agttccaatt tcacaagtgg tgtcctcagc tttcttggaa aatgtctctt 
24 0 

tatgcaaagc ctgtagcttt ctgaagtatg tggagtctaa ctgtcgagtt tcttccacca 
300 

gctccacctt tttataagca atttggtccg attttaccat ctttgtccat gg 
352 

<210> 1474 
<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 1474 

Met Val Lys Ser Asp Gin He Ala Tyr Lys Lys Val Glu Leu Val Glu 

1 5 10 15 

Glu Thr Arg Gin Leu Asp Ser Thr Tyr Phe Arg Lys Leu Gin Ala Leu 



1227 



WO 00/58473 



PCT/US00/08621 



20 25 30 

His Lys Glu Thr Phe Ser Lys Lys Ala Glu Asp Thr Thr Cys Glu lie 

35 40 45 

Gly Thr Gly lie Leu Ser Leu Ser Asn Val Ser Lys Arg Thr Glu Tyr 

50 55 60 

Trp Asp Asn Val Pro Ala Glu Tyr Lys His Phe Lys Phe Ser Asp Leu 
65 70 75 80 

Leu Asn Asn Lys Leu Glu Phe Glu His Phe Arg Gin Phe Leu Glu Thr 

85 90 95 

His Ser Ser Ser Met Asp Leu Met Cys Trp Thr Asp lie Glu Gin Phe 
100 105 110 

Arg 



<210> 1475 

<211> 389 

<212> DNA 

<213> Homo sapiens 

<400> 1475 

accggtgccg gagccgatct ccacgatggt 
60 

gacatcgata agctcatcgc ttaagacgcg 
120 

ctggtgctgg ttgtccgtga gcgtgccgcg 
180 

agtccaggtc attatcaaag accgcattga 
240 

tttctccggc agggggtgtt ttgagaatta 
300 

ctgtccaggc atggcaagca atatgccgcg 
360 

ggataaccgg agcttgacgg ggtggtgtc 
389 

<210> 1476 

<211> 121 

<212> PRT 

<213> Homo sapiens 



cttggcgccg gtgcggccga accactcatc 
gcccagctcg ggccagcatt gctcaaaaag 
ggggaaaggg acctttgccc aggcgcgggt 
agtccgtttg cggcgggcga cccggcggca 
tccgtgctat acatcgcgcc ctatttttcc 
ccgggtattt tccccgccgt atggggaggg 



<400> 1476 

Met Val Leu Ala Pro Val Arg Pro Asn His Ser Ser Thr Ser He Ser 

15 10 15 

Ser Ser Leu Lys Thr Arg Pro Ser Ser Gly Gin His Cys Ser Lys Ser 

20 25 30 

Trp Cys Trp Leu Ser Val Ser Val Pro Arg Gly Lys Gly Thr Phe Ala 

35 / 40 45 

Gin Ala Arg Val Val Gin Val He lie Lys Asp Arg He Glu Val Arg 

50 55 60 

Leu Arg Arg Ala Thr Arg Arg His Phe Ser Gly Arg Gly Cys Phe Glu 
65 70 75 80 

Asn Tyr Pro Cys Tyr Thr Ser Arg Pro He Phe Pro Cys Pro Gly Met 

85 90 95 

Ala Ser Asn Met Pro Arg Arg Val Phe Ser Pro Pro Tyr Gly Glu Gly 
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100 105 
Asp Asn Arg Ser Leu Thr Gly Trp Cys 
115 120 



110 



<210> 1477 

<211> 500 

<212> DNA 

<213> Homo sapiens 



<400> 1477 

tacagcgaga atctgcacga 
60 

ttcctccctt atttgctggg 
120 

gcgctgtgtg gtattgatgc 
180 

cgtacgcaaa tcattgcggg 
240 

tggatgacgg tagtgctggc 
300 

ggttttggtt ggccctccaa 
360 

ggtttctccg gttcccccgc 
420 

agcagtacca ttccgatcgc 
480 

gattggaatg gcaaacgcgt 
500 



tacccacttc ctcaaaacct 
ccaaacggac ggccaaccta 
cgaaatcatc cgggcactgg 
ctggtgcgtg caacgtatgc 
ggcgatgctt ggccaaatcg 
cggcgcaggt acccccgagc 
tacgccggca cgccatgcca 
gcgctttatc gatgccatgc 



attgcgttgg cttcgagcaa 
aagatgccca atgggcatcg 
cccgccaaat ggcggccaac 
aacacggcga acaatgggcg 
gcttaccggg cggcgggttc 
cgcaaggggt gatcctgagc 
agggggattt caaaggttac 
tggagccggg caaggagatc 



<210> 1478 
<211> 166 
<212> PRT 

<213> Homo sapiens 



<400> 1478 
Tyr Ser Glu 
1 

Gly Phe Glu 

Pro Lys Asp 
35 

He He Arg 
50 

lie Ala Gly 
65 

Trp Met Thr 



Asn Leu 
5 

Gin Phe 
20 

Ala Gin 
Ala Leu 
Trp Cys 



His Asp Thr His 
Leu Pro 
Trp Ala 



Val Val 
85 

Gly Gly Gly Phe Gly 
100 

Gly Val 



Glu Pro Gin 
115 

Pro Ala Arg 
130 

Pro lie Ala 



His Ala 
Arg Phe 



Ala Arg 
55 

Val Gin 

70 

Leu Ala 

Phe Gly 

He Leu 

Lys Gly 
135 
lie Asp 



Tyr Leu 
25 

Ser Ala 

40 

Gin Met 



Arg Met 

Ala Met 

Trp Pro 
105 
Ser Gly 
120 

Asp Phe 
Ala Met 



Phe 


Leu Lys Thr 


Tyr Cys 


Val 


10 




15 




Leu 


Gly Gin Thr 


Asp Gly 


Gin 






30 




Leu 


Cys Gly He 


Asp Ala 


Glu 




45 






Ala 


Ala Asn Arg 


Thr Gin 


He 




60 






Gin 


His Gly Glu 


Gin Trp 


Ala 




75 




80 


Leu 


Gly Gin He 


Gly Leu 


Pro 


90 




SS 




Ser 


Asn Gly Ala 


Gly Thr 


Pro 






110 




Phe 


Ser Gly Ser 


Pro Ala 


Thr 




125 






Lys 


Gly Tyr Ser 


Ser Thr 


He 




140 






Leu 


Glu Pro Gly 


Lys Glu 


He 
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145 150 155 160 

Asp Trp Asn Gly Lys Arg 
165 

<210> 1479 

<211> 421 

<212> DNA 

<213> Homo sapiens 

<400> 1479 

acgcgtgtgg agctggcacc atgaaagcac gatgtgcatc actcatagag gcaggcacac 
60 

ttaagtatgt tctttacatt gaaacagaaa ggaaagaaga taggaaaaat ggtgccagca 
120 

cgctgggctt tttttgtttg ctgttttggg tggggtgtgc tagtgcagtg tccggtgtac 
180 

gcttttgtcc tcaaacaggc ttgttccccg gtcagagttt cattattgtt gctggtaaac 
240 

aaatgccaag tttgacaaaa aacagtgaaa taaagcaaaa gattttgaaa aatgcttcat 
300 

catgtcagaa ggaaagaacc cttttcacgg gtgcctgccc acatttcctt gcccagcctg 
360 

agaccctatt gactttgaat tatcttttgc tgttttattt ctatgaaaat tatatacgcg 

420 

t 

421 

<210> 1480 

<211> 133 

<212> PRT 

<213> Homo sapiens 

<400> 1480 



Met 


Lys 


Ala Arg Cys 


Ala 


Ser Leu He 


Glu Ala Gly 


Thr 


Leu 


Lys 


Tyr 


l 


5 






10 






15 




Val 


Leu 


Tyr lie Glu 


Thr 


Glu Arg Lys 


Glu Asp Arg 


Lys 


Asn 


Gly 


Ala 






20 




25 






30 






Ser 


Thr 


Leu Gly Phe 


Phe 


Cys Leu Leu 


Phe Trp Val 


Gly 


Cys 


Ala 


Ser 






35 




40 




45 








Ala 


Val 


Ser Gly val Arg 


Phe Cys Pro 


Gin Thr Gly 


Leu 


Phe 


Pro 


Gly 




50 






55 


60 










Gin 


Ser 


Phe He He 


Val 


Ala Gly Lys 


Gin Met Pro 


Ser 


Leu 


Thr 


Lys 


65 






70 




75 








80 


Asn 


Ser 


Glu He Lys 


Gin 


Lys He Leu 


Lys Asn Ala 


Ser 


Ser 


Cys 


Gin 






85 






90 






95 




Lys 


Glu 


Arg Thr Leu 


Phe 


Thr Gly Ala 


Cys Pro His 


Phe 


Leu 


Ala 


Gin 






100 




105 






110 






Pro 


Glu 


Thr Leu Leu 


Thr 


Leu Asn Tyr 


Leu Leu Leu 


Phe 


Tyr 


Phe 


Tyr 






115 




120 




125 









Glu Asn Tyr He Arg 
130 

<210> 1481 
<211> 545 
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<212> DNA 

<213> Homo sapiens 

<400> 1481 

gtcgggtcgc cgcccagtct cgtgccgaca tgcagttcct ggcccgggag gtcgcatcca 
60 

tccggatgca gatgggcgag ttggccacgc gcgattattt gcgctcggag ctacgcgacg 
120 

agttgcgctc cctgctcgag gagatcgagg cctcaccggc ctcccactaa ctgacccggt 
180 

tcgcgacgag cgagttgtcg catcgggcca acggtgtgta gacaagtcag catgagcacc 
240 

gagaacccag tggttaaggc cattgccgat gcgttgtcgc acgtcaatga ccccgagatc 
300 

aaacgcccca ttaccgatct caacatgatt gatgagatta ccgtcgacga gcaaggacgc 
360 

gctttcgtcc gcatcctgct gaccgtcgcc gggtgtcccc tcaagaccga gctgcgtgag 
420 

caggccaccg aggctgtgcg cagcgttgac ggggtgacca gtgtttccgt cgaactcggc 
480 

accatgaccg acgaacagcg cgatgctctc aaagttcagc tgcgcggtga cgtccccgaa 

540 

cgcgt 

545 

<210> 1482 

<211> 104 

<212> PRT 

<213> Homo sapiens 

<400> 1482 



Met Ser 


Thr 


Glu 


Asn 


Pro Val 


Val 


Lys 


Ala lie Ala Asp Ala Leu Ser 


1 






5 








10 15 


His Val 


Asn 


Asp 


Pro 


Glu He 


Lys 


Arg 


Pro lie Thr Asp Leu Asn Met 






20 








25 


30 


lie Asp 


Glu 


He 


Thr 


Val Asp 


Glu 


Gin 


Gly Arg Ala Phe Val Arg He 




35 








40 




45 


Leu Leu 


Thr 


Val 


Ala 


Gly Cys 


Pro 


Leu 


Lys Thr Glu Leu Arg Glu Gin 


50 








55 






60 


Ala Thr 


Glu 


Ala 


Val 


Arg Ser 


Val 


Asp 


Gly Val Thr Ser Val Ser Val 


65 








70 






75 80 


Glu Leu 


Gly 


Thr 


Met 


Thr Asp 


Glu 


Gin 


Arg Asp Ala Leu Lys Val Gin 








85 








90 95 


Leu Arg 


Gly 


Asp 


Val 


Pro Glu 


Arg 







100 



<210> 1483 

<2ll> 625 

<212> DNA 

<213> Homo sapiens 

<400> 1483 

gtacggcttc gagagggcta cagtgtccga gaggtcacac tggccaaagg agggtcccaa 
60 
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ttggaggtaa agctggtgct gctgtggaaa cacaacatgc gcattgagta tgtggctatg 
120 

gcatcctggc ccctggagcc tgagggccct cgagtaacac gggtggaagt gacgatggaa 
180 

ggcggctacg acattttgca tgatgtgtcc tgtgcactaa ggcagcccat tcgttcattg 
240 

tatcgtaccc atgttatccg gcgtttctgg aacacgctgc agagcatcaa ccagacagac 
300 

cagatgcttg cccaccttca gtccttctcc tcagtgcctg agcatttcac gcttcctgac 
360 

agcaccaaga gcggagtgcc actcttctac atccctccag gctccaccac cccggtgctc 
420 

tccctccagc ccagtggttc tgactcatcc catgcccagt ttgctgccta ctggaagccc 
480 

agtgctgtcc atggatgcaa attcctggca gcgatggctg cacatgcatc gcctggtgct 
540 

aatcctggag catgacacac caatccccaa gcacttgcac accccgggca gcaatgggcg 
600 

ctactacgga gagaagacaa cgcgt 
625 

<210> 1484 
<211> 184 
<212> PRT 

<213> Homo sapiens 
<400> 1484 

Val Arg Leu Arg Glu Gly Tyr Ser Val 

1 5 
Gly Gly Ser Gin Leu Glu Val Lys Leu 

20 25 
Met Arg lie Glu Tyr Val Ala Met Ala 

35 40 
Gly Pro Arg Val Thr Arg Val Glu Val 

50 55 
lie Leu His Asp Val Ser Cys Ala Leu 
65 70 
Tyr Arg Thr His Val lie Arg Arg Phe 
85 

Asn Gin Thr Asp Gin Met Leu Ala His 
100 105 
Pro Glu His Phe Thr Leu Pro Asp Ser 

115 120 
Phe Tyr lie Pro Pro Gly Ser Thr Thr 

130 135 
Ser Gly Ser Asp Ser Ser His Ala Gin 
145 150 
Ser Ala Val His Gly Cys Lys Phe Leu 
165 

Ser Pro Gly Ala Asn Pro Gly Ala 
180 

<210> 1485 
<211> 2058 



Arg Glu 
10 

Val Leu 

Ser Trp 

Thr Met 

Arg Gin 
75 

Trp Asn 
90 

Leu Gin 

Thr Lys 

Pro Val 

Phe Ala 
155 
Ala Ala 
170 



Val Thr 

Leu Trp 

Pro Leu 

45 
Glu Gly 
60 

Pro He 

Thr Leu 

Ser Phe 

Ser Gly 
125 
Leu Ser 
140 

Ala Tyr 
Met Ala 



Leu Ala Lys 
15 

Lys His Asn 
30 

Glu Pro Glu 

Gly Tyr Asp 

Arg Ser Leu 
80 

Gin Ser He 
95 

Ser Ser Val 
110 

Val Pro Leu 

Leu Gin Pro 

Trp Lys Pro 
160 

Ala His Ala 
175 
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<212> DNA 

<213> Homo sapiens 
<400> 1485 

ntatgttcag cgttcaacga tattggctac cactatggtg ccatggtcgt cgatgctgcg 
60 

ctgttcctgc cacagtcacg acccagacta tttatcattg gtgtcagaaa cgatattttt 
120 

gttggcgata ttacttctga atcaccgtct aaaatgtggc ataccagaac tttattgaat 
180 

gcctacagca atctgaaaga tgatgccaag tccaattggg tatggtggga ccttcctatg 
240 

ccagcccaga gaaaatctgc tttcgccgat ttgattgaag aaaatcctag cagcgttaag 
300 

tggcataccc ggaaggaaac acagcagctc ttggatatga tgactgatgt taacttagct 
360 

aaggttgagg ctgcaaaaaa gctatcgatc gagtctaagg aaaatgttgt agggacaatt 
420 

tataaaagaa ctcgcaccga tagctttgga gttaaagcgc agcgtgctga agtgcggttt 
480 

gatgatgttg ccggttgtct tcgcacccct ggaggggggt caagtcggca agtcataatg 
540 

gtcgttgata acgggactgt aaaaacgagg ttgatctcaa gtagagaaac tgcaaggctt 
600 

atggggttac ccgacgaata catattgcca aaaaattata atgaggcgta tcacttaacg 
660 

ggtgatggtg ttgtagtgcc ggttgtatcc cacatagcca ctcatatttt tgacccagtg 
720 

atggagcgtg tgtttgagga tgcggcggga ctgcttaagc aaatcgcata gcatcgtttt 
780 

ggcaggaaga tatgagcgtt attccgtgta aaaaggacct tcagctaaaa aaattgattg 
840 

aatcctatgc agaagccttg aaagttgagg cccataagct aggagagcat ggattaactg 
900 

aagctgaatt ttatgatagc ggcctctttc ggggggctat cgagcgaatt cgaggacagt 
960 

cctccgcgac catgcgggag aaaagaaatt tcgttaagca tgttttaaat tacatgcagg 
1020 

ataacgacta cattgctgat tgggagtcgg ctggtgaatc gaatcgccat gattatatgg 
1080 

taactctcaa ttctgggcgc aaagctgcta ttgagctgaa agggtgcctt gatggcaata 
1140 

acactaacat ctttgatcgc ccccctcagg cagaagaatt tgttatctgg agtgtatgca 
1200 

caaatcctgg tgctgaccct cagcataatg tttggtctgg gcttcacacc agactaagtg 
1260 

ctgaaatcat ttcacgggag caaaggattg atggaatggt catttgggac tgggcttgtg 
1320 " 

gaacagtcgg aaggccatgc cccaaaatag caactgaacc tgagcgggct gtaacatttg 
1380 

ggccgttcaa attgccgcca ccatgtttgt atcttttacc ttcgacgatt ccaagcccaa 
1440 

gaaacaaccc gtctccaaga gctcagcaga ttgaagacgt gcagctaatc aaagcgtttc 
1500 
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acgattgttt tgggtgccgg tctgaagaag ttaatttcgt taactttgat gttggttatc 
1560 

atggtaaaga taccgtccgt aaaacgacta tcattcgaaa cggcatggtg gagcgtgaat 
1620 

cggaaatgac ggcaataagg cggtcttaat ttgtgcatgc ctatgctgca tgaatccgca 
1680 

tgatcgtttg aggatcgttt ttgctgaggc ccgccagttc tggtgggctt ttgcttatgt 
1740 

catgcacctg catgaaaacc gctacataaa gcgggcaggc gtggcgggga tacgagcgcg 
1800 

cgcaacgggg tgaaatggtg aatatcaggg gcaatctccg gcacgctggc ggcttgaatc 
1860 

gggtagggtg agtgagaggc agcaataaag aagcgccccg cagaatgctg ctggggcgct 
1920 

gtgagaggcg gtcttgttgt cgcggtgcgg tgggtcagtc gtagcgattg tcttctgtca 
1980 

gccccagcgt gtacggctca aagcggatca cttcttcgcc cagccagtca ttaagctccc 
2040 

gcagtcgctt ctgcaggc 
20S8 

<210> 1486 
<211> 256 
<212> PRT 

<213> Homo sapiens 



<400> 1486 



Xaa Cys 


Ser 


Ala 


Phe 


Asn 


Asp 


He 


Gly 


Tyr 


His Tyr 


Gly 


Ala 


Met 


Val 


1 






5 










10 








15 




Val Asp 


Ala 


Ala 


Leu 


Phe 


Leu 


Pro 


Gin 


Ser 


Arg Pro 


Arg 


Leu 


Phe 


He 






20 










25 








30 






He Gly 


val 


Arg 


Asn 


Asp 


He 


Phe 


Val 


Gly 


Asp He 


Thr 


Ser 


Glu 


Ser 




35 










40 








45 








Pro Ser 


Lys 


Met 


Trp 


His 


Thr 


Arg 


Thr 


Leu 


Leu Asn 


Ala 


Tyr 


Ser 


Asn 


50 










55 








60 










Leu Lys 


Asp 


Asp 


Ala 


Lys 


Ser 


Asn 


Trp 


Val 


Trp Trp 


Asp 


Leu 


Pro 


Met 


65 








70 










75 








80 


Pro Ala 


Gin 


Arg 


Lys 


Ser 


Ala 


Phe 


Ala 


Asp 


Leu He 


Glu 


Glu 


Asn 


Pro 








85 










90 








95 




Ser Ser 


Val 


Lys 


Trp 


His 


Thr 


Arg 


Lys 


Glu 


Thr Gin 


Gin 


Leu 


Leu 


Asp 






100 










105 








110 






Met Met 


Thr 


Asp 


Val 


Asn 


Leu 


Ala 


Lys 


Val 


Glu Ala 


Ala 


Lys 


Lys 


Leu 




115 










120 








12S 








Ser He 


Glu 


Ser 


Lys 


Glu 


Asn 


val 


Val 


Gly 


Thr He 


Tyr 


Lys 


Arg 


Thr 


130 










135 








140 










Arg Thr 


Asp 


Ser 


Phe 


Gly 


Val 


Lys 


Ala 


Gin 


Arg Ala 


Glu 


Val 


Arg 


Phe 


145 








150 










155 








160 


Asp Asp 


Val 


Ala 


Gly 


Cys 


Leu 


Arg 


Thr 


Pro 


Gly Gly 


Gly 


Ser 


Ser 


Arg 








165 










170 








175 




Gin Val 


He 


Met 


Val 


Val 


Asp 


Asn 


Gly 


Thr 


Val Lys 


Thr 


Arg 


Leu 


He 






180 










185 








190 






Ser Ser 


Arg 


Glu 


Thr 


Ala 


Arg 


Leu 


Met 


Gly 


Leu Pro 


Asp 


Glu 


Tyr 


He 




195 










200 








205 








Leu Pro 


Lys 


Asn 


Tyr 


Asn 


Glu 


Ala 


Tyr 


His 


Leu Thr 


Gly 


Asp 


Gly 


Val 
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210 215 220 

Val Val Pro Val Val Ser His He Ala Thr His He Phe Asp Pro Val 
225 230 235 240 

Met Glu Arg Val Phe Glu Asp Ala Ala Gly Leu Leu Lys Gin He Ala 
245 250 255 

<210> 1487 

<211> 823 

<212> DMA 

<213> Homo sapiens 

<400> 1487 

acgcgtgagg ggaggggatg ctgggcagat cttgtgaggg aaaattcagg aaggacctct 
60 

ccgagcaggt gacatttcag ctaaggctgg gaaggatgag gagaagtcag gaactccagg 
120 

catcagggaa tgctggggaa aaaaagcact ccaggcccag ggatcagcaa agcacaggat 
180 

gcctggggga acacacagcc tcagagcatt tgaggaacag aaaaggcaac gtgactaagc 
240 

ttcctggggc ggtgaggtca ggcagggagg tgggtgcgag gtcatggggc cgcaggcaaa 
300 

cggccctccc tcccagtgcc ccacatgcag gccctggagc accaggagcg gggaggctcc 
360 

gtggtgtgtc ttcctgcaag tggcctgcct ttgggagcat cagccctttc tcctggggac 
420 

tgggagaggc cggcagtgag ggaagaatgg ccctcggtcg tgcgtagaga atgtagggga 
480 

cacagggcct ctcacggacc cagatcctga tcttgtcaga tctgcacgcc cgtgggaggg 
540 

tgctggcggc agaaacgcgt tgccataagc cttctcccca ctgcaggcag gtgtggtcag 
600 

gggacctcct tggagaacaa ggtgggggaa tttggcagct ttctcagcat ggcgtccatc 
660 

ccccctacat tcctggggca cccactgtag gccaggccct gtgccggatc tgatgataca 
720 

gtgatgacta agtcacagtc cctgcctctg aggcccccat gatgtgccgg gacagccaag 
780 

caacccaata tgttaaaatc cagtgtcagg acccnaggag aag 
823 



<210> 1488 
<211> 149 
<212> PRT 

<213> Homo sapiens 



<400> 1488 

Met Leu Gly Arg Ser Cys Glu Gly Lys Phe Arg Lys Asp Leu Ser Glu 

1 5 io 15 

Gin Val Thr Phe Gin Leu Arg Leu Gly Arg Met Arg Arg Ser Gin Glu 

20 25 30 

Leu Gin Ala Ser Gly Asn Ala Gly Glu Lys Lys His Ser Arg Pro Arg 

35 40 45 

Asp Gin Gin Ser Thr Gly Cys Leu Gly Glu Hie Thr Ala Ser Glu His 
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50 55 60 

Leu Arg Asn Arg Lys Gly Asn Val Thr Lys Leu Pro Gly Ala Val Arg 
65 70 75 80 

Ser Gly Arg Glu Val Gly Ala Arg Ser Trp Gly Arg Arg Gin Thr Ala 

85 90 
Leu Pro Pro Ser Ala Pro His Ala Gly Pro Gly Ala Pro Gly Ala Gly 

100 105 HO 

Arg Leu Arg Gly Val Ser Ser Cys Lys Trp Pro Ala Phe Gly Ser lie 

115 120 125 

Ser Pro Phe Ser Trp Gly Leu Gly Glu Ala Gly Ser Glu Gly Arg Met 

130 135 140 

Ala Leu Gly Arg Ala 
145 



<210> 1489 

<211> 342 

<212> DNA 

<213> Homo sapiens 



<400> 1489 

nnccagttca ccgtcaagct ggccgcggcc ggcgaacaca atgtgcgcaa tgcgctggcc 
60 

gcgattgcct gcgccgtggg tgccggcatc aaccaggacg ccatcgtgcg cggcctcgaa 
120 

gccttcgccc cggtcggcgg acgtttgcag cgcaagcagg ccgccagcgg cgcgcccgtc 
180 

attgacgaca cccacaaccc caatcccaat tcaatgcgcc cggcgatcga cgtgctggcc 
240 

cgcgtacccg cgccgcgcat cctggtggtg ggcgacatgg gcgaagtcgg cgcacaggga 
300 

aaagaatttc acgaagaaat cggggcttac gcacacacgc gc 

342 



<210> 1490 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 1490 

Xaa Gin Phe Thr Val Lys Leu Ala Ala Ala Gly Glu His Asn Val Arg 

1 5 10 15 

Asn Ala Leu Ala Ala lie Ala Cys Ala Val Gly Ala Gly He Asn Gin 

20 25 30 

Asp Ala He Val Arg Gly Leu Glu Ala Phe Ala Pro Val Gly Gly Arg 

35 40 45 

Leu Gin Arg Lys Gin Ala Ala Ser Gly Ala Pro Val He Asp Asp Thr 

50 55 60 

His Asn Pro Asn Pro Asn Ser Met Arg Pro Ala He Asp Val Leu Ala 
65 70 75 30 

Arg Val Pro Ala Pro Arg He Leu Val Val Gly Asp Met Gly Glu Val 

85 90 95 

Gly Ala Gin Gly Lys Glu Phe His Glu Glu He Gly Ala Tyr Ala His 
100 105 HO 

Thr Arg 
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<210> 1491 
<211> 333 
<212> DNA 

<213> Homo sapiens 
<400> 1491 

ncctcgttgt tctcatagag ggctacggca tcgcgtttga actgttcgga gtacctggac 
60 

at 9999gtag attacctttc ttcccagctc gactgggctg gatatcaggt gtccaccaca 
120 

tgggggtcag gtcccactcc caaaggagta gccatcaccc acgagtcggc ggtcaatacg 
180 

attgtcgatg tcaacgaacg cctcggggtg actccgaccg accggatatt ggggatttca 
240 

gagctaaact tcgatctatc ggtatacgac atcttcggga tgttcgcgcg gggtgctacc 
300 

ttggtgttgc catctccagc agacaaacgt gat 
333 

<210> 1492 
<211> 91 
<212> PRT 

<213> Homo sapiens 
<400> 1492 

Met Gly Val Asp Tyr Leu Ser Ser Gin Leu Asp Trp Ala Gly Tyr Gin 

15 10 15 

Val Ser Thr Thr Trp Gly Ser Gly Pro Thr Pro Lys Gly Val Ala lie 

20 25 30 

Thr His Glu Ser Ala Val Asn Thr He Val Asp Val Asn Glu Arg Leu 

35 40 45 

Gly Val Thr Pro Thr Asp Arg He Leu Gly He Ser Glu Leu Asn Phe 

50 55 60 

Asp Leu Ser Val Tyr Asp He Phe Gly Met Phe Ala Arg Gly Ala Thr 
65 70 75 80 

Leu Val Leu Pro Ser Pro Ala Asp Lys Arg Asp 
85 90 



<210> 1493 
<211> 1316 
<212> DNA 

<213> Homo sapiens 
<400> 1493 

nggtaccagg gcaaagaagg ctgggccccc gcctcctacc taaagaagaa cagtggggag 
60 

cccttgcccc cgaagccagg ccctggctca ccctcccacc cgggtgccct tgacttggat 
120 

ggtgcttccc ggcagcagaa cgcggtgggc agggagaagg agctgctcag cagccagagg 
180 

gacgggcggt ttgaaggccg cccggtgccc gacggtgacg ccaagcagag atcaccaaag 
240 
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atgaggcaga gaccccctcc tcgccgggac atgaccattc ctcgaggcct caacctgccg 
300 

aagccgccca tcccgcccca agtggaggaa gagtattaca ccatcgccga attccagaca 
360 

accatcccag acggcatcag cttccaggca ggcctgaagg tcgaggtgat cgagaaaaac 
420 

ttgagcggct ggtggtacat tcagattgaa gataaggaag ggtgggcccc ggccaccttc 
480 

attgacaagt acaagaagac gagcaacgcg tcgagaccca actttctggc tcccctgccc 
540 

cacgaggtga cccagctccg gctgggggaa gcagcagcgc tggagaacaa cacgggcagc 
600 

gaagccacgg gcccctcccg gcccctgcct gacgcaccgc atggtgtcat ggactcgggg 
660 

ttgccatggt ctaaagactg gaagggcagt aaggatgtcc tgaggaaggc atcttcagac 
720 

atgtctgcgt cagcaggcta cgaggagatc tcagaccccg acatggagga gaagcccagc 
780 

ctccctccgc ggaaagaatc catcatcaag tcggaggggg agctgctgga gcgggagcgg 
840 

gagcggcaga ggacggagca gctccggggc cccactccca agcctccggg cgtgattttg 
900 

ccgatgatgc cagccaaaca catccctcca gcccgggaca gcaggaggcc agagcccaaa 
960 

cctgacaaaa gcagactgtt ccagctgaaa aatgacatgg ggctggagtg tggccacaag 
1020 

gtcttggcca aggaagtgaa gaagcccaac ctccggccca tctccaaatc caaaactgac 
1080 

ctgccagagg agaagccaga tgccactccc cagaatccct tcttgaagtc cagacctcag 
1140 

gttaggccaa aaccagctcc ttcccccaaa acggagccac ctcagggcga agaccaagtc 
1200 

gacatctgca acctcaggag taagctcagg cctgccaagt cccaagacaa gtccttgttg 
1260 

gatggggagg gcccccaggc agtagggggc caagacgtgg ccttcagccg aagctt 
1316 

<210> 1494 

<211> 438 

<212> PRT 

<213> Homo sapiens 



<400> 1494 



Xaa 


Tyr Gin 


Gly 


Lys 


Glu Gly Trp 


Ala Pro 


Ala 


Ser 


Tyr Leu Lys Lys 


1 






5 




10 






15 


Asn 


Ser Gly 


Glu 


Pro 


Leu Pro Pro 


Lys Pro 


Gly 


Pro 


Gly Ser Pro Ser 






20 






25 






30 


His 


Pro Gly 


Ala 


Leu 


Asp Leu Asp 


Gly Val 


Ser 


Arg 


Gin Gin Asn Ala 




35 






40 








45 


Val 


Gly Arg 


Glu 


Lys 


Glu Leu Leu 


Ser Ser 


Gin 


Arg 


Asp Gly Arg Phe 




50 






55 






60 




Glu 


Gly Arg 


Pro 


Val 


Pro Asp Gly 


Asp Ala 


Lys 


Gin 


Arg Ser Pro Lys 


65 








70 




75 




80 


Met 


Arg Gin 


Arg 


Pro 


Pro Pro Arg 


Arg Asp 


Me-t 


Thr 


lie Pro Arg Gly 
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85 


90 


95 




Leu 


Asn 


Leu 


Pro 


Lys Pro Pro He Pro 


Pro 


Gin Val Glu Glu Glu 


Tyr 








100 


105 




110 




Tyr 


Thr 


He 


Ala 


Glu Phe Gin Thr Thr 


He 


Pro Asp Gly He Ser 


Phe 






115 




120 




125 




Gin 


Ala 


Gly 


Leu 


Lys Val Glu Val He 


Glu 


Lys Asn Leu Ser Gly 


Trp 




130 






135 




140 




Trp 


Tyr 


He 


Gin 


He Glu Asp Lys Glu 


Gly 


Trp Ala Pro Ala Thr 


Phe 


145 








150 




155 


160 


lie 


Asp 


Lys 


Tyr 


Lys Lys Thr Ser Asn 


Ala 


Ser Arg Pro Asn Phe 


Leu 










165 


170 


175 




Ala 


Pro 


Leu 


Pro 


His Glu Val Thr Gin 


Leu 


Arg Leu Gly Glu Ala 


Ala 








180 


185 




190 




Ala 


Leu 


Glu 


Asn 


Asn Thr Gly Ser Glu 


Ala 


Thr Gly Pro Ser Arg 


Pro 






195 




200 




205 




Leu 


Pro 


Asp 


Ala 


Pro His Gly Val Met 


Asp 


Ser Gly Leu Pro Trp 


Ser 




210 






215 




220 




Lys 


Asp 


Trp 


Lys 


Gly Ser Lys Asp Val 


Leu 


Arg Lys Ala Ser Ser 


Asp 


225 








230 




235 


240 


Met 


Ser 


Ala 


Ser 


Ala Gly Tyr Glu Glu 


He 


Ser Asp Pro Asp Met 


Glu 










245 


250 


255 




Glu 


Lys 


Pro 


Ser 


Leu Pro Pro Arg Lys 


Glu 


Ser He He Lys Ser 


Glu 








260 


265 




270 




Gly 


Glu 


Leu 


Leu 


Glu Arg Glu Arg Glu 


Arg 


Gin Arg Thr Glu Gin 


Leu 






275 




280 




285 




Arg 


Gly 


Pro 


Thr 


Pro Lys Pro Pro Gly 


Val 


He Leu Pro Met Met 


Pro 




290 






295 




300 




Ala 


Lys 


His 


He 


Pro Pro Ala Arg Asp 


Ser 


Arg Arg Pro Glu Pro 


Lys 


305 








310 




315 


320 


Pro 


Asp 


Lys 


Ser 


Arg Leu Phe Gin Leu 


Lys 


Asn Asp Met Gly Leu 


Glu 










325 


330 


335 




Cys 


Gly 


His 


Lys 


Val Leu Ala Lys Glu 


Val 


Lys Lys Pro Asn Leu 


Arg 








340 


345 




350 




Pro 


lie 


Ser 


Lys 


Ser Lys Thr Asp Leu 


Pro 


Glu Glu Lys Pro Asp 


Ala 






355 




360 




365 




Thr 


Pro 


Gin 


Asn 


Pro Phe Leu Lys Ser 


Arg 


Pro Gin Val Arg Pro 


Lys 




370 






375 




380 




Pro 


Ala 


Pro 


Ser 


Pro Lys Thr Glu Pro 


Pro 


Gin Gly Glu Asp Gin 


Val 


385 








390 




395 


400 


Asp 


He 


Cys 


Asn 


Leu Arg Ser Lys Leu 


Arg 


Pro Ala Lys Ser Gin 


Asp 










405 


410 


415 




Lys 


Ser 


Leu 


Leu 


Asp Gly Glu Gly Pro 


Gin 


Ala Val Gly Gly Gin 


Asp 








420 


425 




430 




Val 


Ala 


Phe 


Ser 


Arg Ser 












435 













<210> 1495 

<211> 329 / 

<212> DNA 

<213> Homo sapiens 

<400> 1495 

agatctctgt cccgtagagg tgccacctca tcctccatga gagctgtgct ttgctttctt 
60 . 
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ctggaggctg caaggaggat ggcccccatc acggcggacc tacatgctgg gagtccggga 
120 

gagggcaggc cgcggacatg gggcatgtgg cgatgtgttt caccacccac tcccgcctga 
180 

agtgccactg tgagcccaac ccacggtgcc aggctgggct gcactccagg ctcctgcagc 
240 

agacccacct cctcagcctc cttcccctga aggctgggca tggcctggac aaagggtgtc 
300 

ctcctctgct gtgccatgct gacgtggca 
329 

<210> 1496 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 1496 



Met Ala 


Gin 


Gin 


Arg Arg 


Thr Pro Phe 


Val Gin Ala Met Pro Ser 


Leu 


1 






5 




10 15 




Gin Gly 


Lys 


Glu 


Ala Glu 


Glu Val Gly 


Leu Leu Gin Glu Pro Gly 


Val 






20 




25 


30 




Gin Pro 


Ser 


Leu 


Ala Pro 


Trp Val Gly 


Leu Thr Val Ala Leu Gin 


Ala 




35 






40 


45 




Gly Val 


Gly 


Gly 


Glu Thr 


His Arg His 


Met Pro His Val Arg Gly 


Leu 


50 








55 


60 




Pro Ser 


Pro 


Gly 


Leu Pro 


Ala Cys Arg 


Ser Ala Val Met Gly Ala 


lie 


65 






70 




75 


80 


Leu Leu 


Ala 


Ala 


Ser Arg 


Arg Lys Gin 


Ser Thr Ala Leu Met Glu 


Asp 








85 




90 95 




Glu Val 


Ala 


Pro 


Leu Arg 


Asp Arg Asp 










100 




105 







<210> 1497 

<211> 345 

<212> DNA 

<213> Homo sapiens 

<400> 1497 

naacttcttg cactcactca ggcgcacggt tggcggccga cttggaagcc gctgcagcac 
60 

ttgacgcggg gcgatctcga agcgttcggt cttggcctga cggtcgatgg ctgcggcgtg 
120 

ccgttgatcg cgcgaatgcg acgggtgggg cagggcgtgc ggccgacacc accgcaagaa 
180 

cgcaactcac ggcagatgaa tctgttttga aacgcaagga agggtaatga caggcaccga 
240 

caagaagcgg atcccgcagc tgctgcgtgt tgagctcact gaacttaccg gcccgatcga 
300 

gcagccttac gcgcccgatg cacgtcattc tttcgggcca cgcgt 
345 

<210> 1498 
<211> 104 
<212> PRT 
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<213> Homo sapiens 
<400> 1498 



Met 


Thr 


Cys 


lie 


Gly 


Arg 


Val 


Arg 


Leu 


Leu Asp Arg Ala Gly Lys 


Phe 


1 








5 










10 15 




Ser 


Glu 


Leu 


Asn 


Thr 


Gin 


Gin 


Leu 


Arg 


Asp Pro Leu Leu Val Gly 


Ala 








20 










25 


30 




Cys 


His 


Tyr 


Pro 


Ser 


Leu 


Arg 


Phe 


Lys 


Thr Asp Ser Ser Ala Val 


Ser 






35 










40 




45 




Cys 


Val 


Leu 


Ala 


Val 


Val 


Ser 


Ala 


Ala 


Arg Pro Ala Pro Pro Val 


Ala 




50 










55 






60 




Phe 


Ala 


Arg 


Ser 


Thr 


Ala 


Arg 


Arg 


Ser 


His Arg Pro Ser Gly Gin 


Asp 


65 










70 








75 


80 


Arg 


Thr 


Leu 


Arg 


Asp 


Arg 


Pro 


Ala 


Ser 


Ser Ala Ala Ala Ala Ser 


Lys 










85 










90 95 




Ser 


Ala 


Ala 


Asn 


Arg 


Ala 


Pro 


Glu 









100 



<210> 1499 

<211> 402 

<212> DNA 

<213> Homo sapiens 

<400> 1499 

aaatatattc tgccagagtt tgaacacgac accatgctct ggcatttggg catgtcgggg 
60 

agtttccgtc tatgcgagag caatgaagaa ttacgcaaac atgaccatct aatcattcag 
120 

tttgaagata tcgaactgcg ttatcatgat cctcgccgtt ttggttgcat tctttggctg 
180 

gatgcacaat cacaaagcaa attaatagat acgctggggc cagaaccctt aagcgagaac 
240 

tttaatgcgg agtatttatt tgaaaaattg aagaataaaa aggttggcac caaagttgca 
300 

attatggata accatgtggt ggtgggcgta ggcaatattt atgcgaccga aagtctgttt 
360 

aatctgggga ttcatccagc acaaccggcc tcgactttaa gc 
402 

<210> 1500 
<211> 134 
<212> PRT 
<213> Homo sapiens 

<400> 1500 

Lys Tyr lie Leu Pro Glu Phe Glu His Asp Thr Met 

15 10 
Gly Met Ser Gly Ser Phe Arg Leu Cys Glu Ser Asn 

20 25 
Lys His Asp His Leu lie lie Gin Phe Glu Asp lie 

35 40 
His Asp Pro Arg Arg Phe Gly Cys lie Leu Trp Leu 

50 55 60 

Gin Ser Lys Leu lie Asp Thr Leu Gly Pro Glu Pro 



Leu Trp His Leu 
15 

Glu Glu Leu Arg 
30 

Glu Leu Arg Tyr 
45 

Asp Ala Gin Ser 
Leu Ser Glu Asn 
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65 70 75 80 

Phe Asn Ala Glu Tyr Leu Phe Glu Lys Leu Lys Asn Lys Lys Val Gly 

85 90 95 

Thr Lys Val Ala He Met Asp Asn His Val Val Val Gly Val Gly Asn 

100 105 110 

He Tyr Ala Thr Glu Ser Leu Phe Asn Leu Gly He His Pro Ala Gin 

115 120 125 

Pro Ala Ser Thr Leu Ser 
130 

<2i0> 1501 
<211> 362 
<212> DNA 

<213> Homo sapiens 
<400> 1501 

nnacgcgtgc atgctgcagg catcatccat cgcgatctga agccccaaaa catcttcctg 
60 

gtgccgagcg cgcgcgagcg cgacttcgtg aagatcttcg acttcggcgc atgccagatg 
120 

gtcacaccga aggtatcgaa cggcgtgccc gagctgaaga cgagcgcggg aaatctcttc 
180 

ggcacggtgc cgtacatggc gccggagtgc ttcgaggacg gctcgcaccg gctggatgcg 
240 

cgcgcggaca tctactccac gggcatcatc atgtaccgct gcgtgacggg gacgctcccc 
300 

ttcaaggcga acaccgtctt cgagatgctc atccatctgc gcgagggccg cccatcaagc 

360 

tt 

362 

<210> 1502 
<211> 120 
<212> PRT 

c213> Homo sapiens 
<400> 1502 



Xaa 


Arg 


Val 


His 


Ala 


Ala 


Gly 


He 


He 


His 


Arg Asp Leu Lys 


Pro 


Gin 


l 








5 










10 




15 




Asn 


He 


Phe 


Leu 


val 


Pro 


Ser 


Ala 


Arg 


Glu 


Arg Asp Phe Val 


Lys 


He 








20 










25 




30 






Phe 


Asp 


Phe 


Gly 


Ala 


Cys 


Gin 


Met 


Val 


Thr 


Pro Lys Val Ser 


Asn 


Gly 






35 










40 






45 






Val 


Pro 


Glu 


Leu 


Lys 


Thr 


Ser 


Ala 


Gly 


Asn 


Leu Phe Gly Thr 


Val 


Pro 




50 










55 








60 






Tyr 


Met 


Ala 


Pro 


Glu 


Cys 


Phe 


Glu 


Asp 


Gly 


Ser His Arg Leu 


Asp 


Ala 


65 










70 










75 




80 


Arg 


Ala 


Asp 


He 


Tyr 


Ser 


Thr 


Gly 


He 


He 


Met Tyr Arg Cys 


Val 


Thr 










85 










90 




95 




Gly 


Thr 


Leu 


Pro 


Phe 


Lys 


Ala 


Asn 


Thr 


Val 


Phe Glu Met Leu 


He 


His 








100 










105 




110 






Leu 


Arg 


Glu 


Gly 


Arg 


Pro 


Ser 


Ser 













115 120 
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<210> 1503 

<211> 623 

<212> DNA 

<213> Homo sapiens 

<400> 1503 

gccggcgtga ggcagagaaa cgtcctcgcc ctgtcattcc accctgaaga gactgacgac 
60 

gaccgggtac accgcacctg gttgcgccag gtgtctgagg aggtctgaca gttaccgcaa 
120 

gggctcatga cgacccctcc tgaacactgt tcaaagggcg acggcttacc attcctcgct 
180 

gtgagtcctg aacagcagct tctcgaatat gaccgacgtc atgtctggca cccctacgcc 
240 

ccgacgatcg gggcagaccc aatgcttgca gtgacggctg ccaacggagt ctggctgcag 
300 

ctgcatgatg gggaacaccg ccacgaggtc atcgatgcga tggcctcgtg gtggtgccag 
360 

attcacggtt accgaaaccc ggtcctcgac gaggccctca accgtcaaag ctcccagttc 
420 

agtcacgtca tgtttggcgg actcacccat aaggccgcgg ttgacgccgt catatcccta 
480 

gtgcgcctgg ccccggggcc cctcgaccgg atcttcctgg ctgattccgg gtctgtcggc 
540 

gtcgaggtga gtctcaaatt ggctcgtcag gtgcaaatcg ctcgcaccgc agcgcgcggc 
600 

ggcactttga cgaggacacg cgt 
623 

<210> 1504 

<211> 165 

<212> PRT 

<213> Homo sapiens 



<400> .1504 



Met 


Thr 


Thr 


Pro 


Pro 


Glu 


His 


Cys 


Ser 


Lys 


Gly Asp 


Gly 


Leu 


Pro 


Phe 


l 








5 










10 








15 


His 


Leu 


Ala 


Val 


Ser 
20 


Pro 


Glu 


Gin 


Gin 


Leu 
25 


Leu 


Glu Tyr 


Asp 


Arg 
30 


Arg 


Val 


Trp 


His 


Pro 


Tyr 


Ala 


Pro 


Thr 


He 


Gly 


Ala Asp 


Pro 


Met 


Leu 


Ala 




35 










40 








45 








Val 


Thr 


Ala 


Ala 


Asn 


Gly 


val 


Trp 


Leu 


Gin 


Leu His 


Asp 


Gly 


Glu 


His 




"50 










55 








60 








His 


Arg 


His 


Glu 


Val 


He 


Asp 


Ala 


Met 


Ala 


Ser 


Trp Trp 


Cys 


Gin 


He 


65 










70 










75 








80 


Gly Tyr 


Arg 


Asn 


Pro 


Val 


Leu 


Asp 


Glu 


Ala 


Leu Asn 


Arg 


Gin 


Ser 


Ser 










85 










90 








95 




Gin 


Phe 


Ser 


His 
100 


Val 


Met 


Phe 


Gly 


Gly 
105 


Leu 


Thr His 


Lys 


Ala 
110 


Ala 


Val 


Asp 


Ala 


Val 


He 


Ser 


Leu 


Val 


Arg 


Leu 


Ala 


Pro Gly 


Pro 


Leu 


Asp 


Arg 




115 










120 








125 








lie 


Phe 
130 


Leu 


Ala 


Asp 


Ser 


Gly 
135 


Ser 


Val 


Gly 


Val Glu 
140 


Val 


Ser 


Leu 


Lys 


Leu 


Ala 


Arg 


Gin 


Val 


Gin 


He 


Ala 


Arg 


Thr 


Ala Ala 


Arg 


Gly 


Gly 


Thr 
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145 150 155 160 

Leu Thr Arg Thr Arg 
165 

<210> 1505 
c211> 556 
<212> DNA 

<213> Homo sapiens 
<400> 1505 

nngcgcgccg gtccctcaac accaccctga cttcgaaata tctggagaat gtctacgttg 
60 

gtttcaatcg gtttgccgaa cagatggcca ggatggccgg cgcctcggcg aaactggacg 
120 

acgggggccc cgaaactcgc tgacggcact aaaccttctt cccccggcgc aaccaccttg 
180 

gcttccngca tgacgaagct cagcggggga gctcagcggt tgtcagctaa cggcggcaag 
240 

ctcaccgacg gtgtctccca gctctccgga gggctcacaa ccttgtctca caagggccag 
300 

cagctcagcc aaggggccga tgggctggcc agcggggtgg cgacctacac cgatggcacg 
360 

gggaaggtcg tcgacggcat cgggcagctg tcggctggtt tgacgacgat ggatgagaag 
420 

atcgctgcgg ctaccgggaa aatcgatccc tcccagctcg acaaactcgc cggtggggcc 
480 

ggacagcttg ctgatggcat cgaccagttc accggcaatc tggtgggtta tcgtactgag 
540 

atccgccagt acgcgt 
556 

<210> 1506 
<211> 169 
<212> PRT 

<213> Homo sapiens 



<400> 1506 



Met 


Ser 


Thr 


Leu 


Val 


Ser 


He 


Gly Leu 


Pro 


Asn Arg 


Trp 


Pro 


Gly 


Trp 


1 








5 








10 








15 




Pro 


Ala 


Pro 


Arg 


Arg 


Asn 


Trp 


Thr Thr 


Gly 


Ala Pro 


Lys 


Leu 


Ala 


Asp 








20 








25 








30 






Gly 


Thr 


Lys 


Pro 


Ser 


Ser 


Pro 


Gly Ala 


Thr 


Thr Leu 


Ala 


Ser 


Xaa 


Met 






35 










40 






45 








Thr 


Lys 


Leu 


Ser 


Gly 


Gly 


Ala 


Gin Arg 


Leu 


Ser Ala 


Asn 


Gly 


Gly 


Lys 




50 










55 






60 










Leu 


Thr 


Asp 


Gly 


val 


Ser 


Gin 


Leu Ser 


Gly 


Gly Leu 


Thr 


Thr 


Leu 


Ser 


65 






70 








75 








80 


His 


Lys 


Gly 


Gin 


Gin 


Leu 


Ser 


Gin Gly 


Ala 


Asp Gly 


Leu 


Ala 


Ser 


Gly 








85 








90 








95 




Val 


Ala 


Thr 


Tyr 


Thr 


Asp 


Gly 


Thr Gly 


Lys 


Val Val 


Asp 


Gly 


He 


Gly 








100 








105 








110 






Gin 


Leu 


Ser 


Ala 


Gly 


Leu 


Thr 


Thr Met 


Asp 


Glu Lys 


He 


Ala 


Ala 


Ala 






115 










120 






125 








Thr 


Gly 


Lys 


He 


Asp 


Pro 


Ser 


Gin Leu 


Asp 


Lys Leu 


Ala 


Gly 


Gly 


Ala 
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130 135 140 

Gly Gin Leu Ala Asp Gly lie Asp Gin Phe Thr Gly Asn Leu Val Gly 
145 150 155 160 

Tyr Arg Thr Glu lie Arg Gin Tyr Ala 
165 

<210> 1507 
<211> 667 
<212> DNA 

<213> Homo sapiens 
<400> 1507 

agatctctta agatgtgctc attatcatga gaacagcgtg gaggaaacca cccccaggat 
60 

ccagttacct ccacttgtcc tgcccttggc acgtggggct tatggggatt acaattcaag 
120 

gtgagacttg ggtggggaca cagtggaaca tgaagtgtgc cacgctgggt ggatgacgcc 
180 

ctcctccccc cgccaccgag agctgcaggc cacatgattc cttttgggta gcactcggga 
240 

aagggcagaa tgtacaggaa cagagtgaga ttcgcagggc ctggggctga gggaggggac 
300 

gcactagagg aaggcaaagg ggagcctcct gggtgtgggg agcactttct gtcttggttt 
360 

tggtggtggc tgcacagtgg cccacacccg tcagagctca cctgcctgca cccaggccct 
420 

ccgtgcaccc tggcagccca gatgactgca ccagcccagg ggaggtggag gaatgccaca 
4 80 

cgcaccggta cctggggacc gggggtcctc ggtgatcatc ccgagctcca agacagaagc 
540 

tggactacag ccgtgctgag tggaggggtt tggtggctgg gtgcccgcct cctattgctc 
600 

ctgcagactc tggggtctcg ggcgccccca gtggggcaat gtgggctgct gcagggaact 
660 

cacgcgt 

667 

<210> 1508 

<211> 139 

<212> PRT 

<213> Homo sapiens 



<400> 1508 
























Met Tyr Arg 


Asn 


Arg 


Val Arg 


Phe 


Ala 


Gly 


Pro Gly 


Ala 


Glu 


Gly 


Gly 


1 




5 








10 








15 




Asp Ala Leu 


Glu 


Glu 


Gly Lys 


Gly 


Glu 


Pro 


Pro Gly 


Cys 


Gly 


Glu 


His 




20 








25 








30 






Phe Leu Ser 


Trp 


Phe 


Trp Trp 


Trp 


Leu 


His 


Ser Gly 


Pro 


His 


Pro 


Ser 


35 








40 








45 








Glu Leu Thr 


Cys 


Leu 


His Pro 


Gly 


Pro 


Pro 


Cys Thr 


Leu 


Ala 


Ala 


Gin 


50 






55 








60 










Met Thr Ala 


Pro 


Ala 


Gin Gly 


Arg 


Trp 


Arg 


Asn Ala 


Thr 


Arg 


Thr 


Gly 


65 






70 








75 








80 


Thr Trp Gly 


Pro 


Gly 


Val Leu 


Gly 


Asp 


His 


Pro Glu 


Leu 


Gin 


Asp 


Arg 
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85 90 95 

Ser Trp Thr Thr Ala Val Leu Ser Gly Gly Val Trp Trp Leu Gly Ala 

100 105 HO 

Arg Leu Leu Leu Leu Leu Gin Thr Leu Gly Ser Arg Ala Pro Pro Val 

115 120 125 

Gly Gin Cys Gly Leu Leu Gin Gly Thr His Ala 
130 135 



<210> 1509 

<211> 463 

<212> DNA 

<213> Homo sapiens 



<400> 1509 

tgatcagagt ggctgagcaa cttgctcaag atcacagttt cagaagtacg ctctaagctg 
60 

ggtctggctg actccaaagt tgtggctttt gttggttttc ttgttctgtc gcgttttaga 
120 

aagggctagg aaccgagcac tgggcgttgg gcttactctc ctcctatggt gacctgggag 
180 

tggtgcccaa ggcgctctct tcccagcacc tcagggtcct cactggtaaa ggagggagtg 
240 

attggaatgt cgccaaagtt acttggctct ggaattctgt ggctattcac gtggactctg 
300 

gatggcggtc accaagtaga agaggggccc tgggatagag agaagtctcc tctcctgctc 
360 

ctgatttccc aggcctctcc ctctcctggc cctccctcct ttcttccact tccccggatt 
420 

cccttcgagt ttggttgcaa ctttaatttt nngttccgat tea 
463 



<210> 1510 
<211> 99 
<212> PRT 

<213> Homo sapiens 



<400> 1510 

Met Val Thr Trp Glu Trp Cys Pro 

1 5 
Gly Ser Ser Leu Val Lys Glu Gly 
20 

Leu Gly Ser Gly lie Leu Trp Leu 

35 40 
His Gin Val Glu Glu Gly Pro Trp 

50 55 
Leu Leu He Ser Gin Ala Ser Pro 
65 70 
Pro Leu Pro Arg He Pro Phe Glu 
85 

Phe Arg Phe 



Arg Arg Ser Leu Pro Ser Thr Ser 

10 15 
Val He Gly Met Ser Pro Lys Leu 
25 30 
Phe Thr Trp Thr Leu Asp Gly Gly 
45 

Asp Arg Glu Lys Ser Pro Leu Leu 
60 

Ser Pro Gly Pro Pro Ser Phe Leu 

75 80 
Phe Gly Cys Asn Phe Asn Phe Xaa 
90 ' 95 



<210> 1511 
<211> 633 
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<212> DNA 

<213> Homo sapiens 
<400> 1511 

gccggcaccg gcgtcaaggc catggcgctg ggcccgggat gggtacacac cgaattccac 
60 

tcacgcgcca acgtcaccgg caaccatctg ccggactttt tctggatcga cgccgaagtt 
120 

ctggtacgcg aggctctcaa cgaccttgac catgacaagg tagtatccat tcctaccccg 
180 

ctctggaagt tcttcatcgc agtggccaca cataccccac gttccgctat gagattcctg 
240 

tcacgaactc tgtcctcgtc tcgagacaag gacgaccatc ctcgacacac tccgggaggc 
300 

gaggcctgag atggccagcg tcaaacccac taaggaccgg ggccggtaca ccaatgatct 
360 

gtccgccgcg acgcggcagg cagcgaacat gcttctgctg cgtcctttgg tgtggaaagt 
420 

cgtcaaagtg agcgtccacg gagccgacaa cctcgacggg ctcgacggtg ccttacgtcg 
480 

ccgtcgctaa ccattcctcc cacctcgacg cgccgctcgt ttttggggcc cttcccaagc 
540 

ggctgtcaaa gtacctagct accggggccg ctgctgacta tttcttcacc gtctggtgga 
600 

aggccatcgc tccggtgctc ttcttcaacg cgt 
633 

<210> 1512 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<400> 1512 



Ala 


Gly 


Thr 


Gly 


Val 


Lys 


Ala 


Met 


Ala 


Leu Gly Pro Gly Trp Val 


His 


1 








5 










10 15 




Thr 


Glu 


Phe 


His 
20 


Ser 


Arg 


Ala 


Asn 


Val 
25 


Thr Gly Asn His Leu Pro 
30 


Asp 


Phe 


Phe 


Trp 


He 


Asp Ala 


Glu 


Val 


Leu 


Val Arg Glu Ala Leu Asn 


Asp 






35 










40 




45 




Leu Asp 


His 


Asp 


Lys 


Val 


Val 


Ser 


He 


pro Thr Pro Leu Trp Lys 


Phe 




50 










SS 






60 




Phe 


He 


Ala 


Val 


Ala 


Thr 


His 


Thr 


Pro 


Arg Ser Ala Met Arg Phe 


Leu 


65 










70 








75 


80 


Ser 


Arg 


Thr 


Leu 


Ser 


Ser 


Ser Arg Asp 


Lys Asp Asp His Pro Arg 


His 










85 










90 95 




Thr 


Pro 


Gly 


Gly 
100 


Glu 


Ala 













<210> 1513 
<211> 401 
<212> DNA 

<213> Homo sapiens 
<400> 1513 
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acgcgtgaag gggtggaatt tcaccacaga ggggacgccg gggttcctgt tcagaaatat 
60 

ttggtcgtcc aatctcgtaa tgcccttctg aatgacttgc tgggcctgcc tcctgacacg 
120 

gctgtttcgc aggaaccgcc actcccgctc cttgcggatc tgactctcca ggtcgtgctc 
180 

ttctgggatc ttcatgacgg gctgggtaaa atagccgggc gctccagtcg cagaaccccg 
240 

tctgcaccgt ggcggagatg aaacttttgt gtccagcagc atcgtccgcg tcgtccgcag 
300 

tctgctctgg gcccttgtcg aacatcttcc gtgtccgggg gaactggtgg gagtgagggg 
360 

tgtactgcgc cccagcgggg cctgtggtgc ccggccggcc g 
401 

<210> 1514 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<400> 1514 

Met Phe Asp Lys Gly Pro Glu Gin Thr Ala Asp Asp Ala Asp Asp Ala 

15 10 15 

Ala Gly His Lys Ser Phe lie Ser Ala Thr Val Gin Thr Gly Phe Cys 

20 25 30 

Asp Trp Ser Ala Arg Leu Phe Tyr Pro Ala Arg His Glu Asp Pro Arg 

35 40 45 

Arg Ala Arg Pro Gly Glu Ser Asp Pro Gin Gly Ala Gly val Ala Val 

50 55 60 

Pro Ala Lys Gin Pro Cys Gin Glu Ala Gly Pro Ala Ser His Ser Glu 
65 70 75 80 

Gly His Tyr Glu He Gly Arg Pro Asn He Ser Glu Gin Glu Pro Arg 

85 90 95 

Arg Pro Leu Cys Gly Glu He Pro Pro Leu His Ala 
100 105 

<210> 1515 

<211> 720 

<212> DNA 

<213> Homo sapiens 



<400> 1515 

nnggatcctg accgcggcat gaggttcaac 
60 

agggccatca cggcaggagt, cgattatcac 
120 

aactacgagc ctgacctgac cgacgatgcg 
180 

gatcccggcc cgcctacgcc tattgcgcgc 
240 

gagacccatg tcaaagggct aacccgcctt 
300 

acctacgccg ggcttgccta tccggctgtt 
360 



cctgccaagc tattgctcga cccttatgcc 
ggcccgatta tggaccacac gccggaatcc 
acgtcggtcc cgctcgccgt cgtcattgac 
cgccacgaca tcagcgaatc gggcatctat 
caccccctcg ttcctgagca tcttcgcagc 
atcgaacacc tcaagtcaat cggagtaaca 



1248 



WO 00/58473 



PCT/US00/08621 



gccatcgaac tactacccgt 
420 

ttatccgatt actggggtta 
480 

tccgtcggct cgatgggaac 
540 

gaagccggca tcgaggtttt 
600 

gaaggaccga ctctgtcttt 
660 

gatcaccgca atgaccatga 
720 

<210> 1516 
<21X> 240 
<212> PRT 

<213> Homo sapiens 

<400> 1516 
Xaa Asp Pro Asp Arg 

1 5 
Asp Pro Tyr Ala Arg 
20 

lie Met Asp His Thr 
35 

Asp Ala Thr Ser Val 
50 

Pro Thr Pro lie Ala 
65 

Glu Thr His Val Lys 
85 

His Leu Arg Ser Thr 
100 

His Leu Lys Ser lie 
IIS 

Gin Phe Val Ser Glu 
130 

Trp Gly Tyr Asn Thr 
145 

Ser Val Gly Ser Met 
16S 

Thr Ser Phe His Glu 
180 

Asn His Thr Gly Glu 
195 

Gly He Asp His Glu 
210 

Asp Tyr Asp Val Thr 
225 

<210> 1517 
<211> 497 
<212> DNA 

<213> Homo sapiens 



ccagcagttc gtctccgaac 
caacaccctg gggttctttg 
ccaggtgcgc gagttcaagg 
cctcgatgtc gtctacaacc 
ccgcggcatc gatcacgagt 
cgtcaccggt tgtggcaatt 



cattcatcgt tgggcgcggc 
cgccgcatgc tgcctactgc 
acatggtgac gtctttccac 
acactggtga gggcggccat 
cttattaccg cctcaccaac 
ctgtcgacac ctcccatccg 



Gly Met Arg Phe 
Ala He 
Pro Glu 



Pro Leu 
55 

Arg Arg 
70 

Gly Leu 

Tyr Ala 

Gly Val 

Pro Phe 
135 
Leu Gly 
150 

Gly Thr 

Ala Gly 

Gly Gly 

Ser Tyr 
215 
Gly Cys 
230 



Thr Ala 

25 
Ser Asn 
40 

Ala Val 



His Asp 

Thr Arg 

Gly Leu 
105 
Thr Ala 
120 

He Val 

Phe Phe 

Gin Val 

He Glu 
185 
His Glu 
200 

Tyr Arg 
Gly Asn 



Asn Pro 
10 

Gly Val 

Tyr Glu 

Val He 

He Ser 

75 
Leu His 
90 

Ala Tyr 

He Glu 

Gly Arg 

Ala Pro 
155 
Arg Glu 
170 

Val Phe 

Gly Pro 

Leu Thr 

Ser Val 
235 



Ala Lys 

Asp Tyr 

Pro Asp 

45 
Asp Asp 
60 

Glu Ser 

Pro Leu 

Pro Ala 

Leu Leu 
125 
Gly Leu 
140 

His Ala 

Phe Lys 

Leu Asp 

Thr Leu 
205 
Asn Asp 
220 

Asp Thr 



Leu Leu Leu 
15 

His Gly Pro 
30 

Leu Thr Asp 

Pro Gly Pro 

Gly He Tyr 
80 

Val Pro Glu 
95 

Val He Glu 
110 

Pro Val Gin 

Ser Asp Tyr 

Ala Tyr Cys 
160 

Asp Met Val 
175 

Val Val Tyr 
190 

Ser Phe Arg 

His Arg Asn 

Ser His Pro 
240 
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<400> 1517 

nnacgcgtga agggggttcg ggaggaggac gccctgctgg agaacgggag ccagagcaac 
60 

gaaagtgacg acgtcagcac agaccgtggc cctgcgccac cttccccgct caaggagacc 
120 

tccttttcca tcgggctgca agtactgttt ccattcctcc tggcaggctt tgggaccgtg 
180 

gctgctggca tggtgttgga catcgtgcag cactgggaag tcttccagaa ggtgacagag 
240 

gtcttcatcc tagtgcctgc gctgctgggg ctcaaaggga acctggaaat gaccctggca 
300 

tcaaggcttt ccactgcagc caacattgga cacatggaca cacccaagga gctctggcgg 
360 

atgatcactg ggaacatggc cctcatccag gtgcaggccc cggtggtggg cttcctggcg 
420 

tccatcgcag ccgtcgtctt tggctggatc cctgatggcc acttcagtat tccgcacgcc 
480 

ttcctgctct gtggtag 
497 

<210> 1518 

<211> 165 

<212> PRT 

<213> Homo sapiens 



<400> 1518 



Xaa 


Arg 


Val 


Lys 


Gly Val Arg 


Glu Glu 


Asp 


Ala 


Leu 


Leu 


Glu 


Asn 


Gly 


1 








5 






10 










15 




Ser 


Gin 


Ser 


Asn 


Glu Ser Asp 


Asp Val 


Ser 


Thr 


Asp 


Arg 


Gly 


Pro 


Ala 








20 






25 










30 






Pro 


Pro 


Ser 


Pro 


Leu Lys 


Glu 


Thr Ser 


Phe 


Ser 


He 


Gly 


Leu 


Gin 


Val 






35 








40 








45 








Leu 


Phe 


Pro 


Phe 


Leu Leu 


Ala 


Gly Phe 


Gly 


Thr 


Val 


Ala 


Ala 


Gly 


Met 




50 








55 








60 










val 


Leu 


Asp 


He 


Val Gin 


His 


Trp Glu 


Val 


Phe 


Gin 


Lys 


Val 


Thr 


Glu 


65 








70 








75 










80 


val 


Phe 


lie 


Leu 


val Pro 


Ala 


Leu Leu 


Gly 


Leu 


Lys 


Gly 


Asn 


Leu 


Glu 










85 






90 










95 




Met 


Thr 


Leu 


Ala 


Ser Arg 


Leu 


Ser Thr 


Ala 


Ala 


Asn 


He 


Gly 


His 


Met 








100 






105 










110 






Asp 


Thr 


Pro 


Lys 


Glu Leu 


Trp 


Arg Met 


He 


Thr 


Gly 


Asn 


Met 


Ala 


Leu 






115 








120 








125 








lie 


Gin 


Val 


Gin 


Ala Pro 


Val 


Val Gly 


Phe 


Leu 


Ala 


Ser 


He 


Ala 


Ala 




130 








135 








140 










Val 


Val 


Phe 


Gly 


Trp He 


Pro 


Asp Gly 


His 


Phe 


Ser 


He 


Pro 


His 


Ala 


145 








150 








15S 










160 


Phe 


Leu 


Leu 


Cys 


Gly 





















165 



<210> 1519 

<211> 2076 

<212> DNA 

<213> Homo sapiens 
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<400> 1519 

nnagatcttt gggggattca acgagtggaa 
60 

gtgtgcaatg agatgttggt aaaatcccag 
120 

cttacaaaaa ttgaaggagt gctctctggt 
180 

attggatgga ttctggaaga agcaactgaa 
240 

cccacagtgg ttcgtcctcc caaacaactg 
300 

gaaatggagc tgtttgaact tccagctact 
360 

ttttcttctg ctttgcaacg tatgagtgtg 
420 

gacgcctaca tgaagggagc gcccgaggcc 
480 

cctgtcgatt ttcaaaacgt tttggaagac 
540 

cttgcacaca gaaaattgga gtcaaaactg 
600 

gatgcaattg agaacaacat ggattttatg 
660 

caagaaaccc ctgcagtact tgaagatttg 
720 

acaggtgaca gtatgttgac tgctgtctct 
780 

caggataaag tgattattgc tgaagcatta 
840 

aattggcatt atgcagactc cctcacgcag 
900 

gctattccgg ttaaattggt ccatgatagc 
960 

tttgcaatga atggaaaatc attctcagtg 
1020 

aagttgacgt cgcatggcac cgtgtttgcc 
1080 

atagaagcat tgcaaaatgt tgattatttt 
1140 

tgtggtgctt tgaagagggc acacggaggc 
1200 

gcatctccct ttacctctaa gactcctagt 
1260 

ggccgtgctg ctttaataac ttccttctgt 
1320 

atccagtact tcagtgttac tctgctgtat 
1380 

tttctcttca ttgatctggc aatcattttg 
1440 

gcctggaaag aacttgcggc acaaagacca 
1500 

ttctccgttt tgtctcagat tatcatctgc 
1560 



aatgcacgat ttctttcacc agaagaaaat 
tttgttgctt gtatggctac ttgtcattca 
gatccacttg atctgaaaat gtttgaggct 
gaagaaacag cacttcataa tcgaattatg 
cttcctgaat ctacccctgc aggaaaccaa 
tatgagatag gaattgttcg ccagttccca 
gttgccaggg tgctggggga taggaaaatg 
attgccggtc tctgtaaacc tgaaacagtt 
ttcactaaac agggcttccg tgtgattgct 
acatggcata aagtacagaa tattagcaga 
ggattaatta taatgcagaa caaattaaag 
cataaagcca acattcgcac cgtcatggtc 
gtggccagag attgtggaat gattctacct 
cctccaaagg atgggaaagt tgccaaaata 
tgcagtcatc catcagcaat tgacccagag 
ttagaggatc ttcaaatgac tcgttatcat 
atactggagc attttcaaga ccttgttcct 
cgtatggcac ctgatcagaa gacacagttg 
gttgggatgt gtggtgatgg cgcaaatgat 
atttccttat cggagctcga agcttcagtg 
atttcctgtg tgccaaacct tatcagggaa 
gtgtttaaat tcatggcatt. gtacagcatt 
tctatcttaa gtaacctagg agacttccag 
gtagtggtat ttacaatgag tttaaatcct 
ccttcgggtc ttatatctgg ggcccttctc 
attggatttc aatctttggg ttttttttgg 
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gtcaaacagc aaccttggta tgaagtgtgg catccaaaat cagatgcttg taatacaaca 
1620 

ggaagcgggt tttggaattc ctcacacgta gacaatgaaa ccgaacctga tgaacataat 
1680 

atacaaaatt atgaaaatac cacagtgttt tttatttcca gttctcagta cctcacagtg 
1740 

gcaattgcct tttcaaaagg aaaacccttc aggcaacctt gctacaaaaa ttattttttt 
1800 

gtttttcctg tgattttttt atatattttt atattattca tcatgttgta tccagttgcc 
1860 

tctgttgacc aggttcttca gatagtgtgt gtaccatatc agtggcgtgt aactatgctc 
1920 

atcattgttc ttgtcaatgc ctttgtgtct atcacagtgg agaacttctt ccttgacatg 
1980 

gtcctttgga aagttgtgtt caaccgagac aaacaaggag agtatcggtt cagcaccaca 
2040 

cagccaccgc aggagtcagt ggatcggtgg ggaaaa 
2076 

<210> 1520 
<211> 692 
<212> PRT 

<213> Homo sapiens 



<400> 1520 



Xaa Asp Leu Trp Gly lie Gin Arg Val 


Glu 


Asn 


Ala 


Arg 


Phe Leu 


Ser 


1 5 








10 








15 




Pro Glu Glu Asn Val Cys 


Asn 


Glu 


Met 


Leu 


Val 


Lys 


Ser 


Gin Phe 


Val 


20 






25 










30 




Ala Cys Met Ala Thr Cys 


His 


Ser 


Leu 


Thr 


Lys 


He 


Glu 


Gly Val 


Leu 


35 




40 










45 






Ser Gly Asp Pro Leu Asp 


Leu 


Lys 


Met 


Phe 


Glu 


Ala 


He 


Gly Trp 


He 


50 


55 










60 








Leu Glu Glu Ala Thr Glu 


Glu 


Glu 


Thr 


Ala 


Leu 


His 


Asn 


Arg He 


Met 


65 70 










75 








80 


Pro Thr Val Val Arg Pro 


Pro 


Lys 


Gin 


Leu 


Leu 


Pro 


Glu 


Ser Thr 


Pro 


85 








90 








95 




Ala Gly Asn Gin Glu Met 


Glu 


Leu 


Phe 


Glu 


Leu 


Pro 


Ala 


Thr Tyr 


Glu 


100 






105 










110 




He Gly He Val Arg Gin 


Phe 


Pro 


Phe 


Ser 


Ser 


Ala 


Leu 


Gin Arg 


Met 


115 




120 










125 






Ser Val Val Ala Arg Val 


Leu Gly Asp Arg Lys 


Met 


Asp 


Ala Tyr 


Met 


130 


135 










140 








Lys Gly Ala Pro Glu Ala He Ala Gly Leu Cys Lys 


Pro 


Glu Thr 


Val 


145 150 










155 








160 


Pro Val Asp Phe Gin Asn 


Val 


Leu Glu Asp Phe 


Thr 


Lys 


Gin Gly 


Phe 


165 








170 








175 




Arg Val He Ala Leu Ala 


His 


Arg Lys 


Leu 


Glu 


Ser 


Lys 


Leu Thr 


Trp 


180 






185 










190 




His Lys Val Gin Asn He 


Ser Arg Asp Ala 


He 


Glu 


Asn 


Asn Met 


Asp 


195 




200 










205 




Phe Met Gly Leu He He 


Met 


Gin 


Asn Lys 


Leu 


Lys 


Gin 


Glu Thr 


Pro 


210 


215 










220 








Ala Val Leu Glu Asp Leu His Lys Ala Asn He Arg 


Thr 


val Met 


Val 
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225 230 235 240 

Thr Gly Asp Ser Met Leu Thr Ala Val Ser Val Ala Arg Asp Cys Gly 

245 250 255 

Met lie Leu Pro Gin Asp Lys Val lie lie Ala Glu Ala Leu Pro Pro 

260 265 270 

Lys Asp Gly Lys Val Ala Lys lie Asn Trp His Tyr Ala Asp Ser Leu 

275 280 285 

Thr Gin Cys Ser His Pro Ser Ala lie Asp Pro Glu Ala lie Pro Val 

290 295 300 

Lys Leu Val His Asp Ser Leu Glu Asp Leu Gin Met Thr Arg Tyr His 
305 310 315 320 

Phe Ala Met Asn Gly Lys Ser Phe Ser Val He Leu Glu His Phe Gin 

325 330 335 

Asp Leu Val Pro Lys Leu Met Leu His Gly Thr Val Phe Ala Arg Met 

340 345 350 

Ala Pro Asp Gin Lys Thr Gin Leu He Glu Ala Leu Gin Asn Val Asp 

355 360 365 

Tyr Phe Val Gly Met Cys Gly Asp Gly Ala Asn Asp Cys Gly Ala Leu 

370 375 380 

Lys Arg Ala His Gly Gly He Ser Leu Ser Glu Leu Glu Ala Ser Val 
385 390 395 400 

Ala Ser Pro Phe Thr Ser Lys Thr Pro Ser He Ser Cys Val Pro Asn 

405 410 415 

Leu He Arg Glu Gly Arg Ala Ala Leu He Thr Ser Phe Cys Val Phe 

420 425 430 

Lys Phe Met Ala Leu Tyr Ser He He Gin Tyr Phe Ser Val Thr Leu 

435 440 445 

Leu Tyr Ser He Leu Ser Asn Leu Gly Asp Phe Gin Phe Leu Phe He 

450 455 460 

Asp Leu Ala He He Leu Val Val Val Phe Thr Met Ser Leu Asn Pro 
465 470 475 480 

Ala Trp Lys Glu Leu Val Ala Gin Arg Pro Pro Ser Gly Leu He Ser 

485 490 495 

Gly Ala Leu Leu Phe Ser Val Leu Ser Gin He He He Cys He Gly 

500 505 510 

Phe Gin Ser Leu Gly Phe Phe Trp Val Lys Gin Gin Pro Trp Tyr Glu 

515 520 525 

Val Trp His Pro Lys Ser Asp Ala Cys Asn Thr Thr Gly Ser Gly Phe 

530 535 540 

Trp Asn Ser Ser His Val Asp Asn Glu Thr Glu Leu Asp Glu His Asn 
545 550 555 560 

He Gin Asn Tyr Glu Asn Thr Thr Val Phe Phe He Ser Ser Phe Gin 

565 570 575 

Tyr Leu He Val Ala He Ala Phe Ser Lys Gly Lys Pro Phe Arg Gin 

580 585 590 

Pro Cys Tyr Lys Asn Tyr Phe Phe Val Phe Ser Val He Phe Leu Tyr 

595 600 605 

He Phe He Leu Phe He Met Leu Tyr Pro Val Ala Ser Val Asp Gin 

610 615 620 

Val Leu Gin lie Val Cys Val Pro Tyr Gin Trp Arg Val Thr Met Leu 
625 630 635 640 

lie lie Val Leu Val Asn Ala Phe Val Ser He Thr Val Glu Asn Phe 

645 650 655 

Phe Leu Asp Met Val Leu Trp Lys Val Val Phe Asn Arg Asp Lys Gin 
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660 665 670 

Gly Glu Tyr Arg Phe Ser Thr Thr Gin Pro Pro Gin Glu Ser Val Asp 

675 680 685 

Arg Trp Gly Lys 
690 

<210> 1521 
<211> 373 
<212> DNA 

<213> Homo sapiens 
<400> 1521 

acgcgtcaca gctgaagccc gcagtgatag ccgacgcaca agccgaatca acaacttgtg 
60 

tctgcacgcg ctgggcctca acgagtagtt cagcaaaagt aggcggaaca ggcgcaacga 
120 

gcgtaccatc cgatacacgc cagccttgac tgctgataca ccccagccac tgcgcatcag 
180 

tgatttcaat ggcggttaca cagtctggta tcggactgtc gatatcatcg taataggcga 
240 

tcacattccc atttgcatcg tatgctgcga acttttgacc catgattatt atttcccgaa 
300 

tgcaaaccaa taaacagtgt tggcgcttga tgaatagccg ttctgcacca cggcggtaga 
360 

gagtggcgtc gac 
373 

<210> 1522 
<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 1522 

Met Gly Gin Lys Phe Ala Ala Tyr Asp Ala Asn Gly Asn Val He Ala 

15 10 15 

Tyr Tyr Asp Asp He Asp Ser Pro He Pro Asp Cys Val Thr Ala He 

20 25 30 

Glu He Thr Asp Ala Gin Trp Leu Gly Cys He Ser Ser Gin Gly Trp 

35 40 45 

Arg Val Ser Asp Gly Thr Leu Val Ala Pro Val Pro Pro Thr Phe Ala 

50 55 60 

Glu Leu Leu Val Glu Ala Gin Arg Val Gin Thr Gin Val He Asp Ser 
65 70 75 80 

Ala Cys Ala Ser Ala He Thr Ala Gly Phe Ser Cys Asp Ala 
85 90 

<210> 1523 
<211> 525 
<212> DNA 

<213> Homo sapiens 
<400> 1523 

nnacgcgtgc ggtcaatatg ccgccattcc cataagcgct tggtggcatg tttccagggc 
60 . 
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cagcatggca ccgatgccga gaggagacac aaaaaactgc ctctgacagc tcttgctcaa 
120 

aatatgcaag aagcatcgac tcagctggaa gactccct.cc tggggaagat gctggagacg 
180 

tgtggagatg ctgagaatca gctggctctc gagctctccc agcacgaagt ctttgttgag 
240 

aaggagatcg tggaccctct gtacggcata gctgaggtgg agattcccaa catccagaag 
300 

cagaggaagc agcttgcaag attggtgtta gactgggatt cagtcagagc caggtggaac 
360 

caagctcaca aatcctcagg aaccaacttt caggggcttc catcaaaaat agatactcta 
420 

aaggaaggga tggatgaagc tggaaataaa gtagaacagt gcaaggatca acttgcagca 
480 

gacatgtaca actttatggc caaagaaggg gagtatggca aattt 
525 

<210> 1524 
<211> 175 
<212> PRT 

<213> Homo sapiens 



<400> 1524 



Xaa 


Arg 


Val 


Arg 


Ser He Cys Arg His 


Ser 


His 


Lys 


Arg 


Leu 


Val 


Ala 


l 








5 


10 










15 




cys 


Phe 


Gin 


Gly 


Gin His Gly Thr Asp 


Ala 


Glu 


Arg 


Arg 


His 


Lys 


Lys 








20 


25 










30 






Leu 


Pro 


Leu 


Thr 


Ala Leu Ala Gin Asn 


Met 


Gin 


Glu 


Ala 


Ser 


Thr 


Gin 






35 




40 








45 








Leu 


Glu 


Asp 


Ser 


Leu Leu Gly Lys Met 


Leu 


Glu 


Thr 


Cys 


Gly 


Asp 


Ala 




50 






55 






60 










Glu 


Asn 


Gin 


Leu 


Ala Leu Glu Leu Ser 


Gin 


His 


Glu 


Val 


Phe 


Val 


Glu 


65 








70 




75 










80 


Lys 


Glu 


He 


Val 


Asp Pro Leu Tyr Gly 


He 


Ala 


Glu 


Val 


Glu 


He 


Pro 










85 


90 










95 




Asn 


lie 


Gin 


Lys 


Gin Arg Lys Gin Leu 


Ala 


Arg 


Leu 


Val 


Leu 


Asp 


Trp 








100 


105 










110 






Asp 


Ser 


Val 


Arg 


Ala Arg Trp Asn Gin 


Ala 


His 


Lys 


Ser 


Ser 


Gly 


Thr 






115 




120 








125 








Asn 


Phe 


Gin 


Gly 


Leu Pro Ser Lys He 


Asp 


Thr 


Leu 


Lys 


Glu 


Gly 


Met 




130 






135 






140 










Asp 


Glu 


Ala 


Gly 


Asn Lys Val Glu Gin 


Cys 


Lys 


Asp 


Gin 


Leu 


Ala 


Ala 


145 








150 




155 










160 


Asp 


Met 


Tyr 


Asn 


Phe Met Ala Lys Glu 


Gly 


Glu 


Tyr 


Gly 


Lys 


Phe 












165 


170 










175 





<210> 1525 
<211> 294 
<212> DNA 

<213> Homo sapiens 
<400> 1525 

gtgcacgagc gcatggatct catccgccaa agcgtggatg cgcgcattaa cgtggactac 
60 
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tggtccggcc tgctcgtgga 
120 

ctgcgttctt ccctggacta 
180 

tctggcatcg atacggtctt 
240 

ctgtgcaaac aggtcgcgca 
294 



ctatacctcg cagcacggcg 
tgaatatgaa ctgccgatgg 
tttgcttacc gatgaaaagt 
attcggcggt gaggtcaccg 



tcgacgtttc ggtcaagggg 
cccagatgaa ccggcgttta 
acggctacat cagctcatcg 
ggatgcttcg gate 



<210> 1526 
<211> 98 
<212> PRT 

<213> Homo sapiens 



<400> 1526 

Val His Glu Arg Met Asp Leu lie 

1 5 
Asn Val Asp Tyr Trp Ser Gly Leu 
20 

Gly Val Asp Val Leu Val Lys Gly 

35 40 
Tyr Glu Leu Pro Met Ala Gin Met 

50 55 
Thr Val Phe Leu Leu Thr Asp Glu 
65 70 
Leu Cys Lys Gin Val Ala Gin Phe 
85 

Arg lie 



Arg Gin Ser Val Asp Ala Arg He 

10 15 
Leu Val Asp Tyr Thr Ser Gin His 
25 30 
Leu Arg Ser Ser Leu Asp Tyr Glu 
45 

Asn Arg Arg Leu Ser Gly He Asp 
60 

Lys Tyr Gly Tyr He Ser Ser Ser 

75 80 
Gly Gly Glu Val Thr Gly Met Leu 
90 95 



<210> 1527 
<211> 371 
<212> DNA 

<213> Homo sapiens 
<400> 1527 

tgtacaaacc cgectatgag caagtgcaaa ccaacatgga aatgctcaag gccggacgca 
60 

gcttcaagga atacgecgag atggcctgga agattcccga gcattacaaa aacaaccgct 
120 

acttcgccct ggtgcacggg gttggcatga ccggcgagta cccttgggtg gtgcaccgcg 
180 

aagacattga cgcgctgggt tacgaeggtg tgttcgaggc cggcatgacc atctgtgtgg 
240 

aaa'gctacat cggccacgac gaeggeggeg aaggcgtgaa gctcgaagaa cagatctaca 
3 00 

tccacgaaca cagcatcgag ttgctctccg attatcegtt cgacccacgc ctgttgccgc 
360 

getgaacgeg t 
371 



<210> 1528 
<211> 109 
<212> PRT 
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<213> Homo sapiens 
<400> 1528 



Met 


Glu 


Met 


Leu 


Lys Ala Gly Arg Ser 


Phe 


Lys Glu 


Tyr 


Ala 


Glu 


Met 


l 








5 


10 








15 




Ala 


Trp 


Lys 


He 


Pro Glu His Tyr Lys 


Asn 


Asn Arg 


Tyr 


Phe 


Ala 


Leu 








20 


25 








30 






Val 


His 


Gly 


Val 


Gly Met Thr Gly Glu 


Tyr 


Pro Trp 


val 


Val 


His 


Arg 






35 




40 






45 








Glu Asp 


He 


Asp 


Ala Leu Gly Tyr Asp 


Gly 


Val Phe 


Glu 


Ala 


Gly 


Met 




50 






55 




60 










Thr 


He 


Cys 


Val 


Glu Ser Tyr He Gly 


His 


Asp Asp 


Gly 


Gly 


Glu 


Gly 


65 








70 




75 








80 


Val 


Lys 


Leu 


Glu 


Glu Gin He Tyr He 


His 


Glu His 


Ser 


He 


Glu 


Leu 










85 


90 








95 




Leu 


Ser 


Asp 


Tyr 


Pro Phe Asp Pro Arg 


Leu 


Leu Pro 


Arg 









100 105 



<210> 1529 
<211> 609 
<212> DNA 
<213> Homo sapiens 

<400> 1529 

nacgcgtggt gctcaccctc cgtgtgactc 
60 

gtgggacttg cgctctgtcc ggctcagggc 
120 

gctcagggct cgccctccgt gggacttgcg 
180 

ggacttgcgc tctgtccggc tcagggctcg 
240 

cagggctcgc cctccgtggg acttgcgctc 
300 

tttgcgctct gtctggctca ggctgcgcag 
360 

gcggctcctt ccacccagcc cccatctccg 
420 

aggtgcactg tttccaattc ctcattcaca 
480 

acgcattcgg ccatggtcct caccactctg 
540 

atagcgtgtt cctcctttcc caggcctcac 
600 

ccattcacg 
609 

<210> 1530 
<211> 125 
<212> PRT 
<213> Homo sapiens 

<400> 1530 

Leu Ala Leu Cys Pro Ala Gin Gly Ser Pro Sfer Val Gly Leu Ala Leu 



gcgctctgtc 
tcgccctccg 
ctctgtccgg 
ccctccgtgg 
tgtccggctc 
ggcaatggag 
gccggccatt 
agctctacct 
cgaggagcac 
agaatgctct 



cggctcaggg 
tgggacttgc 
ctcagggctc 
gacttgcgct 
agggctcgcc 
gaacctcccg 
tgtgaggccc 
tccacgagcc 
agcctcttct 
gtccgcatcc 



ctcgccctcc 
gctctgtccg 
gccctccgtg 
ctgtccggct 
ctccgtggga 
agcaggccca 
tctgccactg 
cagagcatga 
ccaccgtcca 
tcccagcatt 
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1 5 
Cys Pro Ala Gin Gly Ser 
20 

Gin Gly Ser Pro Ser Val 
35 

Pro Ser Val Gly Leu Ala 
SO 

Gly Leu Ala Leu Cys Pro 
65 70 
Leu Cys Pro Ala Gin Gly 
85 

Ala Gin Ala Ala Gin Gly 
100 

Ala Pro Ser Thr Gin Pro 
115 

<210> 1531 
<211> 726 
<212> DNA 
<213> Homo sapiens 

<400> 1531 

accggtcgcc ggcttgtcga gggtaacctt ctggccacag ttggtgatgg tgataggtcc 
60 

agcgttggac tgggacgccg acgctgaaaa agaagctgac gagtccttgg gggcgcccgc 
120 

acattcggca agcatgagga cggggagcat cgagaccgcg acagctcggc gaaggaattt 
180 

cggggtggca ggcatggcga aactagcttt ctgtgatcgg cgtgcgcggc cgggcaacaa 
240 

cagggcgtcg tcaggtggtc ttcgggctcg acttcgtctc cgttcccggc accttcccag 
300 

tgcgcatggc caggtggtcc aagtcggggc ggatcagtca taccgctgcg ctcagctccg 
360 

gcttttcacc ggattccagc gctggtgtgg tcaccagcaa cctgacgcga ggattttagc 
420 

acccccttcg cataccgcta tccagggcct ccacgacagc ggcaccgatg acgatcgcgt 
480 

tcaccgagcg cggcgttttc ggcagcttcc acatggggat cagaccatat tgatgcactg 
540 

gcgatccctt catacgcgag ccgccgatat ggcccccgag tgaggcccct cagttcgcgc 
600 

tgacgcatgc cgctctgcgc agcctgccaa cgctttcccg caacctcacc acacgtttgc 
660 

cgggttcggg gctggcgacg tgagccgtgt cacaagttca cgagctggct cacccgtccg 
720 

cgagag 
726 

<210> 1532 

<211> 178 

<212> PRT 

<213> Homo sapiens 



10 

Pro Ser Val Gly Leu 
25 

Gly Leu Ala Leu Cys 
40 

Leu Cys Pro Ala Gin 
55 

Ala Gin Gly Ser Pro 
75 

Ser Pro Ser Val Gly 
90 

Asn Gly Gly Thr Ser 
105 

Pro Ser Pro Ala Gly 
120 



15 

Ala Leu Cys Pro Ala 
30 

Pro Ala Gin Gly Ser 
45 

Gly Ser Pro Ser Val. 
60 

Ser Val Gly Leu Ala 
80 

Phe Ala Leu Cys Leu 
95 

Arg Ala Gly Pro Ala 
110 

His Leu 
12S 
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<400> 1532 

Met Val He Gly Pro Ala Leu Asp Trp Asp Ala Asp Ala Glu Lys Glu 

15 10 15 

Ala Asp Glu Ser Leu Gly Ala Pro Ala His Ser Ala Ser Met Arg Thr 

20 25 30 

Gly Ser He Glu Thr Ala Thr Ala Arg Arg Arg Asn Phe Gly Val Ala 

35 40 45 

Gly Met Ala Lys Leu Ala Phe Cys Asp Arg Arg Ala Arg Pro Gly Asn 

50 55 60 

Asn Arg Ala Ser Ser Gly Gly Leu Arg Ala Arg Leu Arg Leu Arg Ser 
65 70 75 80 

Arg His Leu Pro Ser Ala His Gly Gin Val Val Gin Val Gly Ala Asp 

85 90 95 

Gin Ser Tyr Arg Cys Ala Gin Leu Arg Leu Phe Thr Gly Phe Gin Arg 

100 105 110 

Trp Cys Gly His Gin Gin Pro Asp Ala Arg lie Leu Ala Pro Pro Ser 

115 120 125 

His Thr Ala He Gin Gly Leu His Asp Ser Gly Thr Asp Asp Asp Arg 

130 135 140 

Val His Arg Ala Arg Arg Phe Arg Gin Leu Pro His Gly Asp Gin Thr 
145 150 155 t 160 

He Leu Met His Trp Arg Ser Leu His Thr Arg Ala Ala Asp Met Ala 
165 170 175 

Pro Glu 



<210> 1533 
<211> 364 
<212> DNA 

<213> Homo sapiens 
<400> 1533 

natatgctgg tcgatcatgt gcatcagatc gtccagtggc cggagcgcgg ctggctggcg 
60 

gagattattc acagcgaacg ggcgaccggc ggtgcgccgc ttaacgtcct gctgacgctg 
120 

gttaaaatgc acgtcggctt gccgttgcag gcggtcggtc ttatcggcga agacagcgat 
180 

ggcgattaca ttatggcgat gctcgaccag taccacgtca atcgccagcg ggtacagcgc 
240 

accacgtttg cccccacgtc gatgtcgcag gtgatgaccg atcccactgg gcagcgcacc 
300 

tttttccatt cgcctgccgc caatcgcctg ctcgatctcc ccgcctttga tcgactcgac 

360 

gcgt 

364 

<210> 1534 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 1534 

Xaa Met Leu Val Asp His Val His Gin He Val Gin Trp Pro Glu Arg 
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1 








5 






10 


15 




Gly 


Trp 


Leu 


Ala 


Glu He 


He 


His Ser 


Glu Arg Ala Thr Gly Gly 


Ala 








20 






25 




30 




Pro 


Leu 


Asn 


Val 


Leu Leu 


Thr 


Leu Val 


Lys Met 


His Val Gly Leu 


Pro 






35 








40 




45 




Leu 


Gin 


Ala 


Val 


Gly Leu 


He 


Gly Glu 


Asp Ser 


Asp Gly Asp Tyr 


He 




50 








55 






60 




Met 


Ala 


Met 


Leu 


Asp Gin 


Tyr 


His Val 


Asn Arg 


Gin Arg Val Gin 


Arg 


65 








70 






75 




80 


Thr 


Thr 


Phe 


Ala 


Pro Thr 


Ser 


Met Ser 


Gin Val 


Met Thr Asp Pro 


Thr 










85 






90 


95 




Gly 


Gin 


Arg 


Thr 


Phe Phe 


His 


Ser Pro 


Ala Ala 


Asn Arg Leu Leu 


Asp 








100 






105 




110 




Leu 


Pro 


Ala 


Phe 


Asp Arg Leu Asp Ala 









115 120 



<210> 1535 

<211> 369 

<212> DNA 

<213> Homo sapiens 

<400> 1535 

gaattcgggg ggctccggga atgaagtttc catttcgcaa gccttctgaa gcaaatccgc 
60 

caatccctgg ggcccgcggt gcgtgccggc cagcggccag tcctggcccg gaatgatcca 
120 

ctcgatatct tcggcagaca acgccagcag accgggccta tcgccgcggc ccatggctgc 
180 

aaaaaaactc ttcacagtct ggacattccc ttgtgtgctc atcgaaatct ctccatgtcc 
240 

tttacctggg atcgtgtccg atctcatcgg acgcgttgag gacctgctgg tgaggacggg 
300 

gtgtcggtga ttcagccgat atcgactttg catggcgatg tcccagctgc cggagccgtt 
360 

actggccac 
369 

<210> 1536 

<211> 111 

<212> PRT 

<213> Homo sapiens 



<400> 1536 



Met Gin Ser Arg Tyr 


Arg 


Leu 


Asn 


His Arg 


His 


Pro 


Val Leu Thr Ser 


1 5 








10 






15 


Arg Ser Ser Thr Arg 


Pro 


Met 


Arg 


Ser Asp 


Thr 


He 


Pro Gly Lys Gly 


20 








25 






30 


His Gly Glu He Ser 


Met 


Ser 


Thr 


Gin Gly 


Asn 


Val 


Gin Thr Val Lys 


35 






40 








45 


Ser Phe Phe Ala Ala 


Met 


Gly 


Arg 


Gly Asp 


Arg 


Pro 


Gly Leu Leu Ala 


50 




55 








60 




Leu Ser Ala Glu Asp 


He 


Glu 


Trp 


He He 


Pro Gly 


Gin Asp Trp Pro 


65 


70 








75 




80 


Leu Ala Gly Thr His 


Arg Gly 


Pro 


Gin Gly 


Leu 


Ala 


Asp Leu Leu Gin 
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85 90 95 

Lys Ala Cys Glu Met Glu Thr Ser Phe Pro Glu Pro Pro Glu Phe 
100 105 HO 

<210> 1537 

<211> 294 

<212> DNA 

<213> Homo sapiens 

<400> 1537 

ccactcgcgg cgcctcctga gccctctcgt gtgtcaggac gccagcatcc tgttcgtgtt 
60 

ctcggggctg ctgcacgtgt accagcggaa gatcggcagc caggaggaca cctgcttgtt 
120 

cctcacgcgc cccggggaga tggtgggcca gctggccgtg ctcaccgagg agacctcgtc 
180 

ggcgtggtgg agacactgac ccaccaggcc cgggcgacca cggtgcatgc cgttcgggac 
240 

tcagaattgg ccaagctgcc ggcaggagcc ctcacgtcca tcaagcgcag gtac 
294 

<210> 1538 

<211> 98 

<212> PRT 

<213> Homo sapiens 



<400> 1538 



Pro 


Leu 


Ala 


Ala 


Pro 


Pro Glu Pro Ser Arg Val Ser Gly Arg Gin 


His 


1 








5 


10 15 




Pro 


Val 


Arg 


Val 
20 


Leu 


Gly Ala Ala Ala Arg Val Pro Ala Glu Asp 
25 30 


Arg 


Gin 


Pro 


Gly 
35 


Gly 


His 


Leu Leu Val Pro His Ala Pro Arg Gly Asp 
40 45 


Gly 


Gly 


Pro 
50 


Ala 


Gly 


Arg 


Ala His Arg Gly Asp Leu Val Gly Val Val 
55 60 


Glu 


Thr 


Leu 


Thr 


His 


Gin 


Ala Arg Ala Thr Thr Val His Ala Val Arg 


Asp 


65 










70 75 


80 


Ser 


Glu 


Leu 


Ala 


Lys 
85 


Leu Pro Ala Gly Ala Leu Thr Ser He Lys 
90 95 


Arg 



Arg Tyr 



<210> 1539 

<211> 1015 

<212> DNA 

<213> Homo sapiens 

<400> 1539 

acgcgttcgg gcgtcaggca cacgcatctc aacagatgtg gctgacaccc aaggcagtcg 
60 

gcctcagtgc cctgtcaccc acctagaacc tgttcacagc atgtcatccg ggctgctctg 
120 

gccttgactg gacatgatta tttatcctta cacaccgtgg ctgctctaca ggccaagaaa 
180 
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caggctgctc agccagggtc 
240 

gacgcatcct ggcctcaccc 
300 

gggacacacg gctgaggcca 
360 

tcagttctcc ttctgtcctg 
420 

gaggagcctc agagaccctc 
480 

ttcgctttgg gagctgctgg 
540 

gttgccgatc catcgtccag 
600 

caggggtcgc cgtctccagc 
660 

ctggctgcat cgaatcccac 
720 

gcatccccag tctaatgggt 
780 

caacacctca gccttcacct 
840 

cagaacggct ccctccaccg 
900 

cagcccggat gacatgctat 
960 

gccttgggtg tcagccacat 
1015 



aggagaaggt gggtcaggct 
taggcctcct ctgtcggggc 
cccaggctgg gccatcttgc 
gctcaggtct aggccagtca 
ccctcgaaag cactggggct 
tccatcgccc aggcctggcc 
gcctggccca ggagccggtg 
tctctgccgt ggtgagggga 
catggcccag agggtggacc 
gcccctgcca ctctcctgag 
ttctcagtta atcaaaagat 
agtgttcagg ataaataatc 
gaacaggttt taggtgggtg 
ctgttgagat gcgtgtgcct 



ccccggggac ctcaggccct 
agcctggctc agcagagccc 
ccctgttttg tgccccctac 
agagggtggc tgagaagcag 
tccacctcac aagcggcagg 
aggggcaggc gaggatcctg 
aggaacctgg ggctgttgtg 
ttgtgctgtg tgcacaccac 
tgtggctcct tggggggcca 
ttcccgtgca gagctccccc 
tccaaaaaaa gcaaacccat 
atgtccagtc aaggccagag 
acagggcact gaggccgact 
gacgcccgaa cgcgt 



<210> 1540 

<211> 89 

<212> PRT 

<213> Homo sapiens 



<400> 1540 

His Pro Arg Gin Ser Ala Ser Val 

1 5 
Ser Gin His Val lie Arg Ala Ala 
20 

Leu Ser Leu His Thr Val Ala Ala 

35 40 
Gin Pro Gly Ser Gly Glu Gly Gly 

50 55 
Pro Asp Ala Ser Trp Pro His Pro 
65 70 
Gly Ser Ala Glu Pro Gly Thr His 
85 



Pro Cys His Pro Pro Arg Thr Cys 

10 15 
Leu Ala Leu Thr Gly His Asp Tyr 
25 30 
Leu Gin Ala Lys Lys Gin Ala Ala 
45 

Ser Gly Ser Pro Gly Thr Ser Gly 
60 

Arg Pro Pro Leu Ser Gly Gin Pro 
75 80 

Gly 



<210> 1541 

<211> 1482 

<212> DNA 

<213> Homo sapiens 



<400> 1541 
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cgccgatcac ggggagcccc tcgactgcct cccagaacaa agtgggaaag ggaagcttag 
60 

cccgccgctg ccgcctccga gcagcccgcc aggactctgg ctactggaga tgggcgcccg 
120 

gctatcgcgg cgacgggtgc cggcggaccc gtccctggcc ctggacgcgc tgcccccgga 
180 

gctgctggtg caggtgctga gccacgtgcc ggccacgctc cttggacacg cgatgccgcc 
240 

cagtgtgccg cgcctggcgc gacatagtgg acgggcccac tgggaggctg ctgcaactgg 
300 

cccgcgaccg cagcgccgag ggccgagcac tctacgcagt ggctcaacgc tgcctgccca 
360 

acaacgaaga caaagaggag ttcccgctgt gcgccctggc gcgctactga ctgcgcgcgc 
420 

ccttcggccg caatctcatc ttcaactcct gcggagagca gggcttcaga ggctgggagg 
480 

tggagcatgg cgggaacggc tgggccatag aaaagaacct aacaccggtg cctggggctc 
540 

cttcgcagac ctgcttcgtg acctctttcg aatggtgctc caagaggcag cttgtggacc 
600 

tggtgatgga aggggtgtgg caggagctgc tggacagcgc ccagattgag atctgtgtgg 
660 

ctgactggtg gggcgctcga gagaactgcg gctgcgtcta ccagctccgg gtccgccttc 
720 

tggatgtgta tgaaaaggaa gtggtcaagt tctcagcctc acctgacccg gtccttcagt 
780 

ggactgagag gggctgccga caggtctccc acgtcttcac caactttggc aagggcatcc 
840 

gctacgtatc ttttgagcag tacgggagag acgtgagttc ctgggtgggg cactatggcg 
900 

cccttgtgac ccactccagt gtgagggtca ggatccgtct gtcctagcga ctggactact 
960 

gcctgacgtt gtcagtcaag accagccttg cagccaggtg cagtggctca cacctgtggg 
1020 

accctcccac tttggccttc caaaatgttg cgattatagg cgtgagccac tgtggctggc 
1080 

ctgaaatttt ctagtatcca cattcataaa gtaaaaagaa aataaaaagg catagaatgt 
1140 

caagccaacc aggcgtccgc tacttcagaa gagtgtactg tcgcatgggg agtctgtaac 
1200 

catgcttttc acttccactg catctctcgc tggctcaaaa cacgacaggt gtgtccattg 
1260 

gacaacagag agtgggaatt ccaaaagtat gggcactagg aaaagacttc ttccatcaag 
1320 

cttaattgct ttgttattca tttaatgact ttccctgctg ttacctaatt acaaattgga 
1380 

tggaactgtg tttttctccg ctttgttttt ccagtttgct gtttctgtag ccatattgta 
1440 

ttctgtgtca aataaagccc agttggattc tggaaaaaaa aa 
1482 

<210> 1542 
<211> 57 
<212> PRT 
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<213> Homo sapiens 



<400> 1542 

Lys Gly lie Glu Cys Gin Ala Asn 

1 5 
Cys Thr Val Ala Trp Gly Val Cys 
20 

lie Ser Arg Trp Leu Lys Thr Arg 

35 40 
Glu Trp Glu Phe Gin Lys Tyr Gly 
50 55 



Gin Ala Ser Ala Thr Ser Glu Glu 

10 15 
Asn His Ala Phe His Phe His Cys 
25 30 
Gin Val Cys Pro Leu Asp Asn Arg 
45 

His 



<210> 1543 

<211> 311 

<212> DNA 

<213> Homo sapiens 



<400> 1543 

gctagcgatg ctactttaag 
60 

gagtcaaacg gacgaacaag 
120 

accaaagtcg gtgccgcgcc 
180 

ccacggctcg agccgagccg 
240 

ccctgacgag ttcagcaaac 
300 

cnccncccnc c 
311 



gtatgcgaag ttggatgctg 
cgttcgaggt agctttaaat 
ttatgtttct cgaatggctc 
acctcgtttg ttttgaacct 
gcaccgccgt tttcgcctct 



acgttgcctc ctatcggttg 
gcgggcgacg ccagaaagtt 
acgcgccgag gctacttgct 
cgagcaccca aagacttcag 
tcagatgggg tgtggccccc 



<210> 1544 

<211> 96 

<212> PRT 

<213> Homo sapiens 

<400> 1544 

Met Arg Ser Trp Met Leu Thr Leu Pro Pro lie Gly Trp Ser Gin Thr 

15 10 15 

Asp Glu Gin Ala Phe Glu Val Ala Leu Asn Ala Gly Asp Ala Arg Lys 

20 25 30 

Leu Pro Lys Ser Val Pro Arg Leu Met Phe Leu Glu Trp Leu Thr Arg 

35 40 45 

Arg Gly Tyr Leu Leu His Gly Ser Ser Arg Ala Asp Leu Val Cys Phe 

50 55 60 

Glu Pro Arg Ala Pro Lys Asp Phe Ser Pro Asp Glu Phe Ser Lys Arg 
65 70 75 80 

Thr Ala Val Phe Ala Ser Ser Asp Gly Val Trp Pro Pro Xaa Xaa Xaa 
85 90 95 

<210> 154S 

<211> 362 

<212> DNA 

<213> Homo sapiens 
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<400> 1545 

ccatggtgcg gccgtctggt aacgataggc 
60 

caacagtagt tggcgaatcc ttcgatggtc 
120 

cgtctctgtc tcaagcacct cgcctgtttc 
180 

gtactggtcg atcacttcca ccgagtggtc 
240 

ctcaaccata gatgcatttg gcatgttcca 
300 

gtcgtagaaa accttcacgc tatcgtcagg 

360 

ac 

362 



aaatccttgc catgccacca attcttcctt 
aagtcctgtg agcttgctca tctgacggat 
caggttcaag gcctggatag tgcgagtgtc 
tgggtagccc cttgccattc gctttatgat 
gagcttgtac tccttaacga tctctctggc 
atgggtcact gtggtgatgt accgtccaga 



<210> 1546 
<211> 92 
<212> PRT 

<213> Homo sapiens 



<400> 1546 

Met Val Lys Ser Cys Glu Leu Ala 

1 5 
Lys His Leu Ala Cys Phe Gin Val 
20 

Val Leu Val Asp His Phe His Arg 

35 40 
Ser Leu Tyr Asp Leu Asn His Arg 

50 55 
Val Leu Leu Asn Asp Leu Ser Gly 
65 70 
Val Arg Met Gly His Cys Gly Asp 
85 



His Leu Thr Asp Arg Leu Cys Leu 

10 15 
Gin Gly Leu Asp Ser Ala Ser Val 
25 30 
Val Val Trp Val Ala Pro Cys His 
45 

Cys lie Trp His Val Pro Glu Leu 
60 

Val Val Glu Asn Leu His Ala lie 

75 80 
Val Pro Ser Arg 
90 



<210> 1547 
<211> 429 
<212> DNA 

<213> Homo sapiens 
<400> 1547 

cgcgttgcca caccggaaga cccggccagc tcacgcctgg gtgaaagttt ctgggcgttc 
60 

ctgccgcgtt cggtgtggtt cagcgccgtg tcggcgtgga acctggagcg cgagcgcctg 
120 

cgcaaactcg gcctgccggc ctggcactgg aagaacgccg tgctcagtgc ctggatgtac 
180 

agcgtggtgt tgtggggggt gatgattgtc tggttgggcg cggcggtgat tccgttcctg 
240 

atcattcagg gtgtctacgg gttctcgttg ctggaagtgg tcaactacgt cgagcactac 
300 

gggcttaaac gccagaagtt gcccaacggt cgttatgaac ggtgttcgcc tcggcactcg 
360 



1265 



WO 00/58473 



PCT/US00/08621 



tggaacagca accggattgt caccaatatc tttctgttcc aacttcagcg gcattccgac 
420 

caccatgcc 
429 

<210> 1548 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 1548 



Arg val 


Ala 


Thr 


Pro Glu Asp 


Pro 


Ala 


Ser 


Ser Arg 


Leu 


Gly 


Glu 


Ser 


l 






5 






10 










15 




Phe Trp 


Ala 


Phe 


Leu Pro Arg 


Ser 


Val 


Trp 


Phe 


Ser 


Ala 


Val 


Ser 


Ala 






20 






25 










30 






Trp Asn 


Leu 


Glu 


Arg Glu Arg 


Leu 


Arg 


Lys 


Leu Gly 


Leu 


Pro 


Ala 


Trp 




35 






40 










45 








His Trp 


Lys 


Asn 


Ala Val Leu 


Ser 


Ala 


Trp 


Met 


Tyr 


Ser 


Val 


Val 


Leu 


50 






55 










60 










Trp Gly 


Val 


Met 


He Val Trp 


Leu 


Gly 


Ala 


Ala 


Val 


He 


Pro 


Phe 


Leu 


65 






70 








75 










B0 


He He 


Gin 


Gly 


Val Tyr Gly 


Phe 


Ser 


Leu 


Leu 


Glu 


Val 


Val 


Asn 


Tyr 








85 






90 










95 




Val Glu 


His 


Tyr 


Gly Leu Lys 


Arg 


Gin 


Lys 


Leu 


Pro 


Asn 


Gly 


Arg 


Tyr 






100 






105 










110 






Glu Arg 


Cys 


Ser 


Pro Arg His 


Ser 


Trp 


Asn 


Ser 


Asn 


Arg 


He 


val 


Thr 




115 






120 










125 








Asn He 


Phe 


Leu 


Phe Gin Leu 


Gin 


Arg 


His 


Ser 


Asp 


His 


His 


Ala 




130 






135 










140 











<210> 1549 
<211> 443 
<212> DNA 

<213> Homo sapiens 
<400> 1549 

gtcgacaggc tccagggttc tgttttgtag tgcacccgct gtggtgcaac atgcgtctgg 
60 

gcacaccagc gtcgcccgtt tcctgttgta gtctttcctc tctgactcca ggggtattgg 
120 

gtctttctgc cagcgcccat gcaactttgg cagcctggcc tgtctgctgg taagtggggc 
180 

agaatccctg cactccacca ttcttgggca acactccctc taggattttg gtctcccttt 
240 

tctctctggt ctttgaccac cgctacccag caaactcctc catctagacc agccagcatt 
300 

ggtttcttcc actcccccag ctgccgcgtg ggaggcgcca ctgcaaactt ccctggggtc 
360 

tcccagctgc tcagagatcc ccatgccctt ccctgatcag ctccctgccc ggttctcatc 
420 

ccgacgcggc tgcatggata ttc 
443 

<210> 1550 
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<211> 139 
<212> PRT 

<213> Homo sapiens 



<400> 1550 






Met Arg 


Thr 


Gly 


Gin Gly Ala Asp 


1 






5 


Ser Ser 


Trp 


Glu 


Thr Pro Gly Lys 






20 




Gin Leu 


Gly 


Glu 


Trp Lys Lys Pro 




35 




40 


Val Cys 


Trp 


Val 


Ala Val Val Lys 


50 






55 


Asn Pro 


Arg 


Gly 


Ser Val Ala Gin 


65 






70 


Pro His 


Leu 


Pro 


Ala Asp Arg Pro 








85 


Gly Arg 


Lys 


Thr 


Gin Tyr Pro Trp 






100 




Gly Asn 


Gly 


Arg 


Arg Trp Cys Ala 




115 




120 


Val His 


Tyr 


Lys 


Thr Glu Pro Trp 


130 






135 



Gin Gly Arg Ala Trp Gly Ser Leu 

10 15 
Phe Ala Val Ala Pro Pro Thr Arg 
25 30 
Met Leu Ala Gly Leu Asp Gly Gly 
45 

Asp Gin Arg Glu Lys Gly Asp Gin 
60 

Glu Trp Trp Ser Ala Gly He Leu 

75 80 
Gly Cys Gin Ser Cys Met Gly Ala 

90 95 
Ser Gin Arg Gly Lys Thr Thr Thr 
105 HO 
Gin Thr His Val Ala Pro Gin Arg 
125 

Ser Leu Ser 



<210> 1551 

<211> 306 

<212> DNA 

<213> Homo sapiens 



<400> 1551 

ccatggatac cccacctctg gcactcaaca 
60 

agaggagcag ccagctggcc aagcacccct 
120 

gaggagcaaa cgcagctcac ctctttttct 
180 

Ctggagatgg aacaaaagtg agagagctcc 
240 

gctccttcct ccatttggtc ctaacacagc 
300 

cccnnc 
306 



tgacttggct gccacacacc aggaaacctc 
gcccctgccc tgcgggctcc acaaaagctg 
gtccactgct tcagggccta cccctgtgct 
ctgacacacc ctcccagggc gaggatggca 
ctccccagga gaccaggggc atcccnnnnc 



<210> 1552 

<211> 101 

<212> PRT 

<213> Homo sapiens 



<400> 1552 

Met Asp Thr Pro Pro Leu Ala Leu Asn Met Thr Trp Leu Pro His Thr 

15 10 15 

Arg Lys Pro Gin Arg Ser Ser Gin Leu Ala Lys His Pro Cys Pro Cys 

20 25 30 

Pro Ala Gly Ser Thr Lys Ala Gly Gly Ala Asn Ala Ala His Leu Phe 
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35 40 45 

Phe Cys Pro Leu Leu Gin Gly Leu Pro Leu Cys Phe Gly Asp Gly Thr 

50 55 60 

Lys Val Arg Glu Leu Pro Asp Thr Pro Ser Gin Gly Glu Asp Gly Ser 
65 70 75 80 

Ser Phe Leu His Leu Val Leu Thr Gin Pro Pro Gin Glu Thr Arg Gly 

85 90 95 

lie Pro Xaa Pro Xaa 
100 

<210> 1553 

<211> 657 

<212> DNA 

<213> Homo sapiens 

<400> 1553 

atcctgcaga atgatggcgt ggtcaccagc ccctattccc ggccacgcaa ggcgggccac 
60 

acgctactca tcctgggggg ccagaccttc atgtgtgaca agatctacca ggtggaccac 
120 

aaggccaagg agatcatccc caaggccgac ctgcccagcc cccggaagga gttcagcgcc 
180 

tcagcgatcg gctgcaaggt ctatgtgacg gggggcaggg gctccgagaa cggggtctcc 
240 

aaggatgtct gggtgtacga caccgtacat gaggaatggt ccaaggcggc gcccatgctg 
300 

attgcccgct ttggccatgg ctcagctgag ctggagaact gcctctatgt ggtgggggga 
360 

cacacacccc tggcaggggt cttcccggcc tcgccttctg tctccctgaa acaagtggag 
420 

aaatacgacc ctggggccaa caagtggatg atggtggccc ccttgcggga tggcgtcagc 
480 

aatgccgcag tggtgagtgc caagctgaag ctctttgttt ttggaggaac cagcatccac 
540 

cgggacatgg tgtccaaggt ccagtgctat gacccctcgg agaacaggtg gacgatcaag 
600 

gccgagtgcc cccagccttg gcggtacaca gccgctgccg tcctgggcag ccagatc 
657 

c210> 1554 
<211> 219 
<212> PRT 

<213> Homo sapiens 
<4O0> 1554 

He Leu Gin Asn Asp Gly Val Val Thr Ser Pro Tyr Ser Arg Pro Arg 

1 5 10 15 

Lys Ala Gly His Thr Leu Leu He Leu Gly Gly Gin Thr Phe Met Cys 

20 25 30 

Asp Lys He Tyr Gin Val Asp His Lys Ala Lys Glu He He Pro Lys 

35 40 45 

Ala Asp Leu Pro Ser Pro Arg Lys Glu Phe Ser Ala Ser Ala He Gly 

50 55 60 

Cys Lys Val Tyr Val Thr Gly Gly Arg Gly Ser Glu Asn Gly Val Ser 
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65 








70 




Lys 


Asp 


Val 


Trp 


Val Tyr Asp 


Thr 










85 




Ala 


Pro 


Met 


Leu 


lie Ala Arg 


Phe 








100 






Asn 


Cys 


Leu 


Tyr 


Val Val Gly Gly 






115 






120 


Pro 


Ala 


Ser 


Pro 


Ser Val Ser 


Leu 




130 






135 




Gly 


Ala 


Asn 


Lys 


Trp Met Met 


Val 


145 








150 




Asn 


Ala 


Ala 


Val 


Val Ser Ala 


Lys 










165 




Thr 


Ser 


lie 


His 


Arg Asp Met 


Val 








180 






Ser 


Glu 


Asn 


Arg 


Trp Thr lie 


Lys 






195 






200 


Tyr 


Thr 


Ala 


Ala 


Ala Val Leu Gly 



210 215 







75 






80 


Val 


His 


Glu 


Glu Trp 


Ser Lys 


Ala 




90 






95 




Gly 


His Gly Ser Ala 


Glu Leu 


Glu 


105 








110 




His 


Thr 


Ser 


Leu Ala 


Gly Val 


Phe 








125 






Lys 


Gin 


Val 


Glu Lys 


Tyr Asp 


Pro 








140 






Ala 


Pro 


Leu Arg Asp 


Gly Val 


Ser 






155 






160 


Leu 


Lys 


Leu 


Phe Val 


Phe Gly Gly 




170 






175 




Ser 


Lys 


Val 


Gin Cys 


Tyr Asp 


Pro 


185 








190 




Ala 


Glu Cys 


Pro Gin 


Pro Trp Arg 








205 






Ser 


Gin 


lie 









<210> 1555 

<211> 328 

<212> DNA 

<213> Homo sapiens 



<400> 1555 

acgcgtggga gctcgggaga gaggactctg cttctggggt ttgaaggtga gcgtgattct 
60 

ggaggagcct gccttgcggc gagcgtgtgt tgtggagagg atgcaggaca tgagtgatcc 
120 

tgtaagggtg atcgagtgtg cctcgtgaag tctggaagtc agcgagtgtg ggccgtggag 
180 

gtgagccacc ggtttgtgat ttgaaactga gtgagagtgc tgtggagcgc gaaatatgtg 
240 

tgtgtgtaga gtggaggtga gcgaatttgt gtgcatgtga gacggacgca atggcagagt 
300 

gtagcatcct gtgttgggat tgggattn 
328 



<210> 1556 

<211> 102 

<212> PRT 

<213> Homo sapiens 

<400> 1556 

Met Leu His Ser Ala He Ala Ser Val Ser His Ala His Lys Phe Ala 

15 10 15 

His Leu His Ser Thr His Thr His He Ser Arg Ser Thr Ala Leu Ser 

20 25 30 

Leu Ser Phe Lys Ser Gin Thr Gly Gly Ser Pro Pro Arg Pro Thr Leu 

35 40 45 

Ala Asp Phe Gin Thr Ser Arg Gly Thr Leu Asp His Pro Tyr Arg He 

50 55 60 

Thr His Val Leu His Pro Leu His Asn Thr Arg Ser Pro Gin Gly Arg 
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65 70 75 80 

Leu Leu Gin Asn His Ala His Leu Gin Thr Pro Glu Ala Glu Ser Ser 

85 90 95 

Leu Pro Ser Ser His Ala 
100 

<210> 1557 
<211> 390 
<212> DNA 

<213> Homo sapiens 
<400> 1557 

gtgcacagac ttttcgagcg ggccattaag tggtttacgt ctgggatcgg ctccgctttc 
60 

tcgcattttt cggatcaggt caaattctgt gctcggcatt gacaggaaat tgacgtgtat 
120 

cagtcgattc tttgcagtgt ctggacggca ggctgaatag gctgaaagca ggacaactac 
180 

gaccatgccg caccatgtgg atcgtctacc gttttggcct tgccgccatt gccttgatcg 
240 

ccctgattgc gctgttcgtg tgccagtacc ggctatcggc caggctggcg cgccggaagc 
300 

gaagctcgat gggcagcagg cgcatgagga acccggcgcc attgaatcgt gaggcgctgg 
360 

cggagcgcgg cccgttcaaa tgcgacgcgt 
390 

<210> 1558 
<211> 114 
<212> PRT 

<213> Homo sapiens 
<400> 1558 

Met Ala Pro Gly Ser Ser Cys Ala Cys Cys Pro Ser Ser Phe Ala Ser 

15 10 15 

Gly Ala Pro Ala Trp Pro He Ala Gly Thr Gly Thr Arg Thr Ala Gin 

20 25 30 

Ser Gly Arg Ser Arg Gin Trp Arg Gin Gly Gin Asn Gly Arg Arg Ser 

35 40 45 

Thr Trp Cys Gly Met Val Val Val Val Leu Leu Ser Ala Tyr Ser Ala 

50 55 60 

Cys Arg Pro Asp Thr Ala Lys Asn Arg Leu He His Val Asn Phe Leu 
65 70 75 80 

Ser Met Pro Ser Thr Glu Phe Asp Leu He Arg Lys Met Arg Glu Ser 

85 90 95 

Gly Ala Asp Pro Arg Arg Lys Pro Leu Asn Gly Pro Leu Glu Lys Ser 
100 105 110 

Val His 



<210> 1559 

<211> 556 

<212> DNA 

<213> Homo sapiens 
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<400> 1559 

accggtggcg acggtatcgg tggcgcgtcg atccttgcct cggaatcctt cgctgcagag 
60 

ggcgagtcga agcgacccag cgtccaggtg ggcgacccgt tcatggagaa gctgctcatc 
120 

gagtgcaccc ttgacctctt caacgccggg gtagttgagg ccttgcagga tttcggtgcc 
180 

gccggaatct cctgtgccac ctccgagctg gccagtgctg gcgacggtgg catgcacgtc 
240 

gagctcgacc gcgttccgct gcgcgacccg aacctcgccc ctgaagagat cctcatgagc 
300 

gagtcccagg agcggatggc cgcggtggtg cgccccgatc agcttgaccg cttcatggag 
360 

atctgcgccc attggggtgt cgctgccact gtcattggcg aggtcaccga caccggtcga 
420 

cttcacattg attggcaggg cgagcggatt gtcgacgtcg atccgcggac ggttgctcac 
480 

gacggaccgg ttctcgacat gccggccgcc cgtccgtggt ggattgatga gctcaacgag 
540 

aacgacgcta acgcgt 
556 

<210> 1560 
<211> 185 
<212> PRT 

<213> Homo sapiens 
<400> 1560 



Thr Gly 


Gly 


Asp 


Gly 


He 


Gly 


Gly Ala 


Ser 


He Leu 


Ala 


Ser 


Glu 


Ser 


1 






5 








10 








15 




Phe Ala 


Ala 


Glu 


Gly 


Glu 


Ser 


Lys Arg 


Pro 


Ser Val 


Gin 


Val 


Gly 


Asp 






20 








25 








30 






Pro Phe 


Met 


Glu 


Lys 


Leu 


Leu 


He Glu 


Cys 


Thr Leu 


Asp 


Leu 


Phe 


Asn 




35 










40 






45 








Ala Gly 


Val 


Val 


Glu 


Ala 


Leu 


Gin Asp 


Phe 


Gly Ala 


Ala 


Gly 


He 


Ser 


50 










55 






60 










Cys Ala 


Thr 


Ser 


Glu 


Leu 


Ala 


Ser Ala 


Gly 


Asp Gly 


Gly 


Met 


His 


Val 


65 








70 








75 








80 


Glu Leu 


Asp 


Arg 


Val 


Pro 


Leu 


Arg Asp 


Pro 


Asn Leu 


Ala 


Pro 


Glu 


Glu 








85 








90 








95 




lie Leu 


Met 


Ser 


Glu 


Ser 


Gin 


Glu Arg 


Met 


Ala Ala 


Val 


val 


Arg 


Pro 






100 








105 








110 






Asp Gin 


Leu 


Asp 


Arg 


Phe 


Met 


Glu He 


Cys 


Ala His 


Trp 


Gly 


Val 


Ala 




115 










120 






125 








Ala Thr 


Val 


He 


Gly 


Glu 


Val 


Thr Asp 


Thr 


Gly Arg 


Leu 


His 


He 


Asp 


130 










135 






140 










Trp Gin 


Gly 


Glu 


Arg 


He 


Val 


Asp Val 


Asp 


Pro Arg 


Thr 


Val 


Ala 


His 


145 








150 








155 








160 


Asp Gly 


Pro 


val 


Leu 


Asp 


Met 


Pro Ala 


Ala 


Arg Pro 


Trp 


Trp 


He 


Asp 








165 








170 








175 




Glu Leu 


Asn 


Glu 


Asn 


Asp 


Ala 


Asn Ala 















180 185 
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<210> 1561 
<211> 466 
<212> DNA 

<213> Homo sapiens 
<400> 1561 

acgcgtgaaa ggtttgagag aagagagatg ccgctattga atctgctgga gttttacatc 
60 

ccaagatgaa gacagcattc agaattgatg tgatttcctt gaatgtggct taggaaatgt 
120 

ggacacttaa aactctcact tgaaattggg cacaggtttg atgtagagat aaggacgggg 
180 

tgcggaatgg agacccattt tgtcattgat tcatctgacc gataaggcca tagtgcagtt 
240 

aggtgatatt cgaaagcttc tttgatgctc tttatgtata tgttggaagg aactaccagg 
300 

cgttgcttta aattcccaat gtgttgtttc gttactacta atttaatacc gtaagctcta 
360 

ggtaaagttc catgttgttg aactctgact gttctctttg gaattgaacg ttttgcatcc 
420 

tcctcctgtg gctttaggtc tgacattgta tttgaccttt accagt 
466 

<210> 1562 
<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 1562 



Met Ser 


Asp 


Leu 


Lys Pro 


Gin 


Glu 


Glu 


Asp 


Ala 


Lys 


Arg 


Ser 


He 


Pro 


1 






5 








10 










15 




Lys Arg 


Thr 


Val 
20 


Arg Val 


Gin 


Gin 


His 
25 


Gly 


Thr 


Leu 


Pro 


Arg 
30 


Ala 


Tyr 


Gly He 


Lys 


Leu 


Val Val 


Thr 


Lys 


Gin 


His 


He 


Gly Asn 


Leu 


Lys 


Gin 




35 








40 










45 








Arg Leu 


Val 


Val 


Pro Ser 


Asn 


He 


Tyr 


He 


Lys 


Ser 


He 


Lys 


Glu 


Ala 


50 








55 










60 










Phe Glu 


Tyr 


His 


Leu Thr 


Ala 


Leu 


Trp 


Pro 


Tyr 


Arg 


Ser 


Asp 


Glu 


Ser 


65 






70 










75 










80 


Met Thr 


Lys 


Trp 


Val Ser 
85 


He 


Pro 


His 


Pro 
90 


Val 


Leu 


He 


Ser 


Thr 
95 


Ser 


Asn Leu 


Cys 


Pro 
100 


He Ser 


Ser 


Glu 


Ser 
105 


Phe 


Lys 


Cys 


Pro 


His 
110 


Phe 


Leu 


Ser His 


He 
115 


Gin 


Gly Asn 


His 


He 
120 


Asn 


Ser 


Glu 


Cys 


Cys 
125 


Leu 


His 


Leu 



Gly Met 
130 



<210> 1563 

<211> 434 

<212> DNA 

<213> Homo sapiens 

<400> 1563 



1272 



WO 00/58473 



PCT7US00/08621 



ctggggggtg tgttcggcct 
60 

atcttcgctg agatgcagca 
120 

ttgcgtgacc accgtggcgc 
180 

ggtgtggttg tggtcatcct 
240 

ccgacggttg cgctgcaagc 

300 

gcgtccggcg cgctggctga 
360 

tgctgctggc cacttcctgg 
420 

ataagtgtac gcgt 
434 



gctgtcggtg tacttgccgc 
gcgcaaaacc ctggctgccg 
catcgtgctg tcgatgctgt 
gatgaccccg accgtgctgc 
caacagcctg gcgatcgtta 
ccgttttggt gccggtcgcg 
acgctgtatc acagcctgat 



gttggctgca tgaaacaccg 
agttgccatt gcgcgcggta 
tgacgtggtt gctgtcggcg 
aaaccgtcta ccacttcagc 
cgctgagcct gggctgcatt 
Ctttggtcac cggttggcgt 
ggcccagacg gaatggttga 



<210> 1564 

c211> 132 

<212> PRT 

<213> Homo sapiens 



<400> 1564 

Leu Gly Gly Val Phe Gly Leu Leu Ser Val Tyr Leu Pro Arg Trp Leu 

15 10 15 

His Glu Thr Pro lie Phe Ala Glu Met Gin Gin Arg Lys Thr Leu Ala 

20 25 30 

Ala Glu Leu Pro Leu Arg Ala Val Leu Arg Asp His Arg Gly Ala He 

35 40 45 

Val Leu Ser Met Leu Leu Thr Trp Leu Leu Ser Ala Gly Val Val Val 

50 55 60 

Val He Leu Met Thr Pro Thr Val Leu Gin Thr Val Tyr His Phe Ser 
65 70 75 80 

Pro Thr Val Ala Leu Gin Ala Asn Ser Leu Ala He Val Thr Leu Ser 

85 90 95 

Leu Gly Cys He Ala Ser Gly Ala Leu Ala Asp Arg Phe Gly Ala Gly 

100 105 HO 

Arg Val Leu Val Thr Gly Trp Arg Cys Cys Trp Pro Leu Pro Gly Arg 

115 120 125 

Cys He Thr Ala 
130 



<210> 1565 

<211> 373 

<212> DNA 

<213> Homo sapiens 



<400> 1565 

ccatggtcgt agcccttggt tcaacaagag ccgtctactg acgctaaccc accatgagcc 
60 

agagggtgag cggttctggc acctactgga ccatgaaagc aataaagagg acaagggagc 
120 

ctgcattcgg ccatttcttc ccaagaatca ccataaaggt tgtcaaaatc aaggaccctg 
180 
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atccggtgat tctcgaagtc atcgatgagc agaacaagtt tacccccgag ggagaaaagc 
240 

gggtggtgct cttgatgctc gacaacctct accgtcccag tacccaccgt gcattggcga 
300 

acgggggcgt cccttatctg cggtcgaaga gtgtcactgt tgacctcgta gacagccggg 
360 

acaacacggg tac 
373 

<210> 1566 

<211> 106 

<212> PRT 

<213> Homo sapiens 

<400> 1566 

Met Ser Gin Arg Val Ser Gly Ser Gly Thr Tyr Trp Thr Met Lys Ala 

15 10 15 

He Lys Arg Thr Arg Glu Pro Ala Phe Gly His Phe Phe Pro Arg He 

20 25 30 

Thr He Lys Val Val Lys lie Lys Asp Pro Asp Pro Val He Leu Glu 

35 40 45 

Val He Asp Glu Gin Asn Lys Phe Thr Pro Glu Gly Glu Lys Arg Val 

50 55 60 

Val Leu Leu Met Leu Asp Asn Leu Tyr Arg Pro Ser Thr His Arg Ala 
65 70 75 80 

Leu Ala Asn Gly Gly Val Pro Tyr Leu Arg Ser Lys Ser Val Thr Val 

85 90 95 

Asp Leu Val Asp Ser Arg Asp Asn Thr Gly 
100 105 

<210> 1567 

c211> 917 

<212> DNA 

<213> Homo sapiens 



<400> 1567 

agctttttcg accgctgaag gagtgggata 
60 

aagccgctgc actcctgggg gacccagttt 
120 

ggttgggaag ggagcggaga ggcccaaaca 
160 

ctggagacag cttcggctgc ggggcccctg 
240 

cttgacaacc tggggtccct gcagaagtgg 
300 

tctgggtagg gtgggaggca gtgctgtgag 
360 

tgggactcaa agacatgagg tagagctggc 
420 

tgaggcttcg tgttctagaa ggtggtgggt 
480 

gagcatgtgt caccagggct caggaaacag 
540 



cccgctcccc agacactccc tttctagggg 
gatgcctcca ggaggataag tctgaagccg 
gagcagcagg cagcgccctc tgctggcacc 
ccttctagtc ctccccagct ttcaggacac 
cccggctgtc ccccaagtct cctgaagcta 
ccacaaatgc aaagcagagg ggacagatgt 
cccatgggta ggtgccacca ccagagccca 
tagtgccgca ctgagggcgt gtccgggagg 
catgagtcat gacgcggggg tgtttaaggc 
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attcgtgcca cagcggggac ctcggagcta tgccttgata aggcaagtga ggttacatgt 
600 

acgatgatgc ggtttgtgct gcagactgga aaaaagcagg ggctttgtcc tctcctgacc 
660 

ccctcacact ctgccttcac ggtaggctcc tgagaggggg gtctccaagg agggtgtcag 
720 

tactgcagct tcagctggcg tggatggggt gcttacagga gcagcagggc cgagggagat 
780 

gacagcagta cgaatcgtgg ctctcctgag gcctgggttt cctcatatgt aaaatggggg 
840 

ttgcattaga ccataccctt ggcctgtgtt taggcaaata gggatgaaag tggggccaag 
900 

ggctgaagag ctgggtc 
917 

<210> 1568 
<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 1568 



Met Gly 


Pro Ala 


Leu Pro His Val 


Phe 


Glu 


Ser Gin His 


Leu Ser Pro 


1 






5 




10 




15 


Leu 


Leu 


Cys lie 


Cys Gly Ser Gin His 


Cys 


Leu Pro Pro 


Tyr Pro Asp 






20 




25 






30 


Ser 


Phe 


Arg Arg 


Leu Gly Gly Gin 


Pro 


Gly 


His Phe Cys 


Arg Asp Pro 






35 


40 






45 




Arg 


Leu 


Ser Arg 


Cys Pro Glu Ser 


Trp 


Gly 


Gly Leu Glu 


Gly Arg Gly 


50 




55 






60 




Pro 


Ala 


Ala Glu 


Ala Val Ser Arg 


Val 


Pro 


Ala Glu Gly 


Ala Ala Cys 


65 






70 






75 


80 


Cys 


Ser 


Val Trp 


Ala Ser Pro Leu 


Pro 


Ser 


Gin Pro Gly 


Phe Arg Leu 






85 




90 




95 


lie 


Leu 


Leu Glu 


Ala Ser Asn Trp 


Val 


Pro 


Gin Glu Cys 


Ser Gly Phe 






100 




105 






110 



Pro 



<210> 1569 
<211> 379 
<212> DNA 

<213> Homo sapiens 
<400> 1569 

ggagggcctg tgattctact gcaggcaggc accccccaca acctcacatg ccgggccttc 
60 

aatgcgaagc ctgctgccac catcatctgg ttccgggacg ggacgcagca ggagggcgct 
120 

gtggccagca cggaattgct gaaggatggg aagagggaga ccaccgtgag ccaactgctt 
180 

attaacccca cggacctgga catagggcgt gtcttcactt gccgaagcat gaacgaagcc 
240 

atccctagtg gcaaggagac ttccatcgag ctggatgtgc accaccctcc tacagtgacc 
300 
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ctgtccattg agccacagac ggtgcaggag ggtgagcgtg ttgtctttac ctgccaggcc 
360 

acagccaacc cggagatct 
379 

<210> 1570 

<211> 126 

<212> PRT 

c2l3> Homo sapiens 

<400> 1570 



Gly 


Gly 


Pro 


Val 


lie Leu Leu Gin 


Ala 


Gly 


Thr 


Pro 


His 


Asn 


Leu Thr 


1 








5 




10 










15 


Cys 


Arg 


Ala 


Phe 


Asn Ala Lys Pro 


Ala 


Ala 


Thr 


He 


lie 


Trp 


Phe Arg 








20 




25 










30 




Asp 


Gly 


Thr 


Gin 


Gin Glu Gly Ala 


Val 


Ala 


Ser 


Thr 


Glu 


Leu 


Leu Lys 






35 




40 










45 






Asp 


Gly 


Lys 


Arg 


Glu Thr Thr Val 


Ser 


Gin 


Leu 


Leu 


He 


Asn 


Pro Thr 




50 






55 








60 








Asp 


Leu 


Asp 


lie 


Gly Arg Val Phe 


Thr 


Cys 


Arg 


Ser 


Met 


Asn 


Glu Ala 


65 








70 






75 








80 


lie 


Pro 


Ser 


Gly 


Lys Glu Thr Ser 


He 


Glu 


Leu Asp 


val 


His 


His Pro 










85 




90 










95 


Pro 


Thr 


Val 


Thr 


Leu Ser lie Glu 


Pro 


Gin 


Thr 


Val 


Gin 


Glu 


Gly Glu 








100 




105 










110 




Arg 


Val 


Val 


Phe 


Thr Cys Gin Ala 


Thr 


Ala 


Asn 


Pro 


Glu 


He 








115 




120 










125 







<210> 1571 

<211> 357 

<212> DNA 

<213> Homo sapiens 

<400> 1571 

tgcgcacctt tccgctcccg atgggtcccc tggncgttga tcatgcccca gatgttcatc 
60 

atcggcatct tcttcttcct gccaagcggc caagccgtgc tccagtcttt ccagatggaa 
120 

gatgcgttcg gcatgtcgac cgaatgggtc ggattggaca acttccgcaa cctgctggat 
180 

gaccccacct acctgaattc cttccagcgc accgccgtgt tctcggtgct ggtggcaggg 
240 

gtcgggatcg ccgtgtcact gggtctggcg atctttgccg accccatcac tccgtcgcca 
300 

tgtgtacaag acacactgct gatcgtgccc tacgccgtgg cacccatgat cgccggc 
357 

<210> 1572 
<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 1572. 

Cys Ala Leu Phe Arg Ser Arg Trp Val Pro Trp Xaa Leu He Met Pro 
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Gin Met 

Val Leu 

Trp Val 

50 
Leu Asn 
65 

Val Gly 
Thr Pro 
Val Ala 



Phe He 

20 
Gin Ser 
35 

Gly Leu 

Ser Phe 

He Ala 

Ser Pro 
100 
Pro Met 
115 



He Gly 
Phe Gin 
Asp Asn 



Gin Arg 
70 

Val Ser 
85 

Cys Val 



He Phe 

Met Glu 

40 
Phe Arg 
55 

Thr Ala 



Leu Gly 
Gin Asp 
He Ala Gly 



10 
Phe Phe 
25 

Asp Ala 

Asn Leu 

Val Phe 

Leu Ala 
90 

Thr Leu 
105 



Leu Pro Ser 

Phe Gly Met 
45 

Leu Asp Asp 
60 

Ser Val Leu 
75 

He Phe Ala 
Leu He Val 



15 

Gly Gin Ala 
30 

Ser Thr Glu 

Pro Thr Tyr 

Val Ala Gly 
80 

Asp Pro He 
95 

Pro Tyr Ala 
110 



<210> 1573 

<211> 337 

<212> DNA 

<213> Homo sapiens 



<400> 1573 

gaattcccat tgtcatctga ttccatgtct ggaaagaggg aagagagaca tcatgcagaa 
60 

tattgtacag attttggaat cggtacagtt gaaatgggaa ctttttcaga gctggacaga 
120 

cttttcaagg ctccatcttt ctaataaact ggccattttt ggaattggtt ataacacccg 
180 

ttggaaagag gatatccgtt accattatgc tgagatcagc tcccaggtgc cccttggcaa 
240 

gcgacttcgg gagtacttca actctgagaa gcctgaagga cggatcatta tgacccgagt 
300 

gcagaaaatg aactggaaaa atgtttacta caaattt 
337 



<210> 1574 

<211> 95 

<212> PRT 

<213> Homo sapiens 



<400> 1574 

Met Gin Asn He Val Gin He Leu 

1 5 
Leu Phe Gin Ser Trp Thr Asp Phe 
20 

Leu Ala He Phe Gly He Gly Tyr 

35 40 
Arg Tyr His Tyr Ala Glu He Ser 

50 55 
Leu Arg Glu Tyr Phe Asn Ser Glu 
65 ~ 70 
Thr Arg Val Gin Lys Met Asn Trp 
85 



Glu Ser Val Gin Leu Lys Trp Glu 

10 15 
Ser Arg Leu His Leu Ser Asn Lys 
25 " 30 
Asn Thr Arg Trp Lys Glu Asp He 
45 

Ser Gin Val Pro Leu Gly Lys Arg 
60 

Lys Pro Glu Gly Arg He He Met 

75 80 
Lys Asn Val Tyr Tyr Lys Phe 
90 95 
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<210> 1575 
<211> 471 
<212> DNA 

<213> Homo sapiens 
<400> 1575 

nnacgcgtca gagagatctg tgtgtcggga ggggtgcccc tcatcattga tgaccgcgca 
60 

catctcgttg ccgaaattgg ggccgatggt gtccatgttg ggcagtctga catgccggtc 
120 

gaccaggccc gtgcgattct gggcgacgat ctactcatcg gcttgtccgc tcagactccc 
160 

gcccatgtgg aggccgccct gtcccagggg cgtgacatcg tcgactatct gggagttggg 
240 

gccctgcatg gtactggaac caaacctgag gctggggagc tcggcctggc tgagattcgt 
300 

gatgtcgtca acgccagccc gtggccggtg tgcgtcatcg gtggggtgag cgcatccgat 
360 

gctcaagacg tagcccgggt gggatgtgac ggcctgagcg tcgtctcggc gatttgccgg 
420 

agtaccgacc ccaagtccag tgcacgggaa cttgcggagg cgtggcgtac g 
471 

<210> 1576 
<211> 157 
<212> PRT 

<213> Homo sapiens 
<400> 1576 



Xaa 


Arg 


Val Arg Glu 


lie 


Cys 


Val 


Ser 


Gly 


Gly 


Val 


Pro 


Leu 


He 


He 


1 




5 










10 










15 




Asp 


Asp 


Arg Val His 


Leu 


Val 


Ala 


Glu 


He 


Gly 


Ala 


Asp 


Gly 


Val 


His 






20 








25 










30 






Val 


Gly 


Gin Ser Asp 


Met 


Pro 


Val 


Asp 


Gin 


Ala 


Arg 


Ala 


He 


Leu 


Gly 






35 






40 










45 








Asp 


Asp 


Leu Leu lie 


Gly 


Leu 


Ser 


Ala 


Gin 


Thr 


Pro 


Ala 


His 


Val 


Glu 




50 






55 










60 










Ala 


Ala 


Leu Ser Gin 


Gly 


Arg 


Asp 


He 


Val 


Asp 


Tyr 


Leu 


Gly 


val 


Gly 


65 






70 










75 










80 


Ala 


Leu 


His Gly Thr 


Gly 


Thr 


Lys 


Pro 


Glu 


Ala 


Gly 


Glu 


Leu 


Gly 


Leu 






85 










90 










95 




Ala 


Glu 


lie Arg Asp 


Val 


Val 


Asn 


Ala 


Ser 


Pro 


Trp 


Pro 


val 


Cys 


Val 






100 








105 










110 






lie 


Gly 


Gly Val Ser 


Ala 


Ser 


Asp 


Ala 


Gin 


Asp 


Val 


Ala 


Arg 


Val 


Gly 






115 






120 










125 








Cys 


Asp 


Gly Leu Ser 


Val 


Val 


Ser 


Ala 


He 


Cys 


Arg 


Ser 


Thr 


Asp 


Pro 




130 






135 










140 










Lys 


Ser 


Ser Ala Arg 


Glu 


Leu 


Ala 


Glu 


Ala 


Trp 


Arg 


Thr 








145 






ISO 










155 













<210> 1577 
<211> 287 
<212> DNA 

<213> Homo sapiens 
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<400> 1577 

ctcgtcctcc agcgtccgat cagtgcgctc aggatgctga tcggcggccc cttgcgcatc 
60 

ccccatcctg cgggcttgcg cacggttgcg ctcgaacccg gcgtcgcgca cgcgcgcacc 
120 

ttgcgcgttg ccggggcagg cttccccgct cgcggccagc gcgccgccgg cgatctggtg 
180 

atcgagctgg agccgatgct gccgcaggcg cccgacaagc aactgcacgc gctgatcgag 
240 

cagctcgacg tggcgctcgg gaagagcgcg acacgccatt ttccgga 
287 



<210> 1578 
<211> 95 
<212> PRT 

<213> Homo sapiens 



<400> 1578 

Leu Val Leu Gin Arg Pro He Ser 

1 5 
Pro Leu Arg He Pro His Pro Ala 
20 

Pro Gly Val Ala His Ala Arg Thr 

35 40 
Pro Ala Arg Gly Gin Arg Ala Ala 

50 55 
Pro Met Leu Pro Gin Ala Pro Asp 
65 70 
Gin Leu Asp Val Ala Leu Gly Lys 
85 



Ala Leu Arg Met Leu He Gly Gly 

10 15 
Gly Leu Arg Thr Val Ala Leu Glu 
25 " 30 

Leu Arg Val Ala Gly Ala Gly Phe 
45 

Gly Asp Leu Val He Glu Leu Glu 
60 

Lys Gin Leu His Ala Leu He Glu 

75 80 
Ser Ala Thr Arg His Phe Pro 
90 95 



<210> 1579 
<211> 2829 
<212> DNA 

<213> Homo sapiens 



<400> 1579 

nggggcgggg agcggacttc ctcctctgag ggccgtgccg cgctgccaga tttgttcttc 
60 

cgcccctgcc tccgcggctc ggaggcgagc ggaaggtgcc ccggggccga ggcccgtgac 
120 

ggggcgggcg ggagccccgg cagtccgggg tcgccggcga gggccatgtc gctgttgggg 
180 

gacccgctac aggccctgcc gccctcggcc gcccccacgg ggccgctgct cgcccctccg 
240 

gccggcgcga ccctcaaccg cctgcgggag ccgctgctgc ggaggctcag cgagctcctg 
300 

gatcaggcgc ccgagggccg gggctggagg agactggcgg agctggcggg gagtcgcggg 
360 

cgcctccgcc tcagttgcct agacctggag cagtgttctc ttaaggtact ggagcctgaa 
420 

ggaagcccca gcctgtgtct gctgaagtta atgggtgaaa aaggttgcac agtcacagaa 
480 
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ttgagtgatt tcctgcaggc 
540 

ggaataaaga ttactgtaaa 
600 

ctgtgttgcc gggcaactgg 
660 

gagattccaa atggaaatac 
720 

ggcttttatg tctgtcgagt 
780 

ctggatgttt gcgacatccc 
840 

aagttgcaaa tctgtgttga 
900 

ttacagtgtg ttgctgttgg 
960 

ccattaacac atgagaccaa 
1020 

ggaacctact ggtgtcatgt 
1080 

atcatcatag gaagaacaga 
1140 

ggtcatcctg ataataaaga 
1200 

cttttgatag gaaatatgaa 
1260 

gtgtacgaat tgactaactt 
1320 

cttactgaat atgagatgcg 
1380 

gtatatgggt tattatatta 
1440 

gtccccgttg atgctccaaa 
1500 

ctgaaattga tgcaagaaaa 
1560 

aaaagaaatg actacgatga 
1620 

attgtgtttg gatatgccac 
1680 

ttggcaaatg gaatctttat 
1740 

actgtgttac tggatgaagt 
1800 

caggctctag agattcgaag 
1860 

ggaacagaat attctgctga 
1920 

cttccagaaa gtatgtgtct 
1980 

gctgagtttt ccaatgtcat 
2040 

acaatgtgtg atgcctacgt 
2100 



tatggaacac actgaagttc 
cccagagtca aaggcagtct 
acatcctttt gttcaatatc 
atcagagctt atttttaatg 
taataacaat ttcacctttg 
agagagcttc cagagaagtg 
accaacttcc caaaagctga 
aagccctatt cctcactacc 
aaagctatac atggtgcctt 
atataatgat cgagacagtc 
tgaggcagtg gagtgcactg 
gcaaacaact gaccagcctt 
ttaccgggag caccccaagc 
actgagacag ctggacttca 
taatgctgtg gatgagtttt 
tgcaggacat ggttatgaaa 
tccatatagg tctgaaaatt 
agaaactgga cttaatgtgt 
taccattcca atcttggatg 
gtgtcaagga gcagaagctt 
gaaattttta aaagacagat 
cgcagaagat atgggtaagt 
tagtttatct gagaagagag 
atctcttgtg cggaatctac 
taagtttgac tgtggtgttc 
gatcatctat acaagtatag 
tactgatttt ccacttgatc 



Ctcagcttct cagcccccca 
cggctggaca gtttgtgaaa 
agtggttcaa aatgaataaa 
cagtgcatgt aaaagatgca 
aattcagcca gtggtcacag 
ttgatggcgt ctctgaatcc 
tgccaggcag cacattggtt 
agtggttcaa aaatgaatta 
atgcggattt ggaacaccaa 
aagatagcaa gaaggtagaa 
aagatgaatt aaataatctt 
tggcgaagga caaggttgcc 
tcaaagctcc tttggtggat 
aagtggtttc actgttggat 
tactcctttt agacaaggga 
attttgggaa cagcttcatg 
gtctgtgtgt acaaaatata 
tcttattgga tatgtgtagg 
cactaaaagt caccgccaat 
ttgaaatcca gcattctgga 
tattagaaga taagaaaatc 
gtcaccttac caaaggcaaa 
cacttactga tccaatacag 
agtgggccaa ggctcatgaa 
agattcaatt aggatttgca 
tttacaaacc accggagata 
tagatattga tccaaaagat 
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gcaaataaag gcacacctga agaaactggc agctacttgg tatcaaagga tcttcccaag 
2160 

cattgcctct ataccagact cagttcactg caaaaattaa aggaacatct agtcttcaca 
2220 

gtatgtttat catatcagta cecaggattg gaagatactg tagaggacaa gcaggaagtg 
2280 

aatgttggga aacctctcat tgctaaatta gacatgcatc gaggtttggg aaggaagact 
2340 

tgctttcaaa cttgtcttat gtctaatggt ccttaccaga gttctgcagc cacctcagga 
2400 

ggagcagggc attatcactc attgcaagac ccattccatg gtgtttacca ttcacatcct 
2460 

ggtaatccaa gtaatgttac accagcagat agctgtcatt gcagccggac tccagatgca 
2520 

tttatttcaa gtttcgctca ccatgcttca tgtcatttta gtagaagtaa tgtgccagta 
2580 

gagacaactg atgaaatacc atttagtttc tctgacaggc tcagaatttc tgaaaaatga 
2640 

cctccttgtt tttgaaagtt agcataattt tagatgcctg tgaaatagta ctgcacttac 
2700 

ataaagtgag acattgtgaa aaggcaaatt tgtatatgta gagaaagaat agtagtaact 
2760 

gtttcatagc aaacttcagg actttgagat gttgaaatta cattatttaa ttacagactt 
2820 

cctctttct 
2829 

<210> 1580 
<211> 824 
<212> PRT 

<213> Homo sapiens 



<400> 1580 



Met 


Ser 


Leu 


Leu 


Gly 


Asp 


Pro 


Leu 


Gin 


Ala 


Leu 


Pro 


Pro 


Ser 


Ala 


Ala 


1 








5 










10 










15 




Pro 


Thr 


Gly 


Pro 


Leu 


Leu 


Ala 


Pro 


Pro 


Ala 


Gly Ala 


Thr 


Leu 


Asn 


Arg 








20 










25 










30 






Leu 


Arg 


Glu 
35 


Pro 


Leu 


Leu 


Arg 


Arg 
40 


Leu 


Ser 


Glu 


Leu 


Leu 
45 


Asp 


Gin 


Ala 


Pro 


Glu 
50 


Gly 


Arg 


Gly 


Trp 


Arg 
55 


Arg 


Leu 


Ala 


Glu 


Leu 
60 


Ala 


Gly 


Ser 


Arg 


Gly 


Arg 


Leu 


Arg 


Leu 


Ser 


Cys 


Leu 


Asp 


Leu 


Glu 


Gin 


Cys 


Ser 


Leu 


Lys 


65 










70 










75 










80 


Val 


Leu 


Glu 


Pro 


Glu 
85 


Gly 


Ser 


Pro 


Ser 


Leu 
90 


Cys 


Leu 


Leu 


Lys 


Leu 
95 


Met 


Gly 


Glu 


Lys 


Gly 


Cys 


Thr 


Val 


Thr 


Glu 


Leu 


Ser Asp 


Phe 


Leu 


Gin 


Ala 








100 










105 










110 






Met 


Glu 


His 
115 


Thr 


Glu 


Val 


Leu 


Gin 
120 


Leu 


Leu 


Ser 


Pro 


Pro 
125 


Gly 


lie 


Lys 


lie 


Thr 
130 


Val 


Asn 


Pro 


Glu 


Ser 
135 


Lys 


Ala 


Val 


Leu 


Ala 
140 


Gly 


Gin 


Phe 


Val 


Lys 


Leu 


Cys 


Cys 


Arg 


Ala 


Thr 


Gly 


His 


Pro 


Phe 


Val 


Gin 


Tyr 


Gin 


Trp 


145 










150 










155 










160 


Phe 


Lys 


Met 


Asn 


Lys 


Glu 


lie 


Pro 


Asn 


Gly 


Asn 


Thr 


Ser 


Glu 


Leu 


He 
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165 170 175 

Phe Asn Ala Val His Val Lys Asp Ala Gly Phe Tyr Val Cys Arg Val 

180 185 190 

Asn Asn Asn Phe Thr Phe Glu Phe Ser Gin Trp Ser Gin Leu Asp Val 

195 200 205 

Cys Asp lie Pro Glu Ser Phe Gin Arg Ser Val Asp Gly Val Ser Glu 

210 215 220 

Ser Lys Leu Gin lie Cys Val Glu Pro Thr Ser Gin Lys Leu Met Pro 
225 230 235 240 

Gly Ser Thr Leu Val Leu Gin Cys Val Ala Val Gly Ser Pro lie Pro 

245 250 255 

His Tyr Gin Trp Phe Lys Asn Glu Leu Pro Leu Thr His Glu Thr Lys 

260 265 270 

Lys Leu Tyr Met Val Pro Tyr Ala Asp Leu Glu His Gin Gly Thr Tyr 

275 280 285 

Trp Cys His Val Tyr Asn Asp Arg Asp Ser Gin Asp Ser Lys Lys Val 

290 295 300 

Glu He He He Gly Arg Thr Asp Glu Ala Val Glu Cys Thr Glu Asp 
305 310 315 320 

Glu Leu Asn Asn Leu Gly His Pro Asp Asn Lys Glu Gin Thr Thr Asp 

325 330 335 

Gin Pro Leu Ala Lys Asp Lys Val Ala Leu Leu He Gly Asn Met Asn 

340 345 350 

Tyr Arg Glu His Pro Lys Leu Lys Ala Pro Leu Val Asp Val Tyr Glu 

355 360 365 

Leu Thr Asn Leu Leu Arg Gin Leu Asp Phe Lys Val Val Ser Leu Leu 

370 375 380 

Asp Leu Thr Glu Tyr Glu Met Arg Asn Ala Val Asp Glu Phe Leu Leu 
385 390 395 400 

Leu Leu Asp Lys Gly Val Tyr Gly Leu Leu Tyr Tyr Ala Gly His Gly 

405 410 415 

Tyr Glu Asn Phe Gly Asn Ser Phe Met Val Pro Val Asp Ala Pro Asn 

420 425 430 

Pro Tyr Arg Ser Glu Asn Cys Leu Cys Val Gin Asn He Leu Lys Leu 

435 440 445 

Met Gin Glu Lys Glu Thr Gly Leu Asn Val Phe Leu Leu Asp Met Cys 

450 455 460 

Arg Lys Arg Asn Asp Tyr Asp Asp Thr He Pro He Leu Asp Ala Leu 
465 470 475 480 

Lys Val Thr Ala Asn He Val Phe Gly Tyr Ala Thr Cys Gin Gly Ala 

485 490 495 

Glu Ala Phe Glu He Gin His Ser Gly Leu Ala Asn Gly He Phe Met 

500 505 510 

Lys Phe Leu Lys Asp Arg Leu Leu Glu Asp Lys Lys He Thr Val Leu 

515 520 525 

Leu Asp Glu Val Ala Glu Asp Met Gly Lys Cys His Leu Thr Lys Gly 

530 535 540 

Lys Gin Ala Leu Glu He Arg Ser Ser Leu Ser Glu Lys Arg Ala Leu 
545 550 555 560 

Thr Asp Pro He Gin Gly Thr Glu Tyr Ser Ala Glu Ser Leu Val Arg 

565 570 575 

Asn Leu Gin Trp Ala Lys Ala His Glu Leu Pro Glu Ser Met Cys Leu 

580 585 590 

Lys Phe Asp Cys Gly Val Gin He Gin Leu Gly Phe Ala Ala Glu Phe 
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595 600 605 

Ser Asn Val Met He lie Tyr Thr Ser lie Val Tyr Lys Pro Pro Glu 

610 615 620 

He He Met Cys Asp Ala Tyr Val Thr Asp Phe Pro Leu Asp Leu Asp 
625 630 635 640 

He Asp Pro Lys Asp Ala Asn Lys Gly Thr Pro Glu Glu Thr Gly Ser 

645 650 655 

Tyr Leu Val Ser Lys Asp Leu Pro Lys His Cys Leu Tyr Thr Arg Leu 

660 665 670 

Ser Ser Leu Gin Lys Leu Lys Glu His Leu Val Phe Thr Val Cys Leu 

675 680 685 

Ser Tyr Gin Tyr Ser Gly Leu Glu Asp Thr Val Glu Asp Lys Gin Glu 

690 * 695 700 

Val Asn Val Gly Lys Pro Leu He Ala Lys Leu Asp Met His Arg Gly 
705 710 715 720 

Leu Gly Arg Lys Thr Cys Phe Gin Thr Cys Leu Met Ser Asn Gly Pro 

725 730 735 

Tyr Gin Ser Ser Ala Ala Thr Ser Gly Gly Ala Gly His Tyr His Ser 

740 745 750 

Leu Gin Asp Pro Phe His Gly Val Tyr His Ser His Pro Gly Asn Pro 

755 760 765 

Ser Asn Val Thr Pro Ala Asp Ser Cys His Cys Ser Arg Thr Pro Asp 

770 775 780 

Ala Phe He Ser Ser Phe Ala His His Ala Ser Cys His Phe Ser Arg 
785 790 795 800 

Ser Asn Val Pro Val Glu Thr Thr Asp Glu He Pro Phe Ser Phe Ser 

805 810 815 

Asp Arg Leu Arg He Ser Glu Lys 
820 

<210> 1581 

<211> 426 

<212> DNA 

<213> Homo sapiens 

<400> 1581 

gatccgcatc gcccgtttat tgacgaggtg accttcaccc gagagggcca tacctatcac 
60 

cgggtgcccg aggtggctga cgcctggctc gattcgggct cgatgccctt cgcccagtgg 
120 

ggatacccgc atgtgcccgg ttcgaaggag aagttcgagt cccactaccc gggtgacttc 
180 

atctgtgagg ccatcgacca gacccgcggg tggttttaca ccatgatggc cgtcggaacc 
240 

ctggtgtttg acgagtcctc gtaccgcaat gtgctgtgtc tgggccacat cttggccgag 
300 

gacggtcgca agatgagcaa gcaccttggc aacatcctgt tgcctatccc gctcatggat 
360 

tcccacggtg ccgacgcgct gcgttggttc atggcggccg acggctcccc atggagtgca 
420 

cgacgc 
426 

<210> 1582 
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<211> 142 
<212> PRT 
<213> Homo sapiens 



<400> 1582 



Asp 


Pro 


His 


Arg 


Pro Phe rle Asp Glu Val Thr 


Phe Thr Arg Glu Gly 


1 








5 10 


15 


His 


Thr 


Tyr 


His 


Arg Val Pro Glu Val Ala Asp 


Ala Trp Leu Asp Ser 








20 


25 


30 


Gly 


Ser 


Met 


Pro 


Phe Ala Gin Trp Gly Tyr Pro 


His Val Pro Gly Ser 






35 




40 


45 


Lys 


Glu 


Lys 


Phe 


Glu Ser His Tyr Pro Gly Asp 


Phe He Cys Glu Ala 




SO 






55 


60 


He 


Asp 


Gin 


Thr 


Arg Gly Trp Phe Tyr Thr Met 


Met Ala Val Gly Thr 


65 








70 75 


80 


Leu 


Val 


Phe 


Asp 


Glu Ser Ser Tyr Arg Asn Val 


Leu Cys Leu Gly His 










85 90 


95 


He 


Leu 


Ala 


Glu 


Asp Gly Arg Lys Met Ser Lys 


His Leu Gly Asn He 








100 


105 


110 


Leu 


Leu 


Pro 


lie 


Pro Leu Met Asp Ser His Gly 


Ala Asp Ala Leu Arg 






US 




120 


125 


Trp 


Phe 


Met 


Ala 


Ala Asp Gly Ser Pro Trp Ser 


Ala Arg Arg 




130 






135 


140 



<210> 1583 

<211> 450 

<212> DNA 

<213> Homo sapiens 



<400> 1583 

nnacgcgtga agggttatgg agatggttca gggagtaagg aaggtttcag ggatggttta 
60 

gggggttctg aggaaatggg gtcaatggat gaggcaggtt ataggaagga tttgggggct 
120 

cctaagggaa taggttcagg gagtaaggca ggtttcaggg atggtttagg gagttctggg 
180 

gaaatggggt caatggatga ggcagattat aggaaggatt tgggagctcc tgaggaaatg 
240 

ggttcaggca gttacacaga ttacaggaat ggtttaggca gttctggaaa aatcagttca 
300 

ggggatgagg caggttataa gaatgtttta gggggttctg ggaggaatcc attagggagc 
360 

gaggcaggtt ctaggggtag tttggaggat tctgggtaca tcttgtcatg gaatgaggca 
420 

ggttctaggc aaggctttgg gggaactagt 
450 



<210> 1584 

<211> 150 

<212> PRT 

<213> Homo sapiens 



<400> 1584 

Xaa Arg Val Lys Gly Tyr Gly Asp Gly Ser Gly Ser Lys Glu Gly Phe 
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1 




5 


10 


15 




Arg Asp Gly 


Leu 


Gly Gly Ser Glu Glu 


Met Gly Ser 


Met Asp Glu 


Ala 




20 


25 




30 




Gly Tyr Arg 


Lys 


Asp Leu Gly Ala Pro 


Lys Gly He 


Gly Ser Gly 


Ser 


35 




40 




45 




Lys Ala Gly 


Phe 


Arg Asp Gly Leu Gly 


Ser Ser Gly 


Glu Met Gly 


Ser 


50 




55 


60 






Met Asp Glu 


Ala 


Asp Tyr Arg Lys Asp 


Leu Gly Ala 


Pro Glu Glu 


Met 


65 




70 


75 




80 


Gly Ser Gly 


Ser 


Tyr Thr Asp Tyr Arg 


Asn Gly Leu 


Gly Ser Ser 


Gly 




85 


90 


95 




Lys lie Ser 


Ser 


Gly Asp Glu Ala Gly 


Tyr Lys Asn 


Val Leu Gly 


Gly 


100 


105 




110 




Ser Gly Arg 


Asn 


Pro Leu Gly Ser Glu 


Ala Gly Ser 


Arg Gly Ser 


Leu 


115 




120 




125 




Glu Asp Ser 


Gly 


Tyr lie Leu Ser Trp 


Asn Glu Ala 


Gly Ser Arg 


Gin 


130 




135 


140 






Gly Phe Gly 


Gly 


Thr Ser 








145 




150 









<210> 1585 

<211> 596 

<212> DNA 

<213> Homo sapiens 

<400> 1585 

tgatcatctg taattcttgt ccgtgggcgt ttgaactgag aatgtcttaa gaagttggga 
60 

tctaatccga gctgctgctg gcaaagttgg gtgaggtctg cagagagtgc gtccatctgt 
120 

ggcagctgca gggcaagctg gggaggaagc gcagggtgtt gcacaggttg catcataatg 
180 

gaaggaaaga gcggcaggtc cagagaaacc ggcctctccc aaaaagttat caaacactgg 
240 

tttagaaata cgctttttaa ggaacgacag agaaataaag attcaccata caacttcagt 
300 

aaccctccta taacggtttt agaagatatc agaattgatc cacagcccac ctctttagaa 
360 

cattacaaat ctgatgcatc attcagtaaa aggtcttcta gaacgagatt tactgactac 
420 

cagcttaggg ttctgcaaga cttttttgac acaaacgctt acccaaaaga tgatgaaata 
480 

gaacaactct ccactgttct caatctgcct acccgggtta ttgttgtatg gttccagaat 
540 

gctcgtcaga aagcacgaaa gagttatgag aatcaagcag aaaccccttc acgcgt 
596 

<210> 1586 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 1586 

Met Glu Gly Lys Ser Gly Arg Ser Arg Glu Thr Gly Leu Ser Gin Lys 
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1 








5 










1 ft 






15 




Val 


lie 


Lys 


His 


Trp 


Phe 


Arg 


Asn 


Thr 




Phe Lys Glu Arg Gin 


Arg 






20 










25 






30 






Asn 


Lys 


Asp 


Ser 


Pro 


Tyr Asn 


Phe 


Ser 


Asn 


Pro Pro He 


Thr 


Val 


Leu 




35 










40 






45 








Glu 


Asp 
50 


He 


Arg 


He 


Asp 


Pro 
55 


Gin 


Pro 


Thr 


Ser Leu Glu 
60 


His 


Tyr 


Lys 


Ser 


Asp 


Ala 


Ser 


Phe 


Ser 


Lys 


Arg 


Ser 


Ser 


Arg Thr Arg 


Phe 


Thr 


Asp 


65 








70 










75 






80 


Tyr 


Gin 


Leu 


Arg 


Val 


Leu 


Gin 


Asp 


Phe 


Phe 


Asp Thr Asn 


Ala 


Tyr 


Pro 








85 










90 






95 




Lys 


Asp 


Asp 


Glu 


He 


Glu 


Gin 


Leu 


Ser 


Thr 


Val Leu Asn 


Leu 


Pro 


Thr 




100 










105 






110 






Arg 


Val 


He 


Val 


Val 


Trp 


Phe 


Gin 


Asn 


Ala 


Arg Gin Lys 


Ala 


Arg 


Lys 




115 










120 






125 








Ser 


Tyr 


Glu 


Asn 


Gin 


Ala 


Glu 


Thr 


Pro 


Ser 


Arg 









130 135 



<210> 1587 

<211> 501 

<212> DNA 

<213> Homo sapiens 

<400> 1587 

tgtacacaca gtgatttggg gtcctttttc ctaaaacagc ttctttatca ggactttgga 
60 

attctgggtg agatagaaac actgaaaaca gggcggaagt tttttcttct ggcttcttag 
120 

tccacggagg gctcagcgtg gagaggatat gccgtggcat tctccctggg agaccacaca 
180 

tgttcccgac agctcagacc ccagaccgca tgtgctcctg acagctcaga ccccagaccg 
240 

cgcgtgctcc tgacagctca gaccccagac cgcaggtgct cccgacagct cagaccccag 
300 

accgcgggtg ctcctgacag ctcagacccc agaccgcgcg tgctcccgac agctcagacc 
360 

ccagaccgcg ggtgctcctg acagctcaga ccccagaccg cgcgtgctcc cgacagctca 
420 

gaccccagac cgcgggtgct cctgacagct cagaccccag accgcgggtg ctcctgacag 
480 

ctcagacccc agaccacgcg t 
501 

<210> 1588 
<211> 86 
<212> PRT 

<213> Homo sapiens 
<400> 1588 

Ser Thr Glu Gly Ser Ala Trp Arg Gly Tyr Ala Val Ala Phe Ser Leu 

1 5 10 15 

Gly Asp His Thr Cys Ser Arg Gin Leu Arg Pro Gin Thr Ala Cys Ala 

20 25 30 

Pro Asp Ser Ser Asp Pro Arg Pro Arg Val Leu Leu Thr Ala Gin Thr 
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35 40 45 

Pro Asp Arg Arg Cys Ser Arg Gin Leu Arg Pro Gin Thr Ala Gly Ala 

50 55 60 

Pro Asp Ser Ser Asp Pro Arg Pro Arg Val Leu Pro Thr Ala Gin Thr 
65 70 75 80 

Pro Asp Arg Gly Cys Ser 
85 



<210> 1589 

<211> 407 

<212> DNA 

<213> Homo sapiens 



<400> 1589 

aagcttgctg gggacaccct ttttacgggg 
60 

tccaccggtt ccactaacgc cgacatggct 
120 

tgcctactcg ttgctgacca ccaagagggc 
180 

gatgtccccg gtacgagttt ggcgatctca 
240 

gactggggct ggctgtcgat ggttgcgggg 
300 

ggtggggctg accgttcccg agtgacgctg 
360 

gacactgacc agggcggcaa agtgtgcgga 
407 



cctcgtgggg gaggagttac ctgcattgac 
gctttcgtgc gagcaggggg aacgtctttc 
gggcgtggac ggttcacgcg cagttggcag 
gcgttggtgc ccaatgatcg tccgtcgcag 
ctcgctgttg tcaaggtcat caaggaggtc 
aagtggccca atgatgtgct cgtggatctg 
attctctcag aacgcgt 



<210> 1590 

<211> 135 

<212> PRT 

<213> Homo sapiens 



<400> 1590 



Lys 


Leu 


Ala 


Gly 


Asp Thr Leu 


Phe Thr Gly Pro Arg 


Gly 


Gly 


Gly 


Val 


1 








5 


10 






15 




Thr 


Cys 


He 


Asp 


Ser Thr Gly 


Ser Thr Asn Ala Asp 


Met 


Ala 


Ala 


Phe 








20 




25 




30 






Val 


Arg 


Ala 


Gly 


Gly Thr Ser 


Phe Cys Leu Leu Val 


Ala 


Asp 


His 


Gin 






35 






40 


45 








Glu 


Gly 


Gly 


Arg 


Gly Arg Phe 


Thr Arg Ser Trp Gin 


Asp 


Val 


Pro 


Gly 




50 






55 


60 










Thr 


Ser 


Leu 


Ala 


He Ser Ala 


Leu Val Pro Asn Asp 


Arg 


Pro 


Ser 


Gin 


65 








70 


75 








80 


Asp 


Trp 


Gly 


Trp 


Leu Ser Met 


Val Ala Gly Leu Ala 


Val 


Val 


Lys 


Val 










85 


90 






95 




He 


Lys 


Glu 


val 


Gly Gly Ala 


Asp Arg Ser Arg Val 


Thr 


Leu 


Lys 


Trp 








100 




105 




110 






Pro 


Asn 


Asp 


Val 


Leu Val Asp 


Leu Asp Thr Asp Gin 


Gly 


Gly 


Lys 


Val 






115 






120 


125 








Cys. 


Gly 


He 


Leu 


Ser Glu Arg 














130 






135 
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<210> 1591 

<211> 424 

<212> DNA 

<213> Homo sapiens 



<400> 1591 

agatctctct ccctgagata acccaggctt tagaaccaaa gagctgagag accctgtccc 
60 

ttcagagagg cacttgcacc tagaggagtc tctgggaagc agatggggat atgggacaga 
120 

cgcatcttga aaaagccccc agatgcctcc ctatggagga cctcacccac ccacatcacc 
180 

agtagggagc ttgggactta ccctaaccac aggggggtga ctgttgtcgt ccctgcacag 
240 

aacgtccagc gagtcctgac tttccagccg ctgcgcttca tccaggagca cgtcctgatc 
300 

cctgtctttg acctcagcgg ccccagcagt ctggcccagc ctgtccagta ctcccttgac 
360 

tgtgggatcc ctggctgctc acgcccctga ggacccctcg gatctgctcc agcacgtgaa 

420 

attt 

424 



<210> 1592 

<211> 95 

<212> PRT 

<213> Homo sapiens 



<400> 1S92 

Met Gly He Trp Asp Arg Arg He Leu Lys Lys Pro Pro Asp Ala Ser 

15 10 15 

Leu Trp Arg Thr Ser Pro Thr His He Thr Ser Arg Glu Leu Gly Thr 

20 25 30 

Tyr Pro Asn His Arg Gly Val Thr Val Val Val Pro Ala Gin Asn Val 

35 40 45 

Gin Arg Val Leu Thr Phe Gin Pro Leu Arg Phe He Gin Glu His Val 

50 55 60 

Leu He Pro Val Phe Asp Leu Ser Gly Pro Ser Ser Leu Ala Gin Pro 
65 70 75 80 

Val Gin Tyr Ser Leu Asp Cys Gly He Pro Gly Cys Ser Arg Pro 
85 90 95 



<210> 1593 

<211> 1678 

<212> DNA 

<213> Homo sapiens 



<400> 1593 

cttgaatcta aaataaatga aataaacaca gaaattaacc agttgattga aaagaaaatg 
60 

atgagaaatg agcccactga aggcaaactc tcactgtata ggcaacaggc atctatcatt 
120 

ccccgtaaaa aagaagccaa agctgaggaa cttcaggagg ccaaggagaa gttagccagc 
180 
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ctagagagag aagcatcagt aaagagaaat cagacccgtg aatttgatgg tactgaagtt 
240 

ttaaagggag atgagttcaa acgatatgtc aataaacttc gaagcaagag tacagttttc 
300 

aaaaagaagc atcacataat agctgaactt aaagctgaat tcggtctttt gcagaggact 
360 

gaagaacttc ttaagcaacg tcatgaaaat attcaacaac aactgcaaac Catggaggag 
420 

aaaaagggta tatctggata tagttacacc caagaagagc tagaaagagt atctgcactg 
480 

aagagtgaag ttgatgaaat gaaaggacga acattggatg atatgtctga aatggtgaaa 
540 

aaactgtatt cattggtatc tgaaaagaag tcagctcttg cctcagttac aaaagagcta 
600 

cgacagttgc gtcaaaaata tcaagaactg acccaggagt gtgatgaaaa gaaatcccag 
660 

tatgatagct gtgcagcagg cctcgaaagc aatcggtcca aattagaaca ggaagttaga 
720 

agactccgtg aagaatgtct tcaagaagaa agtagatacc attatacaaa ttgtatgatt 
780 

aagaacctag aagttcaact tcgtcgtgct actgatgaga tgaaggcata tatctcttct 
840 

gatcaacaag aaaaaagaaa ggcaattagg gaacagtaCa ccaaaaatac tgctgaacaa 
900 

gaaaaccttg gaaagaaact tcgggaaaaa caaaaagtta tacgagaaag tcatggtcca 
960 

aatatgaaac aagcaaaaat gtggcgtgat ttggaacaat taatggaatg taagaaacag 
1020 

tgctttctga aacaacaaag ccaaacttcc attggtcagg taattcagga gggtggggag 
1080 

gaccggctaa tactgtgaat tcttgtgtca tcgtttgggg ttttacttga taccactagc 
1140 

tataagccta atctcacaat gtatttcttt tttgaaactg atttgtttag cattttgttt 
1200 

tcagaagagc cattctttat taagttttca tagaaaataa tgttaaggta gatttagttt 
1260 

gaatgttttt tcatatgaaa aagaggcttt tattcttttc catagtttag acatcactgg 
1320 

cgtcttctga gttttatgag acaggaaact aagtttacta tctgtaaatg taaacatatg 
1380 

tccattaaga aacatgtagt ttttttttag aatgtaataa cccagtggcc tactgttttt 
1440 

cttaatctct ttcaaaaaaa ctttagaaga atccttcagg aactaatatc tcttgttctg 
1500 

aagaaacatt tatctgacgt tcagcagttc ctacagtttt acttcagttt atttttcttc 
1560 

tgtaaaatgc aagaaaattt aatattttga ctaacatgtc ttttctgttt gtatcattta 
1620 

aaggcaaata aacttggtac gtatttcata tctatttaaa aaatgaaaaa aaaaaaaa 
1678 

<210> 1594 
<211> 365 
<212> PRT 
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<213> Homo sapiens 



<400> 1594 



Leu Glu 


Ser 


Lys 


He 


Asn 


Glu 


He 


Asn 


Thr 


Glu 


He 


Asn 


Gin 


Leu 


He 








5 










10 










15 






Lys 


Met 


Met 


Arg Asn 


Glu 


Pro 


He 


Glu 


Gly 


Lys 


Leu 


Ser 


Leu 






20 










25 










30 






Tyr Arg 


Gin 

7 c 


Gin 


Ala 


Ser 


He 


He 
4 0 


Ser 


Arg 


Lys 


Lys 


Glu 
45 


Ala 


Lys 


Ala 


pi„ fin 

vjIU VjIU 


Leu 


Gin 


Glu 


Ala 


Lys 


Glu 


ys 


Leu 


Ala 


Ser 


Leu 


Glu 


Ara 


Glu 












55 










60 










Ala Sex 1 


Val 


ys 


Arg 


Asn 


Gin 


Thr 


Arg 


Glu 


Phe 


Asp Gly 


Thr 


Glu 


Val 


£ C 
O P 








70 










75 










80 


Ton T vf g 


Gly 


P 


Glu 

a c 


Phe 


Lys 


Arg 


Tyr 


Val 
90 


Asn 


Lys 


Leu 


Atq 


Ser 
95 


Lvs 


Ser Thr 


Val 


rne 
100 


T \/e 
LiyS 


Lys 


Lys 


His 


tils 

1 AC 


He 


He 


Ala 


Glu 


Leu 

110 


Lys 


Ala 


Glu Phe 


Gly 
115 


Leu 


Leu 


Gin 


Arg 


Thr 
120 


Glu 


Glu 


Leu 


Leu 


Lys 
125 


Gin 


Arg 


His 


Glu Asn 


lie 


Gin 


Gin 


Gin 


Leu 


Gin 


Thr 


Met 


Glu 


Glu 


Lys 


Lys 


Gly 


He 


130 










135 










140 










Ser Gly 


Tyr 


Ser 


Tyr 


Thr 


Gin 


Glu 


Glu 


Leu 


Glu 


Arg 


Val 


Ser 


Ala 


Leu 


145 








150 










155 










160 


Lys Ser 


Glu 


vaj. 


Asp 
165 


Glu 


Met 


Lys 


L»iy 


170 


Thr 


Leu 


Asp 


Asp 


Met 
175 


Ser 




Vol 


Lys 


j-iys 


Leu Tyr 


Ser 


Leu 


Val 


Ser 


Glu Lys 


Lys 


Ser 


Ala 
















i a c 










190 






T *»u Ala 


Ser 


Val 


He 


Lys 


Glu 


Leu 


Axy 


Gin 


Leu 


Arg Gin 


Lvs 


Tvr 


Gin 














200 










205 








Glu Leu 


Thr 


Gin 


Glu 


Cys Asp Glu 


Lys 


Lys 


Ser 


Gin Tyr 


ASD 


Ser 


Cys 


Z J. u 










215 










220 










Ala Ala 


Glv 


Leu 


Glu 


Ser Asn Arg 


Ser 


Lys 


Leu 


Glu 


Gin 


Glu 


Val 


Arg 


225 








230 










235 










240 


Arg Leu 


Arg 


Glu 


Glu 
245 


Cys 


Leu 


Gin 


Glu 


Glu 
250 


Ser 


Arg 


Tyr 


His 


Tyr 
255 


Thr 


Asn Cys 


Met 


He 
260 


Lys 


Asn 


Leu 


Glu 


Val 
265 


Gin 


Leu 


Arg 


Arg 


Ala 
270 


Thr 


Asp 


Glu Met 


Lys 
275 


Ala 


Tyr 


He 


Ser 


Ser 
280 


Asp 


Gin 


Gin 


Glu 


Lys 
285 


Arg 


Lys 


Ala 


He Arg 


Glu 


Gin 


Tyr 


Thr 


Lys 


Asn 


Thr 


Ala 


Glu 


Gin 


Glu 


Asn 


Leu 


Gly 


290 










295 










300 










Lys Lys 


Leu 


Arg 


Glu 


Lys Gin Lys 


Val 


He Arg 


Glu 


Ser 


His 


Gly 


Pro 


305 








310 










315 










320 


Asn Met 


Lys 


Gin 


Ala 


Lys Met Trp 


Arg 


Asp 


Leu 


Glu 


Gin 


Leu 


Met 


Glu 








325 










330 










335 




Cys Lys 


Lys 


Gin 


Cys 


Phe 


Leu Lys 


Gin 


Gin 


Ser 


Gin 


Thr 


Ser 


He 


Gly 






340 










345 










350 






Gin Val 


He 


Gin 


Glu 


Gly Gly Glu 


Asp 


Arg Leu 


He 


Leu 










355 










360 










365 









<210> 1595 

<211> 559 

<212> DNA 

<213> Homo sapiens 
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<400> 1595 

accggtcccg ctcacaggcc cacacctgct tctcctcctg gggcagggca gcctggtggg 
60 

gcatggccgg ggagccgccc acttggcgag gaacaggctc catagcgacc tcagaacact 
120 

ggtgctgggg cccagccagg gagagcatct tcccgctggg accttccccg gggcggctca 
180 

tcccttggag atgtagggtg cagctgagat ggtggcggcc ccattcctgc tgttcgccag 
240 

cctgggctgg gggtactagg atcacccttg ggctgatgag gagcccgggt cttgggcagt 
300 

taccaagtgg ggggtcacag tctggaaagt ggtggaacca agggagcggc ctcgcccagg 
360 

ccacactctc aaatactggc cctcgacaaa aggcagctgg gctctcaaga cagggccacc 
420 

tcctctctgc tgggcccgcg cccgtggaga gcaagtggga actgacccta tcttctgtcc 
480 

cagcttggag agccagcatc aaggtcaggc ctcacttgcc caagaaagag gagtgaggag 
540 

gcccactgga ggaacgcgt 
559 

<210> 1596 
<211> 166 
<212> PRT 

<213> Homo sapiens 



<400> 1596 



Met Leu 


Ala 


Leu 


Gin 


Ala 


Gly 


Thr 


Glu 


Asp 


Arg Val Ser Ser His 


Leu 


l 






5 










10 


15 




Leu Ser 


Thr 


Gly Ala 


Gly 


Pro 


Ala 


Glu 


Arg 


Arg Trp Pro Cys Leu 


Glu 






20 










25 




30 




Ser Pro 


Ala 


Ala 


Phe 


Cys 


Arg 


Gly 


Pro 


Val 


Phe Glu Ser Val Ala 


Trp 




35 










40 






45 




Ala Arg 


Pro 


Leu 


Pro 


Trp 


Phe 


His 


His 


Phe 


Pro Asp Cys Asp Pro 


Pro 


50 










55 








60 




Leu Gly 


Asn 


Cys 


Pro 


Arg 


Pro 


Gly 


Leu 


Leu 


lie Ser Pro Arg Val 


He 


65 








70 










75 


80 


Leu Val 


Pro 


Pro 


Ala 


Gin 


Ala 


Gly 


Glu 


Gin 


Gin Glu Trp Gly Arg 


His 








85 










90 


95 




His Leu 


Ser 


Cys 


Thr 


Leu 


His 


Leu 


Gin 


Gly 


Met Ser Arg Pro Gly 


Glu 






100 










105 




110 




Gly Pro 


Ser 


Gly Lys 


Met 


Leu 


Ser 


Leu 


Ala 


Gly Pro Gin His Gin 


Cys 




115 










120 






125 




Ser Glu 


Val 


Ala 


Met 


Glu 


Pro 


Val 


Pro 


Arg 


Gin Val Gly Gly Ser 


Pro 


130 










135 








140 




Ala Met 


Pro 


His 


Gin 


Ala 


Ala 


Leu 


Pro 


Gin 


Glu Glu Lys Gin Val 


Trp 


145 








150 










155 


160 


Ala Cys 


Glu 


Arg 


Asp 


Arg 















165 



<210> 1597 
<211> 609 
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<212> DNA 

<213> Homo sapiens 
<400> 1597 

tcgtcaacgg aaacttcggc cttcgggcct acccataatc cttgggacct tgaacgggta 
60 

ccgggtggct ccggtggtgg ttcagcagct agcttggctt cctttcaggc cccgttggct 
120 

ttgggcactg ataccggggg ctcgatccgc caacctggag cggtgaccgg caccgtcggg 
180 

atcaagccga cctacggttc gacctcccga tacggcgtta tcgctatggc ttcatctttg 
240 

gatactcctg ggccctgcgc ccgtaccgtc cttgacgccg cgttgctcca tcaggccatt 
300 

gccggtcacg acgctatgga ccagaccacg attaatcagc ccaccccggc ggtcgttgag 
360 

gctgcgcggc aggcagacgt ttccggggtg cgcattggcg ttgtcacgga gttgagcggg 
420 

cagggttacg accctcaggt cgaggcccgg ttccacgagg ctgtcgagat gctaatagag 
480 

gcgggggctg aggtcgttga ggtctcttgc ccgaactttg acctcgcctt acctgcttat 
540 

taccttattc agcctgccga ggtgtctagc aacctggctc gttacgacgc catgcgttac 
600 

ggcttacgc 
609 

<210> 1598 
<211> 203 
<212> PRT 

<213> Homo sapiens 



<400> 1598 



Ser Ser 


Thr 


Glu 


Thr Ser Ala Phe Gly Pro Thr His 


Asn 


Pro 


Trp 


Asp 


1 






5 10 






15 




Leu Glu 


Arg 


Val 


Pro Gly Gly Ser Gly Gly Gly Ser 


Ala 


Ala 


Ser 


Leu 






20 


25 




30 






Ala Ser 


Phe 


Gin 


Ala Pro Leu Ala Leu Gly Thr Asp 


Thr 


Gly 


Gly 


Ser 




35 




40 


45 








He Arg 


Gin 


Pro 


Gly Ala Val Thr Gly Thr Val Gly 


He 


Lys 


Pro 


Thr 


50 






55 60 










Tyr Gly 


Ser 


Thr 


Ser Arg Tyr Gly Val He Ala Met 


Ala 


Ser 


Ser 


Leu 


65 






70 75 








80 


Asp Thr 


Pro 


Gly 


Pro Cys Ala Arg Thr Val Leu Asp 


Ala 


Ala 


Leu 


Leu 






85 90 






95 




His Gin 


Ala 


He 


Ala Gly His Asp Ala Met Asp Gin 


Thr 


Thr 


He 


Asn 






100 


105 




110 






Gin Pro 


Thr 


Pro 


Ala Val Val Glu Ala Ala Arg Gin 


Ala 


Asp 


Val 


Ser 




115 




120 


125 








Gly Val 


Arg 


He 


Gly Val Val Thr Glu Leu Ser Gly 


Gin 


Gly 


Tyr 


Asp 


130 






135 140 










Pro Gin 


Val 


Glu 


Ala Arg Phe His Glu Ala Val Glu 


Met 


Leu 


He 


Glu 


145 






150 155 








160 


Ala Gly 


Ala 


Glu 


Val Val Glu Val Ser Cys Pro Asn 


Phe 


Asp 


Leu 


Ala 
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165 170 
Leu Pro Ala Tyr Tyr Leu lie Gin Pro Ala Glu 

180 185 
Ala Arg Tyr Asp Ala Met Arg Tyr Gly Leu Arg 
195 200 

<210> 1599 
<211> 526 
<212> DNA 

<213> Homo sapiens 
<400> 1599 

gcgtggccga cggctgctgt gtggtcagcg atctttattt ttcttgatcg attcagaacc 
60 

cggcacctgc acgtgtggtt tctctgcttt tgttggggag cgtgcgtcgc gacctggatt 
120 

agcatgcacg tgaacacgtg gatggccggg atgctctcgg tgacaggtgg ggttgatcca 
180 

gcatcgggcg ccggtccggc agtgtattcg gctccctttg ttgaggaatc atgcaaggcg 
240 

cttgtgcttt tcgcgctggc catcggcatg gggcgacgga tgacctcggt agttcagacg 
300 

gtgagcatgg ccgggctctc ggcaattggt ttcgcctttg ttgagaacat tatgtactac 
360 

gcccgtgcag ataactacgc ccgtgtgacg gcttcgggtg gggaccccaa acaaggcgtt 
420 

gatgaagttg gtgctgttgc ggggagtgta tgcctcgttt gggcatccgc tgttcaccag 
480 

catgacgggt atcggtctgg cccttgggct gaggtcacga agttga 
526 

<210> 1600 
<211> 134 
<212> PRT 

<213> Homo sapiens 



<400> 1600 



Met 


His 


Val 


Asn 


Thr 


Trp 


Met 


Ala 


Gly 


Met 


Leu 


Ser 


Val 


Thr 


Gly 


Gly 


1 








5 










10 










15 




Val 


Asp 


Pro 


Ala 
20 


Ser 


Gly 


Ala 


Gly 


Pro 
25 


Ala 


Val 


Tyr 


Ser 


Ala 
30 


Pro 


Phe 


Val 


Glu 


Glu 
35 


Ser 


Cys 


Lys 


Ala 


Leu 
40 


Val 


Leu 


Phe 


Ala 


Leu 
45 


Ala 


He 


Gly 


Met 


Gly 
50 


Arg 


Arg 


Met 


Thr 


Ser 
55 


Val 


Val 


Gin 


Thr 


Val 
60 


Ser 


Met 


Ala 


Gly 


Leu 


Ser 


Ala 


lie 


Gly 


Phe 


Ala 


Phe 


Val 


Glu 


Asn 


He 


Met 


Tyr 


Tyr 


Ala 


65 










70 










75 










80 


Arg 


Ala 


Asp 


Asn 


Tyr 


Ala 


Arg 


Val 


Thr 


Ala 


Ser 


Gly Gly 


Asp 


Pro 


Lys 










85 










90 










95 




Gin 


Gly 


val 


Asp 


Glu 


val 


Gly 


Ala 


Val 


Ala Gly 


Ser 


Val 


Cys 


Leu 


Val 








100 










105 










110 






Trp 


Ala 


Ser 


Ala 


Val 


His 


Gin 


His 


Asp 


Gly Tyr 


Arg 


Ser 


Gly 


Pro 


Trp 






115 










120 










125 








Ala 


Glu 


Val 


Thr 


Lys 


Leu 























175 

Val Ser Ser Asn Leu 
190 
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130 

<210> 1601 

<211> 447 

<212> DNA 

<213> Homo sapiens 

<400> 1601 

gccggccgcc ccgtttccgc agattctgga ggagtgccga tggccgagtt catctacacc 
60 

atgcacaacg tccgaaaggc ggtgggtgac aaagttatcc ttgacaatgt cacgctgtcg 
120 

ttcttcccgg gcgccaagat tggtgttgtc ggaccgaatg gcgctggcaa atcgacgatg 
180 

ctcaagctca tggctggtct cgataagccc aataacggcg atgccaactt ggctaaaggc 
240 

gccaccgtcg gaatcttgct tcaggagccc ccgctcaccg aggacaaaac tgttcgcgag 
300 

aacgtcgaag aggccgtcgg cgacatcaaa gccaagctgg cacggttcga ggaagtctcc 
360 

gccgagatgg ccaaccctga cgccgacttt gacgccctga tggcggagat gggtgagctg 
420 

cagaccgagc tcgataacgc caacgcg 
447 

<210> 1602 

<211> 136 

<212> PRT 

<213> Homo sapiens 

<400> 1602 



Met 


Ala 


Glu Phe 


lie Tyr Thr 


Met 


His 


Asn 


Val 


Arg 


Lys 


Ala 


Val 


Gly 


1 






5 






10 










15 




Asp 


Lys 


val lie 
20 


Leu Asp Asn 


Val 


Thr 
25 


Leu 


Ser 


Phe 


Phe 


Pro 
30 


Gly 


Ala 


Lys 


lie 


Gly Val 
35 


Val Gly Pro 


Asn 
40 


Gly 


Ala 


Gly 


Lys 


Ser 
45 


Thr 


Met 


Leu 


Lys 


Leu 


Met Ala 


Gly Leu Asp 


Lys 


Pro 


Asn 


Asn 


Gly Asp 


Ala 


Asn 


Leu 




50 




55 










60 










Ala 


Lys 


Gly Ala 


Thr Val Gly 


He 


Leu 


Leu 


Gin 


Glu 


Pro 


Pro 


Leu 


Thr 


65 






70 








75 










80 


Glu 


Asp 


Lys Thr 


Val Arg Glu 
85 


Asn 


Val 


Glu 
90 


Glu 


Ala 


Val 


Gly 


Asp 
95 


He 


Lys 


Ala 


Lys Leu 
100 


Ala Arg Phe 


Glu 


Glu 
105 


Val 


Ser 


Ala 


Glu 


Met 
110 


Ala 


Asn 


Pro 


Asp 


Ala Asp 
115 


Phe Asp Ala 


Leu 
120 


Met 


Ala 


Glu 


Met 


Gly 
125 


Glu 


Leu 


Gin 


Thr 


Glu 
130 


Leu Asp 


Asn Ala Asn 
13 5 


Ala 



















c210> 1603 

<211> 540 

<212> DNA 

<213> Homo sapiens 
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<400> 1603 

acgcgtaagc tcaccgaagc catgatggca atgctgctgg aactgcatta cagcaagcag 
60 

gaaatccttg aggcgtacct caacgaggtc ttcgtcggtc aggatggcca gcgcgccgtg 
120 

cacgggtttg gcttggccag tcagttcttc tttggccagc ctttgtccga gctgaagttg 
180 

catcaagtcg cgttgttggt cgggatggtc aagggcccgt cctattacaa cccgcggcgc 
240 

aatccggaac gtgcgctcga gcgtcgtaac ctggtgctgg atgtgctgga acagcagggt 
300 

gtagccactg ccgaacaagt cgctgccgca aagaaaatgc cgctgggtgt aaccactcgc 
360 

ggcaagctgg cggacagctc cttcccaggc tttatcgacc tggtcaaacg ccagttgcgt 
420 

gaagattacc gcgacgaaga cttgaccgaa gaaggcctgc ggattttcac cagtttcgac 
480 

ccgattctgc agatgaaagc cgaagcatcg gtgaacgaca cattcaagcg cctgaccggc 
540 

<210> 1604 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<400> 1604 



Thr 


Arg 


Lys 


Leu 


Thr 


Glu 


Ala 


Met 


Met 


Ala 


Met Leu 


Leu 


Glu 


Leu 


His 


1 




5 










10 








15 




Tyr 


Ser 


Lys 


Gin 


Glu 


He 


Leu 


Glu 


Ala 


Tyr 


Leu Asn 


Glu 


Val 


Phe 


Val 






20 










25 








30 






Gly 


Gin 


Asp 


Gly 


Gin 


Arg 


Ala 


Val 


His 


Gly 


Phe Gly 


Leu 


Ala 


Ser 


Gin 






35 










40 








45 








Phe 


Phe 


Phe 


Gly 


Gin 


Pro 


Leu 


Ser 


Glu 


Leu 


Lys Leu 


His 


Gin 


Val 


Ala 




50 










55 








60 










Leu 


Leu 


Val 


Gly 


Met 


Val 


Lys 


Gly 


Pro 


Ser 


Tyr Tyr 


Asn 


Pro 


Arg 


Arg 


65 










70 










75 








80 


Asn 


Pro 


Glu 


Arg 


Ala 


Leu 


Glu 


Arg 


Arg 


Asn 


Leu Val 


Leu 


Asp 


val 


Leu 










85 










90 








95 




Glu 


Gin 


Gin 


Gly 


val 


Ala 


Thr 


Ala 


Glu 


Gin 


Val Ala 


Ala 


Ala 


Lys 


Lys 








100 










105 








110 






Met 


Pro 


Leu 


Gly 


Val 


Thr 


Thr 


Arg 


Gly 


Lys 


Leu Ala 


Asp 


Ser 


Ser 


Phe 






115 










120 








125 








Pro 


Gly 


Phe 


He 


Asp 


Leu 


Val 


Lys 


Arg 


Gin 


Leu Arg 


Glu 


Asp 


Tyr 


Arg 




130 










135 








140 










Asp 


Glu 


Asp 


Leu 


Thr 


Glu 


Glu 


Gly 


Leu 


Arg 


He Phe 


Thr 


Ser 


Phe 


Asp 


145 










150 










155 








160 


Pro 


He 


Leu 


Gin 


Met 


Lys 


Ala 


Glu 


Ala 


Ser 


Val Asn 


Asp 


Thr 


Phe 


Lys 



165 170 • 175 

Arg Leu Thr Gly 
180 

c2!0> 1605 
<211> 427 



1295 



WO 00/58473 



PO7US00/08621 



<212> DNA 

<213> Homo sapiens 



c400> 1605 

acgcgttggt gcggtcggtc gcacgcagtc cgtccaagag gtacaggcca gcgttgccgc 
60 

cattctttgc gggcgggatc tgcactggga tattgcggcc catcgcctgt gaccacacat 
120 

cgcagcgctg gacccaccag cccacctggt cccactcgca cgtgccagta ctgtccgcac 
180 

gcaagaaacc gcggtgagct gcgtgcgcct gctgggtgcc gcctgccact acggcaagac 
240 

ccagcgctac ggcgactgcc atgatgaccg aaaggacgcg acccctaata gatgcagtca 
300 

tctttctcct tcacaaagta tttggtaatt gtcacttagc tttatcgctc ggaatctgtg 
360 

aaccgttaac atcccgacgc ggaagctaac tagcaagcag tctaatgcac tcccgggcca 
420 

aatgttg 
427 



<210> 1606 

<211> 100 

<212> PRT 

<213> Homo sapiens 



<400> 1606 

Met Thr Ala Ser He Arg Gly Arg Val Leu Ser Val He Met Ala Val 

15 10 15 

Ala Val Ala Leu Gly Leu Ala Val Val Ala Gly Gly Thr Gin Gin Ala 

20 25 30 

His Ala Ala His Arg Asp Phe Leu Arg Ala Asp Ser Thr Gly Thr Cys 

35 40 45 

Glu Trp Asp Gin Val Gly Trp Trp Val Gin Arg Cys Asp Val Trp Ser 

50 55 60 

Gin Ala Met Gly Arg Asn He Pro Val Gin He Pro Pro Ala Lys Asn 
65 70 75 80 

Gly Gly Asn Ala Gly Leu Tyr Leu Leu Asp Gly Leu Arg Ala Thr Asp 
85 90 95 

Arg Thr Asn Ala 
100 

<210> 1607 
<211> 396 
<212> DNA 

<213> Homo sapiens 
<400> 1607 

gcacggctcc gctcgcggcc gccgtgatgg tacataccgg cgcgaccgtg atcgattctt 
60 

tgccgcaagg caatttactt ccacgtcacg gccgatgcga tgaagatgac gattcgtcaa 
120 

cggatgggac tgatcccgta cgaggcgatc gtgggcggga cgatgatgat cgtggcgacg 
180 
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ttgctgtacg gattcatttt gtagcataaa taaggagggg ttcgatgaac aggaaaaccc , 



240 



tttctgttgg cacccgattc gttcaaggaa agcatgacgg caaaagaagt ctgtatcgcg 
300 

atggaaaaag gactgagccg cgtctacccc gacgcccggt ttatccatgt gccgatggcg 
360 

gacggaggcg aaggcacggt gcagtcgctg gtcgac 
396 

<210> 1608 
<211> 56 
<212> PRT 

<213> Homo sapiens 
<400> 1608 

Thr Gly Lys Pro Phe Leu Leu Ala Pro Asp Ser Phe Lys Glu Ser Met 

1 ' 5 10 15 

Thr Ala Lys Glu Val Cys lie Ala Met Glu Lys Gly Leu Ser Arg Val 

20 25 30 

Tyr Pro Asp Ala Arg Phe lie His Val Pro Met Ala Asp Gly Gly Glu 

35 40 45 

Gly Thr Val Gin Ser Leu Val Asp 
50 55 

<210> 1609 
<211> 505 
<212> DNA 

<213> Homo sapiens 
<400> 1609 

acgcgtagat gccacagcgc caggacacac gccaccgcgg agccgaggat gatccacatg 
60 

ggctcgactc acatggacgc catggattcg gcagtggaga gcaggccgcg agcttcgcac 
120 

gcggcccgac tgcgtagtcg cgtcatctca gtgcacatct gttcttcccc gctcatgagg 
180 

ttcgcggcgt aggacatcgt tacgtccagc atggtggcga tctcagcaat gtcacagccg 
240 

gccttgtgga gggcgaggag ccgagcgcgc gtgcttcctg ctggcacgat gcgttcacgt 
300 

gctgcgttga tgtcgtcgat actgatatgc aggatgcgcc cggggtcgaa gacggggaat 
360 

ggggtgaatt ggacggtccc ccctggccag cgagtcgttg gacgattcga ctggggacat 
420 

gcgcgagcag ggcgacgaca cgccacggaa cgcggcattc atggacgagg gaacggacat 
480 

ggagcgagaa aaagcgggcg tcgac 
505 

<210> 1610 
<211> 129 
<212> PRT 

<213> Homo sapiens 
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<400> 1610 

Met Pro Arg Ser Val Ala Cys Arg Arg Pro Ala Arg Ala Cys Pro Gin 

IS 10 15 

Ser Asn Arg Pro Thr Thr Arg Trp Pro Gly Gly Thr Val Gin Phe Thr 

20 25 30 

Pro Phe Pro Val Phe Asp Pro Gly Arg He Leu His lie Ser He Asp 

35 40 45 

Asp He Asn Ala Ala Arg Glu Arg He Val Pro Ala Gly Ser Thr Arg 

50 55 60 

Ala Arg Leu Leu Ala Leu His Lys Ala Gly Cys Asp He Ala Glu He 
65 70 75 80 

Ala Thr Met Leu Asp Val Thr Met Ser Tyr Ala Ala Asn Leu Met Ser 

85 90 95 

Gly Glu Glu Gin Met Cys Thr Glu Met Thr Arg Leu Arg Ser Arg Ala 

100 105 110 

Ala Cys Glu Ala Arg Gly Leu Leu Ser Thr Ala Glu Ser Met Ala Ser 
115 120 125 

Met 



<210> 1611 
<211> 532 
<212> DNA 

<213> Homo sapiens 
<400> 1611 

acgcgtgctg cgtttacagt tgcgtctatt gatttaggtg cgcatccaga atttttagga 
60 

aaaaatgata ttcaattagg caaaaaagaa tctgtagagg atactgcgaa agtattaggt 
120 

agaatgttcg atggtattga attccgtggt ttttcacaac aagctggtga agatttagcg 
180 

aagttctctg gtgtaccggg gtggaatgga ttaacagacg attggcatcc tacacaaatg 
240 

ttagctgatt ttatgacaat aaaagagaat tttggatatc tagaaggaat aaacttaact 
300 

tacgttggag atggacgtaa taatattgcg cattcattaa tggtagcagg tgctatgtta 
360 

ggtgttaatg taagaatttg tacacctaaa tcattaaatc caaaagaggc atatgttgat 
420 

attgcaaaag aaaaagcgag tcaatatggt ggttcagtca tgattacgga taatattgca 
480 

gaagcagttg aaaatacaga tgctatatat acagatgttt gggtatcgac gg 
532 

<210> 1612 
<211> 177 
<212> PRT 

<213> Homo sapiens 
<400> 1612 

Thr Arg Ala Ala Phe Thr Val Ala Ser He Asp Leu Gly Ala His Pro 

15 10 15 

Glu Phe Leu Gly Lys Asn Asp He Gin Leu Gly Lys Lys Glu Ser Val 
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20 25 30 



Glu 


Asp 


Thr 


Ala Lys Val Leu Gly Arg Met Phe 


Asp 


Gly 


He 


Glu 


Phe 






35 


40 




45 








Arg 


Gly 


Phe 


Ser Gin Gin Ala Gly Glu Asp Leu 


Ala 


Lys 


Phe 


Ser 


Gly 




50 




55 


60 










Val 


Pro 


Gly 


Trp Asn Gly Leu Thr Asp Asp Trp 


His 


Pro 


Thr 


Gin 


Met 


65 






70 75 










80 


Leu 


Ala 


Asp 


Phe Met Thr lie Lys Glu Asn Phe 


Gly Tyr Leu Glu 


Gly 








85 90 








95 




lie 


Asn 


Leu 


Thr Tyr Val Gly Asp Gly Arg Asn 


Asn 


He 


Ala 


His 


Ser 








100 105 






110 






Leu 


Met 


Val 


Ala Gly Ala Met Leu Gly Val Asn 


Val 


Arg 


He 


Cys 


Thr 






115 


120 




125 








Pro 


Lys 


Ser 


Leu Asn Pro Lys Glu Ala Tyr Val 


Asp 


He 


Ala 


Lys 


Glu 




130 




135 


140 










Lys 


Ala 


Ser 


Gin Tyr Gly Gly Ser Val Met He 


Thr 


Asp 


Asn 


He 


Ala 


145 






150 155 










160 


Glu 


Ala 


Val 


Glu Asn Thr Asp Ala He Tyr Thr 


Asp 


Val 


Trp 


Val 


Ser 



165 170 175 



Thr 



<210> 1613 

<211> 584 

<212> DNA 

<213> Homo sapiens 

<400> 1613 

nnacgcgttc agccgagaaa tatgctgctt tttgcctgcc acctcacaaa tgctacggca 
60 

cagggcgtcc aggttttgcg cctcctggta cgttgctaca cacttgctca cctcccagcg 
120 

gtatcaatac aacttgcgaa atgcagacaa ggcccaggcc taagacatgg tagacataca 
180 

tatatacaag gaattcacta tatattgggt gaaaggagat cttcccgttc ctgttcttcc 
240 

tctgccgcat cctgtgaagc gttcagggag gtcgacatgg ataatgtgcg tatgcctggc 
300 

acggtaaagt gtcgcgggct tgtagatgcg tgtgaacgtt ttcgtgactt gaagaggtcg 
360 

aagctgatgt gttcgcgtga gctcgatgca gcgcgctgcg ttgcgtgcct tgtggtcgat 
420 

cgtcgccccg atccgataga atgcggagtt gtattttcgt agtactgctc gacaatgcca 
480 

gtgggcgagg cgatgagttc ctcatttgcg tctttctcga ggtcttggtc catgtccata 
540 

aacataccaa agctggatgg gtcatacgac ggcgcagcat gcat 
584 

<210> 1614 

<211> 153 

<212> PRT 

<213> Homo sapiens 
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<400> 1614 



Xaa 


Arg 


Val 


Gin 


Pro 


Arg 


Asn 


Met 


Leu 


Leu 


Phe Ala 


Cvs 


His 


Leu 


Thr 


1 








5 










10 








15 




Asn 


Ala 


Thr 


Ala 
20 


Gin 


Gly 


Val 


Gin 


Val 
25 


Leu 


Arg Leu 


Leu 


Val 
30 


Arci 


Cvs 


Tyr 


Thr 


Leu 
35 


Ala 


His 


Leu 


Pro 


Ala 
40 


Val 


Ser 


He Gin 


Leu 
45 


Ala 


Lys 


Cys 


Arg 


Gin 
50 


Gly 


Pro 


Gly 


Leu 


Arg 
55 


His 


Gly 


Arg 


His Thr 
60 


Tyr 


He 


Gin 


Gly 


lie 


His 


Tyr 


He 


Leu 


Gly 


Glu 


Arg 


Arg 


Ser 


Ser Arg 


Ser 


Cys 


Ser 


Ser 


65 










70 










75 








80 


Ser 


Ala 


Ala 


Ser 


Cys 
85 


Glu 


Ala 


Phe 


Arg 


Glu 
90 


Val Asp 


Met 


Asp 


Asn 
95 


Val 


Arg 


Met 


Pro 


Gly 
100 


Thr 


Val 


Lys 


Cys 


Arg 
105 


Gly 


Leu Val 


Asp 


Ala 
110 


Cys 


Glu 


Arg 


Phe 


Arg 
115 


Asp 


Leu 


Lys 


Arg 


Ser 
120 


Lys 


Leu 


Met Cys 


Ser 
125 


Arg 


Glu 


Leu 


Asp 


Ala 
130 


Ala 


Arg 


Cys 


Val 


Ala 
135 


Cys 


Leu 


Val 


Val Asp 
140 


Arg 


Arg 


Pro 


Asp 


Pro 


He 


Glu 


Cys 


Gly 


Val 


Val 


Phe 


Ser 















145 150 

<210> 1615 

<211> 363 

<212> DNA 

<213> Homo sapiens 

<400> 1615 

gccggcttgc ccgacgcgtc tatgggtgat gttctgtcct ctgtcgtcgg gccgtggggc 
60 

tcggtgcttg tcagtgctgg tgtcatcatt tccctgcttg gggctctact ggcctggatc 
120 

ctactgtgcg gtgagacgat gcaggtgccg ggtgaggacg gcaccatgcc gaaactgttc 
180 

ggacggatca acaaacatga ggctccagct cccgctttgt ggatcaccaa catcgtctcc 
240 

cagatatgcc ttgtcatgac ggtgttgtgg gacggtgctt acttggcgat ggcgaccctg 
300 

gctgccgccc tcatcctggt gccgtacctg ctgtcagccg cattcgccct gaagatggtg 

360 

ate 

363 

<210> 1616 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 1616 

Ala Gly Leu Pro Asp Ala Ser Met Gly Asp Val Leu Ser Ser Val Val 

15 io 15 

Gly Pro Trp Gly Ser Val Leu Val Ser Ala Gly Val He He Ser Leu 

20 25 ^ 30 

Leu Gly Ala Leu Leu Ala Trp He Leu Leu Cys Gly Glu Thr Met Gin 
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35 40 45 

Val Pro Gly Glu Asp Gly Thr Met Pro Lys Leu Phe Gly Arg lie Asn 

50 55 60 

Lys His Glu Ala Pro Ala Pro Ala Leu Trp lie Thr Asn lie Val Ser 
65 70 75 80 

Gin lie Cys Leu Val Met Thr Val Leu Trp Asp Gly Ala Tyr Leu Ala 

85 90 95 

Met Ala Thr Leu Ala Ala Ala Leu He Leu Val Pro Tyr Leu Leu Ser 

100 105 HO 

Ala Ala Phe Ala Leu Lys Met Val He 
115 120 

<210> 1617 

<211> 447 

<212> DNA 

<213> Homo sapiens 

<400> 1617 

accggtgact acctgtggga gaagaagggc atcgttccca tcctcaagat tgataagggc 
60 

ctggctgacg agggctgcca cgttcgtctc atgaagccga ttcccggcct cgacgagttg 
120 

gtgcaccgcg ccgtcgagga gaagcacatc ttcggtacca aggagcgctc tgtcatcctg 
180 

gatgacgaca aagctggcat cgaaaagatt gtcgaccagc agttcgaact ggccgaacag 
240 

gtgcgcgctg cgggtcttgt gccgatcctc gaacccgagg tcgacatcca cgctccacat 
300 

aaggagaagg ctgaggaaag gctgcacaac ctcatccgcg agcacatcga ctctctgccg 
360 

ctcgacgcca agatcatgtt gaagctgacg atcccgagtt ccgaagacct gtatgccgac 
420 

ctcattgcgg atccgaaggt cctacgc 
447 

<210> 1618 

<211> 149 

<212> PRT 

<213> Homo sapiens 



<400> 1618 



Thr 


Gly 


Asp 


Tyr 


Leu 


Trp 


Glu 


Lys 


Lys 


Gly 


He 


Val 


Pro 


He 


Leu 


Lys 


1 








5 










10 










15 




He 


Asp 


Lys 


Gly 


Leu 


Ala 


Asp 


Glu 


Gly 


Cys 


His 


Val 


Arg 


Leu 


Met 


Lys 








20 










2S 










30 






Pro 


He 


Pro 


Gly 


Leu 


Asp 


Glu 


Leu 


Val 


His 


Arg 


Ala 


Val 


Glu 


Glu 


Lys 






35 










40 










45 








His 


He 


Phe 


Gly 


Thr 


Lys 


Glu 


Arg 


Ser 


Val 


lie 


Leu 


Asp 


Asp 


Asp 


Lys 




50 










55 










60 










Ala 


Gly 


He 


Glu 


Lys 


He 


Val 


Asp 


Gin 


Gin 


Phe 


Glu 


Leu 


Ala 


Glu 


Gin 


65 










70 










75 










80 


Val 


Arg 


Ala 


Ala 


Gly 


Leu 


Val 


Pro 


He 


Leu 


Glu 


Pro 


Glu 


Val 


Asp 


He 










85 










90 










95 




His 


Ala 


Pro 


His 


Lys 


Glu 


Lys 


Ala 


Glu 


Glu 


Arg 


Leu 


His 


Asn 


Leu 


lie 
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100 105 110 

Arg Glu His lie Asp Ser Leu Pro Leu Asp Ala Lys He Met Leu Lys 

115 120 125 

Leu Thr He Pro Ser Ser Glu Asp Leu Tyr Ala Asp Leu He Ala Asp 

130 135 140 

Pro Lys Val Leu Arg 
145 

<210> 1619 

<211> 355 

<212> DNA 

<213> Homo sapiens 

<400> 1619 

nnggtaccga aacccgtgtc gctaccgcat aaaatcaaag gaactagtat gcataacgta 
60 

acaacaaatg gtgcctccat tcccgccctt ggccttggca ctttccgtat gcccggcgaa 
120 

gatgtgcttc gcatcgtccc ttacgcgctc aaggctggtt ttcgccatgt cgataccgcg 
180 

cagatttatg gcaatgaagt cgaggtcggt gaagcaattg cgacttccgg cgttcagcgt 
240 

ggcgacatct ttctgaccac aaaagtctgg gtagataatt ataagcatga tgctttcatc 
300 

gcatctgtcg atgaaagcct taccaagctt aagaccgact atgtcgatct gctgc 
355 

<210> 1620 

<211> 118 

<212> PRT 

<213> Homo sapiens 

c400> 1620 



Xaa 


Val 


Pro 


Lys 


Pro 


Val Ser 


Leu Pro 


His Lys He Lys Gly 


Thr 


Ser 


1 








5 






10 


15 




Met 


His 


Asn 


val 


Thr 


Thr Asn 


Gly Ala 


Ser He Pro Ala Leu 


Gly 


Leu 








20 






25 


30 






Gly 


Thr 


Phe 


Arg 


Met 


Pro Gly 


Glu Asp 


Val Leu Arg He Val 


Pro 


Tyr 






35 








40 


45 






Ala 


Leu 


Lys 


Ala 


Gly Phe Arg 


His Val 


Asp Thr Ala Gin He 


Tyr 


Gly 




50 








55 




60 






Asn 


Glu 


Val 


Glu 


Val 


Gly Glu 


Ala He 


Ala Thr Ser Gly Val 


Gin 


Arg 


65 










70 




75 




80 


Gly 


Asp 


lie 


Phe 


Leu 


Thr Thr 


Lys Val 


Trp Val Asp Asn Tyr 


Lys 


His 










85 






90 


95 




Asp 


Ala 


Phe 


He 


Ala 


Ser Val 


Asp Glu 


Ser Leu Thr Lys Leu 


Lys 


Thr 








100 






105 


110 






Asp 


Tyr 


Val 


Asp 


Leu 


Leu 











US 



<210> 1621 

<211> 386 

<212> DNA 

<213> Homo sapiens 



1302 



WO 00/58473 



PCT/US00/08621 



<400> 1621 

gcgcgccatg gaggcgcccc gggtcgcgcc aggatgctcc aggccaagtg aagcggtccg 
60 

gctggggtcg gcgggacccg cgggccatgt acggcgacat attcaacgcc acggggcggg 
120 

cccccgaggc ggcggtaggc agcgcgctgg ccccaggagc cacggtcaag gcagaaggcg 
180 

ctttgccgct ggagctggcc actgcgcgcg gtatgaggga cggcgcggcc acaaagcccg 
240 

acctgcccac ctacctgctg ctcttcttcc tgctgctgct ctcgggggcg ctcggcggcc 
300 

tcttcatcgg ttgccagctg cgccattcgg ccttcgccgc gctgccccac gaccgcttcg 
360 

ctcgcgacgc ccgcgcgccc ggaagg 
366 



<210> 1622 

<211> 126 

<212> PRT 

<213> Homo sapiens 



<400> 1622 

Met Glu Ala Pro Arg Val Ala Pro Gly Cys Ser Arg Pro Ser Glu Ala 

15 10 15 

Val Arg Leu Gly Ser Ala Gly Pro Ala Gly His Val Arg Arg His He 

20 25 30 

Gin Arg His Gly Ala Gly Pro Arg Gly Gly Gly Arg Gin Arg Ala Gly 

35 40 45 

Pro Arg Ser His Gly Gin Gly Arg Arg Arg Phe Ala Ala Gly Ala Gly 

50 55 60 

His Cys Ala Arg Tyr Glu Gly Arg Arg Gly His Lys Ala Arg Pro Ala 
65 70 75 80 

His Leu Pro Ala Ala Leu Leu Pro Ala Ala Ala Leu Gly Gly Ala Arg 

85 90 95 

Arg Pro Leu His Arg Leu Pro Ala Ala Pro Phe Gly Leu Arg Arg Ala 

100 105 110 

Ala Pro Arg Pro Leu Arg Ser Arg Arg Pro Arg Ala Arg Lys 
115 120 125 

<210> 1623 
<211> 314 
<212> DNA 

<213> Homo sapiens 
<400> 1623 

nctggtgccc agagcctcgt cggggtccag ccccagggcc tttgcgagtc agacacttgg 
60 

ggcccttgct tgtggttttt ctgggagctt tgggccgagg gttccccgga cccttccctg 
120 

aacttttccg cagtttcaga ggagagtctg caagtgagag ctgcagtgac tgtgccttgt 
180 

gcttggcacc caagcagggc atgggagtct taagtggaac cagggcctca aggacaacag 
240 
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agagccgcat ggcagggtag acacctggat aaaagtgggt gggggaagcc cactgctgca 
300 

ccccgggcac tgct 
314 

<210> 1624 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 1624 



Met Pro 


Gly 


Val 


Gin 


Gin 


Trp 


Ala 


Ser 


Pro Thr His Phe Tyr 


Pro 


Gly 


1 






5 










10 


15 




Val Tyr 


Pro 


Ala 


Met 


Arg 


Leu 


Ser 


Val 


Val Leu Glu Ala Leu 


Val 


Pro 






20 










25 


30 






Leu Lys 


Thr 


Pro 


Met 


Pro 


Cys 


Leu 


Gly 


Ala Lys His Lys Ala 


Gin 


Ser 




35 










40 




45 






Leu Gin 


Leu 


Ser 


Leu 


Ala 


Asp 


Ser 


Pro 


Leu Lys Leu Arg Lys 


Ser 


Ser 


50 










55 






60 






Gly Lys 


Gly 


Pro 


Gly 


Asn 


Pro 


Arg 


Pro 


Lys Ala Pro Arg Lys 


Thr 


Thr 


65 








70 








75 




80 


Ser Lys 


Gly 


Pro 


Lys 


Cys 


Leu 


Thr 


Arg 


Lys Gly Pro Gly Ala Gly 


Pro 








85 










90 


95 




Arg Arg 


Gly 


Ser 


Gly 


His 


Gin 













100 



<210> 1625 
<211> 619 
<212> DNA 

<213> Homo sapiens 
<400> 1625 

acgcgtactc agcagcaagt tctgctgagc cccaaatcca cacagactga gcctggacca 
60 

gggctgggcc ctccttatcc aagccaatcc agggaaacac tgtgctgact tcaaggcaga 
120 

agggacaaga aagcatgact gtgcacaaat tggctttgca gccatctcca ccaggtagcc 
180 

ctgggagcac ctgggaagaa gccgggccat gcagggagcc caacctcacc ctgcattcag 
240 

aaccgggcct tggaatggcc tgatctgagc cctagcaccc ctgggaagcc gcccaccttt 
300 

cttctggcct ctgggaagaa gatgggaatt ttaaggccat gggagaagac actcctggat 
360 

tctttcagct tctccaccca ccccctgctc cagatgtaat ctgggaagac tggggagtca 
420 

ggggcacagt gagttggagc aggggattgg agggtttgtg ggacagcctt ccagggcacc 
480 

tcaggagctg aattatttaa gccagctgcc cgtgggcccc gctcccagcc cttcctgttt 
540 

acacagactc cgtccatagc agacaccttc ccagagcctg ggtgacaata ggctgggtgt 
600 

gttttctgca atcttatag 
619 
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<210> 1626 

<211> 106 

<212> PRT 

<213> Homo sapiens 



<400> 1626 

Met Asp Gly Val Cys Val Asn Arg 

1 5 
Ala Ala Gly Leu Asn Asn Ser Ala 
20 

Pro Gin Thr Leu Gin Ser Pro Ala 

35 40 
Pro Val Phe Pro Asp Tyr lie Trp 

50 55 
Lys Glu Ser Arg Ser Val Phe Ser 
65 70 
Phe Pro Glu Ala Arg Arg Lys Val 
85 

Leu Arg Ser Gly His Ser Lys Ala 
100 



Lys Gly Trp Glu Arg Gly Pro Arg 

10 15 
Pro Glu Val Pro Trp Lys Ala Val 
25 30 
Pro Thr His Cys Ala Pro Asp Ser 
45 

Ser Arg Gly Trp Val Glu Lys Leu 
60 

His Gly Leu Lys lie Pro lie Phe 

75 80 
Gly Gly Phe Pro Gly Val Leu Gly 

90 95 
Arg Phe 
105 



<210> 1627 

<211> 481 

<212> DNA 

<213> Homo sapiens 



<400> 1627 

naccggtgcg ttgtgcccat gccttgtcga acaaggccat ataggccgta ccgacgtgag 
60 

gatcaccagt gggcgagggg gcaacgcgcg tgcgcgcggg atgcaaatca gtcatgatga 
120 

cacgaagtct atcgggatcc gctgacagac tccggtaaag ttcccgccat ggcagaacct 
180 

actggaaacc cggctgagtc cagctcggac ttcattcatc aggttgttcg cgcggacatc 
240 

caacaggaca cctacggcgg gcgcgtccag acccggttcc cacctgagcc taacggctac 
300 

ctccacattg gccacgcgaa ggccatcgtc accgatttcg gcgttgccga ggatttcggc 
360 

ggcacctgca acctgagact tgatgatact aatccaggca ccgaggaaac cgagtatgtc 
420 

gagtcgatcg ttgcagacat tgagtggtta ggttactccc cggcccacgt tgtccacgcg 

480 

t 

481 



<210> 1628 

<211> 104 

<212> PRT 

<213> Homo sapiens 



<400> 1628 

Met Ala Glu Pro Thr Gly Asn Pro Ala Glu Ser Ser Ser Asp Phe lie 
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15 10 15 

His Gin Val Val Arg Ala Asp lie Gin Gin Asp Thr Tyr Gly Gly Arg 

20 25 30 

Val Gin Thr Arg Phe Pro Pro Glu Pro Asn Gly Tyr Leu His lie Gly 

35 40 45 

His Ala Lys Ala lie Val Thr Asp Phe Gly Val Ala Glu Asp Phe Gly 

50 55 60 

Gly Thr Cys Asn Leu Arg Leu Asp Asp Thr Asn Pro Gly Thr Glu Glu 
65 70 75 80 

Thr Glu Tyr Val Glu Ser He Val Ala Asp lie Glu Trp Leu Gly Tyr 

8S 90 95 

Ser Pro Ala His Val Val His Ala 
100 

<210> 1629 

<211> 4519 

<212> DNA 

<213> Homo sapiens 

<400> 1629 

ccaaattgct gggaatgtcc aaagtgctac caggaggaca gctcggagaa agcccagaag 
60 

cggaaaatgg aagagagtga cgaagaagct gtgcaagcca aagtcctgcg gcccctgcgg 
120 

agctgcgatg agcctctcac gcccccgcct cattcaccca cttccatgct gcagctcatc 
180 

catgacccgg tttccccccg gggtatggtg actcggtcat cccctggggc tggccccagc 
240 

gaccaccaca gtgccagccg cgatgagcgc ttcaaacggc ggcagttgct gcggctgcag 
300 

gccacagagc gcaccatggt acgggaaaag gagaacaatc ccagcggcaa aaaggagctg 
360 

tctgaagttg agaaagccaa gatccgggga tcgtacctca ctgtcacgct acagaggccc 
420 

accaaagagc tccacgggac atccattgtg cccaagctgc aggccatcac ggcctcctct 
480 

gccaaccttc gccattcccc ccgtgtgcta gtgcagcact gcccagcccg aaccccccag 
540 

cgtggggatg aggaggggct ggggggagag gaggaggaag aggaggagga ggaggaggaa 
600 

gatgacagtg cagaggaggg gggtgcagcc aggctgaatg gccggggcag ttgggctcag 
660 

gatggagacg aaagctggat gcagcgggag gtctggatgt ctgtcttccg ctacctcagc 
720 

cgcagagaac tttgtgaatg tatgcgagtg tgcaagacgt ggtataaatg gtgctgcgac 
780 

aagagacttt ggacaaaaat tgacttgagt aggtgtaagg ccattgtgcc ccaggccctc 
840 

agtggcatca tcaagaggca gccagtcagc cttgacctca gttggaccaa catctctaaa 
900 

aagcaactga catggctcgt caataggctg ccaggactga aagacctcct cctagcaggc 
960 

tgctcctggt ctgcagtctc tgccctcagc acctccagct gcccccctct caggaccctt 
1020 
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gatcttcggt gggcagtagg aatcaaggac 
10BO 

gctgataaac caggtcagga caatcgcagc 
1140 

gcaggccttg acatcacaga tgccacgctt 
1200 

tctcgactcg acctcagtca ctgcagccac 
1260 

gctgtcgggt cttccactcg ctactctctc 
1320 

ttgacagacc agaccctgat ctacctacgg 
1380 

cgaggatgca agcagatcac tcgaaaagcc 
1440 

aacagcctct actgcctgtc tgacgagaag 
1500 

agcccagatt caacaggaaa ccgatcttcc 
1560 

cgaccctgca cgggctctgg ggccagcgtc 
1620 

gcccttcctc tacaggtggg gcagagaggg 
1680 

tctccctcct aaggaaaagg gagtagcaga 
1740 

gtcgaggcgc ctgctcgctt actcgcctgc 
1800 

tgtgcaacct tcatctgcac tgggccctgt 
1860 

gtgcctggtt ctgagcaaac tcccagggaa 
1920 

ttgtggtgtc cagtgcgcgt ctctcctcca 
1980 

cagcagcccc aggagtccca gacccgtgcc 
2040 

acctcacgtc cttaactgtg ctctccctcc 
2100 

gcactcgtgc ttgttcacat aattaggttt 
2160 

gtccctatga ggtccttatt gcacttattg 
2220 

gtctacccca gggacacacc catttcgttg 
2280 

tctccttgtt ccccctctct cttttgcctc 
2340 

ttctgcctga agaaggcttt cccaggatgc 
2400 

caagctggag gcggcagagg actgggccaa 
2460 

caggcctctg gtttagcgga gccccctgag 
2520 

ctgaactttc agggcagtca gggggtcctg 
2580 

cagccatgga agggggtgtg cacgtgcctc 
2640 



cctcaaattc gggacttgct tactccaccg 
aagctccgga acatgaccga cttccggctg 
cgcctcataa ttcgccacat gcccctcctg 
cttacagatc agtcctccaa tctactcact 
acagagctca atatggcagg ttgcaataaa 
cgcattgcca acgtcacctt gatcgacctt 
tgcgagcact tcatctcaga cttgtccatc 
ctgatacaga agatcagcta agacacaccc 
cctgactccc caccgaggag agcctctcct 
acactccctc tctgctctcc tgtcccttga 
tggtggacac caggcttatc tgcctgctcc 
ttgatctgag gggaaagcac aggctgtgct 
caggaggccg ggctctcagt ttggggtgtt 
gcccctcctc cccatccatg gtccccagca 
gaaaacggcc ctgtctccat ggccaggttc 
tcacactctc ccggcttgcg caggaggggc 
gatcacactg gtgctgttga gatctcccaa 
tttcctctcc cttgagcttg gttctgccca 
cccaccccag cctacccgac ttacttgcta 
gggttgaagc tcttcagagg agctggaact 
ctacccaagt ggattctgag acaggcacca 
ccactgactg ccctttccca tgtgtcttca 
acgtcctcag agggagcagc ctatctcccc 
gccccaacct gcctcccagc caggctcctc 
cccaggcctg tgtctagccc cagtggctca 
cttagaagcc agtcaccagc cctctgcctg 
tgtgtgtgtg gctgagtgta ttccgcgcgt 
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gtgtgtggag ggagggaggg aggggagcat ggtgtctccc gccccaccgc cctttgttga 
2700 

gccccatcag ctgccccctt ttactttgca ttgaacggcc Cgtccaaaga tcctctctct 
2760 

agggcagcag agagcttttt gcactttaaa aaaaaaaaga aagaaagaaa ggtcggaatt 
2820 

tcttttgggt caatattttt aagtgtgtga ggagatgctc agtagcagca gcctatggca 
2880 

agagcttata aatgattgat gcaaatttgc actctgctcc ccctctgtaa ggatactgat 
2940 

agcacaacct cttcccccca ccccgccccg ccttttggtc gtccatccct gtccctttct 
3000 

ggccctcttc ctgtagccca gtctcaggct ttcctcttcc tgaagcccta cagagttagg 
3060 

gaatggagcc caggcaccag gggtctaaag tgtgagccac tgagaagaga gacgccaact 
3120 

gcacccttgc cacttccaaa gcaatagagg cagagtggtc ccctctttgc cacctaggcc 
3180 

agttttgacc ctggcattaa ctggccttag aagaaactgg atcctggtag ggggtggcat 
3240 

tttgtttgtt tcttccaatc tgctgaatct tttgactgca ccttacaaac agcagtctgc 
3300 

tcccatgacc ctctgcccac ttccattggt ctccaggccc caataatctg gggttgaaac 
3360 

tttgaggaaa tgccagtgac ttattccaga gtgcctcagt taggggaact tctctgtaaa 
3420 

gaaccctggg tattgagcaa aaaccttatt atcgttaatg acctataatt ggaagcttcc 
3480 

tgcctttttc tttggttgct cctgtggaaa atactgaaaa gattactttg ttttattttg 
3540 

ttgtcttttt ataaaagggg aggtggagag accccttcag agcagggatt gtgccgggag 
3600 

agtgcctctg actttgggac atttcatcca cagaaatttc caagccaatg gtttcttttg 
3660 

ggttttggtt tttatgtttg ttttttgggg tttggaaaaa catgcatttt taccgtgcac 
3720 

gtaaattggt cagcagaaaa gggagcccag aaaaggcagc agatggacca tgcccttgct 
3780 

gggttttcct tttctctggg actgtgaggg gaaatggttt ttagaggtga gggttggtcc 
3840 

atgtggagga aagaagtgtc tctgttgggg gacagaggaa cctggggagt ccatcgcatg 
3900 

tcctacaatc tgctcttaga cacggccttg ccaggagagc ctgccctcag actgcaggac 
3960 

cagaacccct gcctccatct ttccaagcac cggggcgaaa aaccacaaag gaaaggaaga 
4020 

aaatttatat atatataata taaaatcact tggtgattaa aaaaataact gctccataaa 
4 080 

taaaactcct aaagtcactt atgtttaaag ggtttggttg tgttttttgt ttttcggaga 
414 0 

aatattgtaa atatatattt ttttgttgct gatttagagt caatctccaa tgttgtgcta 
4200 3 

aaaagtttaa attaaatgta agcattaagg ggataagtct tatgctatct cagttgacac 
4260 * 
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attgaggtta ttttgggcca gagaaggagg aagctagttg gactttgttt tgttttccaa 
4320 

aagttctcca ctattggttt tagagagagc aaggacatct ttcctctgac acgtgggaat 
4380 

gggtgatatt tgtgtaataa aatttttaaa agacaaaaaa agaaatagcc tccaatggga 
4440 

aatattttaa tttaggtttt gtttttgttt gggggttttt gtttttttaa aaaaataaaa 
4500 

aggctttaaa aacaaaaaa 
4519 

<210> 1630 

<211> 496 

<212> PRT 

<213> Homo sapiens 



<400> 1630 



Pro Asn 


Cys 


Trp 


Glu 


Cys 


Pro 


Lys Cys 


Tyr 


Gin Glu 


Asp 


Ser 


Ser 


Glu 


1 






5 








10 








15 




Lys Ala 


Gin 


Lys 


Arg 


Lys 


Met 


Glu Glu 


Ser 


Asp Glu 


Glu 


Ala 


Val 


Gin 






20 








25 








30 






Ala Lys 


Val 


Leu 


Arg 


Pro 


Leu 


Arg Ser 


Cys 


Asp Glu 


Pro 


Leu 


Thr 


Pro 




35 










40 






45 








Pro Pro 


His 


Ser 


Pro 


Thr 


Ser 


Met Leu 


Gin 


Leu He 


His 


Asp 


Pro 


Val 


50 










55 






60 










Ser Pro 


Arg 


Gly 


Met 


Val 


Thr 


Arg Ser 


Ser 


Pro Gly 


Ala 


Gly 


Pro 


Ser 


65 








70 








75 








80 


Asp His 


His 


Ser 


Ala 


Ser 


Arg 


Asp Glu 


Arg 


Phe Lys 


Arg 


Arg 


Gin 


Leu 








85 








90 








95 




Leu Arg 


Leu 


Gin 


Ala 


Thr 


Glu 


Arg Thr 


Met 


Val Arg 


Glu 


Lys 


Glu 


Asn 






100 








105 








110 






Asn Pro 


Ser 


Gly 


Lys 


Lys 


Glu 


Leu Ser 


Glu 


Val Glu 


Lys 


Ala 


Lys 


He 




115 










120 






125 








Arg Gly 


Ser 


Tyr 


Leu 


Thr 


Val 


Thr Leu 


Gin 


Arg Pro 


Thr 


Lys 


Glu 


Leu 


130 










135 






140 










His Gly 


Thr 


Ser 


lie 


val 


Pro 


Lys Leu 


Gin 


Ala He 


Thr 


Ala 


Ser 


Ser 


145 








150 








155 








160 


Ala Asn 


Leu 


Arg 


His 


Ser 


Pro 


Arg Val 


Leu 


Val Gin 


His 


Cys 


Pro 


Ala 








165 








170 








175 




Arg Thr 


Pro 


Gin 


Arg 


Gly 


Asp 


Glu Glu 


Gly 


Leu Gly 


Gly 


Glu 


Glu 


Glu 






180 








185 








190 






Glu Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu Asp 


Asp 


Ser Ala 


Glu 


Glu 


Gly 


Gly 




195 










200 






205 








Ala Ala 


Arg 


Leu 


Asn 


Gly 


Arg 


Gly Ser 


Trp 


Ala Gin 


Asp 


Gly 


Asp 


Glu 


210 










215 






220 










Ser Trp 


Met 


Gin 


Arg 


Glu 


Val 


Trp Met 


Ser 


Val Phe 


Arg 


Tyr 


Leu 


Ser 


225 








230 








235 








240 


Arg Arg 


Glu 


Leu 


Cys 


Glu 


Cys 


Met Arg 


Val 


Cys Lys 


Thr 


Trp 


Tyr 


Lys 








245 








250 








255 




Trp Cys 


Cys 


Asp 


Lys 


Arg 


Leu 


Trp Thr 


Lys 


He Asp 


Leu 


Ser 


Arg 


Cys 






260 








265 








270 






Lys Ala 


lie 


Val 


Pro 


Gin 


Ala 


Leu Ser 


Gly 


He He 


Lys 


Arg 


Gin 


Pro 




27S 










280 






285 








Val Ser 


Leu 


Asp 


Leu 


Ser 


Trp 


Thr Asn 


He 


Ser Lys 


Lys 


Gin 


Leu 


Thr 
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290 








295 








300 










Trp 


Leu 


Val 


Asn Arg 


Leu 


Pro 


Gly 


Leu 


Lys 


Asp Leu 


Leu 


Leu 


Ala 


Gly 


305 








310 










315 








320 


Cys 


Ser 


Trp 


Ser Ala 


Val 


Ser 


Ala 


Leu 


Ser 


Thr Ser 


Ser 


Cys 


Pro 


Leu 








325 










330 








335 




Leu 


Ara 


Thr 


Leu Asp 


Leu Arg 


Trp 


Ala 


Val 


Gly He 


Lys 


Asp 


Pro 


Gin 








340 








345 








350 






lie 


Ara 


ASD 


Leu Leu 


Thr 


Pro 


Pro 


Ala 


ASD 


Lys Pro 


Glv 


Gin 


Aso 


Asn 






355 








360 








365 








Ara 


Ser 


Lys 


Leu Arg 


Asn 


Met 


Thr 


Asp 


Phe 


Arg Leu 


Ala 


Glv 


Leu 


Asd 




370 








375 








380 










lie 


Thr 


Asp 


Ala Thr 


Leu Arg 


Leu 


lie 


He 


Arg His 


Met 


Pro 


Leu 


Leu 


385 








390 










395 








400 


Ser 


Arg 


Leu 


Asp Leu 


Ser 


His 


Cys 


Ser 


His 


Leu Thr 


Asp 


Gin 


Ser 


Ser 








405 










410 








415 




Asn 


Leu 


Leu 


Thr Ala 


Val 


Gly 


Ser 


Ser 


Thr 


Arg Tyr 


Ser 


Leu 


Thr 


Glu 








420 








425 








430 






Leu 


Asn 


Met 


Ala Gly 


Cys 


Asn 


Lys 


Leu 


Thr 


Asp Gin 


Thr 


Leu 


He 


Tyr 






435 








440 








445 








Leu 


Arg 


Arg 


He Ala 


Asn 


Val 


Thr 


Leu 


He 


Asp Leu 


Arg 


Gly 


Cys 


Lys 




450 








455 








460 










Gin 


He 


Thr 


Arg Lys 


Ala 


Cys 


Glu 


His 


Phe 


He Ser 


Asp 


Leu 


Ser 


He 


465 








470 










475 








480 


Asn 


Ser 


Leu 


Tyr Cys 


Leu 


Ser 


Asp 


Glu 


Lys 


Leu lie 


Gin 


Lys 


He 


Ser 








485 










490 








495 





<210> 1631 

<211> 330 

<212> DNA 

<213> Homo sapiens 

<400> 1631 

acgcgtgctc agccaagcct tagatgaaaa tgcgcttgct gacttttgtg cgatgcaatg 
60 

tcagaacccg aacacacgtg cttcagacat ggcgggatgg aagacacttc agactctttt 
120 

ccatgttgac tctcgcgacg agcttgttga gttgcttggc ttttcgaaag acgacattac 
180 

caaccaagtt cagcaagctg tgggcgcctt gggtttaccg ccactagaag atgaaaacgc 
240 

acaaggtgaa gatccggcgt cgcaggtccc gccagtcacc gacgaggacc ccactgcttt 
300 

cttcgatcaa gttccagatg tgcctctaga 
330 

<210> 1632 

<211> 92 

<212> PRT 

<213> Homo sapiens 

<400> 1632 

Met Gin Cys Gin Asn Pro Asn Thr Arg Ala Ser Asp Met Ala Gly Trp 

1 5 10 15 

Lys Thr Leu Gin Thr Leu Phe His Val Asp Ser Arg Asp Glu Leu Val 
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20 25 30 

Glu Leu Leu Gly Phe Ser Lys Asp Asp lie Thr Asn Gin Val Gin Gin 

35 40 45 

Ala Val Gly Ala Leu Gly Leu Pro Pro Leu Glu Asp Glu Asn Ala Gin 

50 55 60 

Gly Glu Asp Pro Ala Ser Gin Val Pro Pro Val Thr Asp Glu Asp Pro 
65 70 75 80 

Thr Ala Phe Phe Asp Gin Val Pro Asp Val Pro Leu 
85 90 

<210> 1633 
<211> 259 
<212> DNA 

<213> Homo sapiens 
<400> 1633 

ngggggacgt tggctatcaa tcttgtcgga gctttcgtac tggcgacttt gctcgagctg 
60 

ctcgtccacg ctggccctgg cccaggggtt cgtcgagcgg tgcggctatg catcggtacc 
12 0 

ggattgttag gtggatttac gacttattcc gccctcacgg tggaaaccgg ccaacgtgtg 
180 

atgtcagggc agtggttatg gggtattgcc tatcttttga cgagtgtcgt ggcaggtgca 
24 0 

ttgttggcat gggtcatga 
259 

<210> 1634 
<211> 86 
<212> PRT 

<213> Homo sapiens 



<400> 1634 












Xaa Gly Thr 


Leu 


Ala 


He 


Asn 


Leu Val Gly Ala Phe Val Leu Ala Thr 


l 




5 






10 15 


Leu Leu Glu 


Leu 


Leu 


Val 


His 


Ala Gly Pro Gly Pro Gly Val Arg Arg 




20 








25 30 


Ala val Arg 


Leu 


Cys 


He 


Gly 


Thr Gly Leu Leu Gly Gly Phe Thr Thr 


35 










40 45 


Tyr Ser Ala 


Leu 


Thr 


Val 


Glu 


Thr Gly Gin Arg Val Met Ser Gly Gin 


50 








55 


60 


Trp Leu Trp 


Gly 


lie 


Ala 


Tyr 


Leu Leu Thr Ser Val Val Ala Gly Ala 


65 






70 




75 80 


Leu Leu Ala 


Trp 


val 


Met 







85 



<210> 1635 
<211> 792 
<212> DNA 

<213> Homo sapiens 
<400> 1635 

nngtcctttt ttatgaaccg gcggactcgg ttggcgttgt ggggcagggg gtggtggagc 
60 
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aagatggcgg 


ctcatctgtc 


120 




cgtcgcgagc 


tgcgcgagtt 


180 




gaatacctaa 


ctggaccctt 


240 




gtggaaaaaa 


tgttcacact 


300 




attttttttg 


tcagacccag 


360 




gaagatagac 


gaggcccaac 


420 




ttgtgcgaac 


agcggttgaa 


480 




tacagcttag 


atctcattcc 


540 




ttcaaagagt 


gctacctgga 


600 




atgaccctgc 


aagctctgta 


660 




cgggtgagaa 


ccggctgctt 


720 




gaggaacggg 


aagctcctta 


780 




actcatgaat 


tc 


792 





ctacggccga gtgaacctaa 
cctggacaag tgcgcaggaa 
tggcctgatt gcacagtatt 
taaaggaaat cgtttgccgg 
gctagagttg atggatataa 
gagagatttt catattctgt 
ggatctgggt gtcttgggat 
attcgatggg gatctcttat 
gggtgaccag acgagcctgt 
tggaacgatc ccccagatct 
tgtggtggta aaggagggcc 
caaacaaatt cagttgatct 



acgtgttgcg cgaggcggtg 
gcaaggcaat agtttgggat 
cactattgaa ggaacatgaa 
cagctgatgt gaagaatata 
tcgctgaaaa cgtgctcagt 
ttgtgccacg ccgtagcctg 
cctttattca cagggaggag 
ccatggaatc agagggtgca 
accacgcagc caaggggctg 
ttgggaaagg agaatgcgct 
cttcacaccc caaaagggag 
taatcattta tgaatactgt 



<210> 1636 

<211> 243 

<212> PRT 

<213> Homo sapiens 



<400> 1636 



Met 


Ala 


Ala 


His 


Leu 


Ser 


Tyr 


Gly 


Arg 


Val 


Asn 


Leu 


Asn 


val 


Leu 


Arg 


1 








5 










10 










15 




Glu 


Ala 


Val 


Arg 


Arg 


Glu 


Leu 


Arg 


Glu 


Phe 


Leu 


Asp 


Lys 


Cys 


Ala 


Gly 








20 










25 










30 






Ser 


Lys 


Ala 


He 


Val 


Trp 


Asp 


Glu 


Tyr 


Leu 


Thr 


Gly 


Pro 


Phe 


Gly 


Leu 






35 










40 










45 








He 


Ala 


Gin 


Tyr 


Ser 


Leu 


Leu 


Lys 


Glu 


His 


Glu 


Val 


Glu 


Lys 


Met 


Phe 




50 










55 










60 










Thr 


Leu 


Lys 


Gly 


Asn 


Arg 


Leu 


Pro 


Ala 


Ala 


Asp 


Val 


Lys 


Asn 


He 


He 


65 










70 










75 










80 


Phe 


Phe 


Val 


Arg 


Pro 


Arg 


Leu 


Glu 


Leu 


Met 


Asp 


He 


He 


Ala 


Glu 


Asn 










85 










90 










95 




Val 


Leu 


Ser 


Glu 


Asp 


Arg 


Arg 


Gly 


Pro 


Thr 


Arg 


Asp 


Phe 


His 


He 


Leu 








100 










105 










110 






Phe 


Val 


Pro 


Arg 


Arg 


Ser 


Leu 


Leu 


Cys 


Glu 


Gin 


Arg 


Leu 


Lys 


Asp 


Leu 






115 










120 










125 








Gly 


Val 


Leu 


Gly 


Ser 


Phe 


He 


His 


Arg 


Glu 


Glu 


Tyr 


Ser 


Leu 


Asp 


Leu 




130 










135 










140 










He 


Pro 


Phe 


Asp 


Gly 


Asp 


Leu 


Leu 


Ser 


Met 


Glu 


Ser 


Glu 


Gly 


Ala 


Phe 


145 










ISO 










155 










160 


Lys 


Glu 


Cys 


Tyr 


Leu 


Glu 


Gly 


Asp 


Gin 


Thr 


Ser 


Leu 


Tyr 


His 


Ala 


Ala 
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165 

Lys Gly Leu Met Thr Leu Gin Ala 
180 

Phe Gly Lys Gly Glu Cys Ala Arg 
195 200 
Val Lys Glu Gly Pro Ser His Pro 

210 215 
Pro Tyr Lys Gin He Gin Leu He 
225 230 
His Glu Phe 



170 175 
Leu Tyr Gly Thr He Pro Gin He 
185 190 
Val Arg Thr Gly Cys Phe Val Val 
205 

Lys Arg Glu Glu Glu Arg Glu Ala 
220 

Leu He He Tyr Glu Tyr Cys Thr 
235 240 



<210> 1637 
<211> 357 
<212> DNA 

<213> Homo sapiens 
<400> 1637 

ntcatgatga cacagacccc cgcgcaccca ggcttgatct ccctgcaagg catcggcaaa 
60 

cgttatcagt tggccgggca aaagctgtcc attctcaatg acgtgtgcct gtccatctcc 
120 

cgcggtgaca gctgcggcat cctcggcgcc tccggttccg gcaagagcac cctgctcaat 
180 

atccttggcc tgctggacct gcccaacagc ggccagtacc actttgccgg ccacgatatt 
240 

ttggcgctca ccccggacga actgtcggcg atccgcaact cagntnnaat ggttgtgttc 
300 

cagagcttca acctgctgcc gcgcctcagc gccctggaca acgtcgccct gcccctg 
357 

<210> 1638 
<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 1638 



Xaa 


Met 


Met 


Thr 


Gin 


Thr 


Pro 


Ala 


His 


Pro Gly Leu 


He Ser 


Leu 


Gin 


1 








5 










10 




15 




Gly 


He 


Gly 


Lys 


Arg 


Tyr 


Gin 


Leu 


Ala 


Gly Gin Lys 


Leu Ser 


He 


Leu 




20 










25 




30 






Asn 


Asp 


Val 


Cys 


Leu 


Ser 


He 


Ser 


Arg 


Gly Asp Ser 


Cys Gly 


He 


Leu 




35 








40 






45 






Gly 


Ala 


Ser 


Gly 


Ser 


Gly 


Lys 


Ser 


Thr 


Leu Leu Asn 


He Leu 


Gly 


Leu 




50 










55 






60 








Leu 


Asp 


Leu 


Pro 


Asn 


Ser 


Gly 


Gin 


Tyr 


His Phe Ala 


Gly His 


Asp 


He 


65 








70 








75 






80 


Leu 


Ala 


Leu 


Thr 


Pro 


Asp 


Glu 


Leu 


Ser 


Ala He Arg 


Asn Ser 


Xaa 


Xaa 










65 










90 




95 




Met 


Val 


Val 


Phe 


Gin 


Ser 


Phe 


Asn 


Leu 


Leu Pro Arg 


Leu Ser 


Ala 


Leu 








100 










105 




110 






Asp 


Asn 


Val 


Ala 


Leu 


Pro 


Leu 















US 
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<210> 1639 

<211> 396 

<212> DNA 

<213> Homo sapiens 

<400> 1639 

acgcgtgtac gtgcgcgtgt gatttcacat gccctcaaag atattcttac tgaaggcgat 
60 

aaagttatcg ttatgggaca taagcgacca gatttagatg ctataggtgc agctatcgga 
120 

gtttcgcgct ttgcatcaat gaataattta gaggcattta tcgttcttaa tgattctgat 
180 

attgatccga cattacgtcg tgttatggat gagattgata agaaaccgga actaaaagaa 
240 

cgctttgtaa catcggatga ggcttgggat atgatgactt ctaagacgac tgtcgttgtt 
300 

gtagatacac ataaacctga aatggtctta gatgaaaatg tcttaaataa agcaaaccgc 
360 

aaagtagtca ttgatcatca tagacgtggc gaaact 
396 

<210> 1640 
<211> 132 
<212> PRT 

<213> Homo sapiens 



<400> 1640 


















Thr Arg 


Val 


Arg 


Ala 


Arg Val He Ser His Ala 


Leu 


Lys 


Asp 


He 


Leu 


1 






5 


10 








15 




Thr Glu 


Gly 


Asp 


Lys 


Val He Val Met Gly His 


Lys 


Arg 


Pro 


Asp 


Leu 






20 




25 






30 






Asp Ala 


He 


Gly 


Ala 


Ala He Gly Val Ser Arg 


Phe 


Ala 


Ser 


Met 


Asn 




35 






40 




45 








Asn Leu 


Glu 


Ala 


Phe 


He Val Leu Asn Asp Ser Asp 


He 


Asp 


Pro 


Thr 


50 








55 


60 










Leu Arg 


Arg 


Val 


Met 


Asp Glu He Asp Lys Lys 


Pro 


Glu 


Leu 


Lys 


Glu 


65 








70 75 










80 


Arg Phe 


Val 


Thr 


Ser 


Asp Glu Ala Trp Asp Met 


Met 


Thr 


Ser 


Lys 


Thr 








85 


90 








95 




Thr Val 


Val 


Val 


Val 


Asp Thr His Lys Pro Glu 


Met 


val 


Leu 


Asp 


Glu 






100 




105 






110 






Asn Val 


Leu 


Asn 


Lys 


Ala Asn Arg Lys Val Val 


He Asp 


His 


His 


Arg 




115 






120 




125 








Arg Gly 


Glu 


Thr 

















130 



<210> 1641 
<211> 376 
<212> DNA 

<213> Homo sapiens 
<400> 1641 

ttatcagcaa acgacagcag acaagagctc ctggggctct ggggaaatgc tgctgcctgc 
60 
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tggccaaacg aactgatgga tgggctcttg gagtgggaga gactgggcag aagctgtgtg 
120 

gggtgggtga ctcccaacct aaagaaccca ctgagacaca tgtggcttcc ctcttccacc 
180 

ttcattgcct ctttccgtct agatgctggc aaggggggac ttggtggaca aagagagcta 
240 

ctattcattc aggagctatg ttacaccagt cactttacat gtgccacttg ctctgggtta 
300 

aactgtgcct cccctcactc atatgttgaa gtcctaaccc taactacctc agaatgggac 
360 

gttatttgga aaaaag 
376 

<210> 1642 

<211> 100 

<212> PRT 

<213> Homo sapiens 

<400> 1642 

Met Asp Gly Leu Leu Glu Trp Glu Arg Leu Gly Arg Ser Cys Val Gly 

15 10 15 

Trp Val Thr Pro Asn Leu Lys Asn Pro Leu Arg His Met Trp Leu Pro 

20 25 30 

Ser Ser Thr Phe lie Ala Ser Phe Arg Leu Asp Ala Gly Lys Gly Gly 

35 40 45 

Leu Gly Gly Gin Arg Glu Leu Leu Phe lie Gin Glu Leu Cys Tyr Thr 

50 55 60 

Ser His Phe Thr Cys Ala Thr Cys Ser Gly Leu Asn Cys Ala Ser Pro 
65 70 75 80 

His Ser Tyr Val Glu Val Leu Thr Leu Thr Thr Ser Glu Trp Asp Val 
85 90 95 

lie Trp Lys Lys 
100 



<210> 1643 

<211> 494 

<212> DNA 

<213> Homo sapiens 



<400> 1643 

aagcttccag aattccatag gaacccagct gcccttctgg tacctcagtg aggtggagcc 
60 

gagtgtctga gagcaggtgc aggagaaggt gtgggctcca cctgggcctc tgaagccagg 
120 

ggccagaatc cccagatcta ggtccaagag ggggctccat gacctcccca tgctgctcct 
180 

ctgcttggat ccaggatata agaaaggagg ggcacacact gtgggggaac tctggggtcc 
240 

cctgtgtgca tcagcgagtc ccgggtctgc cccaccagga tgcaaagggc ctggctgctc 
300 

cagccccatg ctcacagccc tataagtgca cgatggcacc ctatatcatc taagcggggc 
360 

tgtgcctcct gaggctttag ggacaccaga atgagccccc ctcggcggag tctggctctg 
420 
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ggtgtgtgga gatgccacct gggacgggaa ccccaggtgc atggagcccc actgcagaca 
480 

ccatcccccg tgtg 
494 



<210> 1644 

<211> 103 

<212> PRT 

<213> Homo sapiens 



<400> 1644 

Met Gly Leu Glu Gin Pro Gly Pro Leu His Pro Gly Gly Ala Asp Pro 

15 10 IS 

Gly Leu Ala Asp Ala His Arg Gly Pro Gin Ser Ser Pro Thr Val Cys 

20 25 30 

Ala Pro Pro Phe Leu Tyr Pro Gly Ser Lys Gin Arg Ser Ser Met Gly 

35 40 45 

Arg Ser Trp Ser Pro Leu Leu Asp Leu Asp Leu Gly lie Leu Ala Pro 

50 55 60 

Gly Phe Arg Gly Pro Gly Gly Ala His Thr Phe Ser Cys Thr Cys Ser 
65 70 75 80 

Gin Thr Leu Gly Ser Thr Ser Leu Arg Tyr Gin Lys Gly Ser Trp Val 

85 90 95 

Pro Met Glu Phe Trp Lys Leu 
100 

<210> 1645 
<211> 330 
<212> DNA 

<213> Homo sapiens 
<400> 1645 

nnagatctgt cggataatgg ctttggctcc gacatggtga cactggtgct tgccatcggg 
60 

aggagccggt ctctgaaaca cgtggccctt ggaaggaact tcaacgttcg gtgcaaggag 
120 

accctggacg atgtcctgca tcggatagcc cagctaatgc aggatgacga ctgtcctttg 
180 

cagtcactat ccgtggctga gtcgcggttg aagcagggtg ccagcatcct gatccgggct 
240 

ttgggcacca atcctaaact gacagcgctg gatatcagtg gcaatgccat aggggatgct 
300 

ggggccaaga tgctagccaa ggctctacgc 
330 



<210> 1646 

<211> 110 

<212> PRT 

<213> Homo sapiens 



<400> 1646 

Xaa Asp Leu Ser Asp Asn Gly Phe Gly Ser Asp Met Val Thr Leu Val 

15 10 15 

Leu Ala lie Gly Arg Ser Arg Ser Leu Lys His Val Ala Leu Gly Arg 
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20 

Asn Phe Asn Val Arg 
35 

lie Ala Gin Leu Met 
50 

Val Ala Glu Ser Arg 
65 

Leu Gly Thr Asn Pro 
85 

He Gly Asp Ala Gly 
100 



25 

Cys Lys Glu Thr Leu Asp 
40 

Gin Asp Asp Asp Cys Pro 
55 

Leu Lys Gin Gly Ala Ser 
70 75 
Lys Leu Thr Ala Leu Asp 
90 

Ala Lys Met Leu Ala Lys 
105 



30 

Asp Val Leu His Arg 
45 

Leu Gin Ser Leu Ser 
60 

lie Leu lie Arg Ala 
80 

He Ser Gly Asn Ala 
95 

Ala Leu Arg 
110 



<210> 1647 

<211> 501 

<212> DNA 

<213> Homo sapiens 



<400> 1647 

aggccgctcg gtgatccgcg gcggcggcag cggcgcttcc tgctaggacc ggccggggcc 
60 

gtaccggagg ctcgggctcc accgaccctc ctcccacccc ctcccactca ccctctgggc 
120 

cgcgactgcg cagggcgggg ccggccgaac catgggccgc ggtgtgggct aagctggtgg 
180 

ccccggcttt agactggacc ccacaatgtt tgcagagatg ttcaggcacg cgggagctga 
240 

ttacacacaa tgaatggggg caatgagagc agtggagcag acagagctgg gggccctgtg 
300 

gccacatctg tccccatcgg ctggcagcgc tgtgtgcgag agggtgctgt gctctacatc 
360 

agtccaagtg gcacagagct gtcttccttg gagcaaaccc ggagctacct cctcagcgat 
420 

gggacctgca agtgcggtct ggagtgtcca cttaatgtcc ccaaggtttt caactttgac 
480 

cctttggccc cggtgacccc g 
501 



<210> 1648 

<211> 84 

<212> PRT 

<213> Homo sapiens 



<400> 1648 












Met Asn Gly 


Gly Asn 


Glu 


Ser Ser Gly Ala 


Asp 


Arg Ala Gly Gly Pro 


1 


5 




10 




15 


Val Ala Thr 


Ser Val 


Pro 


He Gly Trp Gin 


Arg 


Cys Val Arg Glu Gly 




20 




25 




30 


Ala Val Leu 


Tyr He 


Ser 


Pro Ser Gly Thr 


Glu 


Leu Ser Ser Leu Glu 


35 






40 




45 


Gin Thr Arg 


Ser Tyr 


Leu 


Leu Ser Asp Gly 


Thr 


Cys Lys Cys Gly Leu 


50 






55 




60 


Glu Cys Pro 


Leu Asn 


Val 


Pro Lys Val Phe 


Asn 


Phe Asp Pro Leu Ala 


65 




70 




75 


80 


Pro Val Thr 


Pro 
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<210> 1649 

<211> 441 

<212> DNA 

<213> Homo sapiens 

<400> 1649 

gcgtcggcag ctgaacgggt gctactggca atcggcgaac ccgaactgct ggatacgtcc 
60 

accaactcac ggttgtcgcg catcttctcc aacaaggtga tccggcgcta tccggccttt 
120 

gaagacttcc acgggatgga agaatgcatc gatcagatcg tttcgtattt ccgccacgcc 
180 

gcccaaggcc tggaagagaa gaaacagatc ctttacctgc tcggccccgt cggcggcggt 
240 

aaatcgtccc tggccgaaaa gctgaaacag ctgatcgaga aggtcccctt ctacgccatc 
300 

aagggctcgc cggtcttcga gtcgcccctg gggttgttca acgccactga agacggcgcg 
360 

atcctcgagg aagacttcgg gattccacgg cgttacctga acaccatcat gtcgccctgg 
420 

gcgaccaagc gcctggccga a 
441 

<210> 1650 

<211> 147 

<212> PRT 

<213> Homo sapiens 

<400> 1650 



Ala 


Ser 


Ala 


Ala 


Glu Arg Val Leu Leu 


Ala 


He Gly 


Glu 


Pro 


Glu 


Leu 


1 








5 


10 








15 




Leu Asp 


Thr 


Ser 


Thr Asn Ser Arg Leu 


Ser 


Arg He 


Phe 


Ser 


Asn 


Lys 








20 


25 








30 






Val 


lie 


Arg Arg 


Tyr Pro Ala Phe Glu 


Asp 


Phe His 


Gly 


Met 


Glu 


Glu 






35 




40 






45 








Cys 


lie 


Asp 


Gin 


lie Val Ser Tyr Phe 


Arg 


His Ala 


Ala 


Gin 


Gly 


Leu 




50 






55 




60 










Glu 


Glu 


Lys 


Lys 


Gin lie Leu Tyr Leu 


Leu 


Gly Pro 


Val 


Gly 


Gly 


Gly 


65 








70 




75 








80 


Lys 


Ser 


Ser 


Leu 


Ala Glu Lys Leu Lys 


Gin 


Leu He 


Glu 


Lys 


Val 


Pro 










85 


90 








95 




Phe 


Tyr 


Ala 


He 


Lys Gly Ser Pro Val 


Phe 


Glu Ser 


Pro 


Leu 


Gly 


Leu 








100 


105 








110 






Phe 


Asn 


Ala 


Thr 


Glu Asp Gly Ala He 


Leu 


Glu Glu 


Asp 


Phe 


Gly 


He 






115 




120 






125 








Pro Arg 


Arg Tyr 


Leu Asn Thr He Met 


Ser 


Pro Trp 


Ala 


Thr 


Lys 


Arg 




130 






135 




140 








Leu 


Ala 


Glu 



















145 

<210> 1651 
<211> 408 
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<212> DNA 

<213> Homo sapiens 

<400> 1651 

nccgcggatc cctccggcat cctggttatc gctccctcga aggaatccgg agcccgactg 
60 

cgccgcgagc tttccgaacg cctcgaggat tacgccgcac aaacttccat ggtgcgttcc 
120 

gtacactccc tcgcattcgc gttgctgcgc acagcggccg aggaggagct gcgccttatt 
180 

accggtgcgg acnaagacgc cgttatccgc gagctgctca cgggccaagc agaagacgga 
240 

catggctcgt ggcccgcgga gatgcgcccc gcgtggaatn natgtgggct ttcgcggcag 
300 

ctgcgcgatt tccttttgcg ttccattgaa cgcggcctgg gaccgggtga cctagagagc 
360 

ctcggtgccg agcacggccg ccccatgtgg tctgcggcgg gtgaattc 
408 

<210> 1652 

<211> 136 

<212> PRT 

<213> Homo sapiens 

<400> 1652 



Xaa Ala 


Asp 


Pro 


Ser 


Gly He 


Leu 


Val 


He 


Ala Pro 


Ser 


Lys 


Glu 


Ser 


1 




5 








10 








15 




Gly Ala 


Arg 


Leu 


Arg 


Arg Glu 


Leu 


Ser 


Glu 


Arg Leu 


Glu 


Asp 


Tyr 


Ala 




20 








25 








30 






Ala Gin 


Thr 


Ser 


Met 


Val Arg 


Ser 


Val 


His 


Ser Leu 


Ala 


Phe 


Ala 


Leu 




35 








40 








45 








Leu Arg 


Thr 


Ala 


Ala 


Glu Glu 


Glu 


Leu 


Arg 


Leu He 


Thr 


Gly 


Ala 


Asp 


50 








55 








60 










Xaa Asp 


Ala 


Val 


He 


Arg Glu 


Leu 


Leu 


Thr 


Gly Gin 


Ala 


Glu 


Asp 


Gly 


65 








70 








75 








80 


His Gly 


Ser 


Trp 


Pro 


Ala Glu 


Met 


Arg 


Pro 


Ala Trp 


Asn 


Xaa 


Cys 


Gly 






85 








90 








95 




Leu Ser 


Arg 


Gin 


Leu 


Arg Asp 


Phe 


Leu 


Leu 


Arg Ser 


He 


Glu 


Arg 


Gly 






100 








105 








110 






Leu Gly 


Pro 


Gly 


Asp 


Leu Glu 


Ser 


Leu 


Gly 


Ala Glu 


His 


Gly 


Arg 


Pro 




115 








120 








125 








Met Trp 


Ser 


Ala 


Ala 


Gly Glu 


Phe 
















130 








135 



















<210> 1653 

<211> 398 

<212> DNA 

<213> Homo sapiens 

<400> 1653 

ccagcctctc tccgaccgcg tccttcttcc ggccatacgg cacccaatgt cgcgtcacca 
60 

tcacccgcgc acatggccat cgctccaccg gacgagttga gtgacaagat ccggtgcatt 
120 
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ctgcgcaccc ttgaacctgg tgacagtgtg aaggagattc tcaacacgtc gcgtgtcgtc 
180 

ggcattgacg tccagagcag cctgcttatt gctggtgctc agcatctgta cttgttggac 
240 

gattacttcc agcgtccgaa cggtgaaatc gtcaatgtct gggaagctcc gccacacgag 
300 

cgcgatgcct tgatcgtggc ggccggtgtc gcacaggtgg cacaaagcag cacacccgtg 
360 

cagatatggc gctgggaaca gctccgactt tgtctaga 
398 

<210> 1654 

<211> 132 

<212> PRT 

<213> Homo sapiens 

<400> 1654 



Pro 


Ala 


Ser 


Leu 


Arg Pro Arg Pro 


Ser 


Ser 


Gly His 


Thr 


Ala Pro 


Asn 


l 








5 






10 






15 




val 


Ala 


Ser 


Pro 


Ser 


Pro Ala His 


Met 


Ala 


He Ala 


Pro 


Pro Asp 


Glu 








20 






25 








30 




Leu 


Ser 


Asp 


Lys 


lie 


Arg Cys He 


Leu 


Arg 


Thr Leu 


Glu 


Pro Gly 


Asp 






35 






40 








45 






Ser 


Val 


Lys 


Glu 


He 


Leu Asn Thr 


Ser 


Arg 


Val Val 


Gly 


He Asp 


Val 




50 








55 






60 








Gin 


Ser 


Ser 


Leu 


Leu 


He Ala Gly 


Ala 


Gin 


His Leu 


Tyr 


Leu Leu 


Asp 


65 










70 






75 






80 


Asp Tyr 


Phe 


Gin 


Arg 


Pro Asn Gly 


Glu 


He 


Val Asn 


Val 


Trp Glu 


Ala 










85 






90 






95 




Pro 


Pro 


His 


Glu 


Arg 


Asp Ala Leu 


lie 


Val 


Ala Ala 


Gly 


Val Ala 


Gin 








100 






105 








110 




Val 


Ala 


Gin 


Ser 


Ser 


Thr Pro Val 


Gin 


He 


Trp Arg 


Trp 


Glu Gin 


Leu 






115 






120 








125 






Arg 


Leu 


Cys 


Leu 



















130 



<210> 1655 

<211> 1115 

<212> DNA 

<213> Homo sapiens 

<400> 1655 

nccctgacct gacctgtcct cgccatggcc gaggccgcct ccggcgccgg gggcacgtcc 
60 

ctggagggcg agcgtggcaa gaggcccccg ccggagggcg agcctgcagc cccggcgtcc 
120 

ggagttctgg ataagctttt cggaaagcgg ctcctgcagg ctggtcgcta cctggtgtcc 
180 

cacaaggcgt ggatgaagac ggtgcctaca gagaactgcg acgtgctgat gaccttccca 
240 

gacacgaccg atgaccacac gctgctatgg ctgctgaacc acatccgcgt gggcattccc 
3 00 

gagctcatcg tgcaagtccg ccaccaccgc cacacgcgtg cctacgcctt ctttgtcacc 
360 
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gccacgtatg agagcccacc ccgaggggcc gacgagctgg gtctgcgcaa agcagtgaag 
420 

gccgagtttg gcgggggcac ccgcggcttc tcctgcgagg aggactttat ctatgagaat 
480 

gtggagagcg agctacgctt cttcacctcc caggaacgcc agagcatcat ccgcttctgg 
540 

ctgcagaatt tgcgtgccaa gcagggagaa gcactccaca acgtgcgctt cctggaggac 
600 

cagccaatca tcccggagct ggcagcacgt gggatcatcc agcaggtgtt ccctgtccac 
660 

gagcagcgta ttctgaaccg cctcatgaag tcatgggtgc aggccgtgtg tgaaaaccag 
720 

cctctagatg acatctgtga ttactttggt gtgaaaattg ccatgtactt cgcctggctg 
780 

ggcttctaca cgtcggctat ggtataccca gctgtcttcg ggtctgtcct gtacacattc 
840 

acagaggctg atcagacaag ccgggatgtt tcctgcgtgg tctttgccct cttcaacgtg 
900 

atctggtcga cgctgttcct ataggaatgg aagcgtatag gggctgagct gggatataat 
960 

tgggggacgc tggactcatc ctgggaagcc gtggaggagc cacgccccca gttcaggtgc 
1020 

gtgcgacgta tcatccccat cactcgggcc gaggagttct actacccgcc ctggaagcgg 
1080 

ctgctcttcc agctgcttgt tagcctccgc ctgtg 
1115 

<210> 1656 
<211> 299 
<212> PRT 

<213> Homo sapiens 



<400> 1656 



Met 


Ala 


Glu 


Ala 


Ala 


Ser 


Gly 


Ala 


Gly 


Gly 


Thr Ser 


Leu 


Glu 


Gly 


Glu 


1 








5 










10 








15 




Arg 


Gly 


Lys 


Arg 


Pro 


Pro 


Pro 


Glu 


Gly 


Glu 


Pro Ala 


Ala 


Pro 


Ala 


Ser 








20 










25 








30 






Gly 


Val 


Leu 


Asp 


Lys 


Leu 


Phe 


Gly 


Lys 


Arg 


Leu Leu 


Gin 


Ala 


Gly 


Arg 






35 










40 








45 








Tyr 


Leu 


Val 


Ser 


His 


Lys 


Ala 


Trp 


Met 


Lys 


Thr Val 


Pro 


Thr 


Glu 


Asn 




50 










55 








60 










Cys 


Asp 


Val 


Leu 


Met 


Thr 


Phe 


Pro 


Asp 


Thr 


Thr Asp 


Asp 


His 


Thr 


Leu 


65 










70 










75 








80 


Leu 


Trp 


Leu 


Leu 


Asn 


His 


lie 


Arg 


Val 


Gly 


He Pro 


Glu 


Leu 


He 


Val 










85 










90 








95 




Gin 


Val 


Arg 


His 


His 


Arg 


His 


Thr 


Arg 


Ala 


Tyr Ala 


Phe 


Phe 


Val 


Thr 








100 










105 








110 






Ala 


Thr 


Tyr 


Glu 


Ser 


Leu 


Leu 


Arg 


Gly 


Ala 


Asp Glu 


Leu 


Gly 


Leu 


Arg 






115 










120 








125 








Lys 


Ala 


Val 


Lys 


Ala 


Glu 


Phe 


Gly 


Gly 


Gly 


Thr Arg 


Gly 


Phe 


Ser 


Cys 




130 










135 








140 










Glu 


Glu 


Asp 


Phe 


He 


Tyr 


Glu 


Asn 


Val 


Glu 


Ser Glu 


Leu 


Arg 


Phe 


Phe 


145 










150 










155 








160 


Thr 


Ser 


Gin 


Glu 


Arg 


Gin 


Ser 


lie 


He 


Arg 


Phe Trp 


Leu 


Gin 


Asn 


Leu 
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Arg Ala 

Gin Pro 

Phe Pro 
210 
Val Gin 
225 

Phe Gly 

Ser Ala 

Thr Glu 

Leu Phe 
290 



Lys Gin 
180 
lie He 
195 

Val His 

Ala Val 

Val Lys 

Met Val 
260 
Ala Asp 
275 

Asn Val 



165 

Gly Glu 

Pro Glu 

Glu Gin 

Cys Glu 
230 
He Ala 
245 

Tyr Pro 
Gin Thr 
He Trp 



Ala Leu His 
185 

Leu Ala Ala 

200 
Arg He Leu 
215 

Asn Gin Pro 

Met Tyr Phe 

Ala Val Phe 
265 

Ser Arg Asp 

280 
Ser Thr Leu 
295 



170 

Asn Val 

Arg Gly 

Asn Arg 

Leu Asp 
235 
Ala Trp 
250 

Gly Ser 
Val Ser 
Phe Leu 



Arg Phe 

He He 
205 
Leu Met 
220 

Asp He 

Leu Gly 

Val Leu 

Cys Val 
285 



175 
Leu Glu Asp 
190 

Gin Gin Val 

Lys Ser Trp 

Cys Asp Tyr 
240 

Phe Tyr Thr 

255 
Tyr Thr Phe 
270 

Val Phe Ala 



c210> 1657 

<211> 333 

<212> DNA 

<213> Homo sapiens 



<400> 1657 

tgtagaggct cgaggtcatc cggaccatgt ggtccaggac gcccccgtcc tccgggcccc 
60 

gcacggagac gcggcgtcag cacggacagc acgcagtctg tgagcctctg caggcagttc 
120 

ttggagcccg cgggcttccc gcgccgcttc agggggcggg cggcagctcg ggccggtact 
180 

tctcccaaaa ctgctccggg caggggcgct ccagcagcct ctgcatgaga cggacggcat 
240 

ccacgcggcc cgtgtaagtg gcccactcct gcggcgacat tccacggcgg gggtaccctc 
300 

gcgtggacat ccgcccctgc tagcatcagg get 
333 



<210> 1658 

<211> 108 

<212> PRT 

<213> Homo sapiens 

<400> 1658 

Met Leu Ala Gly Ala Asp Val His Ala Arg Val Pro Pro Pro Trp Asn 

15 10 15 

Val Ala Ala Gly Val Gly His Leu His Gly Pro Arg Gly Cys Arg Pro 

20 25 30 

Ser His Ala Glu Ala Ala Gly Ala Pro Leu Pro Gly Ala Val Leu Gly 

35 40 45 

Glu Val Pro Ala Arg Ala Ala Ala Arg Pro Leu Lys Arg Arg Gly Lys 

SO 55 60 

Pro Ala Gly Ser Lys Asn Cys Leu Gin Arg Leu Thr Asp Cys Val Leu 
65 70 75 80 

Ser Val Leu Thr Pro Arg Leu Arg Ala Gly Pro Gly Gly Arg Gly Arg 
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85 90 95 

Pro Gly Pro His Gly Pro Asp Asp Leu Glu Pro Leu 
100 105 

<210> 1659 

<211> 382 

<212> DNA 

<213> Homo sapiens 

<400> 1659 

nnaagcttat ttgttattac taatattttc cgtgaccaga tgggccgcta tggtgagatt 
60 

tacacaactt acaagatgat tttggatgct attcgtaagg tgcctactgc cactgttctc 
120 

cttaatggag acagtccact tttctacaag ccagccattc caaatcctgt acagtatttt 
180 

ggttttgact tggagaaagg cccagcccaa ctggctcact ataataccga aggaattctc 
240 

tgtcccgact gccaaggcat cctcaaatat gagcataata cctatgcaaa cttgggcgcc 
300 

tatatctgtg aagactgtgg atgtaaacgt cctgatctcg actatcgctt gacagaactg 
360 

gttgagttaa ccaacaatcg cn 
382 

<210> 1660 
<211> 127 
<212> PRT 

<213> Homo sapiens 
<400> 1660 



Xaa 


Ser 


Leu 


Phe 


Val 


He 


Thr 


Asn 


He 


Phe 


Arg Asp Gin 


Met 


Gly 


Arg 


1 








5 










10 






15 




Tyr 


Gly 


Glu 


lie 


Tyr 


Thr 


Thr Tyr 


Lys 


Met 


He Leu Asp 


Ala 


He 


Arg 








20 










25 






30 






Lys 


Val 


Pro 
35 


Thr 


Ala 


Thr 


Val 


Leu 
40 


Leu 


Asn 


Gly Asp Ser 
45 


Pro 


Leu 


Phe 


Tyr 


Lys 
50 


Pro 


Ala 


He 


Pro 


Asn 
55 


Pro 


Val 


Gin 


Tyr Phe Gly 
60 


Phe 


Asp 


Leu 


Glu 


Lys 


Gly 


Pro 


Ala 


Gin 


Leu 


Ala 


His 


Tyr 


Asn Thr Glu 


Gly 


He 


Leu 


65 










70 










75 






80 


Cys 


Pro 


Asp 


Cys 


Gin 
85 


Gly 


He 


Leu 


Lys 


Tyr 
90 


Glu His Asn 


Thr 


Tyr 
95 


Ala 


Asn 


Leu 


Gly 


Ala 
100 


Tyr 


lie 


Cys 


Glu 


Asp 
105 


Cys 


Gly Cys Lys 


Arg 
110 


Pro 


Asp 


Leu 


Asp 


Tyr 
115 


Arg 


Leu 


Thr 


Glu 


Leu 
120 


Val 


Glu 


Leu Thr Asn 
125 


Asn 


Arg 





<210> 1661 

<211> 524 

<212> DNA 

<213> Homo sapiens 

<400> 1661 
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acgcgtcgat 


gatcatggag 


60 




gctgcgggta 


gtagagctcc 


120 




gctgcaggat 


gtccaggagc 


180 




tgagcacctg 


ctcctcatca 


240 




tgcgtgaggg 


gtcgatgacc 


300 




actcgtcatc 


gttctcgtag 


360 




agtgctgaga 


gcgatgccgg 


420 




acgctgggcc 


agggctctcg 


480 




aggtgcccag 


ctccgtgtcc 


524 





aagacgcggg ccggctcctt 
aggctctcga ggaaggccac 
acacccactt tccgtttgcg 
tcagggttca ggaccttgca 
gaggtgagcg tcacccggaa 
tccgacatgg cctcagcagg 
ctcctgcccc cacccgggcc 
tcagggcatc gagggggatc 
catcccacgc ttgatcgctg 



gcctgtgacc ttcttgtaca 
gtagcccttg tggccggtcc 
gatgaccagg ttggggtcgc 
ctgccgcagg taaggtgtga 
gccctccagg acgttccagc 
caggctgggg agtgtggggc 
cagctcccac tccttctcag 
agcccaggcg catccaggag 
catg 



<210> 1662 

<211> 174 

<212> PRT 

<213> Homo sapiens 



<400> 1662 

Met Gin Arg Ser Ser Val Gly Trp Asp Thr Glu Leu Gly Thr Ser Pro 

1 5 10 IS 

Gly Cys Ala Trp Ala Asp Pro Pro Arg Cys Pro Asp Glu Ser Pro Gly 

20 25 30 

Pro Ala Ser Glu Lys Glu Trp Glu Leu Gly Pro Gly Gly Gly Arg Ser 

35 40 45 

Arg His Arg Ser Gin His Cys Pro Thr Leu Pro Ser Leu Pro Ala Glu 

50 55 60 

Ala Met Ser Asp Tyr Glu Asn Asp Asp Glu Cys Trp Asn Val Leu Glu 
65 70 75 80 

Gly Phe Arg Val Thr Leu Thr Ser Val He Asp Pro Ser Arg He Thr 

85 90 95 

Pro Tyr Leu Arg Gin Cys Lys Val Leu Asn Pro Asp Asp Glu Glu Gin 

100 los no 

Val Leu Ser Asp Pro Asn Leu Val He Arg Lys Arg Lys Val Gly Val 

US 120 125 

Leu Leu Asp He Leu Gin Arg Thr Gly His Lys Gly Tyr Val Ala Phe 

130 135 140 

Leu Glu Ser Leu Glu Leu Tyr Tyr Pro Gin Leu Tyr Lys Lys Val Thr 
145 150 155 160 

Gly Lys Glu Pro Ala Arg Val Phe Ser Met He He Asp Ala 
165 170 

<210> 1663 

<211> 321 

<212> DNA 

<213> Homo sapiens 



<400> 1663 
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nnagtacttg tcatgattac gcctagtttg ggtatctatt tctctcagcg ttctcagatc 
60 

tcccgaaccc aagacgacga ggctcggaca cgcgcttcta tctcgaccct tcaagacgag 
120 

gtcaagaggt ggcacgatcc cgactacgtc cgtgctcagg cgcgctccca gctcggctgg 
180 

gtgatgccgg gcgaaactgg gtatcaggtc attggagaaa acggtaaggt cattggatcg 
240 

acgacttctt tggacgaaaa agatccggcg agtgaagcca gcgctgacgc tcggtggtgg 
300 

caagaggctt gcggatcagt c 
321 

<210> 1664 

<211> 107 

<212> PRT 

<213> Homo sapiens 

<400> 1664 

Xaa Val Leu Val Met He Thr Pro Ser Leu Gly He Tyr Phe Ser Gin 

15 10 IS 

Arg Ser Gin He Ser Arg Thr Gin Asp Asp Glu Ala Arg Thr Arg Ala 

20 25 30 

Ser He Ser Thr Leu Gin Asp Glu Val Lys Arg Trp His Asp Pro Asp 

35 40 45 

Tyr Val Arg Ala Gin Ala Arg Ser Gin Leu Gly Trp Val Met Pro Gly 

50 55 60 

Glu Thr Gly Tyr Gin Val He Gly Glu Asn Gly Lys Val He Gly Ser 
65 70 75 80 

Thr Thr Ser Leu Asp Glu Lys Asp Pro Ala Ser Glu Ala Ser Ala Asp 

B5 90 95 

Ala Arg Trp Trp Gin Glu Ala Cys Gly Ser Val 
100 105 

<210> 1665 

<211> 431 

<212> DNA 

<213> Homo sapiens 

<400> 1665 

gcttccgaac tcatcaagaa gctcaagagg tataaaatgg ttttgcgctc taccggcggc 
60 

ggcccgacta tctccggtgg tgaagtactc atgcaacgcg cttttgcgtg gaacttgctc 
120 

atgagtgcta agtcgatggg cattcatacc tgtatcgata cctccggttt tttgggggct 
180 

gcggcaacag atgacttttt agagtctgtt gatttggtgt tgctcgacgt caaatcggga 
240 

gatgaagaaa tctaccgtgc cctcaccggc agagcgttgc aacctaccat cgattttggt 
300 

gatcgtctca ccgcgctcgg taaagaaatc tggattcggt tcgttgtggt ccccggatac 
360 

accgactcgg tagagaacgt ggaaaaggtt gccgatatcg tccgcagatg gcgcaccgct 
420 
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gttccacgcg t 
431 

<210> 1666 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 1666 

Ala Ser Glu Leu lie Lys Lys Leu Lys Arg Tyr Lys Met Val Leu Arg 

15 10 15 

Ser Thr Gly Gly Gly Pro Thr He Ser Gly Gly Glu Val Leu Met Gin 

20 25 30 

Arg Ala Phe Ala Trp Asn Leu Leu Met Ser Ala Lys Ser Met Gly He 

35 40 45 

His Thr Cys He Asp Thr Ser Gly Phe Leu Gly Ala Ala Ala Thr Asp 

50 55 60 

Asp Phe Leu Glu Ser Val Asp Leu Val Leu Leu Asp Val Lys Ser Gly 
65 70 75 80 

Asp Glu Glu lie Tyr Arg Ala Leu Thr Gly Arg Ala Leu Gin Pro Thr 

85 90 95 

lie Asp Phe Gly Asp Arg Leu Thr Ala Leu Gly Lys Glu He Trp He 

100 105 110 

Arg Phe Val Val Val Pro Gly Tyr Thr Asp Ser Val Glu Asn Val Glu 

115 120 125 

Lys Val Ala Asp He Val Arg Arg Trp Arg Thr Ala Val Ser Arg 
130 135 140 

<210> 1667 
<211> 370 
<212> DNA 

<213> Homo sapiens 
<4O0> 1667 

tccgctgaga ccagcgttgg tgacttccca ggtgagactg tccgcaccat ggccaagatc 
60 

gttgagtcta ctgaggcccg tggcttggac aagatcgcca agatcgactg ggatccgcac 
120 

accaccagtg gcatcatgtc gaaggcagct gctgagatcg ctgagcgcgc cgaggccaag 
180 

ttcatcgtgg cctttaccaa gtccgg.tgac accgcccgtc gtatcgctcg tctgcgtccg 
240 

agcaccccgc tcatcgtttt cacctctgat gagaccacga ccaagaccct cgcctgggtc 
300 

tggggcgctc acgccgtcgt taccccggtg tttaagaatg cggaggagct gtaccgctgg 
360 

gttaacgcgt 
370 

<210> 1668 
<211> 123 
<212> PRT 

<213> Homo sapiens 
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<400> 1668 



Ser Ala 


Glu 


Thr Ser 


Val Gly Asp 


Phe 


Pro 


Gly Glu 


Thr 


Val 


Arg 


Thr 


1 




5 






10 








15 




Met Ala 


Lys 


He Val 


Glu Ser Thr 


Glu 


Ala 


Arg Gly 


Leu 


Asp 


Lys 


He 




20 




25 








30 






Ala Lys 


He 


Asp Trp 


Asp Pro His 


Thr 


Thr 


Ser Gly 


He 


Met 


Ser 


Lys 




35 




40 








45 








Ala Ala 


Ala 


Glu He 


Ala Glu Arg 


Ala 


Glu 


Ala Lys 


Phe 


He 


Val 


Ala 


50 






55 






60 










Phe Thr 


Lys 


Ser Gly 


Asp Thr Ala 


Arg 


Arg 


He Ala 


Arg 


Leu 


Arg 


Pro 


65 






70 






75 








80 


Ser Thr 


Pro 


Leu He 


Val Phe Thr 


Ser 


Asp 


Glu Thr 


Thr 


Thr 


Lys 


Thr 






85 






90 








95 




Leu Ala 


Trp 


Val Trp 


Gly Ala His 


Ala 


Val 


Val Thr 


Pro 


Val 


Phe 


Lys 






100 




105 








110 






Asn Ala 


Glu 


Glu Leu 


Tyr Arg Trp 


Val 


Asn 


Ala 











115 120 



<210> 1669 
<211> 1491 
<212> DNA 

<213> Homo sapiens 
<400> 1669 

ggatcctgca gtggtgatct gtcatcgtca cgtcacagaa ctgaacatgg aaatgaacaa 
60 

cgaaaactcc acccccttct caaacgagtt attcctagct ccgcccccag tccttgcctc 
120 

tcccagcctt ggtggtaatt agcttgaaag tgggaacgag agtgcggtcc gcaaagaaag 
180 

gacttctggt tagacactga aatacaaaca gactgccaac gagctctggg caaagctgcc 
240 

ccgtcttctt ttttcgaaag accctcaaaa actgcctttc cttctgctac caaaacttgg 
300 

gccctagaaa gtggctgcgg agtggagcag atggacatca ctgagaatgg tagaggaggg 
360 

gctgtgtttt ctgaggggga gtcatggcag cttgtgctgg gggccaggaa gggaaaaaac 
420 

caatctggca ttcaggttgt ggaaggcaaa gtgaaacaag aagtcatttg ggaaaatatt 
480 

atattataaa cacatagaat aatatgtaca cgctcatata catcccaaag agaagcctca 
540 

aggagttccg tttcttctca aaagaaactt cactatgata aagcattcct atagtgggaa 
600 

ttaactacaa tgaaataatt taacaatttc atttatgcta tatctgtgtc cactacagag 
660 

tctacggtga aggctgtgtg gagcgagtgt gtctagtgga ctcgaacacc aacgcgttct 
720 

tcaaaaatag gcaatgacct gtttttttct attcacattt acaatagcta cacagtgatg 
780 

aaacgcagac tgaaaaatca aatggcagga cgatggaact gtcgtcaagg ttctcagact 
840 

tgtggcttct gcacctgtta tacttttgga tacgagtgag ctccacttag cttcgttaag 
900 
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attagaaatt tccatgaaac 
960 

tccccaccta ctttaatttt 
1020 

taaggtttaa catacgagag 
1080 

atgtttctgt gctacatgag 
1140 

ccatcacact gtcaatgagc 
1200 

gctgtggttt ggttgactac 
1260 

gctggatacc gcaacgatgg 
1320 

ggtcaaggtc gtctgggttc 
1380 

ttcgtaaggc acctcggtct 
1440 

tccttgggta gcaaaagccg 
1491 



acttacccac atataaattc 
ttttaaaaag tgaaataaga 
agcgaggaac accccggagg 
tctagtgtcc tcatcttcca 
tctaggcaaa gctgccccgt 
atttgactac caccactgaa 
aaaatcaggc gaggtactag 
tcaggagcca gtctgtgcca 
ggcattcgga aaaccacccc 
tatgcgatct aaatcaagct 



tgtgtaaagc tttatttttt 
ggaaaaactc ttataaaata 
ctgccggtgc gtgtggcttc 
ttgtgacaac ccttctcccc 
ttgcttttaa cctaagggat 
ggcggcggac gtctgaagcg 
cgtggagggc cgggctgcca 
cagaaccatc ggcagctgcc 
atcttgccag agtcccttgg 
ttcaatcatg a 



<210> 1670 

<211> 132 

<212> PRT 

<213> Homo sapiens 



<400> 1670 

Met Pro Asp Trp Phe Phe Pro Phe Leu Ala Pro Ser Thr Ser Cys His 

15 10 15 

Asp Ser Pro Ser Glu Asn Thr Ala Pro Pro Leu Pro Phe Ser Val Met 

20 25 30 

Ser lie Cys Ser Thr Pro Gin Pro Leu Ser Arg Ala Gin Val Leu Val 

35 40 45 

Ala Glu Gly Lys Ala Val Phe Glu Gly Leu Ser Lys Lys Glu Asp Gly 

50 55 60 

Ala Ala Leu Pro Arg Ala Arg Trp Gin Ser Val Cys He Ser Val Ser 
65 70 75 80 

Asn Gin Lys Ser Phe Leu Cys Gly Pro His Ser Arg Ser His Phe Gin 

85 90 95 

Ala Asn Tyr His Gin Gly Trp Glu Arg Gin Gly Leu Gly Ala Glu Leu 

100 105 110 

Gly He Thr Arg Leu Arg Arg Gly Trp Ser Phe Arg Cys Ser Phe Pro 

115 120 125 

Cys Ser Val Leu 
130 



<210> 1671 

<211> 432 

<212> DNA 

<213> Homo sapiens 

<400> 1671 

gcgcgccggg gcgggaggac gccagtcgtc ttcccgcccc tcaccacgac acgaccatta 
60 
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tcgcgacgaa ggaagcccat ggctgaaacc acatcgccgg cacagcggaa acccacggcg 
120 

gcatcccgca tgaagccggt gtcgcgggtc ggggacacga ttttcgctgg cgcctcgtcg 
180 

gttattgcca tagccctggc cgtcatcgtc atcctgatgt tcgtcttcct catgaagacg 
240 

gcagccccga cgttgttggc taacaccgat aactttttca cgtcccgggc ttggacaacg 
300 

gatcagaacc cgccggcctt tggtatccag gccctgctat ggacgacagt catctcatcc 
360 

ctgcttgccc tgctcatcgc agtgccgctc tcggtgggca tcgctctgtt tatcacccag 
420 

ctcgcaccta gg 
432 

<210> 1672 

<211> 144 

<212> PRT 

<213> Homo sapiens 



<400> 1672 




























Ala 


Arg 


Arg 


Gly 


Gly 


Arg 


Thr 


Pro 


Val 


Val 


Phe 


Pro 


Pro 


Leu 


Thr 


Thr 


1 








5 










10 










15 




Thr 


Arg 


Pro 


Leu 


Ser 


Arg Arg 


Arg 


Lys 


Pro 


Met 


Ala 


Glu 


Thr 


Thr 


Ser 








20 










25 










30 






Pro 


Ala 


Gin 
35 


Arg 


Lys 


Pro 


Thr 


Ala 
40 


Ala 


Ser 


Arg 


Met 


Lys 
45 


Pro 


Val 


Ser 


Arg 


Val 
50 


Gly 


Asp 


Thr 


lie 


Phe 
55 


Ala 


Gly 


Ala 


Ser 


Ser 
60 


Val 


He 


Ala 


He 


Ala 


Leu 


Ala 


Val 


lie 


Val 


He 


Leu 


Met 


Phe 


Val 


Phe 


Leu 


Met 


Lys 


Thr 


65 










70 










75 










80 


Ala 


Ala 


Pro 


Thr 


Leu 
85 


Leu 


Ala 


Asn 


Thr 


Asp 
90 


Asn 


Phe 


Phe 


Thr 


Ser 
95 


Arg 


Ala 


Trp 


Thr 


Thr 
100 


Asp 


Gin 


Asn 


Pro 


Pro 
105 


Ala 


Phe 


Gly 


He 


Gin 
110 


Ala 


Leu 


Leu 


Trp 


Thr 
115 


Thr 


Val 


He 


Ser 


Ser 
120 


Leu 


Leu 


Ala 


Leu 


Leu 
125 


He 


Ala 


Val 


Pro 


Leu 
130 


Ser 


Val 


Gly 


He 


Ala 
135 


Leu 


Phe 


He 


Thr 


Gin 
140 


Leu 


Ala 


Pro 


Arg 



<210> 1673 

<211> 401 

<212> DNA 

<213> Homo sapiens 

<400> 1673 

tcgcgagcac actccagcct ctggggcgtc tgccagggcc tctgtgtttt gatatactct 
60 

gacctggcag tgaagctgct gatgaatgca cgacaaagac cagtttgctc cgtaacccca 
120 

ggctcccagc gtcttttcca tgagccaaag gcctggtcct ggaggggggt gccctgcagc 
180 

tctgctggcc ttcttccagg ggagttcatt gctgggggtg gccctgcagg gacctccact 
240 
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gtgctgggga ggggaagaag aaggatgcaa cagggggagg ggagaatttg agaaaatagg 
300 

atgcaaattc tccacttgtg aataaagaaa tagagagcca ttgctaagaa ctatgtttac 
360 

gcagggttag tgctgggacc cagaaccagt caactggttt t 
401 



<210> 1674 

<211> 113 

<212> PRT 

<213> Homo sapiens 



<400> 1674 

Met Ala Leu Tyr Phe Phe He His Lys Trp Arg He Cys He Leu Phe 

15 10 15 

Ser Gin He Leu Pro Ser Pro Cys Cys He Leu Leu Leu Pro Leu Pro 

20 25 30 

Ser Thr Val Glu Val Pro Ala Gly Pro Pro Pro Ala Met Asn Ser Pro 

35 40 45 

Gly Arg Arg Pro Ala Glu Leu Gin Gly Thr Pro Leu Gin Asp Gin Ala 

50 55 60 

Phe Gly Ser Trp Lys Arg Arg Trp Glu Pro Gly Val Thr Glu Gin Thr 
65 70 75 80 

Gly Leu Cys Arg Ala Phe He Ser Ser Phe Thr Ala Arg Ser Glu Tyr 

85 90 95 

He Lys Thr Gin Arg Pro Trp Gin Thr Pro Gin Arg Leu Glu Cys Ala 
100 105 110 

Arg 



<210> 1675 
<211> 500 
<212> DNA 

<213> Homo sapiens 
<400> 1675 



gccggcgcac ccacctggga 
60 

gcgccaaccg cacgggcagc 
120 

tgattgtttg gcatgctctc 
180 

ctatgcgagc agccgacgca 
240 

ccgcacacgc cctgggaacc 
300 

cgaccgctgg atgtgccacc 
360 

acaccgtccc ctccgtatct 
420 

atgcagcaac aggcgctccg 
480 

ctgttgagat ggctacgcgt 
500 



cgtggtgaaa tcggcaaaac 
ctcccacacg ccctctagag 
aggatacccg tttagccagg 
cgggtagagg gaattcccac 
gtcacccgcg gtaccaccgg 
accccgcnca tccgcagtgc 
gccgacacct gtgccaacac 
ctcgctatcg atctgggata 



tcacctcttt agctacctgc 
cgctgctgga cagaatggct 
aaacaccggt aggcttgcta 
cacagtccct cgcactccac 
gtcaatcggc tccgcaaatg 
gctccgtaac gccgtctgca 
ttgtaccgat gcatgcaccg 
cggcgccgcc ccctggacca 
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<210> 1676 
<211> 97 
<212> PRT 

<213> Homo sapiens 
<400> 1676 

Arg Glu Phe Pro Pro Gin Ser Leu Ala Leu His Pro His Thr Pro Trp 

15 10 15 

Glu Pro Ser Pro Ala Val Pro Pro Gly Gin Ser Ala Pro Gin Met Arg 

20 25 30 

Pro Leu Asp Val Pro Pro Pro Arg Xaa Ser Ala Val Arg Ser Val Thr 

35 40 45 

Pro Ser Ala Thr Pro Ser Pro Pro Tyr Leu Pro Thr Pro Val Pro Thr 

SO 55 60 

Leu Val Pro Met His Ala Pro Met Gin Gin Gin Ala Leu Arg Ser Leu 
65 70 75 80 

Ser He Trp Asp Thr Ala Pro Pro Pro Gly Pro Leu Leu Arg Trp Leu 
85 90 95 

Arg 



<210> 1677 
<211> 631 
<212> DNA 

<213> Homo sapiens 
<400> 1677 

nntcatgatt tcctcaatga tgccaaggtg atggaggccg gctatacctg ggtgcaggtg 
60 

gatttgcgcg gtacgggtgc ttctactggg tgtttgngac tggaatggtc cnncggggag 
120 

cagcaggatg ttgtgaccgc cgtggaatgg gcggcggtac agccgtggtc gaatggtcgg 
180 

gtggggcttt tcggtaaatc ctacgatggg gggacggggt cttattgctg caggtaatca 
240 

gccgcggggg ttggctgctg tggtggcgca ggagccagct atggagccct acacttacct 
300 

gtataacaat gaggtccttt actacaacgc tattggtacg agcctttctt atgatgagat 
360 

tgctgcctcc cccggccgtg tccttcacga cactcccgaa tatatgaaga acagtgtcta 
420 

cgaggtggcc cacccgcatt gcctgtccga caatttgcgt aattctttag accccatccg 
480 

tagccacaaa taatgggcgg gatcggtctt tccctcacca agacgcataa tttcccccgt 
540 

gcccttgttt atttccgctg gccttattga ggacaatacg gagcctgatg gtttggtgga 
6 00 

attgttgaag gaccgtaagg ctccgacgcg t 
631 

<210> 1678 
<211> 78 
<212> PRT 
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<213> Homo sapiens 



<400> 1678 

Xaa His Asp Phe Leu Asn Asp Ala 

1 5 
Trp Val Gin Val Asp Leu Arg Gly 
20 

Xaa Leu Glu Trp Ser Xaa Gly Glu 

35 40 
Glu Trp Ala Ala Val Gin Pro Trp 

50 55 
Gly Lys Ser Tyr Asp Gly Gly Thr 
65 70 



Lys Val Met Glu Ala Gly Tyr Thr 

10 15 
Thr Gly Ala Ser Thr Gly Cys Leu 
25 30 
Gin Gin Asp Val Val Thr Ala Val 
45 

Ser Asn Gly Arg Val Gly Leu Phe 
60 

Gly Ser Tyr Cys Cys Arg 
75 



<210> 1679 

<2ll> 531 

<212> DNA 

<213> Homo sapiens 



<400> 1679 

nctacttaga gcaaaggtag gaaaagaagg cagctaggcg tggctctcat tccttcccac 
60 

agaatggatt ataagtcgag cctgatccag gatgggaatc ccatggagaa cttggagaag 
120 

cagctgatct gccctatctg cctggagatg tttaccaagc cagtggtcat cttgccgtgc 
180 

cagcacaacc tgtgccggaa gtgtgccaat gacatcttcc aggctgcaaa tccctactgg 
240 

accagccggg gcagctcagt gtccatgtct ggaggccgtt tccgctgccc tacctgccgc 
300 

cacgaggtga tcatggatcg tcacggagtg tacggcctgc agaggaacct gctggtggag 
360 

aacatcatcg acatctacaa acaggagtgc tccagtcggc cgctgcagaa gggcagtcac 
420 

cccatgtaca aggagcacga agatgagaaa atcaacatct actgtctcac gtgtgaggtg 
480 

cccacctgct ccatgtgcaa ggtgtttggg atccacaagg cctgcgaggt g 
531 



<210> 1680 

<211> 143 

<212> PRT 

<213> Homo sapiens 



<400> 1680 

Met Glu Asn Leu Glu Lys Gin Leu 

1 5 
Phe Thr Lys Pro Val Val lie Leu 
20 

Lys Cys Ala Asn Asp He Phe Gin 

35 40 
Arg Gly Ser Ser Val Ser Met Ser 

50 55 
Cys Arg His Glu Val He Met Asp 



He Cys Pro He Cys Leu Glu Met 

10 15 
Pro Cys Gin His Asn Leu Cys Arg 
25 30 
Ala Ala Asn Pro Tyr Trp Thr Ser 
45 

Gly Gly Arg Phe Arg Cys Pro Thr 
60 

Arg His Gly Val Tyr Gly Leu Gin 
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65 70 
Arg Asn Leu Leu Val Glu Asn lie 
85 

Ser Ser Arg Pro Leu Gin Lys Gly 
100 

Glu Asp Glu Lys lie Asn He Tyr 
115 120 
Cys Ser Met Cys Lys Val Phe Gly 
130 135 



75 80 
He Asp He Tyr Lys Gin Glu Cys 

90 95 
Ser His Pro Met Tyr Lys Glu His 
105 110 
Cys Leu Thr Cys Glu Val Pro Thr 
125 

He His Lys Ala Cys Glu Val 
140 



<210> 1681 

<211> 396 

<212> DNA 

<213> Homo sapiens 



<400> 1681 

gagttccaca actgcaggac agatgacaag acgttccaat gtgagatgtg tttcagattc 
60 

ttttccacca acagcaacct ctccaagcac aagaagaagc acggcgacaa gaagtttgcc 
120 

tgtgaggtct gcagcaagat gttctaccgc aaggacgtca tgctggacca ccagcgccgg 
180 

cacnctggaa ggagtgcggc gagtgaagcg nnagaggacc tggaggccgg tggggagaac 
240 

ctggtccgtt acaagaagga gccttccggg tgcccggtgt gtggcaaggt gttctcctgc 
300 

cggagcaata tgaacaagca cctgctcacc cacggcgaca agaagtacac ctgcgagatc 
360 

tgcgggcgca agttcttccg cgtggatgtg ctcagg 
396 

<210> 1682 
<211> 132 
<212> PRT 

<213> Homo sapiens 



<400> 1682 



Glu 


Phe 


His 


Asn 


Cys 


Arg 


Thr 


Asp 


Asp 


Lys 


Thr 


Phe 


Gin 


Cys 


Glu 


Met 


1 








5 










10 










15 




Cys 


Phe 


Arg 


Phe 


Phe 


Ser 


Thr 


Asn 


Ser 


Asn 


Leu 


Ser 


Lys 


His 


Lys 


Lys 








20 










25 










30 






Lys 


His 


Gly 


Asp 


Lys 


Lys 


Phe 


Ala 


Cys 


Glu 


Val 


Cys 


Ser 


Lys 


Met 


Phe 






35 










40 










45 








Tyr 


Arg 


Lys 


Asp 


Val 


Met 


Leu 


Asp 


His 


Gin 


Arg 


Arg 


His 


Xaa 


Gly 


Arg 




50 










55 










60 










Ser 


Ala 


Ala 


Ser 


Glu 


Ala 


Xaa 


Glu 


Asp 


Leu 


Glu 


Ala Gly 


Gly 


Glu 


Asn 


65 










70 










75 










80 


Leu 


Val 


Arg 


Tyr 


Lys 


Lys 


Glu 


Pro 


Ser 


Gly 


Cys 


Pro 


Val 


Cys 


Gly 


Lys 










85 










90 










95 




Val 


Phe 


Ser 


Cys 


Arg 


Ser 


Asn 


Met 


Asn 


Lys 


His 


Leu 


Leu 


Thr 


His 


Gly 








100 










105 










110 






Asp 


Lys 


Lys 


Tyr 


Thr 


Cys 


Glu 


He 


Cys 


Gly 


Arg 


Lys 


Phe 


Phe 


Arg 


Val 



115 120 ^ 125 

Asp Val Leu Arg 
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130 

<210> 1683 

<211> 676 

<212> DNA 

<213> Homo sapiens 

<400> 1683 

nncggccgga caggtcccga gcagccccgc ccaacatgga cccagacccc caggcgggcg 
60 

tgcaggtggg catgcgggtg gtgcgcggcg tggaccggaa gtggggccag caggacggcg 
120 

gcgagggcgg cgtgggcacg gtggtggagc ttggccgcca cggcagcccc tcgacacccg 
180 

accgcacagt ggtcgtgcag tgggaccagg gcacgcgcac caactaccgc gccggctacc 
240 

agggcgcgca cgacctgctg ctgtacgaca acgcccagat cggcgtccgg caccccaaca 
300 

tcatctgtga ctgctgcaag aagcacgggc tgcgggggat gcgctggaag tgccgtgtgt 
360 

gcctggacta cgacctctgc acgcagtgct acatgcacaa caagcatgag ctcgcccacg 
420 

ccttcgaccg ctacgagacc gctcactcgc gccctgtcac actgagtccc cgccagggcc 
480 

tcccgaggat cccactaagg ggcatcttcc agggagcgaa ggtggtgcga ggccccgact 
540 

gggagtgggg ctcacaggat ggtgagtgga ggcagagggg cggggtcagg gctgggctgt 
600 

ggccggctca cggctcagcc ttagcctgct gggggggcct ctttccccag gagggaaggg 
660 

aaaccgggcc gccgga 
676 

<210> 1684 

<211> 154 

<212> PRT 

<213> Homo sapiens 



<400> 1684 


























Xaa Gly 


Arg 


Thr 


Gly 


Pro 


Glu 


Gin 


Pro 


Arg 


Pro Thr 


Trp 


Thr 


Gin 


Thr 


1 






5 










10 








15 




Pro Arg 


Arg 


Ala 


Cys 


Arg 


Trp 


Ala 


Cys 


Gly 


Trp Cys 


Ala 


Ala 


Trp 


Thr 






20 










25 








30 






Gly Ser 


Gly 


Ala 


Ser 


Arg 


Thr 


Ala 


Ala 


Arg 


Ala Ala 


Trp 


Ala 


Arg 


Trp 




35 










40 








45 








Trp Ser 


Leu 


Ala 


Ala 


Thr 


Ala 


Ala 


Pro 


Arg 


His Pro 


Thr 


Ala 


Gin 


Trp 


50 










55 








60 










Ser Cys 


Ser 


Gly 


Thr 


Arg 


Ala 


Arg 


Ala 


Pro 


Thr Thr 


Ala 


Pro 


Ala 


Thr 


65 








70 










75 








80 


Arg Ala 


Arg 


Thr 


Thr 


Cys 


Cys 


Cys 


Thr 


Thr 


Thr Pro 


Arg 


Ser 


Ala 


Ser 








85 










90 








95 




Gly Thr 


Pro 


Thr 


Ser 


Ser 


Val 


Thr 


Ala 


Ala 


Arg Ser 


Thr 


Gly 


Cys 


Gly 






100 










105 








110 






Gly Cys 


Ala 


Gly 


Ser 


Ala 


Val 


Cys 


Ala 


Trp 


Thr Thr 


Thr 


Ser 


Ala 


Arg 
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115 120 125 

Ser Ala Thr Cys Thr Thr Ser Met Ser Ser Pro Thr Pro Ser Thr Ala 

130 135 140 

Thr Arg Pro Leu Thr Arg Ala Leu Ser His 
145 150 

<210> 1685 
<211> 2740 
<212> DNA 

<213> Homo sapiens 
<400> 1685 

ngaggaggag ccggcggcgg ctccggggaa agggaggggg gcgctccgca gccgccgccg 
60 

cccaggggct ggcgagggaa aggcgtacgc gctcagcaga ggggcggcag cggcggggag 
120 

ggggcctccc cttctccatc ctcctcttct gcgggcaaaa ccccaggaac cggcagcaga 
180 

aactccggaa gcggcgttgc ggggggcggc agcggtggtg gagggagcta ctggaaagaa 
240 

ggatgtctgc agtctgagct catccagttc catctcaaga aggagcgggc ggcagcggcg 
300 

gcggccgcgg ctcagatgca cgctaagaac ggcggcggca gcagtagccg cagctccccg 
360 

gtgtctggcc cccctgccgt ttgcgagacc ctggccgtcg cctccgcctc cccaatggcg 
420 

gcggcggcgg agggccccca gcagagcgca gagggcagcg cgagcggcgg gggcatgcag 
480 

gcggcagcgc ccccttcgtc gcagccgcac ccgcagcagc tccaagagca ggaagaaatg 
540 

caagaggaga tggagaagct gcgagaggaa aacgagactc tcaagaacga gatcgatgag 
600 

ctgagaaccg agatggacga gatgagggac actttcttcg aggaggatgc ctgtcaactg 
660 

caggaaatgc gccacgagtt ggagagagcc aacaaaaact gccggatcct gcagtaccgc 
720 . 

ctccgcaaag ccgagcgcaa aaggctccgc tacgcccaga ccggggaaat cgacggggag 
780 

ctgttgcgca gcctggagca ggacctcaag gttgcaaagg atgtatctgt gagacttcac 
840 

catgaattag aaaatgtgga agaaaagaga acaacaacag aagatgaaaa tgagaaactg 
900 

aggcaacagc tcatagaagt tgaaattgca aagcaagctt tacagaatga actggaaaaa 
960 

atgaaagagt tatccttaaa aagaagagga agcaaagatt tgccaaaatc tgaaaaaaag 
1020 

gctcaacaga ctcccacaga ggaggacaat gaagatctga agtgccagct gcagtttgtt 
1080 

aaggaagaag ccgctttgat gagaaagaaa atggccaaga ctgataaaga aaaggacaga 
1140 

tttgaacacg agctccagaa gtacagatcc ttttatgggg atctggacag tcctttgccc 
1200 

aaaggagaag ccggaggccc tcccagcact agggaggccg agctcaagct acggctaagg 
1260 
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ctggtggagg aagaagccaa catcctgggc aggaaaatcg tcgaactgga ggtggagaac 
1320 

agaggcctga aggcggaact ggacgacctt aggggcgatg acnnttcaac ggctcggcca 
1380 

acccgctcat gagggnagca gagcgaatcc ctgtcggagc tgcggcagca cctgcagctg 
1440 

gtggaagacg agacggagct gctgcggagg aacgtggccg acctggagga gcagaacaag 
1500 

cgcatcacgg cggagctcaa caagtacaag tacaagnntc cggcggccac gacagcgcgc 
1560 

ggcaccacga caacgccana gaccgaggcc ctgcaggagg agctgaaggc ggcgcgcctg 
1620 

cagatcaacg agctcagcgg caaggtcatg cagctgcagt acgagaaccg cgtgcttatg 
1680 

tccaacatgc agcgctacga cctggcctcg cacctgggca tccgcggcag cccccgcgac 
1740 

agcgacgccg agagcgacgc gggcaagaag gagagcgacg acgactcgcg gcctccgcac 
1800 

cgcaagcgcg aagggcccat cggcggcgag agcgactcgg aggaggtgnn cgcaacatcc 
1860 

gctgcctcan cgcccactcg ctccttctac ccggcgcccg ggccctggcc caagagcttc 
1920 

tccgatcggc agcagatgaa ggacatccgc tcggaggccg agcgcctggg caagaccatc 
1980 

gaccggctca tcgccgacac gagcaccatc atcaccgagg cgcgcatcnt acgtggccaa 
2040 

cggggacctg ttnncggact catggacgag gaggacgacg gcagccgcat ccgggagcac 
2100 

gagctgctct accgcatcaa cgctcagatg aaggccttcc gcaaggagct gcagaccttc 
2160 

atcgaccgcc tcgaggtgcc caagtctgcg gacgaccgcg gcgccgagga gcccatttcc 
2220 

gtgagtcaga tgttccagcc tatcatttta cttattctca ttcttgtatt attttcatca 
2280 

ctttcttaca caacaatatt taaacttgtc ttccttttta cactgttttt tgtactgtaa 
2340 

atctttcatc atttaccatt cattgtagta ttttcagttt gtttattttg ttcacccttc 
2400 

aagacaagaa gtaaaagaag tataatttct gtagtaacca atgctataaa aacactgaag 
2460 

actgcttatt tctttacaaa gatacaactc atcttaccaa gaccaaattc aataagaagc 
2520 

ccaaacacta aaatatttca ggtaagaaag tgtgacattt ttctgtatga attgttttaa 
2580 

tttttacttc tttttttcat cctgtttgtc tcctcttgat aaataattgg catactgaat 
2640 

ataaaaatgg actacatgtc tcataattat ttctcagtag ttcactatta ttattcaaaa 
2700 

gctggacgga cattcacaat ttggtcacat ttccaaaaag 
2740 

<210> 1686 
<211> 463 
<212> PRT 
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<213> Homo sapiens 
<400> 1686 

Xaa Gly Gly Ala Gly Gly Gly Ser Gly Glu Arg Glu Gly Gly Ala Pro 

15 10 15 

Gin Pro Pro Pro Pro Arg Gly Trp Arg Gly Lys Gly Val Arg Ala Gin 

20 25 30 

Gin Arg Gly Gly Ser Gly Gly Glu Gly Ala Ser Pro Ser Pro Ser Ser 

35 40 45 

Ser Ser Ala Gly Lys Thr Pro Gly Thr Gly Ser Arg Asn Ser Gly Ser 

50 55 60 

Gly Val Ala Gly Gly Gly Ser Gly Gly Gly Gly Ser Tyr Trp Lys Glu 
65 70 75 80 

Gly Cys Leu Gin Ser Glu Leu He Gin Phe His Leu Lys Lys Glu Arg 

85 90 95 

Ala Ala Ala Ala Ala Ala Ala Ala Gin Met His Ala Lys Asn Gly Gly 

100 105 HO 

Gly Ser Ser Ser Arg Ser Ser Pro Val Ser Gly Pro Pro Ala Val Cys 

115 120 125 

Glu Thr Leu Ala Val Ala Ser Ala Ser Pro Met Ala Ala Ala Ala Glu 

130 135 140 

Gly Pro Gin Gin Ser Ala Glu Gly Ser Ala Ser Gly Gly Gly Met Gin 
145 150 155 160 

Ala Ala Ala Pro Pro Ser Ser Gin Pro His Pro Gin Gin Leu Gin Glu 

165 170 175 

Gin Glu Glu Met Gin Glu Glu Met Glu Lys Leu Arg Glu Glu Asn Glu 

180 185 190 

Thr Leu Lys Asn Glu lie Asp Glu Leu Arg Thr Glu Met Asp Glu Met 

195 200 205 

Arg Asp Thr Phe Phe Glu Glu Asp Ala Cys Gin Leu Gin Glu Met Arg 

210 215 220 

His Glu Leu Glu Arg Ala Asn Lys Asn Cys Arg He Leu Gin Tyr Arg 
225 230 235 240 

Leu Arg Lys Ala Glu Arg Lys Arg Leu Arg Tyr Ala Gin Thr Gly Glu 

245 250 255 

He Asp Gly Glu Leu Leu Arg Ser Leu Glu Gin Asp Leu Lys Val Ala 

260 265 270 

Lys Asp Val Ser Val Arg Leu His His Glu Leu Glu Asn Val Glu Glu 

275 280 285 

Lys Arg Thr Thr Thr Glu Asp Glu Asn Glu Lys Leu Arg Gin Gin Leu 

290 295 300 

He Glu Val Glu He Ala Lys Gin Ala Leu Gin Asn Glu Leu Glu Lys 
305 310 315 320 

Met Lys Glu Leu Ser Leu Lys Arg Arg Gly Ser Lys Asp Leu Pro Lys 

325 330 335 

Ser Glu Lys Lys Ala Gin Gin Thr Pro Thr Glu Glu Asp Asn Glu Asp 

340 345 350 

Leu Lys Cys Gin Leu Gin Phe Val Lys Glu Glu Ala Ala Leu Met Arg 

355 360 365 

Lys Lys Met Ala Lys He Asp Lys Glu Lys Asp Arg Phe Glu His Glu 

370 375 380 

Leu Gin Lys Tyr Arg Ser Phe Tyr Gly Asp Leu Asp Ser Pro Leu Pro 
385 390 395 400 

Lys Gly Glu Ala Gly Gly Pro Pro Ser Thr Arg Glu Ala Glu Leu Lys 
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405 410 415 

Leu Arg Leu Arg Leu Val Glu Glu Glu Ala Asn He Leu Gly Arg Lys 

420 425 430 

He Val Glu Leu Glu Val Glu Asn Arg Gly Leu Lys Ala Glu Leu Asp 

435 440 445 

Asp Leu Arg Gly Asp Asp Xaa Ser Thr Ala Arg Pro Thr Arg Ser 
450 455 460 

<210> 1687 
<211> 326 
<212> DNA 

<213> Homo sapiens 
<400> 1687 

gtgcacacag gtgagcgtcc ctacaagtgt ccacactgcg actatgcagg tacccagtcg 
60 

ggctcgctca agtatcacct tcagcgtcac caccgagagc agaagaacag tgcgggttcc 
120 

tgggcctccc ccagaacccc cgccaccttc ccagcggggc tcactgcagc cgcagtcagg 
180 

agccaagcca actcaggcct cagccacctg ggtagagggc actgcaagta cccggcctcc 
240 

ttcgagcagc accggaccag ggtcccgtag gaagcctgct agccctggga ggaccctgcg 
300 

aaacggcgat gtggtgaagc cgaact 
326 

<210> 1688 
<211> 89 
<212> PRT 

<213> Homo sapiens 



<400> 1688 
















Val His Thr 


Gly 


Glu 


Arg 


Pro Tyr Lys 


Cys 


Pro 


His Cys Asp Tyr Ala 


1 




5 






10 




15 


Gly Thr Gin 


Ser 


Gly 


Ser 


Leu Lys Tyr 


His 


Leu 


Gin Arg His His Arg 




20 






25 






30 


Glu Gin Lys 


Asn 


Ser 


Ala 


Gly Ser Trp 


Ala 


Ser 


Pro Arg Thr Pro Ala 


35 








40 






45 


Thr Phe Pro 


Ala 


Gly 


Leu 


Thr Ala Ala 


Ala 


Val Arg Ser Gin Ala Asn 


50 








55 






60 


Ser Gly Leu 


Ser 


His 


Leu 


Gly Arg Gly 


His 


Cys 


Lys Tyr Pro Ala Ser 


65 






70 






75 


80 


Phe Glu Gin 


His 


Arg 


Thr 


Arg Val Pro 









85 



<210> 1689 
<211> 301 
<212> DNA 

<213> Homo sapiens 
<400> 1689 

nggggaagcc atggctgctt aaggacaatg cactgtcagc tcggtgatgt cttgatttgg 
60 
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tctgggattc tgcacttagt aattgcagat aatactcatg tggcgccaag gaaaaaaaaa 
120 

ttggcctttt cccagcccat taagcctaaa caaaccacat cactttacat caggcagatc 
180 

atgtggtacc agaattttcc agtttggcgg actatcttga tcaaatcaac taaattattg 
240 

ccactgtggc tatctgtgaa agaacacaat gaagaaaatc tggagcctta tctcatactc 

300 

a 

301 

<210> 1690 
<211> 91 
<212> PRT 

<213> Homo sapiens 
<400> 1690 

Met His Cys Gin Leu Gly Asp Val Leu lie Trp Ser Gly lie Leu His 

15 10 15 

Leu Val He Ala Asp Asn Thr His Val Ala Pro Arg Lys Lys Lys Leu 

20 25 30 

Ala Phe Ser Gin Ser He Lys Pro Lys Gin Thr Thr Ser Leu Tyr He 

35 40 45 

Arg Gin He Met Trp Tyr Gin Asn Phe Pro Val Trp Arg Thr He Leu 

50 55 60 

He Lys Ser Thr Lys Leu Leu Pro Leu Trp Leu Ser Val Lys Glu His 
65 70 75 80 

Asn Glu Glu Asn Leu Glu Pro Tyr Leu He Leu 
85 90 

<210> 1691 
<211> 483 
<212> DNA 

<213> Homo sapiens 
<400> 1691 

nacgcgttcc ggtatgccga tgggccggtg ctgctgggcg tccgccggcg gcgcggtgag 
60 

ttgtgccttg aagtgtggga ccgcggcccc ggcattcctc aagacaaaca aaagtcattc 
120 

ttcgaagaat tcaaacgcct ggacagtcac cagacccgcg ccgagaaagg cctgggcctg 
180 

ggcctggcga ttgccgacgg cttgtgccgc gtgctcgggc atcgcttgag cgtgcgttcg 
240 

tggccgggca agggcagcgt gttcagcgtg cgcgtgccgt tggcgcgcac ccaggtcagc 
300 

gcgcctgcca agccggcgca ggaaagcggc cagccgttga gtggcgcgca ggtgctgtgt 
360 

gtgaataaca aagaaagcat cctgatcggc atgcgcagct tgctcccgcg ctggggctgc 
420 

gaagtctggc ccgcgcgcga ccaggcgcaa tgtgccgcgc tgttggctga gggtgtgcgg 

480 

ccg 

483 
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<210> 1692 
<211> 161 
<212> PRT 

<213> Homo sapiens 
<400> 1692 

Xaa Ala Phe Arg Tyr Ala Asp Gly Pro Val Leu Leu Gly Val Arg Arg 

1 5 10 15 

Arg Arg Gly Glu Leu Cys Leu Glu Val Tip Asp Arg Gly Pro Gly He 

20 25 30 

Pro Gin Asp Lys Gin Lys Ser Phe Phe Glu Glu Phe Lys Arg Leu Asp 

35 40 45 

Ser His Gin Thr Arg Ala Glu Lys Gly Leu Gly Leu Gly Leu Ala He 

50 55 60 

Ala Asp Gly Leu Cys Arg Val Leu Gly His Arg Leu Ser Val Arg Ser 
65 70 75 80 

Trp Pro Gly Lys Gly Ser Val Phe Ser Val Arg Val Pro Leu Ala Arg 

85 90 95 

Thr Gin Val Ser Ala Pro Ala Lys Pro Ala Gin Glu Ser Gly Gin Pro 

100 105 110 

Leu Ser Gly Ala Gin Val Leu Cys Val Asn Asn Lys Glu Ser He Leu 

115 120 125 

He Gly Met Arg Ser Leu Leu Pro Arg Trp Gly Cys Glu Val Trp Pro 

130 135 140 

Ala Arg Asp Gin Ala Gin Cys Ala Ala Leu Leu Ala Glu Gly Val Arg 
145 150 155 160 

Pro 



<210> 1693 
<211> 333 
<212> DNA 

<213> Homo sapiens 
<400> 1693 

acgcgtgttc catctgcagc cgtgcgaaaa ctctcccacc atgtcgcaga ctggatactt 
60 

cgaggattca agctactaca agtgtgacac agatgacacc ttcgaagccc gagaggagat 
120 

actggggggg atgaggcctt cgacactgcc aactccccca tcgtgtctgg cgagagtatc 
180 

cgtttttttg tcaatgtcaa ccttgagatg caggccacca acactgagaa tgaagcgact 
240 

tccggtggct gtgtgctcct gcacacctcc cgaaaggcca gcatcgtcct gaacgagacg 
300 

gccacctccc tggataacgt gctgcggacc atg 
333 

<210> 1694 
<211> 110 
<212> PRT 

<213> Homo sapiens 
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<400> 1694 

Met Val Arg Ser Thr Leu Ser Arg Glu Val Ala Val Ser Phe Arg Thr 

15 10 15 

Met Leu Ala Phe Arg Glu Val Cys Arg Ser Thr Gin Pro Pro Glu Val 

20 25 30 

Ala Ser Phe Ser Val Leu Val Ala Cys lie Ser Arg Leu Thr Leu Thr 

35 40 45 

Lys Lys Arg lie Leu Ser Pro Asp Thr Met Glu Glu Leu Ala Val Ser 

50 55 60 

Lys Ala Ser Ser Pro Pro Val Ser Pro Leu Gly Leu Arg Arg Cys His 
65 70 75 80 

Leu Cys His Thr Cys Ser Ser Leu Asn Pro Arg Ser lie Gin Ser Ala 

85 90 95 

Thr Trp Trp Glu Ser Phe Arg Thr Ala Ala Asp Gly Thr Arg 
100 105 110 



<210> 1695 
<211> 485 
<212> DNA 

<213> Homo sapiens 



<400> 1695 

tgatcagctt tatcaggagt ttttgcaagt 
60 

gccaggaatt tgaagactat cttcaccagg 
120 

cagcacacaa cacatcggga cgttcagctc 
180 

aagagaatgg agaaataacc cttgtaaagc 
240 

tcaactttgc gatcaatgat ctatatttct 
300 

tcagttcagc ccacatgctg caggtcaacc 
360 

tgcggtccaa aatgaacatt atccaaaaac 
420 

tgagggtgaa tgtccctgag ttccagaagg 

480 

accta 

485 



accgcagatt tatgttgaat cctagtaagc 
aaatgcaaaa tagcaaggaa aatttcacca 
caccctccac aaatgtccgg agtgcagacc 
gtcgtatatt tggccacagg attatcactg 
tttctgaaat ggagaaattt aatgatctgg 
gggcatataa tgagaatgat gtgatcctaa 
tcttcctgaa ttctgacatc cctccaaagc 
atgccatcct tgctgccatc acagagggct 



<210> 1696 
<211> 148 
<212> PRT 

<213> Homo sapiens 



<400> 1696 

Met Leu Asn Pro Ser Lys Arg Gin 

1 S 
Glu Met Gin Asn Ser Lys Glu Asn 
20 

Gly Arg Ser Ala Pro Pro Ser Thr 

35 40 
Asn Gly Glu lie Thr Leu Val Lys 



Glu Phe Glu Asp Tyr Leu His Gin 

10 15 
Phe Thr Thr Ala His Asn Thr Ser 
25 30 
Asn Val Arg Ser Ala Asp Gin Glu 
45 

Arg Arg lie Phe Gly His Arg lie 
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50 55 60 



He 


Thr 


Val 


Asn 


Phe 


Ala 


He 


Asn 


Asp Leu Tyr 


Phe 


Phe 


Ser 


Glu 


Met 


65 










70 








75 










80 


Glu 


Lys 


Phe 


Asn 


Asp 


Leu 


Val 


Ser 


Ser Ala 


His 


Met 


Leu 


Gin 


Val 


Asn 










85 








90 










95 




Arg 


Ala 


Tyr 


Asn 


Glu 


Asn 


Asp 


Val 


He Leu 


Met 


Arg 


Ser 


Lys 


Met 


Asn 








100 










105 








110 






He 


He 


Gin 


Lys 


Leu 


Phe 


Leu 


Asn 


Ser Asp 


He 


Pro 


Pro 


Lys 


Leu Arg 






115 










120 








125 








Val 


Asn 


Val 


Pro 


Glu 


Phe 


Gin 


Lys Asp Ala 


He 


Leu 


Ala 


Ala 


He 


Thr 



130 135 140 

Glu Gly Tyr Leu 
145 



<210> 1697 

<211> 337 

<212> DNA 

<213> Homo sapiens 

<400> 1697 

accaggttcc caccatcctc aggggaatca caggttactg gctttggaga ccgagatgtc 
60 

ttcccgcctc ccaggggcct gtggatggga ctccctgcga attcgactcc caggggaaaa 
120 

gccaagagct gcctccttgg gacaactggg gcggcagctg tgatcgcaca tggcttcagc 
180 

agaggcctga gcggctgcct ccgttggcca gcaggctctg agagcactcg cccggcctga 
240 

ctgttcatcc atcctttcac ccggaggcca gctgtggctg tctgtgctct cagaggggag 
300 

gcgatgggca aggcgcctgc catgcagatg ggtggtg 

<210> 1698 

<211> 107 

<212> PRT 

<213> Homo sapiens 

<400> 1698 

Met Ala Gly Ala Leu Pro He Ala Ser Pro Leu Arg Ala Gin Thr Ala 

1 5 io 15 

Thr Ala Gly Leu Arg Val Lys Gly Trp Met Asn Ser Gin Ala Gly Arg 

20 25 30 

Val Leu Ser Glu Pro Ala Gly Gin Arg Arg Gin Pro Leu Arg Pro Leu 

35 40 4S 

Leu Lys Pro Cys Ala He Thr Ala Ala Ala Pro Val Val Pro Arg Arg 

50 55 60 

Gin Leu Leu Ala Phe Pro Leu Gly Val Glu Phe Ala Gly Ser Pro He 
65 70 75 80 

His Arg Pro Leu Gly Gly Gly Lys Thr Ser Arg Ser Pro Lys Pro Val 

85 90 95 

Thr Cys Asp Ser Pro Glu Asp Gly Gly Asn Leu 
100 105 



1342 



WO 00/58473 



PCT/USOO/08621 



<210> 1699 
<211> 442 
<212> DNA 

<213> Homo sapiens 
<400> 1699 

nacgcgttcc ttaaggatca tcctgaggtt ctgtacgtag accttctaat tgcggatatg 
60 

aatggtgtgg tgcgcggcaa gcgcatcgaa cgcaccagcc tccacaaggt ttacgagaag 
120 

ggcattaacc tgcctgcctc tctatttgcc ctggatatca atggctcaac ggtggaaagc 
180 

accggcctgg gtctggacat cggtgatgct gaccgaatct gttatccaat ccccgacacc 
240 

ctgtgcaatg aaccctggca aaagcgccca accgcgcaac tgctgatgac catgcacgaa 
300 

cttgaagggg aacctttttt cgccgatcct cgcgaagtac tccgccaagt tgtaagcaaa 
360 

tttgacgacc tcggtctgac catctgcgcc gcattcgagc tggagttcta cctgattgac 
420 

caggagaacg tgaatggccg gc 
442 

<210> 1700 

<211> 147 

<212> PRT 

<213> Homo sapiens 

<400> 1700 



Xaa 


Ala 


Phe 


Leu 


Lys 


Asp His 


Pro 


Glu 


Val Leu Tyr 


Val 


Asp 


Leu 


Leu 


1 








5 








10 






15 




lie 


Ala 


Asp 


Met 


Asn 


Gly Val 


Val 


Arg 


Gly Lys Arg 


He 


Glu 


Arg 


Thr 








20 








2S 






30 






Ser 


Leu 


His 


Lys 


Val 


Tyr Glu 


Lys 


Gly 


He Asn Leu 


Pro 


Ala 


Ser 


Leu 






35 








40 






45 








Phe 


Ala 


Leu 


Asp 


He 


Asn Gly 


Ser 


Thr 


Val Glu Ser 


Thr 


Gly 


Leu 


Gly 




50 








55 






60 










Leu 


Asp 


lie 


Gly 


Asp 


Ala Asp 


Arg 


He 


Cys Tyr Pro 


He 


Pro 


Asp 


Thr 


65 










70 






75 








80 


Leu 


Cys 


Asn 


Glu 


Pro 


Trp Gin 


Lys 


Arg 


Pro Thr Ala 


Gin 


Leu 


Leu 


Met 










85 








90 






95 




Thr 


Met 


His 


Glu 


Leu 


Glu Gly 


Glu 


Pro 


Phe Phe Ala 


Asp 


Pro 


Arg 


Glu 








100 








105 






110 






Val 


Leu 


Arg 


Gin 


Val 


Val Ser 


Lys 


Phe 


Asp Asp Leu 


Gly 


Leu 


Thr 


He 






115 








120 






125 








Cys 


Ala 


Ala 


Phe 


Glu 


Leu Glu 


Phe 


Tyr 


Leu He Asp 


Gin 


Glu 


Asn 


Val 




130 








135 






140 










Asn 


Gly 


Arg 






















145 



























<210> 1701 

<211> 8265 

<212> DNA 

<213> Homo sapiens 
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<400> 1701 

nacgcgtgaa gggagggcga ggccggagcc cgagggcgac ccgagaagcg gcggggcggc 
60 

gggccggcgg gcggggcgca gagccaggca gcgcaggtat agccaggctg gagaaaagaa 
120 

gctgccacca tggttgcact ttcactgaag atcagcattg ggaatgtggt gaagacgatg 
180 

cagcttgagc cgtctaccat ggtgtacgac gcctgccgca tcattcgtga gcggatccca 
240 

gaggccccag ctggtcctcc cagcgacttt gggctctttc tgtcagatga tgaccccaaa 
300 

aagggtatat ggctggaggc tgggaaagct ttggactact acatgctccg aaatggggac 
360 

actatggagt acaggaagaa acagagaccc ctgaagatcc gtatgctgga tggaactgtg 
42 0 

aagacgatca tggtggatga ctctaagact gtcactgaca tgctcatgac catctgtgcc 
480 

cgcattggca tcaccaatca tgatgaatat tcattggttc gagagctgat ggaagaaaag 
540 

aaagaggaag gaacgggcac actcaaaaag gacaagacat tgctgcgaga tgaaaagaag 
600 

atggagaaac taaagcagaa attgcacaca gatgatgagt tgaactggct ggaccatggt 
660 

cggacactga gggagcaggg tgtagaggag cacgagacgc tgctgctgcg gaggaagttc 
720 

ttttactcag accagaatgt ggattcccgg gaccctgtac agctgaacct cctgtatgtg 
780 

caggcacgag atgacatcct gaatggctcc caccctgtct cctttgacaa ggcctgtgag 
840 

tttgctggct tccaatgcca gatccagttt gggccccaca atgagcagaa gcacaaggct 
900 

ggcttccttg acctgaagga cttcctgccc aaggagtatg tgaagcagaa gggagagcgt 
960 

aagatcttcc aggcacacaa gaattgtggg cagatgagtg agattgaggc caaggtccgc 
1020 

tacgtgaagc tagcccgttc tctcaagact tacggtgtct ccttcttcct ggtgaaggaa 
1080 

aaaatgaaag ggaagaacaa gctagtgccc aggcttctgg gcatcaccaa ggagtgtgtg 
1140 

atgcgagtgg atgagaagac caaggaagtg atccaggagt ggaacctcac caacatcaaa 
1200 

cgctgggctg cgtctcccaa aagcttcacc ctggattttg gagattacca agatggctat 
1260 

tactcagtac agacaactga aggggagcag attgcacagc tcattgccgg ctacatcgat 
1320 

atcatcctga agaagaaaaa aagcaaggat cactttgggc tggaaggaga tgaggagtct 
1380 

actatgctgg aggactcagt gtcccccaaa aagtcaacag tcctgcagca gcaatacaac 
1440 

c 5rggtgggga aagtggagca tggctctgtg gccctgcctg ccatcatgcg ctctggagcc 
1500 

cctggtcctg agaatttcca ggtgggcagc atgccccctg cccagcagca gattaccagc 
1560 
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ggccagatgc accgaggaca catgcctcct 
1620 

accattaact ccagcatgca ggccgtgcag 
1680 

actctgccgc ctcttggcca ggatgctgcc 
1740 

gaatcaaagc atgagatcca ctctcaggta 
1800 

gtgaacctga cagcagggga ccctgctgag 
1860 

accacaatct cctccaacct gacggagatg 
1920 

ctggaggacg aaggcggcag tggtcggccc 
1900 

gcagtgtcag aactgctgcg cagtgcccaa 
2040 

ctgcaagcag ctgggaacgt gggccaggcc 
2100 

agtgatactg acccccactt ccaggatgcg 
2160 

gctgcagctg ccctggtcct caaggccaag 
2220 

cttcagaccc aagttattgc tgcagcaaca 
2280 

gcctgtacta aggtggtggc acctacaatc 
2340 

gaggctggac gactggtagc caaagccgtg 
2400 

acagaggacg ggcaactgtt gcgaggggta 
2460 

ctaaatgagc tgctgcagca tgtgaaagcc 
2520 

tatgaccagg ctactgacac catcctaacc 
2580 

gatgctgggg agatggtgcg acaggcccgc 
2640 

aatgccatca aggctgatgc tgagggggaa 
2700 

agtgctgcca agatcctcgc tgatgccacc 
2760 

gccgcccacc ctgacagtga ggaacagcag 
2820 

cgcatggcca ccaatgcagc tgcgcagaac 
2880 

gagcatgcag ccaagcaagc tgcagcctct 
2940 

gcagcctctg cccccaaggc ctctgccggc 
3000 

gcagtggcag agcagattcc actgctggtg 
3060 

gacagcccca gcgctcagct tgccctcatt 
3120 

gggaagatgg tggcagctgc aaaggcctca 
3180 



ctgacttcag cccagcaggc actcactgga 
gctgcccagg ccaccctgga tgactttgac 
tctaaggcct ggcgtaaaaa caagatggat 
gatgccatca cagctggtac tgcgtctgtg 
acagactata ccgcagtggg ctgtgcagtc 
tcccgtgggg tgaagctgct ggctgccttg 
ctgttgcagg cagcaaaggg ccttgcggga 
ccagccagtg ctgagccccg tcagaacctg 
agtggggagc tgttgcaaca aattggggaa 
ctaatgcagc tcgccaaagc tgtggcaagt 
agtgtggccc agcggacaga ggactcggga 
cagtgtgccc tatccacttc ccaactagtg 
agctcacctg tctgccaaga gcaactggtg 
aagggctgtg tgtctgcctc ccaggcagct 
ggagcagcag ccacagctgt cacccaggcc 
catgccacag gggctgggcc tgctggccgt 
gtcactgaga acatctttag ctccatgggt 
atcctggccc aagccacatc tgacctggtc 
agtgatctgg agaactcccg caagctcctg 
gccaagatgg tggaggcggc caagggagca 
cagcgactgc gtgaagcagc tgaggggctt 
gccatcaaga agaagttggt gcagcgcctg 
gcaacacaga ccattgctgc agcccaacat 
ccccagcccc tgctggtgca gagctgcaag 
cagggcgtcc gaggaagcca agcccagcct 
gctgccagcc agagcttcct gcagccaggt 
gtgccaacga ttcaggacca ggcttcagcc 
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atgcagctga gtcagtgtgc caagaacctg ggcaccgcgc tggctgaact ccggacggct 
3240 

gcccagaagg ctcaggaagc atgtggacct ttggagatgg attctgcact gagtgtggta 
3300 

cagaatctag agaaagatct acaggaagtg aaggcagcag ctcgagatgg caagcttaaa 
3360 

cccttacctg gggagacaat ggagaagtgt acccaggacc tgggcaacag caccaaagcc 
3420 

gtgagctcag ccatcgccca gctactggga gaggttgccc agggcaatga gaattatgca 
3480 

ggtattgcag ctcgggatgt ggcaggtggg ctgcggtcac tggcccaggc cgctagggga 
3540 

gtcgctgcac tgacgtcaga tcctgcagtg caggccattg tacttgatac ggccagtgat 
3600 

gtgctggaca aggccagcag cctcattgag gaggcgaaaa aggcagctgg ccatccaggg 
3660 

gaccctgaga gccagcagcg gcttgcccag gtggctaaag cagtgaccca ggctctgaac 
3720 

cgctgtgtca gctgcctacc tggccagcgc gatgtggata atgccctgag ggcagttgga 
3780 

gatgccagca agcgactcct gagtgactcg cttcctccta gcactgggac atttcaagaa 
3840 

gctcagagcc ggttgaatga agctgctgct gggctgaatc aggcagccac agaactggtg 
3900 

caggcctctc ggggaacccc tcaggacctg gctcgagcct caggccgatt tggacaggac 
3960 

ttcagcacct tcctggaagc tggtgtggag atggcaggcc aggctccgag ccaggaggac 
4020 

cgagcccaag ttgtgtccaa cttgaagggc atctccatgt cttcaagcaa acttcttctg 
4 080 

gctgccaagg ccctgtccac ggaccctgct gcccctaacc tcaagagtca gctggctgca 
4140 

gctgccaggg cagtaactga cagcatcaat cagctcatca ctatgtgcac ccagcaggca 
4200 

cccggccaga aggagtgtga taacgccctg cgggaattgg agacggtccg ggaactcctg 
4260 

gagaacccag tccagcccat caatgacatg tcctactttg gttgcctgga cagtgtaatg 
4320 

gagaactcaa aggtgctggg cgaggccatg actggcatct cccaaaatgc caagaacgga 
4380 

aacctgccag agtttggaga tgccatttcc acagcctcaa aggcactttg tggcttcacc 
4440 

gaggcagctg cacaggccgc atatctggtt ggtgtctctg accccaatag ccaagctgga 
4500 

cagcaagggc tagtggagcc cacacagttt gcccgtgcaa accaggcaat tcagatggcc 
4560 

tgccagagtc tgggagagcc tggctgtacc caggcccagg tgctctctgc agccaccatt 
4620 

gtggctaaac acacccctgc actgtgtaac agctgtcgcc tggcttctgc ccgtaccacc 
4680 

aatcctactg ccaagcgcca gtttgtacag tcagccaagg aggtggccaa cagcacagcc 
4740 

aatcttgtca agaccatcaa ggcgctagat ggggccttca cagaggagaa ccgtgcccag 
4 800 
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tgccgagcag caacagcccc 
4860 

aaccctgagt tctccagcat 
4920 

cccattgtga tctctgccaa 
4980 

cgggccctcg cagtcaatcc 

5040 

cgtactgtct cagactccat 
5100 

cagctggagt gtgaaacggc 
5160 

gcttccctcg ctgcagtcag 
5220 

ttgcacactc agatgctcac 
5280 

aatgctgccc gggctgaagc 
5340 

tttgagccgc tcaccctggc 
5400 

cagatggcac tcctggacca 
5460 

actgccaagg aggctggtgg 
5520 

gaggctgtgc agatgatgac 
5580 

gccagtgctg ctggggtcgt 
5640 

ctagatgaag gaccaatggg 
5700 

gtgcggacag ccaaggccat 
5760 

agcccagagg agctgggccc 
5820 

tcggaggcca agcctgcagc 
5880 

caccgggtac aggagctggg 
5940 

cagtgcagcc ccagtgatgc 
6000 

tctgagaagg tctcccacgt 
6060 

tgcatcacag cagccagcgc 
6120 

ttcgccactg ctggcacact 
6180 

ggcatcttaa agactgcgaa 
6240 

gctgggagcc aggagaagtt 
6300 

ctcgctgatg tggtcaagct 
6360 

gtggtactaa tcaacgcagt 
6420 



tctgctggag gctgtggaca 
tcctgcccag atcagccctg 
gacaatgtta gagagtgccg 
ccgggacccc ccgagctggt 
caagaagcta attacaagca 
cattgcagct ctgaacagtt 
ccagcagctt gctccccgtg 
tgcagtccaa gagatctccc 
ctcccagctg ggacacaagg 
tgcagtgggt gctgcctcca 
gactaaaaca ttggcagagt 
taacccaaag caagcagctc 
cgaggccgta gaggacctga 
gggtggcatg gtggactcca 
tgaaccagaa ggttccttcg 
tgcagtgacc gttcaggaga 
tcttgctaac cagctgacca 
ggtggctgct gaaaatgaag 
ccatggctgt gccgctctgg 
ctacaccaag aaggagctca 
cctggctgcg ctccaggctg 
tgtgtctggt atcattgctg 
taaccgtgag ggtactgaaa 
ggtgctggtg gaggacacca 
ggcgcaggct gcccagtcct 
gggtgcagcc agcctgggag 
gaaagatgta gccaaagccc 



atctgagtgc ctttgcgtcc 
agggtcgggc tgccatggag 
ggggactcat ccagacagcc 
cggtgctggc cggccactcc 
tgagggacaa ggctccaggg 
gtctacggga cctagaccag 
agggaatctc tcaagaggcc 
atctcattga gccgctggcc 
tgtcccagat ggcgcagtac 
agaccctgag ccacccgcag 
ctgccctgca gttgctatac 
acacccagga agccctggag 
caacaaccct caacgaggca 
tcacccaggc catcaaccag 
tggattacca aacaactatg 
tggttaccaa gtcaaacacc 
gtgactatgg ccgtctggcc 
agataggttc ccatatcaaa 
tcaccaaggc aggcgccctg 
tagagtgtgc ccggagagtc 
ggaatcgtgg cacccaggcc 
accttgacac caccatcatg 
cttctgcaga ccaccgggag 
aggtcctggt gcaaaacgca 
ccgtggcgac catcacccgc 
ctgaggaccc tgagacccag 
tgggagacct catcagtgca 
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acgaaggctg cagctggcaa agttggagat gaccctgctg tgtggcagct aaagaactct 
64B0 

gccaaggcga tggtgaccaa tgtgacatca ttgcttaaga cagtaaaagc cgtggaagat 
6540 

gaggccacca aaggcactcg ggccctggag gcaaccacag aacacatacg gcaggagctg 
6600 

gcggttttct gttccccaga gccacctgcc aagacctcta ccccagaaga cttcatccga 
6660 

atgaccaagg gtatcaccat ggcaaccgcc aaggccgttg ctgctggcaa ttcctgtcgc 
6720 

caggaagatg tcattgccac agccaatctg agccgccgtg ctattgcaga tatgcttcgg 
6780 

gcttgcaagg aagcagctta ccacccagaa gtggcccctg atgtgcggct tcgagccctg 
6840 

cactatggcc gggagtgtgc caatggctac ctggaactgc tggaccatgt actgctgacc 
6900 

ctgcagaagc caagcccaga actgaagcag cagttgacag gacattcaaa gcgtgtggct 
6 960 

ggttccgtca ctgagctcat ccaggctgct gaagccatga agggaacaga atgggtagac 
7020 

ccagaggacc ccacagtcat tgctgagaat gagctcctgg gagctgcagc cgccattgag 
7080 

gctgcagcca aaaagctaga gcagctgaag ccccgggcca aacccaagga ggcagatgag 
7140 

tccttgaact ttgaggagca gatactagaa gctgccaagt ccattgcagc agccaccagt 
7200 

gcactggtaa aggctgcgtc ggctgcccag agagaactag tggcccaagg gaaggtgggt 
7260 

gccattccag ccaatgcact ggacgatggg cagtggtccc agggcctcat ttctgctqcc 
7320 

cggatggtgg ctgcggccac caacaatctg tgtgaggcag ccaatgcagc tgtacaaqqc 
7380 

catgccagcc aggagaagct catctcatca gccaagcagg tagctgcctc cacagcccag 
7440 

ctccttgtgg cctgcaaggt caaggctgac caggactcgg aggcaatgaa acgacttcag 
7500 

gctgctggca acgcagtgaa gcgagcctca gataatctgg tgaaagcagc acagaaggct 

gcagccttcg aagagcagga gaatgagaca gtggtggtga aagagaagat ggttggcggc 
762 0 

attgcccaga tcatcgcagc acaggaagaa atgcttcgga aggaacgaga gctggaagag 
7680 

gcgcggaaga aactggccca gatccggcag cagcagtaca agtttctgcc ttcagaqctt 
7740 

cgagatgagc actaaagaag cctcttctat ttaatgcaga cccggcccag agactgtgcg 
7800 

tgccactacc aaagccttct gggctgtcgg ggcccaacct gcccaacccc agcactcccc 
7860 

792<) t9CCt9 CCaaaCCCca ^ggcctggcc ccgcccagtc ccgcagtaca tcccctgtcc 

79QQ CCCaaC cccaaqtqcc ttcatgccct agggcccccc aagtgcctgc ccctccccag 

agtattaacg ctccaagagt attattaacg ctgctgtacc tcgatctgaa tctgccgggg 
804 0 



1348 



WO 00/58473 



PCT/US00/08621 



ccccagccca ctccaccctg ccagcagctt ccagccagtc cccacagcct catcagctct 
8100 

cttcaccgtt ttttgatact atcttccccc acccccagct acccataggg gctgcagagt 
8160 

tataagcccc aaacaggtca tgctccaata aaaatgattc tacctacaac ctctgcctgg 
8220 

cttcaaggga gatacaagtt ttctcccagg gcagtaggag agaca 
8265 

<210> 1702 
<211> 2541 
<212> PRT 

<213> Homo sapiens 
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85 










90 
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Val Lys 


Thr 


He 


Met 


Val 


Asp 


Asp 
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Lys 


Thr 


Val 


Thr 


Asp 


Met 
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100 










105 










110 






Met Thr 


He 


Cys 


Ala 


Arg 


He 


Gly 


He 


Thr 


Asn 


His 


Asp 


Glu 


Tyr 


Ser 




115 
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125 








Leu Val 


Arg 


Glu 


Leu 


Met 


Glu 


Glu 


Lys 


Lys 


Glu 


Glu 


Gly 


Thr 


Gly 


Thr 


130 










135 










140 










Leu Lys 


Lys 
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Lys 
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Leu 


Leu 


Arg 
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Glu 


Lys 


Lys 


Met 


Glu 


Lys 


145 








150 
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Leu Lys 
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Lys 
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Thr 


Asp 


Asp 


Glu 
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Asn 


Trp 


Leu 


Asp 
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175 




Gly Arg 


Thr 


Leu 


Arg 


Glu 


Gin 


Gly 


val 


Glu 


Glu 


His 


Glu 


Thr 


Leu 


Leu 






180 










185 










190 






Leu Arg 


Arg 


Lys 


Phe 


Phe 


Tyr 


Ser 


Asp 


Gin 


Asn 


Val 


Asp 


Ser 


Arg 


Asp 




195 










200 










205 








Pro Val 


Gin 


Leu 


Asn 


Leu 


Leu 


Tyr 


Val 


Gin 


Ala 


Arg 


Asp 


Asp 


He 


Leu 


210 










215 










220 










Asn Gly 


Ser 


His 


Pro 


Val 


Ser 


Phe 


Asp 


Lys 


Ala 


Cys 


Glu 


Phe 


Ala 


Gly 


225 








230 










235 










240 


Phe Gin 


Cys 


Gin 


He 


Gin 


Phe 


Gly 


Pro 


His 


Asn 


Glu 


Gin 


Lys 


His 


Lys 








245 
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255 




Ala Gly 


Phe 


Leu 


Asp 


Leu 


Lys 


Asp 


Phe 


Leu 


Pro 


Lys 


Glu 


Tyr 


Val 


Lys 






260 










265 










270 
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Gly 


Glu 
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He 


Phe 


Gin 


Ala 
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Asn 


Cys 


Gly 
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275 
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285 








Met Ser 


Glu 
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Glu 


Ala 


Lys 


Val 


Arg 


Tyr 


Val 


Lys 


Leu 


Ala 
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Ser 
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Leu Lys 
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Ser 
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Phe 
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Met 
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305 310 






315 






320 


Gly Lys Asn Lys Leu Val 


Pro Arg 


Leu 


Leu Gly 


He 


Thr 


Lys Glu Cys 


325 






330 






335 


Val Met Arg Val Asp Glu 


Lys Thr 


Lys 


Glu Val 


He 


Gin 


Glu Trp Asn 


340 




345 








350 


Leu Thr Asn He Lys Arg 


Trp Ala 


Ala 


Ser Pro 


Lys 


Ser 


Phe Thr Leu 


355 


360 








365 




Asp Phe Gly Asp Tyr Gin 


Asp Gly 


Tyr 


Tyr Ser 


Val 


Gin 


Thr Thr Glu 


370 
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Gly Glu Gin He Ala Gin 


Leu He 


Ala 


Gly Tyr 


He 
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He He Leu 


385 390 
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Lys Lys Lys Lys Ser Lys 


Asp His 


Phe 


Gly Leu 


Glu 


Gly 


Asp Glu Glu 
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Ser Thr Met Leu Glu Asp 


Ser Val 


Ser 


Pro Lys 


Lys 
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Thr Val Leu 


420 




425 








430 


Gin Gin Gin Tyr Asn Arg 


Val Gly 


Lys 


Val Glu 
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Gly 


Ser val Ala 
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Leu Pro Ala He Met Arg 


Ser Gly 


Ala 


Ser Gly 


Pro 


Glu 


Asn Phe Gin 


450 


455 
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Val Gly Ser Met Pro Pro 


Ala Gin 


Gin 


Gin He 


Thr 


Ser 


Gly Gin Met 
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Pro Leu 


Thr 


Ser Ala 


Gin 


Gin 


Ala Leu Thr 
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Gly Thr He Asn Ser Ser 


Met Gin 
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Leu Asp Asp Phe Asp Thr 
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Leu Gly 


Gin 
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Ala Ala Ser 
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520 
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Glu Ser 
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Ser Gin Val Asp Ala lie 
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Gly 
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Glu Thr 
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Tyr Thr 
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Val Thr Thr He Ser Ser 


Asn Leu 


Thr 


Glu Met 


Ser 
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Gly Val Lys 
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Glu 


Gly Gly 
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Ser Ala Gin Pro Ala Ser 


Ala Glu 
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Ala Gly Asn Val Gly Gin 


Ala Ser 


Gly 


Glu Leu 
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Gin He Gly 
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Glu Ser Asp Thr Asp Pro 


His Phe 


Gin 


Asp Ala 
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Met 


Gin Leu Ala 
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Lys Ala Val Ala Ser Ala 


Ala Ala 


Ala 


Leu Val 


Leu 


Lys 


Ala Lys Ser 
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68S 




Val Ala Gin Arg Thr Glu 


Asp Ser 


Gly 


Leu Gin 


Thr 


Gin 


Val He Ala 
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700 






Ala Ala Thr Gin Cys Ala 


Leu Ser 


Thr 


Ser Gin 


Leu 


Val 


Ala Cys Thr 
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Lys Val Val Ala Pro Thr 


He Ser 
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Pro Val 
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Glu Gin Leu 
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Val Glu Ala Gly Arg Leu 


Val Ala 
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Ala Val 


Lys 


Gly 


Cys Val Ser 
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Ala 


Ala 


Gin 


Lys 


1025 








1030 








1035 








104C 


Ala Gin 


Glu 


Ala 


Cys 


Gly Pro 


Leu 


Glu 


Met 


Asp 


Ser 


Ala 


Leu 


Ser 


Val 



1045 1050 1055 



Val Gin Asn Leu Glu Lys Asp Leu Gin Glu Val Lys Ala Ala Ala Arg 

1060 1065 1070 

Asp Gly Lys Leu Lys Pro Leu Pro Gly Glu Thr Met Glu Lys Cys Thr 

1075 1080 1085 

Gin Asp Leu Gly Asn Ser Thr Lys Ala Val Ser Ser Ala He Ala Gin 

1090 1095 1100 

Leu Leu Gly Glu Val Ala Gin Gly Asn Glu Asn Tyr Ala Gly He Ala 
1105 1110 1115 1120 

Ala Arg Asp Val Ala Gly Gly Leu Arg Ser Leu Ala Gin Ala Ala Arg 

1125 1130 1135 

Gly Val Ala Ala Leu Thr Ser Asp Pro Ala Val Gin Ala He Val Leu 

1140 1145 1150 

Asp Thr Ala Ser Asp Val Leu Asp Lys Ala Ser Ser Leu He Glu Glu 

1155 1160 1165 

Ala Lys Lys Ala Ala Gly His Pro Gly Asp Pro Glu Ser Gin Gin Arg 
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1170 1175 1180 

Leu Ala Gin Val Ala Lys Ala Val Thr Gin Ala Leu Asn Arg Cys Val 
1185 H90 1195 1200 

Ser Cys Leu Pro Gly Gin Arg Asp Val Asp Asn Ala Leu Arg Ala Val 

1205 1210 1215 

Gly Asp Ala Ser Lys Arg Leu Leu Ser Asp Ser Leu Pro Pro Ser Thr 

1220 1225 1230 

Gly Thr Phe Gin Glu Ala Gin Ser Arg Leu Asn Glu Ala Ala Ala Gly 

1235 1240 1245 

Leu Asn Gin Ala Ala Thr Glu Leu Val Gin Ala Ser Arg Gly Thr Pro 

1250 1255 1260 

Gin Asp Leu Ala Arg Ala Ser Gly Arg Phe Gly Gin Asp Phe Ser Thr 
1265 1270 1275 1280 

Phe Leu Glu Ala Gly Val Glu Met Ala Gly Gin Ala Pro Ser Gin Glu 

1285 1290 1295 

Asp Arg Ala Gin Val Val Ser Asn Leu Lys Gly lie Ser Met Ser Ser 

1300 1305 1310 

Ser Lys Leu Leu Leu Ala Ala Lys Ala Leu Ser Thr Asp Pro Ala Ala 

1315 1320 1325 

Pro Asn Leu Lys Ser Gin Leu Ala Ala Ala Ala Arg Ala Val Thr Asp 

1330 1335 1340 

Ser lie Asn Gin Leu lie Thr Met Cys Thr Gin Gin Ala Pro Gly Gin 
1345 1350 1355 1360 

Lys Glu Cys Asp Asn Ala Leu Arg Glu Leu Glu Thr Val Arg Glu Leu 

1365 1370 1375 

Leu Glu Asn Pro Val Gin Pro He Asn Asp Met Ser Tyr Phe Gly Cys 

1380 1385 1390 

Leu Asp Ser Val Met Glu Asn Ser Lys Val Leu Gly Glu Ala Met Thr 

1395 1400 1405 

Gly He Ser Gin Asn Ala Lys Asn Gly Asn Leu Pro Glu Phe Gly Asp 

1410 1415 1420 

Ala He Ser Thr Ala Ser Lys Ala Leu Cys Gly Phe Thr Glu Ala Ala 
1425 1430 1435 1440 

Ala Gin Ala Ala Tyr Leu Val Gly Val Ser Asp Pro Asn Ser Gin Ala 

1445 1450 1455 

Gly Gin Gin Gly Leu Val Glu Pro Thr Gin Phe Ala Arg Ala Asn Gin 

1460 1465 1470 

Ala He Gin Met Ala Cys Gin Ser Leu Gly Glu Pro Gly Cys Thr Gin 

1475 1480 * 1485 

Ala Gin Val Leu Ser Ala Ala Thr He Val Ala Lys His Thr Ser Ala 

1490 1495 1500 

Leu Cys Asn Ser Cys Arg Leu Ala Ser Ala Arg Thr Thr Asn Pro Thr 
I 505 1510 1515 1520 

Ala Lys Arg Gin Phe Val Gin Ser Ala Lys Glu Val Ala Asn Ser Thr 

1525 1530 1535 

Ala Asn Leu Val Lys Thr He Lys Ala Leu Asp Gly Ala Phe Thr Glu 

1540 1545 1550 

Glu Asn Arg Ala Gin Cys Arg Ala Ala Thr Ala Pro Leu Leu Glu Ala 

1555 1560 1565 

Val Asp Asn Leu Ser Ala Phe Ala Ser Asn Pro Glu Phe Ser Ser He 

1570 1575 1580 

Pro Ala Gin He Ser Pro Glu Gly Arg Ala Ala Met Glu Pro He Val 
1585 1590 1S95 1600 

He Ser Ala Lys Thr Met Leu Glu Ser Ala Gly Gly Leu He Gin Thr 
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1605 1610 1615 

Ala Arg Ala Leu Ala Val Asn Pro Arg Asp Pro Pro Ser Trp Ser Val 

1620 1625 1630 

Leu Ala Gly His Ser Arg Thr Val Ser Asp Ser lie Lys Lys Leu He 

1635 1640 1645 

Thr Ser Met Arg Asp Lys Ala Pro Gly Gin Leu Glu Cys Glu Thr Ala 

1650 1655 1660 

He Ala Ala Leu Asn Ser Cys Leu Arg Asp Leu Asp Gin Ala Ser Leu 
1665 1670 1675 1680 

Ala Ala Val Ser Gin Gin Leu Ala Pro Arg Glu Gly He Ser Gin Glu 

168S 1690 1695 

Ala Leu His Thr Gin Met Leu Thr Ala Val Gin Glu He Ser His Leu 

1700 1705 1710 

He Glu Pro Leu Ala Asn Ala Ala Arg Ala Glu Ala Ser Gin Leu Gly 

1715 1720 1725 

His Lys Val Ser Gin Met Ala Gin Tyr Phe Glu Pro Leu Thr Leu Ala 

1730 1735 1740 

Ala Val Gly Ala Ala Ser Lys Thr Leu Ser His Pro Gin Gin Met Ala 
1745 1750 1755 1760 

Leu Leu Asp Gin Thr Lys Thr Leu Ala Glu Ser Ala Leu Gin Leu Leu 

1765 1770 1775 

Tyr Thr Ala Lys Glu Ala Gly Gly Asn Pro Lys Gin Ala Ala His Thr 

1780 1785 1790 

Gin Glu Ala Leu Glu Glu Ala Val Gin Met Met Thr Glu Ala Val Glu 

1795 1800 1805 

Asp Leu Thr Thr Thr Leu Asn Glu Ala Ala Ser Ala Ala Gly Val Val 

1810 1815 1820 

Gly Gly Met Val Asp Ser He Thr Gin Ala He Asn Gin Leu Asp Glu 
1825 1830 1835 1840 

Gly Pro Met Gly Glu Pro Glu Gly Ser Phe Val Asp Tyr Gin Thr Thr 

1845 1850 1855 

Met Val Arg Thr Ala Lys Ala He Ala Val Thr Val Gin Glu Met Val 

I860 1865 1870 

Thr Lys Ser Asn Thr Ser Pro Glu Glu Leu Gly Pro Leu Ala Asn Gin 

1875 1880 1885 

Leu Thr Ser Asp Tyr Gly Arg Leu Ala Ser Glu Ala Ly3 Pro Ala Ala 

1890 1895 1900 

Val Ala Ala Glu Asn Glu Glu He Gly Ser His He Lys His Arg Val 
1905 1910 1915 1920 

Gin Glu Leu Gly His Gly Cys Ala Ala Leu Val Thr Lys Ala Gly Ala 

1925 1930 1935 

Leu Gin Cys Ser Pro Ser Asp Ala Tyr Thr Lys Lys Glu Leu He Glu 

1940 1945 1950 

Cys Ala Arg Arg Val Ser Glu Lys Val Ser His Val Leu Ala Ala Leu 

1955 1960 1965 

Gin Ala Gly Asn Arg Gly Thr Gin Ala Cys He Thr Ala Ala Ser Ala 

1970 1975 1980 

Val Ser Gly He He Ala Asp Leu Asp Thr Thr He Met Phe Ala Thr 
1985 1990 1995 2000 

Ala Gly Thr Leu Asn Arg Glu Gly Thr Glu Thr Ser Ala Asp His Arg 

2005 2010 2015 

Glu Gly He Leu Lys Thr Ala Lys Val Leu Val Glu Asp Thr Lys Val 

2020 2025 2030 

Leu Val Gin Asn Ala Ala Gly Ser Gin Glu Lys Leu Ala Gin Ala Ala 
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2035 2040 2045 

Gin Ser Ser Val Ala Thr He Thr Arg Leu Ala Asp Val Val Lys Leu 

2050 2055 2060 

Gly Ala Ala Ser Leu Gly Ala Glu Asp Pro Glu Thr Gin Val Val Leu 
2065 2070 2075 2080 

lie Asn Ala Val Lys Asp Val Ala Lys Ala Leu Gly Asp Leu He Ser 

2085 2090 2095 

Ala Thr Lys Ala Ala Ala Gly Lys Val Gly Asp Asp Pro Ala Val Trp 

2100 2105 2110 

Gin Leu Lys Asn Ser Ala Lys Val Met Val Thr Asn Val Thr Ser Leu 

2115 2120 2125 

Leu Lys Thr Val Lys Ala Val Glu Asp Glu Ala Thr Lys Gly Thr Arg 

2130 2135 2140 

Ala Leu Glu Ala Thr Thr Glu His He Arg Gin Glu Leu Ala Val Phe 
2145 2150 2155 2160 

Cys Ser Pro Glu Pro Pro Ala Lys Thr Ser Thr Pro Glu Asp Phe lie 

2165 2170 2175 

Arg Met Thr Lys Gly He Thr Met Ala Thr Ala Lys Ala Val Ala Ala 

2180 2185 2190 

Gly Asn Ser Cys Arg Gin Glu Asp Val He Ala Thr Ala Asn Leu Ser 

2195 2200 2205 

Arg Arg Ala He Ala Asp Met Leu Arg Ala Cys Lys Glu Ala Ala Tyr 

2210 2215 2220 

His Pro Glu Val Ala Pro Asp Val Arg Leu Arg Ala Leu His Tyr Gly 
2225 2230 2235 2240 

Arg Glu Cys Ala Asn Gly Tyr Leu Glu Leu Leu Asp His Val Leu Leu 

2245 2250 2255 

Thr Leu Gin Lys Pro Ser Pro Glu Leu Lys Gin Gin Leu Thr Gly His 

2260 2265 2270 

Ser Lys Arg Val Ala Gly Ser Val Thr Glu Leu He Gin Ala Ala Glu 

2275 2280 2285 

Ala Met Lys Gly Thr Glu Trp Val Asp Pro Glu Asp Pro Thr Val He 

2290 2295 2300 

Ala Glu Asn Glu Leu Leu Gly Ala Ala Ala Ala He Glu Ala Ala Ala 
2305 2310 2315 2320 

Lys Lys Leu Glu Gin Leu Lys Pro Arg Ala Lys Pro Lys Glu Ala Asp 

2325 2330 2335 

Glu Ser Leu Asn Phe Glu Glu Gin He Leu Glu Ala Ala Lys Ser He 

2340 2345 2350 

Ala Ala Ala Thr Ser Ala Leu Val Lys Ala Ala Ser Ala Ala Gin Arg 

2355 2360 2365 

Glu Leu Val Ala Gin Gly Lys Val Gly Ala He Pro Ala Asn Ala Leu 

2370 2375 2380 

Asp Asp Gly Gin Trp Ser Gin Gly Leu He Ser Ala Ala Arg Met Val 
2385 2390 2395 2400 

Ala Ala Ala Thr Asn Asn Leu Cys Glu Ala Ala Asn Ala Ala Val Gin 

2405 2410 2415 

Gly His Ala Ser Gin Glu Lys Leu He Ser Ser Ala Lys Gin Val Ala 

2420 2425 2430 

Ala Ser Thr Ala Gin Leu Leu Val Ala Cys Lys Val Lys Ala Asp Gin 

2435 2440 2445 

Asp Ser Glu Ala Met Lys Arg Leu Gin Ala Ala Gly Asn Ala Val Lys 

2450 2455 2460 

Arg Ala Ser Asp Asn Leu Val Lys Ala Ala Gin Lys Ala Ala Ala Phe 
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2465 2470 2475 2480 

Glu Glu Gin Glu Asn Glu Thr Val Val Val Lys Glu Lys Met Val Gly 

2485 2490 2495 

Gly lie Ala Gin He He Ala Ala Gin Glu Glu Met Leu Arg Lys Glu 

2500 2505 2510 

Arg Glu Leu Glu Glu Ala Arg Lys Lys Leu Ala Gin He Arg Gin Gin 

2515 2520 2525 

Gin Tyr Lys Phe Leu Pro Ser Glu Leu Arg Asp Glu His 
2530 2535 2540 

<210> 1703 
<211> 346 
<212> DNA 

<213> Homo sapiens 
<400> 1703 

ggatcccgag gagaaaaatc ctctgttact tcatgggtca tgtgactgag aatcttttta 
60 

ggaatctgtg atggagaaga atgactcctc ttcttctctg agtcctgtag taatgcattc 
120 

tctgctctac ccttctccat gactgctgcc tggtctgtcc tagccttgct ctgatccaca 
180 

ctgagctggc cttgagcagg gtcgcacctg tacatgaaga caatggctgg tttctcactg 
240 

gactctcctt tcgcctctgt gaaccagtga tggcgctgaa ctggaggaag aggcagcatg 
300 

tgaatgactg tgccatccat ggccaccaag ttccctttct ctcgct 
346 

<210> 1704. 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 1704 



Met Asp 


Gly 


Thr 


Val 


He His Met Leu 


Pro 


Leu 


Pro 


Pro 


val 


Gin 


Arg 


1 






5 




10 










15 




His His 


Trp 


Phe 


Thr 


Glu Ala Lys Gly 


Glu 


Ser 


Ser 


Glu 


Lys 


Pro 


Ala 






20 




25 










30 






He Val 


Phe 


Met 


Tyr 


Arg Cys Asp Pro 


Ala 


Gin Gly Gin 


Leu 


Ser 


Val 




35 






40 








45 








Asp Gin 


Ser 


Lys 


Ala 


Arg Thr Asp Gin 


Ala 


Ala 


Val 


Met 


Glu Lys 


Gly 


50 








55 






60 










Arg Ala 


Glu 


Asn 


Ala 


Leu Leu Gin Asp 


Ser 


Glu 


Lys 


Lys 


Arg 


Ser 


His 


65 








70 




75 










80 


Ser Ser 


Pro 


Ser 


Gin 


He Pro Lys Lys 


He 


Leu 


Ser 


His 


Met 


Thr 


His 








85 




90 










95 




Glu Val 


Thr 


Glu 


Asp 


Phe Ser Pro Arg 


Asp 















100 105 



<210> 1705 

<211> 377 

<212> DNA 

<213> Homo sapiens 
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<400> 1705 

gtgcaccttt tctcaggact cgctcagaag gtccttctgg gaggacaatg gacaagacta 
60 

aaccatcaaa tccattctca atgggtcaaa ctccaaattt tcctgaaggg ctggcttcta 
120 

ctggtgctcc aatcgagttg cagaaaggta tacagggtgg agcaagttta tttaatcctg 
180 

gttttggctg gaaccaaaat ccacaagttc aaaccttgaa gaattctcaa ggttctattc 
240 

ataatttagt gaggtctgga gttactgttg aaaggaaagt taatgtaggg gcacaaggag 
300 

cttttaactc tgcccctgca ccacagatgg aatttcccac agttcctcca tacaacccct 
360 

cttccttcgg agctagc 
377 

<210> 1706 

<211> 110 

<212> PRT 

<213> Homo sapiens 



<400> 1706 


















Met Asp Lys 


Thr 


Lys Pro Ser 


Asn 


Pro 


Phe 


Ser 


Met 


Gly Gin lie Pro 


1 




5 






10 






15 


Asn Phe Pro 


Glu 


Gly Leu Ala 


Ser 


Thr 


Gly 


Ala 


Pro 


lie Glu Leu Gin 




20 






25 








30 


Lys Gly lie 


Gin 


Gly Gly Ala 


Ser 


Leu 


Phe 


Asn 


Pro 


Gly Phe Gly Trp 


35 






40 










45 


Asn Gin Asn 


Pro 


Gin Val Gin 


Thr 


Leu 


Lys 


Asn 


Ser 


Gin Gly Ser He 


50 




55 










60 


His Asn Leu 


Val 


Arg Ser Gly 


Val 


Thr 


Val 


Glu 


Arg 


Lys Val Asn Val 


65 




70 








75 




80 


Gly Ala Gin 


Gly 


Ala Phe Asn 


Ser 


Ala 


Pro 


Ala 


Pro 


Gin Met Glu Phe 






85 






90 






95 


Pro Thr Val 


Pro 


Pro Tyr Asn 


Pro 


Ser 


Ser 


Phe Gly Ala Ser 




100 






105 








110 



<210> 1707 

<211> 427 

<212> DNA 

<213> Homo sapiens 



<400> 1707 

nnttcggtga acccgaagcc cggacgcagc gccgataccc atgtgcgccc agtactacgc 
60 

catcacgcca agcgagtgct catcatcggg gccgggctag ccggcatgga ggctgcgcga 
120 

gttctcagcg aacgcgcaca cgaacctctc atcgtcgagg ccagcgacca cattggcgga 
180 

24o atCCtt9 C " 9tggCca accttccttc aaggaggacg acctagctct gctggagtgg 
taccgcacca ccctggagga gttgggcgtg gagattcgac tcaacaccac cgtaacggct 
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gatcttatcg cttccttcgg ggccgatcac gtcgtcctgg cgaccggatc gaggccgcgt 
360 

cgactcgacc taggtgatga tgccaaggtc attgacgcca ccgacgctct gctcaaccgc 
420 

gacgcgt 
427 

<210> 1708 

<211> 142 

<212> PRT 

<213> Homo sapiens 

<400> 1708 

Xaa Ser Val Asn Pro Lys Pro Gly Arg Ser Ala Asp Thr His Val Arg 

15 10 IS 

Pro Val Leu Arg His His Ala Lys Arg Val Leu He He Gly Ala Gly 

20 25 30 

Leu Ala Gly Met Glu Ala Ala Arg Val Leu Ser Glu Arg Ala His Glu 

35 40 45 

Pro Leu He Val Glu Ala Ser Asp His He Gly Gly Val He Leu Ala 

50 55 60 

Gly Gly Gin Pro Ser Phe Lys Glu Asp Asp Leu Ala Leu Leu Glu Trp 
65 70 75 80 

Tyr Arg Thr Thr Leu Glu Glu Leu Gly Val Glu He Arg Leu Asn Thr 

85 90 95 

Thr Val Thr Ala Asp Leu He Ala Ser Phe Gly Ala Asp His Val Val 

100 105 HO 

Leu Ala Thr Gly Ser Arg Pro Arg Arg Leu Asp Leu Gly Asp Asp Ala 

115 120 125 

Lys Val He Asp Ala Thr Asp Ala Leu Leu Asn Arg Asp Ala 
130 135 140 



<210> 1709 

<211> 446 

<212> DNA 

<213> Homo sapiens 

<400> 1709 

acgcgtgaag gggaccagga ggttggacac 
60 

ctgttctttt ctgactgatg actgggagtc 
120 

ctcctcttcc agccacatca tatctcagcc 
160 

tcagtcccag ttgacagctt ctgaacgttt 
240 

caggttgttg caagaggtct tctttcaggc 
300 

tgcatgtgca agatgggtta tgggagaaat 
360 

gataactgta gcttatgtga aatcattgtt 
420 

tgcctgtgct cggcctgtca aaattt 

446 



agaccattgc aatggaaatg atgatttaga 
agggaagatg aatgcagagt ctgtgatcac 
tcctggagga aactcccata gcttgtctct 
ccaagagaat agttcggatc attcagaaac 
aatcctgctt gctgtgtgct taatcatttc 
attagccagt gtcttcacat gctcattgat 
tctcagcctt gccagctatt tcaaaaccac 
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<210> 1710 

<211> 116 

<212> PRT 

<213> Homo sapiens 



<400> 1710 


























Met 


Asn 


Ala 


Glu 


Ser 


val 


He 


Thr 


Ser 


Ser 


Ser 


Ser His 


He 


He 


Ser 


1 








5 










10 








15 




Gin 


Pro 


Pro 


Gly 


Gly Asn 


Ser 


His 


Ser 


Leu 


Ser 


Leu Gin 


Ser 


Gin 


Leu 








20 










25 








30 






Thr 


Ala 


Ser 
35 


Glu 


Arg 


Phe 


Gin 


Glu 
40 


Asn 


Ser 


Ser 


Asp His 
45 


Ser 


Glu 


Thr 


Arg 


Leu 


Leu 


Gin 


Glu 


Val 


Phe 


Phe 


Gin 


Ala 


He 


Leu Leu 


Ala 


Val 


Cys 




50 










55 










60 






Leu 


lie 


He 


Ser 


Ala 


Cys 


Ala 


Arg Trp 


Val 


Met 


Gly Glu 


He 


Leu 


Ala 


65 










70 










75 








80 


Ser 


Val 


Phe 


Thr 


Cys 
85 


Ser 


Leu 


Met 


He 


Thr 
90 


Val 


Ala Tyr 


Val 


Lys 
95 


Ser 


Leu 


Phe 


Leu 


Ser 


Leu 


Ala 


Ser 


Tyr 


Phe 


Lys 


Thr 


Thr Ala 


Cys 


Ala 


Arg 








100 










105 








110 




Phe 


Val 


Lys 
115 


He 

























<210> 1711 

<211> 426 

<212> DNA 

<213> Homo sapiens 

<400> 1711 

ngggggattc atgttagtat ttgtcagaaa aggcttttga aagagccaaa ttaaaaagag 
60 

cactagaaca tgaacaggga aagcagagga aatacttgta gaaagtattt tttacagctc 
120 

cctcaataca attcagtaat gttcattcct ggtgagaagt ctgtccgcac acacagcatc 
18 0 

agccaagcag cagaagcagt ggtgtctggg gggctgggaa gtttttcccc caaataccca 
240 

ccccatgcac tgcccagtcc ccagacccca aagactttgt cctcgcctca cgcacctttt 
300 

gcaggctcac actgtctgtg tgcgcaagag gtagcgacag gagacaatgg ggaaagagct 
360 

gaaggaggca aacaaggcca gggggaaagc ctacctcgag gcacagaggg gccccaagat 
42o 

ggatat 
426 

<210> 1712 

<211> 119 

<212> PRT 

<213> Homo sapiens 

<400> 1712 

Met Asn Arg Glu Ser Arg Gly Asn Thr Cys Arg Lys Tyr Phe Leu Gin 
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1 

Leu Pro Gin Tyr 
20 

Arg Thr His Ser 
35 

Leu Gly Ser Phe 
50 

Gin Thr Pro Lys 
65 

His Cys Leu Cys 

Ala Glu Gly Gly 
100 

Glu Gly Pro Gin 
115 



5 

Asn Ser Val Met 

lie Ser Gin Ala 
40 

Ser Pro Lys Tyr 
55 

Thr Leu Ser Ser 
70 

Ala Gin Glu Val 
85 

Lys Gin Gly Gin 
Asp Gly Tyr 



10 

Phe lie Pro Gly 
25 

Ala Glu Ala Val 

Pro Pro His Ala 
60 

Pro His Ala Pro 

75 

Ala Thr Gly Asp 
90 

Gly Glu Ser Leu 
105 



15 

Glu Lys Ser Val 
30 

Val Ser Gly Gly 
45 

Leu Pro Ser Pro 

Phe Ala Gly Ser 
80 

Asn Gly Glu Arg 
95 

Pro Arg Gly Thr 
110 



<210> 1713 

<211> 328 

<212> DNA 

<213> Homo sapiens 



<400> 1713 

tctagaaagg tttatttcat gggccaaggc ttgtgtttcc aaagccagga agggctgaag 
60 

ccagaattgg ccctggctgc ttgccacaga gtctggccgg gggaccctgg acctcagcag 
120 

ggtcatgatg aggtcagctt tggaggagca gggccagcgt gtcctgcttt ctgctcctgg 
180 

aatgagcctc actccctccc tgctcaaggc agcccttcac ccagccgccg ggacaggtgc 
240 

cctgtgccac ctgccatccc tgggattctc catctcagtg agtgctccct ggggcctggg 
300 

aacgcatctg gctggtgact cctggggg 
328 



<210> 1714 

<211> 99 

<212> PRT 

<213> Homo sapiens 



«c400> 1714 

Met Gly Gin Gly Leu Cys Phe Gin 

1 5 
Leu Ala Leu Ala Ala Cys His Arg 
20 

Gin Gin Gly His Asp Glu Val Ser 

35 40 
Pro Ala Phe Cys Ser Trp Asn Glu 

50 55 
Ser Pro Ser Pro Ser Arg Arg Asp 
65 70 
Pro Gly He Leu His Leu Ser Glu 
85 

Ser Gly Trp 



Ser Gin Glu Gly Leu Lys Pro Glu 

10 15 
Val Trp Pro Gly Asp Pro Gly Pro 
25 30 
Phe Gly Gly Ala Gly Pro Ala Cys 
45 

Pro His Ser Leu Pro Ala Gin Gly 
60 

Arg Cys Pro Val Pro Pro Ala He 

75 80 
Cys Ser Leu Gly Pro Gly Asn Ala 
90 95 
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<210> 1715 
<211> 489 
<212> DNA 

<213> Homo sapiens 
<400> 171S 

gttgccagcg atgggccgca tttgtacatc ccggtatttc gtgttcggtg tggtgtaaaa 
60 

gatgccccat gtgtgacatt ctgtggatag ttattgttag cattatttga caagttctag 
120 

aaatcgatcc acccaggcgt gtagctgcgg tatttcatca gagttgatcg ttgcgatgag 
180 

ttgatcatgg ccfcgtcatgg cgtagtcttc tacgtcgtaa agtatgagac aatccacggt 
240 

aatatggtgt tttttggcca actcggaagc cggggtgtcg gggaagtcgg tccctgtaag 
300 

gtatgggcct gtcccaatga cgacgtgtgc tgggtccatg aggagttcgt ccaaggttcg 
360 

aactcattac cgtcgaatac gacgctgtcg ccatcggcgg tgtcgaatcg aatcctcaaa 
420 

gtgtatccgt actcggtgtc gcgcaacagg tgcctaacct cagcgctagt gggctgtgca 
480 

ctgacgcgt 
489 

<210> 1716 
<211> 101 
<212> PRT 

<213> Homo sapiens 
<400> 1716 



Met 


Ala 


Cys 


His 


Gly Val 


Val Phe Tyr Val 


Val 


Lys 


Tyr 


Glu Thr He 


1 








5 




10 








15 


His 


Gly Asn 


Met 


val 


Phe 


Phe Gly Gin Leu 


Gly Ser Arg Gly Val Gly 








20 






25 








30 


Glu 


Val 


Gly 
35 


Pro 


Cys 


Lys 


Val Trp Ala Cys 
40 


Pro 


Asn 


Asp 
45 


Asp Val Cys 


Trp 


Val 
50 


His 


Glu 


Glu 


Phe 


Val Gin Gly Ser 
55 


Asn 


Ser 
60 


Leu 


Pro Ser Asn 


Thr 


Thr 


Leu 


Ser 


Pro 


Ser 


Ala Val Ser Asn 


Arg 


He 


Leu 


Lys Val Tyr 


65 










70 




75 






80 


Pro 


Tyr 


Ser 


Val 


Ser 
85 


Arg 


Asn Arg Cys Leu 
90 


Thr 


Ser 


Ala 


Leu Val Gly 
95 


Cys 


Ala 


Leu 


Thr 
100 


Arg 















<210> 1717 
<211> 312 
<212> DNA 

<213> Homo sapiens 
<400> 1717 
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nggcatacaa cggagtaaaa accacatcaa cagaagtgga aacaggccca gagagcgtga 
60 . 

gaggtttctg gtttcaagaa ggcacactga gtccctgcac ccgatgcctc tccttcccca 
120 

aatcccactg gaatacacag agagacataa aaacaaggag tgtcctgtag cagagcagcc 
180 

aggctggctc atgagacaga gggagcagtc ttctgggaga catggctctt gctgctgcgg 
240 

atcagccaac agatccatgg aaagcaaagg gcccttctcc ggaggcttcc tggggcctgc 
300 

catgaatgtg tc 
312 

<210> 1718 
<211> 101 
<212> PRT 

<213> Homo sapiens 
<400> 1718 

Met Ala Gly Pro Arg Lys Pro Pro Glu Lys Gly Pro Leu Leu Ser Met 

15 10 15 

Asp Leu Leu Ala Asp Pro Gin Gin Gin Glu Pro Cys Leu Pro Glu Asp 

20 25 30 

Cys Ser Leu Cys Leu Met Ser Gin Pro Gly Cys Ser Ala Thr Gly His 

35 40 45 

Ser Leu Phe Leu Cys Leu Ser Val Tyr Ser Ser Gly lie Trp Gly Arg 

50 55 60 

Arg Gly lie Gly Cys Arg Asp Ser Val Cys Leu Leu Glu Thr Arg Asn 
65 70 75 80 

Leu Ser Arg Ser Leu Gly Leu Phe Pro Leu Leu Leu Met Trp Phe Leu 

85 90 95 

Leu Arg Cys Met Pro 
100 

<210> 1719 
<211> 404 
<212> DNA 

<213> Homo sapiens 
<400> 1719 

tgatcaccac ggccctgcca ttttttgtcg ggaccgcaga ccgtatgctg cccctcgaag 
60 

tcagagacaa tccaaccggc ctgcaaaact gcggtcttgc ccggggcaac gtcgtagggt 
120 

ccaacagttt ctccaacctc ataggtagaa gaagtgctat agctgctgga aatggagatg 
180 

tggatcacat cgagcagtgg gaagtcaatg cctgccgaaa ccgaccagtt cttcgtctta 
240 

gtttctgtga tggatcgcgt gaccggctgc ggagtgtcgt tgagttggaa atcgtcacgt 
300 

cccagcagag ccatcgaagt agctgcgcac cacatgaacg ggctgtccgt gtcacccgga 
360 

ttcgagcagg gagcacccat tggtgngtgg tgtccccggg ggtt 

404 
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<210> 1720 
<211> 126 
<212> PRT 

<213> Homo sapiens 



<400> 1720 
Met Gly Ala Pro 
1 

Trp Cys Ala Ala 
20 

Leu Asn Asp Thr 
35 

Thr Lys Asn Trp 
50 

Val He His He 
65 

Glu Val Gly Glu 

Ala Val Leu Gin 
100 

Thr Val Cys Gly 
115 



Cys Ser Asn Pro 
5 

Thr Ser Met Ala 

Pro Gin Pro Val 
40 

Ser Val Ser Ala 
55 

Ser He Ser Ser 
70 

Thr Val Gly Pro 
85 

Ala Gly Trp He 

Pro Asp Lys Lys 
120 



Gly Asp Thr Asp 
10 

Leu Leu Gly Arg 
25 

Thr Arg Ser He 

Gly He Asp Phe 
60 

Ser Tyr Ser Thr 
75 

Tyr Asp Val Ala 
90 

Val Ser Asp Phe 
105 

Trp Gin Gly Arg 



Ser Pro Phe Met 
15 

Asp Asp Phe Gin 
30 

Thr Glu Thr Lys 
45 

Pro Leu Leu Asp 

Ser Ser Thr Tyr 
80 

Pro Gly Lys Thr 
95 

Glu Gly Gin His 

110 
Gly Asp 
125 



<210> 1721 
<211> 529 
<212> DNA 
<213> Homo 



sapiens • 



<400> 1721 

ccatggccac cctttcagga cagagctgcc cttcccatgc tggaggagcc acagggcctg 
60 

gtcgctgtgg cttcagcctc ccagctcctc ctgtcctctg ctgggcactt gtaatgtcca 
120 

ggcactccct gcttggatca ggggatctgg gtttcatctt cccagctcct cctgtcctct 
180 

gctgggcacc tgtgatgtcc aggcactccc tgcttggatt gggggatctg ggtttcatct 
240 

tcccagctcc tcctgtcctc cgctgggcac ctgtgatgtc caggcactcc ctgcttggat 
300 

cggggggtct gggttttgtg ctatacttgg tgctcccttt cactcaggcc ccttcttgac 
360 

tctgcagagc tacccctcgc catctctttc acgcgggcct cctgcagtct ctgtgctcac 
42 0 

cctgtgactc tgcttccggt gttgtcaaat gggggtcatc ccaggacccg caccactggg 
480 

tcgtgtgcag gtttctgggg tggcagagtg cggatgagtg ggcacgcgt 
529 



<210> 1722 
<211> 118 
<212> PRT 

<213> Homo sapiens 
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<400> 1722 
Met Ala Thr Leu 
1 

Thr Gly Pro Gly 
20 

Cys Trp Ala Leu 
35 

Leu Gly Phe He 
50 

Met Ser Arg His 
65 

Pro Ala Pro Pro 

Leu Leu Gly Ser 
100 

Phe Thr Gin Ala 
115 



Ser Gly Gin Ser 
5 

Arg Cys Gly Phe 

Val Met Ser Arg 
40 

Phe Pro Ala Pro 
55 

Ser Leu Leu Gly 
70 

Val Leu Arg Trp 
85 

Gly Gly Leu Gly 
Pro Ser 



Cys Pro Ser His 
10 

Ser Leu Pro Ala 
25 

His Ser Leu Leu 

Pro val Leu Cys 
60 

Leu Gly Asp Leu 
75 

Ala Pro Val Met 
90 

Phe Val Leu Tyr 
105 



Ala Gly Gly Ala 
15 

Pro Pro Val Leu 
30 

Gly Ser Gly Asp 
45 

Trp Ala Pro Val 

Gly Phe He Phe 
80 

Ser Arg His Ser 
95 

Leu Val Leu Pro 
110 



<210> 1723 
<211> 371 
<212> DNA 

<213> Homo sapiens 



<400> 1723 

acgcgtttga agctggatgc atggatatcc agcgccgcca tcgggtcaaa tgggttgacg 
60 

ctgcccttga tggtcaccgg ggcgtagcga tctaccttac cgttgatgtc gacgctcgcc 
120 

ggtttggcct ggcggctgtc aatggtgcca atcttcccgt tgagttgttg aatggcagtg 
180 

gcaaagttgg gcgtgaggct gaagtcggcg aagttggccg agccatcatt gatcgcaacc 
240 

tgcccaatgt gaatgcccag tggcttctct ttgctggccg ccggctgtct tgttgccagt 
300 

gtcggccggg tgcgggatca gcaagtcatc gatgttggtg gggcggtcat cggtgatcgc 
360 

tgcattcaat a 
371 



<210> 1724 
<211> 111 
<212> PRT 

<213> Homo sapiens 



<400> 1724 

Met Asp He Gin Arg Arg His Arg 

1 5 
Asp Gly His Arg Gly Val Ala He 
20 

Arg Arg Phe Gly Leu Ala Ala Val 

35 40 
Leu Leu Asn Gly Ser Gly Lys Val 

50 55 
Val Gly Arg Ala He He Asp Arg 



Val Lys Trp Val Asp Ala Ala Leu 

10 15 
Tyr Leu Thr Val Asp Val Asp Ala 
25 30 
Asn Gly Ala Asn Leu Pro Val Glu 
45 

Gly Arg Glu Ala Glu Val Gly Glu 
60 

Asn Leu Pro Asn Val Asn Ala Gin 
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65 70 75 80 

Trp Leu Leu Phe Ala Gly Arg Arg Leu Ser Cys Cys Gin Cys Arg Pro 

85 90 95 

Gly Ala Gly Ser Ala Ser His Arg Cys Trp Trp Gly Gly His Arg 
100 105 110 

<210> 1725 

<211> 807 

<212> DNA 

<213> Homo sapiens 

c400> 1725 

ngcgcacctg gtatggtgcc ctctgggtct aagcctgtcc ttgtacacac tcacactttg 
60 

atttgaagtg acctcttccc tctgagcctt ctggtgtcca actctcccct tctctaggac 
120 

catgcagtgc tggaggccga gaggcagaag atgtcagccc ttgtgcgagg gctgcagagg 
180 

gagctggagg agacttcaga ggagacaggg cattggcaga gtatgttcca gaagaacaag 
24 0 

gaggatctta gagccaccaa gcaggaactc ctgcagctgc gaatggagaa ggaggagatg 
300 

gaagaggagc ttggagagaa gatagaggtc ttgcagaggg aattagagca ggcccgagct 
360 

agtgctggag atactcgcca ggttgaggtg ctcaagaagg agctgctccg gacacaggag 
420 

gagcttaagg aactgcaggc agaacggcag agccaggagg tggctgggcg acaccgggac 
480 

cgggagttgg agaagcagct ggcggtcctg agggtcgagg ctgatcgagg tcgggagctg 
54 0 

gaagaacaga acctccagct acaaaagacc ctccagcaat tgcgacagga ctgtgaagag 
600 

gcttccaagg ctaagatggt ggccgaggca gaggcaacag tgctggggca gcggcgggcc 
660 

gcagtggaga cgacgcttcg ggagacccag gaggaaaatg acgaattccg ccggcgcatc 
720 

ctgggtttgg agcagcagct gaaggagact cgaggtctgg tggatggtgg ggaagcggtg 
780 

gaggcacgac tacgggacaa gctgcag 
807 

<210> 1726 
<211> 230 
<212> PRT 

<213> Homo sapiens 
<400> 1726 

Asp His Ala Val Leu Glu Ala Glu Arg Gin Lys Met Ser Ala Leu Val 

15 10 15 

Arg Gly Leu Gin Arg Glu Leu Glu Glu Thr Ser Glu Glu Thr Gly His 

20 25 30 

Trp Gin Ser Met Phe Gin Lys Asn Lys Glu Asp Leu Arg Ala Thr Lys 

35 40 45 

Gin Glu Leu Leu Gin Leu Arg Met Glu Lys Glu Glu Met Glu Glu Glu 
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50 
Leu Gly 
65 

Ala Ser 

Leu Arg 

Gin Glu 

Ala Val 
130 
Asn Leu 
145 

Glu Ala 

Gly Gin 

Glu Asn 

Lys Glu 
210 
Leu Arg 
225 



Glu Lys 

Ala Gly 

Thr Gin 
100 
Val Ala 
115 

Leu Arg 

Gin Leu 

Ser Lys 

Arg Arg 
180 
Asp Glu 
195 

Thr Arg 
Asp Lys 



55 

lie Glu Val 
70 

Asp Thr Arg 
85 

Glu Glu Leu 

Gly Arg His 

Val Glu Ala 
135 

Gin Lys Thr 

150 
Ala Lys Met 
165 

Ala Ala Val 

Phe Arg Arg 

Gly Leu Val 
215 

Leu Gin 
230 



Leu Gin 

Gin Val 

Lys Glu 
105 
Arg Asp 
120 

Asp Arg 

Leu Gin 

Val Ala 

Glu Thr 
185 
Arg lie 
200 

Asp Gly 



60 

Arg Glu Leu 
75 

Glu Val Leu 
90 

Leu Gin Ala 

Arg Glu Leu 

Gly Arg Glu 
140 

Gin Leu Arg 

155 
Glu Ala Glu 
170 

Thr Leu Arg 

Leu Gly Leu 

Gly Glu Ala 
220 



Glu Gin 

Lys Lys 

Glu Arg 
110 
Glu Lys 
125 

Leu Glu 

Gin Asp 

Ala Thr 

Glu Thr 
190 
Glu Gin 
205 

Val Glu 



Ala Arg 

80 
Glu Leu 
95 

Gin Ser 

Gin Leu 

Glu Gin 

Cys Glu 
160 
Val Leu 
175 

Gin Glu 
Gin Leu 
Ala Arg 



<210> 1727 

<211> 474 

<212> DNA 

<213> Homo sapiens 



<400> 1727 

aaccaactct ccacaacatc gccagaaaca 
60 

gcagcttcag aagacaaaga taagatgaaa 
120 

atgcaatcca aatcagcttg cgaaattaaa 
180 

acacaacaga agaagtattt ggagcagttg 
240 

aatttcaaag ttaaaaccat caaacttcca 
300 

cacagctatg aaagtcataa acagcaatct 
360 

caatatctga aaaccaagaa aactgaagca 
420 

gctgaaagac attatcagtt acctaagaag 
474 



gtcgctgcca agaggctcca ccatgtttta 
aaggaagttt tacaaagctc aagggacatt 
caaagtcacc aagaatgtag tacccaacaa 
cacttgcccc aaagcaaacc aatttcccca 
actctagatc atacattaaa tgaaacagac 
gagattgatg ttcaaacctt taccaaaaaa 
agcactgaat gtagtcataa gcaatctctg 
gagaaaagag tgacagtaca attg 



<210> 1728 

<211> 130 

<212> PRT 

<213> Homo sapiens 

<400> 1728 

Met Lys Lys Glu val Leu Gin Ser Ser Arg Asp He Met Gin Ser Lys 
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Ser Ala Cys Glu He Lys Gin Ser 
20 

Lys Lys Tyr 



Thr Gin Gin 
35 

Pro He Ser 
50 

Asp His Thr 
65 

Gin Ser Glu 



Pro Asn Phe 



Leu Asn Glu 
70 

He Asp Val 
85 

Thr Lys Lys Thr Glu Ala 
100 

Ala Glu Arg His Tyr Gin 
115 

Gin Leu 
130 



Leu Glu 

40 
Lys Val 
55 

Thr Asp 

Gin Thr 

Ser Thr 

Leu Pro 
120 



10 

His Gin Glu 
25 

Gin Leu His 

Lys Thr He 

His Ser Tyr 
75 

Phe Thr Lys 
90 

Glu Cys Ser 
105 

Lys Lys Glu 



Cys Ser Thr 
30 

Leu Pro Gin 
45 

Lys Leu Pro 
60 

Glu Ser His 

Lys Gin Tyr 

His Lys Gin 
110 

Lys Arg Val 
125 



15 

Gin Gin 

Ser Lys 

Thr Leu 

Lys Gin 

80 
Leu Lys 
95 

Ser Leu 
Thr Val 



<210> 1729 

<211> 470 

<212> DNA 

<213> Homo sapiens 



<400> 1729 

acgcgtgact cgccataaca ttgctgacac gttttccacg gcaagggagg catcatgacg 
60 

aggatcgacg tgtggctgtg gtcggtgcgc gtctataagt cccggtcgtt ggctaccgcc 
120 

gccgtcaagg gcggccacat tcgcctcaat ggagacccgg ttaaaccctc ccacgacgtq 
180 

aaacccggcg ataccgtcac catccacacc cccggatggg accgggtcct caaggtcatc 
240 

aacccgatca cgaaaagagt cggcgccaaa ctcgcggtcg aggcttacga agatctgtca 
3 00 

nngccccccg acccgcctac ctctctgnct cccctcgccc gccgcgaccg tggggctgga 
360 

cgacccacca agaaggatcg tcgcgagatc gatcggctcc gaggccggga ctctcgctat 
420 

tgaggactct tcgcccggcc caacacacca cggctcgcgg ccgaattggc 
470 



<210> 1730 

<211> 131 

<212> PRT 

<213> Homo sapiens 



<400> 1730 

His Val Phe His Gly Lys Gly Gly 

1 5 
Leu Trp Ser Val Arg Val Tyr Lys 
20 

Val Lys Gly Gly His He Arg Leu 

35 40 
His Asp Val Lys Pro Gly Asp Thr 



He Met Thr Arg He Asp Val Trp 

10 is 
Ser Arg Ser Leu Ala Thr Ala Ala 
25 30 
Asn Gly Asp Pro Val Lys Pro Ser 
45 

Val Thr He His Thr Pro Gly Trp 
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50 S5 60 

Asp Arg Val Leu Lys Val He Asn Pro He Thr Lys Arg Val Gly Ala 
65 70 75 80 

Lys Leu Ala Val Glu Ala Tyr Glu Asp Leu Ser Xaa Pro Pro Asp Pro 

85 90 95 

Pro Thr Ser Leu Xaa Pro Leu Ala Arg Arg Asp Arg Gly Ala Gly Arg 

100 105 HO 

Pro Thr Lys Lys Asp Arg Arg Glu He Asp Arg Leu Arg Gly Arg Asp 

115 120 125 

Ser Arg Tyr 
130 

<210> 1731 
<211> 534 
<212> DNA 

<213> Homo sapiens 
<400> 1731 

agcgctccct gcctgctgct gggcggaggg aaggcggcaa gagctgcgga gcccctggaa 
60 

gagcttccag gaaccctgcg ctgtgggata aaggaatgag gttcagaaag gggcagggag 
120 

ttgcccgcag ccgcaccgca cgtcttcagc ccgaccgttg tcctgacctc tctgtcccgt 
180 

cccctgccca gtctcaccat ggccttctgg acacagctga tgctgctgct ctggaagaat 
240 

ttcatgtatc gccggagaca gccggtccag ctcctggtcg aattgctgtg gcctctcttc 
300 

ctcttcttca tcctggtggc tgttcgccac tcccacccgc ccctggagca ccatgaatgc 
360 

cacttcccaa acaagccact gccatcggcg ggcaccgtgc cctggctcca gggtctcatc 
420 

tgtaatgtga acaacacctg ctttccgcag ctgacaccgg gcgaggagcc cgggcgcctg 
480 

agcaacttca acgactccct ggtctcccgg ctgctacgtc ggagagaggc tgga 
534 

<210> 1732 
<211> 112 
<212> PRT 

<213> Homo sapiens 



<400> 1732 



Met Ala Phe 


Trp Thr 


Gin 


Leu Met 


Leu 


Leu 


Leu Trp 


Lys 


Asn 


Phe 


Met 


l 


5 








10 








15 




Tyr Arg Arg 


Arg Gin 


Pro 


Val Gin 


Leu 


Leu 


Val Glu 


Leu 


Leu Trp 


Pro 




20 






25 








30 






Leu Phe Leu 


Phe Phe 


He 


Leu Val 


Ala 


Val 


Arg His 


Ser 


His 


Pro 


Pro 


35 






40 








45 








Leu Glu His 


His Glu 


Cys 


His Phe 


Pro 


Asn 


Lys Pro 


Leu 


Pro 


Ser 


Ala 


SO 






55 






60 










Gly Thr Val 


Pro Trp 


Leu Gin Gly 


Leu 


He 


Cys Asn 


Val 


Asn 


Asn 


Thr 


65 




70 








75 








80 


Cys Phe Pro 


Gin Leu 


Thr 


Pro Gly 


Glu 


Glu 


Pro Gly Arg 


Leu 


Ser 


Asn 
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85 90 95 

Phe Asn Asp Ser Leu Val Ser Arg Leu Leu Arg Arg Arg Glu Ala Gly 
100 105 no 

<210> 1733 
<211> 409 
<212> DNA 

<213> Homo sapiens 
<400> 1733 

acgcgtgatg gccgatccga ctgtgcccgg tcacgacccg cggcgtccga gtcctgaccc 
60 

ggacatgccg tggctgatcc gcgacatcac cctcggcaac aacgtgatcg cgggcagcac 
120 

gggcaactgc accctctgcg tcgaggacta ctcgcgcagg tacgcggcga ggatcctcaa 
180 

catcgtctcc gacggcaacg tcctgcagcg cgcatcggcc gcacagccag cgtggctggt 
24 0 

tggtgtggtc gcggggatca gcgaactccg atccgtacgt attctccagc ctcgacgctt 
300 

accgggcgac cactggtttt taggaccttc gctcggtctc gatcgatggc gtgctgtcac 
360 

cgcggccgga gcgctgctcc cgggcattga tctcaaggcg gtcacgagg 
409 

<210> 1734 
<211> 134 
<212> PRT 

c213> Homo sapiens 
<400> 1734 



Met Ala Asp 


Pro 


Thr 


Val 


Pro 


Gly His 


Asp 


Pro 


Arg 


Arg 


Pro 


Ser Pro 


1 




5 








10 










15 


Asp Pro Asp 


Met 


Pro 


Trp 


Leu 


lie Arg 


Asp 


He 


Thr 


Leu 


Gly 


Asn Asn 




20 








25 










30 




Val lie Ala 


Gly 


Ser Thr Gly Asn Cys 


Thr 


Leu 


Cys 


Val 


Glu 


Asp Tyr 


35 










40 








45 




Ser Arg Arg 


Tyr 


Ala 


Ala 


Arg 


lie Leu 


Asn 


He 


Val 


Ser 


Asp 


Gly Asn 


50 








55 








60 




Val Leu Gin 


Arg 


Ala 


Ser 


Ala 


Ala Gin 


Pro 


Ala 


Trp 


Leu 


Val 


Gly Val 


65 






70 








75 








80 


Val Ala Gly 


He 


Ser 


Glu 


Leu 


Arg Ser 


Val 


Arg 


He 


Leu 


Gin 


Pro Arg 






85 








90 










95 


Arg Leu Pro 


Gly 


Asp 


His 


Trp 


Phe Leu 


Gly 


Pro 


Ser 


Leu 


Gly 


Leu Asp 




100 








105 










110 


Arg Trp Arg 


Ala 


Val 


Thr 


Ala 


Ala Gly 


Ala 


Leu 


Leu 


Pro 


Gly 


lie Asp 


115 










120 








125 




Leu Lys Ala 


Val 


Thr 


Arg 



















130 



<210> 1735 

<211> 342 

<212> DNA 

<213> Homo sapiens 



1368 



WO 00/58473 



PCT/US00/08621 



<400> 1735 

ggcgccatgg tcatcagcat catgtgttcg gcgcccgctg cacgaatgtt cgtgcgatca 
60 

agcgcgcctt ttagttcgac gcacggtaaa gcccgtgcgc atcgatgtag gccaggaccg 
120 

cgtcaggcac caggaaacgt accgacttcc cgctggccgg cagttgacgg atctgggtgg 
180 

cggacaccgc aagcggggtc tgccagacga atgcaatatt cccgttcggc ccggtcaggg 
240 

ccaaggggtc acttaccgac cgcgcggcca gcaggttgcg caaggcatcc ggcggttcgc 
300 

tggcggcatc cgggcgttgc aaaaccagga tgtggcaatg ct 
342 

<210> 1736 

<211> 112 

<212> PRT 

<213> Homo sapiens 



<400> 1736 



Met Val 


lie 


Ser 


lie Met Cys Ser Ala 


Pro 


Ala Ala 


Arg 


Met 


Phe 


Val 


1 






5 


10 








15 




Arg Ser 


Ser 


Ala 


Pro Phe Ser Ser Thr 


His 


Gly Lys 


Ala 


Arg 


Ala 


His 






20 


25 








30 






Arg Cys 


Arg 


Pro 


Gly Pro Arg Gin Ala 


Pro 


Gly Asn 


Val 


Pro 


Thr 


Ser 




35 




40 






45 








Arg Trp 


Pro 


Ala 


Val Asp Gly Ser Gly 


Trp 


Arg Thr 


Pro 


Gin 


Ala 


Gly 


50 






55 




60 










Ser Ala 


Arg 


Arg 


Met Gin Tyr Ser Arg 


Ser 


Ala Arg 


Ser 


Gly 


Pro 


Arg 


65 






70 




75 








80 


Gly His 


Leu 


Pro 


Thr Ala Arg Pro Ala 


Gly 


Cys Ala 


Arg 


His 


Pro 


Ala 








85 


90 








95 




Val Arg 


Trp 


Arg 


His Pro Gly Val Ala 


Lys 


Pro Gly 


Cys 


Gly 


Asn 


Ala 






100 


105 








110 







<210> 1737 

<211> 506 

<212> DNA 

<213> Homo sapiens 

<400> 1737 

acgcgtgttc accatgacct ggaccgccca gcggcccgac gggtcgagcg cggaggagtc 
60 

ggacgagacg actgtggtgg tccctgccat ctcagcgccc cacgggtacg acgtgcaggc 
120 

gtccggcgcc cacgtcacct cccacccagg cgaccgggtg gcgcggttgc acctcaacca 
180 

aggcagtacc acggcgaagg tcacgatcac cctgcgctaa cccttcaagc gtcttcagca 
240 

ccgacctata agtctcccag acacttttac gaccggccct cccccttggg gtgggccccg 
300 

tccttttcgt gtcgtgggat gcacctggca gcaccacctc cggcccccat ggagaacagt 
360 
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aggtatcctc gcagggtact acggccaagg catatttgac gttccacgct tgccactgcc 
420 

gtcttagggc catactgccg ccacgcagct gagacggtga ccaatcgggt aaggtgactg 
480 

gttgccgtag tccatgcgag gccggc 
506 

<210> 1738 
<211> 113 
<212> PRT 

<213> Homo sapiens 



<400> 1738 



Met Ala Leu 


Arg 


Arg Gin Trp Gin Ala 


Trp Asn Val 


Lys 


Tyr 


Ala 


Leu 


1 




5 


10 






IS 




Ala Val Val 


Pro 


Cys Glu Asp Thr Tyr 


Cys Ser Pro 


Trp 


Gly Pro 


Glu 




20 


25 






30 






Val Val Leu 


Pro 


Gly Ala Ser His Asp 


Thr Lys Arg 


Thr 


Gly 


Pro 


Thr 


35 




40 




45 








Pro Arg Gly 


Arg 


Ala Gly Arg Lys Ser 


Val Trp Glu 


Thr 


Tyr 


Arg 


Ser 


50 




55 


60 










Val Leu Lys 


Thr 


Leu Glu Gly Leu Ala 


Gin Gly Asp 


Arg 


Asp 


Leu 


Arg 


65 




70 


75 








80 


Arg Gly Thr 


Ala 


Leu Val Glu Val Gin 


Pro Arg His 


Pro 


val 


Ala 


Trp 






85 


90 






95 




Val Gly Gly 


Asp 


Val Gly Ala Gly Arg 


Leu His Val 


Val 


Pro 


Val 


Gly 




100 


105 






110 







Arg 



<210> 1739 

<211> 420 

<212> DNA 

<213> Homo sapiens 

<400> 1739 

cgcgttattg aaaatgctgc tttttttact aaattaggac agcgtttaat cggcgcatta 
60 

catcaagtga cggttgatgg atttgtttac cgtgttgata tgcggttacg cccttttgga 
120 

gagtctgggc cattggttag cacgtttaat tcaatagagg actattatca aacccatggt 
180 

cgagagtggg agtgttatgc catggttaaa gcccgtgtta ttggtgttga ggacgagtat 
240 

aaacaagcgt tagaaaggat gttaaggcct ttcgtattta gacgttacat tgattttagc 
300 

gctattgatt ctttgcgaaa aatgaaaacg atgatcagtg ctgaagttcg tcgcaagggg 
360 

ttaaaagaca atattaagtt gggaatggga gggatccgtg aaattgaatt tgtggctcaa 
420 

<210> 1740 
<211> 140 
<212> PRT 
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<213> Homo sapiens 
<400> 1740 

Arg Val He Glu Asn Ala Ala Phe Phe Thr Lys Leu Gly Gin Arg Leu 

15 10 15 

He Gly Ala Leu His Gin Val Thr Val Asp Gly Phe Val Tyr Arg Val 

20 25 30 

Asp Met Arg Leu Arg Pro Phe Gly Glu Ser Gly Pro Leu Val Ser Thr 

35 40 45 

Phe Asn Ser He Glu Asp Tyr Tyr Gin Thr His Gly Arg Glu Trp Glu 

50 55 60 

Cys Tyr Ala Met Val Lys Ala Arg Val He Gly Val Glu Asp Glu Tyr 
65 70 7S 80 

Lys Gin Ala Leu Glu Arg Met Leu Arg Pro Phe Val Phe Arg Arg Tyr 

85 90 95 

He Asp Phe Ser Ala He Asp Ser Leu Arg Lys Met Lys Thr Met He 

100 105 110 

Ser Ala Glu Val Arg Arg Lys Gly Leu Lys Asp Asn He Lys Leu Gly 

115 120 125 

Met Gly Gly He Arg Glu He Glu Phe Val Ala Gin 
130 135 140 

<210> 1741 
<211> 378 
<212> DNA 

<213> Homo sapiens 
<400> 1741 

nnacgcgtcg aggtgattca ggccgacgcc actgacccgc tggtccttca cagtctcaat 
60 

gggcaggtcg acgtcgtcgt ctccaacccg ccctacgtgc cagccggcgc cgtggaggac 
120 

accgagacgg cccagcacga gcccacggtg gcgctctatg gcgggggccc ggacgggtga 
180 

gagattccga ttgacgtcct gngtgcgctc agtcgcgctg ctgccaccgg cggagtgctc 
240 

gtcatggagc acgaccacga gcagggggcg ctgctgccgg cggccgcttc gtgagccggg 
300 

ttcaagcagg ccgagaccgg tcaggacctc accggccgcg accgctacct gcgcgcggtg 
360 

cgtaaacccc gctggtag 
378 

<210> 1742 
<211> 59 
<212> PRT 

<213> Homo sapiens 
<400> 1742 

Xaa Arg Val Glu Val He Gin Ala Asp Ala Thr Asp Pro Leu Val Leu 

15 10 15 

His Ser Leu Asn Gly Gin Val Asp Val Val Val Ser Asn Pro Pro Tyr 

20 25 30 

Val Pro Ala Gly Ala Val Glu Asp Thr Glu Thr Ala Gin His Glu Pro 
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35 40 45 

Thr Val Ala Leu Tyr Gly Gly Gly Pro Asp Gly 
50 55 

<210> 1743 
<211> 4121 
<212> DNA 

<213> Homo sapiens 
<400> 1743 

atcacgtaca actgcaagga ggagttccag atccatgatg agctgctcaa ggctcattac 
60 

acgttgggcc ggctctcgga caacacccct gagcactacc tggtgcaagg ccgctacttc 
120 

ctggtgcggg atgtcactga gaagatggat gtgctgggca ccgtgggaag ctgtggggcc 
180 

cccaacttcc ggcaggtgca gggtgggctc actgtgttcg gcatgggaca gcccagcctc 
240 

tcagggttca ggcgggtcct ccagaaactc cagaaggacg gacataggga gtgtgtcatc 
300 

ttctgtgtgc gggaggaacc tgtgcttttc ctgcgtgcag atgaggactt tgtgtcctac 
360 

acacctcgag acaagcagaa ccttcatgag aacctccagg gccttggacc cggggtccgg 
420 

gtggagagcc tggagctggc catccggaaa gagatccacg actttgccca gctgagcgag 
480 

aacacatacc atgtgtacca taacaccgag gacctgtggg gggagcccca tgctgtggcc 
540 

atccatggtg aggacgactt gcatgtgacg gaggaggtgt acaagcggcc cctcttcctg 
600 

cagcccacct acaggtacca ccgcctgccc ctgcccgagc aagggagtcc cctggaggcc 
660 

cagttggacg cctttgtcag tgttctccgg gagaccccca gcctgctgca gctccgtgat 
720 

gcccacgggc ctcccccagc cctcgtcttc agctgccaga tgggcgtggg caggaccaac 
780 

ctgggcatgg tcctgggcac cctcatcctg cttcaccgca gtgggaccac ctcccagcca 
840 

gaggctgccc ccacgcaggc caagcccctg cctatggagc agttccaggt gatccagagc 
900 

tttctccgca tggtgcccca gggaaggagg atggtggaag aggtggacag agccatcact 
960 

gcctgtgccg agttgcatga cctgaaagaa gtggtcttgg aaaaccagaa gaagttagaa 
1020 

ggtatccgac cggagagccc agcccaggga agcggcagcc gacacagcgt ctggcagagg 
1080 

gcgctgtgga gcctggagcg atacttctac ctgatcctgt ttaactacta ccttcatgag 
1140 

cagtacccgc tggcctttgc cctcagtttc agccgctggc tgtgtgccca ccctgagctg 
1200 

taccgcctgc ccgtgacgct gagctcagca ggccctgtgg ctccgaggga cctcatcgcc 
1260 

a g999 cCccc tacgggagga cgatctggtc tccccggacg cgctcagcac tgtcagagag 
1320 
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atggatgtgg ccaacttccg gcgggtgccc 
13BO 

agcgccaagg ccctggggag catcctggcc 
1440 

aaggttgtct gggtgagcct tcgggaggag 
1500 

agcctgcggt ggcctgggcc ccctgtggct 
1560 

ctgaaggccc atctaagcga gcctccccca 
1620 

cagacctgcc ttaccatgca ggaggtcttc 
1680 

acctaccacc gcatccccat gccggacttc 
1740 

ctgctggagg ccctgcgggc cgccctctcc 
1800 

tgcctcagcg gccagggccg taccacaact 
1860 

cacatccaag gcttccccga ggtgggtgag 
1920 

ttcactaagg gtgaatttca ggtagtaatg 
1980 

cgtgtgaaga aggaggtgga cgcagcgctg 
2040 

cactaccacc tgcgggagat catcatctgc 
2100 

gcgcaggaaa tgcggaggct gcagctgcgg 
2160 

ctgattctct tcaacgcgta cctccacctg 
2220 

agcacctgga tgcaggaggt ggcatcgaag 
2280 

ggcttccccg agctggagag cggggaggac 
2340 

caggagcaga gctgcagcct cgagccctct 
2400 

ctccctgtcc ccccacccac agggccccac 
2460 

ctgggagcgg ccctgagggg tgctggcctt 
2520 

gagcggagtt gggagccttt ttagaaagaa 
2580 

atcccttgca aaccaccaag gtgtgtggct 
2640 

ctcacaaggt gcacactgct gtgtgtacct 
2700 

ggctcactcc cccagttgcc aaacactgtg 
2760 

gattggcctg gcagcccctg gcacagagca 
2820 

tactcctgct gctctgccat tgccgctccc 
2880 

gtctggcagc ctgaggtggg tggaggggac 
2940 



cgcatgccca tctacggcac ggcccagccc 
tacctgacgg acgccaagag gaggctgcgg 
gccgtgttgg agtgtgacgg gcacacctac 
cctgaccagc tggagaccct ggaggcccag 
ggcaaggagg gccccctgac ctacaggttc 
agccagcacc gcagggcctg tcctggcctc 
tgtgcccccc gagaggagga ctttgaccag 
aaggacccag gcactggctt cgtgttcagc 
gcgatggtgg tggctgtcct ggccttctgg 
gaggagctcg tgagtgtgcc tgatgccaag 
aaggtggtgc agctgctacc cgatgggcac 
gacactgtca gcgagaccat gacgcccatg 
acctaccgcc aggcgaaggc agcgaaagag 
agcctgcagt acttggagcg ctatgtctgc 
gagaaggccg actcctggca gaggcccttc 
gctggcatct acgagatcct taacgagctg 
cagcccttct ccaggctgcg ctaccggtgg 
gcccccgagg acttgctgta gggggcctta 
gcaggcctgg ggtgtctgag gtgctcttgg 
gaaatgattc ccccacttcc tggagagact 
ctttttatag gacagggaga cagcacagcc 
gacctccagg gaggagcact cactggagtg 
tgcagacagg ccggcgttca gcctccaagg 
gatctctctg tcctcttctc ccctctctca 
gaccctgcca ctggtagctc cccacttcct 
cttcttgctg cccaagcact gccctcgggc 
agtgttctgg atagatctat tatgtgaaag 
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gcagcttcac ccagttttct ggactctcat 
3000 

aatgacaacc tacccagcct ggtggggctg 
3060 

gagacttcag ggagcccctc tcatggggag 
3120 

agaggaagag gcctgctcca cttgtctggg 
3180 

ggcctggagc tgcaggtccc ccggcatctc 
3240 

tgcccccacc tgctgcagca ggagccccaa 
3300 

ggtcctcatg gacagtgagg tgtgcaaggg 
3360 

gggtcccagg ccatccttgc tgagcatctt 
3420 

gccagaccct gctgagttag aggctgctgg 
3480 

gctgggaaca ggtggcagag aagtgccatg 
3540 

ggggactggt gcttgctgaa acccaggagc 
3600 

ggctcactgg gaccaggaaa gcctgtcttt 
3660 

aaaaaaagga tgtgtcattg gtcatgatat 
3720 

catttatcca gtattggaaa atatttgacc 
3780 

gtgtgtctgt tcactacctt ttcaggttta 
3840 

tttaatttct ttgcagacaa ggtctagatg 
3900 

gaccctttgt gttctcatgg ttggctctga 
3 96 0 

cacatcacct ctctgcctca gtttccccat 
4020 

ctacctcaca ggggtgttgt gaggattcat 
4080 

gcttttaagc attaaaaaca gctaaatgtg 
4121 



gcccccatct ccgacctggg 


agacttcagg 


gcaggatggt ggaggtttct 


caaggagctg 


gaaagagctt ccagggggcg 


aacgcagcac 


aacctgggca ggaggcacag 


aggaagccaa 


tctctgtccc ggcagcccag 


gatggcctgg 


ggagtgctag ctgagggtgg 


ttgctggggt 


tgcactgagg gtggtgggag 


gggatcacct 


tgagcctgcc ttccggtggg 


agcagaaaag 


gatccactgt ttccacacag 


cgggaaggct 


tttgcgttga gccttgcagc 


tcttccagct 


tgaacagtga ggaggctgtc 


caccttgctt 


ggttaggctc gtgtacttct 


gcaggaaaaa 


ttgaaaaggg gaggaggccg 


aagttgttcc 


cccttggctg aattcttttg 


cagaactact 


ttgtttttat ttttgcatga 


attaagacgt 


cggagtcaga gatgggactg 


aatggggagg 


ctttcagctg tgttgggacc 


actggctgat 


ctgtaaaatg ggagaataat 


acttgcctac 


ttgtgatttt tttttttttt 


tttgtacaga 


aaaaaaaaaa a 





<210> 1744 

<211> 796 

<212> PRT 

<213> Homo sapiens 



<400> 1744 

lie Thr Tyr Asn Cys Lys Glu Glu 

1 5 
Lys Ala His Tyr Thr Leu Gly Arg 
20 

Tyr Leu Val Gin Gly Arg Tyr Phe 

35 40 
Met Asp Val Leu Gly Thr Val Gly 



Phe Gin He His Asp Glu Leu Leu 

10 15 
Leu Ser Asp Asn Thr Pro Glu His 
25 30 
Leu Val Arg Asp Val Thr Glu Lys 
45 

Ser Cys Gly Ala Pro Asn Phe Arg 
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3 D 




60 






Gin 


Val Gin 




Val 


Phe Gly Met Gly 


Gin 


Pro Ser Leu 


b a 




70 




75 




80 


Ser 


Gly Phe 


Ay<r Afci VaI T ,pm i 


Gin Lys Leu Gin Lys 


Asp Gly His Arg 










90 




95 




v»ys vai 


He rfic v.ya vdl 


Arg 


Glu Glu Pro Val 


Leu 


Phe Leu Arg 










105 




110 






fieri Dho Ua 1 Cav* 

Hsp rne vax oer 


Tyr Thr Pro Arg Asp 


Lys Gin Asn Leu 




115 




120 




125 




nxS 


lit Aon 

uiU ASH 


beu ijin Vjxy Lieu 


Gly Pro Gly Val Arg 


Val 


Glu Ser Leu 




130 


ljj 




140 






Glu 


Leu Ala 


lie Avt y LiyS U1U 


He 


His Asp Phe Ala 


Gin 


Leu Ser Glu 


14 5 




150 




155 




160 


Asn 


Thr Tyr 


nis vai *yr nxs 


Asn 


Thr Glu Asp Leu 


Trp Gly Glu Pro 






165 




170 




175 


His 


Ala Val 


Ala lie His Gly 


Glu Asp Asp Leu His 


Val 


Thr Glu Glu 






180 




185 




190 


Vdl 


Tyr Lys 


Arg Pro Leu Phe 


Leu Gin Pro Thr Tyr 


Arg 


Tyr His Arg 




195 




200 




205 




Leu 


Pro Leu 


Pro Glu Gin Gly 


Ser 


Pro Leu Glu Ala 


Gin Leu Asp Ala 




210 


215 




220 






pne 


Val Ser 


vai Leu Arg oiu 


Thr 


Pro Ser Leu Leu 


Gin 


Leu Arg Asp 


225 




230 




235 




240 


Ala 


His Gly 


Pro Pro Pro Ala 


Leu 


val Phe Ser Cys 


Gin Met Gly Val 






245 




250 




255 




Arg Thr 


Ren T on f~l 1 \/ Mot" 

Mtan Leu uiy net 


val 


Leu Gly Thr Leu 


lie 


Leu Leu His 






260 




265 




270 


Arg 


Ser Gly 


Thr Thr Ser Gin 


Pro 


Glu Ala Ala Pro 


Thr 


Gin Ala Lys 




275 




280 




285 




Pro 


Leu Pro 


Met Glu Gin Phe 


Gin 


Val He Gin Ser 


Phe 


Leu Arg Met 




290 


295 




300 






Val 


Pro Gin 


Gly Arg Arg Met 


Val 


Glu Glu Val Asp 


Arg 


Ala lie Thr 


305 




310 




315 




320 


Ala 


Cys Ala 


Glu Leu His Asp 


Leu Lys Glu Val Val 


Leu 


Glu Asn Gin 






325 




330 




335 


Lys 


Lys Leu 


Glu Gly He Arg 


Pro Glu Ser Pro Ala 


Gin 


Gly Ser Gly 






340 




345 




350 


Ser 


Arg His 


Ser Val Trp Gin 


Arg Ala Leu Trp Ser 


Leu 


Glu Arg Tyr 




3S5 




360 




365 




Phe 


Tyr Leu 


lie Leu Phe Asn 


Tyr Tyr Leu His Glu 


Gin Tyr Pro Leu 



370 375 380 



Ala Phe Ala Leu Ser Phe Ser Arg Trp Leu Cys Ala His Pro Glu Leu 
385 390 395 400 

Tyr Arg Leu Pro Val Thr Leu Ser Ser Ala Gly Pro Val Ala Pro Arg 

405 410 415 

Asp Leu He Ala Arg Gly Ser Leu Arg Glu Asp Asp Leu Val Ser Pro 

420 425 430 

Asp Ala Leu Ser Thr Val Arg Glu Met Asp Val Ala Asn Phe Arg Arg 

435 440 445 

Val Pro Arg Met Pro He Tyr Gly Thr Ala Gin Pro Ser Ala Lys Ala 

450 455 460 

Leu Gly Ser lie Leu Ala Tyr Leu Thr Asp Ala Lys Arg Arg Leu Arg 
465 470 475 480 

Lys Val Val Trp Val Ser Leu Arg Glu Glu Ala Val Leu Glu Cys Asp 
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485 490 495 

Gly His Thr Tyr Ser Leu Arg Trp Pro Gly Pro Pro Val Ala Pro Asp 

500 505 sio 

Gin Leu Glu Thr Leu Glu Ala Gin Leu Lys Ala His Leu Ser Glu Pro 

515 520 525 

Pro Pro Gly Lys Glu Gly Pro Leu Thr Tyr Arg Phe Gin Thr Cys Leu 

530 535 540 

Thr Met Gin Glu Val Phe Ser Gin His Arg Arg Ala Cys Pro Gly Leu 
545 550 555 560 

Thr Tyr His Arg He Pro Met Pro Asp Phe Cys Ala Pro Arg Glu Glu 

565 570 575 

Asp Phe Asp Gin Leu Leu Glu Ala Leu Arg Ala Ala Leu Ser Lys Asp 

580 585 590 

Pro Gly Thr Gly Phe Val Phe Ser Cys Leu Ser Gly Gin Gly Arg Thr 

595 600 605 

Thr Thr Ala Met Val Val Ala Val Leu Ala Phe Trp His He Gin Gly 

610 615 620 

Phe Pro Glu Val Gly Glu Glu Glu Leu Val Ser Val Pro Asp Ala Lys 
625 630 635 640 

Phe Thr Lys Gly Glu Phe Gin Val Val Met Lys Val Val Gin Leu Leu 

64 5 650 655 

Pro Asp Gly His Arg Val Lys Lys Glu Val Asp Ala Ala Leu Asp Thr 

660 665 670 

Val Ser Glu Thr Met Thr Pro Met His Tyr His Leu Arg Glu He He 

675 680 685 

He Cys Thr Tyr Arg Gin Ala Lys Ala Ala Lys Glu Ala Gin Glu Met 

690 695 700 

Arg Arg Leu Gin Leu Arg Ser Leu Gin Tyr Leu Glu Arg Tyr Val Cys 
705 710 715 720 

Leu He Leu Phe Asn Ala Tyr Leu His Leu Glu Lys Ala Asp Ser Trp 

725 730 735 

Gin Arg Pro Phe Ser Thr Trp Met Gin Glu Val Ala Ser Lys Ala Gly 

740 745 750 

He Tyr Glu He Leu Asn Glu Leu Gly Phe Pro Glu Leu Glu Ser Gly 

755 760 765 

Glu Asp Gin Pro Phe Ser Arg Leu Arg Tyr Arg Trp Gin Glu Gin Ser 

770 775 780 

Cys Ser Leu Glu Pro Ser Ala Pro Glu Asp Leu Leu 
785 790 795 

<210> 1745 

<211> 426 

<212> DNA 

<213> Homo sapiens 

<400> 174S 

ntcatgaaaa ttaaaaaatg gcttggtgta gcagcccttg ctacagtcgc aggtttggct 
60 

120 9CagCtt 9Cg9aaactc a 9 aaa *gaaa gcagacaatg caacaactat caaaatcgca 
actgttaacc gtagcggctc tgaagaaaaa cgttgggaca aaatccaaga attggttaaa 
aaagacggta tcactttgga atttacggag ttcacaggct actcacaacc aaacaaggca 
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actgctgatg gcgaagtaga tttgaacgct ttccaacact ataacttctt gaacaactgg 
300 

aacaaagaaa acgggaaaga ccttgtagcg attgcagata cttacatctc tccaatccgt 
360 

ctttactcag gtttgaatgg aagtgacaac aagtacacta aagtagaggc tggagtgtgc 
420 

tcgcga 
426 

<210> 1746 
<211> 142 
<212> PRT 

<213> Homo sapiens 
<400> 1746 



Xaa 


Met 


Lys 


He 


Lys 


Lys Trp 


Leu 


Gly 


Val 


Ala 


Ala 


Leu 


Ala 


Thr 


Val 


1 








5 










10 










15 




Ala 


Gly 


Leu 


Ala 
20 


Leu 


Ala 


Ala 


Cys 


Gly 
25 


Asn 


Ser 


Glu 


Lys 


Lys 
30 


Ala 


Asp 


Asn 


Ala 


Thr 
35 


Thr 


He 


Lys 


He 


Ala 

40 


Thr 


Val 


Asn 


Arg 


Ser 
45 


Gly 


Ser 


Glu 


Glu 


Lys 
50 


Arg 


Trp 


Asp 


Lys 


He 
55 


Gin 


Glu 


Leu 


val 


Lys 
60 


Lys 


Asp 


Gly 


He 


Thr 


Leu 


Glu 


Phe 


Thr 


Glu 


Phe 


Thr 


Gly 


Tyr 


Ser 


Gin 


Pro 


Asn 


Lys 


Ala 


65 










70 










75 










80 


Thr 


Ala 


Asp 


Gly 


Glu 
85 


Val 


Asp 


Leu 


Asn 


Ala 
90 


Phe 


Gin 


His 


Tyr 


Asn 
95 


Phe 


Leu 


Asn 


Asn 


Trp 
100 


Asn 


Lys 


Glu 


Asn 


Gly 
105 


Lys 


Asp 


Leu 


Val 


Ala 
110 


He 


Ala 


Asp 


Thr 


Tyr 
115 


He 


Ser 


Pro 


He 


Arg 
120 


Leu 


Tyr 


Ser 


Gly 


Leu 
125 


Asn 


Gly 


Ser 


Asp 


Asn 
130 


Lys 


Tyr 


Thr 


Lys 


Val 
135 


Glu 


Ala 


Gly 


Val 


Cys 
140 


Ser 


Arg 







<210> 1747 
<211> 373 
<212> DNA 

<213> Homo sapiens 



<400> 1747 

nnaagctttt gtccacacag ataggaagta atcatggtca ctcaccgccc agaactgcat 
60 

atcaccgccc ctgaaggcgt gttggaggca ccggcggggt cgctcctcaa ggacggcacg 
120 

tggcacatca tgtaccagta cgaaccacac gcggatgggc acggcctctg gggacatgtc 
180 

acttccccca acttctctcc ctttaactgg acagacggag aagacattct ggttccagag 
240 

ggcgaggaaa ccgacctgtg ggcaggttct gttattagca acgctggaaa agtgacgctg 
300 

ttttttacct ccgtcaaggg cgacnaagac ggaaatccat cgggcagatg tcgccgacgg 
360 

caaagctacg cgt 
373 
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<210> 1748 




<211> 113 




<212> PRT 




<213> Homo sapiens 


<400> 1748 




Met Val Thr 


His Arg 


1 


5 


Leu Glu Ala 


Pro Ala 




20 


Met Tyr Gin 


Tyr Glu 


35 




Val Thr Ser 


Pro Asn 


50 




lie Leu Val 


Pro Glu 


65 




He Ser Asn 


Ala Gly 




85 


Asp Xaa Asp 


Gly Asn 




100 


Ala 




<210> 1749 




<211> 853 




<212> DNA 





10 15 
Gly Ser Leu Leu Lys Asp Gly Thr Trp His lie 

25 30 
Pro His Ala Asp Gly His Gly Leu Trp Gly His 

40 45 
Phe Ser Pro Phe Asn Trp Thr Asp Gly Glu Asp 

55 60 
Gly Glu Glu Thr Asp Leu Trp Ala Gly Ser Val 
70 75 80 

Lys Val Thr Leu Phe Phe Thr Ser Val Lys Gly 

90 95 
Pro Ser Gly Arg Cys Arg Arg Arg Gin Ser Tyr 
105 no 



<213> Homo sapiens 
<400> 1749 

cccagcaggc aaagagagag gcctccctgg cttcgagtgt caggggagcc gcgttccctc 
60 

120 9g9Ct " agCa9aggac cacaa ggcag cagaaagcgc gggtccagat gagggccagg 

aaggggagga gagtgagggc caagaacgag ccttaaggga gcagtcccaa gctggagcca 
180 

cccagggctg ggtctgggag tcctcagtgt ccacttgtcc caggttaggg ggcttgcctt 
24 0 

gctctctcca gggccagtct ctgtgtgtgg ggactcagcc cgtggccggc agatgccatc 
300 

caggatgtac aaggtgcagc caaggcaggc catgcagggg ccgggcctgt ctgcagctgg 
360 

42o aC9CCt9 t999Catg9C tttc tctggg gaccccattc ctgtcagtag caaccctggc 
480 gtCC99a 9CggCtCtag acaac tttgg tcataggaac tctggaggtg ggttctggtc 

atctgaggtg gctactcaac aggtttgagg ccccacagca acagaagtcc aggacccact 
54 0 

aggctgcctc agaagcccta agactgatga gctggagcgc gcatttgaga gaagcctcgc 
600 

acccactgtg tactggcccc gctcaggccg gcctggcaca ccgtCgcctg ctggcggctc 
66 0 

tcatggggaa gcgcctgggc actggggatt gcttgtggcc cactcaactc ttggggcagt 
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ggccgtaacc ctagtttgcc tgaggccctt atgtcccctt atgttcctgg tactggagct 
780 

tgagctcttg cctggcacgc tgcagctgca cccaccctgc ttgatcccac ctgggaggcc 
840 

aggacactga gga 
853 

<210> 1750 
<211> 64 
<212> PRT 

<213> Homo sapiens 
<400> 1750 

Glu Lys Pro Arg Thr His Cys Val Leu Ala Pro Leu Arg Pro Ala Trp 

15 10 15 

His Thr Val Ala Cys Trp Arg Leu Ser Trp Gly Ser Ala Trp Ala Leu 

20 25 30 

Gly lie Ala Cys Gly Pro Leu Asn Ser Trp Gly Ser Gly Arg Asn Pro 

35 40 45 

Ser Leu Pro Glu Ala Leu Met Ser Pro Tyr Val Pro Gly Thr Gly Ala 
50 55 60 

<210> 1751 
<211> 531 
<212> DNA 

<213> Homo sapiens 
<400> 1751 

ggccgcatcc cgcatctggg ccgatggcga atgggcaatt tcagtcgcag acagggacat 
60 

gacgatgccg ttgtcgagaa ggccatggcg acgaccgggg tctccgagct tactgatagg 
120 

gcatggtctt ccctgtcagg aggagagagg caacgggtac agctggctcg tgccttggca 
180 

caggagcccg agatcttatt tcttgacgag ccgacaaatc accttgactt gccacaccag 
240 

atcgacctcc tggagcgggt ccgaggactc ggcctgacga cggtcaccgt cattcatgac 
300 

ctcgacttgg ctgccgccta cgccgacgac ctcatcgtgc tcgactcggg tcgcatggtt 
360 

gctggcggac cggcgagcac agtgctgacg cctggccttg tccgtgacca ctttggtgtc 
420 

gacggtgagg tttggtcctc ctcgaggcgc ggcttcacct ggaacgggct gcagacatga 
480 

cgacgcgtat cgcagtatcc ctccgatggg acgacgccat tgacttgagc c 
531 

<210> 1752 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 1752 

Gly Arg He Pro His Leu Gly Arg Trp Arg Met Gly Asn Phe Ser Arg 
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5 



Arg M. Gly His Asp MP Ala Val Va! Glu Lys Al. Met Ala Thr Thr 
Gly val Ser S. Leu Thr Asp Arg AXa Trp ser Ser Leu Ser «» Gly 
Glu Arg Gin Arg val Oln Leu "a Arg ,1a Leu Ala Gin Olu Pro Olu 
He Leu Phe L eu ASP Olu Pro Thr Asn His Leu Asp Leu Pro His Oln 

65 IL val Aro Gly Leu Gly Leu Thr Thr Val Thr 

lie Asp Leu Leu Glu Arg Val Arg oiy i.eu y ^ 

val Xle His Asp 5. Asp Leu Ala Ala Ala Tyr Ala Asp Asp Leu lie 
val Leu Asp Ser Gly Arg Met Val Ala Gly Gly Pro Ala Ser Thr Val 
L eu Thr Pro Gly Leu Val Arg £ His Phe Gly Val Asp Gly Glu Val 
Trp Ser Ser Ser Arg Arg Gly Phe Thr Trp Asn Gly Leu Gin Thr 



145 

<210> 1753 

<211> 920 

<212> DNA 

<213> Homo sapiens 



150 



; ag acag 7 tgg agaggctggg t=a g tcccct gcccaggaca cccc gg tcct ggggccttgc 
tgggacccga t g g=tct g gg g act=a gg9 c = g cct g =t g c t gg aca ggg a ttccaa gg a= 
acacagacca ggatcagcca aaagggccgc c g tctg=ag= ccccggggac tccctcggcc 
ccaccccaga g aa gg ccc=g gaaacagctg aacccctgcc ggggcaccga gagagtggac 
cctgggttcg agggggtgac tctgaagttt cagataaagc cggactccag cctgcagatc 
atccccacgt acagcctgcc ctgcagtagc cgttctcag. aatcc=ct g = a g at g =t g tt 
gg gg g ccnt g cagccatccc agagggcacc gagggccact cag=ag g =a g c g aggccctg 
ga g cccc gg c gctgtgcttc ct gtcgg acc ca.aggaccc cgctctggag agacgctgaa 
g 8 a° tggg accc ttctct.caa cgcctgtggg atcaggtaca agaaatacgg cactcgctgc 
tccagctgct ggctggtgcc caggaaaaat gtccagccca agaggctatg tggcagatgt 
ggagtgtccc tggaccccat tcag g aa gg t taaaccca g = ttcaccctgc t g a g =t g ct g 
cttctgcctc cgtttcacca gtgggagaat gggcagaagc agctctccta gga gg att g g 
^Lagagcc gg cct g cctc ctctct g cca tctccagatt caa gg atccc gg gggaagac 
7 ==agg=ct=a ggt gg =a g a g cct 3 =ta ggg g t=acca 3? c cctt=tcca g t=a g =cttgg 



840 
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ccgaggcccc ctcaggagac gctctcagga aggatgagca ttgttacagc agggacaata 
900 

aagtacagag atatgccgag 
920 



<210> 1754 

<211> 210 

<212> PRT 

<213> Homo sapiens 

<400> 1754 

Glu Thr Val Glu Arg Leu Gly Gin Ser Pro Ala Gin Asp Thr Pro Val 

1 5 10 15 

Leu Gly Pro Cys Trp Asp Pro Met Ala Leu Gly Thr Gin Gly Arg Leu 

20 25 30 

Leu Leu Asp Arg Asp Ser Lys Asp Thr Gin Thr Arg He Ser Gin Lys 

35 40 45 

Gly Arg Arg Leu Gin Pro Pro Gly Thr Pro Ser Ala Pro Pro Gin Arg 

50 55 60 

Arg Pro Arg Lys Gin Leu Asn Pro Cys Arg Gly Thr Glu Arg Val Asp 
65 70 75 80 

Pro Gly Phe Glu Gly Val Thr Leu Lys Phe Gin He Lys Pro Asp Ser 

85 90 95 

Ser Leu Gin He He Pro Thr Tyr Ser Leu Pro Cys Ser Ser Arg Ser 

100 105 HO 

Gin Glu Ser Pro Ala Asp Ala Val Gly Gly Xaa Ala Ala lie Pro Glu 

115 120 125 

Gly Thr Glu Gly His Ser Ala Gly Ser Glu Ala Leu Glu Pro Arg Arg 

130 135 140 

Cys Ala Ser Cys Arg Thr Gin Arg Thr Pro Leu Trp Arg Asp Ala Glu 
145 150 155 160 

Asp Gly Thr Leu Leu Cys Asn Ala Cys Gly He Arg Tyr Lys Lys Tyr 

165 170 175 

Gly Thr Arg Cys Ser Ser Cys Trp Leu Val Pro Arg Lys Asn Val Gin 

180 185 190 

Pro Lys Arg Leu Cys Gly Arg Cys Gly Val Ser Leu Asp Pro He Gin 
195 200 205 

Glu Gly 
210 



<210> 1755 

<211> 437 

<212> DNA 

<213> Homo sapiens 



<400> 1755 

nnttctgcag agtagggaga cagtcttggg cctggatggc cattagtgct tggagtcatg 
60 

ggagcaacca gaaatgatca aggagaatcc ttgatacgaa ctgcattcca gtgtcttcag 
120 

ttggttgtga cagattttct accaacaatg ccttgtactt gcccgcaaat agttgtagat 
180 

gttgcaggta gctttggcct ccataaccaa gaactcaata ttagtttaac ttcaataggt 
240 
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ttattgtgga atatttcaga ttattttttc caaagagggg aaactattga aaaagaacta 
300 

aataaggaag aggcagcaca gcaaaagcag gcagaagaga aaggagttgt tttaaatcgg 
360 

ccattccacc ctgcaccgcc atttgattgc ttgcggttat gtctttatgc aaaattgggt 
420 

gaactatgtg tggatcc 
437 



<210> 1756 

<211> 126 

<212> PRT 

<213> Homo sapiens 



<400> 1756 

Met Gly Ala lie Arg Asn Asp Gin Gly Glu Ser Leu lie Arg Thr Ala 

15 10 15 

Phe Gin Cys Leu Gin Leu Val Val Thr Asp Phe Leu Pro Thr Met Pro 

20 25 30 

Cys Thr Cys Leu Gin lie Val Val Asp Val Ala Gly Ser Phe Gly Leu 

35 40 45 

His Asn Gin Glu Leu Asn lie Ser Leu Thr Ser lie Gly Leu Leu Trp 

50 55 60 

Asn lie Ser Asp Tyr Phe Phe Gin Arg Gly Glu Thr lie Glu Lys Glu 
65 70 75 80 

Leu Asn Lys Glu Glu Ala Ala Gin Gin Lys Gin Ala Glu Glu Lys Gly 

85 90 95 

Val Val Leu Asn Arg Pro Phe His Pro Ala Pro Pro Phe Asp Cys Leu 

100 105 110 

Trp Leu Cys Leu Tyr Ala Lys Leu Gly Glu Leu Cys Val Asp 
115 120 125 



<210> 1757 

<211> 1297 

<212> DNA 

<213> Homo sapiens 



<400> 1757 

nggatccgac ggaaatagaa ttgaaggcat tctaaaatgg ctaaccgtac agtgaaggat 
60 

gcgcacagca tccatggcac caaccctcaa tatctggtgg agaagatcat tcgaacgcga 
120 

atctatgagt ccaagtactg gaaagaggag tgctttggac ttacagctga acttgtagtc 
180 

gataaagcca tggagttaag gtttgtgggt ggcgtctatg gtggcaacat aaaaccaaca 
240 

ccctttctgt gtttaacctt gaagatgctt caaattcaac ccgagaagga tatcattgta 
300 

gagtttatca aaaatgaaga tttcaagtat gtccgcatgc tgggggcact ttacatgagg 
360 

ctgacaggca ctgcaattga ttgctacaag tacttggaac ccttgtacaa tgactatcga 
420 

aaaatcaaga gccagaaccg aaatggggag tttgaattga tgcatgttga tgagtttatt 
480 
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gatgaactat tgcacagtga gagagtctgt gatatcattc tgccccgact acagaaacgc 
540 

tatgtattag aggaagctga gcaactggag cctcgagtta gtgctctgga agaggacatg 
600 

gatgatgtgg agtccagtga agaggaagaa gaggaggatg agaagttgga aagagtgcca 
660 

tcacctgatc accgccggag aagctaccga gacttggaca agccccgtcg ctctcccaca 
720 

ctgcgctaca ggaggagtag gagccggtct cccagaaggc ggagtcgatc tcccaaaagg 
780 

agaagcccct cccctcgccg agaaaggcat cggagcaaga gtccaagacg tcaccgcagc 
840 

aggtcccgag atcggcggca cagatcccgt tccaagtccc caggtcatca ccgtagtcac 
900 

agacacagga gccactcaaa gtctcccgaa aggtctaaga agagccacaa gaagagccgg 
960 

agagggaatg agtaatggac tcagtttggt tttagtccac atggcctcct gtggatataa 
1020 

ggatatctgt atgtggaagg attaagatct cccccaggca gctataagaa tattttagtt 

1080 

tttttcttat caagtttctc aacctttatt tttaatgaag gaggtgctga gttttgtatc 
1140 

tttttaatca taatcaacat cagtttttga cccaactaac cttgactgta ttcaaactta 
1200 

tgagagtata aaggatctgg aggttgggga tatgactgac aaggaaaggc tgtggccacc 
1260 

tgatgaccct ttcccttttt attaaaccgg acacacc 
1297 

<210> 1758 

<211> 312 

<212> PRT 

<213> Homo sapiens 



<400> 1758 



Met 


Ala 


Asn 


Arg 


Thr 


val 


Lys 


Asp 


Ala His 


Ser He 


His 


Gly 


Thr 


Asn 


l 






5 








10 








15 




Pro 


Gin 


Tyr 


Leu 


Val 


Glu 


Lys 


He 


He Arg 


Thr Arg 


He 


Tyr 


Glu 


Ser 






20 










25 






30 






Lys 


Tyr 


Trp 


Lys 


Glu 


Glu 


Cys 


Phe 


Gly Leu 


Thr Ala 


Glu 


Leu 


Val 


Val 


35 










40 






45 








Asp 


Lys 


Ala 


Met 


Glu 


Leu 


Arg 


Phe 


Val Gly 


Gly Val 


Tyr 


Gly 


Gly 


Asn 


50 










55 






60 










lie 


Lys 


Pro 


Thr 


Pro 


Phe 


Leu 


Cys 


Leu Thr 


Leu Lys 


Met 


Leu 


Gin 


He 


65 








70 








75 








80 


Gin 


Pro 


Glu 


Lys 


Asp 


He 


He 


Val 


Glu Phe 


He Lys 


Asn 


Glu 


Asp 


Phe 








85 








90 








95 




Lys 


Tyr 


val 


Arg 


Met 


Leu 


Gly 


Ala 


Leu Tyr 


Met Arg 


Leu 


Thr 


Gly 


Thr 






100 










105 






110 






Ala 


He 


Asp 
115 


Cys 


Tyr 


Lys 


Tyr 


Leu 
120 


Glu Pro 


Leu Tyr 


Asn 
125 


Asp 


Tyr 


Arg 


Lys 


lie 


Lys 


Ser 


Gin 


Asn 


Arg 


Asn 


Gly Glu 


Phe Glu 


Leu 


Met 


His 


Val 


130 










13S 






140 










Asp 


Glu 


Phe 


He 


Asp 


Glu 


Leu 


Leu 


His Ser 


Glu Arg 


Val 


Cys 


Asp 


He 
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145 






150 








155 








160 


He Leu 


Pro Arg 


Leu 


Gin 


Lys 


Arg 


Tyr 


Val Leu 


Glu 


Glu 


Ala 


Glu Gin 




165 










170 








X / 3 


Leu Glu 


Pro Arg 


Val 


Ser 


Ala 


Leu 


Glu 


Glu Asp 


Met 


Asp 


Asp 


Val Glu 


180 










185 








190 




Ser Ser 


Glu Glu 


Glu 


Glu 


Glu Glu Asp 


Glu Lys 


Leu 


Glu 


Arg 


Val Pro 




195 








200 








205 






Ser Pro 


Asp His 


Arg 


Arg 


Arg 


Ser 


Tyr 


Arg Asp 


Leu 


Asp 


Lys 


Pro Arg 


210 








215 








220 








Arg Ser 


Pro Thr 


Leu 


Arg 


Tyr 


Arg 


Arg 


Ser Arg 


Ser 


Arg 


Ser 


Pro Arg 


225 






230 








235 








240 


Arg Arg 


Ser Arg 


Ser 


Pro 


Lys 


Arg 


Arg 


Ser Pro 


Ser 


Pro 


Arg 


Arg Glu 




245 










250 








255 


Arg His 


Arg Ser 


Lys 


Ser 


Pro 


Arg Arg 


His Arg 


Ser 


Arg 


Ser 


Arg Asp 


260 










265 








270 


Ser His 


Arg Arg 


His Arg Ser Arg 


Ser 


Lys 


Ser 


Pro Gly His 


His 


Arg 


275 








280 








285 




Ser His 


Arg. His 


Arg Ser 


His 


Ser 


Lys 


Ser 


Pro 


Glu Arg 


Ser 


Lys 


Lys 


290 








295 








300 








Lys Lys 


Ser Arg Arg Gly 


Asn 


Glu 















305 310 



<210> 1759 

<211> 324 

<212> DNA 

<213> Homo sapiens 

<40O> 1759 

aattccatag tcctcatggg caagagttac acagcgtgga ggaccaactc ccaggcactc 
60 

ggcctgggca gacacaatta ttgtcggaat ccagatggtg atgccagacc ttggtgccat 
120 

gtgatgaagg accgaaagct gacgtgggaa tactgtgaca tgtccccatg ctccacctgt 
180 

ggectgagge agtgcaaacg gcctcagttt agaactaaag gaggactcta cacagacatc 
240 

acctcacacc cttggcaggc tgccatcttt gtcagcaaca agaggtctcc tggagagaga 
300 

ttcctttgtg gaggggtget gate 
324 

<210> 1760 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<400> 1760 

Asn Ser lie Val Leu Met Gly Lys Ser Tyr Thr Ala Trp Arg Thr Asn 

15 10 15 

Ser Gin Ala Leu Gly Leu Gly Arg His Asn Tyr Cys Arg Asn Pro Asp 

20 25 30 

Gly Asp Ala Arg Pro Trp Cys His Val Met Lys Asp Arg Lys Leu Thr 

35 40 . 45 

Trp Glu Tyr Cys Asp Met Ser Pro Cys Ser Thr Cys Gly Leu Arg Gin 
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50 55 60 

Cys Lys Arg Pro Gin Phe Arg Thr Lys Gly Gly Leu Tyr Thr Asp lie 
65 70 7S 80 

Thr Ser His Pro Trp Gin Ala Ala He Phe Val Ser Asn Lys Arg Ser 

85 90 95 

Pro Gly Glu Arg Phe Leu Cys Gly Gly Val Leu He 
100 105 

<210> 1761 

<211> 351 

<212> DNA 

<213> Homo sapiens 

<400> 1761 

ngcgatctcg gctcactaca acctcggtga cagagcgaga ctctatccca aaaaaataaa 
60 

aataaaaatc aactggagaa ggaaatgggg ttggggagca tcctctgaat atataaaggc 
120 

agccattcat tgtaggagag gaggtagaag gaaatgctgt ttgtcgatgg ttcttttcca 
180 

gagaggaaga gaggagaaag gaagagcggg gagcaggtgg ggagcccgca gtaagacccc 
240 

acagtggggc caggtggtct tgcaccctgt attcccactt tggctggggc agcccagagt 
300 

ccaggccagc aggtaatgcc ccagccatgc ccactcggtc ctattggatc c 
351 

<210> 1762 

<211> 109 

<212> PRT 

<213> Homo sapiens 

<400> 1762 

Met Ala Gly Ala Leu Pro Ala Gly Leu Asp Ser Gly Leu Pro Gin Pro 

15 10 15 

Lys Trp Glu Tyr Arg Val Gin Asp His Leu Ala Pro Leu Trp Gly Leu 

20 25 30 

Thr Ala Gly Ser Pro Pro Ala Pro Arg Ser Ser Phe Leu Leu Ser Ser 

35 40 45 

Ser Leu Glu Lys Asn His Arg Gin Thr Ala Phe Pro Ser Thr Ser Ser 

50 55 60 

Pro Thr Met Asn Gly Cys Leu Tyr lie Phe Arg Gly Cys Ser Pro Thr 
65 70 75 80 

Pro Phe Pro Ser Pro Val Asp Phe Tyr Phe Tyr Phe Phe Gly He Glu 

85 90 95 

Ser Arg Ser Val Thr Glu Val Val Val Ser Arg Asp Arg 
100 105 

<210> 1763 

<211> 356 

<212> DNA 

<213> Homo sapiens 

<400> 1763 
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gcgcgccggg ggcgcgatgc ggagcgggca cttacccgtt tcatggccaa gacaggcgag 

actcagagtc ttttcaaaga tgacgtcagc acatttccat tgattgctgc cagacctttc 
120 

accatcccct acctgacagc tcttcttccg tctgaactgg agatgcaaca aatggaagag 
180 

acagattcct cggagcagga tgaacagaca gacacagaga accttgctct tcatatcagc 
240 

atggaggatt ctggagccga gaaagagaac acctctgtcc tgcagcagaa cccctccttg 
300 

tcgggtagcc ggaatgggga ggagaacacc atcgataacc cttatctgcg accggt 



<210> 1764 
<211> 118 
<212> PRT 

<213> Homo sapiens 

<400> 1764 n _ 
Ala Arg Arg Gly Arg Asp Val Glu Arg Ala Leu Thr Arg Phe Met Ala 

1 5 10 15 

Lys Thr Gly Glu Thr Gin Ser Leu Phe Lys Asp Asp Val Ser Thr Phe 

20 25 30 

Pro Leu He Ala Ala Arg Pro Phe Thr He Pro Tyr Leu Thr Ala Leu 

35 40 45 

Leu Pro Ser Glu Leu Glu Met Gin Gin Met Glu Glu Thr Asp Ser Ser 

50 55 60 

Glu Gin Asp Glu Gin Thr Asp Thr Glu Asn Leu Ala Leu His lie Ser 
65 ' 70 75 80 

Met Glu Asp Ser Gly Ala Glu Lys Glu Asn Thr Ser Val Leu Gin Gin 

85 90 95 

Asn Pro Ser Leu Ser Gly Ser Arg Asn Gly Glu Glu Asn He He Asp 

100 105 11° 

Asn Pro Tyr Leu Arg Pro 
115 

<210> 1765 

<211> 357 

<212> DNA 

<213> Homo sapiens 

<400> 1765 

cggccgcatt cttcgtgact ggcgtcccgc cgccggtgca aaagtgtcag gaaataccag 
60 

tcatgactat gtttagccgc acctctctgc agtatgcgat cgttctggca gcgctgggcg 
120 

gtgccggtct ggcgctctgg gccatgtcga gtgcgacgga ggccaatcag gcggaaattg 
180 

cccaggccag gccaggcatt attgcggcgg cgcgcggtgt cgtggatgtc gagggcggcc 
240 

tgctgcggct ctccacccag cgcgacgggg tgattcagga tgtgccggtg aaggaaggac 
300 

agcgggtcaa agccggcgat atcctcgccg cgctcgacaa tcgccgcgaa ctgatcg 
357 
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<210> 1766 
<211> 98 
<212> PRT 

<213> Homo sapiens 



<400> 1766 

Met Thr Met Phe Ser Arg Thr Ser Leu Gin Tyr Ala He Val Leu Ala 

15 10 15 

Ala Leu Gly Gly Ala Gly Leu Ala Leu Trp Ala Met Ser Ser Ala Thr 

20 25 30 

Glu Ala Asn Gin Ala Glu He Ala Gin Ala Arg Pro Gly lie He Ala 

35 40 45 

Ala Ala Arg Gly Val Val Asp Val Glu Gly Gly Leu Leu Arg Leu Ser 

50 55 6 0 

Thr Gin Arg Asp Gly Val He Gin Asp Val Pro Val Lys Glu Gly Gin 
65 70 75 80 

Arg Val Lys Ala Gly Asp He Leu Ala Ala Leu Asp Asn Arg Arg Glu 
85 90 95 

Leu He 



<210> 1767 
<211> 297 
<212> DNA 

<213> Homo sapiens 



<400> 1767 

nnncgccgac ggccgccatg acgcaccgca ttgacgtgaa ccagggcgac gatgccaacc 
60 

ccggccaaca cgccaggctg cttgacgccg ccagccaacc cgacgaacgc cccaccaaga 
120 

acgagcccga gccatccccg gccaatcaac gccagacgta tggccacaac gagtgcgacg 
180 

agggacaaac ccacctggag tccgtcgttg tgcatgcccc ccaccacgct caacgtcgtc 
240 

aatggacagc acaccgccag ccagagggca tgatccggat cggttccggc gtagcgn 
297 



<210> 1768 
<211> 73 
<212> PRT 

<213> Homo sapiens 



<400> 1768 

Met Pro Thr Pro Ala Asn Thr Pro 

1 5 
Pro Thr Asn Ala Pro Pro Arg Thr 
20 

Asn Ala Arg Arg Met Ala Thr Thr 

35 40 
Trp Ser Pro Ser Leu Cys Met Pro 

50 55 
Gly Gin His Thr Ala Ser Gin Arg 



Gly Cys Leu Thr Pro Pro Ala Asn 

10 15 
Ser Pro Ser His Pro Arg Pro He 
25 30 
Ser Ala Thr Arg Asp Lys Pro Thr 
45 

Pro Thr Thr Leu Asn Val Val Asn 
60 

Ala 



1387 



WO 00/58473 



PCT/USOO/08621 



65 70 

<210> 1769 

<211> 474 

<212> DNA 

<213> Homo sapiens 

<400> 1769 

caccatgctg gctcggttcg acgcattcgg gtgggtgagt ctgctctcgt caccgacggg 

60 

cagggtcatg ccgttcgtgg ccctgccatt gaggtgacga aagggtcagt tagcgtcgag 

accgttgaga tcctccatac tcccgcgacc acgcatcgat gggtcgccgt ccaggcattg 
180 

ccgaagtccg atagagctga gctggcggtg gcgaccctca ccgagatggg agttcacgaa 
240 

atcctcgcct ggcaggctga tcggagcatc gtgcgatgga agggcgacaa gcaagccaag 
ggcgtcgcga ggtggcaagc ggctgcccgt gaggccacca aacagtctcg acgttttctt 

gtgccacagg tagaactagc gcaaacccgt gaagttgtta agcggatttg caatgcccag 

420 . 
gccgcctacg ttttgcacga gtcggccagt gaaccgctgg tgcatcagga gctc 

474 

<210> 1770 
<211> 158 
<212> PRT 

<213> Homo sapiens 

<400> 1770 , _ _ 

His His Ala Gly Ser Val Arg Arg lie Arg Val Gly Glu Ser Val Leu 

1 5 10 15 

Val Thr Asp Gly Gin Gly His Ala Val Arg Gly Pro Ala lie Glu Val 

20 25 30 

Thr Lys Gly Ser Val Ser Val Glu Thr Val Glu lie Leu His Thr Pro 

35 40 45 

Ala Thr Thr His Arg Trp Val Ala Val Gin Ala Leu Pro Lys Ser Asp 

50 55 60 

Arq Ala Glu Leu Ala Val Ala Thr Leu Thr Glu Met Gly Val His Glu 
65 70 75 80 

lie Leu Ala Trp Gin Ala Asp Arg Ser He Val Arg Trp Lys Gly Asp 

85 90 95 

Lys Gin Ala Lys Gly Val Ala Arg Trp Gin Ala Ala Ala Arg Glu Ala 

100 105 HO 

Thr Lys Gin Ser Arg Arg Phe Leu Val Pro Gin Val Glu Leu Ala Gin 

115 120 125 

Thr Arg Glu Val Val Lys Arg He Cys Asn Ala Gin Ala Ala Tyr Val 

130 135 140 

Leu His Glu Ser Ala Ser Glu Pro Leu Val His Gin Glu Leu 
145 150 155 

<210> 1771 
<211> 287 
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<212> DNA 

<213> Homo sapiens 

<400> 1771 

acgcgtgatg ggtaattcta atacatgcaa agaattatct ctgcaagtat actcagatat 
60 

taataacagc gggtgtcgca gaggaagaag cctgggagaa tggaagtcag ggaaggagag 
120 

caacaggctt ctcactctgt gccatgagca tgtgctagcc atggagacac tctgcatgtt 
180 

acctagaact gctgattcat tgctctggaa ttattcagct attcaagacc cagtgaaata 
240 

cagcaagcag ctttcattca tacacacaca tgtgcatcca tgtgcac 
287 

<210> 1772 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 1772 

Met Gly Asn Ser Asn Thr Cys Lys Glu Leu Ser Leu Gin 

15 10 
Asp lie Asn Asn Ser Gly Cys Arg Arg Gly Arg Ser Leu 

20 25 
Lys Ser Gly Lys Glu Ser Asn Arg Leu Leu Thr Leu Cys 

35 40 45 

Val Leu Ala Met Glu Thr Leu Cys Met Leu Pro Arg Thr 

. 50 5S 60 

Leu Leu Trp Asn Tyr Ser Ala He Gin Asp Pro Val Lys 
65 70 75 

Gin Leu Ser Phe He His Thr His Val His Pro Cys Ala 
85 90 

<210> 1773 
<211> 393 
<212> DNA 

<213> Homo sapiens 
<400> 1773 

accggtgagt tctacgtccc ggttaaccac ctcggaggtg aacaggcgca cctcgacgtc 
60 

ttcgattctc cgcttaacga gtacgcagcg atgggatttg agtacggcta ctctgttgcc 
120 

cgtccggatt ctctggtatt gtgggaagcc caattcggcg atttcaccaa cggtgcccag 
180 

acgatcatcg atgagttcat cgcctcggct ggctccaagt ggggtcagaa gtcgggagtc 
240 

gtgctgctgc tgccgcacgg ttacgaaggt caggggcctg atcactcgtc ggcccgtctg 
300 

gagcgcttcc tcaatctatg cagtgaagac gctttggccg tctgccagcc ctcgaccccg 
360 

gcaagctaca gccatttatt gcgtcagcac gcg 
393 



Val Tyr Ser 
15 

Gly Glu Trp 
30 

His Glu His 

Ala Asp Ser 

Tyr Ser Lys 
80 
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<210> 1774 

<211> 131 

<212> PRT 

<213> Homo sapiens 



<400> 1774 

Thr Gly Glu Phe Tyr Val Pro Val Asn His Leu Gly Gly Glu Gin Ala 

15 10 15 

His Leu Asp Val Phe Asp Ser Pro Leu Asn Glu Tyr Ala Ala Met Gly 

20 25 30 

Phe Glu Tyr Gly Tyr Ser Val Ala Arg Pro Asp Ser Leu Val Leu Trp 

35 40 45 

Glu Ala Gin Phe Gly Asp Phe Thr Asn Gly Ala Gin Thr He He Asp 

50 55 60 

Glu Phe He Ala Ser Ala Gly Ser Lys Trp Gly Gin Lys Ser Gly Val 
65 70 75 80 

Val Leu Leu Leu Pro His Gly Tyr Glu Gly Gin Gly Pro Asp His Ser 

85 90 95 

Ser Ala Arg Leu Glu Arg Phe Leu Asn Leu Cys Ser Glu Asp Ala Leu 

100 105 110 

Ala Val Cys Gin Pro Ser Thr Pro Ala Ser Tyr Ser His Leu Leu Arg 

115 120 125 

Gin His Ala 
130 



<210> 1775 

<211> 369 

<212> DNA 

<213> Homo sapiens 



<400> 1775 

nncctccgag cagctctccg gggcagaccc cagctgcaag ccacagcccg gccctggtaa 
60 

cgggagggca tcgctaggga ggggtggggc ggcccggctt cgatgcagcc atgtgggagg 
120 

gccactctca gagacccccc gccttccttg ccacccccac cccagagggg aagctggagc 
180 

cgggaggctg cagacccagg ccaaggtgtg gccagggctg gctttcttgg gaggctttga 
240 

gcatcctgct tcctggccac ccagctctgg ggctgctgtc aactcttgat ttgtagacat 
300 

cactccagcc tctggcctgt caccctgaac ctcccccatg tctgtgtctt ttctcactgg 
360 

aacaccggt 
369 



<210> 1776 

<211> 59 

<212> PRT 

<213> Homo sapiens 



<400> 1776 

Arg Glu Gly lie Ala Arg Glu Gly Trp Gly Gly Pro Ala Ser Met Gin 
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IS 10 15 

Pro Cys Gly Arg Ala Thr Leu Arg Asp Pro Pro Pro Ser Leu Pro Pro 

20 25 30 

Pro Pro Gin Arg Gly Ser Trp Ser Trp Glu Ala Ala Asp Pro Gly Gin 

35 40 45 

Gly Val Ala Arg Ala Gly Phe Leu Gly Arg Leu 
50 55 

<210> 1777 
<211> 370 
<212> DNA 

<213> Homo sapiens 
<400> 1777 

agcttcttat cactatcctt tagtgctttt tggtctacct tagcggtaat gctccatcaa 
60 

gaatatggtt ttggtagtgc aactgcggga ttttttggcc tcgctggtgc cgccggagct 
120 

ttagcagcac cactgtccgg taaactaaca gataaacaag gaccgacacg ggtcacgcag 
180 

ctgggtgctg ccttagttgt cgtctctttc gcatctatgt tgttattgcc ttacttcagt 
240 

atcagtaccc aagttataat gattattgtt gctaccatag tgtttgactt tggtgttcag 
300 

gcggcactta ttgcccatca aaccttagtg tataacattg actctaccgc tcgtggacgc 
360 

cttaacgcgt 
370 

<210> 1778 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 1778 



Ser 


Phe 


Leu 


Ser 


Leu 


Ser 


Phe 


Ser 


Ala 


Phe 


Trp 


Ser 


Thr 


Leu 


Ala 


Val 


1 








5 










10 










15 




Met 


Leu 


His 


Gin 


Glu 


Tyr 


Gly 


Phe 


Gly 


Ser 


Ala 


Thr 


Ala 


Gly 


Phe 


Phe 








20 










25 










30 






Gly 


Leu 


Ala 


Gly 


Ala 


Ala 


Gly 


Ala 


Leu 


Ala 


Ala 


Pro 


Leu 


Ser 


Gly 


Lys 






35 










40 










45 








Leu 


Thr 


Asp 


Lys 


Gin 


Gly 


Pro 


Thr 


Arg 


Val 


Thr Gin 


Leu 


Gly 


Ala 


Ala 




50 










55 










60 










Leu 


Val 


Val 


Val 


Ser 


Phe 


Ala 


Ser 


Met 


Leu 


Leu 


Leu 


Pro 


Tyr 


Phe 


Ser 


65 










70 










75 










80 


lie 


Ser 


Thr 


Gin 


val 


He 


Met 


He 


He 


Val 


Ala 


Thr 


He 


Val 


Phe 


Asp 










85 










90 










95 




Phe 


Gly 


Val 


Gin 


Ala 


Ala 


Leu 


He 


Ala 


His 


Gin 


Thr 


Leu 


Val 


Tyr 


Asn 








100 










10S 










110 






He 


Asp 


Ser 


Thr 


Ala 


Arg 


Gly 


Arg 


Leu 


Asn 


Ala 













115 120 



<210> 1779 
<211> 345 
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<212> DNA 

<213> Homo sapiens 



ccatgtgtgt gtatatgctc gtgtgtgatg gtatgtatat gtgtatatgt gnntatatgt 

atacacgtgt gttatggtgt gtatatatgt atatacgtgt gtgtatatat atgtatatgg 

gtatgtgtgt gcatgtgcgt atgggtgtgt atatgtgtat atatgtaggt gtgtatatct 
180 

gggaatatat gggtgtgtat atgtgtgtat aggtttttac atgtggggaa atatttaaac 
240 

ctgtgtatat tggaatgtgt gtgtatatgt gtgtatatat ggnggtgtgt atgtacatgt 
300 

atgtgtgtat atatgtgtgt atatacgtag gtgtgcatat gtgtg 
345 



<210> 1780 

<211> 55 

<212> PRT 

<213> Homo sapiens 



Pro Cys Val Cys He Cys Ser Cys Val Met Val Cys lie Cys Val Tyr 

! 5 10 15 

val Xaa lie Cys lie His Val Cys Tyr Gly Val Tyr lie Cys lie Tyr 

20 25 30 

Val Cys val Tyr He Cys He Trp Val Cys Val Cys Met Cys Val Trp 

35 40 45 

Val Cys He Cys Val Tyr Met 
50 55 



<210> 1781 

<211> 349 

<212> DNA 

<213> Homo sapiens 



<400> 1781 

nacgcgtcat gctaaatttt gccctttatg 
60 

aagctactat ccaagtttca tacgccggtt 
120 

gatgtgaaca caacgcaaac tggttcaagc 
180 

cccagtgcac aagagcccag ttatctttgc 
240 

aagacatggg agggtgatgc tattcttata 
300 

cgatccgcac atgatggcag catgctagtg 
349 



gcaacatttt cgtcagaaca agcggaagag 
aaaagaaaac atgatgatac gagatcatct 
gccacgccca ttacacctgt acccttactg 
cagtggtgcg ctccccagac acgaaagcac 
ttgcatggaa ataaaactac ttgttcgcta 
acgaatgctg ccttccgga 



<210> 17B2 
<211> 107 
<212> PRT 
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<213> Homo sapiens 
<400> 1782 

Met Ala Thr Phe Ser Ser Glu Gin Ala Glu Glu Lys Leu Leu Ser Lys 

1 5 10 15 

Phe His Thr Pro Val Lys Arg Lys His Asp Asp Thr Arg Ser Ser Asp 

20 25 30 

Val Asn Thr Thr Gin Thr Gly Ser Ser Ala Thr Pro He Thr Pro Val 

35 40 4 5 

Pro Leu Leu Pro Ser Ala Gin Glu Pro Ser Tyr Leu Cys Gin Trp Cys 

50 55 60 

Ala Pro Gin Thr Arg Lys His Lys Thr Trp Glu Gly Asp Ala He Leu 
65 70 75 80 

He Leu His Gly Asn Lys Thr Thr Cys Ser Leu Arg Ser Ala His Asp 

85 90 95 

Gly Ser Met Leu Val Thr Asn Ala Ala Phe Arg 
100 105 

<210> 1783 

<211> 1829 

<212> DNA 

<213> Homo sapiens 

<400> 1783 

gtgcacgact tcgacgccag cctctcgggc atcgggcagg aactgggcgc cggcgcttac 
60 

agcatgagtg atgtcttggc attgcccatt ttcaagcagg aagattccag ccttccattg 
120 

gatggtgaaa cagagcaccc accctttcag tatgtgatgt gtgctgcaac gtcaccagca 
180 

gtaaaactgc atgatgaaac gcttacttat ttgaaccaag gtcagtcata tgaaattcgg 
240 

atgctggata atcggaaaat gggtgatatg cctgagatca atggaaaatt agtaaagagc 
300 

atcataaggg ttgtattcca tgacagacgg ctacaataca cagagcatca gcaacttgaa 
360 

ggatggaagt ggaatcgccc aggagacaga cttcttgatt tagatattcc aatgtctgtg 
420 

ggaataattg acacaaggac gaatccaggc cagttaaatg cggttgaatt tctgtgggac 
480 

ccagcaaaac gcacctctgc tttcattcag gtacactgca tcagcacaga atttactcca 
540 

cggaagcacg gaggtgaaaa gggagtgccc tttaggatcc aggttgacac ctttaagcag 
600 

aatgaaaatg gagaatacac agatcatcta cactcagcta gctgccaaat caaagttttt 
660 

aagcctaaag gtgcagacag gaaacaaaaa actgaccgag agaagatgga gaagagaaca 
720 

gctcatgaaa aagaaaagta tcagccgtcc tatgatacca caatcctcac agagatgagg 
780 

cttgagccta taattgaaga tgcagttgaa catgagcaga aanaagtcca gcaagcggac 
840 

tttgccgcag actacggtga ttctctggca aagcgaggca gttgttctcc gtggcccgat 
900 
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gcccceacag cctatgtgaa taacagccct tccccagcgc ccactttcac ctccccacag 
"gageactt goagtgtece agacagcaat tctccttcco caaatcatca gggagatgga 
gcttcaeaga cctetggtga acaaattcag cetteagcta cgatccagga aacacagcaa 
tggctgctca aaaacagatt ctettcctac acaagactgt tctetaattt tteaggtgec 
gacttattaa aactgacaaa ggaggattta gttcaaattt gtggtgeagc cgatggaatt 
cggctctata attcactgaa gtcaaggtcg gttagaccec gtttaaecat etatgtctge 
egggagcage caagcagcac agtgctgeaa gggcagcagc aagctgeaag cagtgcaage 
gagaatggea 9tgg9gc.ee ctatgtttat catgeaatet aettggaaga aatgattgcc 
tcagaagttg etegaaaact tgegctggtg tttaatatcc ctctccaeca aattaatcag 
gtttacagac agggteccac cggtattcac attettgtta gtgatcaggt aaatcaaatc 
atttgttttt ccttttcaga ctggcattta cttttataca tgtaattgta gaaetgtaga 
aaaattctgt gacctctttt gaaaatactt atgagaatca tttccagaga gttgggaate 
actttggaag aacttataac caagagtttc aggcatecta gtgataatat ggaatacaag 
ccaaggaaaa ctggettagc ctccccccag ccctttagga tgeagecaat cactggggca 
ctetagggac agtggcagge tttggecett tttatgaggt gagtcactgg atgtgttttc 



1800 

cttttgtcta ttatttgatg actaattta 
1829 

<210> 1784 
<211> 514 
<212> PRT 

<213> Homo sapiens 



^HisTsp Phe Asp Ala ser Leu Ser Gly He Gly Gin Glu Leu Gly 
aL Gly Ala Tyr Ser Met Ser Asp Val Leu Ala Leu Pro lie Phe Lys 

20 a r> 

Gin Glu Asp Ser Ser Leu Pro Leu Asp Gly Glu Thr Glu His Pro Pro 

Phe Gin Tyr Val Met Cys Ala Ala Thr Ser Pro Ala Val Lys Leu His 

n 55 60 

Asp Glu Thr Leu Thr Tyr Leu Asn Gin Gly Gin Ser Tyr Glu lie Arg 
70 

„et Leu Asp Asn Arg Lys Met Gly Asp Met Pro Glu lie Asn Gly Lys 

85 90 
Leu val Lys Ser lie lie Arg Val Val Phe His Asp Arg Arg Leu Gin 

Tyr Thr Glu His Gin Gin Leu Glu Gly Trp Lys Trp Asn Arg Pro Gly 
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113 




120 


125 


Asp 


Arg 


Leu 


Leu 


tver, r an Sen Tie Pro Met Ser 


Val Gly He He Asp 




130 








140 


Th r- 

i nr 


Arg 


l nr 


Asn 


Dm n i • » ri 1 r» T^eti A«»n Ala Val 

rty uly VJXll uCU nan * > ci v a -l. 


Glu Phe Leu Trp Asp 


•\ AG. 








i en 155 


160 


f CO 


Ala 


T w C 

L<y S 


Arg 


Thr <!e*r Ala Phe Tie Gin Val 

1 IH OCX old IrllC 1..1.G; u^tl v*»i 


His Cys He Ser Thr 








lb D X / V 


175 


Glu 


Phe 


Thr 


Pro 


Arn Lvs His Glv Glv Glu Lvs 


Gly Val Pro Phe Arg 








180 


185 


190 


Tl A 

lie 


bin 


vai 


Asp 


Thr* Oho T.vrc. Gl n len filn Asn 
4 nr rnc ijys uJ.ii m.s>ii oxu rvaii 


Gly Glu Tyr Thr Asp 






IOC 




200 


205 


HIS 


Leu 


nis 


C o r- 


«1 a Car pvc fil n Tie T.v*3 Val 
Axa OCX Lys bill iic xiyo vax 


Phe Lys Pro Lys Gly 




210 








220 


Aia 


Asp 


Arg 


Lys 


I'll n T vre Thr Ren A*TCT Gl 11 T ■ V°> 

bin i*ys nix Hop Mty uiu 


Met Glu Lys Arg Thr 


225 










240 


Ala 


His 


Glu 


Lys 


blU i»ys iyr bin iro aer 1 y i 


A«;n Thr Thr He Leu 










245 2oU 


255 


Thr 


Glu 


Met 


Arg 


Leu oiu fro ne ne «iu /*£>p 


Ala Val Glu His Glu 








260 


265 


4fc / U 


Gin 


Lys 


Xaa 


Val 


bin bill Aia ASp rue Hid Aid 


Hen Tvr Glv Asn Ser 






275 




280 


28 5 


Leu 


Ala 


Lys 


Arg 


biy &er t-ys oer rro irp rro 


n cn lil a Pro Thr Ala 

M f^X A lr X w X 11X «*id 




290 






295 


300 


Tyr 


Val 


Asn 


Asn 


Ser Pro Ser Pro Ala Pro Thr 


Dho Thr *3er Pro Gin 

fflC 1U( OCX JriU X 11 


305 








310 315 


320 


Gin 


Ser 


Thr 


Cys 


Ser Val Pro Asp Ser Asn Ser 


Car Cpr- Pro A*?n Hi*3 
OCX OCX nv iwti *ixw 










325 330 


335 


Gin 


Gly 


Asp 


Laiy 


Ala C e» ("In Th r" Cot" fZlv Gill 

Aid oci yin lux ocx bxy uiu 


Gin He Gin Pro Ser 








340 




350 


Aia 


Thr 


lie 


bin 


/*• 1 • i 1*1-1 f* 1 y-i rl n T ,- v-r*i T on T call 

biu i nr bin bin 1 ip ueu l*cu 


T.vq. Adn Arcr Phe Ser 






355 






365 


Car 


Tyr 


Thr 


Arg 


T pi 1 Dhp Cpr flen Phe *?er Glv 

bCu IrilC OCt AO 1 1 tr lie «JCX VJ X jr 


Ala Asp Leu Leu Lys 




Tift 

J /u 






375 


380 


Leu 


Th v 

i nr 


Lys 


Glu 


•.en T.f»i* Va1 Rl n Tie Cvs Glv 
Mo^J L/Cu vax uxii xxc v- y s» \jxjr 


Ala Ala Asp Gly He 


385 








390 395 


400 


Aror 


Leu 


Tyr 


Asn 


Ser Leu Lys Ser Arg Ser Val 


Arg Pro Arg Leu Thr 










405 410 


41S 


He 


Tyr 


Val 


Cys 


Arg Glu Gin Pro Ser Ser Thr 


Val Leu Gin Gly Gin 








420 


425 


430 


Gin 


Gin 


Ala 


Ala 


Ser Ser Ala Ser Glu Asn Gly 


Ser Gly Ala Pro Tyr 






435 




440 


445 


Val 


Tyr 


His 


Ala 


He Tyr Leu Glu Glu Met He 


Ala Ser Glu Val Ala 




450 






4S5 


460 


Arg 


Lys 


Leu 


Ala 


Leu Val Phe Asn He Pro Leu 


His Gin He Asn Gin 


465 








470 475 


480 


Val 


Tyr 


Arg 


Gin 


Gly Pro Thr Gly He His He 


Leu Val Ser Asp Gin 










485 490 


495 


Val 


Asn 


Gin 


He 


He Cys Phe Ser Phe Ser Asp 


Trp Tyr Leu Leu Leu 








500 


SOS 


510 


Tyr 


Met 











<210> 1785 
« <211> 381 
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<212> DNA 

<213> Homo sapiens 

<400> 1785 

atcacggacg cagaggagaa agggctgatt actccaggcg tgagtgttct gattgaacca 
60 

actagcggca acacaggcat tggactggcc tttacggctg ctgccaaggg ctacaaactt 
120 

acactcacaa tgcctgcctc catgagcatg gagaggagga tcatattgaa ggcttttggt 
180 

gctgaacttg tccttactga cccactcttg ggaatgaaag gagctgtcaa gaaagcggaa 
240 

gagatacaag caaagacacc caactcgtac atccttcaac aatttgaaaa tccagctaac 
300 

ccaaagattc actatgagac tactgggcct gaaatctgga aagctacagc aggaaaaatt 
360 

gatggccttg tatctggtat c 
381 

<210> 1786 

<211> 127 

<212> PRT 

<213> Homo sapiens 

<400> 1786 

He Thr Asp Ala Glu Glu Lys Gly Leu He Thr Pro Gly Val Ser Val 

15 10 15 

Leu He Glu Pro Thr Ser Gly Asn Thr Gly He Gly Leu Ala Phe Met 

20 25 30 

Ala Ala Ala Lys Gly Tyr Lys Leu Thr Leu Thr Met Pro Ala Ser Met 

35 40 45 

Ser Met Glu Arg Arg He He Leu Lys Ala Phe Gly Ala Glu Leu Val 

50 55 60 

Leu Thr Asp Pro Leu Leu Gly Met Lys Gly Ala Val Lys Lys Ala Glu 
65 70 . 75 80 

Glu He Gin Ala Lys Thr Pro Asn Ser Tyr He Leu Gin Gin Phe Glu 

85 90 95 

Asn Pro Ala Asn Pro Lys He His Tyr Glu Thr Thr Gly Pro Glu He 

100 105 HO 

Trp Lys Ala Thr Ala Gly Lys He Asp Gly Leu Val Ser Gly He 
115 120 12S 

<210> 1787 

<211> 294 

<212> DNA 

<213> Homo sapiens 

<400> 1787 

gtgcacacag caattcaata tgccaagaca ccaggttgca gcagagaaag atttaattgt 
60 

agggtcacct aacaaggaga tgagaacaaa ctttaaatct atctctctaa ggaatttgga 
120 

cttcgggttt ttaaggttta gaatgggcca aaacatggac attattgatt ggtcaaagag 
180 
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tacagggtca tggaacctgg agatgaaaaa gccatattct catgctgatc ctgttcctct 
240 

gtggaaggtc ttcaaattgg ttgccggaat aaaagatctg tcaaacatct tagg 
294 

<210> 1788 
<2H> 91 
<212> PRT 

<213> Homo sapiens 



<400> 1788 

Met Pro Arg His Gin Val Ala Ala Glu Lys Asp Leu He Val Gly Ser 

15 10 15 

Pro Asn Lys Glu Met Arg Thr Asn Phe Lys Ser He Ser Leu Arg Asn 

20 25 30 

Leu Asp Phe Gly Phe Leu Arg Phe Arg Met Gly Gin Asn Met Asp He 

35 40 45 

He Asp Trp Ser Lys Ser Thr Gly Ser Trp Asn Leu Glu Met Lys Lys 

50 S5 60 

Pro Tyr Ser His Ala Asp Pro Val Pro Leu Trp Lys Val Phe Lys Leu 
65 70 75 80 

Val Ala Gly He Lys Asp Leu Ser Asn He Leu 
85 90 

<210> 1789 

<211> 353 

<212> DNA 

<213> Homo sapiens 

<400> 1789 

ttcccacata cacccacgcg gcatgtcctg acagagatgc acacccctag cacatattca 
60 

cacacacaga catgccacac cccgccatcc ccccacactc gtacacgccc accacccctc 
120 

gcaggcacac atgcacacac gcgcgcgcac acgcacacac acccccagcc cggaccggcc 
180 

gacctgctcc ccggggtctc tcccgcaggc aggtctcctc gccgagtctc cgaaaagggg 
240 

cggtcgtggc ggccctggcg cccagctggg caacgcttcg tggtatctca ccgcttctct 
300 

ctgttgtgcc cagcgccccg actgaagatc cggatcttca gtccctggcg cgc 
353 



<210> 1790 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 1790 

Met His Thr Pro Ser Thr Tyr Ser His Thr Gin Thr Cys His Thr Pro 

15 10 15 

Pro Ser Pro His Thr Arg Thr Arg Pro Pro Pro Leu Ala Gly Thr His 

20 25 30 

Ala His Thr Arg Ala His Thr His Thr His Pro Gin Pro Gly Pro Ala 
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35 40 45 

Asp Leu Leu Pro Gly Val Ser Pro Ala Gly Arg Ser Pro Arg Arg Val 

50 55 60 

Ser Glu Lys Gly Arg Ser Trp Arg Pro Trp Arg Pro Ala Gly Gin Arg 
65 70 75 80 

Phe Val Val Ser His Arg Phe Ser Leu Leu Cys Pro Ala Pro Arg Leu 

85 90 95 

Lys He Arg lie Phe Ser Pro Trp Arg 
100 105 

<210> 1791 
<211> 355 
<212> DNA 

<213> Homo sapiens 
<400> 1791 

aaatttcagt tagagattag ggaaaataaa gatgttattt tttcccatcc tagtttacag 
60 

accccccaga aacccactca tggattctcc cgagtctttg gacctggctc agacaccctt 
120 

gctttggatc aagccaatgc atgtatcccc taacacaccc atgctttatg tggtccctgc 
180 

ccctccctgc tcaggggact gcttgttaac ttcattgggt tggggacata tatattatag 
240 

gagagagaca gagaaaaaga aagagaggaa atgttattct ccttgtctgt atctgtatct 
300 

ccactccgat tcccattccc tctgctgctc tcctctctct cctcccttca cgcgt 
355 

<210> 1792 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<400> 1792 



Met Leu 


Phe 


Phe 


Pro 


He Leu Val Tyr Arg Pro 


Pro 


Arg 


Asn Pro Leu 


1 






5 


10 






15 


Met Asp 


Ser 


Pro 


Glu 


Ser Leu Asp Leu Ala Gin 


Thr 


Pro 


Leu Leu Trp 






20 




25 






30 


He Lys 


Pro 


Met 


His 


Val Ser Pro Asn Thr Pro 


Met 


Leu 


Tyr Val Val 


35 






40 




45 




Pro Ala 


Pro 


Pro 


Cys 


Ser Gly Asp Cys Leu Leu 


Thr 


Ser 


Leu Gly Trp 


50 








55 


60 






Gly His 


He Tyr 


Tyr 


Arg Arg Glu Thr Glu Lys Lys 


Lys 


Glu Arg Lys 


65 








70 75 






80 


Cys Tyr 


Ser 


Pro 


Cys 


Leu Tyr Leu Tyr Leu His 


Ser 


Asp 


Ser His Ser 






85 


90 






95 


Leu Cys 


Cys 


Ser 


Pro 


Leu Ser Pro Pro Phe Thr 


Arg 










100 




105 









<210> 1793 

<211> 510 

<212> DNA 

<213> Homo sapiens 
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<400> 1793 

tgggttccag cccgtagatg accttggcct gggaggcctt ccgaaggcca cacccatatc 
60 

caccccctcg gagctcctcg cttaccagtc gcccaaagag cttgtccccc cagcagccag 
120 

agtcagccag acccttagca aacaccatag gggtcatctc aatctcttct ccaacttcac 
180 

cttcttctct ggagatgaat cctgacaaca cctcagggct gaggcagaag tcggtggagg 
240 

ccgagccgtg ctcattgtgg atggtgcacc gatacacacc gcagtctacg ggggaggcct 
300 

gcacgatggc caaggccgcc ggcccctcat cccctgcgct cctgcccacc tcgcccactg 
360 

ggcgctgatc cttggcccat gtcaagactg agtcactaag aatgttgaaa aactggcacc 
420 

acagcttcag gctaccggag gcatcaggaa actgctccac ccgaatcttc cggatcacct 
480 

gtggggcttt cagcaggtct ttggctttcc 
510 

<210> 1794 
<211> 116 
<212> PRT 

<213> Homo sapiens 
<400> 1794 

Met Thr Leu Ala Trp Glu Ala 

1 5 
Pro Arg Ser Ser Ser Leu Thr 
20 

Gin Pro Glu Ser Ala Arg Pro 
35 

He Ser Ser Pro Thr Ser Pro 

50 55 
Thr Ser Gly Leu Arg Gin Lys 
65 70 
Trp Met Val His Arg Tyr Thr 
85 

Met Ala Lys Ala Ala Gly Pro 
100 

Pro Thr Gly Arg 
115 

<210> 1795 

<211> 386 

<212> DNA 

<213> Homo sapiens 

<400> 1795 

ctatgctctg agtcacttct ccaagcattc ctttctgttc ttccttccct gggctgatca 
60 

tttcaagaag tcctacattc cagaaaactt gagaggtgct tcttctctgg aagccccttt 
120 



Phe Arg Arg 
10 

Ser Arg Pro 
25 

Leu Ala Asn 
40 

Ser Ser Leu 

Ser Val Glu 

Pro Gin Ser 
90 

Ser Ser Pro 
105 



Pro His Pro Tyr 
Lys Ser 
Thr He 



Glu Met 

60 
Ala Glu 
75 

Thr Gly 
Ala Leu 



Leu Ser 

30 
Gly Val 
45 

Asn Pro 



Pro Cys 

Glu Ala 

Leu Pro 
110 



Pro Pro 
15 

Pro Gin 

He Ser 

Asp Asn 

Ser Leu 

80 
Cys Thr 
95 

Thr Ser 
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tcttttctgt gagctcaggg agcattctac atacctcagc tgtgtctgct atcttttgct 
180 

taattatcaa tctttccata taaacagtaa aggaccacag tttattcatc agattcccca 
240 

tccaaacctg cacctgcata cataaacgca ctggataaat gtaccgcagt agacagaggc 
300 

tctccaggtt gagagctcca tgagggcacc aatttttgtc tgtttagctg tgtcctcaaa 
360 

gcaaggaagg gttgatccgg tctaga 
386 

<210> 1796 

<211> 86 

<212> PRT 

<213> Homo sapiens 

<400> 1796 

Met Gin Val Gin Val Trp Met Gly Asn Leu Met Asn Lys Leu Trp Ser 

15 10 15 

Phe Thr Val Tyr Met Glu Arg Leu He He Lys Gin Lys He Ala Asp 

20 25 30 

Thr Ala Glu Val Cys Arg Met Leu Pro Glu Leu Thr Glu Lys Lys Arg 

35 40 45 

Gly Phe Gin Arg Arg Ser Thr Ser Gin Val Phe Trp Asn Val Gly Leu 

SO 55 60 

Leu Glu Met He Ser Pro Gly Lys Glu Glu Gin Lys Gly Met Leu Gly 
65 70 75 80 

Glu Val Thr Gin Ser He 
85 

<210> 1797 

<211> 348 

<212> DNA 

<213> Homo sapiens 

<400> 1797 

aagcttcact atgttgccca ttccatgggc ggcgtgctgg tgcgtgacct gctggcggac 
60 

cggaatttgc cgatgtcatt gatcaggtca tctgtctggg ctcgccgcag cagggctcgc 
120 

gtgccgctaa tttgttggcg ccatttgctg gcggcgcatc cgtcaaatgg tgtatcacag 
180 

cgactatgtg atgccgcttg cgcccacgcc cggcagcgcg cgttggagcg ccatcaactc 
240 

acagatggac aacctggtgt tgccggtgac ctcggcaatt ttaccgggaa tgacccatgt 
300 

ggcggtggat tacctggggc attgttcgtt attgtacagc ccacgcgt 
348 

<210> 1798 

<211> 108 

<212> PRT 

<213> Homo sapiens 
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<400> 1798 



Met Gly Gly 


Val 


Leu 


Val Arg Asp 


Leu 


Leu 


Ala Asp 


Arg 


Asn Leu 


Pro 


1 




5 






10 






15 




Met Ser Leu 


lie 
20 


Arg 


Ser Ser Val 


Trp 
25 


Ala 


Arg Arg 


Ser 


Arg Ala 

30 


Arg 


Val Pro Leu 


He 


Cys 


Trp Arg His 


Leu 


Leu 


Ala Ala 


His 


Pro Ser 


Asn 


35 






40 








45 






Gly Val Ser 


Gin 


Arg 


Leu Cys Asp 


Ala 


Ala 


Cys Ala 


His 


Ala Arg 


Gin 


50 






55 






60 








Arg Ala Leu 


Glu 


Arg 


His Gin Leu 


Thr 


Asp 


Gly Gin 


Pro 


Gly Val 


Ala 


65 






70 






75 






80 


Gly Asp Leu 


Gly 


Asn 


Phe Thr Gly Asn 


Asp 


Pro Cys 


Gly 


Gly Gly 


Leu 






85 






90 






95 




Pro Gly Ala 


Leu 
100 


Phe 


Val He Val 


Gin 
105 


Pro 


Thr Arg 









<210> 1799 
<211> 366 
<212> DNA 

<213> Homo sapiens 
<400> 1799 

acgcgtcgcc tcctgctggt cgggattttc cttgctgtag ttaaccaaac caccggcgtc 
60 

aataccgtca tgtattacgc gcccaaggtg ttggagttcg caggaatgag cacccaggcg 
120 

tcgattattt cagaggtggc taatggagtc atgtctgtta ttggtgccgc tgcaggcttg 
180 

tggctcatcg aacggtttga tcgtcgtcac ctgcttatct tcgatgtcac ggcggtcggt 
240 

gtgtgtctcc ttggtattgc ggctactttc gggctggcaa ttgctcctca tgtgggtcaa 
300 

ggggtaccga agtgggcgcc tattctcgtg ctcgtcctga tgagtatctt catgcttatc 
360 

gtgcac 
366 



<210> 1800 
<211> 122 
<212> PRT 

<213> Homo sapiens 
<400> 1800 

Thr Arg Arg Leu Leu Leu Val Gly 

1 5 
Thr Thr Gly Val Asn Thr Val Met 
20 

Phe Ala Gly Met Ser Thr Gin Ala 

35 40 
Gly Val Met Ser Val He Gly Ala 

50 55 
Arg Phe Asp Arg Arg His Leu Leu 
65 70 
Val Cys Leu Leu Gly lie Ala Ala 



He Phe Leu Ala Val Val Asn Gin 

10 15 
Tyr Tyr Ala Pro Lys Val Leu Glu 
25 30 
Ser He He Ser Glu Val Ala Asn 
45 

Ala Ala Gly Leu Trp Leu He Glu 
60 

He Phe Asp Val Thr Ala Val Gly 

75 80 
Thr Phe Gly Leu Ala He Ala Pro 
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85 90 95 

His Val Gly Gin Gly Val Pro Lys Trp Ala Pro lie Leu Val Leu Val 

100 105 110 

Leu Met Ser He Phe Met Leu He Val His 
115 120 

<210> 1801 

<211> 597 

<212> DNA 

<213> Homo sapiens 

<400> 1801 

aatttctcct tcggtgacta cttcaagaac gaggccattc agtacgcatg ggagctcgtc 
60 

actaagccgg cagaacaggg cggattgggt ttcgatcctg ccagcatctg ggtgacggtc 
120 

cttggacctg ggtttcaccc tgactatccg gagggcgaca ttgaggcgcg cgaggcgtgg 
180 

cgtgctgcgg gtatccctga cgagcagatt cagggtcgct cccttaagga caactactgg 
240 

catatggggg ttcccggccc cggcggcccg tgctcggaaa tctacatcga tcgtggccca 
300 

gcctatggtc ccgacggtgg tccagaagca gatgaggacc gttaccttga gatctggaac 
360 

ctcgtattcg agaccgagga tctctcagcg gtgcgcgcta aagatgactt cgacatcgca 
420 

ggcccattgc gcagccttaa catcgacact ggtgccggtc tcgaacgtat tgcctaccta 
480 

ctccagggcg tcgacaatat gtacgagact gaccaggtat tccctgtcat tgagaaagcg 
540 

tccgagatgt cgggcaagcg gtacggcgtt cgccacgacg acgacgtccg actacgc 
597 

<210> 1802 

<211> 199 

<212> PRT 

<213> Homo sapiens 



<400> 1802 
















Asn 


Phe 


Ser 


Phe 


Gly Asp 


Tyr Phe Lys Asn Glu Ala 


He 


Gin 


Tyr 


Ala 


1 








5 


10 






15 




Trp 


Glu 


Leu 


Val 


Thr Lys 


Pro Ala Glu Gin Gly Gly 


Leu 


Gly 


Phe 


Asp 






20 




25 




30 






Pro 


Ala 


Ser 


He 


Trp Val 


Thr Val Leu Gly Pro Gly 


Phe 


His 


Pro 


ASp 






35 






40 


45 








Tyr 


Pro 


Glu 


Gly 


Asp He 


Glu Ala Arg Glu Ala Trp 


Arg 


Ala 


Ala 


Gly 




50 








55 " 60 










He 


Pro 


Asp 


Glu 


Gin He 


Gin Gly Arg Ser Leu Lys 


Asp 


Asn 


Tyr 


Trp 


65 








70 


75 








80 


His 


Met 


Gly 


Val 


Pro Gly 


Pro Gly Gly Pro Cys Ser 


Glu 


He 


Tyr 


He 










85 


90 






95 




Asp 


Arg 


Gly 


Pro 


Ala Tyr 


Gly Pro Asp Gly Gly Pro 


Glu 


Ala 


Asp 


Glu 








100 




105 




110 






Asp 


Arg 


Tyr 


Leu 


Glu He 


Trp Asn Leu Val Phe Glu 


Thr 


Glu 


Asp 


Leu 
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115 

Ser Ala Val Arg Ala 
130 

Ser Leu Asn lie Asp 
14 5 

Leu Gin Gly Val Asp 
165 

lie Glu Lys Ala Ser 
180 

Asp Asp Asp Val Arg 
195 



120 

Lys Asp Asp Phe Asp lie 
135 

Thr Gly Ala Gly Leu Glu 
150 155 
Asn Met Tyr Glu Thr Asp 
170 

Glu Met Ser Gly Lys Arg 
185 

Leu Arg 



125 

Ala Gly Pro Leu Arg 
140 

Arg He Ala Tyr Leu 
160 

Gin Val Phe Pro Val 
175 

Tyr Gly Val Arg His 
190 



<210> 1803 
<211> 708 
<212> DNA 

<213> Homo sapiens 
<400> 1803 

cccacaacga tggccgtcat 
60 

ctcatcctgg ccctcatctc 
120 

tatcgcggcg aggccatcga 
180 

tcgattgagt ggggagctcg 
240 

ctcaaggatc gtccgcacgc 
300 

cgcactctgc gtactgacga 
360 

aatctcgccc ccttcgttac 
420 

gtggtgccgg ccgtcgaaga 
480 

catggatttg accccgacga 
54 0 

gcgaacaacg gcttgttact 
600 

tttgccgagc agcatcctgg 
660 

cttccgggtc gcacgaccta 
708 



ggtggatggg gaagtgcctg 
cgagatcggc accggtgggg 
gaagatgtcg atggagggtc 
cgtcggcatg gttgcttctg 
tccgcgtggt gcacagtggg 
cgatgcgacc tttgacgctg 
ctggggtacc aacccggggc 
ctttgaggac gaggtagctc 
gatcggttcc cggtttgctg 
ggctcaggtt gatcccaagg 
tgagcagctc accctctccc 
cccgttccat attgatgacg 



aggaggtcac acctaaggac 
gacaaggtca tatggtcgag 
gcatgacgat ctgcaatatg 
atgagaccac cttcacctac 
acaaggctgt cgcgtactgg 
agatccatgt ggacgcctcg 
agggatcccc cctaggcggt 
gcagcgcagc gtttggagta 
acatctttcg caataactct 
tcgtcggaga gttgtgggac 
tcgagaatcg gacgattaac 
tcacgcgt 



<210> 1604 

<211> 236 

<212> PRT 

<213> Homo sapiens 



<400> 1804 

Pro Thr Thr Met Ala Val Met Val 

1 5 
Thr Pro Lys Asp Leu He Leu Ala 
20 

Gly Gly Gin Gly His Met Val Glu 



Asp Gly Glu Val Pro Glu Glu Val 

10 IS 
Leu He Ser Glu He Gly Thr Gly 
2S 30 
Tyr Arg Giy Glu Ala He Glu Lys 
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35 40 45 

Met Ser Met Glu Gly Arg Met Thr He Cys Asn Met Ser lie Glu Trp 

50 55 60 

Gly Ala Arg Val Gly Met Val Ala Ser Asp Glu Thr Thr Phe Thr Tyr 
65 70 75 80 

Leu Lys Asp Arg Pro His Ala Pro Arg Gly Ala Gin Trp Asp Lys Ala 

85 90 95 

Val Ala Tyr Trp Arg Thr Leu Arg Thr Asp Asp Asp Ala Thr Phe Asp 

100 105 HO 

Ala Glu He His Val Asp Ala Ser Asn Leu Ala Pro Phe Val Thr Trp 

115 120 125 

Gly Thr Asn Pro Gly Gin Gly Ser Pro Leu Gly Gly Val Val Pro Ala 

130 135 140 

Val Glu Asp Phe Glu Asp Glu Val Ala Arg Ser Ala Ala Phe Gly Val 
145 150 155 160 

His Gly Phe Asp Pro Asp Glu He Gly Ser Arg Phe Ala Asp He Phe 

165 170 175 

Arg Asn Asn Ser Ala Asn Asn Gly Leu Leu Leu Ala Gin Val Asp Pro 

180 185 190 

Lys Val Val Gly Glu Leu Trp Asp Phe Ala Glu Gin His Pro Gly Glu 

195 200 205 

Gin Leu Thr Leu Ser Leu Glu Asn Arg Thr He Asn Leu Pro Gly Arg 

210 21S 220 

Thr Thr Tyr Pro Phe His He Asp Asp Val Thr Arg 
225 230 235 



<210> 1805 

<211> 833 

<212> DNA 

<213> Homo sapiens 

<400> 1805 

nccgcagtgg tgtgggacaa gaacaccggt 
60 

gacacgcgca ctcaaaagat ctgtaacgaa 
120 

aaggagatct gtggtctggg cctgtcgacc 
180 

ctcgacaacg ttgagggagc ccgtgcgagg 
240 

atggacactt gggtgctgtg gaacctgact 
300 

gatccgacca acgcgtcccg aaccatgctc 
360 

tcgatgtgcg aggtcatggg aattccaaag 
420 

gagatctacg gcta.tggtcg caagaacggc 
480 

cttggcgatc agcaggccgc cacctttggc 
540 

aacacgtacg gcaccggctg cttcatgctc 
600 

gagaacggtc tgctgaccac cgtctgctac 
660 



gagccggttt ataacgccat cgtgtggcag 
ctagctggtg acaagggcgc cgaccgctac 
tatttctctg gcccgaaggt caaatggatt 
gccgaggccg gcgatctgct cttcggtaac 
ggcggtacta acggtggcgt gcacatcacc 
atggacgtcc gaaagctgca gtgggacgac 
tccatgcttc ctgagatcaa gtcctcctcc 
ctgctgatcg ataccccgat ctccggcatt 
caggcttgct tccaaaaggg catggcgaag 
atgaacacag gtgaggaggc catcttctcc 
aagattggtg accagcccac cgtctatgcc 
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ctggaaggtt cgatcgccgt cgctggatcg ctggtacagt ggctgcgcga caacctcaag 
720 

atgttcgaga ccgccccgca aatcgaagcc ctcgccaaca ccgtcgagga caatggtggc 
780 

gcctactttg tgccggcctt ctctggcctg ttcgcgccgt actggcgtcc gga 
833 

<210> 1806 
<211> 277 
<212> PRT 

<213> Homo sapiens 



<400> 1806 



Xaa Ala 


Val 


Val 


Trp Asp 


Lys Asn Thr Gly 


Glu 


Pro 


val 


Tyr 


Asn 


Aia 


1 






5 




10 










15 




He Val 


Trp 


Gin 


Asp Thr 


Arg Thr Gin 


Lys 


He 


Cys 


Asn 


Glu 


Leu 


Ala 






20 




25 










30 






Gly Asp 


Lys Gly 


Ala Asp 


Arg Tyr Lys 


Glu 


He 


Cys 


Gly Leu 


Gly 


Leu 




35 






40 








45 








Ser Thr 


Tyr 


Phe 


Ser Gly 


Pro Lys Val 


Lys 


Trp 


He 


Leu Asp 


Asn 


vai 


50 








55 






60 










Glu Gly 


Ala 


Arg 


Ala Arg 


Ala Glu Ala Gly 


Asp 


Leu 


Leu 


Phe 


Gly 


Asn 


65 






70 






75 










80 


Met Asp 


Thr 


Trp 


Val Leu 


Trp Asn Leu 


Thr 


Gly Gly 


Thr 


Asn 


Gly 


Gly 






85 




90 










95 




Val His 


He 


Thr 


Asp Pro 


Thr Asn Ala 


Ser 


Arg 


Thr 


Met 


Leu 


Met 


Asp 






100 




105 










110 






Val Arg 


Lys 


Leu 


Gin Trp 


Asp Asp Ser 


Met 


Cys 


Glu 


Val 


Met 


Gly 


He 




US 






120 








125 








Pro Lys 


Ser 


Met 


Leu Pro 


Glu He Lys 


Ser 


Ser 


Ser 


Glu 


He 


Tyr 


Gly 


130 








135 






140 










Tyr Gly 


Arg Lys 


Asn Gly 


Leu Leu He 


Asp 


Thr 


Pro 


He 


Ser 


Gly 


He 


145 






150 






155 










160 


Leu Gly 


Asp 


Gin 


Gin Ala 


Ala Thr Phe Gly 


Gin 


Ala 


Cys 


Phe 


Gin 


Lys 








165 




170 










175 




Gly Met 


Ala 


Lys 


Asn Thr 


Tyr Gly Thr Gly 


Cys 


Phe 


Met 


Leu 


Met 


Asn 






180 




185 










190 






Thr Gly 


Glu 


Glu 


Ala He 


Phe Ser Glu 


Asn 


Gly Leu 


Leu 


Thr 


Thr 


Val 




195 






200 








205 








Cys Tyr 


Lys 


lie 


Gly Asp 


Gin Pro Thr 


Val 


Tyr 


Ala 


Leu 


Glu 


Gly 


Ser 


210 








215 






220 










He Ala 


Val 


Ala 


Gly Ser 


Leu Val Gin Trp 


Leu 


Arg 


Asp 


Asn 


Leu 


Lys 


225 






230 






235 










240 


Met Phe 


Glu 


Thr 


Ala Pro 


Gin He Glu 


Ala 


Leu 


Ala 


Asn 


Thr 


Val 


Glu 








245 




250 










255 




Asp Asn 


Gly Gly 


Ala Tyr 


Phe Val Pro 


Ala 


Phe 


Ser 


Gly Leu 


Phe 


Ala 






260 




265 










270 






Pro Tyr 


Trp Arg 


Pro 



















275 



<210> 1807 

<211> 420 

<212> DNA 

<213> Homo sapiens 
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<400> 1807 

nnntatcggc aaggtggtcg aaatggctct tgactatgtc aacggtgaca cgtgcgccgc 
60 

gaccgcccca ttcatttgtc gtttgacgtc gacgcgatgg accctagcgt ggccccgagc 
120 

acaggcacac cggtgcgtgg tggtctcaca ttccgagaag gccactacat atgcgaggcg 
180 

gtagctgaga ccggctcgtt ggtggctatg gatatggtag aagtcaaccc ccatcttgaa 
240 

aagcatgcgg ctgagcagac gatcgccgtg ggttgttccc tcattcgttc ggcgctgggg 
300 

gagacgcttc tgtaatgggt gcatgatggg ccggtggtcc atagccatgc atagacactc 

360 

cgggcgctga tatgatgagt gacatagcac gtacgataaa tctcggtttt gagcacgcgt 
420 

<210> 1808 
<211> 88 
<212> PRT 

<213> Homo sapiens 
c400> 1808 

His Val Arg Arg Asp Arg Pro lie His Leu Ser Phe Asp Val Asp Ala 

15 10 15 

Met Asp Pro Ser Val Ala Pro Ser Thr Gly Thr Pro Val Arg Gly Gly 

20 25 30 

Leu Thr Phe Arg Glu Gly His Tyr lie Cys Glu Ala Val Ala Glu Thr 

35 40 45 

Gly Ser Leu Val Ala Met Asp Met Val Glu Val Asn Pro His Leu Glu 

50 55 60 

Lys His Ala Ala Glu Gin Thr He Ala Val Gly Cys Ser Leu He Arg 
65 70 75 80 

Ser Ala Leu Gly Glu Thr Leu Leu 
85 

<210> 1809 
c2ll> 340 
<212> DNA 

<213> Homo sapiens 



tcgcatcggt gagcctcggc gcgatgcgcg tgttcgacct tcgccatcgc 
tcacgcatgc gtatcgcctc gggcatggca gcctcctcgt gatgcggggc 
ccgaatggca gcatcgcgtg ccgaaagcgc cgggtgtgca gggcgagcgc 
cgtttcggcg cgtgatgccg gtcggtatgg gccggtaaca accggcgtcg 
cggatcgccg ggcgattcgc gccccgtttt cgcgattcat gcgcgatcga 
cggtcgcatg tgcggcacgt tgccgcacgn 



<400> 1809 
nnaccggtga 
60 

cagaccggtg 
120 

cccacccagg 
180 

gtgaacctga 
240 

ccgaggtgcc 
300 

tacgggcagg 
340 
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<210> 1810 
<211> 75 
<212> PRT 

<213> Homo sapiens 
<400> 1810 

Xaa Pro Val He Ala Ser Val Ser Leu Gly Ala Met Arg Val Phe Asp 

15 10 15 

Leu Arg His Arg Gin Thr Gly Val Thr His Ala Tyr Arg Leu Gly His 

20 25 30 

Gly Ser Leu Leu Val Met Arg Gly Pro Thr Gin Ala Glu Trp Gin His 

35 40 45 

Arg Val Pro Lys Ala Pro Gly Val Gin Gly Glu Arg Val Asn Leu Thr 

50 55 60 

Phe Arg Arg Val Met Pro Val Gly Met Gly Arg 
65 70 75 



<210> 1811 

<211> 500 

<212> DNA 

<213> Homo sapiens 



<400> 1811 

nnacgcgtgc taggaatagc catggactca tcatcagata catgctggat ttatacttca 
60 

ctgggtggat tgtatgagct gctcgtaaaa gatgaggctc gcgatatgtg gcatttgttg 
120 

ctgaaacggt gcgactttga gaaggcacta acattttgtc gtgatgagac gtgtcggaag 
180 

caggtactgg aaaagaaggg cgatgcactg ctacacgcag gtcagctcat ggaggccgtc 
240 

gagtgctatg ctcaggccca gacaccggcc tttgaacagg ttgtgctttc tttgatggac 
300 

gtctgtgccg acaaggcatt gcgtcgatat gtcagactgc gtctcgacaa gatgccgaaa 
360 

caagctcgcg tgcctcgtct catgctggct acttggctca ttgaattgta tgtggccgcc 
420 

attcaagcgc atgaacccac ctccgaacat tatcagacac ttttgctgga agcccaggag 
480 

acacttgagc ggcatcatga 
500 



<210> 1812 
<211> 166 
<212> PRT 

<213> Homo sapiens 



<400> 1812 

Xaa Arg Val Leu Gly He Ala Met Asp Ser Ser Ser Asp Thr Cys Trp 

IS 10 15 

He Tyr Thr Ser Leu Gly Gly Leu Tyr Glu Leu Leu Val Lys Asp Glu 

20 25 30 

Ala Arg Asp Met Trp His Leu Leu Leu Lys Arg Cys Asp Phe Glu Lys 
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35 



Ala 


Leu 


Thr Phe 




50 




Lys 


Lys 


Gly Asp 


65 






Glu 


Cys 


Tyr Ala 


Ser 


Leu 


Met Asp 






100 


Leu 


Arg 


Leu Asp 






115 


Leu 


Ala 


Thr Trp 




130 




Glu 


Pro 


Thr Ser 


145 






Thr 


Leu 


Glu Arg 



Cys Arg 

Ala Leu 

70 
Gin Ala 
85 

Val Cys 

Lys Met 

Leu lie 

Glu His 
150 
His His 
165 



40 
Asp Glu 
55 

Leu His 

Gin Thr 

Ala Asp 

Pro Lys 
120 
Glu Leu 
135 

Tyr Gin 



Thr Cys 

Ala Gly 

Pro Ala 

90 
Lys Ala 
105 

Gin Ala 
Tyr Val 
Thr Leu 



Arg Lys 

60 
Gin Leu 
75 

Phe Glu 

Leu Arg 

Arg Val 

Ala Ala 
140 
Leu Leu 
155 



45 

Gin Val 

Met Glu 

Gin Val 

Arg Tyr 
110 
Pro Arg 
125 

lie Gin 
Glu Ala 



Leu Glu 

Ala Val 
80 

Val Leu 
95 

Val Arg 

Leu Met 

Ala His 

Gin Glu 
160 



<210> 1813 

<211> 426 

<212> DNA 

<213> Homo sapiens 



<400> 1813 

tctagagccg ttgtgatcgg tatccatggt tggatggggt tcatctcgat ggaggagtgt 
60 

gtcctgaggg gtggcagtga cctggtaggg gtgcctgcgg cgtcgcggct tgcgatcgct 
120 

ggttctcggg gatgactctc ggatgaatat agatctgcta agacgtcatt agattcgctt 
180 

ggcgcttggt tgggaacggg tgtgaagcag ccttctgatg gatgtatttt tgcgttgttg 
240 

aataaggttt caatattaat tgaatatggc gctagatgct ggtttaggat cagttgacgt 
300 

ccgctgtaga tcctccctat ggtcattctg gggccaggcg cttcgccagc tggccatcgc 
360 

aacaatggtg tggcgaaggg ttatgaggtg agtatggctg agcaagtcgt tggacaggcg 
420 

tctaca 
426 



<210> 1814 

<211> 108 

<212> PRT 

<213> Homo sapiens 



<400> 1814 

Met Thr lie Gly Arg He Tyr Ser Gly Arg Gin Leu He Leu Asn Gin 

15 10 15 

His Leu Ala Pro Tyr Ser He Asn He Glu Thr Leu Phe Asn Asn Ala 

20 25 30 

Lys He His Pro Ser Glu Gly Cys Phe Thr Pro Val Pro Asn Gin Ala 

3S 40 45 

Pro Ser Glu Ser Asn Asp Val Leu Ala Asp Leu Tyr Ser Ser Glu Ser 
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50 55 
His Pro Arg Glu Pro Ala lie Ala 
65 ~ 70 

Thr Arg Ser Leu Pro Pro Leu Arg 
85 

Pro He Gin Pro Trp He Pro He 
100 



60 

Ser Arg Asp Ala Ala Gly Thr Pro 

75 80 
Thr His Ser Ser He Glu Met Asn 

90 95 
Thr Thr Ala Leu 
105 



<210> 1915 

<211> 303 

<212> DNA 

<213> Homo sapiens 



<400> 1815 

ggcgcccaca tggctacgct cgcaccgcgg cacaaggtaa gccgtagcgg cgggatcgag 
60 

cgccaggccg cgcatctcgg catggagcgc gatcagttcg gccatcatcg cgtcgtcggg 
120 

cgtgccgatc tcgaggggca acgccgcgcc gagccgcgaa gccagatcgg gcagcgcgat 
180 

ccgccagcca tcggcaaatt cgcgagtgat gacgagcaag ggccgcctgg tctcctgcgc 
240 

ccggttccag cagtggaaca cgttcgcctc gggcagacgg gcggcatcgg cgatcacggt 
300 
acc 
303 

<210> 1816 
<211> 98 
<212> PRT 

<213> Homo sapiens 

<400> 1816 
Met Ala Thr Leu Ala 

1 5 
Glu Arg Gin Ala Ala 
20 

His Arg Val Val Gly 
35 

Pro Arg Ser Gin He 
50 

Ala Ser Asp Asp Glu 
65 

Ala Val Glu His Val 
85 

Gly Thr 



Pro Arg His Lys Val Ser Arg Ser Gly Gly He 

10 15 
His Leu Gly Met Glu Arg Asp Gin Phe Gly His 

25 30 
Arg Ala Asp Leu Glu Gly Gin Arg Arg Ala Glu 

40 45 
Gly Gin Arg Asp Pro Pro Ala He Gly Lys Phe 

55 " 60 
Gin Gly Pro Pro Gly Leu Leu Arg Pro Val Pro 
70 75 80 

Arg Leu Gly Gin Thr Gly Gly He Gly Asp His 
90 95 



<210> 1817 

<211> 413 

<212> DNA 

<213> Homo sapiens 

c400> 1817 
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nncagcttgc aagaccgcgg ccacacagtg tacatcttaa catcacatct cgatgcgtcg 
60 

catgcgtttg agcccacacg cgatggcaca cttcaggtca ttcacgcaaa gacatggatc 
120 

ccgcgctcct tatttcacat gctgcatctg cgatggccat tcgcagcagt tttttctctt 
180 

gtgatgcagg tcgtggtagc agcgtatgga tcgtcactcg cacgccactt gccgcatgcg 
240 

tacagggcgt gacgcatgtc ccgtcaaact cgctcccaga cgtgtttgtt attgaccaac 
300 

ttccagcagc gataccccta atcaaactcc tgtgtgggcg gcgtgtcatg tactactgtc 
360 

acttccctga caaagaaatc agcgctgctc tggctcgaca gcgaggcacg cgt 
413 

<210> 1818 

<211> 83 

<212> PRT 

<213> Homo sapiens 

<400> 1818 

Xaa Ser Leu Gin Asp Arg Gly His Thr Val Tyr lie Leu Thr Ser His 

15 10 15 

Phe Asp Ala Ser His Ala Phe Glu Pro Thr Arg Asp Gly Thr Leu Gin 

20 25 30 

Val He His Ala Lys Thr Trp lie Pro Arg Ser Leu Phe His Met Leu 

35 40 45 

His Leu Arg Trp Pro Phe Ala Ala Val Phe Ser Leu Val Met Gin Val 

50 55 60 

Val Val Ala Ala Tyr Gly Ser Ser Leu Ala Arg His Leu Pro His Val 
65 70 75 80 

Tyr Arg Ala 



<210> 1819 

<211> 343 

<212> DNA 

<213> Homo sapiens 

<400> 1819 

ggatccaaga gtggggcatc aggaacatgc catggttgtc gtggtgctgg aatgagaaca 
60 

atcacaagac agataggcct tggcatgatc caacagatga acactgtttg ccctgaatgc 
120 

aaaggatcag gtgagatcat aagtgacaag gacaaatgcc caagctgtaa aggaaacaaa 
180 

gtagtccagg agaagaaggt gttagaggtt catgtggaga aaggaatgca acataaccaa 
240 

aagattgtat tccagggtca ggctgatgaa gctcctgata cgggtacagg agacattgtt 
300 

tttgtcttgc aacttaaaga ccatccaaaa tttaagagga tgt 
343 

<210> 1820 
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<211> 114 
<212> PRT 
<213> Homo sapiens 



<400> 1820 

Gly Ser Lys Ser Gly Ala Ser Gly 

1 5 
Gly Met Arg Thr lie Thr Arg Gin 
20 

Met Asn Thr Val Cys Pro Glu Cys 

35 40 
Asp Lys Asp Lys Cys Pro Ser Cys 

50 55 
Lys Lys Val Leu Glu Val His Val 
65 70 
Lys lie Val Phe Gin Gly Gin Ala 
85 

Gly Asp He Val Phe Val Leu Gin 
100 

Arg Met 



Thr Cys His Gly Cys Arg Gly Ala 

10 15 
He Gly Leu Gly Met He Gin Gin 
25 30 
Lys Gly Ser Gly Glu He He Ser 
45 

Lys Gly Asn Lys Val Val Gin Glu 
60 

Glu Lys Gly Met Gin His Asn Gin 

75 80 
Asp Glu Ala Pro Asp Thr Gly Thr 

90 95 
Leu Lys Asp His Pro Lys Phe Lys 
105 HO 



<210> 1821 

<211> 285 

<212> DNA 

<213> Homo sapiens 



<400> 1821 

aagcttgagt tcagcaagat cttggaggct attaaggcaa acttcaacga caagttcgat 
60 

gaggtcggga agaagtgggg aggtggcatc atgggatcca agtcgcaggc caagaccaag 
120 

gcccgggaaa agttgctcgc caaggaggcc gcccagcgga tgacctagat tgtctactgc 
180 

tgtgtctgcc ctgtagtttg acggggaaga actgatgaac tcgtattgtg gttttccgaa 
240 

tctagtttca tatgtttctg tccaccagac catgtttaga agctt 
285 



<210> 1822 

<211> 55 

<212> PRT 

<213> Homo sapiens 

<400> 1822 

Lys Leu Glu Phe Ser Lys He Leu Glu Ala He Lys Ala Asn Phe Asn 

15 10 15 

Asp Lys Phe Asp Glu Val Gly Lys Lys Trp Gly Gly Gly He Met Gly 

20 25 30 

Ser Lys Ser Gin Ala Lys Thr Lys Ala Arg Glu Lys Leu Leu Ala Lys 

35 40 45 

Glu Ala Ala Gin Arg Met Thr 
50 55 
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<210> 1823 

<211> 387 

<212> DNA 

<213> Homo sapiens 

<400> 1823 

ngttggctgc tgttgctggg cgttctgtcc ctgacgggct gcgcccgttc cgatgcgctg 
60 

tggsgcgtgg tcgataagct ctgcatggcc aactatcagc aaaagcgcga tccggccccg 
120 

tgtgagcaga tttatatgcc gcagggtaaa gcgcagggct ttagcgtgct gcaaaacccg 
180 

cgttatccct a t cat t teat tctggtgccg acggcgccgc tttceggcat tgaaagcccg 
240 

ctgctgctgg ccggagagcg aacggactat tttggctatg catggctgat gcgttaccgg 
300 

ctggccgccg agtatggcgg gccggtgccg gacgacaggc tgggcatggc gatcaactcc 
360 

gcttacggcc geagecagaa ccaattg 
387 

<210> 1824 

<211> 129 

<212> PRT 

<213> Homo sapiens 



<400> 1824 


























Xaa 


Trp 


Leu 


Leu 


Leu 


Leu Gly Val 


Leu 


Ser 


Leu Thr 


Gly 


Cys 


Ala 


Arg 


1 








5 










10 








15 




Ser 


Asp 


Ala 


Leu 


Trp 


Gly Val 


Val 


Asp 


Lys 


Leu Cys 


Met 


Ala 


Asn 


Tyr 








20 










25 








30 






Gin 


Gin 


Lys 
35 


Arg 


Asp 


Pro 


Ala 


Pro 
40 


Cys 


Glu 


Gin He 


Tyr 
45 


Met 


Pro 


Gin 


Gly 


Lys 
50 


Ala 


Gin 


Gly 


Phe 


Ser 
55 


Val 


Leu 


Gin 


Asn Pro 
60 


Arg 


Tyr 


Pro 


Tyr 


His 


Phe 


He 


Leu 


Val 


Pro 


Thr 


Ala 


Pro 


Leu 


Ser Gly 


He 


Glu 


Ser 


Pro 


65 










70 










75 








80 


Leu 


Leu 


Leu 


Ala 


Gly 
85 


Glu 


Arg 


Thr 


Asp 


Tyr 
90 


Phe Gly 


Tyr 


Ala 


Trp 
95 


Leu 


Met 


Arg 


Tyr 


Arg 
100 


Leu 


Ala 


Ala 


Glu 


Tyr 
105 


Gly 


Gly Pro 


Val 


Pro 
110 


Asp 


Asp 


Arg 


Leu 


Gly 
115 


Met 


Ala 


He 


Asn 


Ser 
120 


Ala 


Tyr 


Gly Arg 


Ser 
125 


Gin 


Asn 


Gin 



Leu 



<210> 1825 

<211> 413 

<212> DNA 

<213> Homo sapiens 

<400> 1825 

gtgeaeggae gaccgcgcac agggactcgt gtgccgcgca tgggacgacg gcgatgcgtg 
60 
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tgcgtgcata ccgctgctct ggcaggtcgt gcgtgcgatt gtcgccgaca catcggcggc 
120 

ttggcacgtc gtgattgggc gcctaggcac catgtcgcag gccgacatgg acatgtgggc 
180 

gtcgtgcctc gatacgcgcg acccttcctg ctctcggtgg gccttgtgtg cctggagcgc 
240 

gatgcctggc ctacgggcac gcgatgcatc ggtggtctac ctgtcggaca tgccgctggg 
300 

tctggcctca ggtgcgtggc cgatccgcgt gcctcgctcg gcgttatgtg tctgccggcg 
360 

cctatgccat tcatctcgtg cagctacgtc acctggctga tctcgacgcg get 
413 

<210> 1826 

<211> 124 

<212> PRT 

<213> Homo sapiens 

<400> 1826 



Met 


Gly 


Arg 


Arg 


Arg 


Cys Val Cys 


Val 


His 


Thr 


Ala 


Ala 


Leu Ala 


Gly 


1 








5 






10 








15 




Arg 


Ala 


Cys 


Asp 
20 


Cys 


Arg Arg His 


lie 
25 


Gly 


Gly 


Leu 


Ala 


Arg Arg 
30 


Asp 


Tip 


Ala 


Pro 


Arg 


His 


His Val Ala 


Gly 


Arg 


His Gly 


His 


Val Gly 


Val 






35 






40 










45 






Val 


Pro 
50 


Arg 


Tyr 


Ala 


Arg Pro Phe 
55 


Leu 


Leu 


Ser 


Val 
60 


Gly 


Leu Val 


Cys 


Leu 


Glu 


Arg 


Asp 


Ala 


Trp Pro Thr 


Gly 


Thr 


Arg 


Cys 


He 


Gly Gly 


Leu 


65 










70 






75 








80 


Pro 


Val 


Gly 


His 


Ala 
85 


Ala Gly Ser 


Gly 


Leu 
90 


Arg 


Cys 


Val 


Ala Asp 
95 


Pro 


Arg 


Ala 


Ser 


Leu 


Gly Val Met Cys 


Leu 


Pro 


Ala 


Pro 


Met 


Pro Phe 


He 








100 






105 










110 




Ser 


Cys 


Ser 
115 


Tyr 


Val 


Thr Trp Leu 
120 


He 


Ser 


Thr 


Arg 









<210> 1827 
<211> 345 
<212> DNA 

<213> Homo sapiens 
<400> 1827 

ctggccaact gggtgccgga cctgttcatg aagegegteg aagccgacca ggaatggtcg 
60 

ctgttcgatc cgcgcgtggt geeggagtte accgacctgt teggegaage cttcgaagcc 
120 

gcctacctgc aggecgaage gcagggcaag gccaaccgca cgatctctgc ccgcaagctg 
180 

tacgcccgca tgatgegtae getggecgag accggcaacg gctggatgac cttcaaggac 
240 

aagtgcaacc gcgccagcaa ccagaccctg cgtccgggca aegtgatcca cctgtccaac 
300 

ctgtgcaccg aaatcctgga agtcacttcc aacgatgaaa ccgcg 
345 
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<210> 1828 
<211> 115 
<212> PRT 

<213> Homo sapiens 
<400> 1828 

Leu Ala Asn Trp Val Pro Asp Leu Phe Met Lys Arg Val Glu Ala Asp 

15 10 15 

Gin Glu Trp Ser Leu Phe Asp Pro Arg Val Val Pro Glu Phe Thr Asp 

20 25 30 

Leu Phe Gly Glu Ala Phe Glu Ala Ala Tyr Leu Gin Ala Glu Ala Gin 

35 40 45 

Gly Lys Ala Asn Arg Thr lie Ser Ala Arg Lys Leu Tyr Ala Arg Met 

50 55 60 

Met Arg Thr Leu Ala Glu Thr Gly Asn Gly Trp Met Thr Phe Lys Asp 
65 70 75 80 

Lys Cys Asn Arg Ala Ser Asn Gin Thr Leu Arg Pro Gly Asn Val He 

85 90 95 

His Leu Ser Asn Leu Cys Thr Glu He Leu Glu Val Thr Ser Asn Asp 
100 105 HO 

Glu Thr Ala 
115 

<210> 1829 

<211> 4457 

<212> DNA 

<213> Homo sapiens 

<400> 1829 

attccaatgg ttgtgtctga ttttgatctt ccagaccaac agatagaaat acttcagagt 
60 

tctgactcgg gatgttcaca gtcctctgct ggggacaact tgagttacga agttgatcct 
120 

gaaaccgtga atgcccaaga ggattctcaa atgcccaagg aaagctcccc agatgatgat 
180 

gttcaacagg tagtatttga cctgatatgt aaagttgtaa gtggcctcga agtggaatct 
240 

gcatcagtta catctcaatt agaaattgaa gctatgcccc caaagtgcag tgatatagat 
300 

ccagatgaag agacgattaa aattgaagat gactccattc gacagagtca gaatgctttg 
360 

ctgagtaatg aaagttctca gtttctgtct gtgtctgcag agggaggcca tgagtgtgtg 
420 

gcaaatggaa tctccaggaa tagctcctca ccttgtattt caggaaccac acacactctt 
480 

catgactctt ctgttgcttc catagaaacc aaatctagac aaaggagtca cagtagtatt 
540 

caattcagct tcaaagaaaa attatcagaa aaagtttcgg agaaggaaac aatagttaag 
600 

gagtcaggta aacaaccagg agcaaaacct aaagtaaaac ttgccagaaa aaaggatgat 
660 

gacaagaaaa aatcttcaaa tgaaaaactc aaacaaacca gtgtattctt cagtgatggt 
720 
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ctggatttag agaactggta tagctgtgga gagggagaca tttctgaaat tgagagtgac 
780 

acgggttctc caggatctcg aaaatctccc aatctcaaca ttcatcctct ctatcaacat 
840 

gtgctcctgt atctccagtc gtatgattca tccaggactt tgtatgcttt ctctgccatc 
900 

aaagccatct tgaaaactaa ccctatagct tttgtaaatg ccatttcaac tactagtgta 
960 

aataatgcat atactcctca gttgtctctc cttcagaatc tattggccag acaccggatt 
1020 

tctgttatgg gcaaagattt ttatagtcac attccagtgg actcaaatca taacttccgg 
1080 

agttctatgt acatagaaat tcttatttct ctctgcttat attacatgcg tagccattac 
1140 

ccaactcatg tcaaggttac tgcacaagat ttaataggca atcgaaacat gcaaatgatg 
1200 

agcatagaaa ttctgacact actcttcact gagctggcaa aagtaataga aagctcagcg 
1260 

aagggtttcc ctagttttat ttctgatatg ttatctaagt gcaaagttca gaaagtgatt 
1320 

cttcattgtt tgctgtcatc tatctttagt gctcagaaat ggcatagtga aaaaatggca 
1380 

ggtaagaacc tggttgctgt ggaagaaggt ttctcagagg acagccttat taatttctca 
1440 

gaggatgaat ttgacaatgg cagcacgttg cagtcacaac ttcttaaggt gcttcagagg 
1500 

ctgattgttc tagaacacag agtaatgact attcctgaag agaatgaaac aggttttgat 
1560 

tttgttgtat ctgacttaga acacatcagt ccccatcaac ccatgacttc tcttcagtat 
1620 

ttgcatgctc agccaatcac atgtcaaggc atgttcctct gtgcagtgat acgagctttg 
1680 

catcagcact gtgcatgtaa gatgcaccca caatggattg gtttaatcac atctactctg 
1740 

ccttacatgg gaaaagttct gcagagagtg gttgtttctg tgacactaca actgtgcaga 
1800 

aatttagata atctaattca gcagtacaaa tacgaaacag gattatctga tagtaggcct 
1860 

ctgtggatgg catcaattat tccaccagat atgattctta ctcttttgga agggattaca 
1920 

gccattatcc attactgttt gttggatcca actacacagt atcaccaact tttggtcagt 
1980 

gtagaccaga aacacttgtt tgaagcacgc agtggaatcc tctcaatcct tcatatgatc 
2040 

atgtcctctg tgacactgct ttggagcata ctgcatcaag ctgattcttc agaaaagatg 
2100 

actattgccg catccgcatc tcttaccact attaatcttg gagctacaaa gaacttgaga 
2160 

caacagattc ttgaattgtt gggccccatt tcaatgaatc atggtgttca ctttatggct 
2220 

gccattgcat ttgtgtggaa tgaaagaaga cagaataaaa caaccaccag gaccaaggtc 
2280 

attcctgcag ccagtgaaga acagctttta ttagtggaat tggttcgttc aatcagtgtc 
2340 
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atgagagcag aaactgttat ccagactgta 
2400 

gccaaggaca agaaacatct ttctttggaa 
2460 

attcaaagaa ttccagtgcc caatttagtg 
2520 

aaagactcta tacaactgag tcttccagct 
2580 

aatgagttta ttatgaaaaa ccctagtttg 
2640 

gatgtaactc acaaaatagt ggatgcaatt 
2700 

acaacatggc tgcgacgaaa tcttgaagtt 
2760 

accaatttgg aatctgatgt tgaagatatg 
2820 

actccttctg tatatagtgt ccatgcattg 
2880 

ttggatatgg ttttctatag tgatgaaaag 
2940 

atgcattatg ttgtgcccta cctcagaaat 
3000 

gcttgtgtcc agctgctcag cagtcttagt 
3060 

aaagaagctt ttgacctctt tatggatccc 
3120 

aatcattgga gagcaattat ggacaatctg 
3180 

ttgatgactc gtgtagcagt ggctcaaagc 
3240 

gtggagctag aacagagagc tatgcttctt 
3300 

gaaattgacc agtaccagaa atatcttcca 
3360 

cgtttgccac aggtgccaac tctccattct 
3420 

ttaagaatgt ctccccaaca tcttacctca 
3480 

caagtatttt tactgatgga gcaggaactc 
3540 

gggccctctg tggctggtct ggagacaacg 
3600 

tataacagcc agcggtggtt aaacctctat 
3660 

ctcgcattgc cctctgaaaa ccttcctcag 
3720 

gaagcctcag atgattcagg tttggaagtc 
3780 

aaaccttacg tggtacgact agcaaaactt 
3840 

gaagacaact cagggagaac attgggttgg 
3900 

accgtgcgca gtatggagca gctcctgccg 
3960 



aaagaagttt taaagcagcc accagccata 
gtctgcatgc ttcagttttt ctatgcttat 
gatagctggg cgtcactgtt gatacttctg 
ccagggcagt ttcttatact tggggttctg 
gaaaataaaa aagaccaaag agaccttcag 
ggtgcaattg ctggttcttc tctggaacag 
aagccttctc ccaaaataat ggtagatgga 
ttatcacctg caatggaaac cgcaaacata 
acattactct ctgaggtttt ggctcatctt 
gagcgggtta ttcctttact tgtaaatatt 
cacagtgcac ataatgcccc tagttatcga 
gggtatcagt acacacggag agcttggaaa 
agtttctttc agatggatgc ctcttgtgtt 
atgacacatg ataaaacaac atttagagat 
agttcactta atctctttgc aaaccgtgat 
aaaagattag catttgctat ttttagcagt 
gatatacaag agagattggt tgagagtctc 
caagtgttcc tgtttttcag agtgttactt 
ctctggccta ccatgactac agaacttgta 
actgctgatg aagatatttc acggacttca 
tacacaggag gtaatggctt ctctacttca 
ctctctgctt gcaaattttt ggatttggct 
tttcagatgt accgatgggc ctttattcca 
agaaggcagg gtatacatca acgagaattt 
cttcggaaaa gagcaaagaa aaatccagag 
gagccagggc acttgctgct caccatctgc 
ttcttcaatg tgctcagtca agtcttcaac 
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agcaaagtca caagccgatg tggaggacac tcagggagtc ctatcctcta ctcaaatgcc 
4020 

ttccctaata aggacatgaa actggagaac cacaaaccat gttccagcaa agccaggcaa 
4080 

aaaatagaag agatggtaga aaaagatttt ctggaaggga tgataaaaac ttgagcacca 
4140 

ttgctggttc catttagctt acatgtaaat gtaattattt aaaacacaca cactgctctg 
4200 

cgttgtatag tttttccttt tttgtatgta acagaacaca tttcagattg tatttaattt 
4260 

aaatatttgt atataagagc aaatgtctga atgtggcctg aatcaagttt aaatattgtt 
4320 

ggctcatact gattatggtg cctaagagag ctatatatat acacatgtaa agtccattgt 
4380 

ttttattgtc ctgagttgtc ttaaacctgc aaaatataca ctacccattt tttttttcaa 
4440 

aaaaaaaaaa aaaaaaa 
4457 

<210> 1830 
<211> 1377 
<212> PRT 

<213> Homo sapiens 



<400> 1830 














Glu 


lie Pro Met Val Val 


Ser Asp 


Phe Asp Leu 


Pro Asp 


Gin 


Gin 


He 


1 5 




10 








IS 




lie Leu Gin Ser Ser 


Asp Ser 


Gly Cys Ser 


Gin Ser 


Ser 


Ala 


Gly 


Asp 


20 




25 






30 






Asn Leu Ser Tyr Glu 


Val Asp 


Pro Glu Thr 


Val Asn 


Ala 


Gin 


Glu 


Asp 


35 




40 




45 








Ser Gin Met Pro Lys 


Glu Ser 


Ser Pro Asp 


Asp Asp 


Val 


Gin 


Gin 


Val 


50 


55 




60 










Val Phe Asp Leu He 


Cys Lys 


Val Val Ser 


Gly Leu 


Glu 


Val 


Glu 


Ser 


65 


70 




75 








60 


Ala Ser Val Thr Ser 


Gin Leu 


Glu He Glu 


Ala Met 


Pro 


Pro 


Lys 


Cys 


85 




90 








95 




Ser Asp He Asp Pro 


Asp Glu 


Glu Thr He 


Lys He 


Glu 


Asp 


Asp 


Ser 


100 




105 






110 






He Arg Gin Ser Gin 


Asn Ala 


Leu Leu Ser 


Asn Glu 


Ser 


Ser 


Gin 


Phe 


115 




120 




125 








Leu Ser Val Ser Ala 


Glu Gly 


Gly His Glu 


Cys Val 


Ala 


Asn 


Gly 


He 


130 


135 




140 










Ser Arg Asn Ser Ser 


Ser Pro 


Cys He Ser 


Gly Thr 


Thr 


His 


Thr 


Leu 


145 


150 




155 








160 


His Asp Ser Ser Val 


Ala Ser 


He Glu Thr 


Lys Ser 


Arg 


Gin 


Arg 


Ser 


165 




170 








175 




His Ser Ser He Gin 


Phe Ser 


Phe Lys Glu 


Lys Leu 


Ser 


Glu 


Lys 


Val 


180 




185 






190 






Ser Glu Lys Glu Thr 


He Val 


Lys Glu Ser 


Gly Lys 


Gin 


Pro 


Gly 


Ala 


195 




200 




205 








Lys Pro Lys Val Lys 


Leu Ala 


Arg Lys Lys 


Asp Asp 


Asp 


Lys 


Lys 


Lys 


210 


215 




220 










Ser Ser Asn Glu Lys 


Leu Lys 


Gin Thr Ser 


Val Phe 


Phe 


Ser 


Asp 


Gly 
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22 5 230 23S 240 

Leu Asp Leu Glu Asn Trp Tyr Ser Cys Gly Glu Gly Asp lie Ser Glu 

245 250 255 

He Glu Ser Asp Met Gly Ser Pro Gly Ser Arg Lys Ser Pro Asn Phe 

260 265 270 

Asn He His Pro Leu Tyr Gin His Val Leu Leu Tyr Leu Gin Leu Tyr 

275 280 285 

Asp Ser Ser Arg Thr Leu Tyr Ala Phe Ser Ala He Lys Ala He Leu 

290 295 300 

Lys Thr Asn Pro He Ala Phe Val Asn Ala He Ser Thr Thr Ser Val 
305 310 315 320 

Asn Asn Ala Tyr Thr Pro Gin Leu Ser Leu Leu Gin Asn Leu Leu Ala 

32S 330 335 

Arg His Arg He Ser Val Met Gly Lys Asp Phe Tyr Ser His He Pro 

340 345 350 

Val Asp Ser Asn His Asn Phe Arg Ser Ser Met Tyr He Glu He Leu 

355 360 365 

He Ser Leu Cys Leu Tyr Tyr Met Arg Ser His Tyr Pro Thr His Val 

370 375 380 

Lys Val Thr Ala Gin Asp Leu He Gly Asn Arg Asn Met Gin Met Met 
385 390 395 400 

Ser He Glu He Leu Thr Leu Leu Phe Thr Glu Leu Ala Lys Val He 

405 410 415 

Glu Ser Ser Ala Lys Gly Phe Pro Ser Phe He Ser Asp Met Leu Ser 

420 425 430 

Lys Cys Lys Val Gin Lys Val He Leu His Cys Leu Leu Ser Ser He 

435 440 445 

Phe Ser Ala Gin Lys Trp His Ser Glu Lys Met Ala Gly Lys Asn Leu 

450 455 460 

Val Ala Val Glu Glu Gly Phe Ser Glu Asp Ser Leu He Asn Phe Ser 
465 470 475 480 

Glu Asp Glu Phe Asp Asn Gly Ser Thr Leu Gin Ser Gin Leu Leu Lys 

485 490 495 

Val Leu Gin Arg Leu He Val Leu Glu His Arg Val Met Thr He Pro 

500 505 510 

Glu Glu Asn Glu Thr Gly Phe Asp Phe Val Val Ser Asp Leu Glu His 

515 520 525 

He Ser Pro His Gin Pro Met Thr Ser Leu Gin Tyr Leu His Ala Gin 

530 535 540 

Pro He Thr Cys Gin Gly Met Phe Leu Cys Ala Val He Arg Ala Leu 
545 550 555 560 

His Gin His Cys Ala Cys Lys Met His Pro Gin Trp He Gly Leu He 

565 570 575 

Thr Ser Thr Leu Pro Tyr Met Gly Lys Val Leu Gin Arg Val Val Val 

S80 585 590 

Ser Val Thr Leu Gin Leu Cys Arg Asn Leu Asp Asn Leu He Gin Gin 

595 600 605 

Tyr Lys Tyr Glu Thr Gly Leu Ser Asp Ser Arg Pro Leu Trp Met Ala 

610 615 620 

Ser He He Pro Pro Asp Met He Leu Thr Leu Leu Glu Gly He Thr 
625 630 635 640 

Ala He He His Tyr Cys Leu Leu Asp Pro Thr Thr Gin Tyr His Gin 

645 650 655 

Leu Leu Val Ser Val Asp Gin Lys His Leu Phe Glu Ala Arg Ser Gly 
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660 










665 








670 






He Leu 


Ser He 


Leu 


His 


Met 


He 


Met 


Ser 


Ser Val 


Thr 


Leu 


Leu 


Trp 




675 








680 








685 








Ser lie 


Leu His 


Gin 


Ala 


Asp 


Ser 


Ser 


Glu 


Lys Met 


Thr 


He 


Ala 


Ala 


690 








695 








700 










Ser Ala 


Ser Leu 


Thr 


Thr 


He 


Asn 


Leu 


Gly 


Ala Thr 


Lys 


Asn 


Leu 


Arg 


705 






710 










715 








720 


Gin Gin 


He Leu 


Glu 


Leu 


Leu 


Gly 


Pro 


He 


Ser Met 


Asn 


His 


Gly 


Val 






725 










730 








735 




His Phe 


Met Ala 


Ala 


He 


Ala 


Phe 


Val 


Trp 


Asn Glu 


Arg 


Arg 


Gin 


Asn 




740 










745 








750 






Lys Thr 


Thr Thr 


Arg Thr 


Lys 


Val 


He 


Pro 


Ala Ala 


Ser 


Glu 


Glu 


Gin 




755 








760 








765 








Leu Leu 


Leu Val 


Glu 


Leu 


Val 


Arg 


Ser 


He 


Ser Val 


Met 


Arg 


Ala 


Glu 


770 








775 








780 










Thr Val 


He Gin 


Thr 


Val 


Lys 


Glu 


Val 


Leu 


Lys Gin 


Pro 


Pro 


Ala 


He 


785 






790 










795 








800 


Ala Lys 


Asp Lys 


Lys His 


Leu 


Ser 


Leu 


Glu 


Val Cys 


Met 


Leu 


Gin 


Phe 






805 










610 








815 




Phe Tyr 


Ala Tyr 


He 


Gin 


Arg 


He 


Pro 


Val 


Pro Asn 


Leu 


Val 


Asp 


Ser 




820 










825 








830 






Trp Ala 


Ser Leu 


Leu 


He 


Leu 


Leu 


Lys 


ASp 


Ser He 


Gin 


Leu 


Ser 


Leu 




835 








840 








845 








Pro Ala 


Pro Gly 


Gin 


Phe 


Leu 


He 


Leu 


Gly 


Val Leu 


Asn 


Glu 


Phe 


He 


850 








855 








860 










Met Lys 


Asn Pro 


Ser 


Leu 


Glu 


Asn 


Lys 


Lys 


Asp Gin 


Arg 


Asp 


Leu 


Gin 


865 






870 










875 








880 


Asp Val 


Thr His 


Lys 


He 


Val 


Asp 


Ala 


He 


Gly Ala 


He 


Ala 


Gly 


Ser 






885 










890 








895 




Ser Leu 


Glu Gin 


Thr 


Thr 


Trp 


Leu 


Arg 


Arg 


Asn Leu 


Glu 


Val 


Lys 


Pro 




900 










905 








910 






Ser Pro 


Lys He 


Met 


Val 


Asp 


Gly 


Thr 


Asn 


Leu Glu 


Ser 


Asp 


Val 


Glu 




915 








920 








925 








Asp Met 


Leu Ser 


Pro 


Ala 


Met 


Glu 


Thr 


Ala 


Asn He 


Thr 


Pro 


Ser 


Val 


930 








935 








940 










Tyr Ser 


Val His 


Ala 


Leu 


Thr 


Leu 


Leu 


Ser 


Glu Val 


Leu 


Ala 


His 


Leu 


945 






950 










955 








960 


Leu Asp 


Met Val 


Phe 


Tyr 


Ser 


Asp 


Glu 


Lys 


Glu Arg 


Val 


He 


Pro 


Leu 






965 










970 








975 




Leu Val 


Asn He 


Met 


His 


Tyr 


Val 


Val 


Pro 


Tyr Leu 


Arg 


Asn 


His 


Ser 




980 










985 








990 






Ala His 


Asn Ala 


Pro 


Ser 


Tyr 


Arg 


Ala 


Cys 


Val Gin 


Leu 


Leu 


Ser 


Ser 




995 








1000 






1005 






Leu Ser 


Gly Tyr 


Gin Tyr 


Thr 


Arg 


Arg 


Ala 


Trp Lys 


Lys 


Glu 


Ala 


Phe 


1010 






1015 






1020 








Asp Leu 


Phe Met 


Asp Pro 


Ser 


Phe 


Phe 


Gin 


Met Asp 


Ala 


Ser 


Cys 


Val 


1025 






1030 








1035 








104C 


Asn His 


Trp Arg 


Ala 


He Met Asp 


Asn 


Leu 


Met Thr His Asp 


Lys 


Thr 






1045 








1050 






1055 


Thr Phe 


Arg Asp 


Leu 


Met 


Thr 


Arg 


Val 


Ala 


Val Ala 


Gin 


Ser 


Ser 


Ser 




1060 








1065 






1070 




Leu Asn Leu Phe Ala Asn Arg Asp Val Glu Leu Glu Gin Arg Ala Met 




1075 








1080 






1085 






Leu Leu 


Lys Arg Leu Ala 


Phe 


Ala 


He Phe Ser Ser Glu He Asp Gin 
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1090 1095 110° 

Tyr Gin Lys Tyr Leu Pro Asp lie Gin Glu Arg Leu Val Glu Ser Leu 
1X05 mo 1H5 1120 

Arg Leu Pro Gin Val Pro Thr Leu His Ser Gin Val Phe Leu Phe Phe 

1125 1130 ll 35 

Arg Val Leu Leu Leu Arg Met Ser Pro Gin His Leu Thr Ser Leu Trp 

1140 H45 ll 50 

Pro Thr Met He Thr Glu Leu Val Gin Val Phe Leu Leu Met Glu Gin 

1155 1160 H65 

Glu Leu Thr Ala Asp Glu Asp He Ser Arg Thr Ser Gly Pro Ser Val 

1170 ll" 118° 

Ala Gly Leu Glu Thr Thr Tyr Thr Gly Gly Asn Gly Phe Ser Thr Ser 
1185 H90 H95 1200 

Tyr Asn Ser Gin Arg Trp Leu Asn Leu Tyr Leu Ser Ala Cys Lys Phe 

1205 1210 1215 

Leu Asp Leu Ala Leu Ala Leu Pro Ser Glu Asn Leu Pro Gin Phe Gin 

1220 1225 1230 

Met Tyr Arg Trp Ala Phe He Pro Glu Ala Ser Asp Asp Ser Gly Leu 

1235 1240 1245 

Glu Val Arg Arg Gin Gly He His Gin Arg Glu Phe Lys Pro Tyr Val 

1250 1255 1260 

Val Arg Leu Ala Lys Leu Leu Arg Lys Arg Ala Lys Lys Asn Pro Glu 

t->m 1275 1280 

1265 1270 n#» 

Glu Asp Asn Ser Gly Arg Thr Leu Gly Trp Glu Pro Gly His Leu Leu 

1285 1290 1295 

Leu Thr He Cys Thr Val Arg Ser Met Glu Gin Leu Leu Pro Phe Phe 

1300 1305 1310 

Asn val Leu Ser Gin Val Phe Asn Ser Lys Val Thr Ser Arg Cys Gly 

1315 1320 1325 

Gly His Ser Gly Ser Pro He Leu Tyr Ser Asn Ala Phe Pro Asn Lys 

1330 1335 1340 

Asp Met Lys Leu Glu Asn His Lys Pro Cys Ser Ser Lys Ala Arg Gin 
13 45 1350 1355 1360 

Lys He Glu Glu Met Val Glu Lys Asp Phe Leu Glu Gly Met He Lys 
1365 1370 1375 

Thr 



<210> 1831 

<211> 508 

<212> DNA 

<213> Homo sapiens 

<400> 1831 

nntcatgaaa ggagaggccg tatgcccatt gtcaaactca gtgcgcagtt cgtgcgcgaa 
60 

gcggtttgcc cgcccggaaa atccaaggtg gactattacg acaacgcact caaagggttc 
120 

atcctggagg ctcgaccttc aggtggcaaa accttttacc tgcgctatca cgacagccac 
180 

ggcaagctgc gccaatgcaa gatcggtgat gctgctgcgg tcagctacga caaggcccgg 
240 

cagaaggcca tgcggttgcg ttggaaggtg gaatgggggg gcaatccatt ggaggagcgc 
300 
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caagccttgc gtgcggtacc gaccctggcc gagttcatcc gcgagaccta tgtgccgcac 
360 

atccacctgc accggaggaa ttttcagtcc acgctgagct tcctcaagtg ccatgtcctg 
420 

ccgcgctttg gagccaagca cctggacgaa atcacgacca acatgctggc cgaggctcac 
480 

caggatctgc gcacgaaggg ctacgcgt 
508 



<210> 1832 

<211> 169 

<212> PRT 

<213> Homo sapiens 



<400> 1832 

Xaa His Glu Arg Arg Gly Arg Met Pro lie Val Lys Leu Ser Ala Gin 

15 10 15 

Phe Val Arg Glu Ala Val Cys Pro Pro Gly Lys Ser Lys Val Asp Tyr 

20 25 30 

Tyr Asp Asn Ala Leu Lys Gly Phe He Leu Glu Ala Arg Pro Ser Gly 

35 40 45 

Gly Lys Thr Phe Tyr Leu Arg Tyr His Asp Ser His Gly Lys Leu Arg 

50 55 60 

Gin Cys Lys He Gly Asp Ala Ala Ala Val Ser Tyr Asp Lys Ala Arg 
65 70 75 80 

Gin Lys Ala Met Arg Leu Arg Trp Lys Val Glu Trp Gly Gly Asn Pro 

85 90 95 

Leu Glu Glu Arg Gin Ala Leu Arg Ala Val Pro Thr Leu Ala Glu Phe 

100 105 110 

He Arg Glu Thr Tyr Val Pro His He His Leu His Arg Arg Asn Phe 

115 120 125 

Gin Ser Thr Leu Ser Phe Leu Lys Cys His Val Leu Pro Arg Phe Gly 

130 135 140 

Ala Lys His Leu Asp Glu He Thr Thr Asn Met Leu Ala Glu Ala His 
145 150 155 160 

Gin Asp Leu Arg Thr Lys Gly Tyr Ala 
165 

<210> 1833 

<211> 430 

<212> DNA 

<213> Homo sapiens 

<400> 1833 

acgcgtgcga tgttgaagga gcgcttcggc atcgggcatg cgacgctgca ggttgaactg 
60 

tccggtgccg aggcagacga tgccgaggcg ggcggctgct aagggtcgcc gtcgttcagt 
120 

ggcgcaaagc ggcgatgatc gcgtcgaaca gcgttactcc agccagcggg ccaaccaaca 
180 

gcatcaccag gttgaaaccg atgatccacg ccgcgatgct ttctcggcgc gggtttggca 
240 

gcggcttggg ctcggcttcc cagcgttccg gcggcggcca gccattttgg aaatcgacga 
300 
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acatctccgg cgctcctgct gtcaggcgct gaaggtatcg aaagtcatgc gccgtgacaa 
360 

aggaagatcg gcgacacagg agccgaagcg ccgccgcctg caataagcgc gcgcgatcgc 
420 

aattgtcggn 
430 



<210> 1834 

<211> 122 

<212> PRT 

<213> Homo sapiens 



<400> 1834 

Met Arg Arg Cys Arg Leu Asn Cys Pro Val Pro Arg Gin Thr Met Pro 

15 10 I 5 

Arg Arg Ala Ala Ala Lys Gly Arg Arg Arg Ser Val Ala Gin Ser Gly 

20 25 30 

Asp Asp Arg Val Glu Gin Arg Tyr Ser Ser Gin Arg Ala Asn Gin Gin 

35 40 45 

His His Gin Val Glu Thr Asp Asp Pro Arg Arg Asp Ala Phe Ser Ala 

50 55 60 

Arg Val Trp Gin Arg Leu Gly Leu Gly Phe Pro Ala Phe Arg Arg Arg 
65 ~ 70 75 80 

Pro Ala He Leu Glu He Asp Glu His Leu Arg Arg Ser Cys Cys Gin 

85 90 95 

Ala Leu Lys Val Ser Lys Val Met Arg Arg Asp Lys Gly Arg Ser Ala 

100 105 HO 

Thr Gin Glu Pro Lys Arg Arg Arg Leu Gin 
115 120 



<210> 1835 
<211> 677 
<212> DNA 

<213> Homo sapiens 



<400> 1835 

natactcaag gactttgacg gcacccgagc ccggttgctc cctgaggcca tcatgaaccc 
60 

cccagtggca ccctatgcta ctgtggcacc cagcacttta gcccaccccc aggcccaggc 
120 

tctggcccgc cagcaggccc tgcagcatgc acagaccctg gcccatgccc ctccccagac 
180 

gctgcagcac cctcagggta tcccgccacc ccaggcactg tcccaccctc agagcctcca 
240 

gcagcctcag ggcctgggcc accctcagcc catggcccaa acccagggct tggtccaccc 
300 

tcaggccctg gctcaccagg gtctccagca cccccacaat cccttgctgc atggaggccg 
360 

gaagatgcca gactcagatg cccccccgaa tgtgaccgtg tctacctcaa ctatccccct 
420 

ttcaatggcg gccactctgc agcacagcca gcctccggac ctgagtagca tcgtgcacca 
480 

gatcaaccag ttttgccaga cgagggcagg catcagcact acctcagtgt gtgagggcca 
540 
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gatcgccaac cccagcccca ttagtcgcag tctgctcatc aatgcaagca cccgggtgtc 
600 

gacccacagc gtccccacac caatgccttc atgtgtggtc aatcccatgg agcacaccca 
660 

cgcggccacc gccgcgg 
677 



<210> 1836 

<211> 140 

<212> PRT 

<213> Homo sapiens 



<400> 1836 

Gly His His Glu Pro Pro Ser Gly Thr Leu Cys Tyr Cys Gly Thr Gin 

15 10 15 

His Phe Ser Pro Pro Pro Gly Pro Gly Ser Gly Pro Pro Ala Gly Pro 

20 25 30 

Ala Ala Cys Thr Asp Pro Gly Pro Cys Pro Ser Pro Asp Ala Ala Ala 

35 40 45 

Pro Ser Gly Tyr Pro Ala Thr Pro Gly Thr Val Pro Pro Ser Glu Pro 

50 55 60 

Pro Ala Ala Ser Gly Pro Gly Pro Pro Ser Ala His Gly Pro Asn Pro 
65 70 75 80 

Gly Leu Gly Pro Pro Ser Gly Pro Gly Ser Pro Gly Ser Pro Ala Pro 

8 5 90 95 

Pro Gin Ser Leu Ala Ala Trp Arg Pro Glu Asp Ala Arg Leu Arg Cys 

100 105 110 

Pro Pro Glu Cys Asp Arg Val Tyr Leu Asn Tyr Pro Pro Phe Asn Gly 

115 120 125 

Gly His Ser Ala Ala Gin Pro Ala Ser Gly Pro Glu 
130 135 140 

<210> 1837 
<211> 564 
<212> DNA 

<213> Homo sapiens 
<400> 1837 

nntctagaac actctgcccc tgaatctgta ccgggattgt ttggcccgtc acgaactcgt 
60 

acggtcgata tcaatatcac tgggttttct tcacagtatt tacccgcccc ctatggacca 
120 

attgctgcgg acgtcaaaca aacctgggcg tgggacccac aggatctgac gattgtctca 
180 

acttctgctg atcacgacca taacctccga tatgcagtac agcatttcgg cgcaagcccg 
240 

accccgatcc agtaaccttc gataacgcga aagccggcac cccacataac tcggntgtac 
300 

accgaagtcc ctgccaacgt tccatccgac ataggggagt taactaaccg aattatcaag 
360 

gggaaaccta cccccgtaac caaggccatc gcgattcaaa actggcttcg tgacagcgct 
420 

cgattccatt acgacatcaa cgcacccgaa ggtgacggct atcaggtact ggaaaacttc 
480 
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ctgctgcaca cccaccgcgg ttattgcatc catttcgcgg cgtcaatggc actcatggca 
540 

cgacttgaag gtattccgtc acgc 
564 



<210> 1838 
<211> 84 
<212> PRT 

<213> Homo sapiens 



<400> 1838 

Xaa Leu Glu His Ser Ala Pro Glu Ser Val Pro Gly Leu Phe Gly Pro 

1 5 10 15 

Ser Arg Thr Arg Thr Val Asp lie Asn He Thr Gly Phe Ser Ser Gin 

20 25 30 

Tyr Leu Pro Ala Pro Tyr Gly Pro He Ala Ala Asp Val Lys Gin Thr 

35 40 45 

Trp Ala Trp Asp Pro Gin Asp Leu Thr He Val Ser Thr Ser Ala Asp 

50 55 60 

His Asp His Asn Leu Arg Tyr Ala Val Gin His Phe Gly Ala Ser Pro 
65 70 7S 80 

Thr Pro lie Gin 



<210> 1839 

<211> 300 

<212> DNA 

<213> Homo sapiens 



<400> 1839 

ncaatacggc tgaacaccgc tgatatcacc cgtactttcc ccgtcaacgg aaaattttcc 
60 

gaagttcagg caaaggctta tcaggcggtg ctggacgctg cagatgcggc atttaaggca 
120 

gccgttcctg gcaataaatt ccgcgacgtc catgctgcag cgatgaatgt tctcgcctcc 
180 

cgccttgagg actgggggct tatgccggtc agcgcgaagg tcgctctttc ggacgagggc 
240 

gggcaacacc gtcgttggat gccgcacggc accagccacc atctagggct ggatgtgcac 
300 



<210> 1840 

<211> 100 

<212> PRT 

<213> Homo sapiens 



<400> 1840 

Xaa He Arg Leu Asn Thr Ala Asp He Thr Arg Thr Phe Pro Val Asn 

15 10 15 

Gly Lys Phe Ser Glu Val Gin Ala Lys Ala Tyr Gin Ala Val Leu Asp 

20 25 30 

Ala Ala Asp Ala Ala Phe Lys Ala Ala Val Pro Gly Asn Lys Phe Arg 

3S 40 45 

Asp Val His Ala Ala Ala Met Asn Val Leu Ala Ser Arg Leu Glu Asp 
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50 55 60 

Trp Gly Leu Met Pro Val Ser Ala Lys Val Ala Leu Ser Asp Glu Gly 
65 70 75 80 

Gly Gin His Arg Arg Trp Met Pro His Gly Thr Ser His His Leu Gly 
85 90 95 

Leu Asp Val His 
100 

<210> 1841 
<211> 330 
<212> DNA 

<213> Homo sapiens 
<400> 1841 

nnctccaaga acgtcccgga gtggggcccc agggcgctcg aactccccgg cgggcccggt 
60 

gtcgatccgg tggtcgagat cggcggtccc ggtacgctag cccaatcgat ggtcgccccg 
120 

cgcgtcggcg cccatgtcgc cttgatcggc gtgcttnacg gggattgtcg ggcggtgagg 
180 

acggcgctgc tgatgagcaa gaatctgcgc gtgcaagggc tgccggtcgg cagccgcgcg 
240 

cagcaactcg cgatgatcgc gggggtcgag gcgaacggca tccgtccgat cctcgaccag 
300 

catttcccgc tcgaaaatct ccccgacgcg 
330 

<210> 1842 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 1842 



Xaa Ser 


Lys 


Asn 


Val 


Pro Glu Trp Gly 


Pro 


Arg 


Ala 


Leu 


Glu 


Leu 


Pro 


1 






5 




10 










15 




Gly Gly 


Pro 


Gly 
20 


Val 


Asp Pro Val Val 
25 


Glu 


He 


Gly 


Gly 


Pro 
30 


Gly 


Thr 


Leu Ala 


Gin 


Ser 


Met 


Val Ala Pro Arg 


Val 


Gly Ala 


His 


Val 


Ala 


Leu 




35 






40 








45 








lie Gly 


Val 


Leu 


Xaa 


Gly Asp Cys Arg 


Ala 


Val 


Arg 


Thr 


Ala 


Leu 


Leu 


50 








55 






60 










Met Ser 


Lys 


Asn 


Leu 


Arg Val Gin Gly 


Leu 


Pro 


Val 


Gly Ser 


Arg 


Ala 


65 








70 




75 










80 


Gin Gin 


Leu 


Ala 


Met 
85 


He Ala Gly Val 


Glu 
90 


Ala 


Asn 


Gly 


He 


Arg 
95 


Pro 


lie Leu 


Asp 


Gin 
100 


His 


Phe Pro Leu Glu 
105 


Asn 


Leu 


Pro 


Asp 


Ala 
110 







<210> 1843 
<211> 473 
<212> DNA 

<213> Homo sapiens 
<400> 1843 
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aagctttggc atctccagca aaagatgtgc tatttactga taccatcacc atgaaggcca 
60 

acagttttga gtccagatta acaccaagca ggttcatgaa agccttaagt tatgcatcat 
120 

tagataaaga agatttattg agtcctatta atcaaaatac cctgcaacga tcttcctcag 
180 

tgcggtccat ggtgtccagt gccacatatg ggggttcaga tgattacatt ggtcttgctc 
240 

tcccggtgga tataaatgat atattccagg taaaggatat tccctatttt cagacaaaaa 
300 

acataccacc acatgatgat cgaggtgcaa gagcatttgc ccatgatgca ggaggtcttc 
360 

catctggaac tggaggtctt gtaaaaaatt cttttcactt gctacgacag cagatgagtc 
420 

ttacggaaat aatgaattca atccattcag atgcctctcn cnnccncncc ccc 
473 

<210> 1844 

<211> 141 

<212> PRT 

<213> Homo sapiens 

<400> 1844 



Met 


Lys 


Ala Asn Ser Phe Glu 


Ser 


Arg 


Leu 


Thr Pro 


Ser 


Arg 


Phe 


Met 


l 




5 






10 








15 




Lys 


Ala 


Leu Ser Tyr Ala Ser 


Leu 


Asp 


Lys 


Glu Asp 


Leu 


Leu 


Ser 


Pro 






20 




25 








30 






He 


Asn 


Gin Asn Thr Leu Gin 


Arg 


Ser 


Ser 


Ser Val 


Arg 


Ser 


Met 


val 






35 


40 








45 








Ser 


Ser 


Ala Thr Tyr Gly Gly 


Ser 


Asp 


Asp 


Tyr He 


Gly 


Leu 


Ala 


Leu 




50 


55 








60 










Pro 


Val 


Asp He Asn Asp He 


Phe 


Gin 


Val 


Lys Asp 


He 


Pro 


Tyr 


Phe 


65 




70 








75 








80 


Gin 


Thr 


Lys Asn He Pro Pro 


His 


Asp 


Asp 


Arg Gly 


Ala 


Arg 


Ala 


Phe 






85 






90 








95 




Ala 


His 


Asp Ala Gly Gly Leu 


Pro 


Ser 


Gly 


Thr Gly 


Gly 


Leu 


Val 


Lys 






100 




105 








110 






Asn 


Ser 


Phe His Leu Leu Arg 


Gin 


Gin 


Met 


Ser Leu 


Thr 


Glu 


He 


Met 






115 


120 








125 








Asn 


Ser 


He His Ser Asp Ala 


Ser 


Xaa 


Xaa 


Xaa Xaa 


Pro 










130 


135 








140 











<210> 1845 

<211> 390 

<212> DNA 

<213> Homo sapiens 

<400> 1845 

aagcttacga cgcctagctt tggagacctg aaccacttga tcagtgcaac aatgagtgga 
60 

gtgacctgct gcctccgctt cccggggcag ctcaactcgg accttcggaa acttgcagtg 
120 

aacctgattc cattccctcg cctgcacttt tttatggtcg gctttgcgcc actcacctcg 
180 
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cgtggctccc agcagtaccg tgctctcact gtccctgagc tgacccagca gatgtgggac 
240 

tccaagaaca tgatgtgtgc tgctgacccg cgtcatggcc gctacctcac agtatctgcc 
300 

atgttccgtg gaaagatgag caccaaggag gtggacgagc agatgctgaa cgtgcagaac 
360 

aagaactctt cctacttcgt ggagtggatc 
390 

<210> 1846 
<2ll> 130 
<212> PRT 

<213> Homo sapiens 
<400> 1846 



Lys 


Leu 


Thr 


Thr 


Pro Ser Phe Gly Asp Leu Asn His Leu 


He 


Ser 


Ala 


1 








5 10 




15 




Thr 


Met 


Ser 


Gly 


Val Thr Cys Cys Leu Arg Phe Pro Gly 


Gin 


Leu 


Asn 








20 


25 


30 






Ser 


Asp 


Leu 


Arg 


Lys Leu Ala Val Asn Leu He Pro Phe 


Pro 


Arg 


Leu 






35 




40 45 








His 


Phe 


Phe 


Met 


Val Gly Phe Ala Pro Leu Thr Ser Arg 


Gly Ser 


Gin 




50 






55 60 








Gin 


Tyr 


Arg 


Ala 


Leu Thr Val Pro Glu Leu Thr Gin Gin 


Met 


Trp 


Asp 


65 




70 75 






60 


Ser 


Lys 


Asn 


Met 


Met Cys Ala Ala Asp Pro Arg His Gly 


Arg 


Tyr 


Leu 








85 90 




95 




Thr 


Val 


Ser 


Ala 


Met Phe Arg Gly Lys Met Ser Thr Lys 


Glu 


Val 


Asp 








100 


105 


110 






Glu 


Gin 


Met 


Leu 


Asn Val Gin Asn Lys Asn Ser Ser Tyr 


Phe 


Val 


Glu 






115 




120 125 









Trp He 
130 

<210> 1847 • 

<211> 343 

<212> DNA 

<213> Homo sapiens 

<400> 1847 

cagccgtgct ttcctgcgtc aactcgggaa cggctatatc gcgcagatcc aacagttcca 
60 

tggctcgaag agtagtaaaa atatcaataa ctggcagagc atcgcgtcaa gctggcgacc 
120 

ctggccgccg ccgcgttggc cgatcacgcc atgttggagc aggccttcca gctgttccag 
180 

caaaaaagtt gcggacaatc tcctgccgga tggctcggtg ttcgacttca gggagcgcga 
240 

tgcactgcac tacgtcgtct atgacctgga gccgctggtt caggcggccc tggcgggcaa 
300 

gccctaacgg tggcaactgg ctgacttaca ccgcccccac cgn 
343 

<210> 1848 
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<211> 94 
<212> PRT 

<213> Homo sapiens 



<400> 1848 

Met Ala Arg Arg Val Val Lys He Ser He Thr Gly Arg Ala Ser Arg 

15 10 15 

Gin Ala Gly Asp Pro Gly Arg Arg Arg Val Gly Arg Ser Arg His Val 

20 25 30 

Gly Ala Gly Leu Pro Ala Val Pro Ala Lys Lys Leu Arg Thr lie Ser 

35 40 45 

Cys Arg Met Ala Arg Cys Ser Thr Ser Gly Ser Ala Met His Cys Thr 

50 55 60 

Thr Ser Ser Met Thr Trp Ser Arg Trp Phe Arg Arg Pro Trp Arg Ala 
65 70 75 80 

Ser Pro Asn Gly Gly Asn Trp Leu Thr Tyr Thr Ala Pro Thr 
85 90 



<210> 1849 

<211> 390 

<212> DNA 

<213> Homo sapiens 



<400> 1849 

cggaaagaac aggttcagca aagagcaata gaatgttccc gggctctcag tgcgattctt 
60 

gacattgaac atggagaccc aaaagagaat gtactaggtt cagcttttga catgaaacag 
120 

ctgaaggatg ctattgatga gactaaaata gctttgatgg gacattcttt tggaggagca 
180 

acagttcttc aagcccttag tgaggaccag agattcagat gtggagttgc tcttgatcca 
240 

tggatgtatc cggtgaacga agagctgtac tccagaaccc tccagcctct cctctttatc 
300 

aactctgcca aattccagac tccaaaggac atcgcaaaaa tgaaaaagtt ctaccagcct 
360 

gacaaggaaa ggaaanatga ttacaatcaa 
390 



<210> 1850 

<211> 130 

<212> PRT 

<213> Homo sapiens 



<400> 1850 

Arg Lys Glu Gin Val Gin Gin Arg 

1 5 
Ser Ala He Leu Asp He Glu His 
20 

Gly Ser Ala Phe Asp Met Lys Gin 

35 40 
Lys He Ala Leu Met Gly His Ser 

50 55 
Ala Leu Ser Glu Asp Gin Arg Phe 



Ala He Glu Cys Ser Arg Ala Leu 

10 15 
Gly Asp Pro Lys Glu Asn Val Leu 
25 30 
Leu Lys Asp Ala He Asp Glu Thr 
45 

Phe Gly Gly Ala Thr Val Leu Gin 
60 

Arg Cys Gly Val Ala Leu Asp Pro 
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65 70 75 80 

Trp Met Tyr Pro Val Asn Glu Glu Leu Tyr Ser Arg Thr Leu Gin Pro 

8 5 90 95 

Leu Leu Phe lie Asn Ser Ala Lys Phe Gin Thr Pro Lys Asp lie Ala 

100 105 110 

Lys Met Lys Lys Phe Tyr Gin Pro Asp Lys Glu Arg Lys Xaa Asp Tyr 
115 120 125 

Asn Gin 
130 

<210> 1851 

<211> 574 

<212> DNA 

<213> Homo sapiens 

<400> 1851 

ncgatcggag aggctttccg cactggtgac ttggactcta agcccgaccc cagccggagc 
60 

ttcaggcctt accgagctga agacaatgat tcctatgcct ctgagatcaa ggagctgcag 
120 

ctggtgctgg ctgaggccca cgacagcctc cggggcttgc aagagcagct ctcccaggag 
180 

cggcagctac gaaaggagga ggccgacaat ttcaaccaga aaatggtcca gctgaaggag 
240 

gaccagcaga gggcgctcct gaggcgggag tttgagctgc agagtctgag cctccagcgg 
300 

aggctggagc agaaattctg gagccaggag aagaacatgc tggtgcagga gtcccagcaa 
360 

ttcaagcaca acttcctgct gctcttcatg aagctcaggt ggttcctcaa gcgctggcgg 
420 

cagggcaagg ttttgcccag cgaaggggat gacttcctcg aggtgaacag catgaaggac 
480 

ctgtacttgc tgatggagga agacgagata aacgctcagc attctgataa caaggcctgc 
540 

acgggggaca gctggaccca gaacacgccc aatg 
574 

<210> 1852 

<211> 191 

<212> PRT 

<213> Homo sapiens 



<400> 1852 



Xaa 


lie 


Gly Glu Ala 


Phe 


Arg Thr 


Gly Asp 


Leu Asp Ser Lys Pro Asp 


l 




5 








10 


15 


Pro 


Ser 


Arg Ser Phe 


Arg 


Pro Tyr 


Arg 


Ala 


Glu Asp Asn Asp Ser Tyr 






20 






25 




30 


Ala 


Ser 


Glu lie Lys 


Glu 


Leu Gin 


Leu 


Val 


Leu Ala Glu Ala His Asp 






35 




40 






45 


Ser 


Leu 


Arg Gly Leu 


Gin 


Glu Gin 


Leu 


Ser 


Gin Glu Arg Gin Leu Arg 




50 






55 






60 


Lys 


Glu 


Glu Ala Asp 


Asn 


Phe Asn 


Gin 


Lys 


Met Val Gin Leu Lys Glu 


65 






70 








75 80 


Asp Gin 


Gin Arg Ala 


Leu 


Leu Arg 


Arg 


Glu 


Phe Glu Leu Gin Ser Leu 
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85 90 95 

Ser Leu Gin Arg Arg Leu Glu Gin Lys Phe Trp Ser Gin Glu Lys Asn 

100 105 110 

Met Leu Val Gin Glu Ser Gin Gin Phe Lys His Asn Phe Leu Leu Leu 

115 120 125 

Phe Met Lys Leu Arg Trp Phe Leu Lys Arg Trp Arg Gin Gly Lys Val 

130 135 140 

Leu Pro Ser Glu Gly Asp Asp Phe Leu Glu Val Asn Ser Met Lys Asp 
145 150 155 160 

Leu Tyr Leu Leu Met Glu Glu Asp Glu lie Asn Ala Gin His Ser Asp 

165 170 175 

Asn Lys Ala Cys Thr Gly Asp Ser Trp Thr Gin Asn Thr Pro Asn 
180 185 190 

<210> 1853 
<211> 338 
<212> DNA 

<213> Homo sapiens 
<400> 1853 

gccggcgccg accaagccac ggcatgcccc acccaccttg gaagaggtgt cgttccgcca 
60 

cgtcattgag gagcgcgccg tcgaagctga cttgttcgtc cgctcgctca atacactcga 
120 

gcctgcgacg ggcatggcac ttctgcgcat ctcgcaccac atggatggca aggtcggcac 
180 

gacgttttac ctggatgacg atgtcatttt tgtcgcgcca cagaagcagc gctcagccga 
240 

gggccagcga ctcgaatacg agcccgtctc tttggccgag ttgctcgagc gcgctgctgc 
300 

atagaataca tatacccaag ctatgatgat gccgtcgt 
338 

<210> 1854 
<211> 100 
<212> PRT 

c213> Homo sapiens 
<400> 1854 

Met Pro His Pro Pro Trp Lys Arg Cys Arg Ser Ala Thr Ser Leu Arg 

15 10 15 

Ser Ala Pro Ser Lys Leu Thr Cys Ser Ser Ala Arg Ser lie His Ser 

20 25 30 

Ser Leu Arg Arg Ala Trp His Phe Cys Ala Ser Arg Thr Thr Trp Met 

35 40 45 

Ala Arg Ser Ala Arg Arg Phe Thr Trp Met Thr Met Ser Phe Leu Ser 

50 55 60 

Arg His Arg Ser Ser Ala Gin Pro Arg Ala Ser Asp Ser Asn Thr Ser 
65 70 75 80 

Pro Ser Leu Trp Pro Ser Cys Ser Ser Ala Leu Leu His Arg lie His 
85 90 95 

lie Pro Lys Leu 
100 
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<210> 1855 
<211> 429 
<212> DNA 

<213> Homo sapiens 
<400> 1855 

gcgtccttcg cgtacgtgga cgagggcggg caggtgttcg tccagtgcag cacccagcac 
60 

ccgagcgaaa cgcaggaaat cgtggcgcac gtcctggacc tggacaacca cgaggtcacg 
120 

gtgcagtgct tgcgcatggg cggtggcttt ggcggtaagg aaatgcagcc gcacgggttc 
180 

gccgcgatcg cagcactcgg cgcgaccctg accgggcgac cggttcgact gcgactgacc 
240 

cgaaaccagg acatcaccat ctccggaaag cgccacccat acctcgcgga gtgggacgtg 
300 

gccttcgacg acgacggccg cctccaggct ctgcgcgcca ccgtcaccag cgacggcggg 
360 

tggagcctgg acctctcgga gccggtgatg cagcggacgg tgtgtcacat cgataactcc 
420 

tattggatc 
429 

<210> 1856 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 1856 



Ala 


Ser 


Phe 


Ala 


Tyr Val 


Asp 


Glu 


Gly 


Gly 


Gin 


Val 


Phe 


Val 


Gin 


Cys 


1 








5 










10 










15 




Ser 


Thr 


Gin 


His 
20 


Pro 


Ser 


Glu 


Thr 


Gin 
25 


Glu 


He 


Val 


Ala 


His 
30 


Val 


Leu 


Asp 


Leu 


Asp 
35 


Asn 


His 


Glu 


Val 


Thr 
40 


Val 


Gin 


Cys 


Leu 


Arg 
45 


Met 


Gly 


Gly 


Gly 


Phe 
50 


Gly 


Gly 


Lys 


Glu 


Met 
55 


Gin 


Pro 


His 


Gly 


Phe 
60 


Ala 


Ala 


He 


Ala 


Ala 


Leu 


Gly 


Ala 


Thr 


Leu 


Thr 


Gly 


Arg 


Pro 


Val 


Arg 


Leu 


Arg 


Leu 


Thr 


65 










70 










75 










80 


Arg 


Asn 


Gin 


Asp 


He 
85 


Thr 


He 


Ser 


Gly 


Lys 
90 


Arg 


His 


Pro 


Tyr 


Leu 
95 


Ala 


Glu 


Trp 


Asp 


Val 
100 


Ala 


Phe 


Asp 


Asp 


Asp 
10S 


Gly 


Arg 


Leu 


Gin 


Ala 
110 


Leu 


Arg 


Ala 


Thr 


Val 


Thr 


Ser Asp 


Gly 


Gly 


Trp 


Ser 


Leu 


Asp 


Leu 


Ser 


Glu 


Pro 






115 










120 










125 








Val 


Met 
130 


Gin 


Arg 


Thr 


Val 


Cys 
135 


His 


He 


Asp 


Asn 


Ser 
140 


Tyr 


Trp 


He 





<210> 1857 

<211> 393 

<212> DNA 

<213> Homo sapiens 

<400> 1857 
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gtgcacgccg ctgccccagc cgtcgcctac cgatcaacag acgcagccgc cgtgcgttga 
60 

gataccagcc gagcacgatc atgctcagca tggtcagcag cagccagaac ggaaatcgca 
120 

gcaggcgctc gaacagctca ctgccaccca gcaccagcgg gattgccccg gccacgacca 
180 

gtgcgccgag gagcagccac catcgcccgc tcatgctgcg gcactcgata ccaatacgtt 
240 

gcgcttcaac caatcgatct tggtcgaggc atgccgccca tcttccaaca ggcgagtcac 
300 

cagactcagc cagtaacacc gcgaaaaatc gtggcgcatg tcgacagggt gcaaaccgag 
360 

acgcagcacg ggtgcctgtc ggtggcgggc gag 
393 

<210> 1858 

<211> 104 

<212> PRT 

<213> Homo sapiens 

<400> 1858 



Met 


Leu 


Ser 


Met 


Val 


Ser 


Ser 


Ser Gin Asn Gly Asn Arg 


Ser Arg Arg 


1 








5 






10 


15 


Ser 


Asn 


Ser 


Ser 


Leu 


Pro 


Pro 


Ser Thr Ser Gly He Ala 


Pro Ala Thr 








20 








25 


30 


Thr 


Ser 


Ala 


Pro 


Arg 


Ser 


Ser 


His His Arg Pro Leu Met 


Leu Arg His 






35 










40 45 




Ser 


lie 


Pro 


lie 


Arg 


Cys 


Ala 


Ser Thr Asn Arg Ser Trp 


Ser Arg His 




50 










55 


60 




Ala 


Ala 


His 


Leu 


Pro 


Thr 


Gly 


Glu Ser Pro Asp Ser Ala 


Ser Asn Thr 


65 










70 




75 


80 


Ala 


Lys 


Asn 


Arg 


Gly 


Ala 


Cys 


Arg Gin Gly Ala Asn Arg 


Asp Ala Ala 










85 






90 


95 


Arg Val 


Pro 


Val 


Gly 


Gly 


Gly 


Arg 





100 



<210> 1859 

<211> 345 

<212> DNA 

<213> Homo sapiens 

<400> 1859 

nagatctggc gcctcgtcac caacttcctc tacttccgca agatggattt ggattttctg 
60 

ttccacatgt tttttctcgc acgatactgc aagcttctgg aggagaactc atttagagga 
120 

agaactgccg acttttttta catgctcttg tttggtgcta ctgtcctaac tagcattgtt 
180 

ctgatcggag ggatgatacc ttacatttcc gagacatttg ccagaattct gttcctgagc 
240 

aattcattga cgtttatgat ggtttatgtc tggagcaagc acaatcctat catccatatg 
300 

agcaatctgg gcctgttcac ctttacggct gcatacttac catgg 
345 
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<210> 1860 

<211> 115 

<212> PRT 

<213> Homo sapiens 

<400> 1860 

Xaa He Trp Arg Leu Val Thr Asn Phe Leu Tyr Phe Arg Lys Met Asp 

15 10 15 

Leu Asp Phe Leu Phe His Met Phe Phe Leu Ala Arg Tyr Cys Lys Leu 

20 25 30 

Leu Glu Glu Asn Ser Phe Arg Gly Arg Thr Ala Asp Phe Phe Tyr Met 

35 40 45 

Leu Leu Phe Gly Ala Thr Val Leu Thr Ser lie Val Leu He Gly Gly 

50 55 60 

Met He Pro Tyr He Ser Glu Thr Phe Ala Arg He Leu Phe Leu Ser 
65 70 75 80 

Asn Ser Leu Thr Phe Met Met Val Tyr Val Trp Ser Lys His Asn Pro 

85 90 95 

He He His Met Ser Asn Leu Gly Leu Phe Thr Phe Thr Ala Ala Tyr 
100 105 110 

Leu Pro Trp 
115 

<210> 1861 

<211> 435 

<212> DNA 

<213> Homo sapiens 

<400> 1861 

gcgttgactg tagtgagtga cgaagctgat atacaaaatg cgccgggcgt tagaaaagcc 
60 

aatagtgagc ttcattcagt cggcttaggt gttatgaact tacatggcta tcttgctaaa 
120 

aacaaaattg gctatgagtc ggaagaagct aaagattttg ctaatatatt ctttatgatg 
180 

atgaattact attcacttga aagatcaatg caaatagcaa aagaaagaca ggaaacgttt 
240 

aaagactttg ataagtcaga ttatgcaaat ggaaaatatt tcgaatttta tacttcgcaa 
300 

tcatttgaac cgaaatacga aaaagtacgt aaattatttg atggtttaga aatcccaacg 
360 

cctgaagatt ggaaagcatt gcaaaaagaa gttgaaactc acggtttatt ccatgcttat 
420 

cgtttagcga ttgca 
435 

<210> 1862 

<211> 145 

<212> PRT 

<213> Homo sapiens 

<400> 1862 

Ala Leu Thr Val Val Ser Asp Glu Ala Asp lie Gin Asn Ala Pro Gly 
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1 








5 10 


15 




Val 


Arg 


Lys 


Ala 


Asn Ser Glu Leu His Ser Val 


r^»« r1« \r a l 

oxy Lieu uxy vai 


Mai- 

net 








20 


25 






Asn 


Leu 


His 


Gly 


Tyr Leu Ala Lys Asn Lys He 


Gly Tyr Glu Ser 


Glu 






35 




40 


45 




Glu 


Ala 


Lys 


Asp 


Phe Ala Asn He Phe Phe Met 


Met Met Asn Tyr 


Tyr 




50 






55 


60 




Ser 


Leu 


Glu 


Arg 


Ser Met Gin He Ala Lys Glu 


Arg Gin Glu Thr 


Phe 


65 








70 75 




80 


Lys 


Asp 


Phe 


Asp 


Lys Ser Asp Tyr Ala Asn Gly 


Lys Tyr Phe Glu 


Phe 










85 90 


95 




Tyr 


Thr 


Ser 


Gin 


Ser Phe Glu Pro Lys Tyr Glu 


Lys Val Arg Lys 


Leu 








100 


105 


110 




Phe 


Asp 


Gly 


Leu 


Glu He Pro Thr Pro Glu Asp 


Trp Lys Ala Leu 


Gin 






115 




120 


125 




Lys 


Glu 


Val 


Glu 


Thr His Gly Leu Phe His Ala 


Tyr Arg Leu Ala 


He 




130 






135 


140 





Ala 
145 

<210> 1863 

<211> 792 

<212> DNA 

<213> Homo sapiens 

<400> 1863 

nggatcctca cgcccgccat catacgtggg atatcgttga gcaaatgcgt catgacgggg 
60 

tctccgtcgt gctcactacc cacaacatgg atgaggctca acggctggct gatcacgtct 
120 

ggatcgtcga tcgcggcagg gtcgcaactc atggaactgt gccagagctc accgctgagt 
180 

cgagtttgga agatgtgttc ctcactcaca ctagtgaccg cgcagcaggg aggaattgac 
240 

atgacgacac tcgatctccg ccccgcacct caggccgcac cggctgctgc acgcgtgcgt 
300 

aaccacgctc tcaccgaggt gcgtctggtg atgcgcaacg gtgagcagct gctactagct 
360 

ctcgtcattc ccatcgggat catcgtcgcc gggcgcttcc tgggcggccg ggtcggactg 
420 

acgatggacg tcttagcacc ctcagtgctg gcgctcgcca tctggtcgac atgtttcact 
480 

tcccaagcga tcatgaccgg ttttgaacgc cgttacgggg tgctcgaacg attgtccgca 
540 

accccgttag gtcggtcggg tctgctagct ggcaaggcga tggcttattc cgttatcagt 
600 

ctcgctcagg tgatactgct tgtcatcatc tctttagcgc tgggctggca cccccacggt 
660 

tccggcctgg cctggctccc aaccctggtg agcgttgtgc tcgccatgat gacattcggg 
720 

ctcgcagcac tggcaatggc cggcgctggc aaagctgaag tcactctcgg actggccaac 
780 

ttggtataca tc 
792 
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<210> 1664 
<211> 264 
<212> PRT 

<213> Homo sapiens 



<400> 1864 

Xaa He Leu Thr Pro Ala He He Arg Gly He Ser Leu Ser Lys Cys 

15 10 15 

Val Met Thr Gly Ser Pro Ser Cys Ser Leu Pro Thr Thr Trp Met Arg 

20 25 30 

Leu Asn Gly Trp Leu He Thr Ser Gly Ser Ser He Ala Ala Gly Ser 

35 40 45 

Gin Leu Met Glu Leu Cys Gin Ser Ser Pro Leu Ser Arg Val Trp Lys 

50 55 60 

Met Cys Ser Ser Leu Thr Leu Val Thr Ala Gin Gin Gly Gly He Asp 
65 70 75 80 

Met Thr Thr Leu Asp Leu Arg Pro Ala Pro Gin Ala Ala Pro Ala Ala 

85 90 95 

Ala Arg Val Arg Asn His Ala Leu Thr Glu Val Arg Leu Val Met Arg 

100 105 HO 

Asn Gly Glu Gin Leu Leu Leu Ala Leu Val He Pro He Gly He He 

115 120 125 

Val Ala Gly Arg Phe Leu Gly Gly Arg Val Gly Leu Thr Met Asp Val 

130 135 140 

Leu Ala Pro Ser Val Leu Ala Leu Ala He Trp Ser Thr Cys Phe Thr 
145 150 155 160 

Ser Gin Ala He Met Thr Gly Phe Glu Arg Arg Tyr Gly Val Leu Glu 

165 170 175 

Arg Leu Ser Ala Thr Pro Leu Gly Arg Ser Gly Leu Leu Ala Gly Lys 

180 185 190 

Ala Met Ala Tyr Ser Val He Ser Leu Ala Gin Val He Leu Leu Val 

195 200 205 

lie He Ser Leu Ala Leu Gly Trp His Pro His Gly Ser Gly Leu Ala 

210 215 220 

Trp Leu Pro Thr Leu Val Ser Val Val Leu Ala Met Met Thr Phe Gly 
225 230 235 240 

Leu Ala Ala Leu Ala Met Ala Gly Ala Gly Lys Ala Glu Val Thr Leu 

245 250 255 

Gly Leu Ala Asn Leu Val Tyr He 
260 

<210> 1865 

<211> 717 

<212> DNA 

<213> Homo sapiens 

<400> 1865 

ngccggctga tcaaacaact cacagacatg ggcttcccga gagagccagc tgaggaggcc 
60 

ttgaagagta acaatatgaa tcttgatcag gccatgagcg ctctgctgga aaagaaggtg 
120 

gacgtggaca agcgtgggct gggagtgacc gaccataatg gaatggccgc caagcccctc 
180 
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ggctgccgcc cgccaatctc caaagagtct tccgtggacc gccccaccct tcttgacaag 
240 

gatggcggcc tcgtggaaga gcccacgcct tcaccgttct tgccttcccc aagcctgaag 
300 

ctcccccttt cacacagtgc actccccagt caggccctgg gtggggttgc ctccgggctg 
360 

ggcatgcaaa acttgaattc ttctagacag ataccgagtg gcaatctggg tatgtttggc 
420 

aatagtggag cagcacaagc caggaccatg cagcagccgc cacagccacc agtgcagcct 
480 

cttaactctt cccagcccag tctccgtgct caagtgcctc agtttctatc ccctcaggtt 
540 

caagcacagc ttttgcagtt tgcagcaaaa aacattggtc tcaaccctgc actattaacc 
600 

tcgccaatta atcctcaaca tatgacgatg ttgaaccagc tctatcagct gcagctggca 
660 

taccaacgtt tacaaatcca gcagcagatg ttacaggccc agcgtaatgt gtccgga 
717 

<210> 1866 

<211> 239 

<212> PRT 

<213> Homo sapiens 

<400> 1866 

Xaa Arg Leu lie Lys Gin Leu Thr Asp Met Gly Phe Pro Arg Glu Pro 

15 10 IS 

Ala Glu Glu Ala Leu Lys Ser Asn Asn Met Asn Leu Asp Gin Ala Met 

20 25 30 

Ser Ala Leu Leu Glu Lys Lys Val Asp Val Asp Lys Arg Gly Leu Gly 

3S 40 45 

Val Thr Asp His Asn Gly Met Ala Ala Lys Pro Leu Gly Cys Arg Pro 

50 55 60 

Pro He Ser Lys Glu Ser Ser Val Asp Arg Pro Thr Leu Leu Asp Lys 
65 70 75 80 

Asp Gly Gly Leu Val Glu Glu Pro Thr Pro Ser Pro Phe Leu Pro Ser 

85 90 95 

Pro Ser Leu Lys Leu Pro Leu Ser His Ser Ala Leu Pro Ser Gin Ala 

100 105 110 

Leu Gly Gly Val Ala Ser Gly Leu Gly Met Gin Asn Leu Asn Ser Ser 

115 120 125 

Arg Gin lie Pro Ser Gly Asn Leu Gly Met Phe Gly Asn Ser Gly Ala 

130 135 140 

Ala Gin Ala Arg Thr Met Gin Gin Pro Pro Gin Pro Pro Val Gin Pro 
145 150 155 160 

Leu Asn Ser Ser Gin Pro Ser Leu Arg Ala Gin Val Pro Gin Phe Leu 

165 170 175 

Ser Pro Gin Val Gin Ala Gin Leu Leu Gin Phe Ala Ala Lys Asn He 

180 185 190 

Gly Leu Asn Pro Ala Leu Leu Thr Ser Pro He Asn Pro Gin His Met 

195 200 205 

Thr Met Leu Asn Gin Leu Tyr Gin Leu Gin Leu Ala Tyr Gin Arg Leu 

210 215 220 

Gin He Gin Gin Gin Met Leu Gin Ala Gin Afg Asn Val Ser Gly 
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225 230 235 

<210> 1867 
<211> 518 
<212> DNA 

<213> Homo sapiens 
<400> 1867 

nnggggcacg gttagggcca gtgggcagag gggtgaggga tatgcaggac cttccactgt 
60 

tccatgcatg ggacggcact tgggtccgcg atcaggtagc caggcatgga aggaacatgg 
120 

gaggaaggga actgtctggt gcgccagtgt tgttcaagga ggatgtgaca agacaggcca 
180 

tctggttggc tggccctgtt acccaacaac gtggtggcca aggccttgtg cccggagagg 
240 

ttcttggggg ccagcagggg gctacatagg acatgggtgg ggaccccagc tccgagccca 
30O 

cctctcctgc ctccacccct tccacccnng cagcccccgc ctctcccgca gaactctccc 
360 

caagccagac cgcctggacc ggctgcttaa gtcaggcttt gggacatacc ctgggaggaa 
420 

gcgaggtgct ttgcaccccc aagtgatcat gttcccgtgc ccagcctgcc aaggtgatgt 
480 

ggagcttggg gagcggggtc tggcagggct tttccgga 
518 

<210> 1868 
<211> 73 
<212> PRT 

<213> Homo sapiens 

<400> 1868 
Gin Asp Arg Pro Ser 

1 5 
Ala Lys Ala Leu Cys 
20 

His Arg Thr Trp Val 
35 

Pro Pro Leu Pro Pro 
50 

Gin Ala Arg Pro Pro 
65 

<210> 1869 
<211> 436 
<212> DNA 

<213> Homo sapiens 
<400> 1B69 

acgcgccacc ttcctgctgg agctactggg agccctcgga cacctgcgtg cattgcccga 
60 

ccgtgacatg ccgagcaccg aaacccacct gtggattcgc gagctgagcc gcatcgaccg 
120 



1437 



Gly Trp Leu Ala Leu Leu Pro Asn Asn Val Val 

10 15 
Pro Glu Arg Phe Leu Gly Ala Ser Arg Gly Leu 

25 30 
Gly Thr Pro Ala Pro Ser Pro Pro Leu Leu Pro 

40 45 
Xaa Gin Pro Pro Pro Leu Pro Gin Asn Ser Pro 

55 60 
Gly Pro Ala Ala 
70 
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cgacgtgtcg actgccaccc actttcgttg gagcgacgac ggcaccgtgc taggtcagac 
180 

gaccgacgat ggcaccgagc ctgaggttgt tgccctgcca gcggtctact gccgtcgttg 
240 

cggccgcagc ggatggggag tccagctcgc cagcaccggc aataacctca gcgagaacaa 
300 

cgacagcatc cgacggaccc acgcggcaca cgacggtcgc ttccgagcct tgctttcggc 
360 

ccctcgagag ggagccagcg cggtcgacac cggcgaggcg acactgtcct tacgctggtt 
420 

cgacaccgtc aacagg 
436 

<210> 1870 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 1870 

Met Pro Ser Thr Glu Thr His Leu Trp lie Arg Glu Leu Ser Arg lie 

15 10 15 

Asp Arg Asp Val Ser Thr Ala Thr His Phe Arg Trp Ser Asp Asp Gly 

20 25 30 

Thr Val Leu Gly Gin Thr Thr Asp Asp Gly Thr Glu Pro Glu Val Val 

35 40 45 

Ala Leu Pro Ala Val Tyr Cys Arg Arg Cys Gly Arg Ser Gly Trp Gly 

50 55 60 

Val Gin Leu Ala Ser Thr Gly Asn Asn Leu Ser Glu Asn Asn Asp Ser 
65 70 75 80 

lie Arg Arg Thr His Ala Ala His Asp Gly Arg Phe Arg Ala Leu Leu 

85 90 95 

Ser Ala Pro Arg Glu Gly Ala Ser Ala Val Asp Thr Gly Glu Ala Thr 

100 105 110 

Leu Ser Leu Arg Trp Phe Asp Thr Val Asn Arg 
115 120 



<210> 1871 
<211> 474 
<212> DNA 

<213> Homo sapiens 



<400> 1871 

nntgcagcgc cccgaggtcg atgtctccaa cgtctttgcc agccttgaca tggctagcga 
60 

gcccgacctc gtccgtaccc tgctgaggca agcccaacaa tgaccgggga acagctcgcg 
120 

cattggatcg aggagtcgac gtcgacggtg tttttcggcg gcgccggaat gtccaccgaa 
180 

tcaggtattc cggactttcg ctcggctggc gggctttaca ccactcagca tgacctgccc 
240 

ttccccgcgg agtacatgct cagtcacagc tgtttggttg agcatcccgc ggagttcttc 
300 

gacttctacc gcacctacct catccatcct caggccaggc ccaatgctgg tcatcgtgcg 
360 
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ttggttgcct tggagcaggc tggggaactt tcgacgatca ttacccagaa tattgacggc 
420 

ctgcaccaag aagctgggtc tcgtcaggtc attgagttgc atgggtcggt gcac 
474 

<210> 1872 
<211> 125 
<212> PRT 

<213> Homo sapiens 
<400> 1872 



Met 


Thr 


Gly Glu Gin Leu Ala His 


Trp 


He 


Glu 


Glu 


Ser 


Thr 


Ser Thr 


1 




5 




10 










15 


Val 


Phe 


Phe Gly Gly Ala Gly Met 


Ser 


Thr 


Glu 


Ser 


Gly 


He 


Pro Asp 






20 


25 










30 




Phe 


Arg 


Ser Ala Gly Gly Leu Tyr 


Thr 


Thr 


Gin 


His 


Asp 


Leu 


Pro Phe 




35 40 










45 






Pro 


Ala 


Glu Tyr Met Leu Ser His 


Ser 


Cys 


Leu 


Val 


Glu 


His 


Pro Ala 




50 


55 








60 








Glu 


Phe 


Phe Asp Phe Tyr Arg Thr 


Tyr 


Leu 


He 


His 


Pro 


Gin 


Ala Arg 


65 




70 






75 








80 


Pro 


Asn 


Ala Gly His Arg Ala Leu 


Val 


Ala 


Leu 


Glu 


Gin 


Ala Gly Glu 






85 




90 










95 


Leu 


Ser 


Thr lie lie Thr Gin Asn 


lie 


Asp 


Gly 


Leu 


His 


Gin 


Glu Ala 






100 


105 










110 




Gly Ser 


Arg Gin Val lie Glu Leu 


His 


Gly 


Ser 


Val 


His 










115 120 










125 







<210> 1873 
<211> 338 
<212> DNA 

<213> Homo sapiens 
<400> 1873 

nacgcgtaga aatgaagccc cagctggtca gagaccggaa atccggtagt gcacgggacg 
60 

ggttccctcg gggatctcgg aggggagacc cccacccggg aggactggag gcagcgcctc 
120 

tcccgccccg gcgcgcgcag cctatttccc tctttccaag gggccaatcc ccaccgcggc 
180 

ccgcaggggg cgcgctcaag gcaaggtccg cggcgagaac ggtgcccagt gggagcgaag 
240 

ggcgaggcca gcccttggtc cttggccggc agttcgggtc ccgcctccaa attttagtat 
300 

gcatatgagt caccaggaaa gttttttgaa acaaattt 
338 

<210> 1874 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 1874 

Ser Pro Ser Trp Ser Glu Thr Gly Asn Pro Val Val His Gly Thr Gly 
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15 10 15 

Ser Leu Gly Asp Leu Gly Gly Glu Thr Pro Thr Arg Glu Asp Trp Arg 

20 25 30 

Gin Arg Leu Ser Arg Pro Gly Ala Arg Ser Leu Phe Pro Ser Phe Gin 

35 40 45 

Gly Ala Asn Pro His Arg Gly Pro Gin Gly Ala Arg Ser Arg Gin Gly 

50 55 60 

Pro Arg Arg Glu Arg Cys Pro Val Gly Ala Lys Gly Glu Ala Ser Pro 
65 70 75 80 

Trp Ser Leu Ala Gly Ser Ser Gly Pro Ala Ser Lys Phe 
85 90 



<210> 1875 

<211> 366 

<212> DNA 

<213> Homo sapiens 



<400> 1875 

aagcttggcg tacaagtggt tcgtcgtttc tcaggtggtg gagccgtgta tcacgatatg 
60 

ggcaatatct gcttctgctt cattacagaa gatgatggcg atagcttccg tgattttgga 
120 

aaattcacag aacccgtgat tgaagcactc cataaaatgg gagcaacagg ggcagagtta 
180 

caaggacgta acgaccttct catcgacgga aagaaattct ctggaaatgc gatgtactca 
240 

aacaatggcc gtttaacagc gcacggaaca ttaatgttgg atttagatgt gagcattttg 
300 

ccacaaattt tacgtccaaa acaagagaaa atcgagtcaa aaggaatcaa gtcggttcgt 
360 

tcacgc 
366 



<210> 1876 

<211> 122 

<212> PRT 

<213> Homo sapiens 



<400> 1876 


















Lys 


Leu 


Gly 


Val 


Gin 


Val 


Val 


Arg 


Arg 


Phe 


Ser Gly Gly Gly Ala Val 


1 








5 










10 


15 


Tyr 


His 


Asp 


Met 


Gly 


Asn 


He 


Cys 


Phe 


Cys 


Phe He Thr Glu Asp Asp 








20 










25 




30 


Gly 


Asp 


Ser 


Phe 


Arg 


Asp 


Phe 


Gly 


Lys 


Phe 


Thr Glu Pro Val He Glu 






35 










40 






45 


Ala 


Leu 


His 


Lys 


Met 


Gly 


Ala 


Thr 


Gly 


Ala Glu Leu Gin Gly Arg Asn 




50 










55 








60 


Asp 


Leu 


Leu 


He 


Asp 


Gly 


Lys 


Lys 


Phe 


Ser Gly Asn Ala Met Tyr Ser 


65 










70 










75 80 


Asn 


Asn 


Gly 


Arg 


Leu 


Thr 


Ala 


His 


Gly 


Thr 


Leu Met Leu Asp Leu Asp 










85 










90 


95 


Val 


Ser 


lie 


Leu 


Pro 


Gin 


He 


Leu 


Arg 


Pro 


Lys Gin Glu Lys He Glu 








100 










105 




110 


Ser 


Lys 


Gly 


He 


Lys 


Ser 


val 


Arg 


Ser 


Arg 
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115 120 

<210> 1877 

<211> 357 

<212> DNA 

<213> Homo sapiens 

<:400> 1877 

acgcgtgagt ggtcgcaaat atgacgggca agaaacgctt agaaagaaac tacccattaa 
60 

cgaggttatg caaattgcag aaatctctct atcggattgt ggctatatta tttcatcttt 
120 

ccaagctgct ggaccaaggg ctgtagggtt gcaacgacct attatatctg aacatttttt 
180 

tcaatttgac ccatttgata aacgacattg ggttgtctca catcatttac cacacgctgc 
240 

gacagctgct ttcacttccg gatttgaaga ttgcgctgga ttagtttcag atactgccgg 
300 

atcgaacact cttgatggaa aggactatgt tgaaagctgc tgcaatgcta ttccacg 
357 

<210> 1878 

<211> 96 

<212> PRT 

<213> Homo sapiens 

<400> 1878 

Met Gin lie Ala Glu lie Ser Leu Ser Asp Cys Gly Tyr He He Ser 

15 10 15 

Ser Phe Gin Ala Ala Gly Pro Arg Ala Val Gly Leu Gin Arg Pro He 

20 25 30 

He Ser Glu His Phe Phe Gin Phe Asp Pro Phe Asp Lys Arg His Trp 

35 40 45 

Val Val Ser His His Leu Pro His Ala Ala Thr Ala Ala Phe Thr Ser 

50 55 60 

Gly Phe Glu Asp Cys Ala Gly Leu Val Ser Asp Thr Ala Gly Ser Asn 
65 70 75 80 

Thr Leu Asp Gly Lys Asp Tyr Val Glu Ser Cys Cys Asn Ala He Pro 
85 90 95 

<210> 1879 

<211> 1062 

<212> DNA 

<213> Homo sapiens 

<400> 1879 

nacgcgtgga tgctccttgg acggcttttt cgtggtagag ggttcccggt gcgcgccgca 
60 

tccctgggaa gtagctgaag agaaggcaca ggaagagtcg cctccactga tggtctccct 
120 

gtccctccca caggctctga cgcccgctct gcggcttcgg tgtttgaaca ggccacagtc 
180 

caggagcgct tacattcagg agctccgcgt agcacctgcc caaccaaact cagccctccg 
240 
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ttaagatcct ggttccatgc cgcagtagga cagcaggccc aagtctgcac atcccagtga 
300 

tgcaccatgc caatagtgga taagttgaag gaggccctga aacccggccg caaggactcg 
360 

gctgatgatg gagaactggg gaagcttctt gcctcctctg ccaagaaggt ccttttacag 
420 

aaaatcgagt tcgagccagc cagcaagagc ttctcctacc agctggaggc cttaaagagc 
480 

aaatatgtgt tgctcaaccc caaaacagag ggagctagtc gccacaagag tggagatgac 
540 

ccaccggcca ggagacaggg cagtgaacac acgtatgaga gctgtggtga cggagtccca 
600 

gccccgcaga aagtgctttt ccccacggag cgactgtctc tgaggtggga gcgggtcttc 
660 

cgcgcgggcg caggactcca caaccttggc aacacctgct ttctcaatgc caccatccag 
720 

tgcttgacct acacaccacc tctagccaac tacctgctct ccaaggagca tgctcgcagc 
780 

tgccaccagg gaagcttctg catgctgtgt gtcatgcaga accacattgt ccaggccttc 
840 

gccaacagcg gcaacgccat caagcccgtc tccttcatcc gagacctgaa aaagatcgcc 
900 

cgacacttcc gctttgggaa ccaggaggac gcgcatgagt tcctgcggta caccatcgac 
960 

gccatgcaga aagcctgcct gaatggctgt gccaagttgg atcgtcaaac gcaggctact 
1020 

accttggtcc atcaaatttt tggagggtat ctcagatcac gc 
1062 

<210> 1880 

<211> 252 

<212> PRT 

<213> Homo sapiens 



<400> 1880 



Met 


Pro 


lie 


Val 


Asp 


Lys 


Leu 


Lys 


Glu 


Ala 


Leu Lys Pro 


Gly 


Arg 


Lys 


1 








5 










10 






15 




Asp 


Ser 


Ala 


Asp 


Asp 


Gly 


Glu 


Leu 


Gly 


Lys 


Leu Leu Ala 


Ser 


Ser 


Ala 








20 










25 






30 






Lys 


Lys 


Val 


Leu 


Leu 


Gin 


Lys 


He 


Glu 


Phe 


Glu Pro Ala 


Ser 


Lys 


Ser 






35 










40 






45 








Phe 


Ser 


Tyr 


Gin 


Leu 


Glu 


Ala 


Leu 


Lys 


Ser 


Lys Tyr Val 


Leu 


Leu 


Asn 




50 










55 








60 








Pro 


Lys 


Thr 


Glu 


Gly 


Ala 


Ser 


Arg 


His 


Lys 


Ser Gly Asp Asp 


Pro 


Pro 


65 










70 










75 






80 


Ala 


Arg 


Arg 


Gin 


Gly 


Ser 


Glu 


His 


Thr 


Tyr 


Glu Ser Cys 


Gly 


Asp 


Gly 










85 










90 






95 




Val 


Pro 


Ala 


Pro 


Gin 


Lys 


Val 


Leu 


Phe 


Pro 


Thr Glu Arg 


Leu 


Ser 


Leu 








100 










105 






110 






Arg 


Trp 


Glu 


Arg 


Val 


Phe 


Arg 


Val 


Gly 


Ala Gly Leu His 


Asn 


Leu 


Gly 






115 










120 






125 








Asn 


Thr 


Cys 


Phe 


Leu 


Asn 


Ala 


Thr 


He 


Gin 


Cys Leu Thr 


Tyr 


Thr 


Pro 




130 










135 








140 








Pro 


Leu 


Ala 


Asn 


Tyr 


Leu 


Leu 


Ser 


Lys 


Glu 


His Ala Arg 


Ser 


Cys 


His 
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145 150 
Gin Gly Ser Phe Cys Met Leu Cys 
165 

Ala Phe Ala Asn Ser Gly Asn Ala 
180 

Asp Leu Lys Lys He Ala Arg His 
195 200 
Ala His Glu Phe Leu Arg Tyr Thr 

210 215 
Leu Asn Gly Cys Ala Lys Leu Asp 
225 230 
Val His Gin He Phe Gly Gly Tyr 
245 



155 160 
Val Met Gin Asn His He Val Gin 

170 175 
He Lys Pro Val Ser Phe He Arg 
185 190 
Phe Arg Phe Gly Asn Gin Glu Asp 
205 

He Asp Ala Met Gin Lys Ala Cys 
220 

Arg Gin Thr Gin Ala Thr Thr Leu 
235 240 
Leu Arg Ser Arg 
250 



<210> 1881 

<211> 358 

<212> DNA 

<213> Homo sapiens 



<400> 1881 

natcaccatg gatggacgcc ggcaaagcaa catcaatcga tgtcaagcca cagacatctc 
60 

aaatccctgc agaaccgcaa agtttggcag agaagaagga tgaatgggag atcgcataca 
120 

tcaacacgaa gattaacgac gtctacaacc ctctcaacaa caatgtggac tggttaagca 
180 

cgagaattga tctgctacag caagatttgg acaccactcg caagaaggat ctaaaaccag 
240 

ccacatcgat cgatatctgc accatcacat cgatcgatag caagttcgta gccatggaag 
300 

ataggttaca atcttataag gatatgcacg accgtttcac ctcacctatc aggcgata 
358 



<210> 1882 

c211> 115 

<212> PRT 

<213> Homo sapiens 



<400> 1882 

Met Asp Ala Gly Lys Ala Thr Ser 

1 5 
Gin He Pro Ala Glu Pro Gin Ser 
20 

Glu He Ala Tyr He Asn Thr Lys 

35 40 
Asn Asn Asn Val Asp Trp Leu Ser 

50 55 
Asp Leu Asp Thr Thr Arg Lys Lys 
65 70 
Asp He Cys Thr He Thr Ser He 
85 

Asp Arg Leu Gin Ser Tyr Lys Asp 
100 

He Arg Arg 



He Asp Val Lys Pro Gin Thr Ser 

10 15 
Leu Ala Glu Lys Lys Asp Glu Trp 
25 30 
He Asn Asp Val Tyr Asn Pro Leu 
45 

Thr Arg He Asp Leu Leu Gin Gin 
60 

Asp Leu Lys Pro Ala Thr Ser He 

75 80 
Asp Ser Lys Phe Val Ala Met Glu 

90 95 
Met His Asp Arg Phe Thr Ser Pro 
105 ^ HO 
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115 

<210> 1883 
<211> 367 
<212> DNA 

<213> Homo sapiens 
<400> 1883 

ggatcctatc atgaatctgc actctgacca gggaagtaac tcccttggct gctcagactt 
60 

gggctgggag aatgatacta agacaccaga catcacatcc attgctccca ttcccactat 
120 

tgctgaaggc gatgagtctg tatttgtcaa ccccaattca aacagctcga tggtgcctcc 
180 

tgtcctggag aacaatgctg ttgatctcac tgatgggctg acagatttgg aatcctatat 
240 

gaggtttctt atggatggcg gngcaagtga ttcaattgat agccttctga accttgatgg 
300 

atcacaggat cttggtagca atatggacct ctggaccttc gatgacatgc ccatcgctgg 
360 

cgatttn 
367 

<210> 1884 
<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 1884 



Met Asn 


Leu His Ser 


Asp 


Gin 


Gly 


Ser 


Asn 


Ser 


Leu 


Gly Cys 


Ser Asp 


1 


5 










10 










15 


Leu Gly 


Trp Glu Asn 


Asp 


Thr 


Lys 


Thr 


Pro 


Asp 


He 


Thr 


Ser 


He Ala 


20 








25 










30 




Pro lie 


Pro Thr lie 


Ala 


Glu 


Gly Asp 


Glu 


Ser 


Val 


Phe 


Val 


Asn Ser 




35 






40 










45 






Asn Ser 


Asn Ser Ser 


Met 


Val 


Pro 


Pro 


Val 


Leu 


Glu 


Asn 


Asn 


Ala. Val 


50 






55 










60 








Asp Leu 


Thr Asp Gly 


Leu 


Thr 


Asp 


Leu 


Glu 


Ser 


Tyr 


Met 


Arg 


Phe Leu 


65 




70 










75 








80 


Met Asp 


Gly Gly Ala 


Ser 


Asp 


Ser 


He 


Asp 


Ser 


Leu 


Leu 


Asn 


Leu Asp 


85 










90 










95 


Gly Ser 


Gin Asp Leu 


Gly 


Ser 


Asn 


Met 


Asp 


Leu 


Trp 


Thr 


Phe 


Asp ASp 


100 








105 










110 




Met Pro 


He Ala Gly 


Asp 


Xaa 



















115 



<210> 1885 
<211> 392 
<212> DNA 

<213> Homo sapiens 
<400> 1885 

nacgcgtatt cgcaaagaat gtctttgcgg cacagagaca gtcgtcgtcc tcgacaccat 
60 
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gttcgacgat ctcggcatgt tgggaacccg gtgatttctc gcctgcggcg cacctcgtgg 
120 

ctgcgtagta cagctgctgt tgccgccggg gccgcgaccg gtaccgggtt ccaaccactg 
180 

aactggtgga tcctcgtcat tcccggtctc gctgcgctca tcctgctggt gcgcaacgcc 
240 

actggtcggg ccgcggcagg actggggtat ctcttcggca tcggtctgtt taccaccacc 
300 

atttcctggg taggcgtcat cggcccgccg gtggcgatac ttctcatcgc tgtcatggcg 
360 

ttgtggtgtc tgctggccgg gtggacgatt eg 
392 

<210> 1886 
<211> 130 
<212> PRT 

<213> Homo sapiens 
c400> 1886 



Xaa 


Ala 


Tyr 


Ser 


Gin Arg Met Ser 


Leu 


Arg 


His Arg 


Asp 


Ser 


Arg 


Arg 


1 








5 




10 








15 




Pro 


Arg 


His 


His 
20 


Val Arg Arg Ser 


Arg 
25 


His 


Val Gly 


Asn 


Pro 
30 


Val 


He 


Ser 


Arg 


Leu 
35 


Arg 


Arg Thr Ser Trp 
40 


Leu 


Arg 


Ser Thr 


Ala 
45 


Ala 


Val 


Ala 


Ala 


Gly 
50 


Ala 


Ala 


Thr Gly Thr Gly 
55 


Phe 


Gin 


Pro Leu 
60 


Asn 


Trp 


Trp 


He 


Leu 


Val 


He 


Pro 


Gly Leu Ala Ala 


Leu 


He 


Leu Leu 


Val 


Arg 


Asn 


Ala 


65 








70 






75 








80 


Thr 


Gly 


Arg 


Ala 


Ala Ala Gly Leu 
85 


Gly 


Tyr 
90 


Leu Phe 


Gly 


He 


Gly 
95 


Leu 


Phe 


Thr 


Thr 


Thr 
100 


He Ser Trp Val 


Gly 
105 


Val 


He Gly 


Pro 


Pro 
110 


Val 


Ala 


lie 


Leu 


Leu 
115 


He 


Ala Val Met Ala 
120 


Leu 


Trp 


Cys Leu 


Leu 
125 


Ala 


Gly 


Trp 



Thr He 
130 

<210> 1887 
<211> 363 
<212> DNA 

<213> Homo sapiens 
<400> 1887 

cgcgagttca tteggacett tgaggacgtt gccaagcgtc tcaatgggga ccagccgatc 
60 

gacttcttgg tgcagggaac tttatatccc gatgtegteg agtctggtgg eggtgaggge 
120 

getgecaata tcaagagtca ccataatgtt ggtgggctcc ctgacgacct ccagttcagt 
180 

ctegttgage cactgcgcac cctctttaag gacgaggtgc gagcegtegg actcgaactt 
240 

ggtctgcccg aggacatcgt ctggcgtcag cccttcccgg gcccggggct ggctatccgc 
300 
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attattggcg aagtcaccgc ggagcgtctg gaggtgctac gcactgccga cgccatcacg 

360 

cgt 

363 

<210> 1888. 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 1888 



Arg Glu 


Phe 


He 


Arg Thr 


Phe Glu 


Asp 


Val 


Ala 


Lys 


Arg 


Leu 


Asn 


Gly 


1 






5 






10 










15 




Asp Gin 


Pro 


He 


Asp Phe 


Leu Val 


Gin 


Gly 


Thr 


Leu 


Tyr 


Pro 


Asp 


Val 






20 






25 










30 






Val Glu 


Ser 


Gly 


Gly Gly 


Glu Gly 


Ala 


Ala 


Asn 


He 


Lys 


Ser 


His 


His 




35 






40 










45 








Asn Val 


Gly 


Gly 


Leu Pro 


Asp Asp 


Leu 


Gin 


Phe 


Ser 


Leu 


Val 


Glu 


Pro 


50 








55 








60 










Leu Arg 


Thr 


Leu 


Phe Lys 


Asp Glu 


Val 


Arg 


Ala 


Val 


Gly 


Leu 


Glu 


Leu 


65 






70 








75 










80 


Gly Leu 


Pro 


Glu 


Asp He 


Val Trp 


Arg 


Gin 


Pro 


Phe 


Pro 


Gly 


Pro 


Gly 








85 






90 










9S 




Leu Ala 


lie 


Arg 


He He 


Gly Glu 


Val 


Thr 


Ala 


Glu 


Arg 


Leu 


Glu 


Val 






100 






105 










110 






Leu Arg 


Thr 


Ala 


Asp Ala 


He Thr 


Arg 

















115 120 



<210> 1889 
<211> 530 
<212> DNA 

<213> Homo sapiens 
<400> 1889 

gcaccagatc tgctcatggc gcgcattgcg acggcaacgc agtcgatccg gcttgggtct 
60 

ggtggggtga tggccatgca ctacgggtcg ctgcaaatag cggaacggtt ttcgaccctc 
120 

acagcgctct tcggtgatcg tatcgacatg gggctgggcc gggctcccgg cggtgacatg 
180 

ctctccgccc atgccctcaa tcaggggcag gtcatccgcc ctgaggccat taattccctc 
240 

atcgccgaaa cggtagggtt cgtgcgcgaa atgctaccgt cgaagcatcc gtacgcaaag 
300 

gtcgtcgtga ccccggcagg tcagatccag ccacagacgt ggctgctggg atcgtcgggc 
360 

cagtcagcag cgtgggctgg tgagcagggt atggactacg cctacgccca gtttttcacc 
420 

gggcgccagg acaccgggat catggatcac taccgcgcgc acctgtccga cggcttcccc 
480 

ggcaggaccc tctcagcagt gtgtgtatcg gctgctccga cgcgtccgga 
530 

<210> 1890 
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<211> 176 
<212> PRT 
<213> Homo sapiens 



<400> 1890 

Ala Pro Asp Leu Leu Met Ala Arg He Ala Thr Ala Thr Gin Ser He 

! 5 10 15 

Arg Leu Gly Ser Gly Gly Val Met Ala Met His Tyr Gly Ser Leu Gin 

20 25 30 

He Ala Glu Arg Phe Ser Thr Leu Thr Ala Leu Phe Gly Asp Arg lie 

35 40 45 

Asp Met Gly Leu Gly Arg Ala Pro Gly Gly Asp Met Leu Ser Ala His 

50 55 60 

Ala Leu Asn Gin Gly Gin Val He Arg Pro Glu Ala He Asn Ser Leu 
65 70 75 80 

He Ala Glu Thr Val Gly Phe Val Arg Glu Met Leu Pro Ser Lys His 

85 90 95 

Pro Tyr Ala Lys Val Val Val Thr Pro Ala Gly Gin He Gin Pro Gin 

100 105 HO 

Thr Trp Leu Leu Gly Ser Ser Gly Gin Ser Ala Ala Trp Ala Gly Glu 

115 120 125 

Gin Gly Met Asp Tyr Ala Tyr Ala Gin Phe Phe Thr Gly Arg Gin Asp 

130 135 140 

Thr Gly He Met Asp His Tyr Arg Ala His Leu Ser Asp Gly Phe Pro 
145 150 155 160 

Gly Arg Thr Leu Ser Ala Val Cys Val Ser Ala Ala Pro Thr Arg Pro 
165 170 175 



<210> 1891 

<211> 423 

<212> DNA 

<213> Homo sapiens 



<400> 1891 

agatctcagg gagacagagg 
60 

tcctccatct gcacaaggct 
120 

cgtcaattta cagaggcagc 
180 

atgggcaggg ggcaaggcct 
240 

ggattttgta ccggtatggg 
300 

caagcaccca agtgtcccag 
360 

gatttggtct cttgctgccg 

420 

tgc 

423 

<210> 1892 
<211> 121 
<212> PRT 



ggcccgggat aggaagaata 
acccactctg cagatggccc 
ccagcttcct atcaactttc 
tgaccacact catgtttctc 
gaggcactac ggttgcagat 
accacagcag aaaccgtgtt 
ttctgaccaa cagaattgct 



tgtgggcacc tctcccacag 
ctgcttgcag agagatccag 
tggcctggct taacggtgta 
ccccggcctc ctccactctg 
ttagcttttc agcgtggata 
gctgccgttt ccaacctgct 
actgactgac aaatcccttg 
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<213> Homo sapiens 
<400> 1892 



Met Trp 


Ala Pro 


Leu 


Pro Gin Ser 


Ser 


lie Cys Thr Arg 


Leu 


Pro Thr 


l 




5 






10 




15 


Leu Gin 


Met Ala 


Pro 


Ala Cys Arg 


Glu 


lie Gin Arg Gin 


Phe 


Thr Glu 




20 






25 




30 




Ala Ala 


Gin Leu 


Pro 


lie Asn Phe 


Leu 


Ala Trp Leu Asn 


Gly 


Val Met 




35 




40 




45 






Gly Arg 


Gly Gin 


Gly 


Leu Asp His 


Thr 


His Val Ser Pro 


Pro 


Ala Ser 


50 






55 




60 






Ser Thr 


Leu Gly 


Phe 


Cys Thr Gly 


Met 


Gly Arg His Tyr 


Gly 


Cys Arg 


65 




70 




75 




80 


Phe Ser 


Phe Ser 


Ala 


Trp lie Gin 


Ala 


Pro Lys Cys Pro 


Arg 


Pro Gin 






85 






90 




95 


Gin Lys 


Pro Cys 


Cys 


Cys Arg Phe 


Gin 


Pro Ala Asp Leu 


Val 


Ser Cys 




100 






105 




110 




Cys Arg 


Ser Asp 


Gin 


Gin Asn Cys 


Tyr 










115 




120 











<210> 1893 

<211> 886 

<212> DNA 

<213> Homo sapiens 

<400> 1893 

accggtggtg ctgaaccggc ccgagttgcc cttcctagcc ggatatacgt cgagggacgt 
60 

catgacgctg aactcgtcga aaagatatgg ggcgacgacc tgcgccacgt cggggtcgtt 
120 

gtggaataca tgggtggcat ggacgacctc gtcgggatcg tcgccgagtt taagcctggt 
180 

ccggggcatc gccttggcgt gttggttgac cacctcgttg ccgacaccaa agagtcacgg 
240 

gtagcggacg aagtacgtcg tggtgggtat agcgagtatg tcatgattac cggtcatcgc 
300 

tttattgaca tctggcaggc catcaaacct caacgaattg gccgtcaaga atggcctgag 
360 

gtcccgatgg acgaagactt caaactcggc accctgaagc gtctgggcct gcctcactcg 
420 

acccaagctg acgtcggtaa ggcctggcag gccatgctgg cacgagtgcg cgactggcac 
480 

gatttagacc cccgctttaa cacggagatg gagaaactta tcgatttcgt cacgcgtgac 
540 

catgtcgacg agctggacaa tggggagatg gcatgagtat tgacgtcgac acggtgtctg 
600 

acctcatccg ggatgtgagt gccagggtta tcgatccccg gttccggacc ctccacgatc 
660 

atcaaatcca ccagaaaaag cccggggact tcgttactga tgccgatcgt caggccgagt 
720 

gcgagctggg tgccgctgtg accaagtatg ccggcggtat tgtcgtgggg gaggaatcag 
780 

ccttcgccga cccaaccatc cttgatgccg tttccgatgc tgacctggcc tgggtcatcg 
840 
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accccattga tggcactaag aacttcgtgc acgggtctgt tgatca 
886 

<210> 1894 
<211> 191 
<212> PRT 

<213> Homo sapiens 



<400> 1894 



Thr 


Gly 


Gly 


Ala 


Glu 


Pro Ala Arg Val 


Ala 


Leu 


Pro 


Ser Arg 


He Tyr 


1 








5 




10 








15 


Val 


Glu 


Gly 


Arg 


His 


Asp Ala Glu Leu 


Val 


Glu 


Lys 


He Trp 


Gly Asp 








20 




25 








30 




Asp 


Leu 


Arg 


His 


val 


Gly Val val Val 


Glu 


Tyr 


Met 


Gly Gly 


Met Asp 






35 






40 








45 




Asp 


Leu 


Val 


Gly 


He 


Val Ala Glu Phe 


Lys 


Pro 


Gly 


Pro Gly 


His Arg 




50 








55 






60 






Leu 


Gly 


Val 


Leu 


Val 


Asp His Leu Val 


Ala 


Asp 


Thr 


Lys Glu 


Ser Arg 


65 










70 




75 






80 


Val 


Ala 


Asp 


Glu 


Val 


Arg Arg Gly Gly 


Tyr 


Ser 


Glu 


Tyr Val 


Met He 










85 




90 








95 


Thr 


Gly 


His 


Arg 


Phe 


He Asp He Trp 


Gin 


Ala 


He 


Lys Pro 


Gin Arg 








100 




105 








110 




lie 


Gly 


Arg 


Gin 


Glu 


Trp Pro Glu Val 


Pro 


Met 


Asp 


Glu Asp 


Phe Lys 






115 






120 








125 




Leu 


Gly 


Thr 


Leu 


Lys 


Arg Leu Gly Leu 


Pro 


His 


Ser 


Thr Gin 


Ala Asp 




130 








135 






140 






Val 


Gly 


Lys 


Ala 


Trp 


Gin Ala Met Leu 


Ala 


Arg 


Val 


Arg Asp 


Trp His 


145 










ISO 




155 






160 


Asp 


Leu 


Asp 


Pro 


Arg 


Phe Asn Thr Glu 


Met 


Glu 


Lys 


Leu He 


Asp Phe 










165 




170 








175 


Val 


Thr 


Arg 


Asp 


His 


Val Asp Glu Leu 


Asp 


Asn 


Gly 


Glu Met 


Ala 








180 




185 








190 





<210> 1895 
<211> 2555 
<212> DNA 

<213> Homo sapiens 
<400> 1895 

nntcatgatt tttggaggtg ggttgtacct cctgaacttc tagctttcaa gttgtggctg 
60 

ttttttgttt ttgtttttgt ttttgttttc tttagaattt ttccctgttt cccaccttct 
120 

cttcccctgt tgccaaggtc taactcactg tagtctggat gtgggtgtat gttcatgtac 
180 

acaactttag aaagttgctt gcagaacaaa aaggctacac aaaagcccac tggctctcaa 
240 

taccctcaag tggatggcag aggctcttgt tgaaagtggg caatttgcaa tctttgcatt 
300 

aggatttcag atgcatgcca ggtttccact gattgccaga actcgagatc actacacatg 
360 „ 

gatccccaaa atcaacatgg cagtggcagt tcgttagttg tgatccagca gccttctttg 
420 
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gatagccgtc agagattaga ctatgagaga gagattcagc ctactgctat tttgtcctta 
480 

gaccagatca aggccataag aggcagcaat gaatacacag aagggccttc ggtggtgaaa 
540 

agacctgctc ctcggacagc accaagacaa gaaaagcatg aaaggactca tgaaatcata 
600 

ccaattaatg tgaataataa ctacgagcac agacacacaa gccacctggg acatgcagta 
660 

ctcccaagta atgccagggg ccccattttg agcagatcaa ccagcactgg aagtgcagcc 
720 

agctctggga gcaacagcag tgcctcttct gaacagggac tgttaggaag gtcaccacca 
780 

accagaccag tccctggtca taggtctgaa agggcaatcc ggacccagcc caagcaactg 
840 

attgtggatg acttgaaggg ttccttgaaa gaggacctga cacagcacaa gttcatttgt 
900 

gaacagtgtg ggaagtgcaa gtgtggagaa tgcactgctc ccaggaccct accatcctgt 
960 

ttggcctgta accggcagtg cctttgctct gctgagagca tggtggaata tggaacctgc 
1020 

atgtgcttag tcaagggcat cttctaccac tgctccaatg acgacgaagg ggattcctat 
1080 

ccagataatc cttgctcctg ttcacaatca cactgctgct ctagatacct gtgtatggga 
1140 

gccatgtctt tatttttacc ttgcttactc tgttatcctc ctgctaaagg atgcctgaag 
1200 

ctgtgcagga ggtgttatga ctggatccat cgcccagggt gcagatgtaa gaactccaac 
1260 

actgtctatt gtaagctgga gagctgcccc tcccggggtc agggtaaacc atcatgattt 
1320 

ttggaggtgg gttgtacctc ctgaacttct agctttcaag ttgtggccgt tttttgtttt 
1380 

tgtttttgtt tttgttttct ttagaatttt tccctgtttc ccaccttctc ttcccctgtt 
1440 

gccaaggtct aactcatgga tttttctctt tcctcatgga tgatcttcag caagagtgga 
1500 

ctgggaagct gcacctggct cccactttca acaagagcct ctgccatcca cttgagggta 
1560 

ttgagagcca gtgggctttt gtgtagcctt tttgttctgc aagcaacttt ctaaagttgt 
1620 

gtacatgaac atacacccac atccagacta cagtgattta gagttgtttt gattgggtac 
1680 

cgtgggagca gggaaattgg ttttttaaaa agcaactgtt taattgccta aataagctat 
1740 

gtatcaaatc tgtctccagt tagggctatc ttcctagcat aggcccctta agtagcatgg 
1800 

gggatatatt ttttgctata acgtaaaaat tttcctttaa ccactgccct ctcctttctc 
1860 

cttcaaggtt ctttccccct cagttttgtt gttgtcttac tctggagatg ccaagtgtat 
1920 

tttttctttc tatgtaattt tagattcgcc ttacaatgta aatcttcaca ttggagataa 
1980 

tattggttgg accttgccca ccttcactct agccttcgta tttgtgaagg actcagccac 
2040 
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cttccttctt caccccatgc ttctcaccaa atttttgttg tcattgaggg cacttggata 
2100 

actcaagttg atatttatag ctgatcaatc tatatgtgtc acagaactat gctgcctaaa 
2160 

gtgatcttgg ctccttaatg gtccttttgg ccccttggat agttaacagc tgagtaattc 
2220 

taatctcttc tgtgttttcc ttgccttaac cacaaattgt ggtgcttttt gtatatttta 
2280 

tgtataaatc acaaagttga attctgacta tttttaagac aaaagtctgt taaacttttt 
2340 

tattgtaaag aatatttatt atgcgaatct ctattatttt atggtattta ttgcaaaaga 
2400 

ctgttgaaat gtactcatgt ttgaatataa caaaatatca atacttaacg gaaaataagg 
2460 

tgacacgaag aaagtacata tgttaactat aatgcagaaa atatattaat taatgaaaaa 
2520 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaa 
2555 

<210> 1896 

<211> 139 

<212> PRT 

<213> Homo sapiens 

<400> 1896 



Cys 


Glu 


Gin 


Cys 


Gly 


Lys Cys 


Lys 


Cys 


Gly 


Glu Cys 


Thr 


Ala 


Pro 


Arg 


1 








5 








10 








15 




Thr 


Leu 


Pro 


Ser 
20 


Cys 


Leu Ala 


Cys 


Asn 
25 


Arg 


Gin Cys 


Leu 


Cys 
30 


Ser 


Ala 


Glu 


Ser 


Met 
35 


Val 


Glu 


Tyr Gly 


Thr 
40 


Cys 


Met 


Cys Leu 


Val 
45 


Lys 


Gly 


He 


Phe 


Tyr 
50 


His 


Cys 


Ser 


Asn Asp 
55 


Asp 


Glu 


Gly 


Asp Ser 
60 


Tyr 


Ser 


Asp 


Asn 


Pro 


Cys 


Ser 


Cys 


Ser 


Gin Ser 


His 


Cys 


Cys 


Ser Arg 


Tyr 


Leu 


Cys 


Met 


65 










70 








75 








80 


Gly 


Ala 


Met 


Ser 


Leu 


Phe Leu 


Pro 


Cys 


Leu 


Leu Cys 


Tyr 


Pro 


Pro 


Ala 








85 








90 








95 




Lys 


Gly 


Cys 


Leu 
100 


Lys 


Leu Cys 


Arg 


Arg 
105 


Cys 


Tyr Asp 


Trp 


He 
110 


His 


Arg 


Pro 


Gly 


Cys 
115 


Arg 


Cys 


Lys Asn 


Ser 
120 


Asn 


Thr 


Val Tyr 


Cys 
125 


Lys 


Leu 


Glu 


Ser 


Cys 
130 


Pro 


Ser 


Arg 


Gly Gin 
135 


Gly 


Lys 


Pro 


Ser 











<210> 1897 

<211> 938 

<212> DNA 

<213> Homo sapiens 

<400> 1897 

cgtcatggct gctacgtgtg cggnaagagc tttgcctggc gctccacact ggtggagcac 
60 

gtctacagtc acactggcga gaagcccttc cactgcactg actgcggcaa gggcttcggc 
120 
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cacgcttcct ccctgagcaa acaccgggcc atccatcgtg gggagcggcc ccaccgctgt 
180 

ctggagtgtg gccgggcctt cacgcagcgc tcggcgctga cttcgcacct gcgcgtccac 
240 

accggcgaga aaccctatgg ctgcgccgac tgtggccgcc gcttcagcca gagctctgcc 
300 

ctctaccagc accggcgcgt gcacagcggc gagaccccct tcccctgccc ggactgtggc 
360 

cgcgccttcg cctacccctc ggacctgcgg cgccacgtgc gcatccacac gggcgagaag 
420 

ccctaccctt gcccagactg tgggcgccgc ttttcctcct cctccctgct ggtcagtcac 
480 

cggcgggcac actccggcga gtgcccctat gtttgtgacc agtgtggcaa acgtttctcc 
54 0 

cagcgcaaga acctctccca gcaccaggtc atccatacag gggagaagcc ctatcactgc 
600 

cctgactgtg gtcgctgctt ccggaggagc cggtccttgg ccaatcaccg gaccacacac 
660 

acaggtgaaa aaccccacca gtgccctagc tgtggacgtc gcttcgccta cccctccctg 
720 

ctggccagcc accggcgcgt gcactcgggc gagcggccct atgcctgcga cctttgctcc 
780 

aagcgttttg ctcagtggag ccacctggcc cagcaccagc tgctgcacac gggggagaag 
840 

cctttcccct gcctcgagtg tggccgggct tccgccagag gtggtctctg gctgtccaca 
900 

agtgtagccc caaggcccca aactgtagcc ctagatct 
938 

<210> 1898 
<211> 312 
<212> PRT 

<213> Homo sapiens 



<400> 1898 



Arg His 


Gly 


Cys 


Tyr 


Val Cys Gly Lys Ser Phe 


Ala 


Trp 


Arg 


Ser 


Thr 


1 






5 


10 








15 




Leu Val 


Glu 


His 


Val 


Tyr Ser His Thr Gly Glu 


Lys 


Pro 


Phe 


His 


Cys 






20 




25 






30 






Thr Asp 


Cys 


Gly 


Lys 


Gly Phe Gly His Ala Ser 


Ser 


Leu 


Ser 


Lys 


His 




35 






40 




45 








Arg Ala 


lie 


His 


Arg 


Gly Glu Arg Pro His Arg 


Cys 


Leu 


Glu 


Cys 


Gly 


50 








55 


60 










Arg Ala 


Phe 


Thr 


Gin 


Arg Ser Ala Leu Thr Ser 


His 


Leu 


Arg 


Val 


His 


65 








70 75 










80 


Thr Gly 


Glu 


Lys 


Pro 


Tyr Gly Cys Ala Asp Cys Gly 


Arg 


Arg 


Phe 


Ser 








85 


90 








95 




Gin Ser 


Ser 


Ala 


Leu 


Tyr Gin His Arg Arg Val 


His 


Ser 


Gly 


Glu 


Thr 






100 




105 






110 






Pro Phe 


Pro 


Cys 


Pro 


Asp Cys Gly Arg Ala Phe 


Ala 


Tyr 


Pro 


Ser 


Asp 




115 






120 




125 








Leu Arg 


Arg 


His 


Val 


Arg lie His Thr Gly Glu Lys 


Pro 


Tyr 


Pro 


Cys 


130 








135 


140 










Pro Asp 


Cys 


Gly 


Arg 


Arg Phe Ser Ser Ser Ser 


Leu 


Leu 


val 


Ser 


His 
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14S 






150 










155 




160 


Arg Arg Ala 


His 


Ser 


Gly 


Glu 


Cys 


Pro 


Tyr 


Val 


Cys Asp 


Gin Cys Gly 




165 










170 






175 


Lys Arg Phe 


Ser 


Gin 


Arg 


Lys 


Asn 


Leu 


Ser 


Gin 


His Gin 


Val He His 


180 










185 








190 


Thr Gly Glu 


Lys 


Pro 


Tyr 


His 


Cys 


Pro 


Asp 


Cys Gly Arg 


Cys Phe Arg 


195 










200 








205 




Arg Ser Arg 


Ser 


Leu 


Ala 


Asn 


His 


Arg 


Thr 


Thr 


His Thr 


Gly Glu Lys 


210 








215 










220 




Pro His Gin Cys 


Pro 


Ser 


Cys 


Gly 


Arg 


Arg 


Phe 


Ala Tyr 


Pro Ser Leu 


225 






230 










235 




240 


Leu Ala Ser 


His 


Arg 


Arg 


Val 


His 


Ser 


Gly 


Glu 


Arg Pro 


Tyr Ala Cys 






245 










250 






255 


Asp Leu Cys 


Ser 


Lys 


Arg 


Phe 


Ala 


Gin 


Trp 


Ser 


His Leu 


Ala Gin His 


260 










265 








270 


Gin Leu Leu 


His 


Thr 


Gly 


Glu 


Lys 


Pro 


Phe 


Pro 


Cys Leu 


Glu Cys Gly 


275 










280 








285 




Arg Ala Ser 


Ala 


Arg 


Gly 


Gly 


Leu 


Trp 


Leu 


Ser 


Thr Ser 


Val Ala Pro 


290 








295 










300 




Arg Pro Gin 


Thr 


val 


Ala 


Leu 


Asp 












305 






310 

















<210> 1899 
<211> 508 
<212> DNA 

<213> Homo sapiens 
<400> 1899 

aaatttgcct ccctaattgg caaggtgcaa gccctggaac agcgcgacca gctgctggag 
60 

acacgctgga gcttcctgca gggccaggac tcagccatct tcgacctcgg gcatctctat 
120 

gaggaaatat caggccggct gcggagggaa ctgggccaaa gggacaggaa ccgggggcag 
180 

ctggaggcca ccctgctgca ggtgttgaaa aaggtggagg agtttcgaat caggtattga 
240 

gatgagatct ccaagcgcac agacatggag ttcacctttg ttcagctgaa gaaggacctg 
300 

gatgcagagt gtcttcatcg gactgaactg gaaaccaagt taaaaagcct ggagagcttc 
360 

gtggagttga tgaaaaccat ctatgagcag gagctgaagg acctggcagc acaggtgaag 
420 

gatgtgtcgg tgaccgtcgg catggacagc cgctgccaca tcgacctgag cggcatcgtg 
480 

gaggaggtga aggcccagta tgacgccg 
508 

<210> 1900 
<211> 79 
<212> PRT 

<213> Homo sapiens 
<400> 1900 

Lys Phe Ala Ser Leu lie Gly Lys Val Gin Ala Leu Glu Gin Arg Asp 
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15 10 15 

Gin Leu Leu Glu Thr Arg Trp Ser Phe Leu Gin Gly Gin Asp Ser Ala 

20 25 30 

He Phe Asp Leu Gly His Leu Tyr Glu Glu He Ser Gly Arg Leu Arg 

35 40 45 

Arg Glu Leu Gly Gin Arg Asp Arg Asn Arg Gly Gin Leu Glu Ala Thr 

50 55 60 

Leu Leu Gin Val Leu Lys Lys Val Glu Glu Phe Arg He Arg Tyr 
65 70 75 

<210> 1901 

<211> 453 

<212> DNA 

<213> Homo sapiens 

<400> 1901 

acgcgtggac cacgatgcgc cggatcgggc tcggcgccat gcacacctcg gacctggcgg 
60 

cggtgttcgg cgatgcgaag gcaacccgcg cttccaagtt cgacccgttc cagccgcgcg 
120 

aggaattcga cgaggtcagc gccgccatgc agttccactg gggctccttc ttccacaacg 
160 

cgcatccggg cgagaagtgg ccggtctacg gtttccgcag cgacacggag cccggccgcg 
240 

cgaccgcgat cttcgcggcg aagtcctccg tggagtacga ccccaaggcg gcgcagcgcc 
300 

gcgcgtggga gggctttgac atgcgcgaat ggggcatgca caggcaggac ctggtggaaa 
360 

cgctcaccga ttccatcgcc gacgagggca acgcttagcg acgccagcgc caccgagttt 
420 

agagaaatga aagaaatttt aatagagggt gga 
453 

<210> 1902 
<211> 151 
<212> PRT 

<213> Homo sapiens 
<400> 1902 

Thr Arg Gly Pro Arg Cys Ala Gly Ser Gly Ser Ala Pro Cys Thr Pro 

15 10 15 

Arg Thr Trp Arg Arg Cys Ser Ala Met Arg Arg Gin Pro Ala Leu Pro 

20 25 30 

Ser Ser Thr Arg Ser Ser Arg Ala Arg Asn Ser Thr Arg Ser Ala Pro 

35 40 45 

Pro Cys Ser Ser Thr Gly Ala Pro Ser Ser Thr Thr Arg He Arg Ala 

50 55 60 

Arg Ser Gly Arg Ser Thr Val Ser Ala Ala Thr Arg Ser Pro Ala Ala 
65 70 75 80 

Arg Pro Arg Ser Ser Arg Arg Ser Pro Pro Trp Ser Thr Thr Pro Arg 

85 90 9S 

Arg Arg Ser Ala Ala Arg Gly Arg Ala Leu Thr Cys Ala Asn Gly Ala 

100 * 105 110 

Cys Thr Gly Arg Thr Trp Trp Lys Arg Ser Pro He Pro Ser Pro Thr 
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115 120 125 

Arg Ala Thr Leu Ser Asp Ala Ser Ala Thr Glu Phe Arg Glu Met Lys 

130 135 140 

Glu lie Leu lie Glu Gly Gly 
145 150 

<210> 1903 

<211> 531 

<212> DNA 

<213> Homo sapiens 

<400> 1903 

ccggcgaggg agctgttccg ggacgccgcc ttccccgccg cggactcctc gctcttctgc 
60 

gacttgtcta cgccgctggc ccagttccgc gaggacatca cgtggaggcg gccccagaga 
120 

atttgtgcca acccccgctt gtttccaaat gaccaacggg aagggcaggt gaagcagggg 
180 

ctgctggggg attgctggtt cctgtgtgcc tgcgccgcgc tgcagaagag caggcacctc 
240 

ctggaccagg tcattcctgc gggacagccg agctgggccg accaggagta ccggggctcc 
300 

ttcacctgtc gcttttggca gtttggacgg tgggtggagg gtccatgggt cccttcgagc 
36 0 

ccctgtgggc ggggcaggtg gcggatgccc tggtggacct gaccggcggc ctggcagaaa 
420 

gatggaacct gaagggcgta gcaggaagcg gaggccagca ggacaggcca ggccgctggg 
480 

agcacaggac ttgtcggcag ctgctccacc tgaaggacca gtgtctgatc a 
531 

<210> 1904 
<211> 133 
<212> PRT 

<213> Homo sapiens 



<400> 1904 



Pro 


Ala 


Arg 


Glu 


Leu 


Phe 


Arg 


Asp 


Ala 


Ala 


Phe Pro Ala 


Ala 


Asp 


Ser 


1 








5 










10 






15 




Ser 


Leu 


Phe 


Cys 


Asp 


Leu 


Ser 


Thr 


Pro 


Leu 


Ala Gin Phe 


Arg 


Glu 


Asp 








20 










25 






30 






lie 


Thr 


Trp 


Arg 


Arg 


Pro 


Gin 


Arg 


He 


Cys 


Ala Asn Pro 


Arg 


Leu 


Phe 






35 










40 






45 








Pro 


Asn 


Asp 


Gin 


Arg 


Glu 


Gly 


Gin 


Val 


Lys 


Gin Gly Leu 


Leu 


Gly 


Asp 




50 










55 








60 








Cys 


Trp 


Phe 


Leu 


Cys 


Ala 


Cys 


Ala 


Ala 


Leu 


Gin Lys Ser 


Arg 


His 


Leu 


65 










70 










75 






80 


Leu 


Asp 


Gin 


Val 


lie 


Pro 


Ala 


Gly 


Gin 


Pro 


Ser Trp Ala 


Asp 


Gin 


Glu 










85 










90 






95 




Tyr 


Arg 


Gly 


Ser 


Phe 


Thr 


Cys 


Arg 


Phe 


Trp 


Gin Phe Gly 


Arg 


Trp 


Val 








100 










105 






110 






Glu 


Gly 


Pro 


Trp 


Val 


Pro 


Ser 


Ser 


Pro 


Cys 


Gly Arg Gly 


Arg 


Trp 


Arg 






115 










120 






125 








Met 


Pro 


Trp 


Trp 


Thr 
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130 

<210> 1905 
<211> 387 
<212> DNA 

<213> Homo sapiens 
<400> 1905 

acgcgtgggc tgatcggcat gctctgggca ctgggggtgg tggcggaagt gctgatgttc 
60 

ctggccatga gccggatcct cgcgcgcttt tcggtccgtc gggtgctgct ggccagtttc 
120 

ctcctggccg ccgtgcgctg gttgctgctg ggcgcgttgg ccgatcacct ggcggtgctg 
180 

ttgttcgccc aggtgctgca cgcggcgacc tttgccagct ttcacgcctc tgccattcat 
240 

ttcgtgcaac gtagcttcgg cgcgcgcnca gcaaggccag ggcaggcgtt atacgctgca 
300 

ctggccggta cgggcggggc tttgggcgcg ttgtacgccg gttatagctg gaacagcctg 
360 

gggccgacct ggactttcag catcgtt 
387 

<210> 1906 

<211> 129 

<212> PRT 

<213> Homo sapiens 



<400> 1906 



Thr 


Arg 


Gly 


Leu 


lie Gly Met 


Leu Trp Ala Leu Gly 


Val 


Val 


Ala 


Glu 


1 




S 


10 








15 




Val 


Leu 


Met 


Phe 


Leu Ala Met 


Ser Arg lie Leu 


Ala 


Arg 


Phe 


Ser 


Val 








20 




25 






30 






Arg 


Arg 


Val 


Leu 


Leu Ala Ser 


Phe Leu Leu Ala 


Ala 


val 


Arg 


Trp 


Leu 


35 






40 




45 








Leu 


Leu 


Gly 


Ala 


Leu Ala Asp 


His Leu Ala Val 


Leu 


Leu 


Phe 


Ala 


Gin 




50 






55 




60 










Val 


Leu 


His 


Ala 


Ala Thr Phe 


Ala Ser Phe His 


Ala 


Ser 


Ala 


lie 


His 


65 








70 


75 










80 


Phe 


val 


Gin 


Arg 


Ser Phe Gly 


Ala Arg Xaa Ala 


Arg 


Pro 


Gly 


Gin 


Ala 










85 


90 








95 




Leu 


Tyr 


Ala 


Ala 


Leu Ala Gly 


Thr Gly Gly Ala 


Leu 


Gly 


Ala 


Leu 


Tyr 






100 




105 






110 






Ala 


Gly 


Tyr 


Ser 


Trp Asn Ser 


Leu Gly Pro Thr 


Trp 


Thr 


Phe 


Ser 


lie 






115 






120 




125 









Val 



<210> 1907 

<211> 333 

<212> DNA 

<213> Homo sapiens 

<400> 1907 
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acgcgtttcg accagcgcat ccgtgtcggc ggcatggcgg aaatcgtcgg cttcgacaag 
60 

aagctgcgcg ccgcgcgccg cgaaacgctc gagatgtgcg tcaacgacct gttcccgggc 
120 

ggcggcgaca cgtcgaaggc cacgttctgg acgggcctgc gcccgatgac gccggacggc 
180 

acgccgatcg tcggccgcac gccggtgtcg aacctgttcc tgaacaccgg ccacggcacg 
240 

ctcggctgga caatggtgtg cggctcgggc caactgctcg ccgacctgat ctcgggcaag 
300 

atgcccgcga tccaggccga cgacctgtct nnc 
333 

<210> 1908 
<211> 111 
<212> PRT 

<213> Homo sapiens 



<400> 1908 


















Thr Arg Phe 


Asp 


Gin 


Arg lie Arg Val 


Gly 


Gly Met 


Ala 


Glu 


He Val 


1 




5 




10 








15 


Gly Phe Asp 


Lys 


Lys 


Leu Arg Ala Ala 


Arg 


Arg Glu 


Thr 


Leu 


Glu Met 




20 




25 








30 




Cys Val Asn 


Asp 


Leu 


Phe Pro Gly Gly 


Gly 


Asp Thr 


Ser 


Lys 


Ala Thr 


35 






40 






45 






Phe Trp Thr 


Gly 


Leu Arg Pro Met Thr 


Pro 


Asp Gly 


Thr 


Pro 


lie Val 


50 






55 




60 








Gly Arg Thr 


Pro 


val 


Ser Asn Leu Phe 


Leu 


Asn Thr 


Gly 


His 


Gly Thr 


65 






70 




75 






80 


Leu Gly Trp 


Thr 


Met 


Val Cys Gly Ser 


Gly 


Gin Leu 


Leu 


Ala 


Asp Leu 






85 




90 








95 


lie Ser Gly 


Lys 


Met 


Pro Ala He Gin 


Ala 


Asp Asp 


Leu 


Ser 


Xaa 




100 




105 








110 





<210> 1909 

<211> 2767 

<212> DNA 

<213> Homo sapiens 

<400> 1909 

ngactgccgg tcgttcggac gtcttgcctg tcgcgtggag gagaggtccg ggctctccag 
60 

gaaggtggct gcggcgacaa aatgaagata ttcgtgggca acgtcgacgg ggcggatacg 
120 

actccggagg agctggcagc cctctttgcg ccctacggca cggtcatgag ctgcgccgtc 
180 

atgaaacagt tcgccttcgt gcacatgcgc gagaacgcgg gcgcgctgcg cgccatcgaa 
240 

gccctgcacg gccacgagct gcggccgggg cgcgcgctcg tggtggaaat gtcgcgccca 
300 

aggcctctta atacttggaa gattttcgtg ggcaatgtgt cggctgcatg cacgagccag 
360 

gaactgcgca gcctcttcga gcgccgcgga cgcgtcatcg agtgtgacgt ggtgaaagac 
420 
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tacgcgtttg ttcacatgga gaaggaagca gatgccaaag ccgcaatcgc gcagctcaac 
480 

ggcaaagaag tgaagggcaa gcgcatcaac gtggaactct ccaccaaggg tcagaagaag 
540 

gggcctggcc tggctgtcca gtctggggac aagaccaaga aaccaggggc tggggatacg 
600 

gccttccctg gaactggtgg cttctctgcc accttcgact accagcaggc ttttggcaac 
660 

agcactggtg gctttgatgg gcaagcccgt cagcccacac cacccttctt tggtcgcgac 
720 

cgcagccctc tgcgccgttc acctccccga gcctcttatg tggctcctct gacggcccag 
780 

ccagctacct accgggccca gccgtccgtg tcactgggag ctgcctacag ggcccagcct 
840 

tctgcctctt tgggtgttgg ctatcggact cagcccatga cagcccaggc agcctcttac 
900 

cgcgctcagc cctctgtctc ccttggggca ccatacaggg gccagctggc tagtcctagc 
960 

tcccagtctg ctgcagcttc ttcactcggc ccatatggtg gagcccagcc ctcagcctcg 
1020 

gccctttcct cctatggggg tcaggcagct gcagcttctt cgctcaactc ctatggggct 
1080 

cagggtccct cccttgcctc ctatggtaac cagccatcct cttacggcgc ccaggctgcc 
1140 

tcttcctatg gggttcgtgc agctgcttct tcctacaaca cccagggagc agcttcctcc 
1200 

ttaggctcct acggggctca ggcagcctcc tatggggccc agtctgcagc ctcctcacta 
1260 

gcttatggag cccaggcagc ttcatataat gcccagccct cggcctctta caatgcccag 
1320 

tctgccccat atgctgcaca gcaggctgct tcctactctt cccaacctgc tgcctatgtg 
1380 

gcacagccag ccacagctgc tgcctatgcc agccagccag cagcctacgc cgcacaagcc 
1440 

actaccccaa tggctggctc ctatggggcc cagccggttg tgcagaccca gctgaatagt 
1500 

tacggggccc aagcatcaat gggcctctca ggctcctatg gggctcagtc ggctgctgcg 
1560 

gccactggct cctatggtgc cgcagcagcc tacggggccc aaccttctgc cactctggca 
1620 

gctccttacc gcactcagtc atcagcctca ttggctgctt cctatgctgc ccagcagcat 
1680 

ccccaggctg ctgcctccta ccgcggccag ccaggcaatg cctacgatgg ggcaggtcag 
1740 

ccgtctgcag cctacctgtc catgtcccag ggggccgttg ccaacgccaa cagcaccccg 
1800 

ccgccctatg agcgtacccg cctctcccca ccccgggcca gctacgacga tccctacaaa 
1860 

aaggctgtcg ccatgtcgaa aaggtatggt tccgaccggc gtttagccga gctctctgat 
1920 

taccgccgtt tatcagagtc gcagctttcg ttccgccgct cgccgacaaa gtcctcgctg 
1980 

gattaccgtc gcctgcccga tgcccattcc gattacgcac gctattcggg ctcctataat 
2040 
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gattacctgc gggcggctca gatgcactct 
2X00 

gggatggggc accacaggga gggagggaga 
2160 

tataactact ctggcccata cctttcctgg 
2220 

gccttcccca ggagatgatc ctgttaagtg 
22B0 

tcagcagcaa atcttgctac tggctctaga 
2340 

tctccccaga aCgggaattt cttttatgtt 
2400 

tgtgcgcgat atttaaggtc gtctggatgg 
2460 

cctttttctt tttagatggg aaggaggcca 
2520 

gccaagctgt gccagcagtc cagggtaccc 
2580 

agttcctgtt gggacagtca gttggtatgt 
2640 

agctgatggt gagcggcaca gtcccacttc 
2700 

accttaattt tttttccctt ttgtatggac 

2760 

tggaaaa 

2767 

<210> 1910 

<211> 669 

<212> PRT 

<213> Homo sapiens 



<400> 1910 



Met 


Lys 


He 


Phe 


Val 


Gly 


Asn 


Val 


Asp 


Gly 


Ala 


Asp 


Thr 


Thr 


Pro 


Glu 


1 








5 










10 










15 




Glu 


Leu 


Ala 


Ala 
20 


Leu 


Phe 


Ala 


Pro 


Tyr 
25 


Gly 


Thr 


val 


Met 


Ser 
30 


Cys 


Ala 


Val 


Met 


Lys 
35 


Gin 


Phe 


Ala 


Phe 


Val 
40 


His 


Met 


Arg 


Glu 


Asn 
45 


Ala 


Gly 


Ala 


Leu 


Arg 
50 


Ala 


He 


Glu 


Ala 


Leu 
55 


His 


Gly 


His 


Glu 


Leu 
60 


Arg 


Pro 


Gly 


Arg 


Ala 


Leu 


Val 


Val 


Glu 


Met 


Ser 


Arg 


Pro 


Arg 


Pro 


Leu 


Asn 


Thr 


Trp 


Lys 


65 










70 










75 










80 


lie 


Phe 


Val 


Gly 


Asn 
85 


Val 


Ser 


Ala 


Ala 


Cys 
90 


Thr 


Ser 


Gin 


Glu 


Leu 
95 


Arg 


Ser 


Leu 


Phe 


Glu 
100 


Arg 


Arg 


Gly 


Arg 


Val 
105 


He 


Glu 


Cys 


Asp 


Val 
110 


Val 


Lys 


Asp 


Tyr 


Ala 
115 


Phe 


Val 


His 


Met 


Glu 
120 


Lys 


Glu 


Ala 


Asp 


Ala 
125 


Lys 


Ala 


Ala 


lie 


Ala 
130 


Gin 


Leu 


Asn 


Gly 


Lys 
135 


Glu 


Val 


Lys 


Gly 


Lys 
140 


Arg 


He 


Asn 


val 


Glu 


Leu 


Ser 


Thr 


Lys 


Gly 


Gin 


Lys 


Lys 


Gly 


Pro 


Gly 


Leu 


Ala 


Val 


Gin 


145 










150 










155 










160 


Ser 


Gly 


Asp 


Lys 


Thr 


Lys 


Lys 


Pro 


Gly 


Ala 


Giy 


Asp 


Thr 


Ala 


Phe 


Pro 



1459 



ggctaccagc gccgcatgta gggccatcct 
aaagaggtgg gtagggttac agatccaggt 
ttgtggtttt tcatgccctc taccatgtgg 
ttcggcagta acctactttg ttccttcgcc 
tctgcggttt cccctctacc ctgcctcctg 
tttatttttt tcctggctcc cttttatttt 
ggaagcaacc tgcagctgag gtcgccggcg 
ggaaagggtc agcttaacca tttcctatgt 
tgactgtccc tctgtagact gttgagactg 
atccaagtcc ctgctgacca ctaatgttct 
cccatctccc caagtaggtg gtgttagaaa 
tacaaataaa acttggggca atttgcagtt 
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Gly Thr Gly Gly 
180 

Asn Ser Thr Gly 
195 

Phe Phe Gly Arg 
210 

Ser Tyr Val Ala 
225 

Pro Ser Val Ser 

Leu Gly val Gly 
260 

Tyr Arg Ala Gin 
275 

Leu Ala Ser Pro 
290 

Tyr Gly Gly Ala 
305 

Gin Ala Ala Ala 

Ser Leu Ala Ser 
340 

Ala Ser Ser Tyr 
355 

Gly Ala Ala Ser 
370 

Gly Ala Gin Ser 
385 

Ser Tyr Asn Ala 

Tyr Ala Ala Gin 
420 

Val Ala Gin Pro 
435 

Tyr Ala Ala Gin 
450 

Pro Val Val Gin 
465 

Gly Leu Ser Gly 

Ser Tyr Gly Ala 
500 

Ala Ala Pro Tyr 
515 

Ala Ala Gin Gin 
530 

Gly Asn Ala Tyr 
545 

Met Ser Gin Gly 

Glu Arg Thr Arg 
560 

Lys Lys Ala Val 



165 

Phe Ser Ala Thr 

Gly Phe Asp Gly 
200 

Asp Arg Ser Pro 
215 

Pro Leu Thr Ala 
230 

Leu Gly Ala A\a 
245 

Tyr Arg Thr Gin 

Pro Ser Val Ser 
280 

Ser Ser Gin Ser 
295 

Gin Pro Ser Ala 
310 

Ala Ser Ser Leu 
325 

Tyr Gly Asn Gin 

Gly Val Arg Ala 
360 

Ser Leu Gly Ser 
375 

Ala Ala Ser Ser 
390 

Gin Pro Ser Ala 
405 

Gin Ala Ala Ser 

Ala Thr Ala Ala 
440 

Ala Thr Thr Pro 
455 

Thr Gin Leu Asn 
470 

Ser Tyr Gly Ala 
485 

Ala Ala Ala Tyr 

Arg Thr Gin Ser 
520 

His Pro Gin Ala 
535 

Asp Gly Ala Gly 
550 

Ala Val Ala Asn 
565 

Leu Ser Pro Pro 
Ala Met Ser Lys 



170 

Phe Asp Tyr Gin 
185 

Gin Ala Arg Gin 

Leu Arg Arg Ser 
220 

Gin Pro Ala Thr 
235 

Tyr Arg Ala Gin 
250 

Pro Met Thr Ala 
265 

Leu Gly Ala Pro 

Ala Ala Ala Ser 
300 

Ser Ala Leu Ser 
315 

Asn Ser Tyr Gly 
330 

Pro Ser Ser Tyr 
345 

Ala Ala Ser Ser 

Tyr Gly Ala Gin 
380 

Leu Ala Tyr Gly 
395 

Ser Tyr Asn Ala 
410 

Tyr Ser Ser Gin 
425 

Ala Tyr Ala Ser 

Met Ala Gly Ser 
460 

Ser Tyr Gly Ala 
475 

Gin Ser Ala Ala 
490 

Gly Ala Gin Pro 
505 

Ser Ala Ser Leu 

Ala Ala Ser Tyr 
540 

Gin Pro Ser Ala 
555 

Ala Asn Ser Thr 
570 

Arg Ala Ser Tyr 
585 

Arg Tyr Gly Ser 



175 

Gin Ala Phe Gly 
190 

Pro Thr Pro Pro 
205 

Pro Pro Arg Ala 

Tyr Arg Ala Gin 
240 

Pro Ser Ala Ser 
255 

Gin Ala Ala Ser 
270 

Tyr Arg Gly Gin 
285 

Ser Leu Gly Pro 

Ser Tyr Gly Gly 
320 

Ala Gin Gly Ser 
335 

Gly Ala Gin Ala 
350 

Tyr Asn Thr Gin 
365 

Ala Ala Ser Tyr 

Ala Gin Ala Ala 
400 

Gin Ser Ala Pro 
415 

Pro Ala Ala Tyr 
430 

Gin Pro Ala Ala 
445 

Tyr Gly Ala Gin 

Gin Ala Ser Met 
480 

Ala Ala Thr Gly 
495 

Ser Ala Thr Leu 
510 

Ala Ala Ser Tyr 
525 

Arg Gly Gin Pro 

Ala Tyr Leu Ser 
560 

Pro Pro Pro Tyr 
575 

Asp Asp Pro Tyr 
590 

Asp Arg Arg Leu 
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595 600 605 

Ala Glu Leu Ser Asp Tyr Arg Arg Leu Ser Glu Ser Gin Leu Ser Phe 

610 615 620 

Arg Arg Ser Pro Thr Lys Ser Ser Leu Asp Tyr Arg Arg Leu Pro Asp 
625 630 635 640 

Ala His Ser Asp Tyr Ala Arg Tyr Ser Gly Ser Tyr Asn Asp Tyr Leu 

645 650 655 

Arg Ala Ala Gin Met His Ser Gly Tyr Gin Arg Arg Met 
660 665 

<210> 1911 
<211> 339 
<212> DNA 

<213> Homo sapiens 
<400> 1911 

ncggggtggc cggaatctac tcctagtgtc cagcttccct cctcttctgt ctttccctcg 
60 

ggtgcgcgga tgcgtttgcg ccccctgctg cgttccgacg gtcatgagtg gcggcgtcag 
120 

cgcatcgacg atgaaagctt cctccgccca gttgagccga cccaagccgc accgtgggcg 
180 

gcagcgcata gccagcaggc gtggtggaat cacctgaagt acctgcgcac cgccgcgcgt 
240 

gaagcactgg tggtcccgct cgtcattgag gtggagggga aattcgcagg gcaggtaacc 
300 

ctgggaaaca ttcagcatgg cagcattcgc gattgctgg 
339 

<210> 1912 
<211> 113 
<212> PRT 

<213> Homo sapiens 



<400> 1912 



Xaa Gly 


Trp 


Pro 


Glu 


Ser 


Thr 


Pro 


Ser 


Val Gin Leu Pro Ser 


Ser 


Ser 


1 






5 










10 


15 




Val Phe 


Pro 


Ser 


Gly 


Ala 


Arg 


Met 


Arg 


Leu Arg Pro Leu Leu 


Arg 


Ser 






20 










25 


30 






Asp Gly 


His 


Glu 


Trp 


Arg 


Arg 


Gin 


Arg 


He Asp Asp Glu Ser 


Phe 


Leu 




35 










40 




45 






Arg Pro 


Val 


Glu 


Pro 


Thr 


Gin 


Ala 


Ala 


Pro Trp Ala Ala Ala 


His 


Ser 


50 










55 






60 






Gin Gin 


Ala 


Trp 


Trp 


Asn 


His 


Leu 


Lys 


Tyr Leu Arg Thr Ala 


Ala 


Arg 


65 








70 








75 




80 


Glu Ala 


Leu 


Val 


Val 


Pro 


Leu 


Val 


He 


Glu Val Glu Gly Lys 


Phe 


Ala 








85 










90 


95 




Gly Gin 


Val 


Thr 


Leu 


Gly 


Asn 


He 


Gin 


His Gly Ser lie Arg 


Asp 


Cys 






100 










105 


110 







Trp 



<210> 1913 
<211> 767 
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<212> DNA 

<213> Homo sapiens 

<400> 1913 

gtgcacaccg gttcacagcg atatttcagg caaattgaaa gcgtcagttc gataggctga 
60 

atgcgaaatg ggggatttgt caccctcagg gaccggaagg aagggagcag tccgatggca 
120 

gcgccagtac tcgatctcgt cctcccagcc ttgtccgaaa cctccgccaa tctcatcggc 
180 

cagaggttgc gccagggatg tcacacctcc atccccacac cgaatctacg gtgagcttcg 
240 

tcccagctgt cgggcagtac aaggcacctc ggatcaagct ttcctggcgt gaactggtcc 
300 

tggtacccat caatgccacc cacctgcact ccaatccccc acaagttgtc caacacgccg 
360 

cagaattgcg tcgcagccac ccggaccttg ccatcaaggt ggcccgcccc accggaccag 
420 

caccggtcct cctcaacctc gtcgatacgc gattgcgtct ggcagctcat cgcgtccatg 
460 

cccaggagct ggactcactc gtattgtcct cccctgatgg cggcgattta cgtggctcgg 
540 

caatgctgtc caggctgacc cggctgtggt cccagcacca ccaccttccg gtccgcatcg 
600 

ccaccaatcg tggtggggct actgcggtcg aggaggtcgt cgcccgcctg cgacaggagg 
660 

ggcgccgtca tatcgcagtg ggaagcctgt ggatttgcga cgacgagaat ttccgcattc 
720 

atactcgcca ggctttgcat gccggtgccg aggttgtcgc cgcaccg 
767 

<210> 1914 
<211> 190 
<212> PRT 

<213> Homo sapiens 



<400> 1914 



Met 


Ser 


His 


Leu 


His 


Pro 


His 


He Glu 


Ser 


Thr 


Val 


Ser 


Phe 


Val 


Pro 


l 








5 








10 










15 




Ala 


Val 


Gly 


Gin 


Tyr 


Lys 


Ala 


Pro Arg 


He 


Lys 


•Leu 


Ser 


Trp 


Arg 


Glu 








20 








25 










30 






Leu 


Val 


Leu 


Val 


Pro 


He 


Asn 


Ala Thr 


His 


Leu 


His 


Ser 


Asn 


Pro 


Pro 






35 










40 








45 








Gin 


Val 


Val 


Gin 


His 


Ala 


Ala 


Glu Leu 


Arg 


Arg 


Ser 


His 


Pro 


Asp 


Leu 




50 










55 








60 










Ala 


lie 


Lys 


Val 


Ala 


Arg 


Pro 


Thr Gly 


Pro 


Ala 


Pro 


Val 


Leu 


Leu 


Asn 


65 








70 








75 










80 


Leu 


Val 


Asp 


Thr 


Arg 


Leu 


Arg 


Leu Ala 


Ala 


His 


Arg 


Val 


His 


Ala 


Gin 










85 








90 










95 




Glu 


Leu Asp 


Ser 


Leu 


Val 


Leu 


Ser Ser 


Pro Asp Gly 


Gly 


Asp 


Leu 


Arg 








100 








105 










110 






Gly Ser Ala 


Met 


Leu 


Ser 


Arg 


Leu Thr 


Arg 


Leu 


Trp 


Ser 


Gin 


His 


His 






115 










120 








125 








His 


Leu 


Pro 


Val 


Arg 


He Ala Thr Asn Arg Gly Gly 


Ala 


Thr 


Ala 


Val 
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130 135 
Glu Glu Val Val Ala Arg Leu Arg 
14S 150 
Val Gly Ser Leu Trp lie Cys Asp 
165 

Arg Gin Ala Leu His Ala Gly Ala 
180 



140 

Gin Glu Gly Arg Arg His lie Ala 
155 160 
Asp Glu Asn Phe Arg lie His Thr 

170 175 
Glu Val Val Ala Ala Pro 
1B5 190 



<210> 1915 

<211> 571 

<212> DNA 

<213> Homo sapiens 



<400> 1915 

acgcgtccca ggccccacag gccccctctg gctctcaggc cccccgccca gtggccagga 
60 

aggtgtgagc gcacgatggg cagtcacgcc gcacacacgc tctgctcatg tccctcccca 
120 

ggaccctctg accgggcaca agggcagctg tgaggacaag gccacagcca caaaccaacc 
180 

tggcacacac ggctcagggc gaggcactgc cccatggggc tgcatgatcc acgctcacag 

240 

gtgtcattgt ctatgctcag gggggcttgg caccatggga aacccaccca gaacacatgg 
300 

agaagccaca gcacaacctc agcgcccgcc atgcaggacc ctgggtctca cccattgcac 
360 

ccaccgtgcg ggacccctgc gcctcacccg gaacatccac agtgtgggac tgctgcgtct 
420 

cacccactgc acctgccgtg caggatccct gagtctcacc cgccgcaccc gccgtgcggg 
480 

atccctgagt ctcacccgcc gcacccgccg tacctgccgc atccgccatg cgggacccct 
540 

gcgtctcacc caccgcaccc gccgtgcggg a 
571 



<210> 1916 
<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 1916 

Met Gly Leu His Asp Pro Arg Ser Gin Val Ser Leu Ser Met Leu Arg 

15 10 15 

Gly Ala Trp His His Gly Lys Pro Thr Gin Asn Thr Trp Arg Ser His 

20 25 30 

Ser Thr Thr Ser Ala Pro Ala Met Gin Asp Pro Gly Ser His Pro Leu 

35 40 45 

His Pro Pro Cys Gly Thr Pro Ala Pro His Pro Glu His Pro Gin Cys 

50 55 60 

Gly Thr Ala Ala Ser His Pro Leu His Leu Pro Cys Arg He Pro Glu 
65 70 75 80 

Ser His Pro Pro His Pro Pro Cys Gly He Pro Glu Ser His Pro Pro 

85 90 95 

His Pro Pro Tyr Leu Pro His Pro Pro Cys Gly Thr Pro Ala Ser His 
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100 105 110 

Pro Pro His Pro Pro Cys Gly 
115 

<210> 1917 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<400> 1917 

nnacgcgtga ccggcgaaga tctccgcacc ctatctgccg ggtacacgcc gggtgattcc 
60 

gatatgtctt gggctgccat caccttgtgg cgcggtgtcg ttgcctccgc cttggaccgt 
120 

catccctatg gcccggtgaa gtcggtaaag gtagcaggtc cggccggcca cccagccccg 
180 

gatttcgccg ccggatggtt gctcgaccgc ttggcagttc ccgtacatcg cacagtggcc 
240 

gactccccaa ggagacactt cccggtgact catttgcagt tcaatcggga gacaacccac 
300 

gtagacgtcg atgtcattga cgagcgcacg gttcgtgtat gtgttccggg ttcgccggaa 
360 

<210> 1918 
<211> 120 
<212> PRT 

<213> Homo sapiens 
<400> 1918 



Xaa 


Arg 


Val 


Thr 


Gly Glu 


Asp 


Leu 


Arg 


Thr 


Leu Ser 


Ala 


Gly 


Tyr 


Thr 


1 








5 










10 








15 




Pro 


Gly 


Asp 


Ser 


Asp 


Met 


Ser 


Trp 


Ala 


Ala 


He Thr 


Leu 


Trp 


Arg 


Gly 








20 










25 








30 






val 


Val 


Ala 


Ser 


Ala 


Leu 


Asp 


Arg 


His 


Pro 


Tyr Gly 


Pro 


val 


Lys 


Ser 






35 










40 








45 








Val 


Lys 


Val 


Ala 


Gly 


Pro 


Ala Gly 


His 


Pro 


Ala Pro 


Asp 


Phe 


Ala 


Ala 




50 










55 








60 










Gly Trp 


Leu 


Leu 


Asp 


Arg 


Leu 


Ala 


Val 


Pro 


Val His 


Arg 


Thr 


Val 


Ala 


65 










70 










75 








80 


Asp 


Ser 


Pro 


Arg 


Arg 


His 


Phe 


Pro 


val 


Thr 


His Leu 


Gin 


Phe 


Asn 


Arg 










85 










90 








95 




Glu 


Thr 


Thr 


His 


Val 


Asp 


Val 


Asp 


Val 


He 


Asp Glu 


Arg 


Thr 


Val 


Arg 








100 










105 








110 






Val 


Cys 


Val 


Pro 


Gly Ser 


Pro 


Glu 

















115 120 



<210> 1919 

<211> 354 

<212> DNA 

<213> Homo sapiens 

<400> 1919 

nncggccgca gctgtgtcca ctgcgctgtc cctgccacct cggccatctg cctctctctt 
60 
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ccaggctgca gccatccctc ctgcactgct gaggcctggc cacgcgcatc ncggccacgc 
120 

ccacctccat cctctttgcc ccttactaaa cactgggagc ccgcccgccc gcgacaggcc 
180 

aggccagcgg gaaggtgtag acgaacagcc caaaggattc agcagtgtaa gtaccccacc 
240 

tacgcactta caaagtgcag gccaccgccc agccccacct ccagacacag gcggaggcca 
300 

agctcgcggg caccgtatca tcccgtgccg tctccaccct acccctgcca attg 
354 



<210> 1920 
<211> 118 
<212> PRT 

<213> Homo sapiens 



<400> 1920 




























Xaa Gly 


Arg 


Ser 


Cys 


Val 


His 


Cys 


Ala 


Val 


Pro 


Ala 


Thr 


Ser 


Ala 


lie 


1 






5 










10 










15 




Cys Leu 


Ser 


Leu 
20 


Pro 


Gly 


Cys 


Ser 


His 
25 


Pro 


Ser 


Cys 


Thr 


Ala 
30 


Glu 


Ala 


Trp Pro 


Arg 
35 


Ala 


Ser 


Arg 


Pro 


Arg 
40 


Pro 


Pro 


Pro 


Ser 


Ser 
45 


Leu 


Pro 


Leu 


Thr Lys 


His 


Trp 


Glu 


Pro 


Ala 


Arg 


Pro 


Arg 


Gin Ala 


Arg 


Pro 


Ala 


Gly 


50 










55 










60 










Arg Cys 


Arg 


Arg 


Thr 


Ala 


Gin 


Arg 


lie 


Gin 


Gin 


Cys 


Lys 


Tyr 


Pro 


Thr 


65 








70 










75 










80 


Tyr Ala 


Leu 


Thr 


Lys 


Cys 


Arg 


Pro 


Pro 


Pro 


Ser 


Pro 


Thr 


Ser Arg 


His 








85 










90 










95 




Arg Arg 


Arg 


Pro 
100 


Ser 


Ser 


Arg 


Ala 


Pro 
105 


Tyr 


His 


Pro 


Val 


Pro 
110 


Ser 


Pro 


Pro Tyr 


Pro 
115 


Cys 


Gin 


Leu 























<210> 1921 

<211> 357 

<212> DNA 

<213> Homo sapiens 

<400> 1921 

gaattcatct ggaggcagag agatggggaa gcgggtggga gaagagcaag aacggaaact 
60 

atttttaata caaatccagt catggtattg tatacacagc agcctctgtc ttccagaaac 
120 

ctacacggcc gccacaccaa agttaatgcc accaggcgtc atcacacaga tgtgaggtgc 
180 

aggtgccact ccacagccgt gggcagacct gggagcccag ctcctcctgg tttcaccctc 
240 

cacactgccc accccatcct tctctcccag tctccactcc atcgaagcct cccagatgac 
300 

ttcatgtggg gacaggagaa ctacagatca tggctgagaa gggcgcngtg tngtcca 
357 



<210> 1922 
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<211> 92 

<212> PRT 

<213> Homo sapiens 



<400> 1922 

Met Val Leu Tyr Thr Gin Gin Pro Leu Ser Ser Arg Asn Leu His Gly 

15 10 15 

Arg His Thr Lys Val Asn Ala Thr Arg Arg His His Thr Asp Val Arg 

20 25 30 

Cys Arg Cys His Ser Thr Ala Val Gly Arg Pro Gly Ser Pro Ala Pro 

35 40 45 

Pro Gly Phe Thr Leu His Thr Ala His Pro lie Leu Leu Ser Gin Ser 

50 55 60 

Pro Leu His Arg Ser Leu Pro Asp Asp Phe Met Trp Gly Gin Glu Asn 
65 70 75 80 

Tyr Arg Ser Trp Leu Arg Arg Ala Xaa Cys Xaa Pro 
85 90 

<210> 1923 

<211> 368 

<212> DNA 

<213> Homo sapiens 

<400> 1923 

nattnaatta tggtgagaaa aggcttatgc gttgcattgc tcgtgcttgt cacactgtca 
60 

ggtagtgcac agaagaaaga atggttcagc aacattaaac tctcaggcta tggaatgacc 
120 

cagtatcaat atactgatca agagggaagc aaaggccatt catttaatct gcgattgttc 
180 

ccgttgcctt taaacggacg tatcttaaat gacttttatt ggaaggcaca ggcccaattc 
240 

aatggaaaca catcgacatt gggaagcagt ccacgtcttg tagacctatt tgtagagtgg 
300 

cagaaatatg attatttcaa ggtgaagtta ggccagttta agcgaccatt cacgtttgaa 
360 

aatcccag 
368 



<210> 1924 

<211> 119 

<212> PRT 

<213> Homo sapiens 



<400> 1924 

Met Val Arg Lys Gly Leu Cys Val 

1 5 
Ser Gly Ser Ala Gin Lys Lys Glu 
20 

Gly Tyr Gly Met Thr Gin Tyr Gin 

35 40 
Gly His Ser Phe Asn Leu Arg Leu 

50 55 
lie Leu Asn Asp Phe Tyr Trp Lys 



Ala Leu Leu Val Leu Val Thr Leu 

10 15 
Trp Phe Ser Asn lie Lys Leu Ser 
25 30 
Tyr Thr Asp Gin Glu Gly Ser Lys 
45 

Phe Pro Leu Pro Leu Asn Gly Arg 
60 

Ala Gin Ala Gin Phe Asn Gly Asn 
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65 70 75 80 

Thr Ser Thr Leu Gly Ser Ser Pro Arg Leu Val Asp Leu Phe Val Glu 

85 90 95 

Trp Gin Lys Tyr Asp Tyr Phe Lys Val Lys Leu Gly Gin Phe Lys Arg 

100 105' 110 

Pro Phe Thr Phe Glu Asn Pro 
115 

<210> 1925 
<211> 427 
<212> DNA 

<213> Homo sapiens 
<400> 1925 

actagtgttt ccagcaggca gcgatttaat tgttcttgca ttgaaaccca gtgtggcaag 
60 

cccccctgtg atttgaggct aatccctccc caccctgttc tggcacatgt gcggtgccca 
120 

gggctccccc caggctgtga gcagataaag ccctgcgtgg cttcacaaca gtgactggtt 
180 

ctgagaaaca ggtccttgta caagcgacag ggagtgctca caccagatgt ggcagcccct 
240 

ccacgccagg ctgtgtggtg cagccgcctg gtatatgtgt ccatcgctga tgaaaacagc 
300 

gttgtgtggt gcatgactgt tgtctgtttt cttcatggaa acaaggaaac ctaagcatta 
360 

aaacaacacc atccacgtct ggttccttag agcaaatgga agcaccaggc tctggtgcac 
420 

ggcgcgc 
427 

<210> 1926 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 1926 



Met His 


His 


Thr 


Thr 


Leu 


Phe 


Ser 


Ser 


Ala Met Asp Thr Tyr Thr 


Arg 


1 






5 










10 15 




Arg Leu 


His 


His 


Thr 


Ala 


Trp 


Arg 


Gly 


Gly Ala Ala Thr Ser Gly 


Val 






20 










25 


30 




Ser Thr 


Pro 


Cys 


Arg 


Leu 


Tyr 


Lys 


Asp 


Leu Phe Leu Arg Thr Ser 


His 




35 










40 




45 




Cys Cys 


Glu 


Ala 


Thr 


Gin 


Gly 


Phe 


lie 


Cys Ser Gin Pro Gly Gly 


Ser 


50 










55 






60 




Pro Gly 


His 


Arg 


Thr 


Cys 


Ala 


Arg 


Thr 


Gly Trp Gly Gly lie Ser 


Leu 


65 








70 








75 


80 


Lys Ser 


Gin 


Gly 


Gly 


Leu 


Pro 


His 


Trp 


Val Ser Met Gin Glu Gin 


Leu 








85 










90 95 




Asn Arg 


Cys 


Leu 


Leu 


Glu 


Thr 


Leu 









100 



<210> 1927 
<211> 516 
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<212> DNA 

<213> Homo sapiens 

<400> 1927 

nntctagaag actccaccta cttttcccca gactttcagc tctattctgg gaggcatgaa 
60 

acatctgctt tgacggtgga ggcaaccagt agcatcaggg aaaaagttgt tgaagatcct 
120 

ctttgtaact tccactcccc aaacttcctg aggatctcag aggtggaaat gagaggttcc 
180 

gaggatgcgg cagctggaac agtattgcag cggctgatcc aggaacaact gcggtatggc 
240 

accccaaccg agaacatgaa cttgctggcc attcagcacc aggccacagg gagtgcagga 
300 

ccagcccatc ctacaaacaa cttttcttcc acggaaaacc tcactcaaga agacccacaa 
360 

atggtctacc agtcagcacg ccaagaaccg cagggtcaag aacaccagng tgganncaat 
420 

acggtgatgg agaaacaggt ccggtccacg cagcctcagc agaacaacga ggaactgccc 
480 

acttacgagg aggccaaagc acagcccttc acgcgt 
516 

<210> 1928 

<211> 172 

<212> PRT 

<213> Homo sapiens 

<400> 1928 



Xaa 


Leu Glu Asp 


Ser 


Thr 


Tyr 


Phe 


Ser 


Pro Asp 


Phe 


Gin 


Leu 


Tyr 


Ser 


l 


5 










10 








IS 




Gly 


Arg His Glu 


Thr 


Ser 


Ala 


Leu 


Thr 


Val Glu Ala 


Thr 


Ser 


Ser 


lie 


20 










25 








30 






Arg 


Glu Lys Val 


Val 


Glu 


Asp 


Pro 


Leu 


Cys Asn 


Phe 


His 


Ser 


Pro 


Asn 


35 








40 








45 








Phe 


Leu Arg He 


Ser 


Glu 


Val 


Glu 


Met 


Arg Gly Ser 


Glu 


Asp 


Ala 


Ala 




so 






55 








60 










Ala 


Gly Thr Val 


Leu 


Gin 


Arg 


Leu 


lie 


Gin Glu 


Gin 


Leu 


Arg 


Tyr 


Gly 


65 




70 








75 










80 


Thr 


Pro Thr Glu 


Asn 


Met 


Asn 


Leu 


Leu 


Ala He 


Gin 


His 


Gin 


Ala 


Thr 






85 










90 








95 




Gly 


Ser Ala Gly 


Pro 


Ala 


His 


Pro 


Thr 


Asn Asn 


Phe 


Ser 


Ser 


Thr 


Glu 


100 










105 








110 






Asn 


Leu Thr Gin 


Glu 


Asp 


Pro 


Gin 


Met 


Val Tyr 


Gin 


Ser 


Ala 


Arg 


Gin 




115 








120 








125 








Glu 


Pro Gin Gly 


Gin 


Glu 


His 


Gin 


Xaa 


Gly Xaa 


Asn 


Thr 


Val 


Met 


Glu 




130 






135 








140 










Lys 


Gin Val Arg 


Ser 


Thr 


Gin 


Pro 


Gin 


Gin Asn 


Asn 


Glu 


Glu 


Leu 


Pro 


145 






150 








155 










160 


Thr 


Tyr Glu Glu 


Ala 


Lys 


Ala 


Gin 


Pro 


Phe Thr 


Arg 











165 170 

<210> 1929 
<211> 843 
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<212> DNA 

<213> Homo sapiens 
<400> 1929 

nnccgcggac actcagggtc tggggtccct cttccccaag aggcctgact gcctgggtgt 
60 

tctccaggta catgtccttc aaggagaaat acacttcctg gcctgggcct gggccagggg 
120 

ccttctgggc cttgtctgga gtgcccacag cagaggctgg cttcctggta ctatctgtgc 
180 

cagaggaccc aggcccccgt gcagccctgc ctctgggctg ggtctgaacc tgctccacgc 
240 

ccacgggccc ctgagtccca caggagtcag gctcgtctga gctggggatg cagttttctg 
300 

aagaacggcg gctttgggct gccttctcta actctggctt ccgcaccttg cttggattcc 
360 

tcatctttct ttttcttctt ggccccactc tcctctttga gggctctctg aggccccagc 
420 

tccatggcgt cacagatgta tgtcagcaag ccatgctctc cgtcctctcc attctcgggg 
480 

gcagcctccc cgttggtggt cacttctcca gaagcaaact gttgatcagg cccaaacctg 
540 

agtgctgagc agtctcagtc tctccctcct gccaagccgc cagggtccca ccctcaggct 
600 

ccctggtagg gaccgagggg cccggcgctt gagccccgct caatcgccgc tttcgctgga 
660 

agcggtcggg gctgagcttg cgcagagtgt cgacctcccc aggcaccgcc ttctcgtgct 
720 

tccagctctg ctcgatctcg cgcagctttg ccgcagcctt gcgcttcaac ttggcgaacc 
780 

agcgctggtg gatcttgtac tcagtcatgg tgcccacctc ccaggaccct gagcaggaca 

840 

caa 

843 

<210> 1930 
<211> 120 
<212> PRT 

<213> Homo sapiens 



<400> 1930 



Leu Pro 


Gly 


Cys 


Ser 


Pro Gly Thr 


Cys 


Pro 


Ser Arg Arg 


Asn 


Thr 


Leu 


1 






5 






10 






15 




Pro Gly 


Leu 


Gly 


Leu 


Gly Gin Gly 


Pro 


Ser 


Gly Pro Cys 


Leu 


Glu 


Cys 






20 






25 






30 






Pro Gin 


Gin 


Arg 


Leu 


Ala Ser Trp 


Tyr 


Tyr 


Leu Cys Gin 


Arg 


Thr 


Gin 




35 






40 






45 








Ala Pro 


Val 


Gin 


Pro 


Cys Leu Trp 


Ala 


Gly 


Ser Glu Pro 


Ala 


Pro 


Arg 


50 








55 






60 








Pro Arg 


Ala 


Pro 


Glu 


Ser His Arg 


Ser 


Gin 


Ala Arg Leu 


Ser 


Trp 


Gly 


65 








70 






75 






80 


Cys Ser 


Phe 


Leu 


Lys 


Asn Gly Gly 


Phe 


Gly 


Leu Pro Ser 


Leu 


Thr 


Leu 








85 






90 






95 




Ala Ser 


Ala 


Pro 


Cys 


Leu Asp Ser 


Ser 


Ser 


Phe Phe Phe 


Phe 


Leu 


Ala 
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100 105 HO 

Pro Leu Ser Ser Leu Arg Ala Leu 
115 120 

<210> 1931 
<211> 719 
<212> DNA 

<213> Homo sapiens 
<400> 1931 

acgcgtaggc ctgagccgct ccacagccct ggggagggca gaaaaggagg aaagtaggca 
60 

gtgcaagaaa caggaggaaa ccccccagag cgcagcctcc tggaagcgga agggagcact 
120 

gaagaggagg tggttagtgg tgtcagaagc tgctgagaag ccagttagat aaagcggaga 
180 

agcttcctac taggacagct tcctcccagc ccagtgtggc cacgctggtg tcctcggtga 
240 

ccagacacgt ggccatgaat ttctcagtgt gctttattgt tgattaaatg cagtcggctc 
300 

acgaggctga ctttggaaac aggaggtccg tgggtcgtgg aataagaaag ggcatcatgg 
360 

ttgcagagga agggaaggaa gcccacggct gccttgggga gctttctgaa aggcaggtct 
420 

gatcatgcct ctctgggcta cggtctcctc acggtggctc ctggttggaa ctgaagtggt 
480 

ccccttggtc cctctctccc atctcagcat tagccaggac ttttggcttg gcggccccag 
540 

cagggctgcc ccctcgcaac acttcttttc ccacatgatc gtgccttcca aacctacttc 
600 

cagcgtcgcc ctcttcaggg agcctttcat aaccacctct cccttccact ggctaaagat 
660 

gaggttgagc aactgcagga cttgggacct tgttcctgcc cctgtggctg cctggatcc 
719 

<210> 1932 
<211> 98 
<212> PRT 

<213> Homo sapiens 



<400> 1932 



Met 


Pro 


Leu 


Trp 


Ala 


Thr 


Val 


Ser 


Ser 


Arg 


Trp 


Leu 


Leu 


val 


Gly Thr 


1 








5 










10 










15 




Glu 


Val 


Val 


Pro 


Leu 


Val 


Pro 


Leu 


Ser 


His 


Leu 


Ser 


He 


Ser 


Gin 


Asp 








20 










25 










30 






Phe 


Trp 


Leu 


Gly 


Gly 


Pro 


Ser 


Arg 


Ala 


Ala 


Pro 


Leu 


Gin 


His 


Phe 


Phe 






35 










40 










45 








Ser 


His 


Met 


He 


val 


Pro 


Ser 


Lys 


Pro 


Thr 


Ser 


Ser 


Val 


Ala 


Leu 


Phe 




50 










55 










60 










Arg 


Glu 


Pro 


Phe 


He 


Thr 


Thr 


Ser 


Pro 


Phe 


His 


Trp 


Leu 


Lys 


Met 


Arg 


65 










70 










75 










80 


Leu 


Ser 


Asn 


Cys 


Arg Thr Trp Asp 


Leu 


Val 


Pro 


Ala 


Pro 


Val 


Ala 


Ala 



85 90 "95 



Trp He 
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<210> 1933 
<211> 295 
<212> DNA 

<213> Homo sapiens , 
<400> 1933 

ggcgccgagc tgtgggcggc catggagcgc atgcctgccg acctgattat cctcgacctg 
60 

atgctgccgg gggataacgg cctcttgctg tgccagcgcc tgcgccagca atacgcaaca 
120 

ccagtgatca tgctgaccgc catgggcgaa ctgagtgatc gcgtgggggg cctggaaatg 
180 

ggcgccgatg actacctgaa caaacctttc gatgcccgtg aattacttgc ccgggtgcgc 
240 

gctgtactgc gtccggcgtg tgaaaaccga ccgacgttgg gcgacgtgtc gcgcc 
295 

<210> 1934 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 1934 

Gly Ala Glu Leu Trp Ala Ala Met Glu Arg Met Pro Ala Asp Leu lie 

1. 5 10 15 

lie Leu Asp Leu Met Leu Pro Gly Asp Asn Gly Leu Leu Leu Cys Gin 

20 25 30 

Arg Leu Arg Gin Gin Tyr Ala Thr Pro Val lie Met Leu Thr Ala Met 

35 40 4S 

Gly Glu Leu Ser Asp Arg Val Gly Gly Leu Glu Met Gly Ala Asp Asp 

50 55 60 

Tyr Leu Asn Lys Pro Phe Asp Ala Arg Glu Leu Leu Ala Arg Val Arg 
65 70 ■ 75 80 

Ala Val Leu Arg Pro Ala Cys Glu Asn Arg Pro Thr Leu Gly Asp Val 
85 90 95 

Ser Arg 



<210> 1935 
c211> 298 
<212> DNA 

<213> Homo sapiens 
<400> 1935 

accggtgtgg cgggcgcggc cttcaccacc atcggctcca ccgggccgac ggcgggttcg 
60 

caatacatcg tcgatacctt cctggtagtg gtgttcgggg gggcccaaag cctgttcggc 
120 

cccatcgcct cggcgttcgt gattgcccag acccaatcgc tgtcggagtt tttcctcagt 
180 

ggctcgatgg ccaaggtgct gaccttgtcg tcggtgattc tgatcctgat gctgcgcccg 
240 
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caagggttgt tctccatcaa agtgcgcaag taaaggcgag cagataaggg tctaagca 
298 

<210> 1936 
<211> 90 
<212> PRT 

<213> Homo sapiens 
<400> 1936 

Thr Gly Val Ala Gly Ala Ala 

1 5 
Thr Ala Gly Ser Gin Tyr He 
20 

Gly Gly Ala Gin Ser Leu Phe 
35 

Ala Gin Thr Gin Ser Leu Ser 

50 55 
Lys Val Leu Thr Leu Ser Ser 
65 70 
Gin Gly Leu Phe Ser He Lys 
85 

<210> 1937 
<211> 513 
<212> DNA 
<213> Homo sapiens 

<400> 1937 

gcacggcgca cagtaacacc aactcgaaag agaccttatg aatgcaaggt gtgcgggaaa 
60 

gcctttaatt ctcccaattt atttcaaatc catcaaagaa ctcacactgg aaagaggtcc 
120 

tataaatgta gggaaatagt gagagccttc acagtttcca gtttctttcg aaaacatgga 
180 

aaaatgcata ctggagaaaa acgctatgaa tgtaaatact gtggaaaacc tatcgattat 
240 

cccagtttat ttcaaattca tgttagaact cactctggag aaaaacccta caaatgtaaa 
300 

caatgtggta aagccttcat ttccgcaggt tacgttcgga cacatgaaat cagatctcac 
360 

gcgctggaga aatcccacca atgtcaggaa tgtgggaaga aactcagttg ttccagttcc 
420 

cttcacagac atgaaagaac tcatagtgga ggaaaactct acgaatgtca aaaatgtgac 
480 

caagtcttta gatgtcccac gtcccttcac gcg 
513 

<210> 1938 
<211> 171 
<212> PRT 

<213> Homo sapiens 
<400> 1938 

Ala Arg Arg Thr Val Thr Pro Thr Arg Lys Afg Pro Tyr Glu Cys Lys 



Phe Thr Thr He Gly Ser Thr Gly Pro 

10 15 
Val Asp Thr Phe Leu Val Val Val Phe 

25 30 
Gly Pro He Ala Ser Ala Phe Val He 
40 45 
Glu Phe Phe Leu Ser Gly Ser Met Ala 
60 

Val He Leu He Leu Met Leu Arg Pro 
75 80 

Val Arg Lys 
90 
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1 






5 


10 


1 5 


Va 1 Cy s 


t»iy 


Lys 


Ala 


rtiC ASn bcL tro MS n i«eu 


tr IlC uJ.il 1X6 nlo will 






20 




2 5 


J U 


Arg Th r 


n IS 


i nr 




LyS J-iXy Oct i yt bys s»yo 


rvi y vjiU lie v ctx y 




35 






40 


4 D 


Ala Phe 


Thr 


vai 


Ser 


Ser Phe Phe Arg Lys His 


\ji.y ijys riec his inr 


SO 








55 


60 


Gly Glu 


Lys 


Arg 


Tyr 


Glu Cys Lys Tyr Cys Gly 


Lys Pro He Asp Tyr 


65 








70 75 


80 


Pro Ser 


Leu 


Phe 


Gin 


lie His Val Arg Thr His 


Ser Gly Glu Lys Pro 








85 


90 


95 


Tyr Lys 


Cys 


Lys 


Gin 


Cys Gly Lys Ala Phe lie 


Ser Ala Gly Tyr Val 






100 




105 


110 


Arg Thr 


His 


Glu 


He 


Arg Ser His Ala Leu Glu 


Lys Ser His Gin Cys 




115 






120 


125 


Gin Glu 


Cys 


Gly 


Lys 


Lys Leu Ser Cys Ser Ser 


Ser Leu His Arg His 


130 








135 


140 


Glu Arg 


Thr 


His 


Ser 


Gly Gly Lys Leu Tyr Glu 


Cys Gin Lys Cys Asp 


145 








150 155 


160 


Gin Val 


Phe 


Arg 


Cys 


Pro Thr Ser Leu His Ala 










165 


170 





<210> 1939 

<211> 1233 

<212> DNA 

<213> Homo sapiens 

<400> 1939 

gccggcagcg ccgctcccca gggagggagt ccgcagcctg aggtcttctc caagaaaaaa 
60 

aaagaaaaaa aaacaacatg getgeaaagg agaaactgga ggcagtgtta aatgtggccc 
120 

tgagggtgcc aagcatcatg ctgttggatg tcctgtacag atgggatgtc agctcctttt 
180 

tccagcagat ccaaagaagt agecttagta ataaccctct tttccagtat aagtatttgg 
240 

ctcttaatat gcattatgta ggttatatct taagtgtggt getgetaaca ttgcccaggc 
300 

agcatctggt tcagctttat ctatattttt tgactgetet gctcctctat gctggacatc 
360 

aaatttccag ggactatgtt eggagtgaac tggggtttgc ctatgaggga ccaatgtatt 
420 

tagaacctct ctctatgaat eggtttacca cagecttaat aggtcagttg gtggtgtgta 
480 

etttatgetc ctgtgtcatg aaaacaaagc agatttggct gttttcagct cacatgcttc 
540 

ctctgctagc acgactctgc cttgttcctt tggagacaat tgetatcate aataaatttg 
600 

ctatgatttt tactggattg gaagttctct attttcttgg gtctaatctt ttggtacctt 
660 

ataaccctgc taaatctgea tacagagaat tggttcaggt agtggaggta tatggectte 
720 

tcgccttggg aatgtccctg tggaatcaac tggtagtccc tgttcttttc atggttttct 
780 
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ggctcgtctt atttgctctt cagatttact cctatttcag tactcgagat cagcctgcat 
840 

cacgtgagag gcttcttttc ctttttctga caaggtaatt aataagagcc tatgatacta 
900 

tatataacct tagaaagaga aaactttgat ctaggaatag taagttttgc agattacttt 
960 

tatcgttcat gttacacaac ttcgtatttt gttaagatag gattttcatt cactggatac 
1020 

ctaggtttgg caatgcagag aggtgctaac ataataatgt ggtttatttg gctgcactat 
1080 

ggaccagagt gtagcaaatg atttgtggaa aggtacatag cacatcgtaa aagtattttt 
1140 

tcaatttcaa gttaaaatta ttgggtcaat cagaaaaaag tatattataa aaataacatt 
1200 

tattgagtat tttaaatgta ccataccatt naa 
1233 

c210> 1940 
<211> 266 
<212> PRT 

<213> Homo sapiens 



<400> 1940 



Met 


Ala 


Ala 


Lys 


Glu 


Lys 


Leu 


Glu Ala 


Val 


Leu 


Asn 


val 


Ala 


Leu 


Arg 


1 








5 








10 










15 




Val 


Pro 


Ser 


He 


Met 


Leu 


Leu 


Asp Val 


Leu 


Tyr Arg 


Trp 


Asp 


Val 


Ser 








20 








25 










30 






Ser 


Phe 


Phe 


Gin 


Gin 


He 


Gin 


Arg Ser 


Ser 


Leu 


Ser 


Asn 


Asn 


Pro 


Leu 






35 










40 








45 








Phe 


Gin 


Tyr 


Lys 


Tyr 


Leu 


Ala 


Leu Asn 


Met 


His 


Tyr 


Val 


Gly 


Tyr 


He 




50 










55 








60 










Leu 


Ser 


Val 


Val 


Leu 


Leu 


Thr 


Leu Pro 


Arg 


Gin 


His 


Leu 


Val 


Gin 


Leu 


65 










70 








75 










80 


Tyr 


Leu 


Tyr 


Phe 


Leu 


Thr 


Ala 


Leu Leu 


Leu 


Tyr 


Ala 


Gly 


His 


Gin 


He 










85 








90 










95 




Ser 


Arg 


Asp 


Tyr 


Val 


Arg 


Ser 


Glu Leu Gly 


Phe 


Ala 


Tyr 


Glu 


Gly 


Pro 








100 








105 










110 






Met 


Tyr 


Leu 


Glu 


Pro 


Leu 


Ser 


Met Asn 


Arg 


Phe 


Thr 


Thr 


Ala 


Leu 


He 






115 










120 








125 








Gly Gin 


Leu 


Val 


Val 


Cys 


Thr 


Leu Cys 


Ser 


Cys 


Val 


Met 


Lys 


Thr 


Lys 




130 










135 








140 










Gin 


He 


Trp 


Leu 


Phe 


Ser 


Ala 


His Met 


Leu 


Pro 


Leu 


Leu 


Ala 


Arg 


Leu 


145 










150 








155 










160 


Cys 


Leu 


Val 


Pro 


Leu 


Glu 


Thr 


He Ala 


He 


He 


Asn 


Lys 


Phe 


Ala 


Met 








165 








170 










175 




lie 


Phe 


Thr 


Gly 


Leu 


Glu 


Val 


Leu Tyr 


Phe 


Leu Gly 


Ser 


Asn 


Leu 


Leu 








180 








185 










190 






Val 


Pro 


Tyr 


Asn 


Leu 


Ala 


Lys 


Ser Ala Tyr 


Arg 


Glu 


Leu 


Val 


Gin 


Val 






195 










200 








205 








Val 


Glu 


Val 


Tyr 


Gly 


Leu 


Leu 


Ala Leu Gly 


Met 


Ser 


Leu 


Trp 


Asn 


Gin 




210 










215 








220 










Leu 


val 


Val 


Pro 


Val 


Leu 


Phe 


Met Val 


Phe 


Trp 


Leu 


Val 


Leu 


Phe 


Ala 


225 










230 








235 










240 


Leu 


Gin 


He 


Tyr 


Ser 


Tyr 


Phe 


Ser Thr Arg 


Asp Gin 


Pro 


Ala 


Ser 


Arg 
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245 250 255 

Glu Arg Leu Leu Phe Leu Phe Leu Thr Arg 
260 265 

<210> 1941 

<211> 411 

<212> DNA 

<213> Homo sapiens 

<400> 1941 

ctggggccct gccccacagc atcatgatgg ggaaactccc cctgggggtc gtctcccctt 
60 

atgtgaagat gagttcgggg ggctacacgg accccctgaa attctacgcc accagctact 
120 

gcacagccta cggtcgggag gatttcaagc cccgtgtggg cagtcacgta ggcaccggct 
180 

acaaatcaaa tttccagccc gtggtctcat gccaagccag tctggaggcc ttagacaacc 
240 

cggccagggg ggaacaagcc caggaccatt tccagtctgt ggccagccag agctaccgcc 
300 

ccctggaggt gcctgacggc aagcatcccc tgccctggag catgcgccag accagctcag 
360 

gctatgggcg ggagaagccc agtgcgggtc cccccaccaa ggaggtccgg a 
411 

<210> 1942 

<211> 129 

<212> PRT 

<213> Homo sapiens 



<400> 1942 
















Met 


Met 


Gly 


Lys 


Leu 


Pro Leu Gly Val Val 


Ser Pro Tyr 


Val 


Lys 


Met 


1 








5 


10 






15 




Ser 


Ser 


Gly 


Gly 


Tyr 


Thr Asp Pro Leu Lys 


Phe Tyr Ala 


Thr 


Ser 


Tyr 






20 




25 




30 






Cys 


Thr 


Ala 


Tyr 


Gly 


Arg Glu Asp Phe Lys 


Pro Arg Val 


Gly 


Ser 


His 




35 






40 


45 








Val 


Gly 


Thr 


Gly 


Tyr 


Lys Ser Asn Phe Gin 


Pro Val Val 


Ser 


Cys 


Gin 




50 








55 


60 








Ala 


Ser 


Leu 


Glu 


Ala 


Leu Asp Asn Pro Ala 


Arg Gly Glu 


Gin 


Ala 


Gin 


65 










70 


75 






80 


Asp 


His 


Phe 


Gin 


Ser 


Val Ala Ser Gin Ser 


Tyr Arg Pro 


Leu 


Glu 


Val 








85 


90 






95 




Pro 


Asp 


Gly 


Lys 


His 


Pro Leu Pro Trp Ser 


Met Arg Gin 


Thr 


Ser 


Ser 








100 




105 




110 






Gly 


Tyr 


Gly 


Arg 


Glu 


Lys Pro Ser Ala Gly 


Pro Pro Thr 


Lys 


Glu 


val 




115 






120 


125 








Arg 





















<210> 1943 
<211> 386 
<212> DNA 

<213> Homo sapiens 
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<400> 1943 

nagaaacatt cagggctcca acagggtgga aaacatgagg ctgcaggatg tttaacagga 
60 

gtctttgctg cagctcctct tggagccttt aacgagatac tatcatgcct atgaactgcc 
120 

acacagatgt acatggcata gcactgccca aaagtatcag cccaaggaac cctactttcc 
180 

ccagcaacat ctaactcaga aatgctgatc tttggcctca atctggtccc aaaatacctc 
240 

cagggtattt tgggcttcgg tgtgttcaca cacttggtca tgtaaatctg aacacagact 
300 

ctctctgcct tggcaagaac cccccacacc cccatagata attacaccct ttggttctcc 
360 

ctctgcaatc tcacctgcta gagacg 
386 

<210> 1944 

<211> 111 

<212> PRT 

<213> Homo sapiens 

<400> 1944 

Met Gly Val Trp Gly Val Leu Ala Lys Ala Glu Arg Val Cys Val Gin 

15 10 15 

He Tyr Met Thr Lys Cys Val Asn Thr Pro Lys Pro Lys He Pro Trp 

20 25 30 

Arg Tyr Phe Gly Thr Arg Leu Arg Pro Lys He Ser He Ser Glu Leu 

35 40 45 

Asp Val Ala Gly Glu Ser Arg Val Pro Trp Ala Asp Thr Phe Gly Gin 

50 55 60 

Cys Tyr Ala Met Tyr He Cys Val Ala Val His Arg His Asp Ser He 
65 70 75 80 

Ser Leu Lys Ala Pro Arg Gly Ala Ala Ala Lys Thr Pro Val Lys His 

85 90 95 

Pro Ala Ala Ser Cys Phe Pro Pro Cys Trp Ser Pro Glu Cys Phe 
100 105 110 



<210> 1945 

<211> 443 

<212> DNA 

<213> Homo sapiens 



<400> 1945 

nacgcgtcac gaagcgcgct cggcccacgt ggctccaagg gcgtccacgc gcccctcctc 
60 

gaccgattgg tgtcgaacat ggcacggtgg catgcgacgc gcaccaagat ccagctcaag 
120 

ctcgcgatcc agcgantcgg catgctacag gagaaaaaag ccgcactgca taaaaaagtg 
180 

cgactggaaa ttgcggacnn tcgtagacgc caaaagcttg aatctgcgcg cgtcaaaacc 
240 

gaatcgctga tcatggacga tatacatttg gagttgcttg aactgcttga gctctactgt 
300 
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gagacactct atgccagatt cggattacta gaaggacgcg acaatgagcc tgatgatgcg 
360 

atccgcgagc cgatgatcgc cattattcat gcggctcatc gcacagaggt gaaggaacta 
420 

catgtgctcc aaaacatgct gaa 
443 

<210> 1946 

<211> 147 

<212> PRT 

<213> Homo sapiens 

<400> 1946 



Xaa Ala 


Ser Arg Ser Ala 


Leu 


Gly 


Pro 


Arg 


Gly Ser 


Lys 


Gly Val 


His 


1 


5 








10 






15 




Ala Pro 


Leu Leu Asp Arg 


Leu 


Val 


Ser 


Asn 


Met Ala 


Arg 


Trp His 


Ala 




20 






25 








30 




Thr Arg 


Thr Lys He Gin 


Leu 


Lys 


Leu 


Ala 


He Gin 


Arg 


Xaa Gly 


Met 




35 




40 








45 






Leu Gin 


Glu Lys Lys Ala 


Ala 


Leu 


His 


Lys 


Lys Val 


Arg 


Leu Glu 


He 


50 




55 








60 








Ala Asp 


Xaa Arg Arg Arg 


Gin 


Lys 


Leu 


Glu 


Ser Ala 


Arg 


Val Lys 


Thr 


65 


70 










75 






80 


Glu Ser 


Leu He Met Asp 


Asp 


He 


His 


Leu 


Glu Leu 


Leu 


Glu Leu 


Leu 




85 








90 






95 




Glu Leu 


Tyr Cys Glu Thr 


Leu 


Tyr 


Ala 


Arg 


Phe Gly 


Leu 


Leu Glu 


Gly 




100 






105 








110 




Arg Asp 


Asn Glu Pro Asp 


Asp 


Ala 


He 


Arg 


Glu Pro 


Met 


He Ala 


He 




115 




120 








125 






lie His 


Ala Ala His Arg 


Thr 


Glu 


Val 


Lys 


Glu Leu 


His 


Val Leu 


Gin 


130 




135 








140 









Asn Met Leu 
145 

<210> 1947 
<211> 472 
<212> DNA 
<213> Homo 

<400> 1947 
cggccgtgta 
60 

gactgtgccg 
120 

gcgccccgtg 
180 

gcagcaggtg 
240 

cctgcatgcc 
300 

ccatgaggaa 
360 

cgtgcgccag 
420 



sapiens 



ggccgtgacg 


gtgaccaaca 


gagccacagc gggcccgctg 


taggcgggag 


caggtgcagg 


agggtcagat 


ggaaacaaaa ggcgcaggcg 


gcctccacaa 


gggcacggat 


gtgcgcaggg 


ccgagctgca gctctgggcc 


atgaggctct 


caggtcactg 


agctcccagg 


cccagcagag gcgcgtcagg 


gtgcaggcgg 


cagcccctgt 


gccgccagct 


tcagcagcgt gccaggcaga 


gactcctcgg 


ctcctgcagg 


gacacggtgg 


ggttggccga ggccccgtcc 


aaggtgaccc 


gaagagcagg 


aagagcaggg 


tgagcagcag gtcaggccca 


aagtccccag 
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cccagggccc gagctcgaac agcgtcctca tctccaggaa gcaggccccg ag 
472 

<210> 1948 
<211> 150 
<212> PRT 

<213> Homo sapiens 
<400> 1948 

Met Arg Thr Leu Phe Glu Leu 

1 5 
Asp Leu Leu Leu Thr Leu Leu 
20 

Thr Leu Asp Gly Ala Ser Ala 
35 

Leu Met Ala Glu Glu Ser Leu 

50 55 
Gin Gly Leu Gly Met Gin Ala 
65 70 
Ala Trp Glu Leu Ser Asp Leu 
85 

Ser Cys Ser Ser Ala Leu Arg 
100 

Glu Ala Ala Cys Ala Phe Cys 
115 

His Ser Pro Pro Ala Tyr Ser 
130 135 
Val Thr Ala Tyr Thr Ala 
145 150 

<210> 1949 
<211> 395 
<212> DNA 

<213> Homo sapiens 
<400> 1949 

acgcgttgag ggaggcgaca tgcttcatga gcgcttggcg ccactgctca agcgacatct 
60 

gccccttgct gatgttgcaa ggcggacagg acggcatgta attcgactcg acgtcacgct 
120 

ccggatgcct cgacgggacg ctcacaagct tccattggcc attcgcgggt cgcttggtct 
180 

cgaccgcgcg tacaaccggg tctacatggt cgccatgcca ccgatcgggc aatggcattc 
240 

cacagtacgc gcagcggccg tcgtatttgc gccggagccg atcgcgctgt gctttcgtca 
300 

gccggctcac gctttatgct ccacggcagg tgtggcagca tcctggcagg cgactccaag 
360 

atccgcgcct gcgtccagct tgacggcgcc gggtt 
395 

<210> 1950 
<211> 125 
<212> PRT 



Gly Pro Trp 
10 

Phe Leu Leu 
25 

Asn Pro Thr 
40 

Pro Gly Thr 

Ala Cys Thr 

His Leu Leu 
90 

Thr Ser Val 

105 
Phe His Leu 
120 

Gly Pro Ala 



Ala Gly Asp 

Phe Leu Ala 

Val Ser Leu 
45 

Leu Leu Lys 
60 

Leu Thr Arg 
75 

Gin Ser Leu 

Pro His Gly 

Thr Leu Leu 
125 

Val Ala Leu 
140 



Phe Gly Pro 
15 

His Gly Val 
30 

Gin Glu Phe 

Leu Ala Ala 

Leu Cys Trp 
80 

Met Ala Gin 
95 

Ala Leu Val 
110 

His Leu Arg 
Leu Val Thr 
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<213> Homo sapiens 
<400> 1950 

Met Leu His Glu Arg Leu Ala Pro Leu Leu Lys Arg His Leu Pro Leu 

15 10 15 

Ala Asp Val Ala Arg Arg Thr Gly Arg His Val He Arg Leu Asp Val 

20 25 30 

Thr Leu Arg Met Pro Arg Arg Asp Ala His Lys Leu Pro Leu Ala He 

35 40 45 

Arg Gly Ser Leu Gly Leu Asp Arg Ala Tyr Asn Arg Val Tyr Met Val 

50 55 60 

Ala Met Pro Pro He Gly Gin Trp His Ser Thr Val Arg Ala Ala Ala 
65 70 75 80 

Val Val Phe Ala Pro Glu Pro He Ala Leu Cys Phe Arg Gin Pro Ala 

85 90 95 

His Ala Leu Cys Ser Thr Ala Gly Val Ala Ala Ser Trp Gin Ala Thr 

100 105 HO 

Pro Arg Ser Ala Pro Ala Ser Ser Leu Thr Ala Pro Gly 
115 120 125 

<210> 1951 
<211> 363 
<212> DNA 

<213> Homo sapiens 
<400> 19S1 

cggccgccgc ctctccgctc ccgggccccc gccgccaccg cgccccccgc gggagatgga 
60 

acagcggaac cggctcggtg ccctcggata cctgccgcct ctgctgctgc atgccctgct 
120 

gctcttcgtg gccgacgctg cattcacaga agtccccaaa gatgtgacag tacgggaggg 
180 

agacgacatc gaaatgccct gcgcgttccg ggccagcgga gccacctcgt attcgctgga 
240 

gattcagtgg tggtacctca aggagccacc ccgggagctg ctgcacgagc tggcgctcag 
300 

cgtgccgggc gcccggagca aggtaacaaa taaggatgca actaaaatca gcaccgtacg 

360 

cgt 

363 

<210> 1952 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 1952 

Arg Pro Pro Pro Leu Arg Ser Arg Ala Pro Ala Ala Thr Ala Pro Pro 

1 5 10 15 

Ala Gly Asp Gly Thr Ala Glu Pro Ala Arg Cys Pro Arg He Pro Ala 

20 25 30 

Ala Ser Ala Ala Ala Cys Pro Ala Ala Leu Arg Gly Arg Arg Cys He 

35 40 45 

His Arg Ser Pro Gin Arg Cys Asp Ser Thr Gly Gly Arg Arg His Arg 
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50 55 60 

Asn Ala Leu Arg Val Pro Gly Gin Arg Ser His Leu Val Phe Ala Gly 
65 70 IS 80 

Asp Ser Val Val Val Pro Gin Gly Ala Thr Pro Gly Ala Ala Ala Arg 

85 90 95 

Ala Gly Ala Gin Arg Ala Gly Arg Pro Glu Gin Gly Asn Lys 
100 105 HO 

<210> 1953 

<211> 329 

<212> DNA 

<213> Homo sapiens 

<400> 1953 

acgcgtcagc ctgagcccaa taactataaa agagtcgcaa ccatgactgt gctattgagt 
60 

gagcgcagcc agattttccg gggtgccgat gcctacgcgg tgtcggacta cgtcaaccag 
120 

catgtgggca gccactgcat tcgcctgcct cccaagggcc ggccacgggc gagtatcagc 
180 

catcgcacct ttgccagcct ggacctgtgc cgcatcagct acggcgctcc ggtacgggtc 
240 

acatcggtgg cgctggagac catctatcac ctgcagatcc tgttgagcgg gcattgccgc 
300 

tccagctccc gtggtgagga tgacgtggn 
329 

<210> 1954 

<211> 109 

<212> PRT 

<213> Homo sapiens 

<400> 1954 



Thr 


Arg 


Gin 


Pro 


Glu Pro 


Asn 


Asn 


Tyr 


Lys Arg Val Ala 


Thr 


Met 


Thr 


1 






5 








10 




15 




Val 


Leu 


Leu 


Ser 


Glu Arg 


Ser 


Gin 


He 


Phe Arg Gly Ala 


Asp 


Ala 


Tyr 








20 








25 




30 






Ala 


Val 


Ser 


Asp 


Tyr Val 


Asn 


Gin 


His 


Val Gly Ser His 


Cys 


He 


Arg 






35 








40 




45 








Leu 


Pro 


Pro 


Lys 


Gly Arg 


Pro 


Arg 


Ala 


Ser He Ser His 


Arg 


Thr 


Phe 




50 








55 






60 








Ala 


Ser 


Leu 


Asp 


Leu Cys 


Arg 


lie 


Ser 


Tyr Gly Ala Pro 


Val 


Arg 


Val 


65 






70 








75 






80 


Thr 


Ser 


Val 


Ala 


Leu Glu 


Thr 


He 


Tyr 


His Leu Gin He 


Leu 


Leu 


Ser 










85 








90 




95 




Gly His 


Cys 


Arg 


Ser Ser 


Ser Arg Gly 


Glu Asp Asp Val 














100 








105 











<210> 1955 
<211> 415 
<212> DNA 

<213> Homo sapiens 
<400> 1955 
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acgcgtggct cgacgaaaac caagtacgag 
60 

tggaatactg ctgggggcgc ttcacagaca 
120 

ggaaagggcc acacaagccc gatagtgacc 
180 

ccgccaaaca agccatgaac gcagcaaaac 
240 

aatggaaaac atggatactc ccagtccaca 
300 

aaaaaacttt gctagacgag caagacgata 
360 

acgtcatgtg cggcaaaaca ctccaccacc 
415 

<210> 1956 
<211> 127 
<212> PRT 

<213> Homo sapiens 



acatgcccga caaggtacta tcacacatgg 
acaccaaata cgctgtagct gcccaatatt 
atcaacggat cattgtaggc tatttcaaaa 
aattccactg gaacacccgg ctacaacaac 
acggcaccgt gtccgagttt ttcacccaac 
gcaatagcga gctgccggag catctacaaa 
aagacgacac catatcgtgg tgcac 



<400> 1956 

Met Pro Asp Lys Val Leu Ser His Met Val Glu Tyr Cys Trp Gly Arg 

15 10 15 

Phe Thr Asp Asn He Lys Tyr Ala Val Ala Ala Gin Tyr Trp Lys Gly 

20 25 30 

Pro His Lys Pro Asp Ser Asp His Gin Arg He He Val Gly Tyr Phe 

35 40 45 

Lys Thr Ala Lys Gin Ala Met Asn Ala Ala Lys Gin Phe His Trp Asn 

50 55 60 

Thr Arg Leu Gin Gin Gin Trp Lys Thr Trp He Leu Pro Val His Asn 
65 70 75 80 

Gly Thr Val Ser Glu Phe Phe Thr Gin Gin Lys Thr Leu Leu Asp Glu 

85 90 95 

Gin Asp Asp Ser Asn Ser Glu Leu Pro Glu His Leu Gin Asn Val Met 

100 105 HO 

Cys Gly Lys Thr Leu His His Gin Asp Asp Thr He Ser Trp Cys 
115 120 125 

<210> 1957 
<211> 526 
<212> DNA 

<213> Homo sapiens 
<400> 1957 

acgcgttccg gagagatttt cctaacctct ctccgagctg ctgagccgat cggtgaccac 
60 

caggagctcc tccctgtgag gacaaagttc cagagtcggg gtcacgggcc ttacttattg 
120 

gggaggaggc ccgccggggc cgcagtgggc gaggggccct tggcgcgctc ctgggaggtc 
180 

agacctggca cagtgtggcg aaggtttcca gtgcgatccc gagtcgaggg cgcatttcgc 
240 

ggtgactgcc agcatgaacc gcagccgacc gagttctgcg atcgggcttc tccgcagagt 
300 
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ggggaccctg gggaaggcgc caacttctct 
360 

cctgggccgc ctgcccgggc cgcactgggc 
420 

ccgccccagg cgggagagag gccttggccc 
480 

gtcctgctcc cccaaccccc gccccatggc 
526 



cctctgccca cctcactccc cgcgggcgtc 
ggcctccatc gtcccttccc tctacctgca 
nncgagggac cagctgcagc gggcagcggg 
acggggctga accggt 



<210> 1958 
<211> 175 . 
<212> PRT 

<213> Homo sapiens 



<400> 1958 
Thr Arg Ser 
1 

lie Gly Asp 

Arg Gly His 
35 

Val Gly Glu 
50 

Val Trp Arg 
65 

Gly Asp Cys 

Ser Pro Gin 

Pro Thr Ser 
115 

Leu Gly Gly 
130 

Gly Glu Arg 
145 

Val Leu Leu 



Gly Glu He 
5 

His Gin Glu 
20 

Gly Pro Tyr 

Gly Pro Leu 

Arg Phe Pro 
70 

Gin His Glu 
85 

Ser Gly Asp 
100 

Leu Pro Ala 

Leu His Arg 

Pro Trp Pro 
150 

Pro Gin Pro 
165 



Phe Leu 

Leu Leu 

Leu Leu 

40 
Ala Arg 
55 

Val Arg 

Pro Gin 

Pro Gly 

Gly Val 
120 
Pro Phe 
135 

Xaa Glu 
Pro Pro 



Thr Ser Leu 
10 

Pro Val Arg 
25 

Gly Arg Arg 

Ser Trp Glu 

Ser Arg Val 
75 

Pro Thr Glu 
90 

Glu Gly Ala 
105 

Pro Gly Pro 

Pro Leu Pro 

Gly Pro Ala 
155 

His Gly Thr 
170 



Arg Ala 

Thr Lys 

Pro Ala 

45 
Val Arg 
60 

Glu Gly 

Phe Cys 

Asn Phe 

Pro Ala 
125 
Ala Leu 
140 

Ala Ala 
Gly Leu 



Ala Glu Pro 
15 

Phe Gin Ser 
30 

Gly Ala Ala 

Pro Gly Thr 

Ala Phe Arg 
80 

Asp Arg Ala 
95 

Ser Pro Leu 
110 

Arg Ala Ala 

Pro Gin Ala 

Gly Ser Gly 
160 

Asn Arg 
175 



<210> 1959 

<211> 378 

<212> DNA 

<213> Homo sapiens 



<400> 1959 

gtgcaccgga cggctcctcc aacggatcat gcgacggccc agcggaaggc tcacccgagt 
60 

cgtcagaagg atcagggcgc ttgtcgtcgt cagacttcag gacatcccac gacatggtga 
120 

acggctggga ggagaccttg tccccgtcgg tcttggcgcc gacaacaaca ccgctcatgg 
180 

tgtattttcc ggcatgagtg aagaaccagt gggcatgctg atgacccttg atcggcagtg 
240 

aggctccttt gaccacctga tatgtgtcat cagcgaggaa ggtgccgagt ttggcgttct 
300 
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cgtctgcctc gggtgaattg ccgaggaggt acatcttgcc tggacccgta atcgcggtga 
360 

agtcgacgcg caacgcgt 
378 

<210> 1960 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<4O0> 1960 



Met Tyr 


Leu 


Leu 


Gly Asn Ser Pro Glu 


Ala 


Asp Glu 


Asn 


Ala Lys 


Leu 


1 






5 


10 






15 




Gly Thr 


Phe 


Leu 


Ala Asp Asp Thr Tyr 


Gin 


Val Val 


Lys 


Gly Ala 


Ser 




20 


25 








30 




Leu Pro 


lie 


Lys 


Gly His Gin His Ala 


His 


Trp Phe 


Phe 


Thr His 


Ala 




35 




40 






45 






Gly Lys 


Tyr 


Thr 


Met Ser Gly Val Val 


Val 


Gly Ala 


Lys 


Thr Asp 


Gly 


50 






55 




60 








Asp Lys 


Val 


Ser 


Ser Gin Pro Phe Thr 


Met 


Ser Trp 


Asp 


Val Leu 


Lys 


65 






70 




75 






80 


Ser Asp 


Asp 


Asp 


Lys Arg Pro Asp Pro 


Ser Asp Asp 


Ser 


Gly Glu 


Pro 






85 


90 






95 




Ser Ala 


Gly 


Pro 


Ser His Asp Pro Leu 


Glu 


Glu Pro 


Ser 


Gly Ala 






100 


105 








110 





<210> 1961 
<211> 384 
<212> DNA 

<213> Homo sapiens 
<400> 1961 

ggatccaccc cggaaaccgg caggatgaag ggggcaagtg aggagaagct ggcatctgtg 
60 

tccaacctgg tcactgtgtt tgagaatagc aggaccccag aagcagcacc cagaggccag 
120 

aggctagagg acgtgcatca ccgccctgag tgcaggcctc ccgagtcccc aggaccacgg 
180 

gagaagacga atgtcgggga ggccgtgggg tctgagccca ggacagtcag caggaggtac 
240 

ctgaactccc tgaagaacaa gctgtccagc gaagcctgga ggaaatcttg ccagcctgtg 
300 

accctctcag gatcggggac gcaggagcca gagaagaaga tcgtccagga gctgctggag 
360 

acagagcagg cctatgtggc gcgc 
384 

<210> 1962 
<211> 128 
<212> PRT 

<213> Homo sapiens 
<400> 1962 

Gly Ser Thr Pro Glu Thr Gly Arg Met Lys Gly Ala Ser Glu Glu Lys 
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15 10 15 

Leu Ala Ser Val Ser Asn Leu Val Thr Val Phe Glu Asn Ser Arg Thr 

20 25 30 

Pro Glu Ala Ala Pro Arg Gly Gin Arg Leu Glu Asp Val His His Arg 

35 40 45 

Pro Glu Cys Arg Pro Pro Glu Ser Pro Gly Pro Arg Glu Lys Thr Asn 

50 55 60 

Val Gly Glu Ala Val Gly Ser Glu Pro Arg Thr Val Ser Arg Arg Tyr 
65 70 75 80 

Leu Asn Ser Leu Lys Asn Lys Leu Ser Ser Glu Ala Trp Arg Lys Ser 

85 90 95 

Cys Gin Pro Val Thr Leu Ser Gly Ser Gly Thr Gin Glu Pro Glu Lys 

100 105 110 

Lys lie Val Gin Glu Leu Leu Glu Thr Glu Gin Ala Tyr Val Ala Arg 
115 120 125 

<210> 1963 

<211> 323 

<212> DNA 

<213> Homo sapiens 

<400> 1963 

nnncccttcc taccctccca tactccccac ccctcttcct ccccctgtgc tgagcttgca 
60 

ggcatgaaac acccacctgg cctctctccc tctgttttgc cccttctgtc gtctctctcc 
120 

cacagctgcc tggctcttcg gcgtcagtcc accaccttct gcagctctcc ctcaccctgg 
180 

cgaccactca ggcatgcatc tcgcgggccc ccttcagacc tctcggggtc atcttcccct 
240 

tccctggcca ttatttttct tcatctgggc tgggcccgga ggggcgttcc cccccttcct 
300 

cttctttctt tttttttctc ttt 
323 

<210> 1964 

<211> 107 

<212> PRT 

<213> Homo sapiens 

<400> 1964 

Xaa Pro Phe Leu Pro Ser His Thr Pro His Pro Ser Ser Ser Pro Cys 

1 5 10 15 

Ala Glu Leu Ala Gly Met Lys His Pro Pro Gly Leu Ser Pro Ser Val 

20 25 30 

Leu Pro Leu Leu Ser Ser Leu Ser His Ser Cys Leu Ala Leu Arg Arg 

3S 40 45 

Gin Ser Thr Thr Phe Cys Ser Ser Pro Ser Pro Trp Arg Pro Leu Arg 

50 55 60 

His Ala Ser Arg Gly Pro Pro Ser Asp Leu Ser Gly Ser Ser Ser Pro 
65 70 75 80 

Ser Leu Ala lie He Phe Leu His Leu Gly Trp Ala Arg Arg Gly Val 

85 90 95 

Pro Pro Leu Pro Leu Leu Ser Phe Phe Phe Ser 
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100 105 

<210> 1965 

<211> 1416 

<212> DNA 

<213> Homo sapiens 

<400> 1965 

cggctggggc aggagctgga cgacgccacc atggacctgg agcagcagcg gcagcttgtg 
60 

agcaccctgg agaagaagca gcgcaagttt gaccagcttc tggcagagga gaaggcagct 
120 

gtacttcggg cagtggagga acgtgagcgg gccgaggcag agggccggga gcgtgaggct 
180 

cgggccctgt cactgacacg ggcactggag gaggagcagg aggcacgtga ggagctggag 
240 

cggcagaacc gggccctgcg ggctgagctg gaggcactgc tgagcagcaa ggatgacgtc 
300 

ggcaagagcg tgcatgagct ggaacgagcc tgccgggtag cagaacaggc agccaatgat 
360 

ctgcgagcac aggtgacaga actggaggat gagctgacag cggccgagga tgccaagctg 
420 

cgtctggagg tgactgtgca ggctctcaag actcagcatg agcgtgacct gcagggccgt 
480 

gatgaggctg gtgaagagag gcggaggcag ctggccaagc agctgagaga tgcagaggtg 
540 

gagcgggatg aggagcggaa gcagcgcact ctggccgtgg ctgcccgcaa gaagctggag 
600 

ggagagctgg aggagctgaa ggctcagatg gcctctgccg gccagggcaa ggaggaggcg 
660 

gtgaagcagc ttcgcaagat gcaggcccag atgaaggagc tatggcggga ggtggaggag 
720 

acacgcacct cccgggagga gatcttctcc cagaatcggg aaagtgaaaa gcgcctcaag 
780 

ggcctggagg ctgaggtgct gcggctgcag gaggaactgg ccgcctcgga ccgtgctcgg 
840 

cggcaggccc agcaggaccg ggatgagatg gcagatgagg tggccaatgg taaccttagc 
900 

aaggcagcca ttctggagga gaagcgtcag ctggaggggc gcctggggca gttggaggaa 
960 

gagctggagg aggagcagac anactcagag ctgctcaatg accgctaccg caagctgctc 
1020 

ctgcaggtag agtcactgac cacagagctg tcagctgagc gcagtttctc agccaaggca 
1080 

gagagcgggc ggcagcagct ggaacggcag atccaggagc tacggggacg cctgggtgag 
1140 

gaggatgctg gggcccgtgc ccgccacaag atgaccattg ctgcccttga gtctaagttg 
1200 

gcccaggctg aggagcagct agagcaagag accagagagc gcatcctctc tggaaagctg 
1260 

gtgcccaaaa gtaagaagcg gtttaaagag gtggtgctcc aggtggagga ggagcggagg 
1320 

gtggctgacc agctccggga ccagctggag aagggaaacc ttcgagtcaa gcagctgaag 
1380 
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cggcagctgg aggaggccga ggaggaggca tcccgg 
1416 

<210> 1966 
<211> 472 
<212> PRT 

<213> Homo sapiens 



<400> 1966 



Arg Leu 


Gly Gin 


Glu 


Leu 


Asp 


Asp 


Ala 


Thr 


Met Asp 


Leu 


Glu 


Gin 


Gin 


1 






5 










10 








15 




Arg Gin 


Leu 


Val 


Ser 


Thr 


Leu 


Glu 


Lys 


Lys 


Gin Arg 


Lys 


Phe 


Asp 


Gin 






20 










25 








30 






Leu Leu 


Ala 


Glu 


Glu 


Lys 


Ala 


Ala 


Val 


Leu 


Arg Ala 


Val 


Glu 


Glu 


Arg 




35 










40 








45 








Glu Arg 


Ala 


Glu 


Ala 


Glu 


Gly 


Arg 


Glu 


Arg 


Glu Ala 


Arg 


Ala 


Leu 


Ser 


50 










55 








60 










Leu Thr 


Arg Ala 


Leu 


Glu 


Glu 


Glu 


Gin 


Glu 


Ala Arg 


Glu 


Glu 


Leu 


Glu 


65 








70 










75 








80 


Arg Gin 


Asn Arg 


Ala 


Leu 


Arg 


Ala 


Glu 


Leu 


Glu Ala 


Leu 


Leu 


Ser 


Ser 








85 










90 








95 




Lys Asp 


Asp 


Val 


Gly 


Lys 


Ser 


Val 


His 


Glu 


Leu Glu 


Arg 


Ala 


Cys 


Arg 






100 










105 








110 






Val Ala 


Glu 


Gin 


Ala 


Ala 


Asn 


Asp 


Leu 


Arg 


Ala Gin 


Val 


Thr 


Glu 


Leu 




115 










120 








125 








Glu Asp 


Glu 


Leu 


Thr 


Ala 


Ala 


Glu 


Asp 


Ala 


Lys Leu 


Arg 


Leu 


Glu 


Val 


130 










135 








140 










Thr Val 


Gin 


Ala 


Leu 


Lys 


Thr 


Gin 


His 


Glu 


Arg Asp 


Leu 


Gin Gly 


Arg 


145 








ISO 










155 








160 


Asp Glu 


Ala Gly 


Glu 


Glu 


Arg 


Arg 


Arg 


Gin 


Leu Ala 


Lys 


Gin 


Leu 


Arg 








165 










170 








175 




Asp Ala 


Glu 


val 


Glu 


Arg 


ASp 


Glu 


Glu 


Arg 


Lys Gin 


Arg 


Thr 


Leu 


Ala 






180 










185 








190 






Val Ala 


Ala 


Arg 


Lys 


Lys 


Leu 


Glu 


Gly 


Glu 


Leu Glu 


Glu 


Leu 


Lys 


Ala 




19S 










200 








205 








Gin Met 


Ala 


Ser 


Ala 


Gly 


Gin 


Gly 


Lys 


Glu 


Glu Ala 


Val 


Lys 


Gin 


Leu 


210 










215 








220 










Arg Lys 


Met 


Gin 


Ala 


Gin 


Met 


Lys 


Glu 


Leu 


Trp Arg 


Glu 


Val 


Glu 


Glu 


225 








230 










235 








240 


Thr Arg 


Thr 


Ser 


Arg 


Glu 


Glu 


lie 


Phe 


Ser 


Gin Asn 


Arg 


Glu 


Ser 


Glu 








245 










250 








255 




Lys Arg 


Leu 


Lys 


Gly 


Leu 


Glu 


Ala 


Glu 


Val 


Leu Arg 


Leu 


Gin 


Glu 


Glu 






260 










265 








270 






Leu Ala 


Ala 


Ser 


Asp 


Arg 


Ala 


Arg 


Arg 


Gin 


Ala Gin 


Gin 


Asp Arg 


Asp 




275 










280 








285 








Glu Met 


Ala 


Asp 


Glu 


Val 


Ala 


Asn 


Gly 


Asn 


Leu Ser 


Lys 


Ala 


Ala 


He 


290 










295 








300 










Leu Glu 


Glu 


Lys 


Arg 


Gin 


Leu 


Glu 


Gly 


Arg 


Leu Gly 


Gin 


Leu 


Glu 


Glu 


305 








310 










315 








320 


Glu Leu 


Glu 


Glu 


Glu 


Gin 


Thr 


Xaa 


Ser 


Glu 


Leu Leu 


Asn 


Asp 


Arg 


Tyr 








325 










330 








335 




Arg Lys 


Leu 


Leu 


Leu 


Gin 


Val 


Glu 


Ser 


Leu 


Thr Thr 


Glu 


Leu 


Ser 


Ala 






340 










345 








350 






Glu Arg 


Ser 


Phe 


Ser 


Ala 


Lys 


Ala 


Glu 


Ser 


Gly Arg 


Gin 


Gin 


Leu 


Glu 
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355 






360 










365 








Arg Gin 


He 


Gin 


Glu 


Leu Arg Gly 


Arg 


Leu 


Gly Glu 


Glu 


Asp Ala Gly 


370 








375 








380 










Ala Arg 


Ala 


Arg 


His 


Lys Met Thr 


He 


Ala 


Ala 


Leu 


Glu 


Ser 


Lys 


Leu 


385 








390 






395 










400 


Ala Gin 


Ala 


Glu 


Glu 


Gin Leu Glu 


Gin 


Glu 


Thr 


Arg 


Glu 


Arg 


He 


Leu 








405 






410 










415 




Ser Gly 


Lys 


Leu 


Val 


Pro Lys Ser 


Lys 


Lys 


Arg 


Phe 


Lys 


Glu 


Val 


Val 






420 






425 










430 






Leu Gin 


Val 


Glu 


Glu 


Glu Arg Arg 


Val 


Ala 


Asp 


Gin 


Leu 


Arg 


Asp 


Gin 




435 






440 










445 








Leu Glu 


Lys 


Gly Asn 


Leu Arg Val 


Lys 


Gin 


Leu 


Lys 


Arg 


Gin 


Leu 


Glu 


450 








455 








460 










Glu Ala 


Glu 


Glu 


Glu 


Ala Ser Arg 



















465 470 



<210> 1967 
<211> 401 
<212> DNA 

<213> Homo sapiens 



<400> 1967 

aaatttgaat cctggaaagc tgatctcgat aagtcgtttg tcgagctgtt tgcggcgttg 
60 

ccgacgcgcc taatttggat cgtgcagtaa gagcttctcc attcctcggc gccaaaggga 
120 

tgcatcacat ctcgcggcca gtcagctccc ctgggcttgc actcgtcgga gatgctggcc 
180 

ttgcaccaga tcctctgtgg ggcgtcgggt gtggctgggc attccagtcg gcagcttggt 
240 

tagtggactg taccggatct catttggctg accggaccgc cttagatagg gcgcttcgca 
300 

gttatcatcg ataccaccgg cattctcttg ggtggcatga acgcctcatc tctagatatg 
360 

caaacggccg gggttttcat gcgctcgaga agctgatgct g 
401 



<210> 1968 
<211> 94 
<212> PRT 

<213> Homo sapiens 



<400> 1968 

Met His His He Ser Arg Pro Val 

1 5 
Gly Asp Ala Gly Leu Ala Pro Asp 
20 

Trp Ala Phe Gin Ser Ala Ala Trp 

35 40 
Leu Ala Asp Arg Thr Ala Leu Asp 

50 55 
Tyr His Arg His Ser Leu Gly Trp 
65 70 
Ala Asn Gly Arg Gly Phe His Ala 



Ser 


Ser 


Pro Gly 


Leu Ala Leu Val 




10 




15 


Pro 


Leu 


Trp Gly 


Val Gly Cys Gly 


25 






30 


Leu 


Val 


Asp Cys 


Thr Gly Ser His 








45 


Arg Ala 


Leu Arg 


Ser Tyr His Arg 






60 




His 


Glu 


Arg Leu 


He Ser Arg Tyr 






75 


80 


Leu 


Glu 


Lys Leu 


Met Leu 
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85 90 

<210> 1969 

<211> 464 

<212> DNA 

<213> Homo sapiens 

<400> 1969 

nncatcgacg cgcactggac tcatctgggt gacggcccac agatggacac tctgcgcgag 
60 

gaggtcgccg ttcaccgcgt cacggatgct gtcaccctgc tcggtcacgt cgccaacacc 
120 

caggtcatgg cgacccagcg tgatctcaaa ccgtcagtat tcgtcaacct ctcctcctcg 
180 

gaaggacttc ctgtatcaat gatggaggtt gcttccctcg gtatccccat tatcgcgact 
240 

ggcgtcggcg gagtaggaga aatcgtctcg tctgacaacg ggcatctatt gcctgccgag 
300 

ttcaccgaca cccaggcatc tgacgcgtta gtgcagctgg cacgtctgtc tgaggacgag 
360 

taccagcagg tgtgtcaggc ctcccgccag gtgtgggaag aaaagttccg cgcctctgtc 
420 

gtctaccccg aattctgtcg cgagtgctgg ggcgacgctg atca 
464 

<210> 1970 
<211> 154 
<212> PRT 

<213> Homo sapiens 
<400> 1970 

Xaa He Asp Ala His Trp Thr His Leu Gly Asp Gly Pro Gin Met Asp 

1 S 10 15 

Thr Leu Arg Glu Glu Val Ala Val His Arg Val Thr Asp Ala Val Thr 

20 25 30 

Leu Leu Gly His Val Ala Asn Thr Gin Val Met Ala Thr Gin Arg Asp 

35 40 45 

Leu Lys Pro Ser Val Phe Val Asn Leu Ser Ser Ser Glu Gly Leu Pro 

50 55 60 

Val Ser Met Met Glu Val Ala Ser Leu Gly He Pro He He Ala Thr 
65 70 75 80 

Gly Val Gly Gly Val Gly Glu He Val Ser Ser Asp Asn Gly His Leu 

85 90 95 

Leu Pro Ala Glu Phe Thr Asp Thr Gin Ala Ser Asp Ala Leu Val Gin 

100 105 110 

Leu Ala Arg Leu Ser Glu Asp Glu Tyr Gin Gin Val Cys Gin Ala Ser 

115 120 125 

Arg Gin Val Trp Glu Glu Lys Phe Arg Ala Ser Val Val Tyr Pro Glu 

130 135 140 

Phe Cys Arg Glu Cys Trp Gly Asp Ala Asp 
145 150 

<210> 1971 
<211> 520 
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<212> DNA 

<213> Homo sapiens 
<400> 1971 

accggttgta ggtgtacaaa cactgctgac atcagccagc tcctgagtgt caggagagac 
60 

acagaagtac tcaggttgtt tgtgtgttga ccgagagaac agctcagatt gaggaacgag 
120 

acagacgacg acaaaaacaa ttagagcatc agttgataca atacaaatgg aatataatgc 
180 

atctaacatt tcaaattcaa gacatgattc tgatgaaatc agtggtaaaa tgaatacata 
240 

tatgaattct acgacttcta agaaggatac tggtgtgcaa acagatgact taaatatagg 
300 

aatattcacc aatgcagaat cacattgtgg atcattaatg gagagggaca tcacaaattg 
360 

ttcatctcct gagatttcgg cagaacttat tggacagttt agcaccaaga aaaacaagca 
420 

agaactaact caggataaag gagccagctt agaaaaagaa aacaatcggt gtaatgacca 
480 

gtgtaatcag ttcacaagaa ttgagaaaca aacaaaacag 
520 

<210> 1972 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 1972 



Met 


Glu 


Tyr 


Asn 


Ala 


Ser 


Asn 


He 


Ser 


Asn 


Ser Arg 


His 


Asp 


Ser 


Asp 


1 








5 










10 








15 




Glu 


He 


Ser 


Gly 


Lys 


Met 


Asn 


Thr 


Tyr 


Met 


Asn Ser 


Thr 


Thr 


Ser 


Lys 








20 










25 








30 






Lys 


Asp 


Thr 


Gly 


Val 


Gin 


Thr 


Asp 


Asp 


Leu 


Asn He 


Gly 


He 


Phe 


Thr 






35 










40 








45 








Asn 


Ala 


Glu 


Ser 


His 


Cys 


Gly 


Ser 


Leu 


Met 


Glu Arg 


Asp 


He 


Thr 


Asn 




50 










55 








60 










Cys 


Ser 


Ser 


Pro 


Glu 


lie 


Ser 


Ala 


Glu 


Leu 


He Gly 


Gin 


Phe 


Ser 


Thr 


65 










70 










75 








80 


Lys 


Lys 


Asn 


Lys 


Gin 


Glu 


Leu 


Thr 


Gin 


Asp 


Lys Gly 


Ala 


Ser 


Leu 


Glu 










85 










90 








95 




Lys 


Glu 


Asn 


Asn 


Arg 


Cys 


Asn 


Asp 


Gin 


Cys 


Asn Gin 


Phe 


Thr 


Arg 


He 








100 










105 








110 






Glu 


Lys 


Gin 


Thr 


Lys 


Gin 





















115 



<210> 1973 

<211> 331 

<212> DNA 

c213> Homo sapiens 

<400> 1973 

acgcgtacct atgcccagcg catggcggat cagttgaccg cggcactagg cagctactta 
60 
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tccgcaggtc aaaagaaatc ggacggcctc ggatccttct tcgtggccac tacccttgaa 
120 

gagctacaag cgatgaacag cgatactcgc ttcaccacga gcgtgggaat cgacctatcc 
180 

cccgctcgat ctttctccgc ttgggcgctg cgcggaacga ctttttctgc gccgtcgatg 
240 

acaaaggctt cccgctcgag ctcggccgca ccaagcgcac cgcgtcgctg tggcaaaagc 
300 

tggcgctcgc cgccagtgaa atcgtgtgca c 
331 

<210> 1974 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 1974 



Met Ala 


Asp 


Gin 


Leu 


Thr 


Ala 


Ala 


Leu 


Gly Ser Tyr 


Leu Ser Ala Gly 


1 






5 










10 


15 


Gin Lys 


Lys 


Ser 


Asp 


Gly 


Leu 


Gly 


Ser 


Phe Phe Val 


Ala Thr Thr Leu 






20 










25 




30 


Glu Glu 


Leu 


Gin 


Ala 


Met 


Asn 


Ser 


Asp 


Thr Arg Phe 


Thr Thr Ser Val 




35 










40 






45 


Gly lie 


Asp 


Leu 


Ser 


Pro 


Ala 


Arg 


Ser 


Phe Ser Ala 


Trp Ala Leu Arg 


50 










5S 






60 




Gly Thr 


Thr 


Phe 


Ser 


Ala 


Pro 


Ser 


Met 


Thr Lys Ala 


Ser Arg Ser Ser 


65 








70 








75 


80 


Ser Ala 


Ala 


Pro 


Ser 


Ala 


Pro 


Arg 


Arg 


Cys Gly Lys 


Ser Trp Arg Ser 








85 










90 


95 


Pro Pro 


Val 


Lys 


Ser 


Cys 


Ala 











100 



<210> 1975 
<211> 370 
<212> DNA 

<213> Homo sapiens 
<400> 1975 

acgcgtcggg ccaatcgctc gtggagctgc aaaccgcgct gcaagcccgc gacgagcaac 
60 

gtctgacggc ttggaccgat gcgctgggtg caatgggcgc caagctgagc caggcgtggg 
120 

agaaggcggg tgccgacacg gcgagccgtc agcaggagat ttgcgatgcg ctggcgcaga 
180 

ctgcgcgcga catctcttcg caaacacagg cccacgccaa caacacgatc gccgagattt 
240 

ctcgactggt gcaggccgcc tcggaggcgc caaaggctgc tgccgaagtg gttgccgagc 
300 

tgcgccagaa gctgtccgac agcatggtcc gcgacacggg cgatgctgga agaacgcacg 
360 

cgcatgctgg 
370 

<210> 1976 
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<211> 121 
<212> PRT 
<213> Homo sapiens 

<400> 1976 

Met Arg Val Arg Ser Ser Ser lie Ala Arg Val Ala Asp His Ala Val 

IS 10 15 

Gly Gin Leu Leu Ala Gin Leu Gly Asn His Phe Gly Ser Ser Leu Trp 

20 25 30 

Arg Leu Arg Gly Gly Leu His Gin Ser Arg Asn Leu Gly Asp Arg Val 

35 40 45 

Val Gly Val Gly Leu Cys Leu Arg Arg Asp Val Ala Arg Ser Leu Arg 

50 55 60 

Gin Arg He Ala Asn Leu Leu Leu Thr Ala Arg Arg Val Gly Thr Arg 
65 70 75 80 

Leu Leu Pro Arg Leu Ala Gin Leu Gly Ala His Cys Thr Gin Arg lie 

85 90 95 

Gly Pro Ser Arg Gin Thr Leu Leu Val Ala Gly Leu Gin Arg Gly Leu 

100 105 110 

Gin Leu His Glu Arg Leu Ala Arg Arg 
115 120 

<210> 1977 
.<211> 551 
<212> DNA 
<213> Homo sapiens 

<400> 1977 

ccgcgggcag gtggcatgtg ggctgagccc cgaagaaagt caaaagataa ggaagaggac 
60 

aggtttctag gaagaagttg gctgagcagg agttgggcag gttaagagct gggtgagggg 
120 

agagaggaga caggcagcca ggctgttaca cagggaggag cacaggaggt gcacgggagg 
180 

agccaagcgg gagggcaggc aatggccagg ttggaagatc tgcacctccc tggttactgg 
240 

aggaatgaaa ctggttggac tgactgcagg gagaggctcc agttgaaaca tgagagaagt 
300 

actggatgaa aaaggtgcca caactgagac cagaaggcag attcctgaac tggtggggtg 
360 

ccaaggatgc atatcaaaga ctgctggaac atgtgggtat caagattgaa gacagtgaag 
420 

gttaaaatgg cctgatccaa agctggaggg ggggtggagt gactggtgac tgctcttccc 
480 

acggacaggc attcaggcaa gctttcaaac tgagctctaa attctgctct gggttctaag 
540 

cagactcatg a 
551 

<210> 1978 

<211> 101 

<212> PRT 

<213> Homo sapiens 
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<400> 1978 

Met His Pro Trp His Pro Thr Ser Ser Gly lie Cys Leu Leu Val Ser 

15 io 15 

Val Val Ala Pro Phe Ser Ser Ser Thr Ser Leu Met Phe Gin Leu Glu 

20 25 30 

Pro Leu Pro Ala Val Ser Pro Thr Ser Phe He Pro Pro Val Thr Arg 

35 40 45 

Glu Val Gin He Phe Gin Pro Gly His Cys Leu Pro Ser Arg Leu Ala 

50 55 60 

Pro Pro Val His Leu Leu Cys Ser Ser Leu Cys Asn Ser Leu Ala Ala 
65 70 75 80 

Cys Leu Leu Ser Pro Leu Thr Gin Leu Leu Thr Cys Pro Thr Pro Ala 

85 90 95 

Gin Pro Thr Ser Ser 
100 



<210> 1979 

<211> 5530 

<212> DNA 

<213> Homo sapiens 

<400> 1979 

ncttgactca atcctgcaag caagtgtgtg tgtgtcccca tcccccgccc cgttaacttc 
60 

atagcaaata acaaataccc ataaagtccc agtcgcgcag cccctccccg cgggcagcgc 
120 

actatgctgc tcgggtgggc gtccctgctg ctgtgcgcgt tccgcctgcc cctggccgcg 
180 

gtcggccccg ccgcgacacc tgcccaggat aaagccgggc agcctccgac tgctgcagca 
240 

gccgcccagc cccgccggcg gcagggggag gaggtgcagg agcgagccga gcctcccggc 
300 

cacccgcacc ccctggcgca gcggcgcagg agcaaggggc tggtgcagaa catcgaccaa 
360 

ctctactccg gcggcggcaa ggtgggctac ctcgtctacg cgggcggccg gaggttcctc 
420 

ttggacctgg agcgagatgg ttcggtgggc attgctggct tcgtgcccgc aggaggcggg 
480 

acgagtgcgc cctggcgcca ccggagccac tgcttctatc ggggcacagt ggacgctagt 
540 

ccccgctctc tggctgtctt tgacctctgt gggggtctcg acggcttctt cgcggtcaag 
600 

cacgcgcgct acaccctaaa gccactgctg cgcggaccct gggcggagga agaaaagggg 
660 

cgcgtgtacg gggatgggtc cgcacggatc ctgcacgtct acacccgcag ggcttcagct 
720 

tcgaggccct gccgccgcgc gccagctgcg aaacccccgc gtccacaccg gaggcccacg 
780 

agcatgctcc ggcgcacagc aacccgagcg gacgcgcagc acgcctcgca gctcttggac 
840 

cagtccgctc tctcgcccgc tgggggctca ggaccgcaga cgtggtggcg gcggcggcgc 
900 

cgctccatct cccgggcccg ccaggtggag ctgcttctgg tggctgacgc gtccatggcg 
960 
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cqqttqtatq 


gccggggcct 


1020 




ctgtacagcc 


atgetagcat 


1080 




ctaggcgaca 


aqqacaaqaq 

33 3 3 


114 0 




ttttgcaagt 


ggcagcacca 


1200 




gcagctatcc 


tgtttactcg 


1260 




a tciac a era cq 


ttgggaccat 


1320 






cagect tcac 


138 0 






aac tctgtga 


144 0 




teeatcctta 


ccagcattga 


1 500 






toaataatoa 


iSOU 






aagaac tccc 








agtactccgt 


icon 




ai'oa f n car 1 c 


»yyy ^* ^* 3 










1800 




tattattcaa 


cgt caageca 


1860 




cactcatata 


q aqqaq qaq t 

3"33"33"3 w 


1920 




aacaaeggae 


gctactgcac 


1980 




tgcccaccca 


atggtaaatc 


2040 




tetgatgeaa 


aaggagtcaa 


2100 




CCaqcqqatq 


tgtgcaagct 


2160 




tctccaaagg 


tgaccgatgg 


2220 




gggaagtgtg 


tgagaactgg 


2280 




tgeggagtat 


gtggaggaga 


2340 




aaaagtaagg 


gttacactga 


2400 




cgacagttca 


aagecaaaga 


2460 




aacggtgagt 


accttatcaa 


2520 




atcaatggaa 


cagtcatgaa 


2580 





gcagcattac ctgctgaccc 
cgagaaccac atccgcctgg 
cctggaagtg agcaagaacg 
acacaaccag ctgggagatg 
ggaggattta tgtgggcatc 
atgttctcca gagegcaget 
tgtggcccac gaaateggae 
agagaccttt ggttccacag 
tgcatctaag ccctggtcca 
ccatggtaac tgtttgctgg 
aggacagacc tacgatgeca 
gtgtcccggc atggatgtct 
ggtctgtctg accaagaagc 
ctgcctgcag ggcaaatgtg 
tggcaactgg ggatcttggg 
geagtttgee tategtcact 
agggaagagg gccatctacc 
atttegtcat gaacagtgtg 
aacttttgtg gaatgggttc 
gaectgeaga gecaagggea 
cactgaatgt aggcegtaca 
ctgtgacggc atcattggct 
caactccagc tgtacaaaga 
cgtggtgagg attcctgaag 
ccagactaga ttcactgcct 
tggaaagtac atgatctcca 
etatageggt tggagecaca 



tggcctccat cgecaatagg 
ccgtggtgaa ggtggtggtg 
ctgccaccac actcaagaac 
accatgagga gcactacgat 
attcatgtga caccctggga 
gtgctgtgat tgaagacgat 
atttacttgg cctctcccat 
aagataagcg cttaatgtct 
aatgeactte agccaccatc 
acctaccacg aaagcagatc 
cccagcagtg caacctgaca 
gtgctcgcct gtggtgtgct 
tgcctgcggt ggaagggacg 
tggacaaaac caagaaaaaa 
gatcctgggg ccagtgttct 
gtaataaccc tgctcccaga 
actcctgcag tctcatgccc 
aggecaaaaa tggctatcag 
ecaaatatge aggtgtcctg 
ctggctacta tgtggtattt 
gtaattccgt ctgcgtccgg 
caaagctgea gtatgacaag 
ttgttggaac ctttaataag 
gggcaaccca cataaaagtt 
atttagcect gaaaaagaaa 
cttcagagac tatcattgac 
gggatgactt cctgcatggc 
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atgggctact ctgccacgaa 
2640 

aaaccattag atgtccgtta 
2700 

tctgtcacta gtcatggcag 
2760 

acgggcccat ggctcgcctg 
2820 

cagtgccagg atggaaaccg 
2B80 

gcgtttaagc aatgcttgtt 
2940 

ataactggag gattcagcac 
3000 

gaaagtcatg cttcagtgac 
3060 

tgcgaccaaa agaggatgtg 
3120 

aacttgggag ttattgaaca 
3180 

ggggacattt gaagacggca 
3240 

tttaatggta tcataatcat 
3300 

aaatacattc tcccttggta 
3360 

atatttctat aaaaaaagtg 
3420 

gtttccagaa agagctgtgg 
3480 

agatgtagta tattttctga 
3540 

gcaagtatct tctgagaaat 
3600 

atacatacac gggttcattt 
3660 

gccaaattaa tgcataattt 
3720 

actcaagagt ctaaaaacta 
3780 

ttcactgtgt tttcaattta 
3840 

atatctcaca atgtatgata 
3900 

acattcaaca ctggtatacc 
3960 

tttgctttgt tcaagggttc 
4020 

ttagaaacat taaagatcac 
4080 

tgtggttaac gccaaaaagt 
4140 

atttcttaat ttaaaaaatc 
4200 



ggaaattcta atagtgcaga 
tagctttttt gttcccaaga 
caataaagtg ggatcacaca 
ctctaggacc tgtgacacag 
gaagttagca aaaggatgtc 
gaagaaatgt tagcctgtgg 
cgatgcagtc gtggtgaaca 
attgtcaaca ggagtccaat 
cactgcttca cgtgacagtg 
tcccctgggc ttacaagaaa 
gaactgtctc ccccttgtca 
tttcacccat aatacacagt 
tgtcacttta tatcccctgg 
tttgaccaaa gtaggtctgc 
atattttact ggaaattaag 
ctacaggaga taaaatttca 
tttgaaaagt aaatagatct 
acttaaacct ttgactgcct 
cagatgtaga agtagggttt 
gtttccttgt gttggaaatc 
tattttcaca actactttct 
tacgtacaaa acacacagca 
tcctaccagc aagcctttaa 
agtaagaccc acaatgtttt 
ttggtagtta gccacattga 
ggttaatatt aataagactg 
taagtatatt cctattgtac 



ttcttgcaac agaccccact 
agtccactcc aaaagtaaac 
cttcgcagcc gcagtgggtc 
gttggcacac cagaacggtg 
ctctctccca aaggccttct 
ttatgatctt atgcacaaag 
ggaggtctac ctaacgcaca 
tatgggcaga atctgctctc 
gtgaccttgc aatatagaaa 
cactgatgaa tgtaaaatca 
cctacctctg atagaatgtc 
agcttcttct tactgtttgt 
ttctattaaa atatccatat 
agctatttca acttccttcc 
aacttgctgc tgttttaata 
gtcaaaaaac cattttgaca 
cagtgtatct agtcacttaa 
gtattttttt caggtagcta 
gcgtgtgtgt gtgtgatcat 
taaaaggaaa aaaatcgtat 
ctctccagag ctttcatctg 
agttttctat catgtccaac 
aatgcatttg tgtttgctta 
gtatttcttg acttatttta 
gaagtggtta tcattgttaa 
tttccacacc ataggcaata 
taaatatttt tcccaactgg 
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aaagcacttg attgtacccg taagtgtttg agtgatgaca tgtgatgatt ttcagaaagt 
4260 

tgttgttttt gtctccatag cctgtttaag taggttgtaa gtttgaatag ctagacatgg 
4320 

aaattatttt ataagcacac acctaaagat atctttttag atgataaaat gtacaccccc 
4380 

ccatcaccaa cctcacaact cagaaaatct aagttgtttg atttcattgg gatttctttt 
4440 

gttgtgaaac actgcaaagc caatttttct ttataaaaat tcatagtaat cctgccaaat 
4500 

gtgcctattg ttaaagattt gcatgtgaag atcttaggga accactgttt gagttctaca 
4560 

agctcatgag agtttatttt tattataaga tgtttttaat gtaaaagaat tatgtaactg 
4620 

atcactatat tacatcattt cagtgggcca ggaaaataga tgtcttgctg ttttcagtat 
4680 

tttcttaaga aattgctttt aaaacaaata attgttttac aaaaccaata attatccttt 
4740 

gaattttcat agactgactt tgctttcgac gtagaaattt ttttttctta ataaattatc 
4800 

actttgagaa atgaggcctg tacaaggctg ataacctata tgtgatggag atcacccaat 
4860 

gccaagggca gaaagcaaac ctagttaaat aggtgagaaa aaaaataata atcccagtgc 
4920 

catttgtctg tgcaaagaga attaggagag aggttaatgt tacttttttc cattttggaa 
4980 

ataattttaa tcaagtaact caaatgtgac aaaatttatt tttatttttt gtggttatat 
5040 

tcccaacaac attaaaaaat actcgaggca taaatgtagt cgtctcctac tctgcttctc 
5100 

ttactatact catacatttt taatatggtt tatcaatgat tcatgtttcc ctcaaatagt 
5160 

gatggtttac acctgtcatg gaaacaatcc tagagagctc agagcaatta aaccactatt 
5220 

ccatgctttt aagtagtttt ctccaccttt ttcttatgag tctcactaga ttgactgagg 
5280 

aatgtacgtc taaattcctg gagaagatga tatggattgg aaactgaaat tcagagaaat 
5340 

ggagtgttca atagatacca cgaattgtga acaaagggaa aattctatac aactcaatct 
5400 

aagtcagtcc actttgactt cgtactgtct ttcacctttc cactgttgca tcttgaattt 
5460 

tttaaaatgt ctagaattca ggatgctagg ggctacttct ccaaaaaaaa aaaaaaaaaa 
5520 

aaaaaaaaaa 
5530 

<210> 1980 
<211> 929 
<212> PRT 

<213> Homo sapiens 
<400> 1980 

Met Leu Leu Gly Trp Ala Ser Leu Leu Leu cys Ala Phe Arg Leu Pro 
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1 








5 


10 


15 




Leu 


Al a 
Ala 


Ala 


Val 


biy 


rl<J Hid M1<1 1 Hi rlO 


aia Rln A^r> I.vq Aid. 


Glv 








20 




25 


30 






rlO 


Pro 


Thr 


Aid 


aia aia aia ez^ r\ 
Aid Aia Aia Aia uiu 


riu mi y mi y mi y vau 


Glv 






35 






40 


45 




Glu 


Glu 


Veil 


VJ 1 11 


r*l ii 


Arg Ala Glu Pro Pro 


m vr Hi c X>m Hi e prn 
uiy nib fit) nla rlU 


Leu 




JV 










60 




Aid 


bin 


Arg 


Arg 


Arg 


Ser Lys Gly Leu Val 


uin asn lie Asp uin 


Leu 


65 










70 


75 


80 


Tyr 


Ser 


Gly 


r*l \r 
Giy 


i"*i i^ 
Giy 


Lys Val Gly Tyr Leu 


Val *Pvr- aia r* 1 \r fllvf 

vdi *yr Aid ^jiy vjiy 


Arg 










Q C 




95 




Arg 


rne 


T All 

Leu 


lieu 


Asp 


Leu Glu Arg Asp Gly 


c or Val filv TI o aia 
3cl Vdl uiy lie Aid 


ft! v 
oiy 








100 




1 ft Q 


110 




pne 


val 


Pro 


B.1 

Aia 


Gly 


Giy Giy Tnr ser Aia 


Pro Trp Arg His Arg 


Car 

o er 






115 






120 


14a 




His 


Cys 


Phe 


Tyr 


Arg 


Gly Tnr Val Asp Ala 


Ser Pro Arg Ser Leu 


Ala 




1 J U 








lib 


l^U 




if- t 

Val 


Phe 


Asp 


Leu 


Cys 


Gly Gly Leu Asp Gly 


pne Pne Aia vai Lys 


HIS 


145 










150 


133 


1 C ft 
10 U 


Ala 


Arg 


Tyr 


Thr 


Leu 


Lys Pro Leu Leu Arg 


Gly Pro Trp Ala Glu 


Glu 










165 


170 


175 




Glu 


Lys 


Gly 


Arg 


Val 


Tyr Gly Asp Gly Ser 


Ala Arg lie Leu His 


Val 








180 




185 


190 




Tyr 


Thr 


Arg 


Arg 


Ala 


Ser Ala Ser Arg Pro 


Cys Arg Arg Al a P ro 


Ala 






195 






200 


205 




Ala 


Lys 


Pro 


Pro 


Arg 


Pro His Arg Arg Pro 


Thr Ser Met Leu Arg 


Arg 




210 








215 


220 




Thr 


Ala 


Thr 


Arg 


Ala 


Asp Ala Gin His Ala 


Ser Gin Leu Leu Asp 


Gin 












<£ J U 




24 0 


Ser 


Ala 


Leu 


Ser 


Pro 


Ala Gly Gly ser Giy 


Pro Gin Thr Trp Trp 


Arg 












"5 c ft 


"5 ^ «; 




Arg 


Arg 


Arg 


Arg 


Ser 


He Ser Arg Ala Arg 


Gin vai giu Lieu Leu 


Leu 














270 




Va 1 

vai 


Aia 


Asp 


/via 


ser 


Met Ala Arg Leu Tyr 


Gly Arg Gly Leu Gin 


U-i <= 

fllS 






275 






280 


285 




ryr 


r an 
bcU 


Leu 


Thr 


eu 


Ala Car Tin Rl a 

Aid jCI 11c Aid ASH 


T.on T\fy- Gay W i o 

niy Leu iyr oei ms 


Ala 




2 90 








295 


300 




Ser 


lie 


Glu 


Asn 


His 


rip Atct T.*»ii Ala Val 
lie Ml y bcU Mid vdl 


Val T.v<? Val Vdl Val 

vai J-j y o vai vai vai 


Leu 


305 










310 


315 


320 


Gly 


sp 


ys 


sp 


Lys 


C q -r~ f an Hi ii 17a 1 Cot* 
OS XT bcU UlU vdl OCl 


T \7Q a en aia Ala Thv 
Lj y o Moil Mid Mid i in 


Thr 










325 


330 


335 




Leu 


Lys 


Asn 


Phe 


Cys 


Lys Trp Gin His Gin 


His Asn Gin Leu Gly 


Asp 








340 




345 


350 




Asp 


His 


Glu 


Glu 


His 


Tyr Asp Ala Ala lie 


Leu Phe Thr Arg Glu 


Asp 






355 






360 


3 65 




Leu 


Cys 


Gly 


His 


His 


Ser Cys Asp Thr Leu 


Gly Met Ala Asp Val 


Gly 




370 








375 


380 




Thr 


He 


Cys 


Ser 


Pro 


Glu Arg Ser Cys Ala 


Val He Glu Asp Asp 


Gly 


385 










390 


395 


400 


Leu 


His 


Ala 


Ala 


Phe 


Thr Val Ala His Glu 


He Gly His Leu Leu 


Gly 










405 


410 


415 




Leu 


Ser 


His 


Asp 


Asp 


Ser Lys Phe Cys Glu 


Glu Thr Phe Gly Ser 


Thr 








420 




425 


430 




Glu 


Asp 


Lys 


Arg 


Leu 


Met Ser Ser lie Leu 


Thr Ser He Asp Ala 


Ser 
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435 




440 




445 






Lys Pro 


Trp Ser 


Lys Cys 


Thr Ser 


Ala Thr 


He Thr Glu Phe 


Leu Asp 


450 






455 




460 






Asp Gly His Gly 


Asn Cys 


Leu Leu Asp Leu 


Pro Arg Lys Gin 


He 


Leu 


465 




470 






475 




480 


Gly Pro 


Glu Glu 


Leu Pro Gly Gin Thr Tyr 


Asp Ala Thr Gin 


Gin 


Cys 




485 




490 




495 




Asn Leu 


Thr Phe 


Gly Pro Glu Tyr 


Ser Val 


Cys Pro Gly Met 


Asp 


Val 




500 






505 


510 






Cys Ala 


Arg Leu 


Trp Cys 


Ala Val 


Val Arg 


Gin Gly Gin Met 


Val 


Cys 




515 




520 




525 






Leu Thr 


Lys Lys 


Leu Pro 


Ala Val 


Glu Gly 


Thr Pro Cys Gly 


Lys 


Gly 


530 






535 




540 






Arg lie 


Cys Leu 


Gin Gly Lys Cys 


Val Asp 


Lys Thr Lys Lys 


Lys 


Tyr 


545 




550 






555 




560 


Tyr Ser 


Thr Ser 


Ser His 


Gly Asn Trp Gly 


Ser Trp Gly Ser 


Trp Gly 






565 




570 




575 




Gin Cys 


Ser Arg 


Ser Cys Gly Gly Gly Val 


Gin Phe Ala Tyr 


Arg 


His 




580 






585 


590 






Cys Asn 


Asn Pro 


Ala Pro Arg Asn Asn Gly 


Arg Tyr Cys Thr 


Gly 


Lys 




595 




600 




605 






Arg Ala 


He Tyr 


His Ser 


Cys Ser 


Leu Met 


Pro Cys Pro Pro 


Asn Gly 


610 






615 




620 






Lys Ser 


Phe Arg 


His Glu 


Gin Cys 


Glu Ala 


Lys Asn Gly Tyr 


Gin 


Ser 


625 




630 






635 




640 


Asp Ala 


Lys Gly 


Val Lys 


Thr Phe 


Val Glu 


Trp Val Pro Lys 


Tyr 


Ala 






64S 




650 




655 




Gly Val 


Leu Pro 


Ala Asp Val Cys 


Lys Leu 


Thr Cys Arg Ala 


Lys Gly 




660 






665 


670 






Thr Gly Tyr Tyr 


Val Val 


Phe Ser 


Pro Lys 


Val Thr Asp Gly 


Thr 


Glu 




675 




660 




685 






Cys Arg 


Pro Tyr 


Ser Asn 


Ser Val 


Cys Val 


Arg Gly Lys Cys 


Val 


Arg 


690 






695 




700 






Thr Gly Cys Asp 


Gly He 


He Gly 


Ser Lys 


Leu Gin Tyr Asp 


Lys 


Cys 


705 




710 






715 




720 


Gly Val 


Cys Gly 


Gly Asp 


Asn Ser 


Ser Cys 


Thr Lys He Val 


Gly Thr 






725 




730 




735 




Phe Asn 


Lys Lys 


Ser Lys 


Gly Tyr Thr Asp 


Val Val Arg He 


Pro 


Glu 




740 






745 


750 






Gly Ala Thr His 


He Lys 


Val Arg 


Gin Phe 


Lys Ala Lys Asp 


Gin 


Thr 




755 




760 




765 






Arg Phe 


Thr Ala 


Tyr Leu 


Ala Leu 


Lys Lys 


Lys Asn Gly Glu 


Tyr 


Leu 


770 






775 




780 






lie Asn Gly Lys 


Tyr Met 


He Ser 


Thr Ser 


Glu Thr He He 


Asp 


He 


785 




790 






795 




800 


Asn Gly Thr Val 


Met Asn Tyr Ser Gly Trp 


Ser His Arg Asp 


Asp 


Phe 






805 




810 




815 




Leu His Gly Met 


Gly Tyr Ser Ala Thr Lys 


Glu He Leu He 


Val 


Gin 




820 






825 


830 






He Leu 


Ala Thr 


Asp Pro Thr Lys 


Pro Leu 


Asp Val Arg Tyr 


Ser 


Phe 




835 




840 




845 






Phe Val 


Pro Lys 


Lys Ser 


Thr Pro Lys Val 


Asn Ser Val Thr 


Ser 


His 


850 






855 




860 






Gly Ser Asn Lys 


Val Gly Ser His Thr Ser 


Gin Pro Gin Trp 


Val 


Thr 
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865 870 87S 880 

Gly Pro Trp Leu Ala Cys Ser Arg Thr Cys Asp Thr Gly Trp His Thr 

885 890 895 

Arg Thr Val Gin Cys Gin Asp Gly Asn Arg Lys Leu Ala Lys Gly Cys 

900 905 910 

Pro Leu Ser Gin Arg Pro Ser Ala Phe Lys Gin Cys Leu Leu Lys Lys 
915 920 925 

Cys 



<210> 1981 

<211> 327 

<212> DNA 

<213> Homo sapiens 

<400> 1981 

tcatgaatgg tgtacaggcc ttttctggtg ccttcggcga tgggcgatcc gggatccgtt 
60 

ggcgccgcta ctttgaacga gtctatgtgc gcaagcaggc ttggcgttaa cccgcgtggg 
120 

gtcgataatc gcacgtcaat ggccgtgttt tcgccgccaa aagctgccgg aggcgggcgc 
180 

tgcccggggc cttgccgaat aatggcttgg ccggggcaac gggcctcatc gtcgggacgg 
240 

gggcgtggcc cggcgctgtc ggaatgggcg tcttgcttga atggttcaaa agtgcgcgcg 
300 

ggctcgccgg gctcggaggc ggacgcn 
327 

<210> 1982 

<211> 107 

<212> PRT 

<213> Homo sapiens 

<400> 1982 



Met Val 


Tyr 


Arg 


Pro Phe Leu 


Val Pro Ser 


Ala 


Met 


Gly 


Asp Pro Gly 


1 






5 


10 








15 


Ser Val 


Gly 


Ala 


Ala Thr Leu 


Asn Glu Ser 


Met 


Cys 


Ala 


Ser Arg Leu 






20 




25 








30 


Gly Val 


Asn 


Pro 


Arg Gly Val 


Asp Asn Arg 


Thr 


Ser 


Met 


Ala Val Phe 




35 






40 






45 




Ser Pro 


Pro 


Lys 


Ala Ala Gly 


Gly Gly Arg 


Cys 


Pro 


Gly 


Pro Cys Arg 


50 






55 






60 






He Met 


Ala 


Trp 


Pro Gly Gin 


Arg Ala Ser 


Ser 


Ser 


Gly 


Arg Gly Arg 


65 






70 




75 






80 


Gly Pro 


Ala 


Leu 


Ser Glu Trp 


Ala Ser Cys 


Leu 


Asn 


Gly 


Ser Lys Val 








85 


90 








95 


Arg Ala 


Gly 


Ser 


Pro Gly Ser 


Glu Ala Asp 


Ala 












100 




105 











<210> 1983 

<211> 383 

<212> DNA 

<213> Homo sapiens 
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<400> 1983 

ttcaacaaca tggtgcatga gctgcgcgaa caacagcata taaaagacct attccgccaa 
60 

cacgtggggt caaaaatcgc tgatcaggcg ctctctgctc agcctgaaga acgaaacgtc 
120 

ccaaagcgag acgcttctgt cttctttatt gacactattg ggtctacaaa gctcagttta 
180 

gaatacgaca gttacaccgt tgttgacctg ctcaatcgct tctacacaat tgttgtagag 
240 

gaagttaatc gtgcaggtgg agtcgttaat aaattcgccg gcgatgcagt actagccatt 
300 

tttaatgtcc cgcacgatca cccggatcca gcaggcgcat cactctattg cgctcgggta 
360 

gttatgaacc gtttcgatca tga 
383 

<210> 1984 

<211> 127 

<212> PRT 

<213> Homo sapiens 

<400> 1984 



Phe 


Asn 


Asn 


Met 


Val 


His Glu Leu 


Arg 


Glu 


Gin Gin 


His 


He 


Lys 


Asp 


1 








5 






10 








15 




Leu 


Phe 


Arg 


Gin 


His 


Val Gly Ser 


Lys 


He 


Ala Asp 


Gin 


Ala 


Leu 


Ser 








20 






25 








30 






Ala 


Gin 


Pro 


Glu 


Glu 


Arg Asn Val 


Pro 


Lys 


Arg Asp 


Ala 


Ser 


Val 


Phe 






35 






40 








45 








Phe 


He 


Asp 


He 


He 


Gly Ser Thr 


Lys 


Leu 


Ser Leu 


Glu 


Tyr 


Asp 


Ser 




50 








55 






60 










Tyr 


Thr 


Val 


Val 


Asp 


Leu Leu Asn 


Arg 


Phe 


Tyr Thr 


He 


Val 


Val 


Glu 


65 










70 






75 








80 


Glu 


Val 


Asn 


Arg 


Ala 


Gly Gly Val 


Val 


Asn 


Lys Phe 


Ala 


Gly 


Asp 


Ala 










85 






90 








95 




Val 


Leu 


Ala 


lie 


Phe 


Asn Val Pro 


His 


Asp 


His Pro 


Asp 


Pro 


Ala 


Gly 








100 






105 








110 






Ala 


Ser 


Leu 


Tyr 


Cys 


Ala Arg Val 


Val 


Met 


Asn Arg 


Phe 


Asp 


His 








115 






120 








125 









<210> 1985 

<211> 381 

<212> DNA 

<213> Homo sapiens 

<400> 1985 

actagtgatg ggtacttgtt gtggctttgc aatcccatcc ggcacttgat caaaacgctt 
60 

tagctgcagc ttgttagcac gtcggataag cgtttgctca tctgccgttt gggctgtttc 
120 

atccgattca aatactcgag tgtcagcgaa tggcctggcg aaggtggtgg gtctaccccc 
180 

tggaccccac attggttcgc aggccttata acccttgatg cgatccaggc ccatttgaac 
240 
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cagaaccgaa gaaatatttt gcatgcgaaa ctcaattgag ccttcagtac ggccaaccaa 
300 

tggtccctgg cgcagtaatc gattttcatg ggctttggta aaagacagtg ccctcttttc 
360 

ccacgccagc attttgaggt a 
381 

<210> 1986 

<211> 124 

<212> PRT 

<213> Homo sapiens 

<400> 1986 



Met Leu 


Ala 


Trp 


Glu Lys Arg Ala 


Leu 


Ser 


Phe Thr 


Lys 


Ala His Glu 


1 






5 




10 






15 


Asn Arg 


Leu 


Leu 


Arg Gin Gly Pro 


Leu 


Val 


Gly Arg 


Thr 


Glu Gly Ser 






20 




25 








30 


lie Glu 


Phe 


Arg 


Met Gin Asn lie 


Ser 


Ser 


Val Leu 


Val 


Gin Met Gly 




35 




40 








45 




Leu Asp 


Arg 


lie 


Lys Gly Tyr Lys 


Ala 


Cys 


Glu Pro 


Met 


Trp Gly Pro 


50 






55 






60 






Gly Gly 


Arg 


Pro 


Thr Thr Phe Ala 


Arg 


Pro 


Phe Ala 


Asp 


Thr Arg Val 


65 






70 






75 




80 


Phe Glu 


Ser 


Asp 


Glu Thr Ala Gin 


Thr 


Ala 


Asp Glu 


Gin 


Thr Leu He 








85 




90 






95 


Arg Arg 


Ala 


Asn 


Lys Leu Gin Leu 


Lys 


Arg 


Phe Asp 


Gin 


Val Pro Asp 






100 




105 








110 


Gly lie 


Ala 


Lys 


Pro Gin Gin Val 


Pro 


He 


Thr Ser 







115 120 



<210> 1987 

<211> 419 

<212> OKA 

<213> Homo sapiens 

<400> 1987 

aagcttgtcg ccgatggtca ccttgacgag cgtctgggac gagatttcga cctcgagacg 
60 

cttgcagctg ccctcgaccc cactcgtgac gacctcatcg ggttcatggg cgtgcgcacc 
120 

atgatcaacc gttatctctt gcgcactccc gataagcagg ctttggaggt accgcagtac 
180 

ttctggatgc gcgtcgcgat ggggctgagc ctcactgagg acgatcccac ttcctcggcc 
240 

ncctgccttt acgactccat gagcaacctg cgccacctgg ccgctggatc cacccttgtc 
300 

aatgcgggga cccatncggc tcagctatct aactgcttcg tcatgcgcac tgaggacaat 
360 

ctggagcaca tcgcccagac gatccgcgac gtcatgtgga tcaccaaggg caccgtcgn 
419 

<210> 1988 
<211> 139 
<212> PRT 
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<213> Homo sapiens 
<400> 1988 



Lys Leu 


Val 


Ala Asp 


Gly His Leu 


Asp 


Glu Arg 


Leu 


Gly Arg Asp 


Phe 


1 




5 






10 






15 




Asp Leu 


Glu 


Thr Leu 


Ala Ala Ala 


Leu 


Asp 


Pro 


Thr 


Arg Asp Asp 


Leu 




20 




25 








30 




lie Gly 


Phe 


Met Gly 


Val Arg Thr 


Met 


He 


Asn 


Arg 


Tyr Leu Leu 


Arg 


35 




40 










45 




Thr Pro 


Asp 


Lys Gin 


Ala Leu Glu 


Val 


Pro 


Gin 


Tyr 


Phe Trp Met 


Arg 


50 




55 








60 




Ala 


Val Ala 


Met 


Gly Leu 


Ser Leu Thr 


Glu 


Asp 


Asp 


Pro 


Thr Ser Ser 


65 






70 






75 






80 


Xaa Cys 


Leu 


Tyr Asp 


Ser Met Ser 


Asn 


Leu 


Arg 


His 


Leu Ala Ala Gly 




85 






90 






95 




Ser Thr 


Leu 


Val Asn 


Ala Gly Thr 


His 


Xaa 


Ala 


Gin 


Leu Ser Asn 


Cys 






100 




105 








110 




Phe Val 


Met 


Arg Thr 


Glu Asp Asn 


Leu 


Glu 


His 


He 


Ala Gin Thr 


He 




115 




120 










125 




Arg Asp 


Val 


Met Trp 


He Thr Lys Gly Thr Val 








130 






135 















<210> 1989 
<211> 10795 
<212> DNA 

<213> Homo sapiens 
<400> 1989 

ccagagcccc ctcgccccaa aggtcactgg gactatttgt gcgaagagat gcagtggctc 
60 

tctgctgact ttgctcagga gcgccgttgg aaacggggtg tggcccggaa ggtggtgcgc 
120 

atggtgatcc ggcaccacga ggagcagcgg cagaaagagg aacgggcccg gagggaggag 
180 

caggccaagc tgcgtcgaat tgcttccacc atggccaagg atgtcaggca gttctggagc 
240 

aatgtggaga aggtggtgca attcaagcaa cagtcccggc ttgaggaaaa gcgcaaaaaa 
300 

gccctggacc tgcatttgga cttcattgtg gggcaaactg aaaagtactc ggaccttctg 
360 

tctcagagcc tcaaccagcc attaacctcc agcaaagcag gctcttcccc ttgcctcggc 
420 

tcttcctcag ctgcctccag tcctccaccc cctgcttctc gcctggatga tgaagatggg 
480 

gactttcaac cccaagagga tgaggaagag gatgatgagg aaacgattga agttgaagaa 
540 

caacaggaag gcaatgatgc agaggcccag aggcgtgaga ttgagctgct tcgccgtgag 
600 

ggagaattgc cactggaaga gctgctccgt tcccttcccc ctcagctgtt ggaagggcct 
660 

tccagcccct ctcaaacccc ctcatctcat gatagtgaca cccgagatgg gcctgaagaa 
720 

ggtgctgaag aagagccccc tcaggtgttg gagataaagc ccccaccctc tgctgtcaca 
780 
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cagcgcaaca aacagccttg gcatccagat gaagatgatg aagagtttac tgccaacgaa 
840 

gaggaagcgg aggatgaaga ggatactata gcagctgagg aacagttgga aggggaggtg 
900 

gatcatgcca tggagctgag cgagttggct cgagaaggtg agctttccat ggaggagcta 
960 

ttgcagcagt atgcaggagc ctatgcccca ggctctggga gcagtgaaga tgaggatgaa 
1020 

gatgaggttg atgctaatag ctctgactgt gaaccagagg ggcccgtgga agcggaagag 
1080 

cctcctcagg aggatagtag cagtcagtca gactctgtgg aggaccggag tgaggatgag 
1140 

gaagatgaac attcagagga ggaagaaaca agtggaagtt cagcatcaga ggaatctgag 
1200 

tctgaagagt ctgaggatgc ccaatcacag agccaagcag atgaagagga ggaagatgat 
1260 

gattttgggg tggagtactt gcttgccagg gatgaagagc agagtgaggc agatgcaggc 
1320 

agtgggcctc ctactccagg gcccactact ctaggtccaa agaaagaaat tactgacatt 
1380 

gctgcagcag ctgaaagtct ccagcccaag ggttacacgc tggccacgac ccaggtaaag 
1440 

acgcccattc ccctgcttct gcggggccag ctccgggagt accagcacat tgggctagac 
1500 

tggctggtta ccatgtatga gaagaagctt aatggcattc ttgctgatga gatggggctt 
1560 

gggaagacca tccagaccat ctctctgctt gcccacttgg cttgtgagaa aggtaactgg 
1620 

ggtccccatt taatcattgt tcccaccagc gtgatgttga actgggagat ggagttgaaa 
1680 

cgctggtgcc ccagctttaa aatcctcact tactatggag cccagaaaga gaggaagctc 
1740 

aagcggcagg gctggaccaa gcccaatgcc tttcatgtgt gtatcacatc ttacaagctg 
1800 

gtgctgcagg accaccaggc cttccgtcgc aagaactggc gctatctcat cctggatgag 
1860 

gcgcagaaca tcaagaactt caagtcacag cgctggcagt cactcctcaa cttcaacagc 
1920 

cagagacgcc tgctcctgac aggaactccc ttgcagaaca gcctcatgga gctgtggtcc 
1980 

ttgatgcact ttttgatgcc ccatgtcttc cagtctcatc gcgagttcaa ggagtggttc 
2040 

tctaatcccc taactggcat gattgagggc agccaagagt ataatgaagg tctagtcaaa 
2100 

cgcctccaca aggttttgag gcctttttta ctgcgccgag ttaaggtgga tgttgagaag 
2160 

cagatgccca aaaagtacga gcatgttatc cgctgcaggc tctccaagcg tcaacgctgt 
2220 

ctctatgatg acttcatggc acagaccaca actaaggaga cactagccac aggccatttc 
2280 

atgagcgtca tcaacatttt gatgcagctg agaaaagttt gcaatcatcc aaatctgttc 
2340 

gaccctcgac cggttacctc ccctttcatc accccaggca tctgcttcag caccgcctct 
2400 
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ctggtgctaa gggccacgga 
2460 

cttattggcc tggaaggtcg 
2520 

cgcctctctc gccgggtact 
2580 

aagccagcca agatgaaggt 
2640 

acagtggtgg tggtgaacaa 
2700 

ccaggtcctg agctctcagc 
2760 

tcactgatgg tttcagcctc 
2820 

ggccctgtcc tcttgcctcc 
2880 

tcccccctgg gggtcctgag 
2940 

ccaacaccac ctgccccagt 
3000 

ttgaagcccc tgacagtgcc 
3060 

tctaccacca cggcaactgc 
3120 

cgcctcattc tatctcccga 
3180 

gggcagttag cctcactggc 
3240 

accttccaaa tccagggcaa 
3300 

gtggggcagc cccgcccgct 
3360 

aagattgtag tgagacaagc 
3420 

gcaccccggc ctccgagctc 
3480 

cctggccggc cacccacacc 
3540 

ctggtgaggc ctcttctcaa 
3600 

cccggagctg cccccttgac 
3660 

ccagcctctt ctccaatgcc 
3720 

acagtctcag ttccattgtc 
3780 

ccagcctcgg ctccactcac 
3840 

ccagctctgt tgaccagtgt 
3900 

cctccctcct tggcaccatc 
3960 

gccacagctc catccctgtc 
4020 



tgtccatccc ctccagcgga 
tgtctctcga tatgaggcag 
gttagaagtg gctactgctc 
caacaggatg ctgcagccag 
cccacgggcg cccctgggcc 
ccagcccacc cctggcccag 
acctgccggg cccccgctta 
actgcagccc aacagtggtt 
tgggacctca cggcctccca 
tcgcctgagc ccagccccac 
accaggctac accttccctc 
taccaccaca gcagtgccag 
tatgcaggct cgcctgccct 
acaacgtcca gtggctaatg 
caagctgact ttgactggtg 
gcaaatgcca ccaaccatgg 
ccctcgggat ggactgactc 
tgggcttcca gctgtgttga 
tactctgggt actgctcgag 
gctggtccac agtccttcac 
catctcttct cctctccacg 
aactcccaac tcctctcccc 
atcttcactc cccatctctg 
catccccatc tcagccccct 
gactccacca ttggcacctg 
tggtgcttcc ccgtcagcat 
ttcatctcag acacctggtc 



tagacatggg tcgatttgac 
acacatttct gccccggcac 
ctgacccccc accccggccc 
tacctaagca agaaggccgg 
ctgtcccagt tcgacctcct 
tcccccaagt gctgccagca 
ttcctgcatc tcggcctcct 
ctctccccca ggtgttgcca 
cgccaacctt gtccctaaag 
ctccaggccc ctctagcctg 
ctgctgctgc caccaccact 
ctccgactcc tgcaccacag 
caggcgaagt ggtcagcatc 
cagggggaag caaacctctc 
cccaggtgcg ccagcttgct 
tgaataatac aggcgtggtg 
ctgttcctcc attggcccca 
atccacgccc cacgttaacc 
cccccatgcc cacacccact 
ctgaagtcag tgcttcagcc 
tgccatcctc actccctggg 
ttgctagtcc tgtgtcctct 
tccccaccac acttcctgcc 
tgactgtttc tgcttcgggc 
ttgtcccagc ggctcctgga 
cagccttgac tctaggtttg 
accctctgtt gttggctccc 
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acctcttcac 


atgttccagg 


4080 




gtgccagctt 


cggctctggc 


4140 




gcttcccttc 


tggctccagc 


4200 




atggcggctc 


cacagacagc 


4260 




ccggtcctgg 


caccatcgcc 


4320 




ccagttatgg 


ctccatcgtc 


4380 




gctccaaccc 


ctgtgttggc 


4440 




tcacctctcc 


cgagcccggc 


4500 




actcttggag 


gctcatctcc 


4560 




ccctttccaa 


ctcagacatt 


4620 




cagacactgc 


ctttggcacc 


4680 




ccagcacccc 


ctctggctcc 


4740 




ttggctccag 


catcgtcatc 


4800 




ttgagccctg 


ccccagttcc 


4860 




ccagcctcca 


cacagtcccc 


4920 




gccgctccct 


tgcctgtcac 


4980 




acactgacat 


tgcgctctgg 


5040 




ccccggcctc 


gacgccagcc 


5100 




gaggaaaagc 


ggaagcggca 


5160 




gctcatgggg 


ccctggcacc 


5220 




caacctgttg 


ccagccccat 


5280 




acttataccg 


aggctgccca 


5340 




tcagaaatca 


ttgagaggtt 


5400 




ctgcatgcct 


gccacccacc 


5460 




ttggcctctg 


agctctggcc 


5520 




acccagttcc 


ctgacttaag 


5580 




gtgctgttgc 


ggcagctcaa 


5640 





gttgaactca accgtggccc 
cagtcctttt ccgtcagcac 
atcttctgca tctcaggctc 
aattctggct ccttctccag 
aggtgctgct cctgtcctgg 
tactccagga acctctttag 
tccatcatca actcaaacta 
ttctacgcag acactggccc 
atctcagaca ctctctttgg 
gtcattaact ccagcatcat 
aggaccacca ctgggtccaa 
agcttctcca gtgggcccag 
tgcttcactc ctggccccag 
taccctgggc ccggccgcag 
agcttcccag gcatcttccc 
catggtatcc cggctgcctg 
tccccccagc cctccctcca 
ccccccacca cctcgttccc 
gcggtctgaa cgcctggaac 
tgtgtatggg actgaagtcc 
cggccctcgt tctcctggcc 
ccgggctgta ctgtttcccc 
catctttgtc atgcctcctg 
tccttggctg gccccacgtc 
ccgggctcgt cctttgcacc 
actcatccag tatgattgcg 
ggcagagggc caccgagtgc 



cagcatgctc acctgtcctg 
caaatccagc tccagctcag 
tagccacccc tctggctcct 
ctcctcctct ggctcctctt 
cttcatcaca gactccggtt 
cctcagcttc accggtacca 
tgctaccagc cccggttccg 
tagccccagc tttagcaccc 
gaacggggaa cccccaggga 
ccctggtacc aactccagcc 
ctcagacgct gtctctggct 
ccccagctca cacgctgact 
cttcagtgca gacactgacc 
ctcagacctt ggcgctggcc 
ttgtggtttc ggcatctggt 
tttccaagga tgagcctgac 
ctgctacctc gtttggtggc 
ctttttatct ggactccctg 
ggattttcca acttagtgag 
tggatttctg taccctgccc 
ccagccaccc caccttttgg 
agcagcgact agaccagctg 
tggaggcacc tcccccttcc 
aggcagcctt ccaggagcaa 
gtattgtgtg taacatgcgc 
gaaagttgca gacgttggca 
tcatcttcac ccagatgacc 
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cgaatgctgg atgtactgga gcagtttctc acctaccatg gccatctcta cctgcgcctg 
5700 

gatggatcta ctagagttga acagagacag gccttgatgg aacggttcaa tgcagacaaa 
5760 

cgcatattct gcttcatcct ttcaactcgg agtgggggtg tgggcgtgaa cctgacagga 
S820 

gcagacactg ttgtttttta tgacagcgac tggaatccca ccatggatgc tcaggcccag 
5880 

gaccgctgtc accgaattgg ccagacccgg gatgtccaca tatataggct tatcagtgaa 
5940 

cggacagtgg aggagaacat cctaaaaaag gcaaatcaga agagaatgtt gggggacatg 
6000 

gccattgagg gaggcaactt caccacagcc tatttcaaac agcagaccat ccgagagctg 
6060 

tttgatatgc ccctggagga accttctagc tcatccgtgc cctctgcccc tgaagaggag 
6120 

gaagagactg tggccagcaa gcagactcat attctggagc aggcattgtg tcgggcagaa 
6180 

gatgaagagg atatccgtgc agccacccag gccaaggctg aacaggtggc tgagcttgca 
6240 

gaatttaatg agaacgatgg gtttcctgct ggtgagggag aggaagctgg ccggcctggg 
6300 

gctgaggatg aggagatgtc ccgggctgag caggaaattg ctgccctcgt agaacagctg 
6360 

acccccattg agcgctatgc catgaaattc ctggaggcct cactggagga ggtgagccga 
6420 

gaggagctca aacaggcaga agagcaagtg gaagctgccc gcaaagacct ggaccaagcc 
6480 

aaggaggagg tgttccgcct accccaagag gaggaggagg ggccgggggc tggggatgag 
6540 

agttcctgtg ggactggtgg aggcacccac cggcgcagta aaaaggccaa agcccctgag 
6600 

aggccgggga ctcgtgtcag tgagcgtctt cgtggagccc gggctgagac tcaaggggca 
6660 

aaccacactc ctgtcatatc cgcccatcaa actcgcagca ccaccacacc accccgctgc 
6720 

agtcctgcca gggagcgagt tcccaggcca gcacctaggc ctcgacccac tccagcttca 
6780 

gctccggctg caattcctgc ccttgttcct gtcccagttt ctgccccagt acccatttca 
6840 

gccccaaatc caataaccat tctccctgtc catatcttgc cttctcctcc ccctccttca 
6900 

cagattcctc cttgttcttc tcctgcctgc acccctcctc ctgcctgtac ccctccacca 
6960 

gctcatacac cgcctccagc ccaaacctgt cttgtaactc cttcctctcc tctcttgctt 
7020 

ggtccacctt ctgtgcccat ctctgcctca gtcactaatc tccccttggg cttgaggcct 
7080 

gaggcagagc tgtgtgccca ggcattggca tctccagagt ccccggagct ggcttctgtg 
7140 

gccagttcag aaacctcctc actttctctt gtgcccccta aagatctgtt gccagttgct 
7200 

gtggagatcc tgcctgtgtc agagaagaac ctttctctca ccccttctgc acccagcctg 
7260 
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accttggagg ctggcagcat 
7320 

gggaccaccc ttacagtgct 
7380 

aatggcctgg agctcccacc 
7440 

gctgacagga cctcggaaga 
7500 

ccacaggaac tcgttacagc 
7560 

tcgcctgagg gtccttcacc 
7620 

attaggggtc aagggactgg 
7680 

ctgccaggac ggctggtaac 
7740 

cagcggggag ctgccagcac 
7800 

agcccgtctg tccgcagcat 
7860 

gaagctgctc cttcatcctc 
7920 

cacattgagc tgggggtgac 
7980 

gccatcaccc cacctgctgt 
8040 

ccagcagatg ctgggagagg 
8100 

aatggggctg acccagtccc 
8160 

ccacagctta ttcctgggcc 
8220 

ctcctgtcac ctgtggagaa 
8280 

atccctggga ccatttcctc 
8340 

ccacacccat cacccctaac 
8400 

gccaacactg tcaccactgt 
8460 

cctcccaaga atcctccatc 
8520 

actcctgttc tcgagagctg 
8580 

agtgagggta gttcctctga 
8640 

cggcttgaag cagaaggaat 
8700 

attcaggatg acctggactt 
8760 

gtggcctcac taaccccaaa 
8820 

ccactagaga ctgagaagtt 
8880 



ccccaatggt caagagcagg 
gcctgaaggt gaggagttgc 
ctcagcagca tctgatgagc 
gctgacagag gccaagaccc 
tgaggttgca gctccatcca 
tgcccgacct cctcggcgtc 
tcggccagga caaccaccag 
tgtggtagag gaaaaggaac 
cctagtgcct ggggtctctg 
gtcagggcca gaaccctccc 
actgcccact ccaccccagc 
tggtggtggc agccccgaga 
gaaacgtcgg agggggaggc 
tgtggatgag gcaccctcat 
tgggcctgag accctaattg 
ccagcctctt ggaccccagc 
aagaaggcga ggacgacccc 
tgcaggggat ggcaactccg 
cccactccca ccactgctag 
caccatttca acgtccccac 
acctcggccc agccagctcc 
tggattgggg aggcgacggc 
tgaggatgga agccgccccc 
gcgaggacgg aagagtggag 
agcagatagc gggccaggcg 
actgcgctcg acccggctgc 
gcctcgcaaa cgagcagggg 



aggcaccaga ttctgctgag 
ccctgtgtgt gagtgagagc 
cacttcagga gccactggag 
caacctccag cccagagaag 
cctcatcttc agccacttcc 
gcaccagtgc tgatgtggaa 
gccccaaagc gcttcgaaag 
tggtgcggcg gcggcggcag 
agactagtgc cagcccggga 
ctcccattgg tgggccctgt 
agcccttcat tgctcgccgt 
atggagacgg agcactgctc 
cccccaagaa gaacaggtct 
ccaccttgaa gggaaaaacc 
ttgcagatcc tgtcctggaa 
cagttcacag acccaatccc 
ctaaagcacg agatttgccc 
aaagtcggac acagccaccc 
tttgtcccac tgctactgtt 
ccaaacggaa gaggggccga 
ccgtcttgga ccgtgacagc 
aaccccaggg ccaaggggag 
tcacccgcct ggcccgcctt 
ggtccatggt ggtggctgta 
ggttggaatt gacaccacct 
gtccagggtc tctagtcccc 
ccccagttgg tgggagtcct 
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gggctggcaa agcggggccg 
8940 

gaggagtctg aggctgaagc 
9000 

cgtcctggcc cccgccggct 
9060 

agcagcgccc ctccctccct 
9120 

acgtgagtgg gctgcccctc 
9180 

gcctgactct gttaaccact 
9240 

gggccttctc ccttcttccc 
9300 

ggatcatcac agtccccttc 
9360 

gatagtctct gtccccaccc 
9420 

cacccttagg ggaaggggga 
9480 

ttttaagaag aaaaaataat 
9540 

tgattttctg gtctggtgga 
9600 

ttgttcttgc aaagatccta 
9660 

aatctaccca agaagaggga 
9720 

cagtttgaag tcacagatat 
9780 

cctcggagct ctttgatgcc 
9840 

tttcacaact ttttccagag 
9900 

tcccctggct cttcatctag 
9960 

tgggctcttc acgtggtggc 
10020 

gagtcagctc catcaccacc 
10080 

tccttcaagg cctatagcca 
10140 

aacacggaag ctgctcatcc 
10200 

ttggcagcta ctagcattat 
10260 

gccatcaagg cggaagagcg 
10320 

gcccgggccc ggaaactcat 
10380 

ggtcccctgc tgctgtggtt 
10440 

gcctctgctg agagccagcc 
10500 



cctacagccc ccaagtcccc 
ctcaggtgag gaggaggaag 
tgttgggacc accaaccaag 
ggctggccct gctgttagtc 
cacctaggct ttccaccgtg 
acttgaagtc ttgaggggga 
accaaagtag ggggtaggca 
cccttcaccc cacgtggctg 
ccttgtactt gattccccag 
ggggctcctc tacaatgagg 
aaacttagtt tctgtatgag 
gggttgggtg ggaacttggg 
gcacctgatc tctagcccag 
agattggtga atttgatgtg 
ccttttcctc tcatttcttt 
tcagaccttt cccttttatc 
ggcaggcgtc ctagctccag 
ccaaactggt ttgagtcagc 
tggccactca accccacccc 
caagccaaac caaagctgag 
ggtgatggag gacgaggaga 
tccatccccc atccgctgct 
ctgtggctgc tcttgcctgg 
gcataaagca ggccggtccg 
cctggccagc txtgctgtct 
gctctcctac gccatcgctc 
gagacctcct ggatcctgca 



tggggcctga gggttcagta 
gggatgggac cccacgccga 
gggaccagcg catcctgcgc 
acagaggccg caaggccaag 
gccactccct ccatgaccag 
aagcctccag ggagacatag 
actggttgtc atggaaatgg 
ggcagtgtta agggtggcaa 
ctgtctttca cacagccccc 
tttttttctt tttttttttt 
catccgcgta aggaggcttc 
catcgttttt ctcctccctc 
gactatatgt tccaggcaga 
gtagggtgcc tttccccagt 
tccctcggtt cctagacgtt 
cctcttgctc aggtgcttcc 
ttgctccatc ccttgggccc 
cacacccctt cccagctccc 
tgggcttggc ttggagccct 
gcaggagccg aaactcagag 
aggcagtgga gatcttgggc 
gctggctccg cctccgctgc 
gagtcatggc tctggtgttt 
aggaggcagt gcgctggggg 
ggcttgctgt cctcattctg 
aggctgagtg accctggatg 
atgcggcatt gctaaggtcc 
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tgtgacagca gtggttggaa ggatcctggt 
10560 

tggaagagct cttctagccc tttataaaag 
10620 

ggcagcctgc tctgttcttt cagggccccc 
10680 

tagggcctct acccagcggg aggggttgaa 
1074 0 

tgtaataaaa gcctttttta gtggtaaaaa 
10795 



tggaaggatg gggactctct caaggggctt 
gagggcagca gctgagactg atgagaggag 
cacccccatc tcccctaccc tagcccaccc 
gaccaggcct ggttttatta gaattcattt 
aaaaaaaaaa aaaaaaaaaa aaaaa 



<210> 1990 

<211> 2971 

<212> PRT 

<213> Homo sapiens 



<400> 1990 

Met Ala Lys Asp Val Arg Gin Phe Trp Ser Asn Val Glu Lys Val Val 

15 10 15 

Gin Phe Lys Gin Gin Ser Arg Leu Glu Glu Lys Arg Lys Lys Ala Leu 

20 25 30 

Asp Leu His Leu Asp Phe He Val Gly Gin Thr Glu Lys Tyr Ser Asp 

35 40 45 

Leu Leu Ser Gin Ser Leu Asn Gin Pro Leu Thr Ser Ser Lys Ala Gly 

SO 55 60 

Ser Ser Pro Cys Leu Gly Ser Ser Ser Ala Ala Ser Ser Pro Pro Pro 
65 70 75 80 

Pro Ala Ser Arg Leu Asp Asp Glu Asp Gly Asp Phe Gin Pro Gin Glu 

85 90 95 

Asp Glu Glu Glu Asp Asp Glu Glu Thr He Glu Val Glu Glu Gin Gin 

100 105 110 

Glu Gly Asn Asp Ala Glu Ala Gin Arg Arg Glu He Glu Leu Leu Arg 

115 120 125 

Arg Glu Gly Glu Leu Pro Leu Glu Glu Leu Leu Arg Ser Leu Pro Pro 

130 135 140 

Gin Leu Leu Glu Gly Pro Ser Ser Pro Ser Gin Thr Pro Ser Ser His 
145 150 155 160 

Asp Ser Asp Thr Arg Asp Gly Pro Glu Glu Gly Ala Glu Glu Glu Pro 

165 170 175 

Pro Gin Val Leu Glu lie Lys Pro Pro Pro Ser Ala Val Thr Gin Arg 

180 185 190 

Asn Lys Gin Pro Trp His Pro Asp Glu Asp Asp Glu Glu Phe Thr Ala 

195 200 205 

Asn Glu Glu Glu Ala Glu Asp Glu Glu Asp Thr He Ala Ala Glu Glu 

210 215 220 

Gin Leu Glu Gly Glu Val Asp His Ala Met Glu Leu Ser Glu Leu Ala 
225 230 235 240 

Arg Glu Gly Glu Leu Ser Met Glu Glu Leu Leu Gin Gin Tyr Ala Gly 

245 250 255 

Ala Tyr Ala Pro Gly Ser Gly Ser Ser Glu Asp Glu Asp Glu Asp Glu 

260 265 270 

Val Asp Ala Asn Ser Ser Asp Cys Glu Pro Glu Gly Pro Val Glu Ala 

275 280 285 

Glu Glu Pro Pro Gin Glu Asp Ser Ser Ser Gin Ser Asp Ser Val Glu 
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290 










29S 










300 










Asp Arg 


Ser Glu Asp 


Glu 


Glu 


Asp 


Glu 


His 


Ser 


Glu 


Glu 


Glu 


Glu 


Thr 


305 








310 










315 










320 


Ser Gly 


Ser 


Ser 


Ala 


Ser 


Glu 


Glu 


Ser 


Glu 


Ser 


Glu 


Glu 


Ser Glu Asp 






325 










330 










335 




Ala Gin 


Ser 


Gin 


Ser 


Gin Ala Asp Glu Glu 


Glu Glu Asp Asp Asp 


Phe 






340 










345 










350 






Gly Val 


Glu Tyr 


Leu 


Leu 


Ala 


Arg 


Asp 


Glu 


Glu Gin Ser Glu Ala Asp 




355 










360 










365 








Ala Gly 


Ser Gly 


Pro 


Pro 


Thr 


Pro Gly 


Pro 


Thr 


Thr 


Leu 


Gly 


Pro 


Lys 


370 










375 










380 










Lys Glu 


He 


Thr 


Asp 


He 


Ala 


Ala 


Ala 


Ala 


Glu 


Ser 


Leu 


Gin 


Pro 


Lys 


385 








390 










395 










400 


Gly Tyr 


Thr 


Leu 


Ala 


Thr 


Thr 


Gin 


Val 


Lys 


Thr 


Pro 


He 


Pro 


Leu 


Leu 








405 










410 










415 




Leu Arg 


Gly Gin 


Leu 


Arg 


Glu 


Tyr 


Gin 


His 


He Gly Leu Asp Trp 


Leu 






420 










425 










430 






Val Thr 


Met 


Tyr 


Glu 


Lys 


Lys 


Leu Asn Gly 


He 


Leu 


Ala 


Asp 


Glu 


Met 




435 










440 










445 








Gly Leu 


Gly Lys 


Thr 


He 


Gin 


Thr 


He 


Ser 


Leu 


Leu 


Ala 


His 


Leu 


Ala 


450 










455 










460 










Cys Glu 


Lys 


Gly Asn 


Trp 


Gly 


Pro 


His 


Leu 


He 


He 


Val 


Pro 


Thr 


Ser 


465 








470 










475 










480 


Val Met 


Leu 


Asn 


Trp 


Glu 


Met 


Glu 


Leu 


Lys 


Arg 


Trp 


Cys 


Pro 


Ser 


Phe 








485 










490 










495 




Lys He 


Leu 


Thr 


Tyr 


Tyr 


Gly 


Ala 


Gin 


Lys 


Glu 


Arg 


Lys 


Leu 


Lys 


Arg 






500 










505 










510 






Gin Gly 


Trp 


Thr 


Lys 


Pro 


Asn 


Ala 


Phe 


His 


Val 


Cys 


He 


Thr 


Ser 


Tyr 




515 










520 










525 








Lys Leu 


Val 


Leu 


Gin 


Asp 


His 


Gin 


Ala 


Phe 


Arg Arg 


Lys 


Asn 


Trp 


Arg 


530 










535 










540 










Tyr Leu 


He 


Leu 


Asp 


Glu 


Ala 


Gin 


Asn 


He 


Lys 


Asn 


Phe 


Lys 


Ser 


Gin 


545 








550 










555 










560 


Arg Trp 


Gin 


Ser 


Leu 


Leu 


Asn 


Phe 


Asn 


Ser 


Gin 


Arg 


Arg 


Leu 


Leu 


Leu 








565 










570 










575 




Thr Gly 


Thr 


Pro 


Leu 


Gin 


Asn 


Ser 


Leu 


Met 


Glu 


Leu 


Trp 


Ser 


Leu 


Met 






560 










585 










590 






His Phe 


Leu 


Met 


Pro 


His 


Val 


Phe 


Gin 


Ser 


His 


Arg 


Glu 


Phe 


Lys 


Glu 




595 










600 










605 








Trp Phe 


Ser 


Asn 


Pro 


Leu 


Thr 


Gly Met 


He 


Glu Gly 


Ser 


Gin 


Glu 


Tyr 


610 










615 










620 










Asn Glu 


Gly Leu Val 


Lys 


Arg 


Leu 


His 


Lys 


Val 


Leu 


Arg 


Pro 


Phe 


Leu 


625 








630 










635 










640 


Leu Arg 


Arg 


Val 


Lys 


Val 


Asp 


Val 


Glu 


Lys 


Gin 


Met 


Pro 


Lys 


Lys 


Tyr 








645 










650 










655 




Glu His 


Val 


lie 


Arg 


Cys 


Arg 


Leu 


Ser 


Lys 


Arg 


Gin 


Arg 


Cys 


Leu Tyr 






660 










665 










670 






Asp Asp 


Phe 


Met 


Ala 


Gin 


Thr 


Thr 


Thr 


Lys 


Glu 


Thr 


Leu 


Ala 


Thr Gly 




675 










680 










685 








His Phe 


Met 


Ser 


Val 


He 


Asn 


He 


Leu 


Met 


Gin 


Leu 


Arg 


Lys 


Val 


Cys 


690 










695 










700 










Asn His 


Pro 


Asn 


Leu 


Phe 


Asp 


Pro 


Arg 


Pro 


Val 


Thr 


Ser 


Pro 


Phe 


He 


705 








710 










715 










720 


Thr Pro 


Gly 


lie 


Cys 


Phe 


Ser 


Thr 


Ala 


Ser 


Leu 


Val 


Leu 


Arg 


Ala 


Thr 
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725 730 735 

Asp Val His Pro Leu Gin Arg lie Asp Met Gly Arg Phe Asp Leu lie 

740 745 750 

Gly Leu Glu Gly Arg Val Ser Arg Tyr Glu Ala Asp Thr Phe Leu Pro 

755 760 765 

Arg His Arg Leu Ser Arg Arg Val Leu Leu Glu Val Ala Thr Ala Pro 

770 775 780 

Asp Pro Pro Pro Arg Pro Lys Pro Val Lys Met Lys Val Asn Arg Met 
785 790 795 800 

Leu Gin Pro Val Pro Lys Gin Glu Gly Arg Thr Val Val Val Val Asn 

805 810 815 

Asn Pro Arg Ala Pro Leu Gly Pro Val Pro Val Arg Pro Pro Pro Gly 

820 825 830 

Pro Glu Leu Ser Ala Gin Pro Thr Pro Gly Pro Val Pro Gin Val Leu 

835 840 845 

Pro Ala Ser Leu Met Val Ser Ala Ser Pro Ala Gly Pro Pro Leu He 

8S0 855 860 

Pro Ala Ser Arg Pro Pro Gly Pro Val Leu Leu Pro Pro Leu Gin Pro 
865 870 875 880 

Asn Ser Gly Ser Leu Pro Gin Val Leu Pro Ser Pro Leu Gly Val Leu 

885 890 895 

Ser Gly Thr Ser Arg Pro Pro Thr Pro Thr Leu Ser Leu Lys Pro Thr 

900 905 910 

Pro Pro Ala Pro Val Arg Leu Ser Pro Ala Pro Pro Pro Gly Pro Ser 

915 920 925 

Ser Leu Leu Lys Pro Leu Thr Val Pro Pro Gly Tyr Thr Phe Pro Pro 

930 935 940 

Ala Ala Ala Thr Thr Thr Ser Thr Thr Thr Ala Thr Ala Thr Thr Thr 
945 950 955 960 

Ala Val Pro Ala Pro Thr Pro Ala Pro Gin Arg Leu lie Leu Ser Pro 

965 970 975 

Asp Met Gin Ala Arg Leu Pro Ser Gly Glu Val Val Ser He Gly Gin 

980 985 990 

Leu Ala Ser Leu Ala Gin Arg Pro Val Ala Asn Ala Gly Gly Ser Lys 

995 1000 1005 

Pro Leu Thr Phe Gin He Gin Gly Asn Lys Leu Thr Leu Thr Gly Ala 

1010 1015 1020 

Gin Val Arg Gin Leu Ala Val Gly Gin Pro Arg Pro Leu Gin Met Pro 
1025 1030 1035 1040 

Pro Thr Met Val Asn Asn Thr Gly Val Val Lys He Val Val Arg Gin 

1045 1050 1055 

Ala Pro Arg Asp Gly Leu Thr Pro Val Pro Pro Leu Ala Pro Ala Pro 

1060 1065 1070 

Arg Pro Pro Ser Ser Gly Leu Pro Ala Val Leu Asn Pro Arg Pro Thr 

1075 1080 1085 

Leu Thr Pro Gly Arg Leu Pro Thr Pro Thr Leu Gly Thr Ala Arg Ala 

1090 1095 1100 

Pro Met Pro Thr Pro Thr Leu Val Arg Pro Leu Leu Lys Leu Val His 
1105 mo 1H5 1120 

Ser Pro Ser Pro Glu Val Ser Ala Ser Ala Pro Gly Ala Ala Pro Leu 

1125 H30 1135 

Thr He Ser Ser Pro Leu His Val Pro Ser Ser Leu Pro Gly Pro Ala 

1140 1145 1150 

Ser Ser Pro Met Pro He Pro Asn Ser Ser Pro Leu Ala Ser Pro Val 
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1155 H60 H65 

Ser Ser Thr Val Ser Val Pro Leu Ser Ser Ser Leu Pro He Ser Val 

1170 1175 H90 

Pro Thr Thr Leu Pro Ala Pro Ala Ser Ala Pro Leu Thr He Pro He 
1185 1190 H95 1200 

Ser Ala Pro Leu Thr Val Ser Ala Ser .Gly Pro Ala Leu Leu Thr Ser 

1205 1210 1215 

Val Thr Pro Pro Leu Ala Pro Val Val Pro Ala Ala Pro Gly Pro Pro 

1220 1225 1230 

Ser Leu Ala Pro Ser Gly Ala Ser Pro Ser Ala Ser Ala Leu Thr Leu 

1235 1240 1245 

Gly Leu Ala Thr Ala Pro Ser Leu Ser Ser Ser Gin Thr Pro Gly His 

1250 1255 1260 

Pro Leu Leu Leu Ala Pro Thr Ser Ser His Val Pro Gly Leu Asn Ser 
1265 1270 1275 1280 

Thr Val Ala Pro Ala Cys Ser Pro Val Leu Val Pro Ala Ser Ala Leu 

1285 1290 1295 

Ala Ser Pro Phe Pro Ser Ala Pro Asn Pro Ala Pro Ala Gin Ala Ser 

1300 1305 1310 

Leu Leu Ala Pro Ala Ser Ser Ala Ser Gin Ala Leu Ala Thr Pro Leu 

1315 1320 1325 

Ala Pro Met Ala Ala Pro Gin Thr Ala He Leu Ala Pro Ser Pro Ala 

1330 1335 1340 

Pro Pro Leu Ala Pro Leu Pro Val Leu Ala Pro Ser Pro Gly Ala Ala 
1345 1350 1355 1360 

Pro Val Leu Ala Ser Ser Gin Thr Pro Val Pro Val Met Ala Pro Ser 

1365 1370 1375 

Ser Thr Pro Gly Thr Ser Leu Ala Ser Ala Ser Pro Val Pro Ala Pro 

1380 1385 1390 

Thr Pro Val Leu Ala Pro Ser Ser Thr Gin Thr Met Leu Pro Ala Pro 

1395 1400 1405 

Val Pro Ser Pro Leu Pro Ser Pro Ala Ser Thr Gin Thr Leu Ala Leu 

1410 1415 1420 

Ala Pro Ala Leu Ala Pro Thr Leu Gly Gly Ser Ser Pro Ser Gin Thr 
1425 1430 1435 1440 

Leu Ser Leu Gly Thr Gly Asn Pro Gin Gly Pro Phe Pro Thr Gin Thr 

1445 1450 1455 

Leu Ser Leu Thr Pro Ala Ser Ser Leu Val Pro Thr Pro Ala Gin Thr 

1460 1465 1470 

Leu Ser Leu Ala Pro Gly Pro Pro Leu Gly Pro Thr Gin Thr Leu Ser 

1475 1480 1485 

Leu Ala Pro Ala Pro Pro Leu Ala Pro Ala Ser Pro Val Gly Pro Ala 

1490 1495 1500 

Pro Ala His Thr Leu Thr Leu Ala Pro Ala Ser Ser Ser Ala Ser Leu 
1505 1510 1515 1520 

Leu Ala Pro Ala Ser Val Gin Thr Leu Thr Leu Ser Pro Ala Pro Val 

1525 1530 1535 

Pro Thr Leu Gly Pro Ala Ala Ala Gin Thr Leu Ala Leu Ala Pro Ala 

1540 1545 1550 

Ser Thr Gin Ser Pro Ala Ser Gin Ala Ser Ser Leu Val Val Ser Ala 

1555 1560 1565 

Ser Gly Ala Ala Pro Leu Pro Val Thr Met Val Ser Arg Leu Pro Val 

1570 1575 1580 

Ser Lys Asp Glu Pro Asp Thr Leu Thr Leu Arg Ser Gly Pro Pro Ser 
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1585 1590 1595 1600 

Pro Pro Ser Thr Ala Thr Ser Phe Gly Gly Pro Arg Pro Arg Arg Gin 

1605 1610 1615 

Pro Pro Pro Pro Pro Arg Ser Pro Phe Tyr Leu Asp Ser Leu Glu Glu 

1620 1625 1630 

Lys Arg Lys Arg Gin Arg Ser Glu Arg Leu Glu Arg He Phe Gin Leu 

1635 1640 1645 

Ser Glu Ala His Gly Ala Leu Ala Pro Val Tyr Gly Thr Glu Val Leu 

1650 1655 1660 

Asp Phe Cys Thr Leu Pro Gin Pro Val Ala Ser Pro He Gly Pro Arg 
1665 1670 1675 1680 

Ser Pro Gly Pro Ser His Pro Thr Phe Trp Thr Tyr Thr Glu Ala Ala 

1685 1690 1695 

His Arg Ala Val Leu Phe Pro Gin Gin Arg Leu Asp Gin Leu Ser Glu 

1700 1705 1710 

He He Glu Arg Phe He Phe Val Met Pro Pro Val Glu Ala Pro Pro 

1715 1720 1725 

Pro Ser Leu His Ala Cys His Pro Pro Pro Trp Leu Ala Pro Arg Gin 

1730 1735 1740 

Ala Ala Phe Gin Glu Gin Leu Ala Ser Glu Leu Trp Pro Arg Ala Arg 
1745 1750 175S 1760 

Pro Leu His Arg He Val Cys Asn Met Arg Thr Gin Phe Pro Asp Leu 

1765 . 1770 1775 

Arg Leu He Gin Tyr Asp Cys Gly Lys Leu Gin Thr Leu Ala Val Leu 

1780 1785 1790 

Leu Arg Gin Leu Lys Ala Glu Gly His Arg Val Leu He Phe Thr Gin 

1795 1800 1805 

Met Thr Arg Met Leu Asp Val Leu Glu Gin Phe Leu Thr Tyr His Gly 

1810 1815 1820 

His Leu Tyr Leu Arg Leu Asp Gly Ser Thr Arg Val Glu Gin Arg Gin 
1825 1830 1835 1840 

Ala Leu Met Glu Arg Phe Asn Ala Asp Lys Arg He Phe Cys Phe He 

1845 1850 18S5 

Leu Ser Thr Arg Ser Gly Gly Val Gly Val Asn Leu Thr Gly Ala Asp 

1860 1865 1870 

Thr Val Val Phe Tyr Asp Ser Asp Trp Asn Pro Thr Met Asp Ala Gin 

1875 1880 1885 

Ala Gin Asp Arg Cys His Arg He Gly Gin Thr Arg Asp Val His He 

1890 1895 1900 

Tyr Arg Leu He Ser Glu Arg Thr Val Glu Glu Asn He Leu Lys Lys 
1905 1910 1915 1920 

Ala Asn Gin Lys Arg Met Leu Gly Asp Met Ala He Glu Gly Gly Asn 

1925 1930 1935 

Phe Thr Thr Ala Tyr Phe Lys Gin Gin Thr He Arg Glu Leu Phe Asp 

1940 1945 1950 

Met Pro Leu Glu Glu Pro Ser Ser Ser Ser Val Pro Ser Ala Pro Glu 

1955 I960 1965 

Glu Glu Glu Glu Thr Val Ala Ser Lys Gin Thr His He Leu Glu Gin 

1970 1975 1980 

Ala Leu Cys Arg Ala Glu Asp Glu Glu Asp He Arg Ala Ala Thr Gin 
1985 1990 1995 2000 

Ala Lys Ala Glu Gin Val Ala Glu Leu Ala Glu Phe Asn Glu Asn Asp 

2005 2010 2015 

Gly Phe Pro Ala Gly Glu Gly Glu Glu Ala Gly Arg Pro Gly Ala Glu 
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2020 2025 2030 

Asp Glu Glu Met Ser Arg Ala Glu Gin Glu He Ala Ala Leu Val Glu 

2035 2040 2045 

Gin Leu Thr Pro He Glu Arg Tyr Ala Met Lys Phe Leu Glu Ala Ser 

2050 2055 2060 

Leu Glu Glu Val Ser Arg Glu Glu Leu Lys Gin Ala Glu Glu Gin Val 
2065 2070 2075 2080 

Glu Ala Ala Arg Lys Asp Leu Asp Gin Ala Lys Glu Glu Val Phe Arg 

2085 2090 2095 

Leu Pro Gin Glu Glu Glu Glu Gly Pro Gly Ala Gly Asp Glu Ser Ser 

2100 2105 2110 

Cys Gly Thr Gly Gly Gly Thr His Arg Arg Ser Lys Lys Ala Lys Ala 

2115 2120 2125 

Pro Glu Arg Pro Gly Thr Arg Val Ser Glu Arg Leu Arg Gly Ala Arg 

2130 2135 2140 

Ala Glu Thr Gin Gly Ala Asn His Thr Pro Val He Ser Ala His Gin 
2145 2150 2155 2160 

Thr Arg Ser Thr Thr Thr Pro Pro Arg Cys Ser Pro Ala Arg Glu Arg 

2165 2170 2175 

Val Pro Arg Pro Ala Pro Arg Pro Arg Pro Thr Pro Ala Ser Ala Pro 

2180 2185 2190 

Ala Ala He Pro Ala Leu Val Pro Val Pro Val Ser Ala Pro Val Pro 

2195 2200 2205 

He Ser Ala Pro Asn Pro He Thr He Leu Pro Val His He Leu Pro 

2210 2215 2220 

Ser Pro Pro Pro Pro Ser Gin He Pro Pro Cys Ser Ser Pro Ala Cys 
2225 2230 2235 2240 

Thr Pro Pro Pro Ala Cys Thr Pro Pro Pro Ala His Thr Pro Pro Pro 

2245 2250 2255 

Ala Gin Thr Cys Leu Val Thr Pro Ser Ser Pro Leu Leu Leu Gly Pro 

2260 2265 2270 

Pro Ser Val Pro He Ser Ala Ser Val Thr Asn Leu Pro Leu Gly Leu 

2275 2280 2285 

Arg Pro Glu Ala Glu Leu Cys Ala Gin Ala Leu Ala Ser Pro Glu Ser 

2290 2295 2300 

Leu Glu Leu Ala Ser Val Ala Ser Ser Glu Thr Ser Ser Leu Ser Leu 
2305 2310 2315 2320 

Val Pro Pro Lys Asp Leu Leu Pro Val Ala Val Glu He Leu Pro Val 

2325 2330 2335 

Ser Glu Lys Asn Leu Ser Leu Thr Pro Ser Ala Pro Ser Leu Thr Leu 

2340 2345 23S0 

Glu Ala Gly Ser He Pro Asn Gly Gin Glu Gin Glu Ala Pro Asp Ser 

2355 2360 2365 

Ala Glu Gly Thr Thr Leu Thr Val Leu Pro Glu Gly Glu Glu Leu Pro 

2370 2375 2380 

Leu Cys Val Ser Glu Ser Asn Gly Leu Glu Leu Pro Pro Ser Ala Ala 
2385 2390 2395 2400 

Ser Asp Glu Pro Leu Gin Glu Pro Leu Glu Ala Asp Arg Thr Ser Glu 

2405 2410 2415 

Glu Leu Thr Glu Ala Lys Thr Pro Thr Ser Ser Pro Glu Lys Pro Gin 

2420 2425 2430 

Glu Leu Val Thr. Ala Glu Val Ala Ala Pro Ser Thr Ser Ser Ser Ala 

2435 2440 2445 

Thr Ser Ser Pro Glu Gly Pro Ser Pro Ala Arg Pro Pro Arg Arg Arg 



1513 



WO 00/58473 



PCT/US00/08621 



2450 2455 2460 

Thr Ser Ala Asp Val Glu lie Arg Gly Gin Gly Thr Gly Arg Pro Gly 
2465 2470 2475 2480 

Gin Pro Pro Gly Pro Lys Val Leu Arg Lys Leu Pro Gly Arg Leu Val 

2485 2490 2495 

Thr Val Val Glu Glu Lys Glu Leu Val Arg Arg Arg Arg Gin Gin Arg 

2500 2505 2510 

Gly Ala Ala Ser Thr Leu Val Pro Gly Val Ser Glu Thr Ser Ala Ser 

2515 2520 2525 

Pro Gly Ser Pro Ser Val Arg Ser Met Ser Gly Pro Glu Ser Ser Pro 

2530 2535 2540 

Pro lie Gly Gly Pro Cys Glu Ala Ala Pro Ser Ser Ser Leu Pro Thr 
2S45 2550 2555 2560 

Pro Pro Gin Gin Pro Phe lie Ala Arg Arg His lie Glu Leu Gly Val 

2565 2570 2575 

Thr Gly Gly Gly Ser Pro Glu Asn Gly Asp Gly Ala Leu Leu Ala lie 

2580 2585 2590 

Thr Pro Pro Ala Val Lys Arg Arg Arg Gly Arg Pro Pro Lys Lys Asn 

2595 2600 2605 

Arg Ser Pro Ala Asp Ala Gly Arg Gly Val Asp Glu Ala Pro Ser Ser 

2610 2615 2620 

Thr Leu Lys Gly Lys Thr Asn Gly Ala Asp Pro Val Pro Gly Pro Glu 
2625 2630 2635 2640 

Thr Leu lie Val Ala Asp Pro Val Leu Glu Pro Gin Leu lie Pro Gly 

2645 2650 2655 

Pro Gin Pro Leu Gly Pro Gin Pro Val His Arg Pro Asn Pro Leu Leu 

2660 2665 2670 

Ser Pro Val Glu Lys Arg Arg Arg Gly Arg Pro Pro Lys Ala Arg Asp 

2675 2680 2685 

Leu Pro lie Pro Gly Thr lie Ser Ser Ala Gly Asp Gly Asn Ser Glu 

2690 2695 2700 

Ser Arg Thr Gin Pro Pro Pro His Pro Ser Pro Leu Thr Pro Leu Pro 
2705 2710 2715 2720 

Pro Leu Leu Val Cys Pro Thr Ala Thr Val Ala Asn Thr Val Thr Thr 

2725 2730 2735 

Val Thr lie Ser Thr Ser Pro Pro Lys Arg Lys Arg Gly Arg Pro Pro 

2740 2745 2750 

Lys Asn Pro Pro Ser Pro Arg Pro Ser Gin Leu Pro Val Leu Asp Arg 

2755 2760 2765 

Asp Ser Thr Ser Val Leu Glu Ser Cys Gly Leu Gly Arg Arg Arg Gin 

2770 2775 2780 

Pro Gin Gly Gin Gly Glu Ser Glu Gly Ser Ser Ser Asp Glu Asp Gly 
2785 2790 2795 2800 

Ser Arg Pro Leu Thr Arg Leu Ala Arg Leu Arg Leu Glu Ala Glu Gly 

2805 2810 2815 

Met Arg Gly Arg Lys Ser Gly Gly Ser Met Val Val Ala Val He Gin 

2820 2825 2830 

Asp Asp Leu Asp Leu Ala Asp Ser Gly Pro Gly Gly Leu Glu Leu Thr 

2835 2840 2845 

Pro Pro Val Val Ser Leu Thr Pro Lys Leu Arg Ser Thr Arg Leu Arg 

2850 2855 2860 

Pro Gly Ser Leu Val Pro Pro Leu Glu Thr Glu Lys Leu Pro Arg Lys 
2865 2870 2875 2880 

Arg Ala Gly Ala Pro Val Gly Gly Ser Pro Gly Leu Ala Lys Arg Gly 
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2885 2890 2895 

Arg Leu Gin Pro Pro Ser Pro Leu Gly Pro Glu Gly Ser Val Glu Glu 

2900 2905 2910 

Ser Glu Ala Glu Ala Ser Gly Glu Glu Glu Glu Gly Asp Gly Thr Pro 

2915 2920 2925 

Arg Arg Arg Pro Gly Pro Arg Arg .Leu Val Gly Thr Thr Asn Gin Gly 

2930 293S 2940 

Asp Gin Arg He Leu Arg Ser Ser Ala Pro Pro Ser Leu Ala Gly Pro 
2945 2950 2955 2960 

Ala Val Ser His Arg Gly Arg Lys Ala Lys Thr 
2965 2970 

<210> 1991 

<211> 3102 

<212> DNA 

<213> Homo sapiens 

<400> 1991 

nntcctttgc aggctttttt cccccttccc ccctcccccg acctcctttg cgtacaagaa 
60 

gtgaagagtt tgggggaaaa gggacacatg ctctgcttct gcagagaaat gcttctcagg 
120 

gggttggact gttctgtaaa cccccactcc ccgccagcgc aggtgttttg aactccagct 
180 

gagggcctgc tggctgctgg gaaactccta ggcagcagag gcccacgact acttcctcct 
240 

gagtgccgtt cagtggcctg tgtccaggct ctgaagggct ccaagaagct ggtgctgtct 
300 

gtgtactcag cagggcgcat ccctgggggc tacgtcacca accacatcta cacctgggtg 
360 

gacccgcagg gccgcagcat ctccccaccc tcgggcctgc cccagcccca cggtggtgcc 
420 

ctgaggcagc aggagggtga ccggaggagc accctgcacc tcctgcaagg aggggatgag 
480 

aaaaaggtga acctggtgct gggggacggc cggtccctgg gcctcacgat ccgtggggga 
540 

gctgagtacg gccttggcat ttacatcact ggcgtggacc caggctctga agcagaaggc 
600 

agcgggctca aggttgggga ccagattcta gaagtgaatg ggcggagctt tctcaacatc 
660 

ctacacgacg aggctgtcag gctgcttaag tcatctcggc acctcatcct gacagtgaag 
720 

gacgtcggga ggctgcccca tgcccgcacc actgtggacg agaccaagtg gatcgccagt 
780 

tcccggatca gggagaccat ggcgaactcg gcagggtttc ttggcgatct cacaacagaa 
840 

ggaacaaaca agccaggatt ttacaagggc ccagccggct cccaggtgac cctgagcagc 
900 

ctggggaacc agacacgagt gctgctggag gagcaggctc ggcacctgct gaacgagcag 
960 

gaacacacca ccatggccta ctacctggat gagtaccgtg gcggcagcgt ctctgtggag 
1020 

gccctcgtca tggccctgtt caagctgctc aacacccacg ccaagttctc actcctctct 
1080 
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gaggtgagag gcaccatttc cccgcaagac ctagaacgct tcgaccacct ggtgctgagg 
1140 

cgtgagattg agtccatgaa ggcgcggcag cccccaggcc ccggggctgg ggacacctac 
1200 

tccatggtct cctacagtga cacgggttca tccacaggca gccacggcac ctccaccacc 
12S0 

gtcagctcgg ccaggaacac tctggacctg gaggaaactg gcgaggctgt ccagggcaat 
1320 

atcaacgccc tcccagatgt gtccgtggat gatgtcagat ccacctccca ggggctgtca 
1380 

agcttcaagc cactgcctcg cccaccacct ctggcccaag gcaacgacct cccactaggc 
1440 

cagccaagga agctggggag agaggacctc cagccacctt cctccatgcc ttcctgctcg 
1500 

ggcactgtct tctcggctcc acagaaccgc agcccgccag cgggcaccgc acccacccca 
1560 

gggacctcct ctgcacagga cttgccctct tcccccatct atgcctccgt ctcccctgcc 
1620 

aaccccagct ccaagaggcc gctggacgcc catctggccc tggtcaacca acaccccatc 
1680 

ggccccttcc cacgggtcca gtcacccccg cacctgaaaa gcccctctgc agaggccaca 
1740 

gtggctgggg gctgccttct gcccccatca ccctctggcc acccagacca gacaggcaca 
1800 

aaccagcact ttgtcatggt ggaggtccac cgccccgaca gcgagccaga cgtcaatgaa 
1860 

gtgagggcgc tgccccagac gcgcacagcc tctacgctct cccagctctc ggacagcggg 
1920 

cagactctaa gcgaggacag tggtgtggat gctggcgagg cagaggccag cgccccaggc 
1980 

cgaggaaggc agtcggtgtc caccaagagc aggagtagca aggagctgcc tcggaacgag 
2040 

aggcccacag atggggccaa caaaccgcct ggacttctgg agcccacgtc cactctggtc 
2100 

cgtgtgaaga aaagtgcggc caccctgggc atcgccatcg agggtggcgc caacacccgc 
2160 

cagcccctgc ctaggattgt cactattcag agaggcggct cagctcacaa ctgtgggcag 
2220 

ctcaaggtgg gccacgtgat tctggaagtg aatgggctga cgcttcgggg caaggagcac 
2280 

cgggaggccg cccgcattat cgccgaggcc ttcaagacta aggaccgtga ctacattgac 
2340 

tttctggtca ctgagttcaa tgtgatgctc tagaggccaa ggcctgaggg cctcccacca 
2400 

ctgcccagcc cctggtccca gtccctttcc accgttggct tcatcaagct ccttgcgggg 
2460 

ttggggctgc atggccaggg tggcaggaag acatcccccc tccatcccag cccactggac 
2520 

cagaactggg agaggaagag agcaggacaa ggcagacaga aggtcaggtc aggaactggt 
2580 

gctgtactgg gtacacagta ggcgcccagg acaagtgggt tgcaagacag gaagaaagga 
2640 

aaaggaaggg cagagtgctg gtttctccag gttgggttgg gggcactgct gtcccccctc 
2700 
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cagctaggac ccagcccatc cccagatgcc tgagcctttg tccaaagtga ggtcactcga 
2760 

gaattcatgg acacggcccc cagtcagggg gcatcttgca agacctttag tgccacaaat 
2820 

aagcatcgag cacctcccca ttcacacccc cattcctcct ggctccttat cccccatggt 
2880 

gtttattatt tatttccctc cccatgcccc tggggacccc aaggccccag cttccctctg 
2940 

cacccccagc ctatcccaga ggccttgcag gtgaccagca gtgtcattgt atttatatac 
3000 

agagcttatg actttaattt ttcaataaag aaatctgaac aaggttaaaa aaaaaaaaaa 
3060 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 
3102 

<210> 1992 
<211> 733 
<212> PRT 

<213> Homo sapiens 



<400> 1992 



Thr Pro 


Ala 


Glu 


Gly 


Leu 


Leu 


Ala 


Ala 


Gly 


Lys 


Leu 


Leu 


Gly 


Ser 


Arg 


1 






5 










10 










15 




Gly Pro 


Arg 


Leu 


Leu 


Pro 


Pro 


Glu 


Cys 


Arg 


Ser 


Val 


Ala 


Cys 


Val 


Gin 






20 










25 










30 






Ala Leu 


Lys 


Gly 


Ser 


Lys 


Lys 


Leu 


Val 


Leu 


Ser 


val 


Tyr 


Ser 


Ala 


Gly 




35 










40 










45 








Arg lie 


Pro 


Gly 


Gly 


Tyr 


Val 


Thr 


Asn 


His 


He 


Tyr 


Thr 


Trp 


Val 


Asp 


50 










55 










60 










Pro Gin 


Gly 


Arg 


Ser 


He 


Ser 


Pro 


Pro 


Ser 


Gly 


Leu 


Pro 


Gin 


Pro 


His 


65 








70 










75 










80 


Gly Gly 


Ala 


Leu 


Arg 


Gin 


Gin 


Glu 


Gly 


Asp 


Arg Arg 


Ser 


Thr 


Leu 


His 








85 










90 










95 




Leu Leu 


Gin 


Gly 


Gly 


Asp 


Glu 


Lys 


Lys 


Val 


Asn 


Leu 


Val 


Leu 


Gly 


Asp 






100 










105 










110 






Gly Arg 


Ser 


Leu 


Gly 


Leu 


Thr 


He 


Arg 


Gly 


Gly Ala 


Glu 


Tyr 


Gly 


Leu 




115 










120 










125 








Gly He 


Tyr 


He 


Thr 


Gly 


Val 


Asp 


Pro 


Gly 


Ser 


Glu 


Ala 


Glu 


Gly 


Ser 


130 










135 










140 










Gly Leu 


Lys 


Val 


Gly 


Asp 


Gin 


He 


Leu 


Glu 


Val 


Asn 


Gly 


Arg 


Ser 


Phe 


145 








150 










155 










160 


Leu Asn 


He 


Leu 


His 


Asp 


Glu 


Ala 


Val 


Arg 


Leu 


Leu 


Lys 


Ser 


Ser 


Arg 








165 










170 










175 




His Leu 


He 


Leu 


Thr 


Val 


Lys 


Asp 


Val 


Gly 


Arg 


Leu 


Pro 


His 


Ala 


Arg 






180 










165 










190 






Thr Thr 


Val 


Asp 


Glu 


Thr 


Lys 


Trp 


He 


Ala 


Ser 


Ser 


Arg 


He 


Arg 


Glu 




195 










200 










205 








Thr Met 


Ala 


Asn 


Ser 


Ala 


Gly 


Phe 


Leu 


Gly 


Asp 


Leu 


Thr 


Thr 


Glu 


Gly 


210 










215 










220 










He Asn 


Lys 


Pro 


Gly 


Phe 


Tyr 


Lys 


Gly 


Pro 


Ala 


Gly 


Ser 


Gin 


Val 


Thr 


225 








230 










235 










240 


Leu Ser 


Ser 


Leu 


Gly 


Asn 


Gin 


Thr 


Arg 


Val 


Leu 


Leu 


Glu 


Glu 


Gin 


Ala 








245 










250 










255 




Arg His 


Leu 


Leu 


Asn 


Glu 


Gin 


Glu 


His 


Thr 


Thr 


Met 


Ala 


Tyr 


Tyr 


Leu 
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260 265 270 

Asp Glu Tyr Arg Gly Gly Ser Val Ser Val Glu Ala Leu Val Met Ala 

275 280 285 

Leu Phe Lys Leu Leu Asn Thr His Ala Lys Phe Ser Leu Leu Ser Glu 

290 295 300 

Val Arg Gly Thr He Ser Pro Gin Asp Leu Glu Arg Phe Asp His Leu 
305 310 315 320 

Val Leu Arg Arg Glu He Glu Ser Met Lys Ala Arg Gin Pro Pro Gly 

325 330 335 

Pro Gly Ala Gly Asp Thr Tyr Ser Met Val Ser Tyr Ser Asp Thr Gly 

340 345 350 

Ser Ser Thr Gly Ser His Gly Thr Ser Thr Thr Val Ser Ser Ala Arg 

355 360 365 

Asn Thr Leu Asp Leu Glu Glu Thr Gly Glu Ala Val Gin Gly Asn He 

370 375 380 

Asn Ala Leu Pro Asp Val Ser Val Asp Asp Val Arg Ser Thr Ser Gin 
385 390 395 400 

Gly Leu Ser Ser Phe Lys Pro Leu Pro Arg Pro Pro Pro Leu Ala Gin 

405 410 415 

Gly Asn Asp Leu Pro Leu Gly Gin Pro Arg Lys Leu Gly Arg Glu Asp 

420 425 430 

Leu Gin Pro Pro Ser Ser Met Pro Ser Cys Ser Gly Thr Val Phe Ser 

435 440 445 

Ala Pro Gin Asn Arg Ser Pro Pro Ala Gly Thr Ala Pro Thr Pro Gly 

450 455 460 

Thr Ser Ser Ala Gin Asp Leu Pro Ser Ser Pro He Tyr Ala Ser Val 
465 470 475 480 

Ser Pro Ala Asn Pro Ser Ser Lys Arg Pro Leu Asp Ala His Leu Ala 

485 490 495 

Leu Val Asn Gin His Pro He Gly Pro Phe Pro Arg Val Gin Ser Pro 

500 505 510 

Pro His Leu Lys Ser Pro Ser Ala Glu Ala Thr Val Ala Gly Gly Cys 

515 520 525 

Leu Leu Pro Pro Ser Pro Ser Gly His Pro Asp Gin Thr Gly Thr Asn 

530 535 540 

Gin His Phe Val Met Val Glu Val His Arg Pro Asp Ser Glu Pro Asp 
545 550 555 560 

Val Asn Glu Val Arg Ala Leu Pro Gin Thr Arg Thr Ala Ser Thr Leu 

565 570 575 

Ser Gin Leu Ser Asp Ser Gly Gin Thr Leu Ser Glu Asp Ser Gly Val 

580 585 590 

Asp Ala Gly Glu Ala Glu Ala Ser Ala Pro Gly Arg Gly Arg Gin Ser 

595 600 605 

Val Ser Thr Lys Ser Arg Ser Ser Lys Glu Leu Pro Arg Asn Glu Arg 

610 615 620 

Pro Thr Asp Gly Ala Asn Lys Pro Pro Gly Leu Leu Glu Pro Thr Ser 
625 630 635 640 

Thr Leu Val Arg Val Lys Lys Ser Ala Ala Thr Leu Gly He Ala He 

645 650 655 

Glu Gly Gly Ala Asn Thr Arg Gin Pro Leu Pro Arg He Val Thr He 

660 665 670 

Gin Arg Gly Gly Ser Ala His Asn Cys Gly Gin Leu Lys Val Gly His 

675 680 685 

Val He Leu Glu Val Asn Gly Leu Thr Leu Arg Gly Lys Glu His Arg 
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690 695 700 

Glu Ala Ala Arg He He Ala Glu Ala Phe Lys Thr Lys Asp Arg Asp 
705 710 715 720 

Tyr He Asp Phe Leu Val Thr Glu Phe Asn Val Met Leu 
725 730 

<210> 1993 
<211> 957 
<212> DNA 

<213> Homo sapiens 
<400> 1993 

nngaaaacct acgggatgac acgtgccctc gatcacatcg acatcgccat cccagctggc 
60 

cagtcggtcg ccgtcatggg gccgtccggg tcaggcaaga ccaccctgct gcactgcttg 
120 

tcggggatcc tctcgcctga ctccggcagt atcgaactgg ctctgccgga ccgcaccgtc 
180 

aacgtcgaaa acctctctaa cgaaggccga gcaaagctac gccgtcaatc ccttggtttc 
240 

gtcttccaac aaggaatgct cgtacccgag ctcactgctg tcgagaacac cgccctaccc 
300 

ctcatgctta acggcgtatc ccaaaccgat gcggtcaggt atgccaccca atggcttgaa 
360 

tcgatggggt taggcggcat ggaggatcgt cggattggtc agctctccgg gggccaagct 
420 

caacgcgtca ctattgcccg gtcccaggta atcgatccgt cgattgtctt cgctgacgaa 
480 

cccaccggag ccctcgactc agccaccgcc gtcgaagtca tggccattct gctttcggcg 
540 

acgaccgggc ggggacgcac cctcgtcgtc gtcacccatg acgaggacgt tgcccgccgc 
600 

tgccagcgca tccttcatct gcacgacggt cggatcgtct ctgaccacgt acgtcattcc 
660 

gatgggaggt ggtgatcatg actataacgc cccctatcga accgggaacc gccgatcaaa 
720 

ggatcccgtc cctccccgtc cccgagcccc tgggagctac gcccggacgt cttaccactg 
780 

ctgcgatcct cagcatgacc ctccgtgcct cagccgctga ccactccacc tggcggttgc 
840 

cggtagttgc tttcgctgtc attgcaacca tcatcctcga cgtcactggc ggtgccgtca 
900 

tgatgtggca tctaccggga gacaactctg gcttctacaa gctgacctcg acaattg 
957 

<210> 1994 
<211> 224 
<212> PRT 

<213> Homo sapiens 
<400> 1994 

Xaa Lys Thr Tyr Gly Met Thr Arg Ala Leu Asp His He Asp He Ala 

15 10 15 

He Pro Ala Gly Gin Ser Val Ala Val Met Giy Pro Ser Gly Ser Gly 
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20 


25 


30 




Lys 


Thr 


Thr 


Leu 


Leu His Cys Leu Ser Gly He 


Leu Ser Pro Asp 


Ser 






35 




40 


45 




Gly 


Ser 


He 


Glu 


Leu Ala Leu Pro Asp Arg Thr 


Val Asn Val Glu 


Asn 




50 






55 


60 




Leu 


Ser, 


Asn 


Glu 


Gly Arg Ala Lys Leu Arg Arg 


Gin Ser Leu Gly 


Phe 


65 








70 75 




80 


Val 


Phe 


Gin 


Gin 


Gly Met Leu Val Pro Glu Leu 


Thr Ala Val Glu 


Asn 










85 90 


9S 




Thr 


Ala 


Leu 


Pro 


Leu Met Leu Asn Gly Val Ser 


Gin Thr Asp Ala 


Val 








100 


105 


110 




Arg 


Tyr 


Ala 


Thr 


Gin Trp Leu Glu Ser Met Gly 


Leu Gly Gly Met 


Glu 






115 




120 


125 




Asp 


Arg 


Arg 


He 


Gly Gin Leu Ser Gly Gly Gin 


Ala Gin Arg Val 


Thr 




130 






135 


140 




He 


Ala 


Arg 


Ser 


Gin Val He Asp Pro Ser He 


Val Phe Ala Asp 


Glu 


145 








150 155 




160 


Pro 


Thr 


Gly 


Ala 


Leu Asp Ser Ala Thr Ala Val 


Glu Val Met Ala 


He 










165 170 


175 




Leu 


Leu 


Ser 


Ala 


Thr Thr Gly Arg Gly Arg Thr 


Leu Val Val Val 


Thr 








180 


185 


190 




His 


Asp 


Glu 


Asp 


Val Ala Arg Arg Cys Gin Arg 


He Leu His Leu 


His 






195 




200 


205 




Asp 


Gly 


Arg 


He 


Val Ser Asp His Val Arg His 


Ser Asp Gly Arg 


Trp 




210 






215 


220 





<210> 1995 

<211> 285 

<212> DNA 

<213> Homo sapiens 

<400> 1995 

catcaccacc attatcaaca ccatcatcac caccattatc acctttatca ccaccatcat 
60 

caccatcacc accatcatca ctaccaccat cacgcccatc atcatgtgat gactctcaat 
120 

actgtcctca tcatgtgtga cttggactgt ggaccagccc ctcgggctct gctctgctga 
180 

cctatattct ttgtctcttg ttcctgagaa gctgggagtt gagacccagt aaggtgttgt 
240 

acagacactt gtgaccccaa attccatgag acagaggacc tcccn 
285 



<210> 1996 

<211> 59 

<212> PRT 

<213> Homo sapiens 



<400> 1996 

His His His His Tyr Gin His His 

1 5 
His His His His His His His His 
20 

His His His Val Met Thr Leu Asn 



His His His His Tyr His Leu Tyr 

10 15 
His His His Tyr His His His Ala 
25 30 
Thr Val Leu He Met Cys Asp Leu 
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35 40 45 

Asp Cys Gly Pro Ala Pro Arg Ala Leu Leu Cys 
50 55 

<210> 1997 

<211> 313 

<212> DNA 

<213> Homo sapiens 

<400> 1997 

ccgctggtgg tggtgctgct gattggcatg gccatctata ccttccgcaa gaaagacctg 
60 

ggcaagctgc acaagccggt cagcatcggc cggcgcgaga tgctggtggg gctggccatc 
120 

ggtggcggca tcggttttta cgacggcctg ttcgggccgg gtaccggcag tttcctgatg 
180 

ttcctgttcg tgcggttttt gcgttttgat tccttgcatg cttctgccgc ggccaaggtt 
240 

gtcaacctgg ccaccaatgt ggcggcactg tgctttttca ttcccagcgg caatgtgctg 
300 

tatggctacg cgt 
313 

<210> 1998 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 1998 



Pro 


Leu 


Val 


Val 


Val 


Leu 


Leu 


lie 


Gly 


Met 


Ala 


lie 


Tyr 


Thr 


Phe 


Arg 


1 








5 










10 










15 




Lys 


Lys 


Asp 


Leu 


Gly 


Lys 


Leu 


His 


Lys 


Pro 


Val 


Ser 


He Gly 


Arg 


Arg 








20 










25 










30 






Glu 


Met 


Leu 


Val 


Gly 


Leu 


Ala 


lie 


Gly 


Gly Gly 


He Gly 


Phe 


Tyr 


Asp 






35 










40 










45 








Gly 


Leu 
50 


Phe 


Gly 


Pro 


Gly 


Thr 
55 


Gly 


Ser 


Phe 


Leu 


Met 
60 


Phe 


Leu 


Phe 


val 


Arg 


Phe 


Leu 


Arg 


Phe 


Asp 


Phe 


Leu 


His 


Ala 


Ser 


Ala 


Ala 


Ala 


Lys 


Val 


6S 










70 










75 










60 


Val 


Asn 


Leu 


Ala 


Thr 
85 


Asn 


Val 


Ala 


Ala 


Leu 
90 


Cys 


Phe 


Phe 


He 


Pro 
95 


Ser 


Gly Asn 


Val 


Leu 


Tyr 


Gly 


Tyr 


Ala 



















100 



<210> 1999 

<211> 399 

<212> DNA 

<213> Homo sapiens 

<400> 1999 

ccgcggcgca agttggaatg gcaaaacatt ttcattcccg gcgagcaagg tagcttgagt 
60 

tccactgcgc agagggcaga tgtgaagtac tccggtactg ttcattttac cggtgttggc 
120 
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ggaagaatgg atcttactct cgctgaccct gagattgtcg ttaacaatgg cgatgatcat 
180 

gtgattatgt ctgtgaagtc caagactatg gtcgggcagt tggttgacta tggccgtata 
240 

accttcgttg atatgaccgg ctctattacg cagggtcaaa acgatgcagc tcaggttgtg 
300 

gggaccaatg tcaagctgaa tagccaagcc gtcgatgcat tcgctggctt ctatcaagct 
360 

ggaaagccca tggatgacat cgattcgtcc ttaaagctt 
399 

<210> 2000 

<211> 91 

<212> PRT 

<213> Homo sapiens 

<400> 2000 

Met Asp Leu Thr Leu Ala Asp Pro Glu lie Val Val Asn Asn Gly Asp 

15 10 15 

Asp His Val lie Met Ser Val Lys Ser Lys Thr Met Val Gly Gin Leu 

20 25 30 

Val Asp Tyr Gly Arg He Thr Phe Val Asp Met Thr Gly Ser He Thr 

35 40 45 

Gin Gly Gin Asn Asp Ala Ala Gin Val Val Gly Thr Asn Val Lys Leu 

50 55 60 

Asn Ser Gin Ala Val Asp Ala Phe Ala Gly Phe Tyr Gin Ala Gly Lys 
65 70 75 80 

Pro Met Asp Asp He Asp Ser Ser Leu Lys Leu 
85 90 



<210> 2001 

<211> 1434 

<212> DNA 

<213> Homo sapiens 



<400> 2001 




nngaatgaag 


gacgtcataa 


60 




tttggcagga 


ccccactgca 


120 




ttggtgactg 


ctggggcagg 


180 




tacgctgccg 


cttctgacac 


240 




tgccgaagag 


ganncgagcc 


300 




gagttcttac 


tggataacgg 


360 




gtgcactatg 


cagccgccta 


420 




tttaactgcc 


tggaggatgt 


480 




tacaacggtc 


actgtgaagc 


540 





tttgctgatc agcagtgcag 
ctatgcagct gctaacggta 
tgtcaacgag gccgactgta 
ttacaggnag agcggaaccc 
actgaaggag tcccgcagga 
tgcagacccc tccctgcggg 
tggcaacaga cagaacctcg 
ggagagcacc attccagtca 
cttgaagacg ctggcggaga 



ctgactggag gagggacaaa 
gctaccagtg tgcagtaaca 
aaggctgctc tcccctccac 
catacacctt ccagccatga 
aggaggcctt cttctgtctg 
acaggcaggg ctacacagct 
aactgctctt agaaatgtcc 
gccctttgca cttagctgcc 
cgctggtgaa tctggacgca 
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agggaccaca agggccggac cgcactcttc ctggccacgg agcgcggctc tactgagtgt 
600 

gtggaggtgc ttacagccca cggcgcctct gccctcatca aggagcgcaa gcgcaagtgg 
660 

acacccctgc acgccgctgc tgcctctggc cacactgact ccctgcactt gctgatcgac 
720 

agtggggaac gagctgacat cacagatgtc atggatgcct atggacagac cccactgatg 
780 

ctggccatca tgaatggcca tgtggactgt gtacatctgc tgctagagaa aggatccaca 
840 

gctgatgctg ctgacctccg gggccgcact gccctccacc gcggggcagt gactggctgt 
900 

gaggactgcc tggctgccct gctggaccac gacgcatttg tgccgtgccg agactttaag 
960 

ggccgcacgc ccattcacct ggcctcagcc tgtggccaca ctgcagtact gcggaccctg 
1020 

ctgcaggctg ccctttccac agatcccctg gatgccgggg tggattacag cggatactcg 
1080 

cccatgcact gggcctccta cactggacat gaagattgtc tggagttgtt acttgaacac 
1140 

agcccgtttt cgtacctgga aggaaacccc ttcactcctt tgcactgtgc agtgattaat 
1200 

aaccaagaca gcaccacaga gatgctactg ggagctctgg gtgccaagat tgtgaacagc 
1260 

cgagatgcca aaggacggac cccccttcac gccgctgcct tcgcggacaa tgtctctggg 
1320 

ctccggatgc tgctgcagca tcaagctgag gtgaacgcca ctgaccacac tggccgcact 
1380 

gcgctcatga cggcggctga gaacgggcag accgctgctg tggaatttct gctg 
1434 

<210> 2002 
<211> 79 
<212> PRT 

<213> Homo sapiens 

<400> 2002 
Xaa Asn Glu Gly Arg 

1 5 
Arg Arg Asp Lys Phe 
20 

Gly Ser Tyr Gin Cys 
35 

Asn Glu Ala Asp Cys 
50 

Ser Asp Thr Tyr Arg 
65 

<210> 2003 
<211> 688 
<212> DNA 

<213> Homo sapiens 
<400> 2003 



His Asn Leu Leu He Ser Ser Ala Ala Asp Trp 

10 15 
Gly Arg Thr Pro Leu His Tyr Ala Ala Ala Asn 

25 30 
Ala Val Thr Leu Val Thr Ala Gly Ala Gly Val 

40 45 
Lys Gly Cys Ser Pro Leu His Tyr Ala Ala Ala 

55 60 
Xaa Ser Gly Thr Pro Tyr Thr Phe Gin Pro 
70 75 
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ntcatgacta cggagacact gaagaaaatt cagattgata ggcagttttt cagcgatgtg 
60 

attgcagata ccattaagga gttgcaagat tcggccactt acaacagtct cctgcaagct 
120 

ttgagcaaag agagggaaaa caaaatgcat ttctatgaca tcatttccag ggaggaaaaa 
180 

ggaagaaaac agataatatc acttcaaaaa cagctaatta atttcaaaaa ggaatggcaa 
240 

tttgaagtcc agagtcagaa tgagtatatt gctaacctca aggaccaact gcaagagatg 
300 

aaggcaaaat ccaacttgga gaatcgctac atgaaaacca ataccgagct gcagattgcc 
360 

cagacccaga aaaagtgtaa cagaacagag gaactcttgg tggaagagat tgagaaactc 
420 

aggatgaaaa ccgaagaaga ggcccggact catacagaga ttgaaatgtt ccttagaaag 
480 

gagcagcagg tgggtcccca cagcttttct atgctttgac tttttttttg tactctgctt 
540 

atactgagga aacaaaaaga atattttgaa ggaaaaccaa ccatcattct ttcagcctaa 
600 

tgaacttcag ctcatgtttt ctttcagggt tatgcatctg aatagatatc ttatatagct 
660 

gtaatttgag agagtgcagg taaaattg 
688 

<210> 2004 
<211> 172 
<212> PRT 

<213> Homo sapiens 



<400> 2004 



Xaa 


Met 


Thr 


Thr 


Glu 


Thr 


Leu 


Lys 


Lys 


He 


Gin 


He 


Asp 


Arg 


Gin 


Phe 


1 








5 










10 










15 




Phe 


Ser 


Asp 


Val 
20 


He 


Ala 


Asp 


Thr 


He 
25 


Lys 


Glu 


Leu 


Gin 


Asp 
30 


Ser 


Ala 


Thr 


Tyr 


Asn 
35 


Ser 


Leu 


Leu 


Gin 


Ala 
40 


Leu 


Ser 


Lys 


Glu 


Arg 
45 


Glu 


Asn 


Lys 


Met 


His 
50 


Phe 


Tyr 


Asp 


lie 


He 
55 


Ser 


Arg 


Glu 


Glu 


Lys 
60 


Gly 


Arg 


Lys 


Gin 


He 


He 


Ser 


Leu 


Gin 


Lys 


Gin 


Leu 


He 


Asn 


Phe 


Lys 


Lys 


Glu 


Trp 


Gin 


65 










70 










75 










80 


Phe 


Glu 


val 


Gin 


Ser 
85 


Gin 


Asn 


Glu 


Tyr 


He 
90 


Ala 


Asn 


Leu 


Lys 


Asp 
95 


Gin 


Leu 


Gin 


Glu 


Met 
100 


Lys 


Ala 


Lys 


Ser 


Asn 
105 


Leu 


Glu 


Asn 


Arg 


Tyr 
110 


Met 


Lys 


Thr 


Asn 


Thr 
115 


Glu 


Leu 


Gin 


He 


Ala 
120 


Gin 


Thr 


Gin 


Lys 


Lys 
125 


Cys 


Asn 


Arg 


Thr 


Glu 
130 


Glu 


Leu 


Leu 


Val 


Glu 
135 


Glu 


lie 


Glu 


Lys 


Leu 
140 


Arg 


Met 


Lys 


Thr 


Glu 


Glu 


Glu 


Ala 


Arg 


Thr 


His 


Thr 


Glu 


He 


Glu 


Met 


Phe 


Leu 


Arg 


Lys 


145 










150 










155 










160 


Glu 


Gin 


Gin 


Val 


Gly 


Pro 


His 


Ser 


Phe 


Ser 


Met 


Leu 











165 170 
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<210> 2005 

<211> 354 

<212> DNA 

<213> Homo sapiens 

<400> 2005 

gctagcacca agccaaggtt atgtttcctt gcttgcatgt ggggtttctg gccagtcagc 
60 

caagtgaact gattgacccc cagccctgtg gggaatttca ggggggtatt gtcttggtca 
120 

tcggagtcag gggtggcctt tnagccaagg ctgcattaac ttttgggaaa agaaatggga 
180 

agcccgccgt gtcacagggt ctcctgaccg gctgggtagg gtttggcctt atcttacagc 
240 

cagtgctgtg tttgctcaga tggacgcaca tggaaaccag gctaggatca tcttcccaat 
300 

gtctactccc tgctttggtc tgtcctgaaa acaattgcaa agacattgtg gccg 
354 

<210> 2006 

<211> 111 

<212> PRT 

<213> Homo sapiens 

<400> 2006 

Met Phe Pro Cys Leu His Val Gly Phe Leu Ala Ser Gin Pro Ser Glu 

15 10 15 

Leu He Asp Pro Gin Pro Cys Gly Glu Phe Gin Gly Gly He Val Leu 

20 25 30 

Val lie Gly Val Arg Gly Gly Leu Xaa Ala Lys Ala Ala Leu Thr Phe 

35 40 45 

Gly Lys Arg Asn Gly Lys Pro Ala Val Ser Gin Gly Leu Leu Thr Gly 

50 55 60 

Trp Val Gly Phe Gly Leu He Leu Gin Pro Val Leu Cys Leu Leu Arg 
65 70 75 80 

Trp Thr His Met Glu Thr Arg Leu Gly Ser Ser Ser Gin Cys Leu Leu 

85 90 95 

Pro Ala Leu Val Cys Pro Glu Asn Asn Cys Lys Asp He Val Ala 
100 105 HO 

<210> 2007 

<211> 335 

<212> DNA 

<213> Homo sapiens 

<400> 2007 

nnacgcgtgc catgtgcatg tgtatatgca tgtatgtgcg tatgtgtgtg catgtgtgtg 
60 

tgtatatgca tgtgtgtatg tgcatgtacg tgtnngtgca tatgcgtgtg catgcatgcg 
120 

tgtgcgtatg tgtgcatann catgtgcaca catgtacaca cgtgtacatg ttcatgcatg 
180 

tgcacgtgca tatgtgtaca cgtgtatgcg tgtacatgta tgagcatatg tacacgtgtg 
240 
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gatgcgtgtg tatgcatgtg tgtgtgcaca gatatgcctt ttcctttcat acaggctggt 
300 

ttgagtattg ctggtaggca gggacaactt tccgt 
335 



<210> 2008 

<211> 111 

<212> PRT 

<213> Homo sapiens 



<400> 2008 














Cys Val 


Xaa Arg Val 


Pro 


Cys Ala Cys Val Tyr 


Ala 


Cys Met 


Cys 


Val 


1 




5 


10 








15 


Cys Met Cys 


Val 


Cys lie Cys Met Cys 


Val 


Cys Ala 


Cys 


Thr 


Cys Xaa 




20 


25 








30 




Cys lie Cys 


Val 


Cys Met His Ala Cys 


Ala 


Tyr Val 


Cys 


He 


Xaa Met 


35 




40 






45 






Cys Thr His 


Val 


His Thr Cys Thr Cys 


Ser 


Cys Met 


Cys 


Thr 


Cys He 


SO 




55 




60 








Cys Val His 


Val 


Tyr Ala Cys Thr Cys 


Met 


Ser He 


Cys 


Thr 


Arg Val 


65 




70 




75 






80 


Asp Val Cys 


Val 


Cys Met Cys Val Cys 


Thr 


Asp Met 


Pro 


Phe 


Pro Phe 




85 


90 








95 


He Gin Ala 


Gly 


Leu Ser lie Ala Gly 


Arg 


Gin Gly 


Gin 


Leu 


Ser 




100 


105 








110 





<210> 2009 

<211> 288 

<212> DNA 

<213> Homo sapiens 

<400> 2009 

gacatcaccc cgctgctggc caaccccaac ggtttctccg cagcgatcga ggaactggtg 
60 

ctgcgttccc cacgcgacat cgacgtggtc gtcggcatgg aggctcgcgg cttcctcttc 
120 

gcagctccgg tcgccctggc catcggggca ggattcgtgc cggtgcgcaa gccggggaag 
180 

ctccccggcc aggtgtattc cgagaccttt gccatggagt acggggagga gaccctcacc 
240 

gtccaccagt acgccatcaa gccggggtcg cgcgtcatca tcgtcgac 
288 

<210> 2010 

<211> 96 

<212> PRT 

<213> Homo sapiens 



<400> 2010 

Asp He Thr Pro Leu Leu Ala Asn Pro Asn Gly Phe Ser Ala Ala He 

15 10 15 

Glu Glu Leu Val Leu Arg Ser Pro Arg Asp He Asp Val Val Val Gly 

20 25 30 

Met Glu Ala Arg Gly Phe Leu Phe Ala Ala Pro Val Ala Leu Ala He 
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35 40 45 

Gly Ala Gly Phe Val Pro Val Arg Lys Pro Gly Lys Leu Pro Gly Gin 

SO 55 60 

Val Tyr Ser Glu Thr Phe Ala Met Glu Tyr Gly Glu Glu Thr Leu Thr 
65 70 75 80 

Val His Gin Tyr Ala lie Lys Pro Gly Ser Arg Val He He Val Asp 
85 90 95 



<210> 2011 

<211> 384 

<212> DNA 

<213> Homo sapiens 



<400> 2011 

ctcgagcagt ctctgcatgt caacaccccc gtacggcccg taaagcataa ccgtctccga 
60 

cttgccgccg cctgcgtgct tcgctaggcg gccggtgaac ccacctgagg gccggatgta 
120 

gaagtcaacg gtggacgacg ggttggaggg tttgttgatt ggcgagtggg gaagcgagca 
180 

gattgtaaat tggtagaacg gggaacagag attagtcaca atgacgagaa cgacaacaga 
240 

atgttgattg ttatagccat ctctggagga gagggaaaaa gccaggtatc tagacagcga 
300 

aagcaaatgt gagccgaggg gacagtgccg tccttcgttc ctcggcaact cccacgaggc 
360 

accttccatt ctgtgggcag aatt 
384 



<210> 2012 

<211> 123 

<212> PRT 

<213> Homo sapiens 



<400> 2012 

Met Glu Gly Ala Ser Trp Glu Leu Pro Arg Asn Glu Gly Arg His Cys 

IS 10 15 

Pro Leu Gly Ser His Leu Leu Ser Leu Ser Arg Tyr Leu Ala Phe Ser 

20 25 30 

Leu Ser Ser Arg Asp Gly Tyr Asn Asn Gin His Ser Val Val Val Leu. 

35 40 45 

Val He Val Thr Asn Leu Cys Ser Pro Phe Tyr Gin Phe Thr He Cys 

50 55 60 

Ser Leu Pro His Ser Pro He Asn Lys Pro Ser Asn Pro Ser Ser Thr 
65 70 75 80 

Val Asp Phe Tyr He Arg Pro Ser Gly Gly Phe Thr Gly Arg Leu Ala 

85 90 95 

Lys His Ala Gly Gly Gly Lys Ser Glu Thr Val Met Leu Tyr Gly Pro 

100 105 HO 

Tyr Gly Gly Val Asn Met Gin Arg Leu Leu Glu 
115 120 



<210> 2013 
<211> 309 
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<212> DNA 

<213> Homo sapiens 
<400> 2013 

gcgtatcccc acggctacgg catgaccgcg cttatcggcc cggacctgtc caccgtcgaa 
60 

gccttgctcg cccaggtcca cagcacacaa accccggtgt acctggccaa tatcaatgcc 
120 

gataaccaga cggttatcgc gggcagcgac ggggcaatga aagcagccgc caatctggtc 
180 

cgcggcaacg gcgtcgccaa acgcttggcc gtcagcgtgc cgtcccattg tgcgctgctg 
240 

gaaaaacctg ccgaaacact ggcccaagcc ttcgctgaag tgacgctgaa aacgccgncn 
300 

nnncccncn 
309 

<210> 2014 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 2014 



Ala Tyr Pro 


His 


Gly 


Tyr Gly Met Thr 


Ala 


Leu 


He Gly 


Pro Asp Leu 


l 




5 




10 






15 


Ser Thr Val 


Glu 
20 


Ala 


Leu Leu Ala Gin 
25 


Val 


His 


Ser Thr 


Gin Thr Pro 
30 


val Tyr Leu 


Ala 


Asn 


lie Asn Ala Asp 


Asn 


Gin 


Thr Val 


He Ala Gly 


35 






40 






45 




Ser Asp Gly 


Ala 


Met 


Lys Ala Val Ala 


Asn Leu Val Arg Gly Asn Gly 


50 






55 






60 




Val Ala Lys 


Arg 


Leu 


Ala Val Ser Val 


Pro 


Ser 


His Cys 


Ala Leu Leu 


65 






70 




75 




80 


Glu Lys Pro 


Ala 


Glu 


Thr Leu Ala Gin 


Ala 


Phe 


Ala Glu 


Val Thr Leu 




85 




90 






95 


Lys Thr Pro 


Xaa 
100 


Xaa 


Pro Xaa 











<210> 2015 
<211> 329 
<212> DNA 

<213> Homo sapiens 
<400> 2015 

acgcgtgcca tgctcggtat ccgccgccac caccccgtct ttgggaccgg cgagttcacc 
60 

gatctaggcg ggccggacat ggcagtgatg tccttcctac gtcacaacga gcacgaaacg 
120 

gtcctgtgcc tggctaatct ctccgatact gagcggacgg ttgcccttca ccttccacaa 
180 

ttcgcgggcg tggcgggctc ttctctcatc catggtcagg acgcgcaacc agtaaaagct 
240 

gacggaacac tgtccgtacc gttgtggcca tatggctatc gatggctgca gatgtccggt 
300 
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gaggagaggt catgaccgct tgggaagac 
329 

<210> 2016 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 2016 

Thr Arg Ala Met Leu Gly He Arg Arg His His Pro Val Phe Gly Thr 

15 10 15 

Gly Glu Phe Thr Asp Leu Gly Gly Pro Asp Met Ala Val Met Ser Phe 

20 * 25 30 

Leu Arg His Asn Glu His Glu Thr Val Leu Cys Leu Ala Asn Leu Ser 

35 40 45 

Asp Thr Glu Arg Thr Val Ala Leu His Leu Pro Gin Phe Ala Gly Val 

50 55 60 

Ala Gly Ser Ser Leu He His Gly Gin Asp Ala Gin Pro Val Lys Ala 
65 70 75 80 

Asp Gly Thr Leu Ser Val Pro Leu Trp Pro Tyr Gly Tyr Arg Trp Leu 

85 90 95 

Gin Met Ser Gly Glu Glu Arg Ser 
100 

<210> 2017 

<211> 457 

<212> DNA 

<213> Homo sapiens 

<400> 2017 

accaaggtca gattcatggc ctcttttcct ccagcggcca gcaggaaacg cggggagccc 
60 

ttgatcatct ccgacatcaa gaaaggcagc gtggcacaca ggacgggcac cctggagcca 
120 

ggcgacaagc tactggccat tgacaatatc cgcctggaca actgccccat ggaggacgcc 
180 

gtgcaaatcc tgcggcagtg cgaggacctg gtgaagctga agatccggaa ggacgaggac 
240 

aactctgatg agctggagac cacaggtgcc gtcagttaca cagtggagct gaagcgctac 
300 

gggggtcccc tgggcatcac catttcgggc acggaggaac cttttgaccc cattttcatc 
360 

tcaggcctcc ccaaacgtgg cctggctgag aggactggtg ccatccagtg ggggaaccgc 
420 

ttcggaccat aacaacgtta ttctcaggga cggacca 
457 

<210> 2018 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 2018 

Thr Lys Val Arg Phe Met Ala Ser Phe Pro Pro Ala Ala Ser Arg Lys 
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1 








5 






10 15 




Arg 


Gly 


Glu 


Pro 


Leu 


He 


He 


Ser Asp He Lys Lys Gly Ser Val 


Ala 








20 








25 30 




His 


Arg 


Thr 


Gly 


Thr 


Leu 


Glu 


Pro Gly Asp Lys Leu Leu Ala He 


Asp 






35 










40 45 




Asn 


He 


Arg 


Leu 


Asp 


Asn 


Cys 


Pro Met Glu Asp Ala Val Gin He 


Leu 




50 










55 


60 




Arg 


Gin 


Cys 


Glu 


Asp 


Leu Val 


Lys Leu Lys He Arg Lys Asp Glu 


Asp 


65 










70 




75 


80 


Asn 


Ser 


Asp 


Glu 


Leu 


Glu 


Thr 


Thr Gly Ala Val Ser Tyr Thr Val 


Glu 










85 






90 95 




Leu 


Lys 


Arg 


Tyr 


Gly Gly Pro 


Leu Gly He Thr He Ser Gly Thr 


Glu 








100 








105 110 




Glu 


Pro 


Phe 


Asp 


Pro 


He 


Phe 


He Ser Gly Leu Pro Lys Arg Gly 


Leu 






115 










120 125 




Ala 


Glu 


Arg 


Thr 


Gly Ala 


He 


Gin Trp Gly Asn Arg Phe Gly Pro 






130 










135 


140 





<210> 2019 

<211> 483 

<212> DNA 

<213> Homo sapiens 

<400> 2019 

cgcgtcggcg acgattttat cctcggggtt cgttataccg ccgatgaatg tctcgagaac 
60 

ggcaccggca aggcggaagg catcgaaatc tccagacggc tgaaggagag cggcctgatc 
120 

gactatctca acgtcatcag gggacatatc gacaccgatc ccggcctgac cgacgtcatc 
180 

cccattcagg gcatggcgag cgcgccgcat cttgatttcg caggcgaaat ccgcgcggcg 
240 

accagcttcc ccgtcttcca tgccgccaaa attcaggatg tcgccaccgc ccggcatgcg 
300 

attgccgccg gcaaggtcga catgatcggc atgacccgcg cccacatgac cgatccgcat 
360 

atcgtccgca agatcatgga aaaacaggag gaggacatcc gcccctgcgt cggcgccaat 
420 

tattgtcttg atcgcattta tcaaggcggc ctcgccttct gcattcacaa tgcggcaacc 
480 

ggc 

483 

<210> 2020 

<211> 161 

<212> PRT 

<213> Homo sapiens 

<400> 2020 

Arg Val Gly Asp Asp Phe He Leu Gly Val Arg Tyr Thr Ala Asp Glu 

15 10 15 

Cys Leu Glu Asn Gly Thr Gly Lys Ala Glu Gly He Glu He Ser Arg 

20 25 30 

Arg Leu Lys Glu Ser Gly Leu He Asp Tyr Leu Asn Val He Arg Gly 
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His 


lie 


Asp Thr 


Asp Pro 


Gly Leu 


Thr 


Asp Val He Pro He 


Gin 


Glv 




50 






55 




60 




Ala 


Met 


Ala 


Ser Ala 


Pro His 


Leu Asp 


Phe 


Ala Gly Glu He Arg 


Ala 


65 






70 






75 




60 


Thr 


Ser 


Phe Pro 


Val Phe 


His Ala 


Ala 


Lys He Gin Asp Val 


Ala 


Thr 








85 






90 


95 




Ala 


Arg 


His Ala 


He Ala Ala Gly Lys 


Val Asp Met He Gly Met 


Thr 




100 






105 


110 






Arg 


Ala 


His Met 


Thr Asp 


Pro His 


lie 


Val Arg Lys He Met 


Glu 


Lys 




115 




120 




125 






Gin 


Glu 


Glu Asp 


He Arg 


Pro Cys 


Val 


Gly Ala Asn Tyr Cys 


Leu 


Asp 




130 






135 




140 






Arg 


He 


Tyr Gin Gly Gly 


Leu Ala 


Phe 


Cys He His Asn Ala 


Ala 


Thr 


14 5 






150 






155 




160 


Gly 



















<210> 2021 
<211> 797 
<212> DNA 

<213> Homo sapiens 
<400> 2021 

ngaattcggt cactggctta actcggagca cagcttcacc acgacccatg acaaggaagg 
60 

gtttctcctg agaagggcca gcaagtgtgt ttaaggacat cctccctcct gtccctgcag 
120 

ccctcctccc tcagtactcg cgagactacg aaaacacgtg ctgaaatgga cacccgctcc 
180 

gggagccagt gttccgtcac cccagaagcc atactcaata atgaaaagct ggtcttgccg 
240 

ccccgcatct ccagagtgaa cggctggtcg ttacccctgc actacttcca ggtggtgacc 
300 

tgggctgtct tcgtgggcct ttcctcggcc accttcggga tcttcattcc cttcctgcct 
360 

cacgcgtgga aatacatcgc ctatgtggta tccttttcat cgtggcatgg tctaagcggg 
420 

aggggttcct ggaggaccct gcgatggacc tggctgtggg gtctgggcca tggctgcccg 
480 

gtggcaccag tcacctgtcc tgggccagac tatgtccccc gagcctgcag gtgggcccag 
540 

tggcccctta tggttttggc cagccccggt taagggtcag gccaggccag cgttggctga 
600 

gggagttccg gagagggaat ctgtcaggag ggacagcagc cccctggcgt ggcgcaggac 
660 

ccgccctgct ggcagccttc cgctaaaatc cctgcgcagc attttgcaca tggccagccc 
720 

ctttctcctt gcccctggtg ccaaggagga acagcgccat gccccgcagg tcggcagcct 
780 

gcgtttccat gccaagc 
797 

<210> 2022 
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<211> 135 
<212> PRT 

<213> Homo sapiens 
<400> 2022 

Met Asp Thr Arg Ser Gly Ser Gin Cys Ser Val Thr Pro Glu Ala lie 

15 10 15 

Leu Asn Asn Glu Lys Leu Val Leu Pro Pro Arg lie Ser Arg Val Asn 

20 25 30 

Gly Trp Ser Leu Pro Leu His Tyr Phe Gin Val Val Thr Trp Ala Val 

35 40 45 

Phe Val Gly Leu Ser Ser Ala Thr Phe Gly He Phe He Pro Phe Leu 

50 55 60 

Pro His Ala Trp Lys Tyr He Ala Tyr Val Val Ser Phe Ser Ser Trp 
65 70 75 80 

His Gly Leu Ser Gly Arg Gly Ser Trp Arg Thr Leu Arg Trp Thr Trp 

85 90 95 

Leu Trp Gly Leu Gly His Gly Cys Pro Val Ala Pro Val Thr Cys Pro 

100 105 110 

Gly Pro Asp Tyr Val Pro Arg Ala Cys Arg Trp Ala Gin Trp Pro Leu 

115 120 125 

Met Val Leu Ala Ser Pro Gly 
130 135 

<210> 2023 

<211> 462 

<212> DNA 

<213> Homo sapiens 

<400> 2023 

naatctccga cgatccctgc cgacgtgctc gccggtgctc tcaagcaggc taaggaggct 
60 

cgcaccgcga tccttgaggt gatgaacgag gccatcgatt ctcccgatga aatggccccg 
120 

actgctccgc gcatcattac cgtccacatc ccagtggaca agatcggtga ggtcatcggc 
180 

cccaagggca agatgattaa ccagattcag gacgacactg gcgccaatat ctctattgag 
240 

gacgatggca cgattttcat cggggctgat aacggagatt cggccgagtc tgcccgttcg 
300 

atgatcaacg cgatcgctaa cccacagatg cccgaggtcg gtgagcgtta cctcggcacc 
360 

gtcgtcaaga cgacgagctt tggcgctttc gtctctctgc tgcccggcaa ggatggtctg 
420 

ttgcacatct ccaagatgcg tgaccttaac gacggtaaac gc 
462 

<210> 2024 

<211> 154 

<212> PRT 

<213> Homo sapiens 

<400> 2024 

Xaa Ser Pro Thr He Pro Ala Asp Val Leu Ala Gly Ala Leu Lys Gin 
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1 

Ala Lys Glu Ala 
20 

Asp Ser Pro Asp 
35 

His He Pro Val 
50 

Met He Asn Gin 
65 

Asp Asp Gly Thr 

Ser Ala Arg Ser 
100 

Val Gly Glu Arg 
115 

Ala Phe Val Ser 
130 

Lys Met Arg Asp 
145 

<210> 2025 
<211> 872 
<212> DNA 
<213> Homo sapi< 



5 

Arg Thr Ala He 

Glu Met Ala Pro 
40 

Asp Lys lie Gly 
55 

He Gin Asp Asp 
70 

He Phe He Gly 
85 

Met He Asn Ala 

Tyr Leu Gly Thr 
120 

Leu Leu Pro Gly 
135 

Leu Asn Asp Gly 
150 



10 

Leu Glu Val Met 
25 

Thr Ala Pro Arg 

Glu Val He Gly 
60 

Thr Gly Ala Asn 
75 

Ala Asp Asn Gly 
90 

He Ala Asn Pro 
105 

Val Val Lys Thr 

Lys Asp Gly Leu 
140 

Lys Arg 



15 

Asn Glu Ala He 
30 

He He Thr Val 
45 

Pro Lys Gly Lys 

He Ser He Glu 
80 

Asp Ser Ala Glu 
95 

Gin Met Pro Glu 
110 

Thr Ser Phe Gly 
125 

Leu His He Ser 



<400> 2025 

cgtggtaacg atttacagga aagaacagct ggaactcgtg ctgggataac caggtacaag 
60 

tgctctctgc agagaataag tgcacacagg ttggtgtctt ctgaccgaga gccctcctga 
120 

agggaggtct gtacctcctc cctcatctca ttttacacaa ggcgacaggt cagaggccag 
180 

ggtgggacga gagcgaggga gcactgtctc tggcagcagc acttgccact ccacaatgtg 
240 

gagaccagaa cggcacccca gagagcacgg gggaaatggc tcatctttaa aacaatggca 
300 

gaagaaatcc agccaaggtc acttttcctg tgtgagcatg tttaaggcca gagagtggct 
360 

acttctctgc ctcctgcagc tccctcagtg tggcttggag gagttggcga agcttccaga 
420 

acacgctgga ggctgctctc cgggtgttcc cactggggac cccagggtct gcacattcct 
480 

gcaccgcctc ctgtaactgc agctgaagct ggaaagagac cgcagagctc ttgagaggcg 
540 

cggaaaacca atggcgaaat attttgtcac agatgacctg caggttgttg tttacgcgct 
600 

gcgctccgca tttgttgact cgtaaatcac atcttgaaaa acagtcaaag aaattgcagt 
660 

cttcatcccc tgtgcagttt tgctcaagga tttccctcat tttaggttca aaaaaggcca 
720 

tgtccacatc aatagccacc actgtgaagt cgctccggat ggcaaagttt tccggcttga 
780 

tgtcgcagag gtggaggcgg tgggtacagt ccctgtcgaa atggttcccc atgtccaaga 
840 
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agctgagtgc gaggcccctg atggccctgg cc 
872 

<210> 2026 
<211> 157 
<212> PRT 

<213> Homo sapiens 
<400> 2026 

Met Gly Asn His Phe Asp Arg Asp Cys Thr His Arg Leu His Leu Cys 

15 10 15 

Asp lie Lys Pro Glu Asn Phe Ala lie Arg Ser Asp Phe Thr Val Val 

20 25 30 

Ala lie Asp Val Asp Met Ala Phe Phe Glu Pro Lys Met Arg Glu lie 

35 40 45 

Leu Glu Gin Asn Cys Thr Gly Asp Glu Asp Cys Asn Phe Phe Asp Cys 

50 55 60 

Phe Ser Arg Cys Asp Leu Arg Val Asn Lys Cys Gly Ala Gin Arg Val 
65 70 75 80 

Asn Asn Asn Leu Gin Val lie Cys Asp Lys lie Phe Arg His Trp Phe 

85 90 95 

Ser Ala Pro Leu Lys Ser Ser Ala Val Ser Phe Gin Leu Gin Leu Gin 

100 105 110 

Leu Gin Glu Ala Val Gin Glu Cys Ala Asp Pro Gly Val Pro Ser Gly 

115 120 125 

Asn Thr Arg Arg Ala Ala Ser Ser Val Phe Trp Lys Leu Arg Gin Leu 

130 135 140 

Leu Gin Ala Thr Leu Arg Glu Leu Gin Glu Ala Glu Lys 
145 150 155 

<210> 2027 
<211> 721 
<212> DNA 

<213> Homo sapiens 
<400> 2027 

tgtacaatga cagaccaagt ataaggcttt ggttgagaga ccagctttta aatattgaaa 
60 

gacaaatata gtgtaaaagg cgcaatggaa tttgtatagt gaaggagatt ctctagtccc 
120 

agggttgtaa tgtcacttct gtctaattca ttacagaatt acagaatcaa atcatgttag 
18 0 

ccctagaaga aactgcagat cattttgttc aatcttctca ttatatagga aaggaaattt 
240 

gagggccagt gcaatggttt gccaaggtca cacaactagt tagtggaagg atccaggcat 
300 

tctaattcct ttctttcact aatacatttg gactgctcta cagaattact tctgtctgat 
360 

actatccact ttgaagagta gctagcatat agtagccatt tacttttggc tcaattaaaa 
420 

gcaaacattt ttgggacaaa atcaggcttt cctgattact tcttagataa cagagcccac 
480 

acagtattaa aacatgcagc ctttctttat gcaaaaagat tgaatatgga gccacttgaa 
540 
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tcttaaactt cagtctgcag ctataaccaa tatcatcaga agttatacac aattggcaaa 



600 

agaatagctt attctgccca aatacttgtc cagtcactag gatcatttca cttttttgaa 
660 

taccatttgc tttggggagg gaagcattgc cagaccgtga attcattatt acctctgatc 

720 

a 

721 

<210> 2028 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 2028 

Met Asn Ser Arg Ser Gly Asn Thr Ser Leu Pro Lys Ala Asn Gly He 

15 10 15 

Gin Lys Ser Glu Met He Leu Val Thr Gly Gin Val Phe Gly Gin Asn 

20 25 30 

Lys Leu Phe Phe Cys Gin Leu Cys He Thr Ser Asp Asp He Gly Tyr 

35 40 45 

Ser Cys Arg Leu Lys Phe Lys He Gin Val Ala Pro Tyr Ser He Phe 

50 55 60 

Leu His Lys Glu Arg Leu His Val Leu He Leu Cys Gly Leu Cys Tyr 
65 70 75 80 

Leu Arg Ser Asn Gin Glu Ser Leu He Leu Ser Gin Lys Cys Leu Leu 

85 90 95 

Leu He Glu Pro Lys Val Asn Gly Tyr Tyr Met Leu Ala Thr Leu Gin 
100 105 HO 

Ser Gly 



<210> 2029 

<211> 8028 

<212> DNA 

<213> Homo sapiens 

<400> 2029 

ngggagtcca tggtgattgg accagaagcc cgcgacggcg ggcggggatt ggctgcgcgc 
60 

tgggtcaggg aagcctggga aggggcggag gaaggagact agagcaggaa gagcagcggc 
120 

gaggcggcgg tggtggctga gtccgtggtg gcagaggcga aggcgacagc tctaggggtt 
180 

ggcaccggcc ccgagaggag gatgcgggtc cggatagggc tgacgctgct gctgtgtgcg 
240 

gtgctgctga gcttggcctc ggcgtcctcg gatgaagaag gcagccagga tgaatcctta 
300 

gattccaaga ctactttgac atcagatgag tcagtaaagg accatactac tgcaggcaga 
360 

gtagttgctg gtcaaatatt tcttgattca gaagaatctg aattagaatc ctctattcaa 
420 

gaagaggaag acagcctcaa gagccaagag ggggaaagtg tcacagaaga tatcagcttt 
480 
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ctagagtctc 


caaatccaga 


540 




gctttgaccg 


ccattgaagg 


600 




ctagataagg 


agtatgatga 


660 




gctacaacct 


atgactacaa 


720 




gctgctaaga 


gacggcagat 


780 




cttaatggaa 


gcaataagaa 


840 




gcaagcatga 


accataccaa 


900 




tacttgccac 


agaatatcca 


960 




tctcccaagg 


gacagactgc 


1020 




agtcaggcaa 


aggctcttgt 


1080 




cacatggttt 


tgggttacag 


1140 




gccctgactc 


actatcgtct 


1200 




ggctcagtag 


tacagagaat 


1260 




ggaatgctag 


aagaagattt 


1320 




caagcacagg 


ttggtcttgg 


1380 




catcagagag 


catttgacta 


1440 




gcctttttgg 


gaaagatgta 


1500 




gctctccact 


actttaagaa 


1560 




ggaatggcct 


acctctatgg 


1620 




ttccagaaag 


ctgctgaaca 


1680 




tataatggca 


ttggagtcaa 


1740 




tctcagggag 


gccatatctt 


1800 




ggcgtgatgc 


gatcatgtca 


1860 




cgttggtctg 


aaaggcttat 


1920 




gcagtgatcc 


agtacctcct 


1980 




gcctttattc 


ttgatcagag 


2040 




gctttgctac 


attggaacag 


2100 





aaacaaggac tatgaagagc 
cacagcacat ggggagccct 
atgtacatca gatgggaggg 
agcagatgaa aagtggggct 
gcaggaagca gaaatgatgt 
aagccaaaaa agagaagcat 
agccctggag agagtgtcat 
ggcagcgaga gagatgtttg 
tcttggcttt ctgtatgcct 
atattataca tttggagctc 
atactgggct ggcatcggcg 
tgttgccaat catgttgcta 
acggctgcct gatgaagtgg 
gattcaatat taccagttcc 
acaactgcac ctgcacggag 
cttcaattta gcagcaaatg 
ttcggaagga agtgacattg 
agctgctgac atgggcaacc 
gagaggagtt caagttaatt 
aggctgggtg gatgggcagc 
gagagattat aaacaggcct 
ggctttctat aacctagctc 
cactgcagtg gagttgttta 
gactgcctat aacagctata 
cctggctgaa cagggctatg 
agaagcaagc attgtaggtg 
ggccgcctct caaggctata 



caaagaaagt 


acggaaacca 


gccacttccc 


ttttcttttc 


aagatggcag 


actgtggtgt 


tttgtgaaac 


tgaagaagag 


atcaaactgg 


aatgaaaatc 


atcggtatct 


ccaaaaggca 


atgctctttt 


atttggtgat 


agaagctgac 


tgaggaaggc 


ctggacttgg 


tgttaattca 


ttgggggcaa 


tctaatagcc 


tcctccagag 


ttgtgaatct 


gtgatatctc 


gctaacagga 


aaaatccagg 


aatgaacagt 


tagctgaaaa 


aggtgatgta 


ggcgtggagt 


agaacagaat 


ctggcaattc 


acatgccatg 


tacctcagag 


taatgagaca 


cagttggaca 


gagtgggctt 


atgatctagc 


ccttaagtat 


tacagcttgg 


ttccatgtac 


tgaagtattt 


taatttagct 


agatgcatgc 


cagtggcacc 


agaatgtatg 


tgaacgaggc 


aagatggcga 


ttacaatgct 


aagtggcaca 


aagcaatgca 


agaatgaaac 


ttatcccaga 


ctgtggctag 


aattaagctc 
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ggagactacc atttctatgg gtttggcacc gatgtagatt atgaaactgc atttattcat 
2160 

taccgtctgg cttctgagca gcaacacagt gcacaagcta tgtttaatct gggatatatg 
2220 

catgagaaag gactgggcat taaacaggat attcaccttg cgaaacgttt ttatgacatg 
2280 

gcagctgaag ccagcccaga tgcacaagtt ccagtcttcc tagccctctg caaattgggc 
2340 

gtcgtctatt tcttgcagta catacgggaa acaaacattc gagatatgtt cacccaactt 
2400 

gatatggacc agcttttggg acctgagtgg gacctttacc tcatgaccat cattgcgctg 
2460 

ctgttgggaa cagtcatagc ttacaggcaa aggcagcacc aagacatgcc tgcacccagg 
2520 

cctccagggc cacggccagc tccaccccag caggaggggc caccagagca gcagccacca 
2580 

cagtaatagg cactgggtcc agccttgatc agtgacagcg aaggaagtta tctgctggga 
2640 

acacttgcat ttgatttagg accttggatc agtggtcacc tcccagaaga ggcacggcac 
2700 

aaggaagcat cgaattccta aagctgctta gaatctgatg cctttatttt cagggataag 
2760 

taactcttac ctaaactgag ctgaatgttt gtctcagtgc catatggaat aacaactttc 
2820 

agtggctttt ttttttcttt tctggaaaca tatgtgagac actcagagta atgtctactg 
2880 

tatccagcta tctttcttgg atccttttgg tcattatttc agtgtgcata agttcttaat 
2940 

gtcaaccatc tttaaggtat tgtgcatcga cactaaaaac tgatcagtgt aaaaaggaaa 
3000 

acccagttgc aagtttaaac gtgttcgaaa gtctgaaaat agaacttgcc ttttaagtta 
3060 

aaaaaaaaaa aaaagctatc ttgaaaatgt tttggaactg cgataactga gaaacttctt 
3120 

accagtccac atgcaattaa acatattcag catatttgtt attttaaaag ggagggttgg 
3180 

gaggtttctt attggtgatt gtcacacggt ataccatact cctctccttc aaagaatgaa 
3240 

aggccttgtt aaggagtttt ttgtgagctt tacttctttg gaatggaata tacttatgca 
3300 

aaaccttgtg aactgactcc ttgcactaac gcgagtttgc cccacctact ctgtaatttg 
3360 

cttgtttgtt ttgaatataa cagagccttg atccagaagc cagaggatgg actaagtggg 
3420 

agaaattaga aaacaaaacg aactctggtt ggggtactac gatcacagac acagacatac 
3480 

ttttcccaaa gttgaagcat ttgttcccag gatttatttt actttgcatt tttttttgca 
3540 

caaagaacac atcaccttcc tgaattcttt aaatatgaaa tatcattgcc agggtatggc 
3600 

ttacagtgac tactattata atactaaaac tcagagaatc aaagatggat taaactcagt 
3660 

ggttgatgaa agccaaaacc tgtttgtact gttctatact atccaggtat ctttttattt 
37 20 
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ctgatagttt tatattataa tagaaagcca gccactgctt agctatcata gtcaccattt 
3780 

tctcactgtt aacattagga aaatcaaggc tactatgcct caggattgtc tggttaaata 
3840 

gtatgggaaa aaaactgaag agtttcaaca taattacaca cgtgaaataa ttacagctta 
3900 

aactgaattt gtatttcatt ttattgtcag atggtggtgt tcaccagcct gtatcttgtc 
3960 

tgagactgca ttcgtatctg agcaggtttt ctatgcctac tgatgtcagt atgtttatac 
4020 

taaccttcat gcttttttcc cagaatccct catctgccag aaaacttgaa aagtttattg 
4080 

cttgtagagt tgtactgctt tgatttttga agttggggta gtagttagaa ctagatttaa 
4140 

ctagtctata atgaacatga aggcttttat atatgaagtt gtataccttt ttgtgtttag 
4200 

agaattatgg gaaacctggt aagcaaaact ttcctcccag ataattgctt ccaaattcga 
4260 

agagttagtc accaagagag ccatatgtat gaaagcgtat ctgtgaaagg taggaaactt 
4320 

acccccccta agtgtaatgt tgctttaggc aactcttgta aatagtgaga cttgtttggt 
4380 

ctcttacatg tagagatttg agtgcagttg gtacagtact ttggtgtctc caccactgtc 
4440 

ccttctcccc gcttcaaaat aagtgtaatc cacggtagca gccacacttc cttcagaagg 
4 500 

aactgttata atttatttaa aagttgaaaa accacccaag atgactacca actttcactt 
4S60 

tttttcttct gccatccacc ctcatttttc ctttagcaag atttttatat ctaactttcc 
4620 

ttccctccat tgagtacgtg ctttgagaaa acatttctta aaacagtgtg tgccacctaa 
4680 

9gccggatgg gaaagtgcag tcttgttgtt catataaaaa acacacttct tattagttta 
4740 

cccacttgcc tttttctatt gttaatgttc tgaatttcct tttcttggct tgtttctact 
4800 

tcattttaac cctgggtcac ttgctgccag cagtttgtga atggtgtctt tcaaataact 
4860 

tagttcttac ggcttcactt aaagactgtc tcaaaaatac ttcgctctct tcttcttttt 
4920 

tgttcatggg acatggtacc taagcaaata ggagttgggt ttggtttttc tcctaaaata 
4980 

atgctcaata cttacctaat caaatggcat ccatttgaat aaaatgacaa taactaaagc 
5040 

tagttaatgt cagtgacatt aaactaactc caggattcag gagttttaat gttagaattt 
5100 

agatttaaca gatagagtgt ggcttcattt gtccatggta gcccatctct cctaagacct 
5160 

tttctagtct gtcttcctgc cttcgaactt gatgacagta aaaccctgtt tagtattctc 
5220 

ttgtgcattt ggtttgttgg ttagccgact gtcttgaaac tattcatttt gcttctagtt 
5280 

ttattttaca gaggtagcat tggtgggttt tttttttttt ttctgtctct gtgtttgaag 
5340 
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tttcagtttc tgttttctag gtaaggctta 
5400 

agtaaatcaa agatgacttc ttttcaaaat 
5460 

gatgaattta taaattatta atcttgatac 
5520 

ttaattttta ccttacatgt gagagtctta 
5580 

ggaagctttg gaaacccctg ccagtgatct 
5640 

cgttgatgcc tccaggaaac ttaagtattt 
5700 

ttttgctttg tctttctctc ccttctttta 
S760 

tggaagtatg catgcaggcc tataaatgaa 
5820 

tattaatgtc taactacata cgcaaaaact 
5880 

catgcacatt tcaaaacaag atgtgtcatg 
S940 

agggctatat ttcagtgaca gctgatattt 
6000 

tgtattacac attattatga ctagaagtat 
6060 

ctattttcat gcaaatattt ttcatcagtc 
6120 

actcctgaat gcctgaggca cgatctggat 
6180 

ctctccaccc acttggtatt tcaagaaaat 
6240 

atgttaaagt gactgcacaa gtaaaagtcc 
6300 

ttatgtgcag ggaatcatct cacatgctgt 
6360 

cactattctc tttgatcaga aaataaactc 
6420 

tgtaaccact ataaatatgt agaagaggaa 
6480 

aggaacacca tggtagactc tttttgtaaa 
6540 

aaggttggtg aagtgtaata taattgtgta 
6600 

aatcgttttg tactgtatct tgaaacttgt 
6660 

tatgctgtaa tataccacaa ccaagcaccc 
6720 

aatccaattt tttaatgttt tttggaaatt 
6780 

aatttgaact tatctttcat tttaaactcc 
6840 

gccccaggga gaacatgaat ttgctaagaa 
6900 

tcttgaagca gccttgatat gtagtaagcg 
6960 



tttttgatta gcagtcaatg gcaaagaaaa 
gcatggccct tttattgcac ttttaactca 
taaggatttg ttactttttt gcatattagg 
ccactaagcc attctgtctc tgtactgttg 
ggcgatgatc tgatgattta tttaaagagc 
tattaatata tatataggaa ttttttttta 
tcctcatgtt cattcttcaa accagtgttt 
aaacacaatt ctttatgtgt atagcatgtg 
tcctttacag aggttcggac taacatttca 
aaaacagccc ctttacctgc caagacaagc 
gttttgaaag tgaatctcat aatatatata 
gtaagaaatg atcagaacaa aagaaaattt 
atcactctca aatataagtt aaaatataac 
tttaaatgtg tggtattcat tgaaaagaag 
ttaaaacgat cccaaggaaa gatgatttgt 
aatgttgtgt gcatgaaaag gattccttgg 
ttttcctatt tggtttgaga aacaggctga 
ataaaactca taatgttgat ataatcaaga 
gttttaaaag accttaagct ggcattgtga 
tgtattttgt atttaatgaa atgcagtata 
aacaaatcct gttaatagag agatgtacag 
gaaataaaga ttccacctct ggttatcctg 
tttccagaca gacttttttt aagctgaatg 
cagaagcttc tgaaaacatt cacttgtggc 
tgaaattcag atttttacaa gtccaatatt 
atgttatctt ttaaatctct gatatctttg 
tgattcactt tagcctgact ataatattat 
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ttatctaaag 
7020 


tttgtttatg 


cattgccttg 


tcccaggaat 


tttttaagag 


gacttgcaga 


gacacgtacc 
7080 


acacagtaac 


atttagacta 


aatatgctct 


gagtaaagga 


gaaatgaaaa 


aatattaaat 
7140 


caagagtgaa 


catgtacaca 


aagtgcaatt 


ggaagtgggc 


tacaaattta 


gcccccagct 
7200 


tcccagcagg 


caactcaaag 


aggtaactga 


ggtaaaatgt 


tccagctcag 


aagcattgga 
7260 


tcttggataa 


aaagcctaca 


tgatgcaaac 


tgtggcaact 


gagatgtcag 


atctcaagat 
7320 


ctcaaattgt 


acttgtggga 


gcacagtcag 


tgaccccaga 


tgaccttgac 


tgacctaaaa 
7380 


gttgtggggg 


aagtcggatg 


tcagagcctt 


aacaccagca 


ggtgaccatc 


caacctgggg 
7440 


caatgcctgc 


ctgttcacca 


cttagcctct 


ttctggcaag 


tcattagaat 


gtcctccatc 
7500 


ttcattggct 


gcaacttgat 


gagctacagc 


ctctttccta 


acttccttta 


tgatgctagt 
7S60 


ttaggttggt 


tataccagct 


tggaagtatg 


cttagattaa 


gttacagcag 


atacacaaat 


tagatgcaag 


taaaaaaaat 


cagaatttct 


gtagtagaaa 


ctacgaaaaa 


taaaaaggaa 
7680 


agttttcact 


ttttgggtat 


ttttttacga 


ataagaaaaa 


gtgagcgtta 


atcagttcaa 
7740 


aaggaggtac 


tgctgtgtaa 


tgggctttgt 


acgttccttc 


tcatgtcact 


tacgtcacta 
7800 


cttcgccatc 


aaattgaaca 


agcttttaat 


tagatcctga 


aaattcacta 


tgctagtagt 
7860 


ttattggtag 


tattatattt 


tgagtagaac 


tctgattttc 


cctagaggcc 


aaattctttt 
7920 


tatctgggtt 


aatttctttt 


aaacataaca 


atgttaatgc 


tgaattgtat 


attaaatccc 
7980 


atttctaaaa 


accacacaat 


tttttctcat 


gtaagttgag 


tggaatgtgg 


ttagttaact 
6028 


gaatttggaa 


tgttcatata 


aataatttgt 


tgctgctc 





<210> 2030 

<211> 794 

<212> PRT 

<213> Homo sapiens 

<400> 2030 

Met Arg Val Arg lie Gly Leu Thr Leu Leu Leu Cys Ala Val Leu Leu 

1 5 10 15 

Ser Leu Ala Ser Ala Ser Ser Asp Glu Glu Gly Ser Gin Asp Glu Ser 

20 25 30 

Leu Asp Ser Lys Thr Thr Leu Thr Ser Asp Glu Ser Val Lys Asp His 

35 40 45 

Thr Thr Ala Gly Arg Val Val Ala Gly Gin He Phe Leu Asp Ser Glu 

50 55 60 

Glu Ser Glu Leu Glu Ser Ser He Gin Glu Glu Glu Asp Ser Leu Lys 
65 70 75 80 

Ser Gin Glu Gly Glu Ser Val Thr Glu Asp lie Ser Phe Leu Glu Ser 
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85 90 95 

Pro Asn Pro Glu Asn Lys Asp Tyr Glu Glu Pro Lys Lys Val Arg Lys 

100 105 110 

Pro Ala Leu Thr Ala He Glu Gly Thr Ala His Gly Glu Pro Cys His 

115 120 12S 

Phe Pro Phe Leu Phe Leu Asp Lys Glu Tyr Asp Glu Cys Thr Ser Asp 

130 135 140 

Gly Arg Glu Asp Gly Arg Leu Trp Cys Ala Thr Thr Tyr Asp Tyr Lys 
145 150 155 160 

Ala Asp Glu Lys Trp Gly Phe Cys Glu Thr Glu Glu Glu Ala Ala Lys 

165 170 175 

Arg Arg Gin Met Gin Glu Ala Glu Met Met Tyr Gin Thr Gly Met Lys 

180 185 190 

He Leu Asn Gly Ser Asn Lys Lys Ser Gin Lys Arg Glu Ala Tyr Arg 

195 200 205 

Tyr Leu Gin Lys Ala Ala Ser Met Asn His Thr Lys Ala Leu Glu Arg 

210 215 . 220 

Val Ser Tyr Ala Leu Leu Phe Gly Asp Tyr Leu Pro Gin Asn He Gin 
225 230 235 240 

Ala Ala Arg Glu Met Phe Glu Lys Leu Thr Glu Glu Gly Ser Pro Lys 

245 250 255 

Gly Gin Thr Ala Leu Gly Phe Leu Tyr Ala Ser Gly Leu Gly Val Asn 

260 265 270 

Ser Ser Gin Ala Lys Ala Leu Val Tyr Tyr Thr Phe Gly Ala Leu Gly 

275 280 285 

Gly Asn Leu He Ala His Met Val Leu Gly Tyr Arg Tyr Trp Ala Gly 

290 295 300 

He Gly Val Leu Gin Ser Cys Glu Ser Ala Leu Thr His Tyr Arg Leu 
305 310 315 320 

Val Ala Asn His Val Ala Ser Asp He Ser Leu Thr Gly Gly Ser Val 

325 330 335 

Val Gin Arg He Arg Leu Pro Asp Glu Val Glu Asn Pro Gly Met Asn 

340 345 350 

Ser Gly Met Leu Glu Glu Asp Leu lie Gin Tyr Tyr Gin Phe Leu Ala 

355 360 365 

Glu Lys Gly Asp Val Gin Ala Gin Val Gly Leu Gly Gin Leu His Leu 

370 375 380 

His Gly Gly Arg Gly Val Glu Gin Asn His Gin Arg Ala Phe Asp Tyr 
385 390 395 400 

Phe Asn Leu Ala Ala Asn Ala Gly Asn Ser His Ala Met Ala Phe Leu 

405 410 415 

Gly Lys Met Tyr Ser Glu Gly Ser Asp He Val Pro Gin Ser Asn Glu 

420 425 430 

Thr Ala Leu His Tyr Phe Lys Lys Ala Ala Asp Met Gly Asn Pro Val 

435 440 445 

Gly Gin Ser Gly Leu Gly Met Ala Tyr Leu Tyr Gly Arg Gly Val Gin 

4S0 455 460 

Val Asn Tyr Asp Leu Ala Leu Lys Tyr Phe Gin Lys Ala Ala Glu Gin 
46S 470 475 480 

Gly Trp Val Asp Gly Gin Leu Gin Leu Gly Ser Met Tyr Tyr Asn Gly 

485 490 495 

He Gly Val Lys Arg Asp Tyr Lys Gin Ala Leu Lys Tyr Phe Asn Leu 

500 505 510 

Ala Ser Gin Gly Gly His He Leu Ala Phe Tyr Asn Leu Ala Gin Met 
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515 




520 






S25 








His Ala 


Ser 


Gly Thr Gly Val 


Met 


Arg Ser 


Cys His 


Thr 


Ala 


Val 


Glu 


530 




535 






540 










Leu Phe 


Lys 


Asn Val Cys Glu 


Arg Gly Arg 


Trp Ser 


Glu 


Arg 


Leu 


Met 


545 




550 






555 








560 


Thr Ala 


Tyr 


Asn Ser Tyr Lys 


Asp Gly Asp 


Tyr Asn 


Ala 


Ala 


Val 


He 






565 




570 








575 




Gin Tyr 


Leu 


Leu Leu Ala Glu 


Gin Gly Tyr 


Glu Val 


Ala 


Gin 


Ser 


Asn 






580 




CDC 






590 






Ala Ala 


Phe 


lie Leu Asp Gin 


Arg 


Glu Ala 


Ser He 


Val 


Glv 


Glu 


Asn 




595 




600 






60S 








Glu Thr 


Tyr 


Pro Arg Ala Leu 


Leu 


His Trp 


Asn Arg Ala 


Ala 


Ser 


Gin 


610 




615 






620 










Gly Tyr 


Thr 


Val Ala Arg lie 


Lys 


Leu Gly 


Asp Tyr 


His 


Phe 


Tvr 


Glv 


625 




630 






635 








64 0 


Phe Gly 


Thr 


Asp Val Asp Tyr 


Glu 


Thr Ala 


Phe lie 


His 


Tyr 


Arg 


Leu 






645 




650 












Ala Ser 


Glu 


Gin Gin His Ser 


Ala 


Gin Ala 


Met Phe 


Asn 


Leu 


Gly 


Tyr 






660 




665 






670 






Met His 


Glu 


Lys Gly Leu Gly 


lie 


Lys Gin 


Asp He 


His 




Ala 


Lys 




675 




680 






685 








Arg Phe 


Tyr 


Asp Met Ala Ala 


Glu 


Ala Ser 


Pro Asp 


Ala 


Gin 


Val 


Pro 


690 




695 






700 










Val Phe 


Leu 


Ala Leu Cys Lys 


Leu 


Gly Val 


Val Tyr 


Phe 


Leu 


Gin 


Tyr 


705 




710 






715 








720 


lie Arg 


Glu 


Thr Asn lie Arg 


Asp 


Met Phe 


Thr Gin 


Leu 


Asp 


Met 


Asp 






725 




730 








735 




Gin Leu 


Leu 


Gly Pro Glu Trp 


Asp 


Leu Tyr 


Leu Met 


Thr 


lie 


He 


Ala 






740 




745 






750 






Leu Leu 


Leu 


Gly Thr Val He 


Ala 


Tyr Arg 


Gin Arg Gin 


His 


Gin 


Asp 




755 




760 






765 








Met Pro 


Ala 


Pro Arg Pro Pro 


Gly Pro Arg 


Pro Ala 


Pro 


Pro 


Gin 


Gin 


770 




775 






780 










Glu Gly 


Pro 


Pro Glu Gin Gin 


Pro 


Pro Gin 













785 790 



<210> 2031 
<211> 662 
<212> DNA 

<213> Homo sapiens 
<400> 2031 

atcatcgaaa gcagcgcccg ccagcaggat tcgatttctc gccaactgac ccagcagttc 
60 

atcagccaat ggcaggcggc tcacccggcg gatcagatca ccgtgcgtga cgtggcgctg 
120 

aaccccgtgc cgcacctgga cacgcatctg ctcggcggct ggatgaaacc tgccgaacag 
180 

cgcagcgcga tcgaacaggc ttccctggac cgctccaatc aattgaccga cgaattgctc 
240 

gccgccgAcg tgctggtgat ggctgcaccg atgtacaact tcgctatccc cagcaccctc 
300 

aaagcctggc tggaccacgt gttgcgtgcc ggtgtgacct tcaagtacac cgccaccggc 
360 
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ccccagggat tgctgcacgg caagcgcgcg attgtgctga ccgctcgcgg cggcattcat 
420 

accggcgcca gctccgatca ccaggaaccg tacctgcgcc aggtcatggc ctttatcggg 
480 

attcatgacg tcacgttcat tcatgccgaa ggggtgaact tgagcggtga cttccaggaa 
540 

aaaggcctta accacgccaa ggcgttgctg gcgcaacttg tggcatgaac cgagtcaacg 
600 

gttaatcgtc acataatcgc cgggtgttta tatcgcttca cgcaaaccct tcaagtacgc 
660 

gt 

662 

<210> 2032 
<211> 195 
<212> PRT 

<213> Homo sapiens 



<400> 2032 



lie 


He 


Glu 


Ser 


Ser 


Ala 


Arg 


Gin 


Gin 


Asp 


Ser 


He 


Ser 


Arg 


Gin 


Leu 


l 








5 










10 










15 




Thr 


Gin 


Gin 


Phe 


He 


Ser Gin Trp Gin 


Ala 


Ala 


His 


Pro 


Ala 


Asp 


Gin 








20 










25 










30 






lie 


Thr 


Val 


Arg 


Asp 


Val 


Ala 


Leu 


Asn 


Pro 


val 


Pro 


His 


Leu 


Asp 


Thr 






35 










40 










45 








His 


Leu 


Leu 


Gly 


Gly 


Trp 


Met 


Lys 


Pro 


Ala 


Glu 


Gin 


Arg 


Ser 


Ala 


He 




50 










55 










60 










Glu 


Gin 


Ala 


Ser 


Leu 


Asp 


Arg 


Ser 


Asn 


Gin 


Leu 


Thr 


Asp 


Glu 


Leu 


Leu 


65 










70 










75 










80 


Ala 


Ala 


Asp 


Val 


Leu 


Val 


Met 


Ala 


Ala 


Pro 


Met 


Tyr 


Asn 


Phe 


Ala 


He 










85 










90 










95 




Pro 


Ser 


Thr 


Leu 


Lys 


Ala 


Trp 


Leu 


Asp 


His 


Val 


Leu 


Arg 


Ala 


Gly 


Val 








100 










105 










110 






Thr 


Phe 


Lys 


Tyr 


Thr 


Ala 


Thr 


Gly 


Pro 


Gin 


Gly Leu 


Leu 


His 


Gly 


Lys 






115 










120 










125 








Arg 


Ala 


He 


Val 


Leu 


Thr 


Ala 


Arg Gly 


Gly 


He 


His 


Thr 


Gly 


Ala 


Ser 




130 










135 










140 










Ser 


Asp 


His 


Gin 


Glu 


Pro 


Tyr 


Leu 


Arg 


Gin 


Val 


Met 


Ala 


Phe 


He 


Gly 


145 










150 










155 










160 


He 


His 


Asp 


Val 


Thr 


Phe 


He 


His 


Ala 


Glu 


Gly Val 


Asn 


Leu 


Ser 


Gly 










165 










170 










175 




Asp 


Phe 


Gin 


Glu 


Lys 


Gly Leu Asn His 


Ala 


Lys 


Ala 


Leu 


Leu 


Ala 


Gin 








180 










185 










190 







Leu Val Ala 
195 

<210> 2033 
<211> 380 
<212> DNA 

<213> Homo sapiens 
<400> 2033 

aaattttaaa acggtcatca tttaacaggc gaagctgtaa aacgcagtct tgaagaggga 
60 
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atgaaaaaaa gtgatttgtt aaaaggatca cttcctatca aatcaatcaa cgctcatgga 
120 

caaaaagtca caatcaatac taaagaaccc tatccagaat taaagcctga actcgcaagc 
180 

ccatttgctg ctatatacga cacaaaagct aaaaacaaag taactgatca acctgttggt 
240 

acgggtcctt atcaaattga cagttataaa cgttcgcaaa aaatcgtatt aaaacaattc 
300 

aaagactact ggcaaggtac gccaaaatta aaaagaatta atgtcactta tcatgaagat 
360 

ggtaatantc gtgttgatca 
380 

<210> 2034 

<211> 106 

<212> PRT 

<213> Homo sapiens 

<400> 2034 



Met Lys 


Lys 


Ser 


Asp Leu Leu 


Lys Gly 


Ser 


Leu 


Pro 


He 


Lys Ser 


He 


1 






5 




10 








15 




Asn Ala 


His 


Gly 
20 


Gin Lys Val 


Thr He 
25 


Asn 


Thr 


Lys 


Glu 


Pro Tyr 
30 


Pro 


Glu Leu 


Lys 


Ser 


Glu Leu Ala 


Ser Pro 


Phe 


Ala Ala 


He 


Tyr Asp 


Thr 




35 






40 








45 






Lys Ala 


Lys 


Asn 


Lys Val Thr 


Asp Gin 


Pro 


Val 


Gly Thr 


Gly Pro 


Tyr 


50 






55 








60 








Gin He 


Asp 


Ser 


Tyr Lys Arg 


Ser Gin 


Lys 


He 


Val 


Leu 


Lys Gin 


Phe 


65 






70 






75 








80 


Lys Asp 


Tyr 


Trp 


Gin Gly Thr 
85 


Pro Lys 


Leu 
90 


Lys 


Arg 


He 


Asn Val 
95 


Thr 


Tyr His 


Glu 


Asp 
100 


Gly Asn Xaa 


Arg Val 
105 


Asp 













<210> 2035 

<211> 495 

<212> DNA 

<213> Homo sapiens 

<400> 2035 

ngaattcctt tactgcttgc aacacaggcc caagctactc gcagccatga tacttcctgt 
60 

cttcacttct ttcatgtatg tatgtatgta tgtatgtatg tatgtatgta tgtatgtatg 
120 

tatgctntaa tgttcccctt tcatctcgca tgtctccact tctgctgcta ttgctgttac 
180 

ttgtgtgttg gtgcacctaa tggtgtccca tatttctctg atgctgtgtt catttttctt 
240 

gattctttct actgtctggt cttcagtttg cataatccat attgttctct ctactagttc 
300 

actggtgctt ttgcctgcca gctctaattt actgttatcc cctttagtga aattttttct 
360 

ttttttctct tctcattcca gttattatac agaactattc aacttcaaga tttgtggggt 
420 
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tttgttttgt tttgttttga gaccccatct caaaaaaaaa aaaaaccagc tttctcctca 
480 

acttggggga acctt 
495 

<210> 2036 
<211> 98 
<212> PRT 

<213> Homo sapiens 



<400> 2036 



Xaa lie 


Pro 


Leu 


Leu 


Leu 


Ala 


Thr 


Gin 


Ala 


Gin 


Ala 


Thr 


Arg 


Ser 


His 


1 






5 










10 










15 




Asp Thr 


Ser 


Cys 


Leu 


His 


Phe 


Phe 


His 


Val 


Cys 


Met 


Tyr 


Val 


Cys 


Met 




20 










25 










30 






Tyr Val 


Cys 


Met 


Tyr 


Val 


Cys 


Met 


Tyr 


Ala 


Xaa 


Met 


Phe 


Pro 


Phe 


His 




35 










40 










45 








Leu Ala 


Cys 


Leu 


His 


Phe 


Cys 


Cys 


Tyr 


Cys 


Cys 


Tyr 


Leu 


Cys 


Val 


Gly 


50 










55 










60 










Ala Pro 


Asn 


Gly 


Val 


Pro 


Tyr 


Phe 


Ser 


Asp 


Ala 


Val 


Phe 


He 


Phe 


Leu 


65 








70 










75 










80 


Asp Ser 


Phe 


Tyr 


Cys 


Leu 


Val 


Phe 


Ser 


Leu 


His 


Asn 


Pro 


Tyr Cys 


Ser 








85 










90 










95 





Leu Tyr 



<210> 2037 

<211> 327 

<212> DNA 

<213> Homo sapiens 

<400> 2037 

acgcgtgaag ggaaggggga gaccccggca gaaatggaga aatgggggcg cacacagacg 
60 

ggaagagtga ggttggagtg cctttcccgc gctcatcttc cgtccccact ccacgcccag 
120 

caaatccaaa caccgcggcc tctggtggcc cgggcttcca tttcccctgg aggggcaagg 
180 

gcgtttcctc ttccgcccaa ccggggcgct gagcggcggg aacagcggcg ggggctttgt 
240 

ggtcccgggg ggtccgagtg tgtgtcaggg gctggggcgg gggatgggcg cggcccctgg 
300 

gtatccctca cggtcctggt tcatgag 
327 

<210> 2038 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 2038 

Met Glu Lys Trp Gly Arg Thr Gin Thr Gly Arg Val Arg Leu Glu Cys 

15 10 IS 

Leu Ser Arg Ala His Leu Pro Ser Pro Leu His Ala Gin Gin He Gin 
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20 25 30 

Thr Pro Arg Pro Leu Val Ala Arg Ala Ser He Ser Pro Gly Gly Ala 

35 40 45 

Arg Ala Phe Pro Leu Pro Pro Asn Arg Gly Ala Glu Arg Arg Glu Gin 

50 55 60 

Arg Arg Gly Leu Cys Gly Pro Gly Gly Ser Glu Cys Val Ser Gly Ala 
65 70 75 80 

Gly Ala Gly Asp Gly Arg Gly Pro Trp Val Ser Leu Thr Val Leu Val 
85 90 95 

His Glu 



<210> 2039 

<211> 307 

<212> DNA 

<213> Homo sapiens 

<400> 2039 

accggtgatc cactctgcga aagcggccgc gagcgaagcg ttcttggtct tcttcgagat 
60 

cgcgatgtat tgcccggaaa acagcggctt gatgccgtca ttgagaggct ctgggccaac 
120 

accggtacgg gcatatgcct gggcggcatt cttttggatg ttgcgaagaa aggacgcatt 
180 

cggcgtgccg aaagccaggg atccttcacc gtagaccttg gaccgatgga ggcccccggc 
240 

aatcgagtcc ttcgaaattc ccccttggca tacatgtcgg ccatcgtcgt cagccagagt 
300 

aacgcgt 
307 



<210> 2040 

<211> 94 

<212> PRT 

<213> Homo sapiens 

<400> 2040 

Met Ala Asp Met Tyr Ala Lys Gly 

1 5 
Gly Ala Ser He Gly Pro Arg Ser 
20 

Ala Arg Arg Met Arg Pro Phe Phe 

35 40 
Arg His Met Pro Val Pro Val Leu 

50 55 
Ser Ser Arg Cys Phe Pro Gly Asn 
65 70 
Arg Thr Leu Arg Ser Arg Pro Leu 
85 



Glu 


Phe 


Arg 


Arg Thr 


Arg 


Leu 


Pro 




10 








15 




Thr 


Val 


Lys 


Asp Pro 


Trp 


Leu 


Ser 


25 








30 






Ala 


Thr 


Ser 


Lys Arg 


Met 


Pro 


Pro 








45 








Ala 


Gin 


Ser 


Leu Ser 


Met 


Thr 


Ala 








60 








Thr 


Ser 


Arg 


Ser Arg 


Arg 


Arg 


Pro 






75 








80 


Ser 


Gin 


Ser 


Gly Ser 


Pro 







90 



<210> 2041 

<211> 348 

<212> DNA 

<213> Homo sapiens 
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<400> 2041 

nnccggcgat gcagggattc gcccgcgatg cgctcgaacc cggcgcgggg ggcgttcctc 
60 

gccagcttcc tgccgttcgc cagacgcatc gccgaggcgg gggtgcgcaa ttcgctcgcc 
120 

cagctggtcg ccaagctgac cctgcccggc atgcccgaca tctaccaggg ctgcgagatg 
160 

tgggacctca gcctggtcga ccgggacaat cgccgccccg tcgactacga gacacgcgac 
240 

gcggccctgg ccggctgggt cgcgaccccg ccggaggaac gcgccgcggc gctgcgcacc 
300 

ctgctgacgg attggcgcag cggcgcggtc aagctggccg tgacgcgt 
348 

<210> 2042 

<211> 116 

<212> PRT 

<213> Homo sapiens 

<400> 2042 



Xaa Arg 


Arg Cys 


Arg Asp 


Ser 


Pro Ala Met 


Arg 


Ser 


Asn 


Pro Ala Arg 


1 




S 




10 










15 




Gly Ala 


Phe Leu 


Ala Ser 


Phe 


Leu Pro Phe 


Ala 


Arg 


Arg 


He 


Ala 


Glu 


20 






25 








30 






Ala Gly 


Val Arg 


Asn Ser 


Leu 


Ala Gin Leu 


Val 


Ala 


Lys 


Leu 


Thr 


Leu 


35 






40 






45 








Pro Gly 


Met Pro 


Asp lie 


Tyr 


Gin Gly Cys 


Glu 


Met 


Trp 


Asp 


Leu 


Ser 


50 






55 






60 










Leu Val 


Asp Arg 


Asp Asn 


Arg 


Arg Pro Val 


Asp 


Tyr 


Glu 


Thr 


Arg 


Asp 


65 


70 






75 










80 


Ala Ala 


Leu Ala 


Gly Trp 
85 


Val 


Ala Thr Pro 
90 


Pro 


Glu 


Glu 


Arg 


Ala 
95 


Ala 


Ala Leu 


Arg Thr 


Leu Leu Thr Asp Trp Arg Ser Gly Ala 


Val 


Lys 


Leu 




100 






105 








110 






Ala Val 


Thr Arg 
115 





















<210> 2043 
<211> 712 
<212> DNA 

<213> Homo sapiens 
<400> 2043 

gatctgacgg tctcgactaa gcctgaccat tccgaggtca ccgacgccga ccttgccgtc 
60 

gaagattcgg tgcgcagagc cctgtctcga atgcgctccc gggatgccgt ccacggcgag 
120 

gaacgtgccg ataccgggga tggaccccgc cggtggatca ttgatccgat cgacggcact 
180 

gcgaactttc tgcgtggggt cccagtgtgg gccaccctca ttgccctcag cgtcgaggac 
240 

cagattgtcg catctgtggt ctctgctcct gccctcaagc gacgctggtg ggcagcccgt 
300 
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ggctcaggag catggtcggg caaatccctg gcctcagcga caccgatcca cgtctcgaat 
360 

gtgcgcaatc ttgccgacgc attcttgtcc tactcttcgc tgcacggatg ggtcgagagc 
420 

ggacgagggc acgggttcgg tgaactcatg cggtcggtgt ggcggacccg agccttcggc 
4B0 

gatttctggt cttacatgat ggtggcagaa ggtgtcgtcg atgtggcatg cgagccggaa 
540 

ctcagcctgc acgacatggc cgccctcgac gctatcgtca ccgaggcggg cggtaagttc 
600 

accggtctcg atggcaaaga cggcccgtgg tctgggaatg ctctggcgtc gaatggtttc 
660 

cttcatgacc aggccctagc catggtccag cctcaggagt gagcaccgat eg 
712 

<210> 2044 
<211> 233 
<212> PRT 

<213> Homo sapiens 



<400> 2044 



Asp 


Leu 


Thr 


Val Ser Thr 


Lys 


Pro 


Asp His 


Ser Glu 


Val 


Thr 


Asp 


Ala 


1 






5 






10 








15 




Asp 


Leu 


Ala 


Val Glu Asp 


Ser 


Val 


Arg Arg 


Ala Leu 


Ser 


Arg 


Met 


Arg 








20 






25 






30 






Ser 


Arg 


Asp 


Ala Val His 


Gly 


Glu 


Glu Arg 


Ala Asp 


Thr 


Gly 


Asp 


Gly 






35 






40 






45 








Pro 


Arg 


Arg 


Trp He He 


Asp 


Pro 


He Asp 


Gly Thr 


Ala 


Asn 


Phe 


Leu 




50 






55 






60 










Arg 


Gly 


val 


Pro Val Trp 


Ala 


Thr 


Leu He 


Ala Leu 


Ser 


Val 


Glu 


Asp 


65 






70 








75 








80 


Gin 


He 


Val 


Ala Ser Val 


Val 


Ser 


Ala Pro 


Ala Leu 


Lys 


Arg 


Arg 


Trp 








85 






90 








95 




Trp 


Ala 


Ala 


Arg Gly Ser 


Gly 


Ala 


Trp Ser 


Gly Lys 


Ser 


Leu 


Ala 


Ser 








100 






105 






110 






Ala 


Thr 


Pro 


He His Val 


Ser 


Asn 


Val Arg 


Asn Leu 


Ala 


Asp 


Ala 


Phe 






115 






120 






125 








Leu 


Ser 


Tyr 


Ser Ser Leu 


His 


Gly 


Trp Val 


Glu Ser 


Gly 


Arg 


Gly 


His 




130 






135 






140 










Gly 


Phe 


Gly 


Glu Leu Met 


Arg 


Ser 


Val Trp 


Arg Thr 


Arg 


Ala 


Phe 


Gly 


145 






150 








155 








160 


Asp 


Phe 


Trp 


Ser Tyr Met 


Met 


Val 


Ala Glu 


Gly Val 


Val 


Asp 


Val 


Ala 








165 






170 








175 


• 


Cys 


Glu 


Pro 


Glu Leu Ser 


Leu 


His 


Asp Met 


Ala Ala 


Leu 


Asp 


Ala 


He 








180 






185 






190 






Val 


Thr 


Glu 


Ala Gly Gly 


Lys 


Phe 


Thr Gly 


Leu Asp 


Gly 


Lys 


Asp 


Gly 






195 






200 






205 








Pro 


Trp 


Ser 


Gly Asn Ala 


Leu 


Ala 


Ser Asn 


Gly Phe 


Leu 


His 


Asp 


Gin 




210 






215 






220 










Ala 


Leu 


Ala 


Met Val Gin 


Pro 


Gin 


Glu 













225 230 



<210> 2045 
<211> 406 
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<212> DNA 

<213> Homo sapiens 

<400> 2045 

nnttggacac cggcgactat gccgccaccg cacggatcaa tcgcggaccc agggcagggg 
60 

atgcgccgga tgggcgacgg tgatggaccg ggcgctggac ctgggcggtc gcttcgacga 
120 

cantacaggc tttggccgag gcgggttgga agaaaccggt caaccggtgg tttggccccg 
180 

catcaatgcc cagaaccaga agccttgcgc attcgtccca ggccgttcaa ggccgatggc 
240 

gagatcgtcg cgatgactgg cgacggtgtc aacgacgccc cctcgctcaa ggcggcccat 
300 

atcggtgtcg ccatggacaa acgcggcacc gacgtcgcgc gcgaggcttc cgccatggtc 
360 

ctgctcgagg atgattttgg atcgatcgtg cagtcggtcc ggctcg 
406 

<210> 2046 

<211> 135 

<212> PRT 

<213> Homo sapiens 

<400> 2046 



Xaa Trp 


Thr Pro Ala 


Thr Met 


Pro 


Pro 


Pro 


His 


Gly 


Ser 


He 


Ala Asp 


1 


5 








10 










15 


Pro Gly 


Gin Gly Met 


Arg Arg 


Met 


Gly 


Asp 


Gly 


Asp 


Gly 


Pro 


Gly Ala 


20 






25 










30 




Gly Pro 


Gly Arg Ser 


Leu Arg 


Arg 


Xaa 


Tyr 


Arg 


Leu 


Trp 


Pro 


Arg Arg 


35 




40 










45 






Val Gly 


Arg Asn Arg 


Ser Thr 


Gly 


Gly 


Leu 


Ala 


Pro 


His 


Gin 


Cys Pro 


50 




55 










60 






Asp Gly 


Glu Pro 


Glu Ala Leu 


Arg He 


Arg 


Pro 


Arg 


Pro 


Phe 


Lys 


Ala 


65 




70 








75 








80 


Glu He 


Val Ala Mec 


Thr Gly 


Asp 


Gly 


Val 


Asn 


Asp 


Ala 


Pro 


Ser Leu 




85 








90 










95 


Lys Ala 


Ala His He 


Gly Val 


Ala 


Met 


Asp 


Lys 


Arg 


Gly 


Thr 


Asp Val 


100 






105 










110 




Ala Arg 


Glu Ala Ser 


Ala Met 


Val 


Leu 


Leu Glu Asp 


Asp 


Phe 


Gly Ser 


115 




120 










125 






He Val 


Gin Ser Val 


Arg Leu 


















130 




135 



















<210> 2047 

<211> 796 

<212> DNA 

<213> Homo sapiens 

<400> 2047 

aagctttgga acgagacccc tgagctctgg gttcagcccc gaggaagccc agcaacagga 
60 

tgaggaattt gagaagaaga ttccaagtgt ggaagacagc cttggagagg gcagcaggga 
120 
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tgctggccgg ccaggagaga gaggatccgg gggcttgttc agtcctagca ctgcccacgt 
180 

gccggatggg gcactcgggc agagagacca gagcagctgg caaaacagtg atgctagcca 
240 

ggaggtggga gggcatcagg agagacagca ggcaggggct cagggccctg gcagtgctga 
300 

cctggaagat ggggagatgg gaaagcgagg ctgggtcggt gagtttagcc tcagtgttgg 
360 

cccccagcga gaggcagcat ttagcccagg gcagcaggac tggagccggg acttctgcat 
420 

cgaggccagt gagaggagct atcagtttgg catcattggc aacgacagag tgagtggtgc 
480 

tggctctagc ccttctagca agatggaagg tggtcacttt gtgcctcctg ggaagaccac 
540 

agctggctcg gtggactgga ctgaccagct gggtctcagg aacttggaag tgtccagctg 
600 

tgtgggttct gggggctcga gcgaggccag ggagagtgcc gtgggacaga tgggctggtc 
660 

aggtggcctg agcttgagag acatgaacct gaccggctgt ttggaaagtg gagggtctga 
720 

agagccgggg ggaatcggaa ttggggagaa ggactggact tctgatgtta atgtgaagag 
780 

caaagatttg gctgag 
796 

<210> 2048 
<211> 160 
<212> PRT 

<213> Homo sapiens 



<400> 2048 



Met 


Gly 


Lys Arg Gly Trp Val Gly Glu Phe 


Ser 


Leu 


Ser Val Gly Pro 


1 




5 10 






15 


Gin 


Arg 


Glu Ala Ala Phe Ser Pro Gly Gin 


Gin 


Asp 


Trp Ser Arg Asp 






20 25 






30 


Phe 


Cys 


He Glu Ala Ser Glu Arg Ser Tyr 


Gin 


Phe 


Gly He Tie Gly 






35 40 






45 


Asn 


Asp 


Arg Val Ser Gly Ala Gly Phe Ser 


Pro 


Ser 


Ser Lys Met Glu 




50 


55 




60 




Gly 


Gly 


His Phe Val Pro Pro Gly Lys Thr 


Thr 


Ala 


Gly Ser Val Asp 


65 


70 


75 




80 


Trp 


Thr 


Asp Gin Leu Gly Leu Arg Asn Leu 


Glu 


Val 


Ser Ser cys Val 






85 90 






95 


Gly 


Ser 


Gly Gly Ser Ser Glu Ala Arg Glu 


Ser 


Ala 


Val Gly Gin Met 






100 105 






110 


Gly 


Trp 


Ser Gly Gly Leu Ser Leu Arg Asp 


Met 


Asn 


Leu Thr Gly Cys 






115 120 






125 


Leu 


Glu 


Ser Gly Gly Ser Glu Glu Pro Gly 


Gly He 


Gly He Gly Glu 




130 


135 




140 




Lys 


Asp 


Trp Thr Ser Asp Val Asn Val Lys 


Ser 


Lys 


Asp Leu Ala Glu 


145 




150 


155 




160 



<210> 2049 
<211> 516 
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<212> DNA 

<213> Homo sapiens 



<400> 2049 

cgcgtcgctt acggtgcgct gaataccagc ctgctggcgc tggcggtcag cttcgcgtcg 
60 

ctgttcctcg ggatagtgtt cgggctgatg ccacgtctga tgtgcggggt gattgaactg 
120 

gccaacgctc ccccgccaat cgccctgggc ctgttagtag tcgccattag cggcccttca 
180 

gcctacggtg ccgcctgtgc ggtgatgttg gtcagttggg ctccgctggc cgcccattgt 
240 

gcttcgttgt tggcggaagc ccgcacgcag ccctatatcc gcatgttgcc ggtattgggc 
300 

gtcggccgat ggcgcacgct gacccactac ctgctgccgg cgctctctgc tcccctgctg 
360 

cgccacgcca tgttgcgtct gccgggcatt gcgctggcgc tggcggcctt gggttttttt 
420 

ggtcttgggc cgcagccacc cagtgcagaa tgggggctgg tgctggcgga aggcatgcct 
480 

tatctcgaac gggcgccctg gggagtcctg gcaccg 
516 



<210> 2050 

<211> 172 

<212> PRT 

<213> Homo sapiens 



<400> 2050 

Arg Val Ala Tyr Gly Ala Leu Asn Thr Ser Leu Leu Ala Leu Ala Val 

15 10 15 

Ser Phe Ala Ser Leu Phe Leu Gly lie Val Phe Gly Leu Met Pro Arg 

20 25 30 

Leu Met Cys Gly Val lie Glu Leu Ala Asn Ala Pro Pro Pro lie Ala 

35 40 45 

Leu Gly Leu Leu Val Val Ala He Ser Gly Pro Ser Ala Tyr Gly Ala 

SO 55 60 

Ala Cys Ala Val Met Leu Val Ser Trp Ala Pro Leu Ala Ala His Cys 
65 70 75 80 

Ala Ser Leu Leu Ala Glu Ala Arg Thr Gin Pro Tyr He Arg Met Leu 

85 90 95 

Pro Val Leu Gly Val Gly Arg Trp Arg Thr Leu Thr His Tyr Leu Leu 

100 105 110 

Pro Ala Leu Ser Ala Pro Leu Leu Arg His Ala Met Leu Arg Leu Pro 

115 120 125 

Gly He Ala Leu Ala Leu Ala Ala Leu Gly Phe Phe Gly Leu Gly Pro 

130 135 140 

Gin Pro Pro Ser Ala Glu Trp Gly Leu Val Leu Ala Glu Gly Met Pro 
145 150 155 160 

Tyr Leu Glu Arg Ala Pro Trp Gly Val Leu Ala Pro 
165 170 

<210> 2051 
<211> 411 
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<212> DNA 

<213> Homo sapiens 



<400> 2051 

gagcaaaact atcgttctac cggcaatatt ctgaaaagtg ccaaccaact tatttcgaat 
60 

aatagtgatc gtctcggtaa gaatttatgg accgacggtg aaatggggga gccagtaggt 
120 

atttatgcag catttaatga attagatgag gcaaaatttg tggcgtctca aatccaaaat 
180 

tgggtagatg atggtgggga attagatgat tgtgctgttt tatatcgtag taatagccaa 
240 

tctcgtgtta ttgaagaagc cttgattcgt tgccaaattc cttatcgaat ttatggcggg 
300 

atgcgattct tcgaacgcca agaaattaaa gatgcgttgg catatttacg tttaattaat 
360 

aatcgtcaag atgatgccgc atttgagcgt gtgattaata cgcctacgcg t 
411 



<210> 2052 

c211> 137 

<212> PRT 

<213> Homo sapiens 



<400> 2052 

Glu Gin Asn Tyr Arg Ser Thr Gly Asn He Leu Lys Ser Ala Asn Gin 

15 10 15 

Leu He Ser Asn Asn Ser Asp Arg Leu Gly Lys Asn Leu Trp Thr Asp 

20 2S 30 

Gly Glu Met Gly Glu Pro Val Gly He Tyr Ala Ala Phe Asn Glu Leu 

35 40 45 

Asp Glu Ala Lys Phe Val Ala Ser Gin He Gin Asn Trp Val Asp Asp 

SO 55 60 

Gly Gly Glu Leu Asp Asp Cys Ala Val Leu Tyr Arg Ser Asn Ser Gin 
65 70 75 80 

Ser Arg Val He Glu Glu Ala Leu He Arg Cys Gin He Pro Tyr Arg 

85 90 95 

He Tyr Gly Gly Met Arg Phe Phe Glu Arg Gin Glu He Lys Asp Ala 

100 105 110 

Leu Ala Tyr Leu Arg Leu He Asn Asn Arg Gin Asp Asp Ala Ala Phe 

115 120 125 

Glu Arg Val He Asn Thr Pro Thr Arg 
130 135 



<210> 2053 

<211> 287 

<212> DNA 

<213> Homo sapiens 



<400> 2053 

nccatggaag ccttcaatct tgtaagagaa agtgaacagc tgttttccat atgccaaatc 
60 

ccgctcctct gctggatcct gtgtaccagt ctgaagcaag agatgcagaa aggaaaagac 
120 
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ctggccctga cctgccagag cactacctct gtgtactcct ctttcgtctt taacctgttc 
180 

acacctgagg gtgccgaggg cccgactccg caaacccagc accagctgaa ggccctgtgc 
240 

tccctggctg cagagggtat gtggacagac acatttgagt tttgtga. 
287 

<210> 2054 

<211> 79 

<212> PRT 

<213> Homo sapiens 

<400> 2054 



He 


Cys 


Gin 


He 


Pro 


Leu Leu 


Cys 


Trp 


He 


Leu 


Cys 


Thr 


Ser 


Leu Lys 


1 






5 








10 










15 


Gin 


Glu 


Met 


Gin 


Lys 


Gly Lys 


Asp 


Leu 


Ala 


Leu 


Thr 


Cys 


Gin 


Ser Thr 








20 








25 










30 




Thr 


Ser 


Val 


Tyr 


Ser 


Ser Phe 


Val 


Phe 


Asn 


Leu 


Phe 


Thr 


Pro 


Glu Gly 






35 








40 










45 






Ala Glu Gly 


Pro 


Thr 


Pro Gin 


Thr 


Gin 


His 


Gin 


Leu 


Lys 


Ala 


Leu Cys 




50 








55 










60 








Ser 


Leu 


Ala 


Ala 


Glu Gly Met Trp 


Thr 


Asp 


Thr 


Phe 


Glu 


Phe 


Cys 



65 70 75 

<210> 205S 

<211> 298 

<212> DNA 

<213> Homo sapiens 

<400> 2055 

nnacgcgttg ttatgaacaa tgacggtgtc ctctaccccg atacctgcgt gggtactgat 
60 

tcccacacca ccatggaaaa tggtcttggc attctgggct ggggcgtcgg tggtattgaa 
120 

gccgaggctg ctatgcttgg ccagcccatc tccatgctta tcccccgtgt tgttggcttt 
180 

aaacttactg gccaaacaca gccgggtgtc accgctacag atgttgttct taccattact 
240 

gatatgcttc gccagcatgg tgtgggtgga aaattcgggg aattctatgg gggaagcg 
298 

<210> 2056 

<211> 99 

<212> PRT 

<213> Homo sapiens 

<400> 2056 

Xaa Arg Val Val Met Asn Asn Asp Gly Val Leu Tyr Pro Asp Thr Cys 

15 10 15 

Val Gly Thr Asp Ser His Thr Thr Met Glu Asn Gly Leu Gly He Leu 

20 25 30 

Gly Trp Gly Val Gly Gly He Glu Ala Glu Ala Ala Met Leu Gly Gin 

35 40 45 

Pro He Ser Met Leu He Pro Arg Val Val Gly Phe Lys Leu Thr Gly 
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SO 55 
Gin Thr Gin Pro Gly Val Thr Ala 
65 70 
Asp Met Leu Arg Gin His Gly Val 
85 

Gly Gly Ser 



60 

Thr Asp Val Val Leu Thr lie Thr 

75 80 
Gly Gly Lys Phe Gly Glu Phe Tyr 
90 9S 



<210> 2057 

<2X1> 569 

<212> DNA 

<213> Homo sapiens 

<400> 2057 

acgcgtcccg acagtaccga ctataacgga ggaaactatc aggaacggta taaaatttta 
60 

gcagaaattc gtaaggctct tgaagacgga gatcgccaaa aagccaaacg attagctgaa 
120 

caaaatctag ttggaccaaa caacgcccag tatggtcgtt atctagcctt tggtgatatc 
180 

ttcatggtct tcaataacca gaaaaagggg ctggatacag ttacagacta tcaccgtggt 
240 

ttggatatca cagaagccac tactacaact tcttacaccc aagatggaac gacctttaaa 
300 

agagaaacct tctcaagtta ccctgatgat gttactgtta ctcacttgac ccaaaaaggg 
360 

gacaaaaaac ttgattttac agtttggaat agcttaacag aagatttact tgctaacgga 
420 

gactactcag cggaatattc taactacaag agtggccatg ttacgacaga cccaaatggt 
480 

atcctactaa aaggtacagt caaagataat ggcctccagt tcgcatccta tctaggaatt 
540 

aaaacggacg gaaaagttac tgttcatga 
569 

<210> 2058 
<211> 128 
<212> PRT 

<213> Homo sapiens 



<400> 2058 



Met Val 


Phe 


Asn 


Asn 


Gin 


Lys 


Lys 


Gly 


Leu 


Asp 


Thr 


Val 


Thr 


Asp 


Tyr 


1 






5 










10 










15 




His Arg 


Gly 


Leu 


Asp 


He 


Thr 


Glu 


Ala 


Thr 


Thr 


Thr 


Thr 


Ser 


Tyr 


Thr 






20 










25 










30 






Gin Asp 


Gly 


Thr 


Thr 


Phe 


Lys 


Arg 


Glu 


Thr 


Phe 


Ser 


Ser 


Tyr 


Pro 


Asp 




35 










40 










45 








Asp Val 


Thr 


Val 


Thr 


His 


Leu 


Thr 


Gin 


Lys 


Gly 


Asp 


Lys 


Lys 


Leu 


Asp 


50 










55 










60 










Phe Thr 


Val 


Trp 


Asn 


Ser 


Leu 


Thr 


Glu 


Asp 


Leu 


Leu 


Ala 


Asn 


Gly 


Asp 


65 








70 










75 










80 


Tyr Ser 


Ala 


Glu 


Tyr 


Ser 


Asn 


Tyr 


Lys 


Ser 


Gly 


His 


Val 


Thr 


Thr 


Asp 








85 










90 










95 




Pro Asn 


Gly 


lie 


Leu 


Leu 


Lys 


Gly 


Thr 


Val 


Lys 


Asp 


Asn 


Gly 


Leu 


Gin 
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100 105 110 

Phe Ala Ser Tyr Leu Gly He Lys Thr Asp Gly Lys Val Thr Val His 
115 120 125 

<210> 2059 

<211> 644 

<212> DNA 

<213> Homo sapiens 

<400> 2059 

gaattcgtgc caccgtgcca atacttcgcc acgcaacaga gtgccgtcag cggattgggc 
60 

agcaatcgac ctgtaggact cagccatgat cgactgggca tcctcgtata gtcgcgatgc 
120 

cgcaaccgcc tgcgcttcca agcctgcagc gacgtaagag gccctctcac acactgaacc 
180 

gatcgctcca gacaacgtgg aagcgataac ctcgcgtcgc ttctgctgat tctgggccaa 
240 

gctcgacaag aagaaccgca gaggggcgac ggcctggtca gggagcgcac cttcagcgtt 
300 

cgtcttggtc tccgggacag caaaaagcgg ggaatcagcc aggccacgct ccgtcatgag 
360 

tcggccgagg tccgccggta cctctctcat ggcttccaca ggaacgcggt cacacaccac 
420 

cgcgatcgac gcgtgcctct cttgagcctc gttgaggaaa tcccacggca cagcgtcagc 
480 

gtagcgggct gctgaggtga caaagatcca cagatccgcg gcctggagca actgagccgc 
S40 

cagatcacga ttgcgggtca ccacagagtc gatgtccggg gcatcgagga tggccaaacc 
600 

tcgcggaatc cttgactccg cgacgagctg caaactcgac gcgt 
644 

<210> 2060 

<211> 130 

<212> PRT 

<213> Homo sapiens 



<400> 2060 



Met 


Arg 


Glu 


Val 


Pro 


Ala 


Asp 


Leu 


Gly 


Arg 


Leu 


Met 


Thr 


Glu 


Arg 


Gly 


1 








5 










10 










15 




Leu 


Ala 


Asp 


Ser 


Pro 


Leu 


Phe 


Ala 


Val 


Pro 


Glu 


Thr 


Lys 


Thr 


Asn 


Ala 








20 










25 










30 






Glu 


Gly 


Ala 


Leu 


Pro 


Asp 


Gin 


Ala 


Val 


Ala 


Pro 


Leu 


Arg 


Phe 


Phe 


Leu 






35 










40 










45 








Ser 


Ser 


Leu 


Ala 


Gin 


Asn 


Gin 


Gin 


Lys 


Arg 


Arg 


Glu 


Val 


He 


Ala 


Ser 




50 










55 










60 










Thr 


Leu 


Ser 


Gly 


Ala 


He 


Gly 


Ser 


Val 


Cys 


Glu 


Arg 


Ala 


Ser 


Tyr 


Val 


65 










70 










75 










80 


Ala 


Ala 


Gly 


Leu 


Glu 


Ala 


Gin 


Ala 


Val 


Ala 


Ala 


Ser 


Arg 


Leu 


Tyr 


Glu 










85 










90 










95 




Asp 


Ala 


Gin 


Ser 


He 


Met 


Ala 


Glu 


Ser 


Tyr 


Arg 


Ser 


He 


Ala 


Ala 


Gin 








100 










105 










110 






Ser 


Ala 


Asp 


Gly 


Thr 


Leu 


Leu 


Arg 


Gly 


Glu 


Val 


Leu 


Ala 


Arg 


Trp 


His 
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115 120 125 

Glu Phe 
130 

<210> 2061 

<211> 481 

<212> DNA 

<213> Homo sapiens 

<400> 2061 

gttaacctgg taaggagagc gacacaggaa ggtgcagggg ttgccatggt gtggccccag 
60 

atgctgtgat tacgcgccag ccccgtcaca ccgtacgggt ggtaggactg ggcaaagaag 
120 

acgccgccac ctggatgcac tgaggtgtgc acagccacgt ggagatgatg ctgggggctc 
180 

acggtgactc tcaggaggcc ctggcctggc ctatctggag ccttctctgt gaaatgaggc 
240 

tggtaacgcc cactagcagg gttgtagggg acatggatct gtggccacct cctcaagggt 
300 

tgccacacgc accaggtcct gactgggagt ccggccccca gggcctgtgg atggctggcc 
360 

tgggcccagc ctccgccccc aagggtgctg gcacctggca tgtgcccgac agttggggcc 
420 

ggctggtggg aaggtgtgtg tcaggtggcg gagcctcggt gccaggatct cactcacgcg 

480 

t 

481 

<210> 2062 

<211> 133 

<212> PRT 

<213> Homo sapiens 

<400> 2062 



Met 


Pro 


Gly 


Ala 


Ser 


Thr 


Leu 


Gly 


Gly 


Gly 


Gly Trp 


Ala 


Gin 


Ala 


Ser 


1 






5 










10 








15 




His 


Pro 


Gin 


Ala 
20 


Leu 


Gly 


Ala 


Gly 


Leu 
25 


Pro 


Val Arg 


Thr 


Trp 
30 


Cys 


Val 


Trp 


Gin 


Pro 
35 


Leu 


Arg 


Arg 


Trp 


Pro 
40 


Gin 


He 


His Val 


Pro 
45 


Tyr 


Asn 


Pro 


Ala 


Ser 
SO 


Gly 


Arg 


Tyr 


Gin 


Pro 
55 


His 


Phe 


Thr 


Glu Lys 
60 


Ala 


Pro 


Asp 


Arg 


Pro 


Gly 


Gin 


Gly 


Leu 


Leu 


Arg 


Val 


Thr 


Val 


Ser Pro 


Gin 


His 


His 


Leu 


65 










70 










75 








80 


His 


Val 


Ala 


Val 


His 
85 


Thr 


Ser 


Val 


His 


Pro 
90 


Gly Gly 


Gly 


Val 


Phe 
95 


Phe 


Ala 


Gin 


Ser 


Tyr 
100 


His 


Pro 


Tyr 


Gly 


Val 
105 


Thr 


Gly Leu 


Ala 


Arg 
110 


Asn 


His 


Ser 


He 


Trp 
115 


Gly 


His 


Thr 


Met 


Ala 
120 


Thr 


Pro 


Ala Pro 


Ser 
125 


Cys 


Val 


Ala 


Leu 


Leu 


Thr 


Arg 


Leu 























130 
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<210> 2063 
<211> 419 
<212> DNA 

<213> Homo sapiens 
<400> 2063 

gccggcgccg tcgagcgcgt gcctttcaat atcgaggccc aagacatggC gctgctcatc 
60 

gcggacacca atgccccgca catgctttcc gacggccaat acgcctcccg ccggggcatc 
120 

atcgacgccg tccaatctgc cgccggttgc tccatccgcg agatctcgaa tgcggtggac 
180 

tttgccgcca ccgtcaatcc cgccgaggcg gaactctatc gccgccgcgt gcaccacgtg 
240 

gtggaagaaa ccaaccggac cctagatgcc gctaccgcgc tggcatcttc cgatctagat 
300 

acattccggc ggcttatgcg cgagagccac atctccctgc gcgaccttta tgaggtcacc 
360 

actccggagc tcgactccgt ttttaccgcg gccggcgagc tgggcgctcg catgannnn 
419 

<210> 2064 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 2064 



Ala Gly 


Ala 


Val 


Glu 


Arg 


Val 


Pro 


Phe 


Asn 


He 


Glu 


Ala 


Gin 


Asp 


Met 


1 






5 










10 










15 




Val Leu 


Leu 


lie 


Ala 


Asp 


Thr 


Asn 


Ala 


Pro 


His 


Met 


Leu 


Ser 


Asp 


Gly 






20 










25 










30 






Gin Tyr 


Ala 


Ser 


Arg 


Arg 


Gly 


He 


He 


Asp 


Ala 


Val 


Gin 


Ser 


Ala 


Ala 




35 










40 










45 








Gly Cys 


Ser 


He 


Arg 


Glu 


He 


Ser 


Asn 


Ala 


Val 


Asp 


Phe 


Ala 


Ala 


Thr 


50 










55 










60 










Val Asn 


Pro 


Ala 


Glu 


Ala 


Glu 


Leu 


Tyr 


Arg 


Arg 


Arg 


Val 


His 


His 


Val 


65 








70 










75 










80 


Val Glu 


Glu 


Thr 


Asn 


Arg 


Thr 


Leu 


Asp 


Ala 


Ala 


Thr 


Ala 


Leu 


Ala 


Ser 








85 










90 










95 




Ser Asp 


Leu 


Asp 


Thr 


Phe 


Arg 


Arg 


Leu 


Met 


Arg 


Glu 


Ser 


His 


He 


Ser 






100 










105 










110 






Leu Arg 


Asp 


Leu 


Tyr Glu 


Val 


Thr 


Thr 


Pro 


Glu 


Leu 


Asp 


Ser 


Val 


Phe 




115 










120 










125 








Thr Ala 


Ala 


Gly 


Glu 


Leu 


Gly 


Ala 


Arg 


Met 


Xaa 













130 135 



<210> 2065 

<211> 598 

<212> DNA 

c213> Homo sapiens 

<400> 2065 

gccggcgcta tggcctctct gctcgccgac gccgccgatg cccttcccgg cgcaaaggtg 
60 
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cgcgcgaccg ttactggatc 
120 

attcaggagg tcatagctga 
180 

cttctcgaac tcggtggtga 
240 

cgcatgaatg gttcgtgtgc 
300 

ctgcacaccg acactcccgg 
360 

atcgcctcgc gctgtggtgt 
420 

gcccgccacg aggatctggc 
480 

ggcctggcat gtggtcgccc 
540 

tttatgccaa gtttgcgaga 
598 



ggcgggattg ggaaccgcag 
gacggccgcc gtccaacgtt 
ggatgccaag atcacctacc 
tggtggcacc ggtgccttca 
cctcaatgac ctcgcatccc 
ttttgccaag tccgaccttc 
tgcctcggtc ctgcaggctg 
gattcgaggt aaggtcatct 
cgctttctcg cgcgtcctcg 



aggcatcggg ccttactttc 
ggaatcccga cgccgacgtg 
ttaagccggt ccccgaacag 
tcgaccagat ggctaccctg 
gagccaagac catccatccg 
agcccctcat taacgaggga 
tcgccactca gtgcattgcc 
tccttggcgg tccgcttcac 
acggtaaggt tgacgcgt 



<210> 2066 

<211> 199 

<212> PRT 

<213> Homo sapiens 



<400> 2066 



Ala Gly 


Ala Met Ala Ser Leu 


Leu 


Ala 


Asp Ala 


Ala Asp Ala 


Leu 


Pro 


1 


5 






10 




IS 




Gly Ala 


Lys Val Arg Ala Thr 


Val 


Thr 


Gly Ser 


Ala Gly Leu 


Gly 


Thr 




20 




25 




30 






Ala Glu 


Ala Leu Gly Leu Thr 


Phe 


He 


Gin Glu 


Val He Ala 


Glu 


Thr 




35 


40 






45 






Ala Ala 


Val Gin Arg Trp Asn 


Pro 


Asp 


Ala Asp 


Val Leu Leu 


Glu 


Leu 


50 


55 








60 






Gly Gly 


Glu Asp Ala Lys lie 


Thr 


Tyr 


Leu Lys 


Pro Val Pro 


Glu 


Gin 


65 


70 






75 






80 


Arg Met 


Asn Gly Ser Cys Ala 


Gly Gly 


Thr Gly 


Ala Phe He 


Asp 


Gin 




85 






90 




95 




Met Ala 


Thr Leu Leu His Thr 


Asp 


Thr 


Pro Gly 


Leu Asn Asp 


Leu 


Ala 




100 




105 




110 






Ser Arg 


Ala Lys Thr He His 


Pro 


He 


Ala Ser 


Arg Cys Gly 


Val 


Phe 




115 


120 






125 






Ala Lys 


Ser Asp Leu Gin Pro 


Leu 


He 


Asn Glu 


Gly Ala Arg 


His 


Glu 


130 


135 








140 






Asp Leu 


Ala Ala Ser Val Leu 


Gin 


Ala 


Val Ala 


Thr Gin Cys 


He 


Ala 


145 


150 






155 






160 


Gly Leu 


Ala Cys Gly Arg Pro 


He 


Arg 


Gly Lys 


Val He Phe 


Leu 


Gly 




165 






170 




17S 




Gly Pro 


Leu His Phe Met Pro 


Ser 


Leu 


Arg Asp 


Ala Phe Ser 


Arg 


val 




180 




185 




190 







Leu Asp Gly Lys Val Asp Ala 
195 



<210> 2067 
<211> 366 
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<212> DNA 

<213> Homo sapiens 
<400> 2067 

ttccagcaga tgctgcaaac ctggacccgc agcggcacgc tgcaggaggc cgtggccaac 
60 

aagatcgccg aatggctgga tgccgacctg caacagtggg acatttcccg cgatgcaccg 
120 

tacttcggtt tcgagatccc gggcgagcca ggcaagtatt tctacgtgtg gctggacgcg 
180 

ccgatcggct acatggccag tttcaagaac ctgtgcgacc gcacgccgga gctggacttc 
240 

gatgctttct gggccaagga ctccaccgcc gagctgtacc atttcatcgg caaggacatc 
300 

gtcaacttcc acgccctgtt ctggccggcg atgctcgaag gctcgggcta ccgtaaaccg 
360 

accggt 
366 

<210> 2068 
<211> 122 
<212> PRT 

<213> Homo sapiens 
<400> 2068 



Phe Gin 


Gin Met 


Leu Gin Thr Trp 


Thr 


Arg Ser Gly Thr 


Leu Gin Glu 


1 




5 








10 


15 


Ala val 


Ala Asn 


Lys 


He Ala 


Glu 


Trp 


Leu Asp Ala Asp 


Leu Gin Gin 




20 








25 




30 


Trp Asp 


He Ser 


Arg 


Asp Ala 


Pro 


Tyr 


Phe Gly Phe Glu 


He Pro Gly 




35 






40 




45 




Glu Pro 


Gly Lys 


Tyr 


Phe Tyr 


Val 


Trp 


Leu Asp Ala Pro 


He Gly Tyr 


50 






55 






60 




Met Ala 


Ser Phe 


Lys 


Asn Leu 


Cys 


Asp 


Arg Thr Pro Glu 


Leu Asp Phe 


65 






70 






75 


80 


Asp Ala 


Phe Trp 


Ala 


Lys Asp 


Ser 


Thr 


Ala Glu Leu Tyr 


His Phe He 




85 








90 


95 


Gly Lys 


Asp He 


Val 


Asn Phe 


His 


Ala 


Leu Phe Trp Pro 


Ala Met Leu 


100 








105 




110 


Glu Gly 


Ser Gly 


Tyr Arg Lys 


Pro 


Thr 


Gly 






115 






120 









<210> 2069 
<211> 280 
<212> DNA 

<213> Homo sapiens 
<400> 2069 

cctagagagg atggnggaga ctgtgcgtgt gcagggtgtt ccggaacctt ccctgggatg 
60 

catggggcct cgccgcaggc catctctcca gacctgggct caccctgccc ctgtgctgtt 
120 

gcctttggct ggaattccac cccagccttc ttgcctcaag aacgcccttc ccccttcaga 
180 
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tctcatgggc acaggccccg tcttcctaaa cggggtcaga gcccccagta atcatgacaa 
240 

agaccctctc ctcgatcaag ctttggtcaa gctcctaccc 
280 

<210> 2070 
<211> 90 
<212> PRT 
<213> Homo sapiens 

<400> 2070 

Met Val Glu Thr Val Arg Val Gin Gly Val 

15 10 
Cys Met Gly Pro Arg Arg Arg Pro Ser Leu 

20 25 
Ala Pro Val Leu Leu Pro Leu Ala Gly He 

35 40 
Leu Lys Asn Ala Leu Pro Pro Ser Asp Leu 

50 55 
Phe Leu Asn Gly Val Arg Ala Pro Ser Asn 
65 70 

Leu Asp Gin Ala Leu Val Lys Leu Leu Pro 
85 90 

<210> 2071 
<211> 399 
<212> DNA 
<213> Homo sapiens 

<400> 2071 

acgcgtgtcc agcagactta gaaagcaggt tcctcttgtc atacagcacg ttaacatagc 
60 

tgacgaggcc tgggtgtctt catcagtact gtgatgactc tttcaccttt gacttcagat 
120 

gctggcgctt tttacttttt gtgccaaact ctacacatga aacacttttg gaataactac 
180 

agacatgact ttctttatct ggggaaaagg agggcattaa accagattag gggctgggag 
240 

gggaggttgt caggggatga gctgctcctg aggaagaggc agagatcaag cttcactcag 
300 

cagctggatt ctcacctagt ttatagactg aaatcctgca aggtggttac aacagtgaac 
360 

aatatgttca tacataaaga ctctaccctc aggtgatca 
399 

<210> 2072 

<211> 100 

<212> PRT 

<213> Homo sapiens 

<400> 2072 

Met Thr Leu Ser Pro Leu Thr Ser Asp Ala Gly Ala Phe Tyr Phe Leu 

15 10 15 

Cys Gin Thr Leu His Met Lys His Phe Trp Asn Asn Tyr Arg His Asp 



Pro Glu Pro Ser Leu Gly 
15 

Gin Thr Trp Ala His Pro 
30 

Pro Pro Gin Pro Ser Cys 
45 

Met Gly Thr Gly Pro Val 
60 

His Asp Lys Asp Pro Leu 
75 80 
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20 25 30 

Phe Leu Tyr Leu Gly Lys Arg Arg Ala Leu Asn Gin He Arg Gly Trp 

35 40 45 

Glu Gly Arg Leu Ser Gly Asp Glu Leu Leu Leu Arg Lys Arg Gin Arg 

50 55 60 

Ser Ser Phe Thr Gin Gin Leu Asp Ser His Leu Val Tyr Arg Leu Lys 
65 70 75 80 

Ser Cys Lys Val Val Thr Thr Val Asn Asn Met Phe He His Lys Asp 
85 90 95 

Ser Thr Leu Arg 
100 

<210> 2073 
<211> 339 
<212> DNA 

<213> Homo sapiens 
<400> 2073 

ggatccactt ctgtgccttt ccagcttcta gaggctgcct gcgttccttg gctcgtggcc 
60 

ccttcctcca ccttcaagcc agcagcggag gcctgagtcc ttctcatgcc atctctctgt 
120 

tctctctcct gcctcctcct ccacactgaa ggacccctgt gatcacactg gcccccccac 
180 

cggatgaccc aggataatcc atctccctgt ttgaaggtcg gctgattagc aaccttcatt 
240 

ccatctgcct ccttcattcc ccctggccat gtaatgggat tcacagcttc tggggattag 
300 

gacatggaca tcttgtggcg ggggcataat tctgtcgac 
339 

<210> 2074 
<211> 85 
<212> PRT 

<213> Homo sapiens 
<400> 2074 



Met Lys Glu Ala 


Asp 


Gly Met Lys 


Val 


Ala 


Asn Gin Pro 


Thr Phe Lys 


1 


5 






10 




15 


Gin Gly Asp Gly 


Leu 


Ser Trp Val 


He 


Arg 


Trp Gly Gly Gin Cys Asp 


20 






25 






30 


His Arg Gly Pro 


Ser 


Val Trp Arg 


Arg 


Arg 


Gin Glu Arg 


Glu Gin Arg 


35 




40 






45 




Asp Gly Met Arg 


Arg 


Thr Gin Ala 


Ser 


Ala 


Ala Gly Leu 


Lys Val Glu 


50 




55 






60 




Glu Gly Ala Thr 


Ser 


Gin Gly Thr Gin Ala 


Ala Ser Arg 


Ser Trp Lys 


65 




70 






75 


80 


Gly Thr Glu Val 


Asp 
85 













<210> 2075 

<211> 481 

<212> DNA 

<213> Homo sapiens 
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<400> 2075 

ntggccaggt tgacctcaaa ggtgtacatt gttttatgtg gcgacaatgg actgtcagaa 
60 

accaaggagc tctcctgtcc agagaagtcc ctgtttgaaa ggaattccag acacaccttt 
120 

atcctgagcg ctcctgccca actgggcctg ctgaggaaga tccgcctctg gcacgacagc 
180 

cgtgggcctt ccccaggctg gttcatcagc cacgtgatgg tgaaggagct gcacacggga 
240 

cagggctggt tcttccctgc ccagtgctgg ctgtctgccg gcaggcatga tggtcgcgtg 
300 

gagcgggagc tcacctgtct gcaaggggga ctcggcctct ggaagctttt ctattgcaag 
360 

ttcacagagt acctggagga tttccatgtc tggctgtcgg tgtacagcag gccctcctcc 
420 

agccgctacc tgcacacgcc gcgccccacc gtgtccttct ccctgctgtg cgtctacgcg 

480 

t 

481 

<210> 2076 
<211> 160 
<212> PRT 

<213> Homo sapiens 



<400> 2076 



Xaa Ala 


Arg Leu 


Thr 


Ser 


Lys 


Val 


Tyr 


He 


Val 


Leu 


Cys 


Gly 


Asp 


Asn 


l 




5 










10 










15 




Gly Leu 


Ser Glu 


Thr 


Lys 


Glu 


Leu 


Ser 


Cys 


Pro 


Glu 


Lys 


Ser 


Leu 


Phe 




20 










25 










30 






Glu Arg 


Asn Ser 


Arg 


His 


Thr 


Phe 


He 


Leu 


Ser 


Ala 


Pro 


Ala 


Gin 


Leu 




35 








40 










45 








Gly Leu 


Leu Arg 


Lys 


He 


Arg 


Leu 


Trp 


His 


Asp 


Ser 


Arg 


Gly 


Pro 


Ser 


50 








55 










60 










Pro Gly 


Trp Phe 


lie 


Ser 


His 


Val 


Met 


Val 


Lys 


Glu 


Leu 


His 


Thr 


Gly 


65 






70 










75 










80 


Gin Gly 


Trp Phe 


Phe 


Pro 


Ala 


Gin 


Cys 


Trp 


Leu 


Ser 


Ala 


Gly 


Arg 


His 






85 










90 










95 




Asp Gly 


Arg Val Glu 


Arg 


Glu 


Leu 


Thr 


Cys 


Leu 


Gin 


Gly 


Gly 


Leu 


Gly 




100 










105 










110 






Phe Trp 


Lys Leu 


Phe 


Tyr 


Cys 


Lys 


Phe 


Thr 


Glu 


Tyr 


Leu 


Glu 


Asp 


Phe 




115 








120 










125 








His Val 


Trp Leu 


Ser 


val 


Tyr 


Ser 


Arg 


Pro 


Ser 


Ser 


Ser 


Arg 


Tyr 


Leu 


130 








135 










140 










His Thr 


Pro Arg 


Pro 


Thr 


Val 


Ser 


Phe 


Ser 


Leu 


Leu 


Cys 


Val 


Tyr 


Ala 


145 






150 










155 










160 



<210> 2077 

<211> 1410 

<212> DNA 

<213> Homo sapiens 

<400> 2077 
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ncagagtgtt ttgagctatc tggtatccca aatgatgtga atactttcag aaaccaatgg 
60 

caaattgaac ccaactgttt gcgaattcgg cacgagtaaa gatctttttt ttttttttgt 
120 

ttttcttttt tttttctttt ttttgctttc taaagtggct ttaatatcac acaagcggct 
180 

ctttggtcta cagtgagaga aaacagaggg agccaggaaa ggctccccgc tggcctctgg 
240 

agtccaggag ccttaggaag gctgaaacaa gccctgacca gcaggcttag ttgtcctgag 
300 

aagagccagt gaggccacct ggtccagttc accaggtttc ccagggaagc acaggcatct 
360 

ctgggtcccc gagcacagtg ccagggaaga cacccccaat ccccatctga acaggccgag 
420 

ggcagcatgg gaaaggctca gactgcaggt tcatcccgca ggatggtaag gacacgtgct 
480 

cctccctcgc aagagcaggc ttgtgcacag cccggcacag ggccagccag ggcggcccct 
540 

gcggctgtgc agcgcttacc agggggagga gttcagccat caggaccttt tccaagtgga 
600 

tctgctggtc cagcacagcc actcgcagct tgagggccgc cagggtctgc agctcctggg 
660 

tgctggagta gacaagcagc tgggnnggct ccatgcaggc tccgctctac ccccacagga 
720 

cggcgaggct ccggggggcc tnnccccaca gacatggtct tggtggctgt tccgccaccg 
780 

ctgcacgcag ctcctgcagc ctgtgcagac actggcccac catggcctgc agcccctcca 
840 

gcgtgagcag gcagcggtac tcctgcatcc agtccatggg ggctgctgag agctcctccc 
900 

tcatgcgcag tctcagcagc gagcaggcct tccgcaggcg ccccgcctcc gcctccacct 
960 

ccacagcact gagcctgggc tggggcccgc ctgaagctgt ctgcatgttc tggaggaact 
1020 

gggttttggc agcggcggca tccgtggaat cactggtctg tgtggaactg agctgggccc 
1080 

acaggctcga gttctgggaa gctgctttcc tgaatgccgc aggcagccgc agcaggtgcc 
1140 

ccttctcctt gagtgtgaag gcttctgggg cctgaggagc agcggatggg. gccatttgct 
1200 

ggtccctgag gcccgcccca ggcctggggg ttcgggctcc catcccaaca cgggtcccat 
1260 

cccccactga cagcagccgg cgctcagggt ggcccttggc aggcaccgtg gtctggcgga 
1320 

ggcccttggt gggtctcgtg tctgaagcat ggccaccagc ttggcctggg gaatgcggtg 
1380 

gggcggaggc tgtcgtgcca gaagaggtga 
1410 

<210> 2078 
<211> 106 
<212> PRT 

<213> Homo sapiens 
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<400> 2078 

Gly His Leu Val Gin Phe Thr Arg Phe Pro Arg Glu Ala Gin Ala Ser 

15 10 15 

Leu Gly Pro Arg Ala Gin Cys Gin Gly Arg His Pro Gin Ser Pro Ser 

20 25 30 

Glu Gin Ala Glu Gly Ser Met Gly Lys Ala Gin Thr Ala Gly Ser Ser 

35 40 45 

Arg Arg Met Val Arg Thr Arg Ala Pro Pro Ser Gin Glu Gin Ala Cys 

50 55 60 

Ala Gin Pro Gly Thr Gly Pro Ala Arg Ala Ala Pro Ala Ala Val Gin 
65 70 75 80 

Arg Leu Pro Gly Gly Gly Val Gin Pro Ser Gly Pro Phe Pro Ser Gly 

85 90 9S 

Ser Ala Gly Pro Ala Gin Pro Leu Ala Ala 
100 105 

<210> 2079 

<211> 565 

<212> DNA 

<213> Homo sapiens 

<400> 2079 

atttacctcg caaccgaccc tgatcgtgaa ggtgaaagca tcagctggca catccagcag 
60 

gtactggcgg tcaaatccta caaacgcatt accttcaacg agatcactct caagcgcgtt 
120 

gaagaggcac tggccaatcc tcgacaaatc gatctgaaca gagttgcctc acaggaatgc 
180 

cggcgtgtgc ttgaccgctt ggtggggtac ctggtgaccc aagagttgcg gcgcctgatg 
240 

ggcaaaccta cttccgctgg ccgcgttcaa tcacccgccg tgtttcttgt ggtcttgcgc 
300 

gaacgcgaga tccgcaactt tcaggtgatc aatcactttg gcgtgcgtct gttctttgcc 
360 

gatgtaagtc ggggcaccac ttggtatgcc gagtggcaac cggtaccgga tttcgcaagc 
420 

aagcacttcc cctatgttca ggatagcaac ctggctcagc acgtcgccgg cactcgaaat 
480 

gtggtcgtgg agtcctgcga ggatcgcaag gccgagcgtc atcctcctgc accattcatc 
540 

tcatccactc ttcaacaggc cgcca 
565 



<210> 2080 

<211> 188 

<212> PRT 

<213> Homo sapiens 



<400> 2080 

lie Tyr Leu Ala Thr Asp Pro Asp 

1 5 
His He Gin Gin Val Leu Ala Val 
20 

Asn Glu He Thr Leu Lys Arg Val 



Arg Glu Gly Glu Ser He Ser Trp 

10 IS 
Lys Ser Tyr Lys Arg He Thr Phe 
25 30 
Glu Glu Ala Leu Ala Asn Pro Arg 
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35 40 



Gin 


He 


Asp 


Leu 


Asn 


Arg 


Val 


Ala 


Ser Gin Glu Cys 


Arg Arg Val 


Leu 




50 








55 










60 






Asp 


Arg 


Leu 


Val 


Gly Tyr 


Leu 


Val 


Thr 


Gin 


Glu 


Leu 


Arg Arg Leu 


Mec 


65 








70 










75 






80 


Gly Lys 


Pro 


Thr 


Ser 


Ala Gly Arg 


Val 


Gin 


Ser 


Pro 


Ala Val Phe 


Leu 










85 










90 






95 




Val 


Val 


Leu 


Arg 


Glu 


Arg 


Glu 


He 


Arg 


Asn 


Phe 


Gin 


Val He Asn 


His 








100 










105 








110 




Phe 


Gly 


Val 


Arg 


Leu 


Phe 


Phe 


Ala 


Asp 


Val 


Ser 


Arg 


Gly Thr Thr 


Trp 




115 








120 










125 




Tyr 


Ala 


Glu 


Trp 


Gin 


Pro 


Val 


Pro 


Asp 


Phe 


Ala 


Ser 


Lys His Phe 


Pro 


130 










135 










140 






Tyr 


Val 


Gin 


Asp 


Ser 


Asn 


Leu 


Ala 


Gin 


His 


Val 


Ala 


Gly Thr Arg 


Asn 


145 








150 










155 






160 


Val 


Val 


Val 


Glu 


Ser Cys 


Glu 


Asp 


Arg 


Lys 


Ala 


Glu 


Arg His Pro 


Pro 










165 










170 






175 




Ala 


Pro 


Phe 


He 


Ser 


Ser 


Thr 


Leu 


Gin 


Gin 


Ala 


Ala 







180 185 



<210> 2081 

<211> 319 

<212> DNA 

<213> Homo sapiens 

<400> 2081 

aagcttatgg aaaaacgggg atacggagag gagtatataa atcgctataa aatgatgaca 
60 

aggttccacc atcaacgggt tccactagta attttggtgt gtggaactgc ctgtactgga 
120 

aaatcaacaa tcgctacaca acttgctcag aggctcaatt tgcctaatgt tttgcagacg 
180 

gacatggtgt atgagctgct gcggacatca acagatgcgc cacttacttc agttcctgtg 
240 

tgggctcgcg attttaattc acctgaagag cttatcactg aattctgcag agaatgcaga 
300 

gttgtacgca agggtttgg 
319 



<210> 2082 

<211> 106 

<212> PRT 

<213> Homo sapiens 



<400> 2082 
























Lys 


Leu Met Glu 


Lys 


Arg 


Gly Tyr 


Gly Glu Glu Tyr 


He Asn Arg Tyr 


1 




5 








10 










15 




Lys 


Met Met Thr 


Arg 


Phe 


His His 


Gin 


Arg 


Val 


Pro 


Leu 


Val 


He 


Leu 


20 








25 










30 






Val 


Cys Gly Thr 


Ala 


Cys 


Thr Gly 


Lys 


Ser 


Thr 


He 


Ala 


Thr 


Gin 


Leu 




35 






40 










45 








Ala 


Gin Arg Leu 


Asn 


Leu 


Pro Asn 


Val 


Leu 


Gin 


Thr 


Asp 


Met 


Val 


Tyr 




50 






S5 








60 








Val 


Glu 


Leu Leu Arg 


Thr 


Ser 


Thr Asp Ala 


Pro 


Leu 


Thr 


Ser 


Val 


Pro 
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65 70 75 80 

Tip Ala Arg Asp Phe Asn Ser Pro Glu Glu Leu lie Thr Glu Phe Cys 

85 90 95 

Arg Glu Cys Arg Val Val Arg Lys Gly Leu 
100 105 

<210> 2083 

<211> 382 

<212> DNA 

<213> Homo sapiens 

<400> 2083 

nngcctgatt gcgacatggc cgtcgagtgc gctgtaacac gcaagcagct atataccatc 
60 

atacctactg ttgaatgcaa ctgtggccac gttttctgct ttggctgtgg tttggatgga 
120 

caccagccgg tcatttgtgc tgttgtccgc ttgtggctga aaaaatgtgc ggatgacagt 
180 

gagacgtcca actggatcgg cgctaatacc aaggaatgcc ccaaatgctg ttcgacgatt 
240 

gaaaagaatg gcggatgtaa tcatatgacg tgtcgcaagt gcaaatacga attttgttgg 
300 

atttgctcgg gcccatggtc ggagcacgga aacaactatt acaactgcaa tcggtacgat 
360 

gaaaaggcag gagatgaagg tn 
382 

<210> 2084 

<211> 127 

<212> PRT 

<213> Homo sapiens 

<400> 2084 



Xaa 


Pro 


Asp 


Cys 


Asp Met 


Ala Val 


Glu 


Cys 


Ala Val Thr 


Arg 


Lys 


Gin 


1 








5 






10 






15 




Leu 


Tyr 


Thr 


He 


He Pro 


Thr Val 


Glu 


Cys 


Asn Cys Gly 


His 


Val 


Phe 








20 






25 






30 






Cys 


Phe 


Gly 


Cys 


Gly Leu 


Asp Gly 


His 


Gin 


Pro Val He 


Cys 


Ala 


Val 






35 






40 






45 








Val 


Arg 


Leu 


Trp 


Leu Lys 


Lys Cys 


Ala 


Asp 


Asp Ser Glu 


Thr 


Ser 


Asn 




SO 








55 






60 








Trp 


He 


Gly 


Ala 


Asn Thr 


Lys Glu 


Cys 


Pro 


Lys Cys Cys 


Ser 


Thr 


He 


65 








70 








75 






80 


Glu 


Lys 


Asn 


Gly 


Gly Cys 


Asn His 


Met 


Thr 


Cys Arg Lys 


Cys 


Lys 


Tyr 










85 






90 






95 




Glu 


Phe 


Cys 


Trp 


He Cys 


Ser Gly 


Pro 


Trp 


Ser Glu His 


Gly 


Asn 


Asn 








100 






105 






110 






Tyr 


Tyr 


Asn 


Cys 


Asn Arg 


Tyr Asp 


Glu 


Lys 


Ala Gly Asp 


Glu 


Gly 








115 






120 






125 









<210> 2085 

<211> 478 

<212> DNA 

<213> Homo sapiens 
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<400> 2085 

nnggatccca aagaccgcga tattgccatg gtgttccaaa actatgccct ctacccgcac 
60 

atgactgtcg ccgacaacat gggttttgcc ctcaaactgg cgaaagtgga taagaaagaa 
120 

atccggcgcc gcgtggagga agccgccgaa ctcctcgacc tcaccgacta tctggaccgc 
180 

aaacccaagg cactctccgg tggccagcgg cagcgcgtcg ccatggggcg cgctattgtt 
240 

cgttcccccc gcgtcttctt gatggacgag cctctttcta acctggatgc gcgtctgcgt 
300 

gtccgcaccc gcgcccagat tgcggaactg cagcgccgcc tgggcaccac caccgtttat 
360 

gtcacccatg accaggtgga ggctatgacg atgggggatc gtgtggctgt tctctgtgcc 
420 

gggaaactgc agcaggtgga tactccacgt aatcttttcg accaccccgc taacgcgt 
478 

<210> 2086 
<211> 159 
<212> PRT 

<213> Homo sapiens 



<400> 2086 


























Xaa Asp 


Pro 


Lys 


Asp 


Arg 


Asp 


lie 


Ala 


Met 


Val Phe 


Gin 


Asn 


Tyr 


Ala 


1 






5 










10 








15 




Leu Tyr 


Pro 


His 


Met 


Thr 


Val 


Ala Asp 


Asn 


Met Gly 


Phe 


Ala 


Leu 


Lys 




20 










25 








30 






Leu Ala 


Lys 


Val 


Asp 


Lys 


Lys 


Glu 


lie 


Arg 


Arg Arg 


Val 


Glu 


Glu 


Ala 




35 










40 








45 








Ala Glu 


Leu 


Leu 


Asp 


Leu 


Thr 


Asp 


Tyr 


Leu 


Asp Arg 


Lys 


Pro 


Lys 


Ala 


50 










55 








60 










Leu Ser 


Gly 


Gly 


Gin 


Arg 


Gin 


Arg 


Val 


Ala 


Met Gly 


Arg 


Ala 


lie 


Val 


65 








70 










75 








80 


Arg Ser 


Pro 


Arg 


Val 


Phe 


Leu 


Met 


Asp 


Glu 


Pro Leu 


Ser 


Asn 


Leu 


Asp 






85 










90 








95 




Ala Arg 


Leu 


Arg 


Val 


Arg 


Thr 


Arg 


Ala 


Gin 


lie Ala 


Glu 


Leu 


Gin 


Arg 






100 










105 








110 






Arg Leu 


Gly 


Thr 


Thr 


Thr 


Val 


Tyr 


Val 


Thr 


His Asp 


Gin 


Val 


Glu 


Ala 


115 










120 








125 








Met Thr 


Met 


Gly 


Asp 


Arg 


Val 


Ala 


Val 


Leu 


Cys Ala 


Gly 


Lys 


Leu 


Gin 


130 










135 








140 










Gin Val 


Asp 


Thr 


Pro 


Arg 


Asn 


Leu 


Phe 


Asp 


His Pro 


Ala 


Asn 


Ala 




145 








150 










155 











<210> 2087 
<211> 731 
<212> DNA 

<213> Homo sapiens 
<400> 2087 

gataaccctc tacacggcat gagctgggga cgtacccccc ttgccaacgt cacctcacgg 
60 
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tcgtaccgtg gtgattagca gctagccgag 
120 

aaaagaaaaa gcattgcgtc ggccaagaat 
180 

ggtcggatca atcgcagcaa tcaccccctc 
240 

cgctcggtag ctcaagccgc tatcgccacg 
300 

cgtgatgcag tcatcaacga tgcaaagctg 
360 

gctggattta gttccgccga cgcggcggct 
420 

aaagagggcg tcctcctcat caaccaccac 
480 

ggtctgctca ctgatgcgaa gatccagcgt 
540 

gccactctag ctgcgacaat cattcccaac 
600 

gtggtcgcaa atcttgtcgc cgccggtctg 
660 

ccattgccgc aactgcgctc aatcccgctc 
720 

aggctgagat c 
731 

<210> 2088 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 2088 



Met 


Ala 


Lys 


Glu 


Gly Val Leu 


Leu He 


Asn His His Lys Leu Lys Ala 


1 








5 




10 15 


Leu 


lie 


Gly 


Ala 


Gin Val Gly 


Leu Leu 


Thr Asp Ala Lys He Gin Arg 








20 




25 


30 


Ala 


Ala 


Ala 


Ala 


Val Asp Leu 


Gly He 


Lys Ala Thr Leu Ala Ala Thr 






35 






40 


45 


lie 


He 


Pro 


Asn 


Ala Leu His 


Ser Ala 


Ala Phe Lys Asp Ala Val Val 




50 






55 




60 


Ala 


Asn 


Leu 


val 


Ala Ala Gly 


Leu Thr 


Arg Ser Trp Gin Arg Leu Arg 


65 








70 




75 80 


Leu 


Ser 


Pro 


Leu 


Pro Gin Leu 


Arg Ser 


He Pro Leu Ser Gly Arg Ser 










85 




90 95 


Gin Arg 


Leu 


Arg 


Pro Leu Arg 


Leu Arg 










100 




105 





<210> 2089 

<211> 315 

<212> DNA 

<213> Homo sapiens 

<400> 2089 

accggtgtgg accaggctca gctgcgcgac gccatgtttt cctaccttcc ccaccacaag 
60 



gcgctagccg 
tgctgtcgct 
ccccaggcag 
gatggaaagg 
cgtgccgcga 
ctagcgccgc 
aagctaaagg 
gctgccgctg 
gcgctgcatt 
acaagaagtt 
tcgggccgat 



ccatataaga 
gctgcaacgg 
aagctaactc 
ggataatcaa 
ttgccggtgc 
gtattgccag 
ctctcatcgg 
cagtggacct 
cagcggcatt 
ggcaaaggct 
cgcaaagact 



ttcccaaatt 
ctactgcgct 
caataggcca 
caaggactgc 
gttggttaag 
agaaatggca 
agcccaggtg 
cggcatcaaa 
caaggatgcg 
acggctgtcg 
gaggccatta 
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ctcggggaat tcgacatcga tctgttgctg gaccatcgcg attcccgtca gcccatcatc 
120 

ttcgacaccg accacttcga ggggtacgag cgcccccgcc tcgtgctgca cgaagtcacc 
180 

gatcaacttg gccaagcgtt ccttgtattg gaaggcccag agccggctct cggctgggaa 
240 

tcgttggtgg cgtctctcac gagtcttgtc gactctatgg ggatccgtct gaccggcatt 
300 

accgattcga tcccg 
315 

<210> 2090 

<211> 105 

<212> PRT 

<213> Homo sapiens 

<400> 2090 



Thr Gly 


Val 


Asp 


Gin 


Ala Gin 


Leu Arg 


Asp 


Ala Met Phe Ser Tyr 


Leu 


1 








5 








10 


15 




Pro 


His 


His 


Lys 


Leu Gly Glu 


Phe 


Asp 


He 


Asp Leu Leu Leu Asp 


His 








20 








25 




30 




Arg 


Asp 


Ser 


Arg 


Gin 


Pro lie 


lie 


Phe 


Asp Thr Asp His Phe Glu 


Gly 






35 








40 






45 




Tyr 


Glu 
50 


Arg 


Pro 


Arg 


Leu Val 
55 


Leu 


His 


Glu 


Val Thr Asp Gin Leu 
60 


Gly 


Gin 


Ala 


Phe 


Leu 


Val 


Leu Glu Gly 


Pro 


Glu 


Pro Ala Leu Gly Trp 


Glu 


65 










70 








75 


80 


Ser 


Leu 


Val 


Ala 


Ser 
85 


Leu Thr 


Ser 


Leu 


Val 
90 


Asp Ser Met Gly He 
95 


Arg 


Leu 


Thr 


Gly 


lie 
100 


Thr 


Asp Ser 


lie 


Pro 
105 









<210> 2091 
<211> 322 
<212> DNA 

<213> Homo sapiens 
<400> 2091 

actcttgtcc attgtctctg tctctgcgtt tttctctctg tctctctgtg tctctgtctc 
60 

tgtgtccctg tccagttctg tnnctgtgtg tgcgcgcatc tctctctgtg tctctgtnng 
120 

agtctctgtc tcttttgtct ctgtctctct ctgtgtctct gcccattttg gtctctgctt 
180 

tctttcctct gtgtgtctct ccatttctgt ctctcttcct ctgtctctct ccatttctgt 
240 

ctctgctctt tttctctctg tgtgtctctt ttgtctctct gtttctctgc gtgtctctgt 
300 

ccatttctgt cccttcacgc gt 
322 

<210> 2092 
<211> 107 
<212> PRT 
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<213> Homo sapiens 
<400> 2092 

Thr Leu Val His Cys Leu Cys Leu 

1 5 
Cys Leu Cys Leu Cys Val Pro Val 
20 

His Leu Ser Leu Cys Leu Cys Xaa 

35 40 
Leu Ser Leu Cys Leu Cys Pro Phe 

50 55 
Val Ser Leu His Phe Cys Leu Ser 
65 70 
Leu Cys Ser Phe Ser Leu Cys Val 
85 

Ala Cys Leu Cys Pro Phe Leu Ser 
100 



Cys Val Phe Leu Ser Val Ser Leu 

10 15 
Gin Phe Cys Xaa Cys Val Cys Ala 
25 30 
Ser Leu Cys Leu Phe Cys Leu Cys 
45 

Trp Ser Leu Leu Ser Phe Leu Cys 
60 

Ser Ser Val Ser Leu His Phe Cys 

75 80 
Ser Leu Leu Ser Leu Cys Phe Ser 

90 95 
Leu His Ala 
105 



<210> 2093 

<211> 324 

<212> DNA 

<213> Homo sapiens 



<400> 2093 

gccggcgtca tgcaaacgat caaggtggcg caatttcgcc tctgccatag tcgaaaaatg 
60 

tttgtggtgg cctacccgcg agagacccag gagatggtgc tcgatgcgca taaccgcgcc 
120 

tttgcgttct ttggcggcgt accgcagcgg gttatctacg acaaccttaa aaccgcagtg 
180 

gatgcgatct tggtcggcaa ggatcgaatc ttcaaccggc gcttcctggc gttggctaat 
240 

cattacctgt ttgaacctgt agcctgtacg cctgctgctg gctgggagaa gggccaagtt 
300 

gagaatcaag ttcgcaacat acgc 
324 



<210> 2094 

<211> 108 

<212> PRT 

<213> Homo sapiens 



<400> 2094 

Ala Gly Val Met Gin Thr lie Lys 

1 5 

Ser Arg Lys Met Phe Val Val Ala 
20 

Val Leu Asp Ala His Asn Arg Ala 

35 40 
Gin Arg Val lie Tyr Asp Asn Leu 

50 55 
Val Gly Lys Asp Arg lie Phe Asn 
65 70 
His Tyr Leu Phe Glu Pro Val Ala 



Val Ala Gin Phe Arg Leu Cys His 

10 15 
Tyr Pro Arg Glu Thr Gin Glu Met 
25 30 
Phe Ala Phe Phe Gly Gly Val Pro 
45 

Lys Thr Ala Val Asp Ala lie Leu 
60 

Arg Arg Phe Leu Ala Leu Ala Asn 

75 80 
Cys Thr Pro Ala Ala Gly Trp Glu 
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85 90 95 

Lys Gly Gin Val Glu Asn Gin Val Arg Asn He Arg 
100 105 

<210> 2095 

<211> 402 

<212> DNA 

<213> Homo sapiens 

<400> 2095 

cccgtcacag accaggaaga agcagacaat atgatcgctt ctttcgacac ttatgttcgc 
60 

accctgcccc ccgccgccaa tcttctgctt aaacaattcc atattgtgga tgttgcccgg 
120 

cgcgtggtgg gcgtgggttc agtgggcacc cactccctgg tactgctact gtccggcccc 
180 

aatgatgaac ctcttgtgct gcaagtgaaa gaagccctcc ccagtgtcct caccacccat 
240 

gggaaactgc cggatgcttt ttcggaactg tccgctgggg actcctccgg gctcctcccc 
300 

gataatcttg ataagcatat taaagccggc aatggctacc gggtggtggc gtgccagcag 
360 

attctgcagg cccactcgga tccgctgctg gggtggacgc gt 
402 

<210> 2096 

<211> 134 

<212> PRT 

<213> Homo sapiens 

<400> 2096 



Pro 


Val 


Thr 


Asp 


Gin 


Glu 


Glu 


Ala 


Asp 


Asn 


Met 


He 


Ala 


Ser 


Phe 


Asp 


l 








5 










10 










15 




Thr 


Tyr 


Val 


Arg 


Thr 


Leu 


Pro 


Pro 


Ala 


Ala 


Asn 


Leu 


Leu 


Leu 


Lys 


Gin 








20 










25 










30 






Phe 


His 


lie 


Val 


Asp 


Val 


Ala 


Arg 


Arg 


Val 


Val 


Gly 


Val 


Gly 


Ser 


Val 






35 










40 










45 








Gly 


Thr 


His 


Ser 


Leu 


Val 


Leu 


Leu 


Leu 


Ser 


Gly 


Pro 


Asn 


Asp 


Glu 


Pro 


50 










55 










60 










Leu 


Val 


Leu 


Gin 


val 


Lys 


Glu 


Ala 


Leu 


Pro 


Ser 


Val 


Leu 


Thr 


Thr 


His 


65 










70 










75 










80 


Gly 


Lys 


Leu 


Pro 


Asp 


Ala 


Phe 


Ser 


Glu 


Leu 


Ser 


Ala 


Gly 


Asp 


Ser 


Ser 






85 










90 










95 




Gly 


Leu 


Leu 


Pro 


Asp Asn 


Leu Asp 


Lys 


His 


He 


Lys 


Ala 


Gly 


Asn 


Gly 








100 










105 










110 






Tyr 


Arg 


Val 


Val 


Ala 


Cys 


Gin 


Gin 


He 


Leu 


Gin 


Ala 


His 


Ser 


Asp 


Pro 



115 120 125 



Leu Leu Gly Trp Thr Arg 
130 

<210> 2097 

<211> 641 

<212> DNA 

<213> Homo sapiens 
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<400> 2097 

ncgtttctca cccgccctcc 
60 

gcggagcagg cgtggccgca 
120 

gccatgagca aggaggaggc 
180 

cacccgcctc cacgcctcac 
240 

tgtcgctgct ccacatgctg 
300 

ccgtccctct gcgtgtcact 
360 

tttattcggc tctatctgac 
420 

atgcccctca cactctctct 
480 

ctccagctgg cccttagttt 
540 

tccctgcccc tgccaggggc 
600 

cccaccatcc tgctgggccc 
641 



agcctcatca gcagctgtgg 
gagcagcggg gaggaggagc 
cgaccaggta ctgggcgtgc 
ttcaggctcc ctcccagcca 
tcactcgtct cctccccagt 
ctctgcctgt cctcactggt 
cctggctctg cctctgactc 
cccccagccc ccgtcctgcg 
gagccgagaa gagcatgata 
tcccctcaga ccagccccgt 
gaagcccaca ggctcacgcg 



gctcaggccc ccctcccgag 
tgcagctcca gctggccctg 
agctggggct gtctgtccgc 
ggcgtgggcc tggccctcac 
cctgcctcat cctcacnccg 
tcagggaccc ccagcctctc 
tgcctctggc ccctcccgtc 
gccccgagga cgacgcccag 
aggtcagagc agcctccctg 
cgccccttcc taagtcaccc 
t 



<210> 2098 
<211> 213 
<212> PRT 

<213> Homo sapiens 



<400> 2098 

Xaa Phe Leu Thr Arg Pro Pro Ala Ser Ser Ala Ala Val Gly Ser Gly 

15 10 15 

Pro Pro Pro Glu Ala Glu Gin Ala Trp Pro Gin Ser Ser Gly Glu Glu 

20 25 30 

Glu Leu Gin Leu Gin Leu Ala Leu Ala Met Ser Lys Glu Glu Ala Asp 

35 40 45 

Gin Val Leu Gly Val Gin Leu Gly Leu Ser Val Arg His Pro Pro Pro 

50 55 60 

Arg Leu Thr Ser Gly Ser Leu Pro Ala Arg Arg Gly Pro Gly Pro His 
65 70 75 80 

Cys Arg Cys Ser Thr Cys Cys His Ser Ser Pro Pro Gin Ser Cys Leu 

85 90 95 

lie Leu Thr Pro Pro Ser Leu Cys Val Ser Leu Ser Ala Cys Pro His 

100 105 110 

Trp Phe Arg Asp Pro Gin Pro Leu Phe He Arg Leu Tyr Leu Thr Leu 

115 120 125 

Ala Leu Pro Leu Thr Leu Pro Leu Ala Pro Pro Val Met Pro Leu Thr 

130 135 140 

Leu Ser Leu Pro Gin Pro Pro Ser Cys Gly Pro Glu Asp Asp Ala Gin 
145 150 155 160 

Leu Gin Leu Ala Leu Ser Leu Ser Arg Glu Glu His Asp Lys Val Arg 

165 170 175 

Ala Ala Ser Leu Ser Leu Pro Leu Pro Gly Ala Pro Leu Arg Pro Ala 
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180 185 190 

Pro Ser Pro Leu Pro Lys Ser Pro Pro Thr lie Leu Leu Gly Pro Lys 

195 200 205 

Pro Thr Gly Ser Arg 
210 

<210> 2099 

<211> 347 

<212> DNA 

<213> Homo sapiens 

<400> 2099 

acgcgtgtgc cctgtcccct gccagacatg gacagcacct gcccacaggg gtgctcagtg 
60 

gaggcagtgc ccagggctgc tgtgcccatg cgtgtaccct gtcctctgcc agacgcggac 
120 

agcacctgcc cacggggtgc tcagtggagg cagtgcccag ggctgctgtg cccacgtgtg 
180 

tgccctcaga catccctccc cagacacttg ctgcatgacc caggaggtgg caggcagtgg 
240 

cagtattctg ttcaggtgag ctcagaggtg gcaggtgcct ggctgcggcc ctgcctcact 
300 

ccgacagcct ctgcctccag tccactggct catcccacat ggcctga 
347 

c210> 2100 

<211> 106 

<212> PRT 

<213> Homo sapiens 

<400> 2100 



Met Asp 


Ser 


Thr 


Cys 


Pro Gin 


Gly Cys 


Ser 


Val 


Glu Ala 


Val 


Pro Arg 


1 






5 






10 








15 




Ala Ala 


Val 


Pro 


Met 


Arg Val 


Pro Cys 


Pro 


Leu 


Pro Asp 


Ala Asp 


Ser 






20 






25 








30 






Thr Cys 


Pro 


Arg 


Gly Ala Gin 


Trp Arg 


Gin 


Cys 


Pro Gly 


Leu 


Leu 


Cys 




35 








40 






45 








Pro Arg 


Val 


Cys 


Pro 


Gin Thr 


Ser Leu 


Pro 


Arg 


His Leu 


Leu 


His 


Asp 


50 








55 








60 








Pro Gly Gly 


Gly 


Arg 


Gin Trp 


Gin Tyr 


Ser 


Val 


Gin Val 


Ser 


Ser 


Glu 


65 








70 






75 








80 


Val Ala 


Gly 


Ala 


Trp 
85 


Leu Arg 


Pro Cys 


Leu 
90 


Thr 


Pro Thr 


Ala 


Ser 
95 


Ala 


Ser Ser 


Pro 


Leu 
100 


Ala 


His Pro 


Thr Trp 
105 


Pro 













<210> 2101 

<211> 549 

<212> DNA 

<213> Homo sapiens 

<400> 2101 

ctctctccga ccgcgttgac ggtccagccg gtccgcacgc cgtcatcgga atcggcatca 
60 
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acgtttcgat ggggcgtgac gaattgcccc tgccgacggc gacctctctg gctctgtgtg 
120 

ggttgaacca cgacaagaat gagttgctgg ccagccttct catccacctt gacgagctat 
180 

taacagtgtg gttggagacc ggaacggtgc gggatcagta tgtggcccgc tgtgacacca 
240 

ttggtactcc ggtccgtctg accttcgacc cagaaatcgt gggtggtggt gagggggcca 
300 

ttgagggcat cggtgtcgac gttgacgttg atggcgctat cgtggtggaa acttctgacg 
360 

ggcgtcgcag tttcaacgct gctgacgttc atcatttgcg aaccaggtga gttccgctac 
420 

ggcgtcctga gcgttcccac catctagact gctgactatg acgacccaca ttttggccct 
480 

tggtggtggc ggtttctcga tgtcgaaccg cggtgagcct accgctctcg accgtcacat 
540 

ccctgacct 
549 



<210> 2102 

<211> 113 

<212> PRT 

<213> Homo sapiens 



<400> 2102 



Met 


Gly 


Arg 


Asp 


Glu Leu 


Pro Leu Pro 


Thr 


Ala Thr Ser 


Leu 


Ala 


Leu 


1 








5 




10 






15 




Cys 


Gly 


Leu 


Asn 


His Asp 


Lys Asn Glu 


Leu 


Leu Ala Ser 


Leu 


Leu 


He 








20 




25 






30 






His 


Leu 


Asp 


Glu 


Leu Leu 


Thr Val Trp 


Leu 


Glu Thr Gly 


Thr 


Val 


Arg 






3S 






40 




45 








Asp 


Gin 


Tyr 


Val 


Ala Arg 


Cys Asp Thr 


He 


Gly Thr Pro 


Val 


Arg 


Leu 




50 








55 




60 








Thr 


Phe 


Asp 


Pro 


Glu He 


Val Gly Gly 


Gly 


Glu Gly Ala 


He 


Glu 


Gly 


65 








70 






75 






80 


He 


Gly 


Val 


Asp 


Val Asp 


Val Asp Gly 


Ala 


He Val Val 


Glu 


Thr 


Ser 










85 




90 






95 




Asp 


Gly 


Arg 


Arg 


Ser Phe 


Asn Ala Ala 


Asp 


Val His His 


Leu 


Arg 


Thr 








100 




105 






110 







Arg 



<210> 2103 
<211> 459 
<212> DNA 

<213> Homo sapiens 
<400> 2103 

nnacgcgtga cttatacacc gggacgcaat gcgacggcaa cggcagagca cactatcgcc 
60 

atgattatgg cggcagtgcg acagatcccc gcccaccatg agttactcgc ttcaggggtt 
120 

tgggaggggg acgcatatcg gtacgaccag gttggtatgg aaatcaaagg gaatgacgtc 
180 . 
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ggtatcgtcg gatgcggagc ggtcgggtgc cgggttgcgg ctgtgatggc ggccatgggt 
240 

gcgaccgtgc gtgtcttcga cccgtgggcc actcctgatt cttttccagc tggcgtgatg 
300 

gcatgtgatg atctcgatga ggttctgagg ctcagccgca tcctcactct ccacgctcgt 
360 

gccaacgagg acaaccgtca catgattggc gttgaacaat tagctgagat gcctgatggc 
420 

tccgtcctcg tcaactgtgc ccgtggctcg ctggtcgac 
459 

<210> 2104 

<211> 153 

<212> PRT 

<213> Homo sapiens 

<400> 2104 



Xaa Arg 


Val 


Thr 


Tyr 


Thr 


Pro 


Gly 


Arg 


Asn 


Ala Thr 


Ala 


Thr 


Ala 


Glu 


1 






5 










10 








15 




His Thr 


He 


Ala 


Met 


He 


Met 


Ala 


Ala 


Val 


Arg Gin 


He 


Pro 


Ala 


His 






20 










25 








30 






His Glu 


Leu 


Leu 


Ala 


Ser 


Gly 


Val 


Trp 


Glu 


Gly Asp 


Ala 


Tyr 


Arg 


Tyr 




35 










40 








45 








Asp Gin 


val 


Gly 


Met 


Glu 


He 


Lys 


Gly 


Asn 


Asp Val 


Gly 


He 


Val 


Gly 


50 










55 








60 










Cys Gly 


Ala 


Val 


Gly 


Cys 


Arg 


Val 


Ala 


Ala 


Val Met 


Ala 


Ala 


Met 


Gly 


65 








70 










75 








80 


Ala Thr 


Val 


Arg 


Val 


Phe 


Asp 


Pro 


Trp 


Ala 


Thr Pro 


Asp 


Ser 


Phe 


Pro 








85 










90 








95 




Ala Gly 


Val 


Met 


Ala 


Cys 


Asp 


Asp 


Leu 


Asp 


Glu Val 


Leu 


Arg 


Leu 


Ser 






100 










105 








110 






Arg lie 


Leu 


Thr 


Leu 


His 


Ala 


Arg 


Ala 


Asn 


Glu Asp 


Asn 


Arg 


His 


Met 




115 










120 








125 








lie Gly 


Val 


Glu 


Gin 


Leu 


Ala 


Glu 


Met 


Pro 


Asp Gly 


Ser 


Val 


Leu 


Val 


130 










135 








140 










Asn Cys 


Ala 


Arg 


Gly 


Ser 


Leu 


Val 


Asp 















145 150 

<210> 2105 

<211> 4057 

<212> DNA 

<213> Homo sapiens 

<400> 2105 

nnggaaaagc tccgtctagg gggcccccag catgcctgga agtcttgtgc atctgcctag 
60 

agctgaagct ttgggtctgt cctggctttg ccaggcagcc agttttattt cctttgttca 
120 

cccctatatg gctccagtcg gttttggggg gggcagctaa gtgggggagg gggaacacaa 
180 

aagtttgggc aaaacattaa cctgacaaag cttgattccg gaaaaaaatc cctcaagagc 
240 

gcaaggccag cttagccaac tggcagctga gtggaaaggt tcagtcctct cgggcagctc 
300 
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cggtggcacc tagaggggag agggcgcagg ctttgaagcc agaaagacat ggatgcaagt 
360 

cttactttgc ttcttgctgt taccagttgg cctgacctta ggaaatgtta tttaatctct 
420 

ctccagttgt ttcccctgga gaaagccctg tcagcctgag gatccaagac gcgtacgtaa , 
480 

agtgtctgat ttcagccagt gtcccttcct gtcccttcct ggggtgtgtg tcggttgccc 
540 

tgagcgaccg gccatgggac tctgtcgtga taaccaagct tcagggtgtg ggaagaggac 
600 

agtcagtgct tccttggggc atcactcggt aacatcatgg gcataaacaa aagtactcag 
660 

tcttcaaggt cataaagtaa ccagagtgta ttccttttgt tttcagatct cttacctcag 
720 

ctagaagctc cgagttctct tactcccagc agtgaactca gcagcccagg ccaaagtgag 
780 

ctcactaaca tggatcttgc tgcactcttc tctgacacac ctgccaatgc tagtggttct 
840 

gcaggtgggt cggatgaggc tctgaactcc ggaatcctga ctattgacgt cacttctgtg 
900 

agctcctctc tgggagggaa cctccctgct aataatagct ccctagggcc gatggaaccc 
960 

ctggtcctgg tggcccacag tgatattccc ccaagcctgg acagccctct ggttctcggg 
1020 

acagcagcca cggttctgca gcagggcagc Ctcagtgtgg atgacgtgca gactgtgagt 
1080 

gcaggagcat taggctgtct ggtggctctg cccatgaaga acttgagtga cgacccactg 
1140 

gctttgacct ccaatagtaa cttagcagca catatcacca caccgacctc ttcgagcacc 
1200 

ccccgagaaa atgccagtgt cccggaactg ctggctccaa tcaaggtgga gccggactcg 
1260 

ccttctcgcc caggagcagt tgggcagcag gaaggaagcc atgggctgcc ccagtccacg 
1320 

ttgcccagtc cagcagagca gcacggtgcc caggacacag agctcagtgc aggcactggc 
1380 

aacttctatt tggtatgaag cactctattc agtcaccacc atataggtca cttctctcat 
1440 

actcggtctt gaggatattc tggattaatc ctttctatgc agacgtttct ggtttacaaa 
1500 

aggacgcagc cctggactac aagtctggaa ctgacaagtt cttatgacct tgacaaatca 
1560 

ccttaaccca tctgagcctt aaattctcat ttatttcctg cataaggaga tttggctaaa 
1620 

tgctttctga ggtcctttgg agtcctgtgg ctccatggta atgtgctcct ttccttgaag 
1680 

attgggggtt ttgtaatgtt gagatacttt gcctctatgc ttgtcagctc atgaccagtc 
1740 

ctagaagagg agtcgagaca taagccacct tcagaggttc aatggaaact ttaaaaccat 
1800 

accaaactct tttttaaaat tagaattaac aagaaaaaaa aaagggtggg gtttatgagc 
1860 

cttagttctt ggaggactat aagagtactc ccccagtttt gaggctggac agttaatata 
1920 
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ctttatatca attatacatt taatataatt 
1980 

gatagtctga ctttcctgac ctagatggga 
2040 

aggctaaatt tgatggtgac atttatattg 
2100 

cttttaaaaa atgttacatc ttttgcagta 
2160 

gctccatgga gccacctttc atttctttca 
2220 

atttctggtg tcttgcttgt cggtggcaga 
2280 

catagtagtt gctaagtgta caggtgactg 
2340 

gacaagtgct cagtcagtcc ctggtgccag 
2400 

aagctccctg gtgcagctgc agctgtgggt 
2460 

ttaaccccgc gttcattttc ttgctagctg 
2520 

tacaaatggt gtgtggtgaa tgggtcccag 
2580 

ttctcttcat agcgataagt gttaaactgt 
2640 

cagctgatgt cctctgagta ctgtctgact 
2700 

tcattattat ttttgtgtaa gactttgaca 
2760 

tacagtgggt ctctaaggtg ggacctgccc 
2820 

gtgaaaagtg tcgcggtaag gtgaccctgg 
2880 

agaaagcaga gaagtatgta attgatttta 
2940 

tttagaccat gaaggaatga actttgcttc 
3000 

agctccaagt ttgttcggcc ctcgccacaa 
3060 

ttgctggtga ctctggtttt gggagctcgg 
3120 

ctgtagctcc cttgctaccc ttcctttgtg 
3180 

ggtctcagga aagtgggggc tcagcaagaa 
3240 

aaaaaaagca gagaggagcg gggagcaatg 
3300 

gagcaagggc ctgagggttc tctgtcactg 
3360 

ctgtgctctt ggttttacgt ttctgttcag 
3420 

ttgaacttaa gggaaaaaat tagtaacaaa 
3480 

tcgcctaaac aagctttgtg aaagttaagc 
3540 



taatttaaaa taatttaaag attcttagga 
atgatcagat agggattttt tttgtggcac 
ttgagaatgt tacatcttat cttaccacaa 
ggatcagttg tgaggcacat agtagctgag 
gtcagagagg aggacagtct ctgtctctgc 
gccatgcttg ccggcatttg cttaggtggc 
ggcagggatg ggaggtggcc acaggtcaga 
gactgtgtgc ctcggtgcct tgggaaatgg 
ggaggtagag aagccagcaa gaccttggtc 
tgtgacgttg ggctacctcg cttctctgag 
gtatgctacg agctttgagg gctgctcttt 
ctttcttagg aaacgttcac agacttgcaa 
ccctcaggca agttcctgaa ttcagtacca 
aagtatagcc cctgccacca gagcagcctg 
cgggcctgcc atgcacgtgt gtgaaacagc 
gttacccagg caaggctcgg tgtttgtttc 
aaagtttctg tttaaaatat ttggctatgt 
tctggataag aaagtcacat acattgttcc 
gtggatgtag cgtttggccc tttgtgtgcc 
atatgtccca gaagcaggct tatggcactt 
tctagataag tgactgacat gcttttcttt 
ctgattaccg agccattcaa ctagccaagg 
caggtgaggc cgtgtgtgct gcagccggac 
ttactggcag aagaaacaca gcaggtgttt 
aatacccttt tatcaactcc ttagttttat 
attcccagca tcagtatgaa catattttat 
gttcaaacac cagtgtcagt tacctggaag 
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gctactaagg taaataagca aagcaggcca gttgtcagga aagcagagat tgtgcctggt 
3600 

gctgaatggc cttggggcct gatcttggca tggcagagac ctggggactg ccactgtccc 
3660 

caggtacgtg tacatggagc caaactgtgt gtcctgtggc attgtcagag ttatgttgaa 
3720 

atcttatttg aaaatgttag caacttactt gcatttttaa agaccaaaca agagctggta 
3780 

acctatggcc tcaagcatct gtccttccta aaaatggaat agtgggatgt agtgcttaat 
3840 

ggaaactgct aaatcttttt ctaaaaacta acagtggatt tttaaaatat attgtttttt 
3900 

gtgtatttca tttgtccttt gtatttatct aaaagggttg atatgatttt atatcttgct 
3960 

ctctattcct aatagtatta tgacttctta tttaaaataa ataacaattg ccggttttct 
4020 

gttaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaa 
4057 

<210> 2106 

<211> 240 

<212> PRT 

<213> Homo sapiens 

<400> 2106 

Ser Asn Gin Ser Val Phe Leu Leu Phe Ser Asp Leu Leu Pro Gin Leu 

15 10 15 

Glu Ala Pro Ser Ser Leu Thr Pro Ser Ser Glu Leu Ser Ser Pro Gly 

20 25 30 

Gin Ser Glu Leu Thr Asn Met Asp Leu Ala Ala Leu Phe Ser Asp Thr 

35 40 45 

Pro Ala Asn Ala Ser Gly Ser Ala Gly Gly Ser Asp Glu Ala Leu Asn 

50 55 60 

Ser Gly He Leu Thr He Asp Val Thr Ser Val Ser Ser Ser Leu Gly 
65 70 75 80 

Gly Asn Leu Pro Ala Asn Asn Ser Ser Leu Gly Pro Met Glu Pro Leu 

85 90 95 

Val Leu Val Ala His Ser Asp He Pro Pro Ser Leu Asp Ser Pro Leu 

100 105 110 

Val Leu Gly Thr Ala Ala Thr Val Leu Gin Gin Gly Ser Phe Ser Val 

115 120 125 

Asp Asp Val Gin Thr Val Ser Ala Gly Ala Leu Gly Cys Leu Val Ala 

130 135 140 

Leu Pro Met Lys Asn Leu Ser Asp Asp Pro Leu Ala Leu Thr Ser Asn 
145 ISO 155 160 

Ser Asn Leu Ala Ala His He Thr Thr Pro Thr Ser Ser Ser Thr Pro 

165 170 175 

Arg Glu Asn Ala Ser Val Pro Glu Leu Leu Ala Pro He Lys Val Glu 

180 185 190 

Pro Asp Ser Pro Ser Arg Pro Gly Ala Val Gly Gin Gin Glu Gly Ser 

195 200 205 

His Gly Leu Pro Gin Ser Thr Leu Pro Ser Pro Ala Glu Gin His Gly 

210 215 220 

Ala Gin Asp Thr Glu Leu Ser Ala Gly Thr Gly Asn Phe Tyr Leu Val 
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225 230 235 240 

<210> 2107 

<211> 305 

<212> DNA 

<213> Homo sapiens 

<400> 2107 

ggtaccatcc ctcagcccca cccagacatg gctcaggtgc ctatgttgaa tctgctccca 
60 

agtcctggct tggctctcgt tccagatctt aatgattctt tgagtccagt ctcaggggag 
120 

gcctcaggcc tggtgtctga aaacaccccc agacctgatg acagcagagc tatcgctcca 
180 

gcctccctcc aaatcaccag ttcttgttct ggtgaacccc tggacctgga ttccaaggat 
240 

gtctcaaggc ctgactcaca ggggcgcctc tgtccagcct caaaccccat tctggcccnn 

300 

ccncn 

305 

<210> 2108 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 2108 



Met 


Ala 


Gin 


Val 


Pro 


Met 


Leu 


Asn 


Leu 


Leu 


Pro Ser Pro Gly Leu Ala 


1 








5 










10 


15 


Leu 


Val 


Pro 


Asp 


Leu 


Asn 


Asp 


Ser 


Leu 


Ser 


Pro Val Ser Gly Glu Ala 








20 










25 




30 


Ser Gly Leu 


val 


Ser 


Glu 


Asn 


Thr 


Pro 


Arg 


Pro Asp Asp Ser Arg Ala 






35 










40 






45 


He 


Ala 


Pro 


Ala 


Ser 


Leu 


Gin 


He 


Thr 


Ser 


Ser Cys Ser Gly Glu Pro 




50 










55 








60 


Leu 


Asp 


Leu 


Asp 


Ser 


Lys 


Asp 


Val 


Ser Arg 


Pro Asp Ser Gin Gly Arg 


65 








70 










75 80 


Leu 


Cys 


Pro 


Ala 


Ser 


Asn 


Pro 


He 


Leu 


Ala 


Xaa Pro 



85 90 



<210> 2109 

<211> 700 

<212> DNA 

<213> Homo sapiens 

<400> 2109 

nacgcgtcac ccacgcagac catggcagcc gccgacggtt cgctcttcga caaccccagg 
60 

acgttctcca gacgtccccc agcccaggcg agtcggcaag caaaggctac gaaaagaaaa 
120 

taccaagcgt ccagtgaggc tcccccagcg aaacggagga acgaaacttc atttctccca 
180 

gccaagaaaa ctagtgttaa agaaactcag aggactttta aggggaacgc acaaaaaatg 
240 
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ttttctccaa agaagcattc ggttagcaca agtgatagaa accaggagga gagacagtgc 
300 

attaagactt catcactgtt taaaaacaac cctgacattc cagaactcca cagacctgtg 
360 

gtaaagcagg tgcaagaaaa agtgtttact tcagctgctt ttcatgagct gggcctccac 
420 

ccacatttaa tttccacaat aaatacggtc ttaaaaatgt ctagtatgac cagtgttcag 
480 

aagcaaagta ttcctgtgtt gctggaaggc agagatgctc tcgtgagatc ccagacgggc 
540 

tcaggtaaaa ttcttgccta ttgcatccct gtggtccagt cccttcaagc aatggagtca 
600 

aaaatacagc gcagtgatgg cccctatgcc ctggtgctcg tgccaacgag agaggtaagc 
660 

aggctccctt ttgggacaag ttttaagcac atgctttcat 
700 

<210> 2110 
<211> 233 
<212> PRT 

<213> Homo sapiens 
<400> 2110 



Xaa 


Ala 


Ser 


Pro 


Thr 


Gin 


Thr 


Met 


Ala 


Ala 


Ala 


Asp 


Gly 


Ser 


Leu 


Phe 


1 








5 










10 










15 




Asp 


Asn 


Pro 


Arg 
20 


Thr 


Phe 


Ser 


Arg 


Arg 
25 


Pro 


Pro 


Ala 


Gin 


Ala 
30 


Ser 


Arg 


Gin 


Ala 


Lys 


Ala 


Thr 


Lys 


Arg 


Lys 


Tyr Gin 


Ala 


Ser 


Ser 


Glu 


Ala 


Pro 






35 










40 










45 








Pro 


Ala 
SO 


Lys 


Arg 


Arg 


Asn 


Glu 
55 


Thr 


Ser 


Phe 


Leu 


Pro 
60 


Ala 


Lys 


Lys 


Thr 


Ser 


Val 


Lys 


Glu 


Thr 


Gin 


Arg 


Thr 


Phe 


Lys 


Gly 


Asn 


Ala 


Gin 


Lys 


Met 


65 










70 










75 










80 


Phe 


Ser 


Pro 


Lys 


Lys 
85 


His 


Ser 


Val 


Ser 


Thr 
90 


Ser 


Asp 


Arg 


Asn 


Gin 
9S 


Glu 


Glu 


Arg 


Gin 


Cys 
100 


lie 


Lys 


Thr 


Ser 


Ser 
105 


Leu 


Phe 


Lys 


Asn 


Asn 
110 


Pro 


Asp 


lie 


Pro 


Glu 
115 


Leu 


His 


Arg 


Pro 


Val 
120 


Val 


Lys 


Gin 


val 


Gin 
125 


Glu 


Lys 


Val 


Phe 


Thr 


Ser 


Ala 


Ala 


Phe 


His 


Glu 


Leu Gly 


Leu 


His 


Pro 


His 


Leu 


He 




130 










135 










140 










Ser 


Thr 


lie 


Asn 


Thr 


Val 


Leu 


Lys 


Met 


Ser 


Ser 


Met 


Thr 


Ser 


Val 


Gin 


14 5 










150 










155 










160 


Lys 


Gin 


Ser 


lie 


Pro 


Val 


Leu 


Leu 


Glu Gly 


Arg 


Asp 


Ala 


Leu 


Val 


Arg 










165 










170 










175 




Ser 


Gin 


Thr 


Gly 
180 


Ser 


Gly 


Lys 


He 


Leu 
185 


Ala 


Tyr 


Cys 


He 


Pro 
190 


Val 


Val 


Gin 


Ser 


Leu 
195 


Gin 


Ala 


Met 


Glu 


Ser 
200 


Lys 


He 


Gin 


Arg 


Ser 
205 


Asp 


Gly 


Pro 


Tyr 


Ala 


Leu 


Val 


Leu 


Val 


Pro 


Thr 


Arg Glu 


Val 


Ser 


Arg 


Leu 


Pro 


Phe 




210 










215 










220 










Gly 


Thr 


Ser 


Phe 


Lys 


His 


Met 


Leu 


Ser 

















225 230 
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<210> 2111 

<211> 339 

<212> DNA 

<213> Homo sapiens 

<400> 2111 

acgcgttgtg ccggcccgga cccgatcatc gctgcccagc gtttcggtgc ggtttccgat 
60 

caaatggaaa tcacccgcaa ggctctgaaa aagcacggtc gcggcaacaa gctggcaatt 
120 

gccgagctgg tggccctggc tgagctgttc acgccaatca agctggtgcc gaagcaattt 
180 

gaaggcctgg ttgagcgtgt gcgcagtgct cttgagcgtc tgcgtgccca agagcgcgca 
240 

atcatgcagc tctgcgtacg tgatgcacgc atgccgcgtg ccgacttcct gcgccagttt 
300 

ccgggcaacg aagtggatga aagctggacc gacgcactg 
339 

<210> 2112 
<211> 113 
<212> PRT 

<213> Homo sapiens 



<400> 2112 



Thr Arg 


Cys 


Ala 


Gly 


Pro 


Asp 


Pro 


He 


He 


Ala Ala Gin 


Arg Phe 


Gly 


1 






5 










10 




15 




Ala Val 


Ser 


Asp 


Gin 


Met 


Glu 


lie 


Thr 


Arg 


Lys Ala Leu 


Lys Lys 


His 






20 










25 






30 




Gly Arg 


Gly 


Asn 


Lys 


Leu 


Ala 


lie 


Ala 


Glu 


Leu Val Ala 


Leu Ala 


Glu 


35 










40 






45 






Leu Phe 


Met 


Pro 


lie 


Lys 


Leu 


Val 


Pro 


Lys 


Gin Phe Glu 


Gly Leu 


Val 


50 










55 








60 






Glu Arg 


Val 


Arg 


Ser 


Ala 


Leu 


Glu 


Arg 


Leu 


Arg Ala Gin 


Glu Arg 


Ala 


65 








70 










75 




80 


lie Met 


Gin 


Leu 


Cys 


Val 


Arg 


Asp 


Ala 


Arg 


Met Pro Arg 


Ala Asp 


Phe 








85 










90 




95 




Leu Arg 


Gin 


Phe 


Pro Gly Asn 


Glu 


Val 


Asp 


Glu Ser Trp 


Thr Asp 


Ala 






100 










105 






110 





Leu 



<210> 2113 
<211> 2329 
<212> DNA 

<213> Homo sapiens 
<400> 2113 

nnatacaaaa agcttttcat gtttgaacgt gttcaccatg gcgaggagct ccacatgccc 
60 

atcacagtaa tctggggcgt gtccccagaa gacaatggca acccactaaa tcccaagagt 
120 

aaagggaagt tgacattaga tagcagtttt aacatcgcca gcccagcttc ccaggcctgg 
180 
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attttgcact tctgtcaaaa 
240 

gacttcacca gctgcttcat 
300 

gagcctgccc tgtacccatg 
360 

gaactgtgca tcaagagagc 
420 

agcaaaaccc cagggccgag 
480 

ttccagagta cctacctctt 
540 

gtggactcgt ggatatccag 
600 

tttgtcagca atctggagtt 
660 

gccatggggc tgtcagttgc 
720 

atcataagcc tttatgccat 
780 

cttgtcctgc tgggctggga 
840 

ggcttgtctg tagactttgc 
900 

gaccgagaag gcaaagtgat 
960 

gccctgacca ccttcgtggc 
1020 

cagctgggca ccttcatgat 
1080 

ttccagtgca tgtgccggtg 
1140 

aaaaaactac agtgcagtgc 
1200 

caaagcaaaa cacataccat 
1260 

ctggagcatg agttttatga 
1320 

aagaccactt atgaagagac 
1380 

ttagggatgc ctgtgcatgc 
1440 

actggctctg ccttgttaca 
1500 

ctgaatcaga gatgtagctg 
1560 

tgccagcaga tgggggactg 
1620 

cagatccaaa acggcgtggc 
1680 

caccccatca cgcacaccca 
1740 

atgcagaatc ctctgcctag 
1800 



actgagaaac caaacattct 
tgagacattc aaacagtgga 
ctgcagccac tggagcttcc 
tatcatggag ctggaaagga 
gtttgatatc aatgatacta 
cacactggct tatgaaaaga 
tgagctgagt tcggcccctg 
ctatgacctc caggatagcc 
tgttgcattt agcgtgatgc 
catttcaatt gctggaacga 
gctcaatgtg ttggaatctg 
cgtccattat ggggttgcct 
cttctctctg agtcgcgtgg 
aggggccatg atgattccct 
gctcatcatg tgtatcagtt 
ccttggacca cagggtacct 
cttttcccat gccttgtcta 
aaatgcttat catttagatc 
attagaacct ctggcttccc 
ccacatctgc tctgaatttt 
agcttacaac agtgaactca 
gccccctctt gaacagcata 
ccccgatgcc tacaaacact 
cttgtgccac cagtgctctc 
acctctgaag gccacacacc 
ccactgtccc tgcctgcagg 
gaattttttc ctccacccag 



tctaccagac 


tgatgaacag 


tggaaaacca 


ggactgtgat 


cctacaagca 


agagattttt 


gtacagggta 


ccatttggat 


tcagggcagt 


ggtgttagag 


tgcatcagtt 


ttataaagag 


aaggcctcag 


caatggttgg 


tctccgatgg 


caccctcatt 


tgctgacaac 


ttggaacatc 


tatttgtcac 


tgttggttct 


tcaccatttc 


ggttgccgtc 


accgcttggc 


tccagatccc 


gctctgcgat 


ggccatggct 


ccacagttct 


agcttacacc 


gggctttcgc 


caccttcttt 


gtggtcagat 


tcctttacct 


caagtcccag 


tgacaaggga 


ccaggggccc 


aaaatctgaa 


acagctgcac 


tgcccctgag 


tcaacagcca 


agcaaagaat 


gcaaaagcac 


tgaaagtgac 


ccgtgtgtca 


cttcttctct 


tgaactatgg 


cccacactct 


ctaccactag 


cagctttgtc 


aagctgtcga 


gggctttgtg 


gcagagtaaa 


gccagccgga 


tgcagcacat 


tcaggcccaa 
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gaaaaaattg gcaagaccaa 
1860 

aagatggcag agccatcgtc 
1920 

tgcgaccccg agaataaaca 
1980 

agcagtggag ggactgaaaa 
2040 

gatgcaagtg tgaactcaga 
2100 

ttaatggggg aggctggttg 
2160 

gtgagagtga agtgcaattc 
2220 

gctgtattaa cacactcgga 
2280 

atgcagcatt caattcagaa 
2329 



tgtacacagt cttcagagga 
atttgtctgc agaagcactg 
aagggaactc tgtaaaaata 
caaggcagga gggaaagtgg 
acatttcaat cagaatgaac 
taggtcttgc ccaaataatt 
tgtggactgt caaatgccaa 
actttctggt gaaagtttgt 
aaaaaaaaaa aaaaaaaaaa 



gcatagaaga gcatcttcca 
gatcgttact caaaacgtgt 
gagacgtgag caatctggag 
agctgagctt gtcacagacg 
caaaagtcct atttaatcat 
cacaaagttg tggcagaatt 
acatggaagc caatgtgcct 
taataaaaac actataataa 
aaaaaaaaa 



<210> 2114 

<211> 758 

<212> PRT 

<213> Homo sapiens 



<400> 2114 

Xaa Tyr Lys Lys Leu 

1 5 
Leu His Met Pro lie 
20 

Gly Asn Pro Leu Asn 
35 

Ser Phe Asn lie Ala 
50 

Cys Gin Lys Leu Arg 
65 

Asp Phe Thr Ser Cys 
85 

Gin Asp Cys Asp Glu 
100 

Phe Pro Tyr Lys Gin 
115 

Met Glu Leu Glu Arg 
130 

Gly Pro Arg Phe Asp 
145 

Phe Gin Ser Thr Tyr 
165 

Phe Tyr Lys Glu Val 
180 

Pro Glu Gly Leu Ser 
195 

Asp Leu Gin Asp Ser 
210 

Ser val Ala Val Ala 



Phe Met Phe Glu Arg Val 
10 

Thr Val He Trp Gly Val 
25 

Pro Lys Ser Lys Gly Lys 
40 

Ser Pro Ala Ser Gin Ala 
55 

Asn Gin Thr Phe Phe Tyr 
70 75 
Phe He Glu Thr Phe Lys 
90 

Pro Ala Leu Tyr Pro Cys 
105 

Glu He Phe Glu Leu Cys 
120 

Ser Thr Gly Tyr His Leu 
135 

He Asn Asp Thr He Arg 
150 155 
Leu Phe Thr Leu Ala Tyr 
170 

Asp Ser Trp He Ser Ser 
185 

Asn Gly Trp Phe Val Ser 
200 

Leu Ser Asp Gly Thr Leu 
215 

Phe Ser Val Met Leu Leu 



His His Gly Glu Glu 
15 

Ser Pro Glu Asp Asn 
30 

Leu Thr Leu Asp Ser 
45 

Trp He Leu His Phe 
60 

Gin Thr Asp Glu Gin 
80 

Gin Trp Met Glu Asn 
95 

Cys Ser His Trp Ser 
110 

He Lys Arg Ala He 
125 

Asp Ser Lys Thr Pro 
140 

Ala Val Val Leu Glu 
160 

Glu Lys Met His Gin 
175 

Glu Leu Ser Ser Ala 
190 

Asn Leu Glu Phe Tyr 
205 

He Ala Met Gly Leu 
220 

Thr Thr Trp Asn He 
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225 


















240 


lie lie Ser Leu 


Tyr Ala 


lie 


lie 


Ser 


lie Hla 


Gly 


Thr 


He 


Phe Val 




245 








•5 C A 








255 


Thr Val Gly Ser 


Leu Val 


Leu 


Leu 


Gly 


Trp Glu 


eu 


Asn 


Val 


Leu Glu 


260 








ZOO 








270 




Ser Val Thr lie 


Ser Val 


Aia 


vai 


Gly 


Leu Ser 


Val 


Asp 


file 


/via vrti 


275 






280 








ZD D 






His Tyr Gly Val 


Ala Tyr 


Arg 


Leu 


Ala 


Pro Asp 


Pro 


Asp 


Arg 


uiu vjiy 


290 




295 








inn 








Lys Val lie Phe 


Ser Leu 


Ser 


Arg 


Val 


Gly Ser 


Ala 


Met 


Ala 


Met Ala 


305 


310 








3 15 








320 


Ala Leu Thr Thr 


Phe Val 


Ala 


Gly 


Ala 


Met Met 


lie 


Pro 


Ser 


Thr Val 




325 








330 








Tic 
-J J J 


Leu Ala Tyr Thr 


Gin Leu 


Gly 


Thr 


Phe 


Met Met 


Leu 


He 


Met 


Cys He 


340 








345 








3 50 




Ser Trp Ala Phe 


Ala Thr 


Phe 


Phe 


Phe 


Gin Cys 


Met 


Cys 


Arg 


Cys Leu 


355 






360 








365 






Gly Pro Gin Gly 


Thr Cys 


Gly 


Gin 


He 


Pro Leu 


Pro 


Lys 


Lys 


Leu Gin 


370 




375 








380 








Cys Ser Ala Phe 


Ser His 


Ala 


Leu 


Ser 


Thr Ser 


Pro 


Ser 


Asp 


Lys Gly 


385 


390 








395 








400 


Gin Ser Lys Thr 


His Thr 


He 


Asn 


Ala 


Tyr His 


Leu 


Asp 


Pro 


Arg Gly 




405 








410 








415 


Pro Lys Ser Glu 


Leu Glu 


His 


Glu 


Phe 


Tyr Glu 


Leu 


Glu 


Pro 


Leu Ala 


420 








425 








430 




Ser His Ser Cys 


Thr Ala 


Pro 


Glu 


Lys 


Thr Thr 


Tyr 


Glu 


Glu 


Thr His 


435 






440 








445 






He Cys Ser Glu 


Phe Phe 


Asn 


Ser 


Gin 


Ala Lys 


Asn 


Leu 


Gly 


Met Pro 


450 




455 








460 








Val His Ala Ala 


Tyr Asn 


Ser 


Glu 


Leu 


Ser Lys 


Ser 


Thr 


Glu 


Ser Asp 


465 


470 








4 75 








4b0 


Thr Gly Ser Ala 


Leu Leu 


Gin 


Pro 


Pro 


Leu Glu 


Gin 


His 


Thr 


Val Cys 




485 








490 










His Phe Phe Ser 


Leu Asn 


Gin 


Arg 


Cys 


Ser Cys 


Pro 


Asp 


Ala 


Tyr Lys 


500 








505 








DlU 




His Leu Asn Tyr 


Gly Pro 


HIS 


Ser 


Cys 


Gin Gin 


Met 


Gly 


Asp 


Cys Leu 


515 






n 








c o c 






cys his Gin cys 


Ser Pro 


Thr 


Thr 


Ser 


Ser Phe 


vai 


LrlU 


lie 


Gin Asn 


530 




3J3 








c/n 
34U 








Gly val Ala pro 


Leu Lys 


Aia 


Thr 


His 


Gin Ala 


vai 


Glu 


Gly 


rile vai 


54 5 


550 








555 








560 


His Pro He Thr 


His He 


His 


His 


Cys 


Pro Cys 


Leu 


Gin 


Gly 


Arg Val 




565 








570 








575 


Lys Pro Ala Gly 


Met Gin 


Asn 


Ser 


Leu 


Pro Arg 


Asn 


Phe 


Phe 


Leu His 


580 








585 








590 




Pro Val Gin His 


lie Gin 


Ala 


Gin 


Glu 


Lys He 


Gly 


Lys 


Thr 


Asn Val 


595 






600 








605 






His Ser Leu Gin 


Arg Ser 


He 


Glu 


Glu 


His Leu 


Pro 


Lys 


Met 


Ala Glu 


610 




615 








620 








Pro Ser Ser Phe 


Val Cys 


Arg 


Ser 


Thr 


Gly Ser 


Leu 


Leu 


Lys 


Thr Cys 


625 


630 








635 








640 


Cys Asp Pro Glu 


Asn Lys 


Gin 


Arg 


Glu 


Leu Cys 


Lys 


Asn 


Arg 


Asp Val 




645 








650 








655 


Ser Asn Leu Glu 


Ser Ser 


Gly 


Gly 


Thr 


Glu Asn 


Lys 


Ala 


Gly 


Gly Lys 



1584 



WO 00/58473 



PCT/USOO/08621 







660 










665 










670 




Val Glu 


Leu 
675 


Ser 


Leu 


Ser 


Gin 


Thr 
680 


Asp 


Ala 


Ser 


val 


Asn 
685 


Ser Glu 


His 


Phe Asn 


Gin 


Asn 


Glu 


Pro 


Lys 


Val 


Leu 


Phe 


Asn 


His 


Leu 


Met Gly 


Glu 


690 










695 










700 








Ala Gly 


Cys 


Arg 


Ser 


Cys 


Pro 


Asn 


Asn 


Ser 


Gin 


Ser 


Cys 


Gly Arg 


lie 


705 








710 










715 








720 


Val Arg 


Val 


Lys 


Cys 
725 


Asn 


Ser 


Val 


Asp 


Cys 
730 


Gin 


Met 


Pro 


Asn Met 
735 


Glu 


Ala Asn 


Val 


Pro 
740 


Ala 


val 


Leu 


Thr 


His 
745 


Ser 


Glu 


Leu 


Ser 


Gly Glu 
750 


Ser 



Leu Leu He Lys Thr Leu 
755 



<210> 2115 
<211> 461 
<212> DNA 

<213> Homo sapiens 
<400> 2115 

acgcgtctct ggcctgggag cgggctcccc cgacacgcca ccttccctgc cagatggtgc 
60 

ttctgggtat tccagaatct ggaatggggg atgcctatcc ccctcctgag cccacctgct 
120 

ggtcttgggt ccttggagcc caccaagtcc acaaccacct gctctgaata gaaagctgac 
180 

attgaaccga acagccgcgt cggaggggga tatctgtgga gagctgtgac tgggagccgg 
240 

tgtgtgcctt tctgtggtca tttctcgagt cctctgccgg ctgctgccag gtgaaggcat 
300 

ctccatgccc agccggtggg cagctggggc gggtggacct ccagcttctg cccgacgggg 
360 

ttcagatgac cgagatccta cgggattgcc aatgtgtggg gacggggggc tttcaggggc 
420 

gggaaaacat gtccccatcc gtgggaagtg gagccacgtg g 
461 

<210> 2116 
<211> 146 
<212> PRT 

<213> Homo sapiens 



<400> 2116 



Met Gly Thr 


Cys 


Phe 


Pro 


Ala 


Pro 


Glu 


Ser 


Pro 


Pro 


Ser Pro His He 


1 




5 










10 






15 


Gly Asn Pro 


Val 


Gly 


Ser 


Arg 


Ser 


Ser 


Glu 


Pro 


Arg 


Arg Ala Glu Ala 




20 










25 








30 


Gly Gly Pro 


Pro 


Ala 


Pro 


Ala 


Ala 


His 


Arg 


Leu Gly 


Met Glu Met Pro 


35 










40 










45 


Ser Pro Gly 


Ser 


Ser 


Arg 


Gin 


Arg 


Thr 


Arg 


Glu 


Met 


Thr Thr Glu Arg 


50 








55 










60 




His Thr Pro 


Ala 


Pro 


Ser 


His 


Ser 


Ser 


Pro 


Gin 


He 


Ser Pro Ser Asp 


65 






70 










75 




80 


Ala Ala Val 


Arg 


Phe 


Asn 


Val 


Ser 


Phe 


Leu 


Phe 


Arg 


Ala Gly Gly Cys 
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Gly Leu Gly Gly 
100 

Gly Asp Arg His 
115 

Ser Gly Arg Glu 

130 
Thr Arg 
145 

<210> 2117 
<211> 360 
<212> DNA 
<213> Homo sapiens 

<400> 2117 

nnacgcgttg gggagacgac ggtgaccttc ccagcaagct catcgcagga tgaaacaatc 
60 

cgcgccagcg ttaagacctt ctcgcgggct gtcaccgccg atctggagaa gtgtggaccg 
120 

atcaggtgac actcgcggta gactgaatag atgcctgagt ctgaagacac tgtgtggctg 
180 

acccaagagg ccttcgataa gctcacccag gagctggagt acctcaaagg cgaaggccgc 
240 

accgtcattg ccaacaagat tgccgacgcc cgttcggaag gcgacctttc tgagaacggc 
300 

ggctaccatg ccgcccgtga ggagcagggg caggccgagg cccgcatccg tcaactcgag 
360 

<210> 2118 

<211> 70 

<212> PRT 

<213> Homo sapiens 

<400> 2118 

Met Pro Glu Ser Glu Asp Thr Val Trp Leu Thr Gin Glu Ala Phe Asp 

1 S 10 .15 

Lys Leu Thr Gin Glu Leu Glu Tyr Leu Lys Gly Glu Gly Arg Thr Val 

20 2S 30 

He Ala Asn Lys He Ala Asp Ala Arg Ser Glu Gly Asp Leu Ser Glu 

35 40 45 

Asn Gly Gly Tyr His Ala Ala Arg Glu Glu Gin Gly Gin Ala Glu Ala 

50 55 60 

Arg He Arg Gin Leu Glu 
65 70 

<210> 2119 

c211> 465 

<212> DNA 

<213> Homo sapiens 

<400> 2119 

nacgcgtgaa gggcgcgtgt cggcctctca ctggcgcagc ctgcactgcc gctgccgcct 
60 



85 90 95 

Leu Gin Gly Pro Lys Thr Ser Arg Trp Ala Gin Glu 

105 HO 
Pro Pro Phe Gin He Leu Glu Tyr Pro Glu Ala Pro 

120 125 
Gly Gly Val Ser Gly Glu Pro Ala Pro Arg Pro Glu 
135 140 
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cgccccgccc ttgccttggc gttgtctctg gcactgtggc ggactgacca cggcccgggc 
120 

atgggctgca agggagacgc gagcggagtt tgctataaaa tgggagttct ggttgtactc 
180 

actgttctgt ggctgttctc ctcagtaaag gccgactcaa aagccattac aacctctctt 
240 

acaacaaaat ggttttccac tccattgttg ttagaagcca gtgagttttt agcagaagac 
300 

agtcaagaga aattttggaa ttttgtagaa gccagtcaaa atattggatc atcagatcat 
360 

gacggtaccg attattccta ctatcatgca atattggagg ctgcatttca gtttctgtca 
420 

cccctccagc agaatttgtt taaattttgt ctgtcccttc acgcg 
465 

<210> 2120 
<211> 115 
<212> PRT 

<213> Homo sapiens 
<400> 2120 

Met Gly Cys Lys Gly Asp Ala Ser Gly Val Cys Tyr Lys Met Gly Val 

1 5 10 15 

Leu Val Val Leu Thr Val Leu Trp Leu Phe Ser Ser Val Lys Ala Asp 

20 25 30 

Ser Lys Ala lie Thr Thr Ser Leu Thr Thr Lys Trp Phe Ser Thr Pro 

35 40 45 

Leu Leu Leu Glu Ala Ser Glu Phe Leu Ala Glu Asp Ser Gin Glu Lys 

50 55 60 

Phe Trp Asn Phe Val Glu Ala Ser Gin Asn lie Gly Ser Ser Asp His 
65 70 75 80 

Asp Gly Thr Asp Tyr Ser Tyr Tyr His Ala He Leu Glu Ala Ala Phe 

85 90 95 

Gin Phe Leu Ser Pro Leu Gin Gin Asn Leu Phe Lys Phe Cys Leu Ser 
100 105 HO 

Leu His Ala 
115 

<210> 2121 

<211> 336 

<212> DNA 

<213> Homo sapiens 

<400> 2121 

ccggacaagg tcaatggaat gaaaacctcc cggccgacag acaatagtat aaatgttaca 
60 

tgtggtcctc cttatgaaac taatggccct aaaacctttt acattttggt agtcagaagt 
120 

ggaggttctt ttgttacaaa atacaacaag acaaactgtc agttttatgt agataatctc 
180 

tactattcaa ctgactatga gtttctggtc tcttttcaca atggagtgta cgagggagat 
240 

tcagttataa gaaatgagtc aacaaatttt aatgctaaag ccctgattat attcctggtg 
300 
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tttctgatta ttgtgacatc aatagccttg cttgtt 
336 

<210> 2122 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 2122 



Pro Asp 


Lys 


val 


Asn Gly Met Lys Thr 


Ser 


Arg Pro Thr Asp Asn Ser 


1 






5 


10 


15 


He Asn 


Val 


Thr 


Cys Gly Pro Pro Tyr 


Glu 


Thr Asn Gly Pro Lys Thr 






20 


25 




30 


Phe Tyr 


Xle 


Leu 


Val Val Arg Ser Gly 


Gly 


Ser Phe Val Thr Lys Tyr 


35 




40 




45 


Asn Lys 


Thr 


Asn 


Cys Gin Phe Tyr Val 


Asp 


Asn Leu Tyr Tyr Ser Thr 


50 






55 




60 


Asp Tyr 


Glu 


Phe 


Leu Val Ser Phe His 


Asn 


Gly Val Tyr Glu Gly Asp 


65 






70 




75 80 


Ser val 


lie 


Arg 


Asn Glu Ser Thr Asn 


Phe 


Asn Ala Lys Ala Leu He 






85 


90 


95 


He Phe 


Leu 


Val 


Phe Leu He He Val 


Thr 


Ser He Ala Leu Leu Val 






100 


10S 




110 



<210> 2123 

<211=> 426 

<212> DNA 

<213> Homo sapiens 

<400> 2123 

aactgggccg agttcggcaa cctgcacccg ttcgccccgg ccgagcaaag cgctggttat 
60 

cagcaactga ccgacgaact ggaagcgatg ctctgcgccg ccacaggtta tgacgcgatc 
120 

tccctgcagc cgaacgctgg ctcccagggc gagtacgccg gtctgctggc gatccgcgct 
180 

taccaccaga gccgtggcga tgagcgtcgc gacatctgcc tgattccgtc ctctgcccac 
240 

ggcaccaacc cggcaaccgc caacatggcc ggcatgcgcg tggtcgtgac cgcttgcgac 
300 

gcccgcggca acgtcgacat cgaagacctg cgcgccaagg ctatcgagca ccgcgaacac 
360 

ctcgcggcgc tgatgatcac ctacccgtcg acccacggcg tgttcgaaga aggcatccgc 
420 

gagatc 
426 

<210> 2124 
<211> 142 
<212> PRT 

<213> Homo sapiens 
<400> 2124 

Asn Trp Ala Glu Phe Gly Asn Leu His Pro Phe Ala Pro Ala Glu Gin 
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15 10 15 

Ser Ala Gly Tyr Gin Gin Leu Thr Asp Glu Leu Glu Ala Met Leu Cys 

20 25 30 

Ala Ala Thr Gly Tyr Asp Ala lie Ser Leu Gin Pro Asn Ala Gly Ser 

35 40 45 

Gin Gly Glu Tyr Ala Gly Leu Leu Ala He Arg Ala Tyr His Gin Ser 

50 55 60 

Arg Gly Asp Glu Arg Arg Asp He Cys Leu He Pro Ser Ser Ala His 
65 70 75 80 

Gly Thr Asn Pro Ala Thr Ala Asn Met Ala Gly Met Arg Val Val Val 

85 90 95 

Thr Ala Cys Asp Ala Arg Gly Asn Val Asp He Glu Asp Leu Arg Ala 

100 105 HO 

Lys Ala He Glu His Arg Glu His Leu Ala Ala Leu Met He Thr Tyr 

115 120 125 

Pro Ser Thr His Gly Val Phe Glu Glu Gly He Arg Glu He 
130 135 140 

<210> 2125 

<211> 285 

<212> DNA 

<213> Homo sapiens 

<400> 2125 

ngtatggcat ctgctgcttc aagttttgtg gtgacaccaa atgtcacttc taacacaacc 
60 

acagtcaagc ccaatatggt tatgttacct attcaaaaca caagaggttc aagattggtt 
120 

ctaaaggcgg ctgaagacgc ggcaccaccg gctgtcaccg ttgaagcggc caaggaagag 
180 

aagccgaagc caccaccaat tggacctaag agaggagcca aggtgagaat tcttaggaag 
240 

gagtcatact ggttcaaagg agtgggatca gttgtgactg ttgat 
285 

<210> 2126 

<211> 95 

<212> PRT 

<213> Homo sapiens 

<400> 2126 

Xaa Met Ala Ser Ala Ala Ser Ser Phe Val Val Thr Pro Asn Val Thr 

15 10 15 

Ser Asn Thr Thr Thr Val Lys Pro Asn Met Val Met Leu Pro He Gin 

20 25 30 

Asn Thr Arg Gly Ser Arg Leu Val Leu Lys Ala Ala Glu Asp Ala Ala 

35 40 45 

Pro Pro Ala Val Thr Val Glu Ala Ala Lys Glu Glu Lys Pro Lys Pro 

50 55 60 

Pro Pro He Gly Pro Lys Arg Gly Ala Lys Val Arg He Leu Arg Lys 
65 70 75 80 

Glu Ser Tyr Trp Phe Lys Gly Val Gly Ser Val Val Thr Val Asp 
85 90 95 
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<210> 2127 
<211> 454 
<212> DNA 

<213> Homo sapiens 
<400> 2127 

atggcagcca agatgcttgc attgttcgct ctcctagctc tttgtgcaag cgccactagt 
60 

gcgacgcata ttccagggca cttgtcacca gtcatgccat tgggtaccat gaacccatgc 
120 

atgcagtact gcatgatgca acaggggctt gccagcttga tggcgtgtcc gtccctgatg 
180 

ctgcagcaac tgttggcctt accgcttcag acgatgccag tgatgatgcc acagatgatg 
240 

acgcctaaca tgatgtcacc attgatgatg ccgagcatga tgtcaccaat ggtcttgccg 
300 

agcatgatgt cgcaaatgat gatgccacaa tgtcactgcg acgccgtctc gcagattatg 
360 

ctgcaacagc agttaccatt catgttcaac ccaatggcca tgacgattcc acccatgttc 
420 

ttacagcaac cctttgttgg tgctgcattc taga 
454 

<210> 2128 
c211> 150 
<212> PRT 

<213> Homo sapiens 
<400> 2128 



Met 


Ala 


Ala Lys 


Met 


Leu 


Ala 


Leu 


Phe 


Ala Leu 


Leu 


Ala 


Leu 


Cys 


Ala 


1 








5 


















15 




Ser 


Ala 


Thr 


Ser 


Ala 


Thr 


His 


He 


Pro 


Gly His Leu 


Ser 


Pro 


Val 


Met 








20 










25 








30 




Gin 


Pro 


Leu 


Gly Thr 


Met 


Asn 


Pro 


Cys 


Met 


Gin Tyr Cys 


Met 


Met 


Gin 






35 










40 








45 








Gly 


Leu 


Ala 


Ser 


Leu 


Met 


Ala 


Cys 


Pro 


Ser Leu 


Met 


Leu 


Gin 


Gin 


Leu 


50 










55 








60 










Leu 


Ala 


Leu 


Pro 


Leu 


Gin 


Thr 


Met 


Pro 


Val Met 


Met 


Pro 


Gin 


Met 


Met 


65 










70 








75 










80 


Thr 


Pro 


Asn 


Met 


Met 
85 


Ser 


Pro 


Leu 


Met 


Met Pro 
90 


Ser 


Met 


Met 


Ser 
95 


Pro 


Met 


Val 


Leu 


Pro 
100 


Ser 


Met 


Met 


Ser 


Gin 
105 


Met Met 


Met 


Pro 


Gin 
110 


Cys 


His 


Cys 


Asp 


Ala 


Val 


Ser 


Gin 


He 


Met 


Leu 


Gin Gin 


Gin 


Leu 


Pro 


Phe 


Met 


115 










120 








125 








Phe 


Asn 


Pro 


Met 


Ala Met 


Thr 


He 


Pro 


Pro Met 


Phe 


Leu 


Gin 


Gin 


Pro 




130 










135 








140 











Phe Val Gly Ala Ala Phe 
145 150 

<210> 2129 

c211> 354 

<212> DNA 

<213> Homo sapiens 
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<400> 2129 

acgcgtgact tggtgaacaa acccatatcc atcaccccct tcggtgttga tacggaaata 
60 

ctcacgccct ttgacaagcg gcgtgatgcg aacggcggtg acggggtggt gcgcatcggg 
120 

actatcaagg ctctccactc caaatatggg atcggtgaac tcatccgtgc cttcagtcgg 
180 

gtccatgatg aacggcctaa taccgtcctt cgtatctggg gcggcggccc agacgagaat 
240 

cccctcaagg tcttggctcg ccgtcttgtc ccggacggtt cggtggagtt tcgcggtgcc 
300 

attgatcatt ctgaggtcag aaatgccttg ggtagtttgg acatctttgc cgcc 
354 

<210> 2130 

<211> 118 

<212> PRT 

<213> Homo sapiens 

<400> 2130 

Thr Arg Asp Leu Val Asn Lys Pro lie Ser lie Thr Pro Phe Gly Val 

15 10 15 

Asp Thr Glu He Leu Thr Pro Phe Asp Lys Arg Arg Asp Ala Asn Gly 

20 25 30 

Gly Asp Gly Val Val Arg He Gly Thr He Lys Ala Leu His Ser Lys 

35 40 45 

Tyr Gly He Gly Glu Leu He Arg Ala Phe Ser Arg Val His Asp Glu 

50 55 60 

Arg Pro Asn Thr Val Leu Arg He Trp Gly Gly Gly Pro Asp Glu Asn 
65 70 75 80 

Pro Leu Lys Val Leu Ala Arg Arg Leu Val Pro Asp Gly Ser Val Glu 

85 90 95 

Phe Arg Gly Ala He Asp His Ser Glu Val Arg Asn Ala Leu Gly Ser 

100 105 110 

Leu Asp He Phe Ala Ala 
115 

<210> 2131 

<211> 324 

<212> DNA 

<213> Homo sapiens 



<400> 2131 

gcatcgcggc cattggttat gtgtgcctat tccattggtt atgtggaagg ttgggatcag 
60 

ccagacagtc attatgatgg tttgttacag ctgggcgagt ggggctttcg aatcaatgac 
120 

ctgatgaaga cggtagaggg cgcggcaggg tgcattgagt attatgaaat gctcaacgaa 
180 

caacgccccg acttgtctta tgacatagac ggtattgttt ataaagttga tcagattgac 
240 

ctgcaagaag agcttggttt tattgctcgt gcgccacgct gggcaattgc tcgaaaattt 
300 
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cctgctcaag aagaagttac gcgt 
324 



<210> 2132 
<211> 108 
<212> PRT 

<213> Homo sapiens 



<400> 2132 
Ala Ser Arg 
1 

Gly Trp Asp 

Glu Trp Gly 
35 

Ala Gly Cys 
50 

Leu Ser Tyr 
65 

Leu Gin Glu 
Ala Arg Lys 



Pro Leu 
5 

Gin Pro 
20 

Phe Arg 

lie Glu 

Asp lie 

Glu Leu 

85 
Phe Pro 
100 



Val Met 

Asp Ser 

lie Asn 

Tyr Tyr 

55 
Asp Gly 
70 

Gly Phe 
Ala Gin 



Cys Ala Tyr 
10 

His Tyr Asp 
25 

Asp Leu Met 
40 

Glu Met Leu 

He Val Tyr 

He Ala Arg 
90 

Glu Glu Val 
105 



Ser He Gly 

Gly Leu Leu 

Lys Thr Val 
45 

Asn Glu Gin 
60 

Lys Val Asp 
75 

Ala Pro Arg 
Thr Arg 



Tyr Val Glu 
15 

Gin Leu Gly 
30 

Glu Gly Ala 

Arg Pro Asp 

Gin He Asp 
80 

Trp Ala He 
95 



<210> 2133 
<211> 292 
<212> DNA 

<213> Homo sapiens 



<400> 2133 

ggtacctgca atatggtatt gcatgacatg 
60 

gtggctgtct ttagaggacc cggcgaactt 
120 

tacatcacat caccaacacc catcacatac 
180 

accagattac atcgctgtgg atccaaccct 
240 

gtcacctcta cccggaaagg tcttcaacct 
292 



aataaatttt tccttactct gaactcacta 
ttcctgcttt ttcccacttg ctccatcaca 
atacacagtc atgaacggcc atcaggccac 
gcattttcct gcccctcctt tactgcgagt 
ccaagtttcc cagtaattta tt 



<210> 2134 
<211> 93 
<212> PRT 

<213> Homo sapiens 



<400> 2134 

Met Val Leu His Asp Met Asn Lys Phe Phe Leu Thr Leu Asn Ser Leu 

15 10 15 

Val Ala Val Phe Arg Gly Pro Gly Glu Leu Phe Leu Leu Phe Pro Thr 

20 25 30 

Cys Ser He Thr Tyr He Thr Ser Pro Thr Pro He Thr Tyr He His 

35 40 45 

Ser His Glu Arg Pro Ser Gly His Thr Arg Leu His Arg Cys Gly Ser 
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50 55 60 

Asn Pro Ala Phe Ser Cys Pro Ser Phe Thr Ala Ser Val Thr Ser Thr 
65 70 75 80 

Arg Lys Gly Leu Gin Pro Pro Ser Phe Pro Val lie Tyr 
~ * 85 90 

<210> 2135 
<211> 439 
c212> DNA 

<213> Homo sapiens 
<400> 2135 

acgcgttcca ttggtgtgtc gaatttcaag accgagcatc tggacgccat cgagggggcc 
60 

actccgagcg tcgaccaaat cgagatgcat ccctcgttca accaggcgac cttccgcgca 
120 

gagctggccg agcgcggcat taacccggag gcctggagcc cgctgggcca gtcgaaggac 
180 

ctcgacaatc ccgtcctcac cgatatttcc aaggcgactg gaaagacgcc tgcccaggtg 
240 

gtcattcgct ggcacctgca gatcggcaac gtggtattcc ccaagtcggt gacaccatca 
300 

cgaattgccg agaactttga tgtgttcgat ttcgagctgt ctgacgagca gatcgccgca 
360 

attgatggcc tggatcacgg caacaggctc ggtggtgacc cttctaccgc cgacttctga 
420 

ttctgcaaca ataaccggt 
439 

<210> 2136 
c211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 2136 



Thr 


Arg 


Ser 


He 


Gly 


Val 


Ser 


Asn 


Phe 


Lys 


Thr Glu 


His 


Leu 


Asp 


Ala 


1 








5 










10 








15 




He 


Glu 


Gly 


Ala 


Thr 


Pro 


Ser 


Val 


Asp 


Gin 


He Glu 


Met 


His 


Pro 


Ser 








20 










25 








30 






Phe 


Asn 


Gin 


Ala 


Thr 


Phe 


Arg 


Ala 


Glu 


Leu 


Ala Glu 


Arg 


Gly 


He 


Asn 






35 










40 








45 








Pro 


Glu 


Ala 


Trp 


Ser 


Pro 


Leu 


Gly 


Gin 


Ser 


Lys Asp 


Leu 


Asp 


Asn 


Pro 




50 










55 








60 










Val 


Leu 


Thr 


Asp 


He 


Ser 


Lys 


Ala 


Thr 


Gly 


Lys Thr 


Pro 


Ala 


Gin 


Val 


65 










70 










75 








80 


Val 


He 


Arg 


Trp 


His 


Leu 


Gin 


He 


Gly 


Asn 


Val Val 


Phe 


Pro 


Lys 


Ser 










85 










90 








95 




Val 


Thr 


Pro 


Ser 


Arg 


He 


Ala 


Glu 


Asn 


Phe 


Asp Val 


Phe 


Asp 


Phe 


Glu 








100 










105 








110 






Leu 


Ser 


Asp 


Glu 


Gin 


He 


Ala 


Ala 


He 


Asp 


Gly Leu 


Asp 


His 


Gly 


Asn 






115 










120 








125 








Arg 


Leu 


Gly 


Gly 


Asp 


Pro 


Ser 


Thr 


Ala 


ASp 


Phe 











130 135 
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<210> 2137 

<211> 330 

<212> DNA 

<213> Homo sapiens 

<400> 2137 

nncctttgcc ttggctgata ccctcaccac ctgggaacat cccccagaca ccctcttaac 
60 

tccgggacag agatggctgg cggagcctgg ggccgcctgg cctgttactt ggagttcctg 
120 

aagaaggagg agctgaagga gttccagctt ctgctcgcca ataaagcgca ctccaggagc 
180 

tcttccggtg agacacccgc tcagccagag aagacgagtg gcatggaggt ggcctcgtac 
240 

ctggtggctc agtatgggga gcagcgggcc tgggacctag ccctccatac ctgggagcag 
300 

atggggctga ggtcactgtg cgcccaagcc 
330 

<210> 2138 

<211> 86 

<212> PRT 

<213> Homo sapiens 

<400> 2138 



Met Ala Gly 


Gly 


Ala 


Trp Gly 


Arg 


Leu 


Ala Cys Tyr Leu Glu Phe Leu 


1 




5 








10 15 


Lys Lys Glu 


Glu 


Leu 


Lys Glu 


Phe 


Gin 


Leu Leu Leu Ala Asn Lys Ala 




20 








25 


30 


His Ser Arg 


Ser 


Ser 


Ser Gly 


Glu 


Thr 


Pro Ala Gin Pro Glu Lys Thr 


35 








40 




45 


Ser Gly Met 


Glu 


Val 


Ala Ser 


Tyr Leu 


Val Ala Gin Tyr Gly Glu Gin 


50 






55 






60 


Arg Ala Trp 


Asp 


Leu 


Ala Leu 


His 


Thr 


Trp Glu Gin Met Gly Leu Arg 


65 






70 






75 80 


Ser Leu Cys 


Ala 


Gin 


Ala 












85 











<210> 2139 
<211> 433 
<212> DNA 

<213> Homo sapiens 
<400> 2139 

gagcagttga gcgcccagaa caccgggatc aacagcaacc tgtcggacat ggccggccag 
60 

gtgaacaagc tggcgagtac catcgcccag tacaacgatc agatttccaa agtcaccacc 
120 

gccgccggtg ccccgaacga cctgctggac cagcgcagcg aggcggtgcg ccagttgtcc 
180 

gagctggtcg ggacccaggt ggtccagcgc ggttcgagtt atgacgtcta tatcggcagc 
240 

ggtcagcgcc tggtgatggg caacagcacc aacaccctgt ccgcagtgcc gagcaaggac 
300 
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gacccgagcc agtcggcctt gcagctggat cgcggcacca gcaccgtcga tatcacctcc 
360 

acggtgaccg gtggcgagat cggtggtctg ctgcgctatc gcagcgatgt gctcgacccg 
420 

tcgatcaacg cgt 
433 

<210> 2140 
<2X1> 144 
<212> PRT 

<213> Homo sapiens 



<400> 2140 



Glu Gin 


Leu 


Ser 


Ala 


Gin 


Asn 


Thr 


Gly 


He 


Asn Ser 


Asn 


Leu 


Ser 


Asp 


1 






5 










10 








15 




Met Ala 


Gly 


Gin 


Val 


Asn 


Lys 


Leu 


Ala 


Ser 


Thr He 


Ala 


Gin 


Tyr 


Asn 






20 










25 








30 






Asp Gin 


lie 


Ser 


Lys 


Val 


Thr 


Thr 


Ala 


Ala 


Gly Ala 


Pro 


Asn 


Asp 


Leu 




35 










40 








45 








Leu Asp 


Gin 


Arg 


Ser 


Glu 


Ala 


Val 


Arg 


Gin 


Leu Ser 


Glu 


Leu 


Val 


Gly 


50 










55 








60 










Thr Gin 


Val 


Val 


Gin 


Arg 


Gly 


Ser 


Ser 


Tyr 


Asp Val 


Tyr 


He 


Gly 


Ser 


65 








70 










75 








80 


Gly Gin 


Arg 


Leu 


Val 


Met 


Gly 


Asn 


Ser 


Thr 


Asn Thr 


Leu 


Ser 


Ala 


Val 








85 










90 








95 




Pro Ser 


Lys 


Asp 


Asp 


Pro 


Ser 


Gin 


Ser 


Ala 


Leu Gin 


Leu 


Asp 


Arg 


Gly 






100 










105 








110 






Thr Ser 


Thr 


Val 


Asp 


He 


Thr 


Ser 


Thr 


Val 


Thr Gly 


Gly 


Glu 


He 


Gly 




115 










120 








125 








Gly Leu 


Leu 


Arg 


Tyr 


Arg 


Ser 


Asp 


Val 


Leu 


Asp Pro 


Ser 


He 


Asn 


Ala 



130 135 140 



<210> 2141 

<211> 426 

<212> DNA 

<213> Homo sapiens 

<400> 2141 

nnatatccat gcagcgatcc tcatcaattt gctgtgttat taggctttgg tgcgacggct 
60 

gtttatcctt atctttcttt ccgcttgatc aatgatatgg tggataaagg cgaagtgtta 
120 

ggtgacccaa ttgcttgtca tgttaaatat cgtaaaggta ttaacaaagg cttgatgaaa 
180 

atcctgtcta aaatgggtat ttcaacgatt gcctcttatc gtggtgcgca attgtttgaa 
240 

gcggttggct tggatactaa agtggtcgac ctttgtttca aaggcgttgc aagtcgtatc 
300 

aaaggtgctc gttttgaaga tttccagcgt gatcaagcaa cgattgccaa taatgcttgg 
360 

aagttacgta aacctattca acagggcggt tatcttaaat acgtacatga ctctgagtat 
420 

cacgcg 
426 
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<210> 2142 

<211> 142 

<212> PRT 

<213> Homo sapiens 



<400> 2142 

Xaa Tyr Pro Cys Ser Asp Pro His Gin Phe Ala Val Leu Leu Gly Phe 

1*5 10 15 

Gly Ala Thr Ala Val Tyr Pro Tyr Leu Ser Phe Arg Leu He Asn Asp 

20 25 30 

Met Val Asp Lys Gly Glu Val Leu Gly Asp Pro lie Ala Cys His Val 

35 40 45 

Lys Tyr Arg Lys Gly He Asn Lys Gly Leu Met Lys He Leu Ser Lys 

50 55 60 

Met Gly He Ser Thr He Ala Ser Tyr Arg Gly Ala Gin Leu Phe Glu 
65 70 75 80 

Ala Val Gly Leu Asp Thr Lys Val Val Asp Leu Cys Phe Lys Gly Val 

85 90 95 

Ala Ser Arg He Lys Gly Ala Arg Phe Glu Asp Phe Gin Arg Asp Gin 

100 105 HO 

Ala Thr He Ala Asn Asn Ala Trp Lys Leu Arg Lys Pro He Gin Gin 

115 120 125 

Gly Gly Tyr Leu Lys Tyr Val His Asp Ser Glu Tyr His Ala 
130 135 140 

<210> 2143 

<211> 1008 

<212> DNA 

<213> Homo sapiens 

<400> 2143 

gccggcttga caagcatgtt caccggtgac gctgtcgtga tcgtcgaggt gagccaattg 
60 

tgtcatattg tacgcagtat gtcttttcaa cgattcttgg cgggggtggc agccatcttg 
120 

cttctcctgc ctactgcgtg cgctgatgat gcgcaggcgc ccgttgtcga taacctcggg 
180 

acggtcctca gcccctccaa ctccctcatt cgcgagccgg cgaattcgtc agtcaacggg 
240 

acgctcaaga gcacatatga gtacctccgg ctcatcgacg gtcacgatct acccgacgac 
300 

gatggctacg ctcatgatca tctggtcgcg gctttgcgcc cgtatttggt gaatggtgga 
360 

gacagtcggc aggcccacgt cacccaactc atggcggcgt catccctgaa aaccctcaac 
420 

gcgttgtccg acaaggagag atcagaggtc gacaaacgta cccgcctgcc gaagggctgc 
480 

atcacgagaa agacggtgat gacggatctg cccatcgcga cgatgaggcg ggagatcggc 
540 

ctgtccaacg acgggttgtg cctcacaccg tggaaggtca agacgacttc ttccgaggag 
600 

gctcggtggg cgatgcaggc gctggccagt gccgacctat tcagcaatgc taaggacgcc 
660 
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gagaaatggg ggtgggagtc gatctcggac gggtatttgc gccatctcga gacctacagt 
720 

ggcccgagca cgactatcgc gatggccttg tcggcggcga ataccgtctc tacattgtct 
780 

cgttcccagc tgcaacgcat cggcgacagt ctcgcggatg cgccatatcc gaggaaggac 
840 

cttggtccgg cgctcattcg caatggaaag ccggtcaagg acaagtgcag tatcgaatcg 
900 

gcgtacctgt tgaggtattc cgggaattgg gcgtggtgac atgacggttt cttggcaagg 
960 

tgtgaccaag acattcccct cgggcgattc cgcgcgtggg gggtgcac 
1008 



<210> 2144 

<211> 307 

<212> PRT 

<213> Homo sapiens 



<400> 2144 

Met Phe Thr Gly Asp Ala Val Val He Val Glu Val Ser Gin Leu Cys 

1 5 10 15 

His He Val Arg Ser Met Ser Phe Gin Arg Phe Leu Ala Gly Val Ala 

20 25 30 

Ala He Leu Leu Leu Leu Pro Thr Ala Cys Ala Asp Asp Ala Gin Ala 

35 40 45 

Pro Val Val Asp Asn Leu Gly Thr Val Leu Ser Pro Ser Asn Ser Leu 

50 55 60 

He Arg Glu Pro Ala Asn Ser Ser Val Asn Gly Thr Leu Lys Ser Thr 
65 70 75 80 

Tyr Glu Tyr Leu Arg Leu He Asp Gly His Asp Leu Pro Asp Asp Asp 

85 90 95 

Gly Tyr Ala His Asp His Leu Val Ala Ala Leu Arg Pro Tyr Leu Val 

100 105 HO 

Asn Gly Gly Asp Ser Arg Gin Ala His Val Thr Gin Leu Met Ala Ala 

115 120 125 

Ser Ser Leu Lys Thr Leu Asn Ala Leu Ser Asp Lys Glu Arg Ser Glu 

130 135 140 

Val Asp Lys Arg Thr Arg Leu Pro Lys Gly Cys He Thr Arg Lys Thr 
145 150 155 160 

Val Met Thr Asp Leu Pro He Ala Thr Met Arg Arg Glu He Gly Leu 

165 170 175 

Ser Asn Asp Gly Leu Cys Leu Thr Pro Trp Lys Val Lys Thr Thr Ser 

180 185 190 

Ser Glu Glu Ala Arg Trp Ala Met Gin Ala Leu Ala Ser Ala Asp Leu 

195 200 205 

Phe Ser Asn Ala Lys Asp Ala Glu Lys Trp Gly Trp Glu Ser He Ser 

210 215 220 

Asp Gly Tyr Leu Arg His Leu Glu Thr Tyr Ser Gly Pro Ser Thr Thr 
225 230 235 240 

He Ala Met Ala Leu Ser Ala Ala Asn Thr Val Ser Thr Leu Ser Arg 

245 250 255 

Ser Gin Leu Gin Arg He Gly Asp Ser Leu Ala Asp Ala Pro Tyr Pro 

260 265 270 

Arg Lys Asp Leu Gly Pro Ala Leu He Arg Asn Gly Lys Pro Val Lys 
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275 280 285 

Asp Lys Cys Ser He Glu Ser Ala Tyr Leu Leu Arg Tyr Ser Gly Asn 

290 295 300 

Trp Ala Trp 
305 

<210> 2145 

<211> 389 

<212> DNA 

<213> Homo sapiens 

<400> 2145 

tctagaatcg tgtataacat tctacacaat aagctaagcc tactcttgta gagtgcgatc 
€0 

atgacaaccc ttgaacaatc attatctcaa attcccgcat tttcgattat tcatgaacat 
120 

ttatttagct cggcccagcc ttctgctgaa caactaaaat tgattaaaga gtttggttgt 
180 

agcacagtca ttaaccttgc tttaactaat gcttcaaatc atcttgagaa tgaagaccgt 
240 

atttgtttag accttggttt aaattatatt catattccaa ttgattggga gatgccttct 
300 

gctgagcagt gcttattagt tttagatttg attgatcatt tagtgcaaaa tgaaattgtt 
360 

tggatacatt gcgccaaaaa taaacgcgt 
389 

<210> 2146 

<211> 109 

<212> PRT 

<213> Homo sapiens 

<400> 2146 



Met 


Thr 


Thr 


Leu 


Glu 


Gin 


Ser Leu Ser 


Gin 


He Pro 


Ala 


Phe 


Ser 


He 


1 








5 






10 








15 




He 


His 


GlU 


His 


Leu 


Phe 


Ser Ser Ala 


Gin 


Pro Ser 


Ala 


Glu 


Gin 


Leu 








20 






25 








30 






Lys 


Leu 


lie 


Lys 


Glu 


Phe 


Gly Cys Ser 


Thr 


Val He 


Asn 


Leu 


Ala 


Leu 






35 








40 






45 








Thr 


Asn 


Ala 


Ser 


Asn 


His 


Leu Glu Asn 


Glu 


Asp Arg 


He 


Cys 


Leu 


Asp 




50 










55 




60 










Leu Gly 


Leu 


Asn 


Tyr 


He 


His He Pro 


He 


Asp Trp 


Glu 


Met 


Pro 


Ser 


65 










70 






75 








80 


Ala 


Glu 


Gin 


Cys 


Leu 


Leu 


Val Leu Asp 


Leu 


He Asp 


His 


Leu 


Val 


Gin 










85 






90 








95 




Asn 


Glu 


lie 


Val 


Trp 


He 


His Cys Ala 


Lys 


Asn Lys 


Arg 









100 105 



<210> 2147 

<211> 235 

c212> DNA 

<213> Homo sapiens 

<400> 2147 
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ctccctgcgg gctgcgtctc cgaggacatg tgcagtcctg acccctgttt caatggtggg 
60 

acttgcctcg tcacctggaa tgacttccac tgtacctgcc ctgccaattt cacggggcct 
120 

acatgtgccc agcagctgtg gtgtcccggc cagccctgtc tcccacctgc cacgtgtgtg 
180 

gcggaggcca cgttccgcga gggtcccccc gccgcgttca gcgggcacaa cgcgt 
235 

<210> 2148 

<211> 78 

<212> PRT 

<213> Homo sapiens 

<400> 2148 

Leu Pro Ala Gly Cys Val Ser Glu Asp Met Cys Ser Pro Asp Pro Cys 

15 10 15 

Phe Asn Gly Gly Thr Cys Leu Val Thr Trp Asn Asp Phe His Cys Thr 

20 25 30 

Cys Pro Ala Asn Phe Thr Gly Pro Thr Cys Ala Gin Gin Leu Trp Cys 

3S 40 45 

Pro Gly Gin Pro Cys Leu Pro Pro Ala Thr Cys Val Ala Glu Ala Thr 

50 55 60 

Phe Arg Glu Gly Pro Pro Ala Ala Phe Ser Gly His Asn Ala 
65 70 75 

<210> 2149 

<211> 1474 

<212> DNA 

<213> Homo sapiens 

<400> 2149 

ntactgccac cattggaact tttgatgttg atggggaaga gttgcaacac ctccagggtt 
60 

gtcctgctga tggtggctgc gaatgatttg ccttgacaat agctgaaaaa ccaccatctg 
120 

caacacgcgg gagtaagact tctcctgctc tttgccagtg gtctgaggtg acgaaccacc 
180 

ctggcttggt gtgctgtgtc cagcaaacta caggggtgcc gctggtagtt atggtgaaac 
240 

cagacacttt tcttatccac gagattaaga ctcttcctgc taaagcgaag atccaagaca 
300 

tggttgctat taggcacacg gcctgcaatg agcagcagcg gacaacaatg attctgctgt 
360 

gtgaggatgg cagcctgcgc atttacatgg ccaacgtgga gaacacctcc tactggctgc 
420 

agccatccct gcagcccagc agtgtcatca gcatcatgaa gcctgttcga aagcgcaaaa 
480 

cagctacaat cacaacccng cacgtctagc caggtgactc tccccattga cttttttgaa 
540 

cacaaccagc agctgacaga tgtggagttt ggtggtaacg acctcctaca ggtctataat 
600 

gcacaacaga taaaacaccg gctgaattcc actggcatgt atgtggccaa caccaagccc 
660 
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ggaggcttca ccattgagat tagtaacaac aatagcacta tggtgatgac aggcatgcgg 
720 

atccagattg ggactcaagc aatagaacgg gccccgtcat atatcgagat cttcggcaga 
780 

actatgcagc tcaacctgag tcgctcacgc tggtttgact tccccttcac cagagaagaa 
840 

gccctgcagg ctgataagaa gctgaacctc ttcattgggg cctcggtgga tccagcaggt 
900 

gtcaccatga tagatgctgt aaaaatttat ggcaagacta aggagcagtt tggctggcct 
960 

gatgagcccc cagaagaatt cccttctgcc tctgtcagca acatctgccc ttcaaatctg 
1020 

aaccagagca acggcactgg agatagcgac tcagctgccc ccactacgac cagtggaact 
1080 

gtcctggaga ggctggttgt gagttcttta gaagccctgg aaagctgctt tgccgttggc 
1140 

ccaatcatcg agaaggagag aaacaagaat gctgctcagg agctggccac tttgctgttg 
1200 

tccctgccag cacctgccag cgtccagcag cagtccaaga gccttctggc cagcctgcac 
1260 

accagccgct cggcctacca cagccacaag gtaactgttc tctcagggaa aggaaattgc 
1320 

agtgctgaca gggaatcaaa taagttagct cttcattgta aagcaacagc acagcaaagt 
1380 

aaggtagagg gaggatagca ttcagattag acctacattt tacagagttt ctcctgagaa 
1440 

attctcaagt gccactcaaa actgagggta agcc 
1474 

<210> 2150 
<211> 312 
<212> PRT 

<213> Homo sapiens 



<400> 2150 



Ser 


Leu 


Phe 


Glu 


Ser 


Ala 


Lys 


Gin 


Leu 


Gin 


Ser 


Gin 


Pro 


Xaa 


Thr 


Ser 


1 








5 










10 










15 




Ser 


Gin 


Val 


Thr 


Phe 


Pro 


He 


Asp 


Phe 


Phe 


Glu 


His 


Asn 


Gin 


Gin 


Leu 








20 










25 










30 






Thr 


Asp 


val 


Glu 


Phe 


Gly 


Gly 


Asn 


Asp 


Leu 


Leu 


Gin 


Val 


Tyr 


Asn 


Ala 






35 










40 










45 








Gin 


Gin 


He 


Lys 


His 


Arg 


Leu 


Asn 


Ser 


Thr 


Gly 


Met 


Tyr 


val 


Ala 


Asn 




50 










55 










60 










Thr 


Lys 


Pro 


Gly 


Gly 


Phe 


Thr 


He 


Glu 


He 


Ser 


Asn 


Asn 


Asn 


Ser 


Thr 


65 










70 










75 










80 


Met 


Val 


Met 


Thr 


Gly 


Met 


Arg 


He 


Gin 


He 


Gly 


Thr 


Gin 


Ala 


He 


Glu 










85 










90 










95 




Arg 


Ala 


Pro 


Ser 


Tyr 


He 


Glu 


He 


Phe 


Gly 


Arg 


Thr 


Met 


Gin 


Leu 


Asn 








100 










105 










110 






Leu 


Ser 


Arg 


Ser 


Arg 


Trp 


Phe 


Asp 


Phe 


Pro 


Phe 


Thr 


Arg 


Glu 


Glu 


Ala 






115 










120 










125 








Leu 


Gin 


Ala 


Asp 


Lys 


Lys 


Leu 


Asn 


Leu 


Phe 


lie 


Gly 


Ala 


Ser 


Val 


Asp 




130 










135 










140 










Pro 


Ala 


Gly 


Val 


Thr 


Met 


He 


Asp 


Ala 


Val 


Lys 


He 


Tyr 


Gly 


Lys 


Thr 
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145 






150 










155 






160 


Lys Glu Gin 


Phe 


Gly Trp 


Pro 


Asp 


Glu 


Pro 


Pro 


Glu 


Glu 


Phe Pro Ser 




165 










170 








175 


Ala Ser Val 


Ser 


Asn 


He 


Cys 


Pro 


Ser 


Asn 


Leu 


Asn 


Gin 


Ser Asn Gly 




180 










185 










190 


Thr Gly Asp 


Ser 


Asp 


Ser 


Ala 


Ala 


Pro 


Thr 


Thr 


Thr 


Ser 


Gly Thr Val 


195 










200 










205 




Leu Glu Arg 


Leu 


Val 


Val 


Ser 


Ser 


Leu 


Glu 


Ala 


Leu 


Glu 


Ser Cys Phe 


210 








215 










220 




Ala Ala Gin 


Ala Val Gly 


Pro 


He 


He 


Glu 


Lys 


Glu 


Arg 


Asn 


Lys 


Asn 


225 






230 










235 






240 


Glu Leu Ala 


Thr 


Leu 


Leu 


Leu 


Ser 


Leu 


Pro 


Ala 


Pro 


Ala 


Ser Val Gin 






245 










250 








255 


Gin Gin Ser 


Lys 


Ser 


Leu 


Leu 


Ala 


Ser 


Leu 


His 


Thr 


Ser 


Arg Ser Ala 




260 










265 










270 


Tyr His Ser 


His 


Lys 


Val 


Thr 


Val 


Leu Ser Gly Lys Gly 


Asn Cys Ser 


275 










280 










285 




Ala Asp Arg 


Glu 


Ser 


Asn 


Lys 


Leu 


Ala 


Leu 


His 


Cys 


Lys 


Ala Thr Ala 


290 








295 










300 






Gin Gin Ser 


Lys 


Val Glu Gly Gly 















305 310 

<210> 2151 
<211> 511 
<212> DNA 

<213> Homo sapiens 
<400> 2151 

gccggcgttt acctgtgggg cccggtcggg cgcggcaaga cctggctgat ggatcaattc 
60 

caccaaagcc tgnncgggtg ccggcgcngg cggcagcact ttcatcactt catgggctgg 
120 

gtgcatcagc gctcctttca gttgaccggg atcgccgatc cattgcgggc gctggctcgt 
180 

gagctggcgg ccgaggtgcg ggtgctgtgt ttcgatgagc tgttcgtcaa tgacatcggt 
240 

gacgcgatca ttctcgggcg cctgtttcag gtgatgttcg acgcaggcgt ggtggtggtc 
300 

tgcacctcca atctgccgcc ggatcagctg tatgccgacg gcttcaaccg cgaccgcttc 
360 

ctgccggcga tcaccgcgat caaacagcac atgcaagtgg tcgcggtgaa tggcgcggaa 
420 

gatcatcgct tgcatcccgg cgccatcgag cagcgttact gggtcgctct gccggagcag 
480 

ggtagcgcgt tgagccaggt gttcgacgcg t 
511 

<210> 2152 
<211> 170 
<212> PRT 

<213> Homo sapiens 
<400> 2152 

Ala Gly Val Tyr Leu Trp Gly Pro Val Gly Arg Gly Lys Thr Trp Leu 
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1 








5 10 




Met 


Asp 


Gin 


Phe 


His Gin Ser Leu Xaa Gly 


Cys Arg Arg Xaa Arg Gin 








20 


25 


30 


His 


Phe 


His 


His 


Phe Met Gly Trp Val His 


Gin Arg Ser Phe Gin Leu 






35 




40 


45 


Thr 


Gly 


He 


Ala 


Asp Pro Leu Arg Ala Leu 


Ala Arg Glu Leu Ala Ala 




50 






55 


C A 

©u 


Glu 


val 


Arg 


Val 


Leu Cys Phe Asp Glu Leu 


Phe Val Asn Asp He Gly 


65 








70 


75 80 


Asp 


Ala 


He 


lie 


Leu Gly Arg Leu Phe Gin 


Val Met Phe Asp Ala Gly 










85 90 


95 


Val 


Val 


Val 


Val 


Cys Thr Ser Asn Leu Pro 


Pro Asp Gin Leu Tyr Ala 








100 


105 


110 


Asp 


Gly 


Phe 


Asn 


Arg Asp Arg Phe Leu Pro 


Ala He Thr Ala He Lys 






115 




120 


125 


Gin 


His 


Met 


Gin 


Val Val Ala Val Asn Gly 


Ala Glu Asp His Arg Leu 




130 






135 


140 


His 


Pro 


Gly 


Ala 


He Glu Gin Arg Tyr Trp 


Val Ala Leu Pro Glu Gin 


145 








150 


155 160 


Gly 


Ser 


Ala 


Leu 


Ser Gin Val Phe Asp Ala 





165 170 



<210> 21S3 

<211> 528 

<212> DNA 

<213> Homo sapiens 

<400> 2153 

nnaccggtgc caaagagctg gggatcaacc tgccgaacac cgccggtacg cagcaggtgt 
60 

tcagtacgtg cacggcgatt ggcggcggca attgggacca ctccgcgctg atcaagggcc 
120 

tggagcatat ggccaacttt tcgattcgcg atcaataagc cacaccgctc ccacctttga 
180 

tggcattcca agtctgaaat tgatccatct ctaataacaa aaatccccgg gagcccgctt 
240 

atgtcggtcg atccgcaaca cctgcttcgc gagctgtttg ccacagccat cgatgccgcc 
300 

cacccccggc atgtccttga accttatctg cccgctgacc gcacaggccg tgtgattgtg 
360 

attgggcccg gcaaaaccgc acccgccatg gccctcgtcg tcgagaacgg ctggcaaggc 
420 

gaagtcaccg gcctggtggt cacccgctac ggccacggcg cgccgtgcaa aaaaatcgaa 
480 

gtggtcgagg ccgctcaccc ggtgccggat gccgccggcc tggcggtg 
528 

<210> 2154 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 2154 

Met Ser Val Asp Pro Gin His Leu Leu Arg Glu Leu Phe Ala Thr Ala 
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15 10 15 

lie Asp Ala Ala His Pro Arg His Val Leu Glu Pro Tyr Leu Pro Ala 

20 25 30 

Asp Arg Thr Gly Arg Val He Val He Gly Pro Gly Lys Thr Ala Pro 

3S 40 45 

Ala Met Ala Leu Val Val Glu Asn Gly Trp Gin Gly Glu Val Thr Gly 

50 S5 60 

Leu Val Val Thr Arg Tyr Gly His Gly Ala Pro Cys Lys Lys He Glu 
65 70 75 80 

Val Val Glu Ala Ala His Pro Val Pro Asp Ala Ala Gly Leu Ala Val 
85 90 95 



<210> 2155 

<211> 297 

<212> DNA 

<213> Homo sapiens 



<400> 2155 

gtgcaccgcc acggcacacc cgccatgccg cgccgctatt tcgaggccct gctgcaggag 
60 

ttcggccccg actgcgaggt gctcaccgtc accgattcag agggcaaccc cctcagttcg 
120 ' 

gtgctcagtt tctacttccg tgatgaagtg ctgccctact atgcgggcga cgccgtcgcg 
180 

gcgcgcgaac tggcggccaa tgacttcaaa tactgggagc tgatgcgacg cgcctgtgcg 
240 

cgcggcctca aggtgtttga ctacggccgc agcaagcagg gcacgggctc ctacgcn 
297 



<210> 2156 

<211> 91 

<212> PRT 

<213> Homo sapiens 



<400> 2156 

Met Pro Arg Arg Tyr Phe Glu Ala Leu Leu Gin Glu Phe Gly Pro Asp 

1 5 10 15 

Cys Glu Val Leu Thr Val Thr Asp Ser Glu Gly Asn Pro Leu Ser Ser 

20 25 30 

Val Leu Ser Phe Tyr Phe Arg Asp Glu Val Leu Pro Tyr Tyr Ala Gly 

35 40 45 

Asp Ala Val Ala Ala Arg Glu Leu Ala Ala Asn Asp Phe Lys Tyr Trp 

50 55 60 

Glu Leu Met Arg Arg Ala Cys Ala Arg Gly Leu Lys Val Phe Asp Tyr 
65 70 75 80 

Gly Arg Ser Lys Gin Gly Thr Gly Ser Tyr Ala 
85 90 

<210> 2157 
<211> 711 
<212> DNA 

<213> Homo sapiens 



<400> 2157 
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naccgagata acgaggtcgt catcatctcc actgggtccc aaggtgagcc actttcggcc 
60 

ctagcaagga tcgccaaccg agagcaccga gacatcgagg tgggggaggg agataccgtt 
120 

ttgctggcat cctctctcat cccgggtaat gagaatgccg tctatcgagt gattaatggc 
180 

ctgacgaagc ttggcgccgc cgtggtacat aagggcaacg ctttggtcca cgtttccggc 
240 

catgccgcag ccggagagct gctgtacgcg tataacatcg tgcggccacg cgctgtgatg 
300 

ccgattcatg gtgaggtgcg tcatcttgtc gctaatgccg atctggccaa agcaaccggt 
360 

gtcgatgaga acaacgtggt gcttgtcgag gacggcgggg ttattgacct tgttgacgga 
420 

gtaccgcgag ttgttggcaa ggtcgatgcc tcgtacatcc ttgttgacgg atctggggtg 
480 

ggggagctta ccgaggacac gctcactgat cgccgtatcc tcggtgagga gggattcttg 
540 

tcagtcgtca ccgtggtcga cacccgctcg gcgtcagtgg tgtctcgccc ggcgatccag 
600 

gcgcgtggtt ttgccgaggg cgactcggtc ttcgcggaga tcaccgacca gatcgtcacc 
660 

gagctagaga aggcgatggc cggtggtatg gacgataccc accggttgca a 
711 

<210> 21S8 
<211> 237 
<212> PRT 

<213> Homo sapiens 



<400> 2158 



Xaa 


Arg 


Asp 


Asn 


Glu 


Val 


Val 


He 


He 


Ser 


Thr 


Gly 


Ser 


Gin 


Gly 


Glu 


1 








5 










10 










15 




Pro 


Leu 


Ser 


Ala 


Leu 


Ala 


Arg 


He 


Ala 


Asn 


Arg 


Glu 


His 


Arg 


Asp 


He 








20 










25 










30 






Glu 


Val 


Gly 


Glu 


Gly 


Asp 


Thr 


Val 


Leu 


Leu 


Ala 


Ser 


Ser 


Leu 


He 


Pro 






35 










40 










45 








Gly 


Asn 


Glu 


Asn 


Ala 


Val 


Tyr 


Arg 


Val 


He 


Asn 


Gly 


Leu 


Thr 


Lys 


Leu 




50 










55 










60 










Gly 


Ala 


Ala 


Val 


Val 


His 


Lys 


Gly 


Asn 


Ala 


Leu 


Val 


His 


Val 


Ser 


Gly 


65 










70 










75 










80 


His 


Ala 


Ala 


Ala 


Gly 


Glu 


Leu 


Leu 


Tyr 


Ala 


Tyr 


Asn 


He 


Val 


Arg 


Pro 










85 










90 










95 




Arg 


Ala 


Val 


Met 


Pro 


He 


His 


Gly 


Glu 


Val 


Arg 


His 


Leu 


Val 


Ala 


Asn 








100 










105 










110 






Ala 


Asp 


Leu 


Ala 


Lys 


Ala 


Thr 


Gly 


Val 


Asp 


Glu 


Asn 


Asn 


Val 


Val 


Leu 






115 










120 










125 








Val 


Glu 


Asp 


Gly 


Gly 


Val 


He 


Asp 


Leu 


Val 


Asp 


Gly 


Val 


Pro 


Arg 


Val 




130 










135 










140 










Val 


Gly 


Lys 


Val 


Asp 


Ala 


Ser 


Tyr 


He 


Leu 


Val 


Asp 


Gly 


Ser 


Gly 


Val 


145 










ISO 










155 










160 


Gly 


Glu 


Leu 


Thr 


Glu 


Asp 


Thr 


Leu 


Thr 


Asp 


Arg 


Arg 


He 


Leu 


Gly 


Glu 










165 










170 










175 




Glu 


Gly 


Phe 


Leu 


Ser 


Val 


val 


Thr 


Val 


Val 


Asp 


Thr 


Arg 


Ser 


Ala 


Ser 
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180 

Val val Ser Arg Pro Ala 
195 

Ser Val Phe Ala Glu lie 
210 

Ala Met Ala Gly Gly Met 
225 230 

<210> 2159 
<211> 322 
<212> DNA 
<213> Homo sapiens 

<400> 2159 

tcgcgagcac actccagcct ctggagagac gacaacgcgt gaaggggcac cagcttgcgg 
60 

ggcagcagct ccaggggcgg cctgggaggg ctttgtgcag aagaagcctg tttccttcta 
120 

cctgtttgga aaagttgtct ctgcagatgg tgggtgagag ttcgctgcca gggccactgt 
180 

cttccctgcc ctgcggacac ttcttcccca ccttcctaaa gctgtgggag acctggagcc 
240 

gtggagcatc aatggctctt tgactcagga atcttaaaaa atcacaccct ggggctacca 
300 

tgggggcctt ctggttctcc tt 
322 

<210> 2160 

<211> 100 

<212> PRT 

<213> Homo sapiens 

<400> 2160 



Met Val 


Ala 


Pro 


Gly 


Cys Asp Phe Leu Arg Phe Leu 


Ser Gin Arg Ala 


1 






5 


10 


15 


lie Asp 


Ala 


Pro 


Arg 


Leu Gin Val Ser His Ser Phe 


Arg Lys Val Gly 






20 




25 


30 


Lys Lys 


Cys 


Pro 


Gin 


Gly Arg Glu Asp Ser Gly Pro 


Gly Ser Glu Leu 




35 






40 


45 


Ser Pro 


Thr 


lie 


Cys 


Arg Asp Asn Phe Ser Lys Gin 


Val Glu Gly Asn 


50 








55 60 




Arg Leu 


Leu 


Leu 


His 


Lys Ala Leu Pro Gly Arg Pro 


Trp Ser Cys Cys 


65 








70 75 


80 


Pro Ala 


Ser 


Trp 


Cys 


Pro Phe Thr Arg Cys Arg Leu 


Ser Arg Gly Trp 








85 


90 


95 


Ser Val 


Leu 


Ala 












100 









<210> 2161 

<211> 1070 

<212> DNA 

<213> Homo sapiens 

<400> 2161 



185 190 
He Gin Ala Arg Gly Phe Ala Glu Gly Asp 

200 205 
Thr Asp Gin He Val Thr Glu Leu Glu Lys 
21S 220 
Asp Asp Thr His Arg Leu Gin 
235 
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tcttagggga agggaaggct tatctgaaga gtagacctct ggttttgaat gagggagaca 
60 

gtggggatat gaggggagga aacctcaaaa agaatatgta tccatcacta tgaaaggtta 
120 

ggctatacag gggaagcctc caaagggaaa tctggaaaaa tgttctgaga gggacattaa 
180 

ggatgtactc agaaattaag aaaacatatt aggacttgcc aaaagtgaga gaagcaactg 
24 0 

aggagactta tatgcaaaaa tcgcaaagaa ggagagaaca aaagatggag gttggatgct 
300 

aaatagggaa agagaacgcg tgaatgaggt agggggcaga acatgcagtg cagaaaaaca 
360 

acagatatgg aagggcatta aagagggcta aatgggaata ttaggaaatg agagttggga 
420 

atttgtcaga gttgtgtatt aacaaggaga gggtaaggta agaaggtggc aaagtaagag 
480 

ccagggcata aggttttgct gtccaggaag ctttgttgga aaaatgttag aagtaatggg 
540 

tttggtcagt atggtgagag gtgagagagg ctaaatggga tgggcataaa gggcaggcca 
600 

gtggcaagaa tcctatgaaa gtgtaggcag atctgagagc acagacaaat acagtggaga 
660 

atgtggcaca gggcagaggg cagtgggctg agcagcgagt gcccatgggg aggggagtat 
720 

ccagaagaac ccattgagtc cctaagaatg acacacaggt gacagctgaa agaaggaggg 
780 

acacagaaga tatagcagca tgattctctg gggcaaaatg aggaagaaag gaatggaaga 
840 

agaaagtgaa gggttcctgc tgatgtgagg ggatgactgg aggaaaggca ggtattgact 
900 

ggggggtaaa ggaaccattc ttggatcaag gttatgatgg aataagaagg aagagagagc 
960 

tggctagctg agtaaaggac catcgtataa aacagacaaa agttaagact agatggagtg 
1020 

gcaactaggc agatcagatg tatttttaaa aggggaaact gctaagatct 
1070 



<210> 2162 

<211> 145 

<212> PRT 

<213> Homo sapiens 



<400> 2162 

Met Val Leu Tyr Ser Ala Ser Gin 

1 5 
lie Thr Leu He Gin Glu Trp Phe 
20 

Leu Ser Ser Ser His Pro Leu Thr 

35 40 
Leu Pro Phe Leu Ser Ser Ser Phe 

50 55 
He Phe Cys Val Pro Pro Ser Phe 
65 70 
Arg Asp Ser Met Gly Ser Ser Gly 



Leu Ser Leu Pro Ser Tyr Ser He 

10 15 
Leu Tyr Pro Pro Val Asn Thr Cys 
25 30 
Ser Ala Gly Thr Leu His Phe Leu 
45 

Cys Pro Arg Glu Ser Cys Cys Tyr 
60 

Ser Cys His Leu Cys Val He Leu 

75 80 
Tyr Ser Pro Pro His Gly His Ser 
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85 90 95 

Leu Leu Ser Pro Leu Pro Ser Ala Leu Cys His lie Leu His Cys lie 

100 105 HO 

Cys Leu Cys Ser Gin lie Cys Leu His Phe His Arg lie Leu Ala Thr 

115 120 125 

Gly Leu Pro Phe Met Pro lie Pro Phe Ser Leu Ser His Leu Ser Pro 
130 135 140 

Tyr 
145 

<210> 2163 

<211> 657 

<212> DNA 

<213> Homo sapiens 

<400> 2163 

tatttaaatc tttataaaaa aggtaggagg atcaggactt cgaccccctt aaaacgcggc 
60 

ggcctccctc caatccacct ccacttccta cacccacccc gctctccccc cccccccttt 
120 

tggttccggg ttggaaggtt gggtgaaatg ggaaccgaat accaatttca cccgggaacc 
180 

agtaatgccc atgataaccg ccaagttggg accgaagttg ggatccataa gtacgggcgg 
240 

ccagtggggt ggaattgggt taagccccct cccagccttt ctccgaccgc gtgctccgtc 
300 

agacatgcca agaggctctc tctccaggag agccacctgt gaaacccacc cggcatgctc 
360 

ctcccaccac tgtgcacaga cgagtgcctg ggctccagag agggagggag ctgaaggcct 
420 

cagacaggag tccgtcccgt ccagtcccat catcccaaga aacatccggc ccgactccct 
480 

gcagctccat ggctcaacaa ggtgcggatg cctgctggac ctggctgctt tccatccaac 
540 

tttgatccct tccccaagag gaagagtgct acctagggac aagtgtggtg cgcacaggca 
600 

tgcagcctgg tctcttgctc aggcggcttg cgcagattcc tagaggaatc tgcagcg 
6S7 

<210> 2164 
<211> 152 
<212> PRT 

<213> Homo sapiens 
<400> 2164 

Met Pro Met He Thr Ala Lys Leu Gly Pro Lys Leu Gly Ser He Ser 

15 10 I 5 

Thr Gly Gly Gin Trp Gly Gly He Gly Leu Ser Pro Leu Pro Ala Phe 

20 25 30 

Leu Arg Pro Arg Ala Pro Ser Asp Met Pro Arg Gly Ser Leu Ser Arg 

35 40 4S 

Arg Ala Thr Cys Glu Thr His Pro Ala Cys Ser Ser His His Cys Ala 

50 55 60 

Gin Thr Ser Ala Trp Ala Pro Glu Arg Glu Gly Ala Glu Gly Leu Arg 
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65 70 
Gin Glu Ser Val Pro Ser Ser Pro 
85 

Asp Ser Leu Gin Leu His Gly Ser 
100 

Leu Ala Ala Phe His Pro Thr Leu 
115 120 
Leu Pro Arg Asp Lys Cys Gly Ala 

130 135 
Ala Gin Ala Ala Cys Ala Asp Ser 
145 150 



75 60 
lie lie Pro Arg Asn lie Arg Pro 

90 95 
Thr Arg Cys Gly Cys Leu Leu Asp 
105 110 
lie Pro Ser Pro Arg Gly Arg Val 
125 

His Arg His Ala Ala Trp Ser Leu 
140 



<210> 2165 

<211> 962 

<212> DNA 

<213> Homo sapiens 



<400> 2165 

nctttctcat cgacagcgac gcacaaccgg cgacatcacc ggtgacggtt caaggtggca 
60 

gcccgagggc ccgccgtgaa cttattgtgt cgtcttatgg aagaaaagtc actcggaagt 
120 

accgtaaatc accccagcgc ctcatccccc gaatctgttc gccatctgct gtcgcccctg 
180 

cgcttaaggc atcaccccac tagactgacc gaagtctcgc cgagggaggc tagggaggct 
240 

taggtggcca ggaatgacat cgggacgacg tctacgcgtc gaataggcag cggacgtacg 
300 

tcgagtaccg gccgtacggt ggtgtcttct gaccgcacac gcagagctat cgctaaaaga 
360 

ttgatggccc gcacctcagc tatgacgacg gccactctag aggaaatggg tcgtcgacac 
420 

tcctggttcc gtgatctgtc agccgaagaa agatcgtgga tctcgatcgt ggctcgctca 
480 

ggtattgacg gcttcgtcca gtggtttgct gacgatgacg ccgagcccta ctcccccacc 
540 

gacgtcttcg acgtggcgcc ccggtccatg acccgcaaga tctccttgca ccagacagtc 
600 

gagctcgtcc gcaccacgat tgacgtcgtt gaggcacaaa ttgagaccga aatgccacgc 
660 

ggtgatcgcc aagtgctgcg cactgccatc gttcactact cccgcgaggt ggccttcgcc 
720 

gccgccgagg tttacgcgcg agccgccgaa cgtcgcggta cctgggatga acgtctggaa 
780 

tccctcgtcg ttgatgccgt cgtgcgagcc gacgccgatg aacagctcat ctcgcgagct 
840 

tctactctcg gctggcgccc gggcatcaac ctctgcgtcg ttgtcgggcg ggccccgacg 
900 

accgagcatg aactccacgt gctgcgacgt gatggagaac gcatgcagat gacggtgcta 
960 

gc 

962 



<210> 2166 
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<211> 239 
<212> PRT 

<213> Homo sapiens 



<400> 2166 

val Ala Arg Asn Asp lie Gly Thr Thr Ser Thr Arg Arg lie Gly Ser 

1 5 10 15 

Gly Arg Thr Ser Ser Thr Gly Arg Thr Val Val Ser Ser Asp Arg Thr 

20 25 30 

Arg Arg Ala lie Ala Lys Arg Leu Met Ala Arg Thr Ser Ala Met Thr 

35 40 45 

Thr Ala Thr Leu Glu Glu Met Gly Arg Arg His Ser Trp Phe Arg Asp 

50 55 60 

Leu Ser Ala Glu Glu Arg Ser Trp He Ser He Val Ala Arg Ser Gly 
65 70 75 80 

He Asp Gly Phe Val Gin Trp Phe Ala Asp Asp Asp Ala Glu Pro Tyr 

85 90 95 

Ser Pro Thr Asp Val Phe Asp Val Ala Pro Arg Ser Met Thr Arg Lys 

100 105 HO 

He Ser Leu His Gin Thr Val Glu Leu Val Arg Thr Thr He Asp Val 

115 120 125 

Val Glu Ala Gin He Glu Thr Glu Met Pro Arg Gly Asp Arg Gin Val 

130 135 140 

Leu Arg Thr Ala He Val His Tyr Ser Arg Glu Val Ala Phe Ala Ala 
14 5 150 155 160 

Ala Glu Val Tyr Ala Arg Ala Ala Glu Arg Arg Gly Thr Trp Asp Glu 

165 170 175 

Arg Leu Glu Ser Leu Val Val Asp Ala Val Val Arg Ala Asp Ala Asp 

180 185 190 

Glu Gin Leu He Ser Arg Ala Ser Thr Leu Gly Trp Arg Pro Gly He 

195 200 205 

Asn Leu Cys Val Val Val Gly Arg Ala Pro Thr Thr Glu His Glu Leu 

210 215 220 

His Val Leu Arg Arg Asp Gly Glu Arg Met Gin Met Thr Val Leu 
225 230 235 



<210> 2167 

<211> 325 

<212> DNA 

<213> Homo sapiens 



<400> 2167 

accggtgcag tttgtgaggg gttggtgacg cccgatcggg aggttcacgc cgtcacggcg 
60 

catccacatt atcccgactg gaagatctcg ccaggttacg gacagtggtc gcgtagcgaa 
120 

cagatcgaca gtgtgactgt gacgcgagtc agacacttcg tcccgcggcg tcccacggcg 
180 

attcttcgag cggtgtctga ggtgacgttc gggttgcgtc tctgcgccgt ccgttggcga 
240 

agcaccgcgg cgattgtggc tgtgtcgccg gccttgctct cgacgcggtc gcgcgggtcg 
300 

tgcgctgatc tcccacagca taccc 
325 
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<210> 2168 

<211> 108 

<212> PRT 

<213> Homo sapiens 

<400> 2168 

Thr Gly Ala Val Cys Glu Gly Leu Val Thr Pro Asp Arg Glu Val His 

1 S 10 15 

Ala Val Thr Ala His Pro His Tyr Pro Asp Trp Lys He Ser Pro Gly 

20 25 30 

Tyr Gly Gin Trp Ser Arg Ser Glu Gin He Asp Ser Val Thr Val Thr 

35 40 45 

Arg Val Arg His Phe Val Pro Arg Arg Pro Thr Ala He Leu Arg Ala 

50 55 60 

Val Ser Glu Val Thr Phe Gly Leu Arg Leu Cys Ala Val Arg Trp Arg 
65 70 75 80 

Ser Thr Ala Ala He Val Ala Val Ser Pro Ala Leu Leu Ser Thr Arg 

85 90 95 

Ser Arg Gly Ser Cys Ala Asp Leu Pro Gin His Thr 
100 105 

<210> 2169 

<211> 309 

<212> DNA 

<213> Homo sapiens 

<400> 2169 

gaggacgcct acgtgctcat cacccagggc aagatctcgg cgatcgccga cgtcctgccg 
60 

atcctggaga aggtcgtcaa ggccggcaag ccgctgctcg tcatcgccga ggacatcgac 
120 

ggggaggccc tgtccaccct cgtcgtcaat aagatccgcg gtaccttcag ctcggtggca 
180 

gtcaaggcgc ccggcttcgg tgaccgccgc aaggcaatgc tgcaggacat cgccaccctc 
240 

accggtggtc aggtcgtcgc tcccgaggtt gggctcaagc tcgaccaggt gggcctcgag 
300 

gttcagggc 
309 

<210> 2170 

<211> 103 

<212> PRT 

<213> Homo sapiens 

<400> 2170 

Glu Asp Ala Tyr Val Leu He Thr Gin Gly Lys He Ser Ala He Ala 

15 10 15 

Asp Val Leu Pro He Leu Glu Lys Val Val Lys Ala Gly Lys Pro Leu 

20 25 30 

Leu Val He Ala Glu Asp He Asp Gly Glu Ala Leu Ser Thr Leu Val 

35 40 45 

Val Asn Lys He Arg Gly Thr Phe Ser Ser Val Ala Val Lys Ala Pro 
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50 55 60 

Gly Phe Gly Asp Arg Arg Lys Ala Met Leu Gin Asp He Ala Thr Leu 
65 70 75 80 

Thr Gly Gly Gin Val Val Ala Pro Glu Val Gly Leu Lys Leu Asp Gin 

85 90 95 

Val Gly Leu Glu Val Gin Gly 
100 

<210> 2171 

<211> 518 

<212> DNA 

<213> Homo sapiens 

<400> 2171 

cgcgtaatgt gtattaaggt ccttggtggc tcgcatcgcc gttatgcagc aatcggtgat 
60 

atcatcaaag tttcagtgaa ggaagcaatt cctcgcggaa aaattaaaaa aggtaatgtt 
120 

cattcagctg tggtagtgcg taccagaaaa ggtgtacgtc gtcccgatgg ttctgttatt 
180 

cgttttgatc gcaacgcagc ggttatcttg aatgcaaaca accagccagt cggtacacgt 
240 

atctttggcc ctgtaacccg tgagcttcga aatgaaaatt tcatgaagat tgtttcactg 
300 

gcgccagaag tactgtaagg aaccgaaaat ggcagcaaaa ataaaacgtg acgatgaagt 
360 

aattgttatt gccggtaaag ataaaggtaa aactgggaaa gtttctcaag ttttaactaa 
420 

cggtaaagta attattgaag gtgtaaatgt tcaaaagaaa caccaaaaac caaaccctca 
480 

agcgggcgtg gaaggcggaa tcattgaaca gaaCgcat 
518 

<210> 2172 

<211> 105 

<212> PRT 

<213> Homo sapiens 

<400> 2172 



Arg 


Val 


Met 


Cys 


He 


Lys Val Leu Gly Gly Ser 


His 


Arg 


Arg Tyr 


Ala 


1 








5 


10 






15 




Ala 


He 


Gly 


Asp 


lie 


He Lys Val Ser Val Lys 


Glu 


Ala 


He Pro 


Arg 








20 




25 






30 




Gly 


Lys 


He 


Lys 


Lys 


Gly Asn Val His Ser Ala 


Val 


Val- 


Val Arg 


Thr 






35 






40 




45 






Arg 


Lys 


Gly 


Val 


Arg 


Arg Pro Asp Gly Ser Val 


He 


Arg 


Phe Asp 


Arg 




50 








55 


60 








Asn 


Ala 


Ala 


Val 


He 


Leu Asn Ala Asn Asn Gin 


Pro 


Val 


Gly Thr 


Arg 


65 










70 75 








80 


He 


Phe 


Gly 


Pro 


Val 


Thr Arg Glu Leu Arg Asn Glu Asn 


Phe Met 


Lys 










85 


90 






95 




He 


Val 


Ser 


Leu 


Ala 


Pro Glu Val Leu 











100 105 
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<210> 2173 
<211> 475 
<212> DNA 

<213> Homo sapiens 
<400> 2173 

nntggggaag aaatgccggt gcatgcactt tgtgcagcat taggtgcagg ggtgatgcag 
60 

cgggcgcgtg ccttttgcgg cggggtttcg agcattcatc tggtgcatgc attttcgcat 
120 

gcatttcttg tatcctcgtc atgcgtttct ccccatgcac acacattatc gcctttgcac 
180 

ccgcagggac gcatggaata cctcgtgaaa tggaagggat ggtcgcagaa gtacagcaca 
240 

tgggaaccgg aggaaaacat cctggatgct cgcttgctcg cagcctttga ggaaagggaa 
300 

agagagatgg agctctatgg ccccaaaaag cgtggaccca agcccaaaac cttcctcctc 
360 

aaagcgcagg ccaaggcaaa ggccaaaact tacgagtttc gaagtgactc agccaggggc 
420 

atccggatcc cctaccctgg ccgctcgccc caggacctgg cctccacttc ccggg 
475 

<210> 2174 
<211> 158 
<212> PRT 

<213> Homo sapiens 
<4O0> 2174 



Xaa Gly 


Glu 


Glu 


Met 


Pro 


Val 


His 


Ala 


Leu 


Cys Ala 


Ala 


Leu 


Gly 


Ala 


1 






5 










10 








15 




Gly Val 


Met 


Gin 
20 


Arg 


Ala 


Arg 


Ala 


Phe 
25 


Cys 


Gly Gly 


val 


Ser 
30 


Ser 


He 


His Leu 


Val 


His 


Ala 


Phe 


ser 


His 


Ala 


Phe 


Leu Val 


Ser 


Ser 


Ser 


Cys 




35 










40 








45 






Val Ser 


Pro 


His 


Ala 


His 


Thr 


Leu 


Ser 


Pro 


Leu His 


Pro 


Gin 


Gly 


Arg 


50 










55 








60 










Met Glu 


Tyr 


Leu 


Val 


Lys 


Trp 


Lys 


Gly 


Trp 


Ser Gin 


Lys 


Tyr 


Ser 


Thr 


65 








70 










7S 








80 


Trp Glu 


Pro 


Glu 


Glu 
85 


Asn 


He 


Leu 


Asp 


Ala 
90 


Arg Leu 


Leu 


Ala 


Ala 
95 


Phe 


Glu Glu 


Arg 


Glu 
100 


Arg 


Glu 


Met 


Glu 


Leu 
105 


Tyr 


Gly Pro 


Lys 


Lys 
110 


Arg 


Gly 


Pro Lys 


Pro 
115 


Lys 


Thr 


Phe 


Leu 


Leu 
120 


Lys 


Ala 


Gin Ala 


Lys 
125 


Ala 


Lys 


Ala 


Lys Thr 


Tyr 


Glu 


Phe 


Arg 


Ser 


Asp 


Ser 


Ala 


Arg Gly 


He 


Arg 


He 


Pro 


130 










135 








140 










Tyr Pro 


Gly 


Arg 


Ser 


Pro 


Gin 


Asp 


Leu 


Ala 


Ser Thr 


Ser 


Arg 






145 








150 










155 











<210> 2175 
<211> 462 
<212> DNA 

<213> Homo sapiens 



1612 



WO 00/58473 



PCTAJSOO/08621 



<400> 2175 

cgcgacaccc tctttggtgg gcgccttcct tctccgaatt cgcgaaccct ccagactctg 
60 

gcccaggagg ctgtcgagcg tggagccgat atcggcattg ccactgatgg tgacgcagac 
120 

cgcctcggta tcattgacga ccaggggcat ttcttgcatc ccaaccagac cctcgtattg 
180 

ctgtacacct accttctgga ggacaaggga tggcaggtgc cctgcgtgcg taacctcgcg 
240 

acgacccacc tgcttgaccg tgtcgccgag gcccacgggc agacctgtta cgaggtaccg 
300 

gtcggattta agtgggtgtc gtccaagatg gccgagacca acgccgtcat cggtggtgag 
360 

tcctccggtg gtttgaccgt ccaggggcat attgcaggca aggatggtgt ctatgctggc 
420 

accctgctgg tggaaatgat cgccaagcgg ggtaagaagc tt 
462 



<210> 2176 

<211> 154 

<212> PRT 

<213> Homo sapiens 



<400> 2176 
Arg Asp Thr Leu 
1 

Leu Gin Thr Leu 
20 

lie Ala Thr Asp 
35 

Gly His Phe Leu 
50 

Leu Leu Glu Asp 
65 

Thr Thr His Leu 

Tyr Glu Val Pro 
100 

Thr Asn Ala Val 
115 

Gly His He Ala 
130 

Glu Met He Ala 
145 



Phe Gly Gly Arg 
5 

Ala Gin Glu Val 

Gly As-p Ala Asp 
40 

His Pro Asn Gin 
55 

Lys Gly Trp Gin 
70 

Leu Asp Arg Val 
85 

Val Gly Phe Lys 

He Gly Gly Glu 
120 

Gly Lys Asp Gly 
135 

Lys Arg Gly Lys 
150 



Leu Pro Ser Pro 
10 

Val Glu Arg Gly 
25 

Arg Leu Gly He 

He Leu Val Leu 
60 

Val Pro Cys Val 
75 

Ala Glu Ala His 
90 

Trp Val Ser Ser 
105 

Ser Ser Gly Gly 

Val Tyr Ala Gly 
140 

Lys Leu 



Asn Ser Arg Thr 
15 

Ala Asp He Gly 
30 

He Asp Asp Gin 
45 

Leu Tyr Thr Tyr 

Arg Asn Leu Ala 
80 

Gly Gin Thr Cys 
95 

Lys Met Ala Glu 
110 

Leu Thr Val Gin 
125 

Thr Leu Leu Val 



<210> 2177 

<211> 478 

<212> DNA 

<213> Homo sapiens 



<400> 2177 

ctcgagaatc atgacggcga cgacgtgact atctccaccc gtgtgcctcg tgacggcggg 
60 
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accttggact cgattgtcgg cgtgctggcc ggggcatcct ggtatcagcg ggagatccac 
120 

gacttttttg gtgtgaggtt tgtcggccct ggggcagatg atcgtgccct ccttgtccac 
180 

gatgcaccga aaccgcccct gcgcaaggaa gctgtgttgg cgcagcgagc tgacaccgtg 
240 

tggccgggtg cggctgacca ggctggctcg aagtccgcga gtcgacgtct gccggtcggc 
300 

gptcctgacc ctgagacgtg gcggcgtatc aaagacggcg aggatattcc ggatgccgag 
360 

gtcatcgcgg ccatgtctgg ccggcgcccg cgatcagctg cccgtcgaat ggcaagcacg 
420 

gcgtcaggca ggcaggcatg agacattcga ctatcaacct tgacgtcgac gcgtgcac 
478 

<210> 2178 
<211> 146 
<212> PRT 

<213> Homo sapiens 
<400> 2178 



Leu 


Glu 


Asn 


His 


Asp 


Gly Asp 


Asp 


Val 


Thr 


He Ser 


Thr 


Arg 


Val 


Pro 


1 








5 








10 








15 




Arg 


Asp 


Gly 


Gly 
20 


Thr 


Leu Asp 


Ser 


He 
25 


Val 


Gly Val 


Leu 


Ala 
30 


Gly 


Ala 


Ser 


Trp 


Tyr 
35 


Gin 


Arg 


Glu He 


His 
40 


Asp 


Phe 


Phe Gly 


Val 
45 


Arg 


Phe 


Val 


Gly 


Pro 
50 


Gly 


Ala 


Asp 


Asp Arg 
55 


Ala 


Leu 


Leu 


Val His 
60 


Asp 


Ala 


Pro 


Lys 


Pro 


Pro 


Leu 


Arg 


Lys 


Glu Ala 


Val 


Leu 


Ala 


Gin Arg 


Ala 


Asp 


Thr 


Val 


65 










70 








75 








eo 


Trp 


Pro 


Gly 


Ala 


Ala 
85 


Asp Gin 


Ala 


Gly 


Ser 
90 


Lys Ser 


Ala 


Ser 


Arg 
95 


Arg 


Leu 


Pro 


Val 


Gly 
100 


Val 


Pro Asp 


Pro 


Glu 
105 


Thr 


Trp Arg 


Arg 


He 
110 


Lys 


Asp 


Gly 


Glu 


Asp 
115 


He 


Pro 


Asp Ala 


Glu 
120 


Val 


He 


Ala Ala 


Met 
125 


Ser 


Gly 


Arg 


Arg 


Pro 
130 


Arg 


Ser 


Ala 


Ala Arg 
135 


Arg 


Met 


Ala 


Ser Thr 
140 


Ala 


Ser 


Gly 


Arg 



Gin Ala 
145 

<210> 2179 

<211> 296 

<212> DNA 

<213> Homo sapiens 

<400> 2179 

gtgcacttcc gagtggacgt cgagcgtcgc attaacgggg ccggcgcggt gggcgcacac 
60 

aagacgtcga tgctgcagga tctggacngc gaccgcgcga tggagatcga cccgctcgtc 
120 

tccgtcgttc aggagatggg acgcctggcc aacgtgccga cgcccacgct cgatgtcgtg 
180 
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ctcccactga tcaagcaacg tgaattcatg acgaagccgg atgccgtggc ggccgcgcag 
240 

gaacgtctgg ctaaagcggc ataaaccagc cgccgaaacc agcggcataa cgcggn 
296 



<210> 2180 
<211> 87 
<212> PRT 

<213> Homo sapiens 



<400> 2180 

Val His Phe Arg Val Asp Val Glu Arg Arg lie Asn Gly Ala Gly Ala 

15 10 15 

Val Gly Ala His Lys Thr Ser Met Leu Gin Asp Leu Asp Xaa Asp Arg 

20 25 30 

Ala Met Glu He Asp Pro Leu Val Ser Val Val Gin Glu Met Gly Arg 

35 40 4 5 

Leu Ala Asn Val Pro Thr Pro Thr Leu Asp Val Val Leu Pro Leu lie 

50 55 60 

Lys Gin Arg Glu Phe Met Thr Lys Pro Asp Ala Val Ala Ala Ala Gin 
65 70 75 80 

Glu Arg Leu Ala Lys Ala Ala 
85 



<210> 2181 

<211> 387 

<212> DNA 

<213> Homo sapiens 

<400> 2181 

ngcgcgccgg gatggatcat agtctggctc gatgcatcac gtgcgcgcat gcgcgcgctg 
60 

tcgattcccg acggcatgat cgcggcactc gaccgtaccg gcaaggcgca aacgcacctc 
120 

acgctggcat cgccggaagc gggtgtcgtc agcgaactga acgtgcgcga cggtgcgatg 
180 

gtcgcgccgg ggcagacgct cgcgaagatt tcgggcctct cgaagctctg gctgatcgtc 
240 

gagattccgg aagcgctcgc gctcgatgcg cgtccgggca tgaccgtcga cgcgacgttc 
300 

tcgggcgatc cgacgcagca tttcaccggg cgcatccgcg agatcctgcc gggcatcacc 
360 

accagtagcc gcacgcttca ggcgcgc 
387 



<210> 2182 
<211> 129 
<212> PRT 

<213> Homo sapiens 



<400> 2182 

Xaa Ala Pro Gly Trp He He Val Trp Leu Asp Ala Ser Arg Ala Arg 

15 10 15 

Met Arg Ala Leu Ser He Pro Asp Gly Met He Ala Ala Leu Asp Arg 
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20 25 30 

Thr Gly Lys Ala Gin Thr His Leu Thr Leu Ala Ser Pro Glu Ala Gly 

35 40 45 

Val Val Ser Glu Leu Asn Val Arg Asp Gly Ala Met Val Ala Pro Gly 

50 55 60 

Gin Thr Leu Ala Lys lie Ser Gly Leu Ser Lys Leu Trp Leu He Val 
€5 70 • 75 80 

Glu He Pro Glu Ala Leu Ala Leu Asp Ala Arg Pro Gly Met Thr Val 

85 90 95 

Asp Ala Thr Phe Ser Gly Asp Pro Thr Gin His Phe Thr Gly Arg He 

100 105 HO 

Arg Glu He Leu Pro Gly He Thr Thr Ser Ser Arg Thr Leu Gin Ala 
115 120 12S 

Arg 



<210> 2183 
<211> 310 
<212> DNA 

<213> Homo sapiens 
<400> 2183 

aagcttgaaa aacaaatttg tgcacagtct gataacccaa aaatgactga tggattggct 
60 

ctgcattttc caagcaggga ggggtcgggc atggagaatg aaacattctg agaaaagact 
120 

taaatgtgga aacttttggt tcaagagggt attctaggag atacaagaaa tatctcctgg 
180 

gggcatccaa agggaataac actgtaatct tgagtgatgt atggttccat tgcccgagga 
240 

atagggatga aaaccataaa ctcctttggg tgggtattaa cttatcantc aaagttacca 
300 

tanataatgg 
310 

<210> 2184 
<211> 100 
<212> PRT 

<213> Homo sapiens 



<400> 2184 



Met 


Val 


Thr 


Leu 


Xaa 


Asp Lys Leu He 


Pro Thr Gin Arg Ser Leu 


Trp 


1 








5 




10 


15 




Phe 


Ser 


Ser 


Leu 


Phe 


Leu Gly Gin Trp 


Asn His Thr Ser 


Leu Lys 


He 








20 




25 




30 




Thr 


val 


Leu 


Phe 


Pro 


Leu Asp Ala Pro 


Arg Arg Tyr Phe 


Leu Tyr 


Leu 






35 






40 


45 






Leu 


Glu 


Tyr 


Pro 


Leu 


Glu Pro Lys Val 


Ser Thr Phe Lys 


Ser Phe 


Leu 




50 








55 


60 






Arg 


Met 


Phe 


His 


Ser 


Pro Cys Pro Thr 


Pro Pro Cys Leu 


Glu Asn 


Ala 


65 










70 


75 




80 


Glu 


Pro 


lie 


His 


Gin 


Ser Phe Leu Gly 


Tyr Gin Thr Val 


His Lys 


Phe 










85 




90 


95 




Val 


Phe 


Gin 


Ala 
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100 

<210> 2185 

<211> 723 

<212> DNA 

<213> Homo sapiens 

<400> 2185 

ngaatatcca tgcagcagct cgtcgacaat tttgacggtg ccatccctga cgatcttgac 
60 

tctcttgtga ccctgcccgg agtcggtcgt aagaccgcca atgttgtttt aggtaatgcc 
120 

ttcggcatcc ccggaatcac cccggacacc cacgtcatgc gggtatctcg acgtctgggc 
180 

tggaccgatg cgactacccc cgccaaggtg gaaaccgacc tggctgagct ttttgacccg 
240 

tctgaatggg tgatgttgtg tcaccgcctc atctggcacg ggcggcggcg ctgtcactcg 
300 

cggcgtcctg cctgcggggt atgcccggtt gccgagtggt gcccgtcctt cggggaaggc 
360 

ccaacggatc ccgaggaggc cgccacgtta gtccgggagc cgcgtcgatg agggggatga 
420 

acgttttcgg cgcggtgatg gccgccttga tgtttgctgg ctgcggggga gatgcgggca 
480 

tagctcatca gcgtgaaaat gccggaatac cggggtgctc gcatttgccg tcggggccga 
540 

ttgcgaaaag ttccgggccg gccacagagg gccggcccat gcccgatcac ggcttgcaat 
600 

gccttggtga ggggccgacg atctccatgt ctcgggcgac atcgaggggc gtgaccgtcg 
660 

tgacgatctg ggcgtcgtgg tgtcgaccat gtcgtagtga ggctccgctc attgcgaacg 

720 

cgt 

723 

<210> 2186 
<211> 136 
<212> PRT 

<213> Homo sapiens 



<400> 2186 



Xaa 


He 


Ser 


Met 


Gin 


Gin 


Leu 


Val 


Asp Asn 


Phe Asp Gly 


Ala 


He 


Pro 


1 








5 








10 






15 




Asp 


Asp 


Leu 


Asp 


Ser 


Leu 


Val 


Thr 


Leu Pro 


Gly Val Gly 


Arg 


Lys 


Thr 








20 










25 




30 






Ala 


Asn 


Val 


Val 


Leu 


Gly 


Asn 


Ala 


Phe Gly 


lie Pro Gly 


lie 


Thr 


Pro 






35 










40 




45 








Asp 


Thr 


His 


Val 


Met 


Arg 


Val 


Ser 


Arg Arg 


Leu Gly Trp 


Thr 


Asp 


Ala 




50 










55 






60 








Thr 


Thr 


Pro 


Ala 


Lys 


Val 


Glu 


Thr 


Asp Leu 


Ala Glu Leu 


Phe 


Asp 


Pro 


65 








70 








75 






80 


Ser 


Glu 


Trp 


Val 


Met 


Leu 


Cys 


His 


Arg Leu 


He Trp His 


Gly 


Arg 


Arg 










85 








90 






95 




Arg 


Cys 


His 


Ser 


Arg 


Arg 


Pro 


Ala 


Cys Gly 


Val Cys Pro 


Val 


Ala 


Glu 
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100 105 H° 

Trp Cys Pro Ser Phe Gly Glu Gly Pro Thr Asp Pro Glu Glu Ala Ala 

115 120 I 25 

Thr Leu Val Arg Glu Pro Arg Arg 
130 135 



<210> 2187 

<211> 342 

<212> DNA 

<213> Homo sapiens 



<400> 2187 

nnacgcgtga aggatgcgcc ccggtcgacc ggccatccgt cttgcctcgc aggcatccag 
60 

cccgccatat gctgcaaccg caacaccgct ttgccgtcgc atggcatctc cactccggat 
120 

cgcatcgatc cacgagggct atcggcgcga aagaagttgc cggggcaaaa tcccggcgag 
180 

gaaagcccga tggagtggaa gacgctgctc aacgacaccc gcttcggagg ggtcgccagc 
240 

ctcgatggga cgcgcggacg gtcggagttc cagaaggacc acgaccggat catcttctcc 
300 

gaagccttcc gcaagctggg ccgcaagacc caggtgcacc eg 
342 



<210> 2188 

<211> 51 

<212> PRT 

<213> Homo sapiens 



<400> 2188 

Met Glu Trp Lys Thr Leu Leu Asn 

1 5 
Ser Leu Asp Gly Thr Arg Gly Arg 
20 

Arg He He Phe Ser Glu Ala Phe 

35 40 
Val His Pro 
50 



Asp Thr Arg Phe Gly Gly Val Ala 

10 15 
Ser Glu Phe Gin Lys Asp His Asp 
25 30 
Arg Lys Leu Gly Arg Lys Thr Gin 
45 



<210> 2189 

<211> 1412 

<212> DNA 

<213> Homo sapiens 



<400> 2189 

ntegcttcat ggtgcgcaat tacgacaacg ccaagtctca gaatgecgag gcttacaccg 
60 

cgttcttcca cgegatgeta gatgeegggg tcaacctgcc gccatcgtgc tttgaggect 
120 

ggttcctctc ggacgctcac gacgacgaag ctttcgaggt tttccgcgcc gccctgccga 
180 

gggctgccca ggcggctgcc caggtgatca gtgectgaca ccgggctgac ttcgcaggtc 
240 
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atcgaggcaa tctgtgcctg gttcgacgcc aacggacgcg atctgccgtg gcgccgaccc 
300 

ggcacctccg cgtggggcgt gcttgttagc gaggtcatga gccaacagac cccgatgtcc 
360 

cgggtgatcg ggccgtggca cgagtggatg aaccgctggc ccacccctga tgatttggcg 
420 

gaggaggact ctggggaagc ggttgccgcg tgggggcgcc tgggttaccc gcgtcgggcc 
480 

ttacgcctgc attcctgtgc cgtcacgatc gccaccgagc acgacggggg tgtgcccaac 
540 

agtgacgacg agctcgtcgc cctcccgggt attggcgact acaccgcgag cgcagtcgtc 
600 

tcttttgcgt ttggcggccg cgccacagtg cttgacacca atgtacgtcg cctcatcgct 
660 

agagcagagt ctgggatcgc aaactgtcca acctcggtga cgagggctga gcgggtagtc 
720 

gccgacgcgt tggttcccga cgaagacgtc cgagcggcca agtgggcggt ggcgtcgatg 
780 

gaattggggg cactggtatg cacggcgcgg tctccgcagt gtgaggtctg cccgatccgg 
840 

gatggctgca ggtgggtgat cgacggtagg ccggacaatg ccccggcccg tcgaggacag 
900 

ccatggaagg gcacggatcg ccagtgccgc ggcgtgatta tggacgtggt gcgcaacagc 
960 

cctcacgggg tgaaggtcca gatggctctt tccgcctggc ccgagctcga tcaggcatca 
1020 

aggtgcctgg aatccttact cgatgacggt ttagtgcacc gacgaggtaa ccttattagc 
1080 

ctgtgacctg agaaattctt ggccccgacc acccaaacag accgagtcca gcagtgatgc 
1140 

cgctgggtta tccttagagg cggtcctcaa attggatcag ccaaaccacg tcaccgatca 
1200 

agacaccatg agcacaacac ccaaacagcc gcgcacggcg acagctgccc gacgccgaca 
1260 

cattgtcgac catctgcgtt ctttggggca ctcggagtcc atcggagatc tttaccaact 
1320 

gttcggtgtc tctacatcga cgattcgccg cgatgtcgat gccctctcgg atgaatccaa 
1380 

gatctggaag atttccgggg gagacgtcat ga 
1412 

<210> 2190 

<211> 292 

<212> PRT 

<213> Homo sapiens 

<400> 2190 

Ser Val Pro Asp Thr Gly Leu Thr Ser Gin Val He Glu Ala He Cys 

1 5 10 15 

Ala Trp Phe Asp Ala Asn Gly Arg Asp Leu Pro Trp Arg Arg Pro Gly 

20 25 30 

Thr Ser Ala Trp Gly Val Leu Val Ser Glu Val Met Ser Gin Gin Thr 

35 40 45 

Pro Met Ser Arg Val lie Gly Pro Trp His Glu Trp Met Asn Arg Trp 
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SO 


55 


60 




Pro 


Thr Pro Asp 


Asp Leu Ala 


Glu Glu Asp Ser Gly 


Glu Ala Val Ala 


65 




70 


75 


80 


Ala 


Trp Gly Arg 


Leu Gly Tyr 


Pro Arg Arg Ala Leu 


Arg Leu His Ser 






85 


90 


95 


Cys 


Ala Val Thr 


He Ala Thr 


Glu His Asp Gly Gly 


Val Pro Asn Ser 




100 




105 


110 


Asp 


Asp Glu Leu 


Val Ala Leu 


Pro Gly He Gly Asp 


Tyr Thr Ala Ser 




115 




120 


125 


Ala 


Val Val Ser 


Phe Ala Phe 


Gly Gly Arg Ala Thr 


Val Leu Asp Thr 




130 


135 


140 




Asn 


Val Arg Arg 


Leu He Ala 


Arg Ala Glu Ser Gly 


He Ala Asn Cys 


145 




150 


155 


160 


Pro 


Thr Ser Val 


Thr Arg Ala 


Glu Arg Val Val Ala 


Asp Ala Leu Val 






165 


170 


175 


Pro 


Asp Glu Asp 


Val Arg Ala 


Ala Lys Trp Ala Val 


Ala Ser Met Glu 




180 




185 


190 


Leu 


Gly Ala Leu 


val Cys Thr 


Ala Arg Ser Pro Gin 


Cys Glu Val Cys 




195 




200 


205 


Pro 


lie Arg Asp 


Gly Cys Arg 


Trp Val He Asp Gly 


Arg Pro Asp Asn 




210 


215 


220 




Ala 


Pro Ala Arg 


Arg Gly Gin 


Pro Trp Lys Gly Thr 


Asp Arg Gin Cys 


225 




230 


235 


240 


Arg 


Gly Val lie 


Met Asp Val 


Val Arg Asn Ser Pro 


His Gly Val Lys 






245 


250 


255 


Val 


Gin Met Ala 


Leu Ser Ala 


Trp Pro Glu Leu Asp 


Gin Ala Ser Arg 




260 




265 


270 


Cys 


Leu Glu Ser 


Leu Leu Asp 


Asp Gly Leu Val His 


Arg Arg Gly Asn 




275 




280 


285 


Leu 


lie Ser Leu 
290 









<210> 2191 
<211> 502 
<212> DNA 

<213> Homo sapiens 
<400> 2191 

nnacgcgtcg agaatctcta ctcctgcccg aacaacgtcc ggcttcgtca ggctcacgat 
60 

gactcccttg acgacgacac catttccggg ggtagcccac attggtgctg cctcatggac 
120 

tacattgaat cccgttcaat cctgaacggc gttcaggacg tctccagtct cggaaggacc 
180 

agagtattgc tgaatctagc cgacatgacc gaacgcggcc tgagggggga gtccattacc 
240 

cgcgaggagg ccctcgagat tcttcgcagc agtgatgatg agctcatgtc aatcatcgcc 
300 

gccgccggaa aagtgcgtcg ccactttttc gataaccggg ttcgcctcaa ctacctggtc 
360 

aacctcaagt ccggcctgtg tcccgaagac tgctcctatt gctcgcagcg tctgggatcg 
420 

cgtgccgaga tcacgaaata ctcctgggcc gatccgcaga aggtacacga cgccgtcgag 
480 
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gctgggattg ccggtggtgc ac 
502 

<210> 2192 
<211> 104 
<212> PRT 

<213> Homo sapiens 



<400> 2192 

Leu Asn Leu Ala Asp Met Thr Glu 

1 5 
Thr Arg Glu Glu Ala Leu Glu lie 
20 

Met ser lie lie Ala Ala Ala Gly 

35 40 
Asn Arg Val Arg Leu Asn Tyr Leu 

50 55 
Pro Glu Asp Cys Ser Tyr Cys Ser 
65 70 
lie Thr Lys Tyr Ser Trp Ala Asp 
85 

Glu Ala Gly He Ala Gly Gly Ala 
100 



Arg Gly Leu Arg Gly Glu Ser He 

10 15 
Leu Arg Ser Ser Asp Asp Glu Leu 
25 30 
Lys Val Arg Arg His Phe Phe Asp 
45 

Val Asn Leu Lys Ser Gly Leu Cys 
60 

Gin Arg Leu Gly Ser Arg Ala Glu 

75 80 
Pro Gin Lys Val His Asp Ala Val 
90 * 95 



<210> 2193 
<211> 321 . 
<212> DNA 

<213> Homo sapiens 



<400> 2193 

ccatggggaa tgcagagcac ggacagtcac acagactgtc ctctctggcc ttctggaccc 
60 

aacatactcc tcttgccaac tgggtattac tggaccttac tgggccttac tggacccaac 
120 

atactcctct tgccaactgg ggatttaaaa attttaaaag cccctttatc tccctccaca 
180 

agtcatgtac tgccaacagg gacacactgt tttctttgga aaccctgctg tgtgcccaga 
240 

cagaggtccc actgccctgg gacagctccc ttgcctanag gggaaggagg gtgtgtgtgc 
300 

tgtgtgtgtt taggttgggg a 
321 



<210> 2194 
<211> 106 
<212> PRT 

<213> Homo sapiens 



<400> 2194 

Met Gly Asn Ala Glu His Gly Gin 

1 5 
Phe Trp Thr Gin His Thr Pro Leu 
20 

Thr Gly Pro Tyr Trp Thr Gin His 



Ser His Arg Leu Ser Ser Leu Ala 

10 15 
Ala Asn Trp Val Leu Leu Asp Leu 
25 30 
Thr Pro Leu Ala Asn Trp Gly Phe 
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35 40 
Lys Asn Phe Lys Ser Pro Phe lie 

50 55 
Asn Arg Asp Thr Leu Phe Ser Leu 
65 70 
Glu Val Pro Leu Pro Trp Asp Ser 
85 

Val Cys Val Leu Cys Val Phe Arg 
100 



45 

Ser Leu His Lys Ser Cys Thr Ala 
60 

Glu Thr Leu Leu Cys Ala Gin Thr 

75 80 
Ser Leu Ala Xaa Arg Gly Arg Arg 

90 95 
Leu Gly 
105 



<210> 2195 

<211> 504 

<212> DNA 

<213> Homo sapiens 



<400> 2195 

nacgcgtctc cctacatcaa 
60 

gacggtgtgg cacaccccaa 
120 

ctgggtgtgc gtctggtact 
180 

gcacgaggcc tggtgccgta 
240 

gaatgcgtga tcgatgctgt 
300 

gacatggcgt cttcgccaat 
360 

actgcgcggc cgatcggcgt 
420 

cgggtggacc gcaagggcat 
480 

cccttgggtt actcgcccac 
504 



tgcccaccgc gattgcacct 
ctttggcaat atcgtccacg 
ggtccacggt tcgcgcccgc 
ttaccacaag ggcatgcgtg 
cgggcaactg cgcattgcga 
gcagggttcg cgtctgcgcg 
gctcgacggt gtggattttc 
caaccgcctg ctcgatgagc 
cggt 



ttgttgtcat gctccctggc 
acctggtgct gttgcacagc 
agatcgacag ccgccttgag 
tcaccgatgc atcaacgctc 
ttgaagcgcg cttgtcgatg 
tagccagcgg caacctggtc 
accataccgg cgaagtgcgc 
gctcgattgt gctgctgtcg 



<210> 2196 

<211> 168 

<212> PRT 

<213> Homo sapiens 



<400> 2196 

Xaa Ala Ser Pro Tyr lie Asn Ala 

1 5 
Met Leu Pro Gly Asp Gly Val Ala 
20 

His Asp Leu Val Leu Leu His Ser 

35 40 
His Gly Ser Arg Pro Gin lie Asp 

50 55 
Val Pro Tyr Tyr His Lys Gly Met 
65 70 
Glu Cys Val He Asp Ala Val Gly 
85 

Arg Leu Ser Met Asp Met Ala Ser 



His Arg Asp Cys Thr Phe Val Val 

10 15 
His Pro Asn Phe Gly Asn He Val 
25 30 
Leu Gly Val Arg Leu Val Leu Val 
45 

Ser Arg Leu Glu Ala Arg Gly Leu 
60 

Arg Val Thr Asp Ala Ser Thr Leu 

75 80 
Gin Leu Arg He Ala He Glu Ala 

90 95 
Ser Pro Met Gin Gly Ser Arg Leu 
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100 105 11° 

Arg Val Ala Ser Gly Asn Leu Val Thr Ala Arg Pro He Gly Val Leu 

115 120 125 

Asp Gly Val Asp Phe His His Thr Gly Glu Val Arg Arg Val Asp Arg 

130 135 140 

Lys Gly He Asn Arg Leu Leu Asp Glu Arg Ser He Val Leu Leu Ser 
145 150 155 160 

Pro Leu Gly Tyr Ser Pro Thr Gly 
165 

<210> 2197 
c211> 351 
<212> DNA 

<213> Homo sapiens 
<400> 2197 

acaagtccgt cgacgattcg ctttccggag gcgggcccag gaatggtaat gaaacccgag 
60 

ttatggggcc ctgcgctcga cgagattgcc gcgggaaaac gtgccggagg ggctgaacag 
120 

ttagattccg cagtgcagca catccacggt gctactcacg ataaactgtc cggtgctgtt 
180 

ccgaaacgct acgatggtcg ggatgtcttg gcaggcgagg acccgaatgc accgttgctg 
240 

cttgtgccta gcccggctgg tgcagtgttt agtcaaaata aggcacaagc ctggtccaat 
300 

gaagaccaca ttgtfctttgc ctgtgggcgc tatgaaggta ttgatcaacg c 
351 

<210> 2198 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<4O0> 2198 

Thr Ser Pro Ser Thr He Arg Phe Pro Glu Ala Gly Pro Gly Met Val 

15 10 15 

Met Lys Pro Glu Leu Trp Gly Pro Ala Leu Asp Glu He Ala Ala Gly 

20 25 30' 

Lys Arg Ala Gly Gly Ala Glu Gin Leu Asp Ser Ala Val Gin His lie 

35 40 45 

His Gly Ala Thr His Asp Lys Leu Ser Gly Ala Val Pro Lys Arg Tyr 

50 55 60 

Asp Gly Arg Asp Val Leu Ala Gly Glu Asp Pro Asn Ala Pro Leu Leu 
65 70 75 80 

Leu Val Pro Ser Pro Ala Gly Ala Val Phe Ser Gin Asn Lys Ala Gin 

85 90 95 

Ala Trp Ser Asn Glu Asp His He Val Phe Ala Cys Gly Arg Tyr Glu 

100 105 HO 

Gly lie Asp Gin Arg 
115 

<210> 2199 
<211> 457 
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<212> DNA 

<213> Homo sapiens 

<400> 2199 

agacgccggc cgccaagatc tgcatcccta ggccacgcta agaccctggg gaagagcgca 
60 

ggagcccggg agaagggctg gaaggagggg actggacgtg cggagaattc ccccctaaaa 
120 

ggcagaagcc cccgccccca ccctccgagc tccgttcggg cagagcgcct gcctgcctgc 
180 

cgttgctggg ggcgcccacc tcgcccagcc atgccaggcc cggccaccga cgcggggaag 
240 

atccctttct gcgacgccaa ggaagaaatc cgtgccgggc tcgaaagctc tgagggcggc 
300 

ggcggcccgg agaggccagg cgcgcgcggg cagcggcaga acatcgtctg gaggaatgtc 
360 

gtcctgatga gcttgctcca cttgggggcc gtgtactccc tggtgctcat ccccaaagcc 

420 

aagccactca ctctgctctg gggtaagtcc cgccggc 
457 



<210> 2200 

<211> 152 

<212> PRT 

<213> Homo sapiens 



<400> 2200 



Arg 


Arg 


Arg Pro Pro 


Arg 


Ser 


Ala 


1 




5 








Gly 


Lys 


Ser Ala Gly 


Ala 


Arg 


Glu 






20 








Arg 


Ala 


Glu Asn Ser 


Pro 


Leu 


Lys 






35 






40 


Pro 


Ser 


Ser Val Arg 


Ala 


Glu 


Arg 




50 






55 




Arg 


Pro 


Pro Arg Pro 


Ala 


Met 


Pro 


65 






70 






lie 


Pro 


Phe Cys Asp 


Ala 


Lys 


Glu 






85 








Ser 


Glu 


Gly Gly Gly 


Gly 


Pro 


Glu 






100 








Gin 


Asn 


He Val Trp 


Arg 


Asn 


Val 






115 






120 


Gly 


Ala 


Val Tyr Ser 


Leu 


Val 


Leu 




130 






135 




Leu 


Leu 


Trp Gly Lys 


Ser 


Arg 


Arg 


145 






150 







Ser 


Leu Gly His 


Ala 


Lys 


Thr 


Leu 




10 






15 




Lys 


Gly Trp Lys 


Glu 


Gly 


Thr 


Gly 


25 






30 






Gly 


Arg Ser Pro 


Arg 


Pro 


His 


Pro 






45 








Leu 


Pro Ala Cys 


Arg 


Cys 


Trp 


Gly 




60 










Gly 


Pro Ala Thr 


Asp 


Ala 


Gly 


Lys 




75 








80 


Glu 


He Arg Ala 


Gly 


Leu 


Glu 


Ser 




90 . 






95 




Arg 


Pro Gly Ala 


Arg 


Gly 


Gin 


Arg 


105 






110 






Val 


Leu Met Ser 


Leu 


Leu 


His 


Leu 






125 








He 


Pro Lys Ala 


Lys 


Pro 


Leu 


Thr 



140 



<210> 2201 
<211> 336 
<212> DNA 

<213> Homo sapiens 



<400> 2201 
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agtactgcga tggacagcta tgtcgtggat ggtggtcgca aattacatgt ttgtggtaac 

aaccctgatt gcgatggtta tgaagtcgaa gaaggcgaat tcaagatcaa gggttatgat 

ggtccgacta tcccatgcga taaatgtgat ggtgagatgc agcttaaaac gggtcgtttt 
180 

ggtccatatt tcgcatgtac tagctgtgac aatactcgta aggtactcaa gagtggtcaa 

cctgctccgc cacgtgtaga cccaatcaaa atggagcatc tacgttcaac gaagcatgat 
300 

gatttcttcg tcttacgtga gggcgctgct ggttta 
336 

<210> 2202 

<211> 112 

<212> PRT 

<213> Homo sapiens 

<400> 2202 

ser Thr Ala Met Asp Ser Tyr Val Val Asp Gly Gly Arg Lys Leu Has 

1 5 10 15 

Val Cys Gly Asn Asn Pro Asp Cys Asp Gly Tyr Glu Val Glu Glu Gly 

20 25 30 

Glu Phe Lys He Lys Gly Tyr Asp Gly Pro Thr He Pro Cys Asp Lys 

35 40 45 

Cys Asp Gly Glu Met Gin Leu Lys Thr Gly Arg Phe Gly Pro Tyr Phe 

50 55 60 

Ala Cys Thr Ser Cys Asp Asn Thr Arg Lys Val Leu Lys Ser Gly Gin 
65 70 75 80 

Pro Ala Pro Pro Arg Val Asp Pro He Lys Met Glu His Leu Arg Ser 

85 90 95 

Thr Lys His Asp Asp Phe Phe Val Leu Arg Glu Gly Ala Ala Gly Leu 
100 105 HO 

<210> 2203 

<211> 273 

<212> DNA 

<213> Homo sapiens 

<400> 2203 

ctcgagagat gcagtcccag ccggggtggg aagctgtgca gacagccccg gatctgggac 
60 

gtgatggaaa actcaacaga ctggttcaga tcttggcccg gagcccagag gcaccgggga 
120 

cccccagggc tgtttctccc tggccacacc agtaccccac ttccaaatgc cctgtaggtg 
180 

accaccaggc cacacaggcc cgtctgaggg gccacaggct gtgcaccatg ggacgcaggc 
240 

ctgtccctgc ctccctccga tgtcctgatg gtg 
273 

<210> 2204 
<211> 88 
<212> PRT 
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<213> Homo sapiens 
<400> 2204 

Met Gin Ser Gin Pro Gly Trp Glu 

1 5 
Gly Arg Asp Gly Lys Leu Asn Arg 
20 

Pro Glu Ala Pro Gly Thr Pro Arg 

3S 40 
Tyr Pro Thr Ser Lys Cys Pro Val 

50 55 
Arg Leu Arg Gly His Arg Leu Cys 
65 70 
Ala Ser Leu Arg Cys Pro Asp Gly 
85 



Ala Val Gin Thr Ala Pro Asp Leu 

10 15 
Leu Val Gin lie Leu Ala Arg Ser 
25 30 
Ala Val Ser Pro Trp Pro His Gin 
45 

Gly Asp His Gin Ala Thr Gin Ala 
60 

Thr Met Gly Arg Arg Pro Val Pro 
75 80 



<210> 2205 

<211> 387 

<212> DNA 

<213> Homo sapiens 



<400> 2205 

gnnnnnggng nnnnactggt gtgcatggtt 
60 

catctgtccc actttgtgtt ctgcaaatac 
120 

gtcgctcctg aagtggacac ctcctcctct 
180 

gtctttgatc attgcaatga gttttctgtt 
240 

tccgaaggag cattggcaat tgaagtatat 
300 

cccgccctgt gggatttggg aatcatccaa 
360 

agtgaagtgc ccaggaaatt ggaattc 
387 



aaaaticctgc aagctactgg gttgccacag 
agcctctggg atcaacagga gccggtgatt 
tccgtcagca aggagccgca ctgcatggtt 
aacatcaccg aagactttat cgagcatctt 
ggacataaaa taaacgatcc ccggaaaaac 
gcaaagacac gtagtcttcg ggacagatgg 



<210> 2206 

<211> 129 

<212> PR.T 

<213> Homo sapiens 

<400> 2206 

Xaa Xaa Gly Xaa Xaa Leu Val Cys 

1 5 
Gly Leu Pro Gin His Leu Ser His 
20 

Trp Asp Gin Gin Glu Pro Val lie 

35 40 
Ser Ser Ser Val Ser Lys Glu Pro 

50 55 
Cys Asn Glu Phe Ser Val Asn lie 
65 70 
Ser Glu Gly Ala Leu Ala He Glu 



Met Val Lys He Leu Gin Ala Thr 

10 15 
Phe Val Phe Cys Lys Tyr Ser Phe 
25 30 
Val Ala Pro Glu Val Asp Thr Ser 
45 

His Cys Met Val Val Phe Asp His 
60 

Thr Glu Asp Phe He Glu His Leu 

75 80 
Val Tyr Gly His Lys He Asn Asp 
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85 90 95 

Pro Arg Lys Asn Pro Ala Leu Trp Asp Leu Gly He He Gin Ala Lys 

100 105 HO 

Thr Arg Ser Leu Arg Asp Arg Trp Ser Glu Val Pro Arg Lys Leu Glu 
115 120 125 

Phe 



<210> 2207 

<211> 667 

<212> DNA 

<213> Homo sapiens 



<400> 2207 

atctccaacc ccgagaccct ctccaataca gccggcttcg agggctacat cgacctgggc 
60 

cgcgagctct ccagcctgca ctcactgctc tgggaggccg tcagccagct ggagcagagc 
120 

atagtatcca aactgggacc cctgcctcgg atcctgaggg acgtccacac agcactgagc 
180 

accccaggta gcgggcagct cccagggacc aatgacctgg cctccacacc gggctctggc 
240 

agcagcagca tctcagctgg gctgcagaag atggtgattg agaacgatct ttccggtctg 
300 

atagatttca cccggttacc gtctccaacc cccgaaaaca aggacttgtt ttttgtcaca 
360 

aggtcctccg gggtccagcc ctcacctgcc cgcagctcga gttactcgga agccaacgag 
420 

cctgatcttc agatggccaa cggtggcaag agcctctcca tggtggacct ccaggacgcc 

480 

cgcacgctgg atggggaggc aggctccccg gcgggccccg acgtcctccc cacagatggg 
540 

caggccgctg cagctcagct ggtggccggg tggccggccc gggcaacccc agtgaacctg 
600 

gcagggctgg ccacggtgcg gcgggcaggc cagacaccaa ccacaccagg cacctccgag 
660 

ggcgcgc 
667 



<210> 2208 

<211> 222 

<212> PRT 

<213> Homo sapiens 



<400> 2208 

He Ser Asn Pro Glu Thr Leu Ser 

1 5 
He Asp Leu Gly Arg Glu Leu Ser 
20 

Ala Val Ser Gin Leu Glu Gin Ser 

35 40 
Pro Arg He Leu Arg Asp Val His 

50 55 
Gly Gin Leu Pro Gly Thr Asn Asp 



Asn Thr Ala Gly Phe Glu Gly Tyr 

10 15 
Ser Leu His Ser Leu Leu Trp Glu 
25 30 
He Val Ser Lys Leu Gly Pro Leu 
45 

Thr Ala Leu Ser Thr Pro Gly Ser 
60 

Leu Ala Ser Thr Pro Gly Ser Gly 
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65 








70 


Ser 


Ser 


Ser 


He 


Ser Ala Gly 










85 


Leu 


Ser 


Gly 


Leu 


He Asp Phe 








100 




Asn 


Lys 


Asp 


Leu 


Phe Phe Val 






115 






Pro 


Ala 


Arg 


Ser 


Ser Ser Tyr 




130 






135 


Met 


Ala 


Asn 


Gly 


Gly Lys Ser 


145 








150 


Arg 


Thr 


Leu 


Asp 


Gly Glu Ala 










165 


Pro 


Thr 


Asp 


Gly 


Gin Ala Ala 








180 




Ala 


Arg 


Ala 


Thr 


Pro Val Asn 






195 






Ala 


Gly 


Gin 


Thr 


Pro Thr Thr 




210 






215 



Leu Gin 

Thr Arg 
105 
Thr Arg 
120 

Ser Glu 

Leu Ser 

Gly Ser 

Ala Ala 
185 
Leu Ala 
200 

Pro Gly 



75 
Lys Met 
90 

Leu Pro 

Ser Ser 

Ala Asn 

Met Val 
155 
Pro Ala 
170 

Gin Leu 
Gly Leu 
Thr Ser 



Val He Glu 

Ser Pro Thr 
110 

Gly Val Gin 

125 
Glu Pro Asp 
140 

Asp Leu Gin 

Gly Pro Asp 

Val Ala Gly 
190 

Ala Thr Val 

205 
Glu Gly Ala 
220 



80 
Asn Asp 
95 

Pro Glu 

Pro Ser 

Leu Gin 

Asp Ala 
160 
Val Leu 
175 

Trp Pro 
Arg Arg 



<210> 2209 

<211> 353 

<212> DNA 

<213> Homo sapiens 



<400> 2209 

ngggaagttg gtactagcct cccaaagcca 
60 

agagaaggcc atgagagaga tagcactggg 
120 

ccacagcaga agtgaccaag ctgtagcttc 
180 

cacagcagag cctgggtctg gaggcacctt 
240 

ctctatggaa gcacttaact gcctgttccc 
300 

acatgcctgg ggtctgaaat cctggattca 
353 



ctctcctgag tgacattgag agcatcctat 
acagatggtg tcagcagagg ggactccaga 
cttagatggc cccaagggtg ggaggcttca 
ggggatgttt ttccccatta ggcccctgag 
cgcttattct gtgtttaaac caaggaaaca 
aatcctgact gtgttgtgtg ctt 



<210> 2210 
<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 2210 

Met Arg Glu He Ala Leu Gly Gin 

1 5 
Asp His Ser Arg Ser Asp Gin Ala 
20 

Gly Gly Arg Leu His Thr Ala Glu 

35 40 
Met Phe Phe Pro He Arg Pro Leu 

50 55 
Leu Phe Pro Ala Tyr Ser Val Phe 



Met Val Ser Ala Glu Gly Thr Pro 

10 15 
Val Ala Ser Leu Asp Gly Pro Lys 
2S 30 
Pro Gly Ser Gly Gly Thr Leu Gly 
45 

Ser Ser Met Glu Ala Leu Asn Cys 
60 

Lys Pro Arg Lys Gin His Ala Trp 
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65 70 75 80 

Gly Leu Lys Ser Trp He Gin He Leu Thr Val Leu Cys Ala 
85 90 

<210> 2211 

<211> 493 

<212> DNA 

<213> Homo sapiens 

<400> 2211 

ctgaccacat ctccgacgat cctagacctc tgttctgcat ctcggacacc accgactgct 
60 

cactgtaccc tgggactgca cagagggaaa cgattaccaa acccagagac ggggaccgga 
120 

aggaaggagg ggaaggggat ggatccatgt actttggggt tggagaaatg ggggacagca 
180 

agtctcctca acccaaatac agcccccctg ggaggctcct gccccgtctc tgtggatagt 
240 

gagcccagct gcaagggcgg cctgccaggg acaaacccac caaaaggaaa gatgttgtag 
300 

aaccaaagag aggctccctg aaagaggcgt ctcccggggc ctccaagccc gggagcgccc 
360 

ggcggacagg gggcagtggc caagtctgtg cggaccctga ccgcctcaga gaacgagagc 
420 

atgcgcaaag tcatgcccat caccaagtcc agcagaggcg ccggctggag gcgaccagag 
480 

ctgtcatccc ggg 
493 

<210> 2212 

<211> 126 

<212> PRT 

<213> Homo sapiens 

<400> 2212 



Met Gly 


Met 


Thr 


Leu 


Arg 


Met 


Leu 


Ser 


Phe 


Ser 


Glu 


Ala 


val 


Arg 


val 


1 






5 










10 










15 




Arg Thr 


Asp 


Leu 


Ala 


Thr 


Ala 


Pro 


Cys 


Pro 


Pro 


Gly Ala 


Pro 


Gly 


Leu 






20 










25 










30 






Gly Gly 


Pro 
35 


Gly 


Arg 


Arg 


Leu 


Phe 
40 


Gin 


Gly 


Ala 


Ser 


Leu 
45 


Trp 


Phe 


Tyr 


Asn He 


Phe 


Pro 


Phe 


Gly 


Gly 


Phe 


Val 


Pro 


Gly 


Arg 


Pro 


Pro 


Leu 


Gin 


50 










55 










60 










Leu Gly 


Ser 


Leu 


Ser 


Thr 


Glu 


Thr 


Gly 


Gin 


Glu 


Pro 


Pro 


Arg 


Gly 


Ala 


65 








70 










75 










80 


Val Phe 


Gly 


Leu 


Arg 
85 


Arg 


Leu 


Ala 


val 


Pro 
90 


His 


Phe 


Ser 


Asn 


Pro 
95 


Lys 


Val His 


Gly 


Ser 
100 


He 


Pro 


Phe 


Pro 


Ser 
105 


Phe 


Leu 


Pro 


Val 


Pro 
110 


Val 


Ser 


Gly Phe 


Gly 
115 


Asn 


Arg 


Phe 


Pro 


Leu 
120 


Cys 


Ser 


Pro 


Arg 


Val 
125 


Gin 







<210> 2213 
<211> 327 
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<212> DMA 

<213> Homo sapiens 

<400> 2213 

acgcgtccga ccggcagttc cggcagctgc gggaaagctg cgatgcgctc gccgagcatt 
60 

gccggtgctt cgacacactg ggttatatcg ccctcaaagc acaggtctac gaaggttctg 
120 

acggaaggcc cggccaatcc gatcgcggcc tcggcgctgc gcatcatccg ggcgcgcgtg 
ISO 

tcgcagctct ggggcacgtc gctgctccgc aacggacggg cggaacagag tgtggtggag 
240 

atcgcccggt tggtcgacgc gatcacgtca cgggacgagg aagccgccca gcgtgcactg 
300 

ctcgaccaca atcgcagcgc gttggaa 
327 

<210> 2214 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 2214 

Met Arg Ser Pro Ser lie Ala Gly Ala Ser Thr His Trp Val He Ser 

1 5 10 15 

Pro Ser Lys His Arg Ser Thr Lys Val Leu Thr Glu Gly Pro Ala Asn 

20 25 30 

Pro He Ala Ala Ser Ala Leu Arg He He Arg Ala Arg Val Ser Gin 

35 40 45 

Leu Trp Gly Thr Ser Leu Leu Arg Asn Gly Arg Ala Glu Gin Ser Val 

50 55 60 

Val Glu He Ala Arg Leu Val Asp Ala He Thr Ser Arg Asp Glu Glu 
65 70 75 80 

Ala Ala Gin Arg Ala Leu Leu Asp His Asn Arg Ser Ala Leu Glu 
85 90 95 

<210> 2215 

<211> 430 

<212> DNA 

<213> Homo sapiens 

<400> 2215 

ctggggatca tgccctacat cactgcgtcg atcatcctgc agctgctgac agtcgtgatc 
60 

ccgaagctgg aaacccttaa gaaggagggc gcgtccggtc agaacaagat cacccagtac 
120 

acccgttacc tcactctcgt gcttggcctg ttgcaggcaa cggccttcgt cacgcttgcc 
180 

acctccggcc gtctattcac cnntgcagct ntgccagtcg tctactccac ctcggtcttc 
240 ' 

gaagtcgtcg tcatgatcct gactatgacg gccggtacga ccatcgtcat gtggatgggt 
300 

gagctcatca ccgaccgcgg tatcggcaac ggtatgtcga tcatgatttt cactcagatt 
360 
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gcggcgcgtt tccctgactc gctgtggtct atcaaggtcg ctcgaaatgg cgccggtcag 
420 

gctcacgcgt 
430 



<210> 2216 

<211> 143 

<212> PRT 

<213> Homo sapiens 



<400> 2216 

Leu Gly lie Met Pro Tyr He Thr Ala Ser He lie Leu Gin Leu Leu 

15 10 15 

Thr Val Val He Pro Lys Leu Glu Thr Leu Lys Lys Glu Gly Ala Ser 

20 25 30 

Gly Gin Asn Lys He Thr Gin Tyr Thr Arg Tyr Leu Thr Leu Val Leu 

35 40 45 

Gly Leu Leu Gin Ala Thr Ala Phe Val Thr Leu Ala Thr Ser Gly Arg 

50 55 60 

Leu Phe Thr Xaa Ala Ala Xaa Pro Val Val Tyr Ser Thr Ser Val Phe 
65 70 75 80 

Glu Val Val Val Met He Leu Thr Met Thr Ala Gly Thr Thr He Val 

85 90 95 

Met Trp Met Gly Glu Leu He Thr Asp Arg Gly He Gly Asn Gly Met 

100 105 HO 

Ser He Met He Phe Thr Gin He Ala Ala Arg Phe Pro Asp Ser Leu 

115 120 125 

Trp Ser He Lys Val Ala Arg Asn Gly Ala Gly Gin Ala His Ala 
130 135 140 



<210> 2217 

<211> 444 

<212> DNA 

<213> Homo sapiens 



<400> 2217 

accagggccg cttcgaagga cctctctcca gctatcgtga cgacgacggc gaagcgggct 
60 

atgacgtggc tcgatgacga cgtgggcgcc gacctgttga atcaggctga ttccatggac 
120 

catgccctgg aggccaccgt cccaggtcgg gtcaccacgc cggacgccca agtcatccag 
180 

acctgtgccg tgttgcgtga ccttgctcgc gtggcagtca gccagctggg ccgaaatgac 
240 

gaggactcta gggaaccagt cgatgcggag agagtacagg ctcaagcgnc gatgcgggag 
300 

gttttcgaga ccgccgaacg catggtgggg ctggccgccg ccgacgtggt gtgggtctct 
360 

gagtctgaga agggataccg cagcattcac gtcgctccgc tgagtgttgg cggcttgcta 
420 

cgagagaatg tctttgctca gtcc 
444 



<210> 2218 
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<211> 148 
<212> PRT 

<213> Homo sapiens 
<400> 2218 

Thr Arg Ala Ala Ser Lys Asp Leu Ser Pro Ala lie Val Thr Thr Thr 

15 10 15 

Ala Lys Arg Ala Met Thr Trp Leu Asp Asp Asp Val Gly Ala Asp Leu 

20 25 30 

Leu Asn Gin Ala Asp Ser Met Asp His Ala Leu Glu Ala Thr Val Pro 

35 40 45 

Gly Arg val Thr Thr Pro Asp Ala Gin Val He Gin Thr Cys Ala Val 

50 55 60 

Leu Arg Asp Leu Ala Arg Val Ala Val Ser Gin Leu Gly Arg Asn Asp 
65 70 75 80 

Glu Asp Ser Arg Glu Pro Val Asp Ala Glu Arg Val Gin Ala Gin Ala 

85 90 95 

Xaa Met Arg Glu Val Phe Glu Thr Ala Glu Arg Met Val Gly Leu Ala 

100 105 HO 

Ala Ala Asp Val Val Trp Val Ser Glu Ser Glu Lys Gly Tyr Arg Ser 

115 120 125 

He His Val Ala Pro Leu Ser Val Gly Gly Leu Leu Arg Glu Asn Val 

130 135 140 

Phe Ala Gin Ser 
145 

<210> 2219 

<211> 688 

<212> DNA 

<213> Homo sapiens 



<400> 2219 

acgcgtaccg tcgttggcat gagcgtcctg 
60 

ggcattacga atatggcgtg gatgtggcta 
120 

tggtcgatcc ttttccccgc tgggtggctg 
180 

ggaatgttcc atagtgtgca gattgcgcgt 
240 

gctttcgcgc tcgttgggta cggatggctt 
300 

cgctattcga ttcgctcggc cttgataatc 
360 

gtgctgatga tctcgggtat caggccgttg 
420 

atcgagacga atctcggcgc tccgttcatg 
480 

cccgaaggaa ttcctggctc taccagtccg 
540 

tatatgaggg atgatcttgt ttctcgacgc 
600 

gcgaagggcg cgggtgtagg tctccccggg 
660 



ccactggaaa tttggctgtc attcagctac 
tggttcgacg agcccggaaa ccgttgggag 
accagcgctt tggtcagtca ggggttcggt 
catgtcagca gttaccacgg catcatggtc 
gcgatgcaca acttgcgtca ccctgatgag 
ggcatcggca tccagttcac ctgggaggca 
acatggcgcc cgcttgttat cgattctctc 
ttgctcattg tgaaagcttg gcgcgcgcca 
cgcccgaccg cccgtggcac agcgcgagtc 
cttctacagc gtccttgaga gcctctgcga 
gctcgttgtg gtccctcctc tgcgtgacgc 
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agagccgtgt gatgaggcga agtcatga 
688 

<210> 2220 
<211> 189 
<212> PRT 

<213> Homo sapiens 



<400> 2220 
















Met 


Ser Val 


Leu 


Pro 


Leu Glu He 


Trp 


Leu Ser 


Phe 


Cot" Tvr fJlv He 


1 






5 






10 




15 


Thr 


Asn Met 


Ala 


Trp 


Met Trp Leu 


Trp 


Phe Asp 


Glu 


Pro Gly Asn Arg 






20 




25 






30 


Trp 


Glu Trp 


Ser 


He 


Leu Phe Pro 


Ala 


Gly Trp 


Leu 


Thr Ser Ala Leu 


3S 






40 








45 


Val 


Ser Gin Gly 


Phe Gly Gly Met 


Phe 


His Ser 


Val 


Gin He Ala Arg 




50 






55 






60 




His 


Val Ser 


Ser 


Tyr His Gly He 


Met 


Val Ala 


Phe 


Ala Leu Val Gly 


65 








70 




75 




80 


Tyr Gly Trp 


Leu 


Ala 


Met His Asn 


Leu 


Arg His 


Pro 


Asp Glu Arg Tyr 








85 






90 




95 


Ser 


lie Arg 


Ser 


Ala 


Leu He He 


Gly 


He Gly 


He 


Gin Phe Thr Trp 




100 






105 






110 


Glu 


Ala Val 


Leu 


Met 


He Ser Gly 


He 


Arg Pro 


Leu 


Thr Trp Arg Pro 




115 






120 








125 


Leu 


Val He 


Asp 


Ser 


Leu He Glu 


Thr Asn Leu Gly 


Ala Pro Phe Met 




130 






135 






140 




Leu 


Leu He 


Val 


Lys 


Ala Trp Arg 


Ala 


Pro Pro 


Glu 


Gly He Pro Gly 


145 








150 




155 




160 


Ser 


Thr Ser 


Pro 


Arg 


Pro Thr Ala Arg Gly Thr 


Ala 


Arg Val Tyr Met 








165 






170 




175 


Arg 


Asp Asp 


Leu 


Val 


Ser Arg Arg 


Leu 


Leu Gin Arg 


Pro 



180 185 



<210> 2221 

<211> 530 

<212> DNA 

<213> Homo sapiens 



<400> 2221 

actagtgtag ctgcaatata tactcgggat ttactacagt taagccttat ccttccaccc 
60 

aaagaagagc aaaccgccat cgctaacgtc ctttccgaca tggacaccga actcgacgcc 
120 

ctacaacaac gcctcagtaa aaccaaaacc atcaagcaag gcatgatgca agaactactc 
180 

acagggaaaa cgaggttggt atgagccaca aggtgaattt agtgcatgag ctggataagc 
240 

gtattatctc ggtaaatacg ttattgtcac agcctgagct tgctattccg gcttatcagc 
300 

ggccctataa atggtcacaa gagaacctaa atgcgctgat gagtgattta cgaatttatc 
360 

gtaacaaatc ggcttatcgg ctggggacgg tggtttttca ttatcataat gaacccgtag 
420 
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acaacgagaa tacccacaag ctggatattg tagacggtca gcaacgtacc ttaaccttgt 
480 

tgctgctagt caaagccatt ttagaagaac ggttgtctgc gttaacgcgt 
530 

<210> 2222 
<211> 67 
c212> PRT 

<213> Homo sapiens 
<400> 2222 

Thr Ser Val Ala Ala He Tyr Thr Arg Asp Leu Leu Gin Leu Ser Leu 

15 10 15 

He Leu Pro Pro Lys Glu Glu Gin Thr Ala He Ala Asn Val Leu Ser 

20 25 30 

Asp Met Asp Thr Glu Leu Asp Ala Leu Gin Gin Arg Leu Ser Lys Thr 

35 40 45 

Lys Thr He Lys Gin Gly Met Met Gin Glu Leu Leu Thr Gly Lys Thr 

50 55 60 

Arg Leu Val 
65 

<210> 2223 

<211> 482 

<212> DNA 

<213> Homo sapiens 

<400> 2223 

cggccgccgc ggtagtgagc cctgcgtcgg tggcgtaatg gaaaatgctg cgctggttgg 
60 

acaggcgcga gacattgttg tggacgatgc cgctgtcgat cggtggcacg ccggtgaaga 
120 

tgcatttatc caacggccgg gacagggccg gcagttcaca gtccagtttg taaagcgctg 
180 

cgcgtcctgc gctgatatag gcctggagat gccccatggc gtgtcgggca acctcgtagt 
240 

tcaggccgtc gagcaccaca aggatgacgt tgtgcttcat aaggggagac gctccgcaac 
300 

gataggcttg actcatttca cttgaggaac ggggtcaaaa ctgtgggcgc gggcaagccc 
360 

gctcccacac aagcccgtgc ccacattgga tctccaatgt gggctacagc cttactgcat 
420 

attgatgatg acttcttcct gccacttctg cggcagtgcc ttggaggtct tttcccacgc 
480 

gt 

482 

<210> 2224 

<211> 10S 

<212> PRT 

<213> Homo sapiens 

<400> 2224 

Met Ser Gin Ala Tyr Arg Cys Gly Ala Ser Pro Leu Met Lys His Asn 
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15 10 15 

Val lie Leu Val Val Leu Asp Gly Leu Asn Tyr Glu Val Ala Arg His 

20 25 30 

Ala Met Gly His Leu Gin Ala Tyr lie Ser Ala Gly Arg Ala Ala Leu 

35 40 45 

Tyr Lys Leu Asp Cys Glu Leu Pro Ala Leu Ser Arg Pro Leu Asp Lys 

SO 55 60 

Cys lie Phe Thr Gly Val Pro Pro He Asp Ser Gly He Val His Asn 
65 70 75 80 

Asn Val Ser Arg Leu Ser Asn Gin Arg Ser He Phe His Tyr Ala Thr 

85 90 95 

Asp Ala Gly Leu Thr Thr Ala Ala Ala 
100 105 

<210> 2225 

<211> 753 

<212> DNA 

<213> Homo sapiens 

<400> 2225 

nacgcgtctg atccacacgg gccactgacg tggcgttatg acagggagcg ggccggtgcc 
60 

ggcgtcatcc tcgatctcat gggtcacgga gaggatctcg tccagtatct actcaaaggg 
120 

cgattcactg aggtgtccgc cgtgtccgag acgttcatcc gtcagcgtcc caagccactc 
180 

aaggagggca tcggccacac aggttgggtc gtctcggacg agctcgggcc ggtgggcaac 
240 

gaggattatt gcgctgtcat cgcccgtatg gaaaacggag tgatgtgcac cctggagtcc 
300 

agtcgggtca gtgttgggcc gcgcgcggag tacatcgtcg agatctatgg aaccgacgga 
360 

tcaatccggt ggaacttcga ggatctcaac catttgcagg tctgtctggg gcgaaacaat 
420 

cgtgccctgc agggatatgt caactgcatg gccggaccag acttcccgga gttcatgcgt 
480 

ttccaaccgg gagccggaac atccatgggc tttgacgaca tgaaggtcgt tgaggctgcg 
540 

aaattcgtcc gaggggtctc ggatgggcag caatatggcc catctgtcgc cgatggttgg 
600 

gcctcagcgg aggtcaacga tgcgatcgtt gcctcctgcg ggggaccatg cctggcatga 
660 

cgtgaagccg gtttcgggga gaaccacgtt cgataagtga ccgcgtcatc gcgtgtctgt 
720 

gaccaggcct ggcggcacaa ccaggtcgcc ggc 
753 

<210> 2226 

<211> 219 

<212> PRT 

<213> Homo sapiens 

<400> 2226 

Xaa Ala Ser Asp Pro His Gly Pro Leu Thr Trp Arg Tyr Asp Arg Glu 
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1 


5 


10 


15 




Arg Ala Gly Ala 


Gly Val 


He Leu Asp Leu 


Met Gly His Gly Glu 


Asp 


20 




25 


30 




Leu Val Gin Tyr 


Leu Leu 


Lys Gly Arg Phe 


Thr Glu Val Ser Ala 


Val 


35 




40 


45 




Ser Glu Thr Phe 


He Arg 


Gin Arg Pro Lys 


Pro Leu Lys Glu Gly 


He 


50 




55 


60 




Gly His Thr Gly 


Trp Val 


Val Ser Asp Glu 


Leu Gly Pro Val Gly 


Asn 


65 


70 




75 


80 


Glu Asp Tyr Cys 


Ala Val 


He Ala Arg Met 


Glu Asn Gly Val Met 


Cys 




85 


90 


95 




Thr Leu Glu Ser 


Ser Arg 


Val Ser Val Gly 


Pro Arg Ala Glu Tyr 


He 


100 




105 


110 




Val Glu He Tyr 


Gly Thr 


Asp Gly Ser He 


Arg Trp Asn Phe Glu 


Asp 


115 




120 


125 




Leu Asn His Leu 


Gin Val 


Cys Leu Gly Arg 


Asn Asn Arg Ala Leu 


Gin 


130 




135 


140 




Gly Tyr Val Asn 


Cys Met 


Ala Gly Pro Asp 


Phe Pro Glu Phe Met 


Arg 


145 


150 




155 


160 


Phe Gin Pro Gly 


Ala Gly 


Thr Ser Met Gly 


Phe Asp Asp Met Lys 


Val 




165 


170 


175 




Val Glu Ala Ala 


Lys Phe 


Val Arg Gly Val 


Leu Asp Gly Gin Gin 


Tyr 


180 




185 


190 




Gly Pro Ser Val 


Ala Asp 


Gly Trp Ala Ser 


Ala Glu Val Asn Asp 


Ala 


195 




200 


205 




He Val Ala Ser 


Cys Gly 


Gly Pro Cys Leu 


Ala 




210 




215 







<210> 2227 

<211> 324 

<212> DNA 

<213> Homo sapiens 

<400> 2227 

ggatccgaaa cgttgggagc ataaagcagc atggcgcacc tactgaagac ggtggtggct 
60 

ggctgttcat gtcctttcct tagcaacttg gggtcctcta aggttctacc tgggaagaga 
120 

gactttgtac gaacgcttcg tactcaccag gcactgtggt gtaaatcccc ggtaaagcca 
180 

ggaattccat ataagcagtt gacagttggg gtccccaagg agattttcca aaacgagaag 
240 

cgagttgcat tgtctcctgc gggggtccag gccctggtca agcagggctt caatgttgtc 
300 

gtggaatcag gcgcaggcga agct 
324 

<210> 2228 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 2228 

Met Ala His Leu Leu Lys Thr Val Val Ala Gly Cys Ser Cys Pro Phe 
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1 








5 






10 


15 




Leu 


Ser 


Asn 


Leu 


Gly Ser Ser 


Lys 


Val 


Leu 


Pro Gly Lys Arg Asp 


Phe 








20 






25 




30 




val 


Arg 


Thr 


Leu 


Arg Thr His 


Gin 


Ala 


Leu 


Trp Cys Lys Ser Pro 


val 






35 






40 






45 




Lys 


Pro Gly 


He 


Pro Tyr Lys 


Gin 


Leu 


Thr 


Val Gly Val Pro Lys 


Glu 




SO 






55 








60 




lie 


Phe 


Gin 


Asn 


Glu Lys Arg 


Val 


Ala 


Leu 


Ser Pro Ala Gly Val 


Gin 


65 








70 








75 


80 


Ala 


Leu 


Val 


Lys 


Gin Gly Phe Asn Val Val Val Glu Ser Gly Ala 


Gly 










85 






90 


95 





Glu Ala 



<210> 2229 

<211> 320 

<212> DNA 

<213> Homo sapiens 



<400> 2229 

acgcgtgaag gggccctgtg acgaggtcat ttctgtccac ggggggtcca gatggtgagg 
60 

cccacagaga gggaacgggc ggggggaggg gaggagagaa gacagactca ggcagaaccc 
120 

tagctcagcc ccttcctgcg tgcctggccc tgggaggatg ccatccccag tcccctcttc 
180 

tgggccctgc tctggggact cggcacagat ggatccagtg catcctcagc cccctgagaa 
240 

gctgtgctgc catcagctcc ttctctgggt acagggcacg ggaagcggct gcccagcagg 
300 

cctcggtccc gccaagctgt 
320 



<210> 2230 

<211> 94 

<212> PRT 

<213> Homo sapiens 



<400> 2230 
Met Gly Gly Pro 
1 

Arg Gly Gly Glu 
20 

Pro Ala Cys Leu 
3S 

Gly Pro Ala Leu 
50 

Pro Leu Arg Ser 
65 

Arg Glu Ala Ala 



<210> 2231 
<211> 671 



Asp Gly Glu Ala 
5 

Lys Thr Asp Ser 

Ala Leu Gly Gly 
40 

Gly Thr Arg His 
55 

Cys Ala Ala He 
70 

Ala Gin Gin Ala 
85 



His Arg Glu Gly 
10 

Gly Arg Thr Leu 
25 

Cys His Pro Gin 

Arg Trp lie Gin 
60 

Ser Ser Phe Ser 
75 

Ser Val Pro Pro 
90 



Thr Gly Gly Gly 
15 

Ala Gin Pro Leu 
30 

Ser Pro Leu Leu 
45 

Cys He Leu Ser 

Gly Tyr Arg Ala 
B0 

Ser Cys 
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<212> DNA 

<213> Homo sapiens 
<400> 2231 

gggctgtcca ccacgggctt cgggacttgg ggcagcttcc tgagctctct gagctgcagt 
60 

tccttcaacc acaaaatgag gagagtgcag gacctcagag gcttactgtg aggatggaga 
120 

aaagcccagt tcaatgcccc actgggaaat gcttcccatt aattgtggaa ttgtcgtgcc 
180 

catttactgt cggggtgaca gggggggtgg gggtcagagt agagacagga gaaggaagtg 
240 

agcatttgtg ggatacccac cacgtgccag ggactgaacc ctatctggat ctcctgcagc 
300 

cctcccaatg gcactgtgaa gccagtgttg ttttacagat gaggaaactg agatttgtgg 
360 

ctataacaga taaacagatg accctgaatg gggcaggtca tgtcatctgc catagataca 
420 

tgcatagaac aatgcaaacc agtcagtccc ctctgagtca gaccaggctg accatcaggg 
480 

acatgcagac actggcaggg ctggggttgt tccccatcgg tgatagcctg gtgcccccat 
540 

ggcccctgat gcccacggct gtctggaagg ctgggtcact gctgagaaga caaggagaca 
600 

ttttctctca ccagctttct tttttctatt ccttcttaga cacctgagct gcggtgatca 
660 

cagctcttaa g 
671 

<210> 2232 
<211> 177 
<212> PRT 

<213> Homo sapiens 
<400> 2232 

Met Glu Lys Ser Pro Val Gin Cys Pro Thr Gly Lys Cys Phe Pro Leu 

15 10 15 

He Val GXu Leu Ser Cys Pro Phe Thr Val Gly Val Thr Gly Gly Val 

20 25 30 

Gly val Arg Val Glu Thr Gly Glu Gly Ser Glu His Leu Trp Asp Thr 

35 40 45 

His His Val Pro Gly Thr Glu Pro Tyr Leu Asp Leu Leu Gin Pro Ser 

50 55 60 

Gin Trp His Cys Glu Ala Ser Val Val Leu Gin Met Arg Lys Leu Arg 
65 70 75 80 

Phe Val Ala He Thr Asp Lys Gin Met Thr Leu Asn Gly Ala Gly His 

85 90 95 

Val He Cys His Arg Tyr Met His Arg Thr Met Gin Thr Ser Gin Ser 

100 105 110 

Pro Leu Ser Gin Thr Arg Leu Thr He Arg Asp Met Gin Thr Leu Ala 

115 120 125 

Gly Leu Gly Leu Phe Pro He Gly Asp Ser Leu Val Pro Pro Trp Pro 

130 13S 140 

Leu Met Pro Thr Ala Val Trp Lys Ala Gly Ser Leu Leu Arg Arg Gin 
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145 150 155 160 

Giy Asp lie Phe Ser His Gin Leu Ser Phe Phe Tyr Ser Phe Leu Asp 
165 170 175 

Thr 



<210> 2233 
<211> 6199 
<212> DNA 

<213> Homo sapiens 
<400> 2233 

acgcgtgatg atcgggaatg tgaaaatcag ctggttctgc tgcttggttt caacaccttt 
60 

gatttcatta aagtgttgcg gcagcacagg atgatgattt tatactgtac cttgctggcc 
120 

agtgcacaaa gtgaagctga aaaggaaagg attatgggaa agatggaagc tgacccagag 
180 

ctatccaagt tcctctacca gcttcatgaa accgagaagg aggatctgat ccgagaggaa 
240 

aggtcccgga gagagcgagt gcgtcagtct cgaatggaca cagatctgga aaccatggat 
300 

ctcgaccagg gtggagaggc actggctcca cggcaggttc tggacttgga ggacctggtt 
360 

tttacccaag ggagccactt tatggccaat aaacgctgtc agcttcctga tggatcctcc 
420 

cgtcgccagc gtaagggcta tgaagaggtg catgtgcctg ctctgaagcc caagcccttt 
480 

ggctcagaag aacaattgct cccggtggaa aagctgccaa agtatgccca ggctgggttt 
540 

gagggcttca aaacgctgaa ccggatccag agtaagctct accgtgctgc ccttgagacg 
600 

gatgagaatc tgctgctgtg tgctcctact ggtgctggga agaccaacgt ggccctgatg 
660 

tgcatgctcc gagagattgg gaaacacata aacatggacg gcacaatcaa tgtggatgac 
720 

ttcaagatta tctacatagc tcccatgcgc tccctggtcc aggagatggt gggcagcttt 
780 

ggaaagcgcc tggccacata tggcatcact gttgctgagc tgactgggga tcaccagcta 
840 

tgcaaggagg aaatcagtgc cacacagatt atcgtctgca cccctgagaa gtgggacatc 
900 

atcacacgca agggcgggga gcgcacctac acccagctgg tgcgactcat tgtcttggat 
960 

gagatccatc ttctacatga tgacagaggt cctgtcttag aagctttggt ggccagggcc 
1020 

atccgaaaca ttgagatgac ccaagaagat gtccgactca ttggtctcag tgctaccctc 
1080 

cccaactatg aagatgtggc cacctttctg cgagccgacc ctgctaaggg cctcttccac 
1140 

tttgataaca gcttccgccc cgtgcctccg gaacaaacat atgtgggcat cacagagaaa 
1200 

aaagctatca aacgtttcca gatcatgaat gaaatagcct atgagaaaat catggaacat 
1260 
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gctggaaaaa atcaggtgct 
1320 

agggcaatcc gtgacatgtg 
1380 

tctgcctcca ctgaagtcct 
1440 

gatcctttgc cctatggctt 
1500 

ctcgtggagg atctttttgc 
1560 

gcttggggtg tgaatctccc 
1620 

ccagagaagg ggcgttggac 
1680 

gccggaagac cccagtatga 
1740 

ctacagtact acctgtccct 
1800 

aagcttcctg acatgctcaa 
1860 

gcggtgaact ggctgggcta 
1920 

tatggcatct ctcatgatga 
1980 

ctggttcata cagctgccct 
2040 

acgggcaact tccaggtgac 
2100 

gatacagtgc agacttacaa 
2160 

agggtcttct cattgtcctc 
2220 

gagctgcaga agttgctgga 
2280 

agtgctaaga tcaacgttct 
2340 

gcactgatgg ctgacatggt 
2400 

tttgaaattg tcctgaaccg 
2460 

aagatgatcg acaaacgcat 
2520 

cctgaggaag tagtgaagaa 
2580 

ctgaatcata atgagattgg 
2640 

aaatatgtcc atctgtttcc 
2700 

tccaccctga aggtggagct 
2760 

ggttcatccg aggctttttg 
2820 

catgagtatt ttctcctcaa 
2880 



cgtgtttgtc cattctcgca 
tctggagaag gacactttgg 
tcgtacagaa gcagagcagt 
tgctattcat catgcaggca 
tgataaacat attcaggttt 
tgcacataca gtcatcatca 
agaactggga gcactggaca 
caccaagggt gaaggcatac 
cctcaatcaa caacttccta 
tgcagaaatc gtgctaggaa 
tgcctacctc tatatccgaa 
cctcaaggga gatcccctgc 
gatgctggac aagaacaatc 
agaactgggc cgtatagcca 
ccagctgctg aagcccaccc 
tgagttcaag aacatcacag 
gagggtgcct atccctgtaa 
tctgcaagcc ttcatctcac 
gtatgtcaca cagtcggctg 
aggttgggca cagcttacag 
gtggcagtcc atgtgtcctc 
gattgagaag aagaatttcc 
ggagcttatc cgcatgccaa 
caagttggag ttgtcagtgc 
gaccatcacg ccagacttcc 
gattctggtg gaggatgtgg 
ggccaagtac gcccaggacg 



aagaaactgg gaagacagca 
gtctgtttct tcgcgagggt 
gcaagaactt ggagctgaag 
tgactagagt tgaccgaaca 
tagtttccac cgcaactcta 
aaggcaccca ggtgtacagt 
ttctgcagat gctgggacgt 
tcatcacatc tcatggggag 
ttgaaagcca gatggtttca 
atgtccagaa tgccaaggat 
tgctgcgatc cccaaccctc 
tggaccagcg ccgactagat 
tggtcaagta cgacaagaag 
gccactacta catcaccaat 
tgagtgagat tgagcttttc 
tgagagagga ggagaagctg 
aggagagcat tgaggaaccc 
agctgaaatt ggagggcttt 
gccggttgat gcgagcgata 
acaagaccct gaacctctgc 
tgcgccagtt ccggaaactc 
cctttgagcg tctgtacgac 
agatggggaa gaccatccac 
acctgcagcc tatcacacgc 
agtgggatga aaaggtgcat 
acagcgaggt gattctgcac 
agcacctcat tacattcttc 
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gtgcctgtct ttgaaccgct gccccctcag tacttcatcc gagtggtgtc tgaccgctgg 
2940 

ctctcttgtg agacccagct gcctgtctcc ttccggcacc tgatcttgcc ggagaagtac 
3O0O 

ccccctccaa ccgaactttt ggacctgcag cccttgcccg tgtctgctct gagaaacagt 
3060 



gcctttgaga 
3120 


gtctttacca 


agataaattt 


cctttcttca 


atcccatcca 


gacccaggtg 


tttaacactg 
3180 

aagactattt 
3240 


tatacaacag 


tgacgacaac 


gtgttcgtgg 


gggcccccac 


gggcagcggg 


gtgcagagtt 


tgccatcctg 


cgaatgctgc 


tgcagagctc 


ggaggggcgc 


tgtgtgtaca 
3300 


tcacccccat 


ggaggccctg 


gcagagcagg 


tatacatgga 


ctggtacgag 


aagttccagg 
3360 


acaggctcaa 


caagaaggtg 


gtactcctga 


caggcgagac 


cagcacagac 


ctgaagctgc 
3420 


tgggcaaagg 


gaacattatc 


atcagcaccc 


ctgagaagtg 


ggacatactt 


tcccggcgat 
3480 


ggaagcagcg 


caagaacgtg 


cagaacatca 


acctcttcgt 


ggtggatgag 


gtccacctta 
3 540 


tcgggggcga 


gaatgggcct 


gtcctagaag 


tgatctgctc 


ccgaatgcgc 


tacatctcct 
3600 


cccagattga 


gcggcccatt 


cgcattgtgg 


cactcagctc 


ttcgctctcc 


aatgccaagg 
3660 


atgtggccca 


ctggctgggc 


tgcagtgcca 


cctccacctt 


caacttccat 


cccaatgtgc 
3720 


gtcccgtccc 


cttggagctg 


cacatccagg 


gcttcaacat 


cagccataca 


caaacccgcc 
3780 


tgctctccat 


ggccaagcct 


gtgtaccatg 


ctatcaccaa 


gcactcgccc 


aagaagcctg 
3840 


tcattgtctt 


tgtgccgtct 


cgcaagcaga 


cccgcctcac 


tgccattgac 


atcctcacca 
3900 


cctgtgcagc 


agacatccaa 


cggcagaggt 


tcttgcactg 


caccgagaag 


gatctgattc 
3960 


cgtacctgga 


gaagctaagt 


gacagcacgc 


tcaaggaaac 


gctgctaaat 


ggggtgggct 

4020 


acctgcatga 


ggggctcagc 


cccatggagc 


gacgcctggt 


ggagcagctc 


ttcagctcag 
4080 


gggctatcca 


ggtggtggtg 


gcttctcgga 


gtctctgctg 


gggcatgaac 


gtggctgccc 
4140 


acctggtaat 


catcatggat 


acccagtact 


acaatggcaa 


gatccacgcc 


tatgtggatt 
4200 


accccatcta 


tgacgtgctt 


cagatggtgg 


gccacgccaa 


ccgccctttg 


caggacgatg 
4260 


aggggcgctg 


tgtcatcatg 


tgtcagggct 


ccaagaagga 


tttcttcaag 


aagttcttat 
4320 


atgagccatt 


gccagtagaa 


tctcacctgg 


accactgtat 


gcatgaccac 


ttcaatgctg 
4380 


agatcgtcac 


caagaccatt 


gagaacaagc 


aggatgctgt 


ggactacctc 


acctggacct 
4440 


ttctgtaccg 


ccgcatgaca 


cagaacccca 


attactacaa 


cctgcagggc 


atctcccatc 
4500 


gtcacttgtc 


ggaccacttg 


tcagagctgg 


tggagcagac 


cctgagtgac 
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ctggagcagt ccaagtgcat cagcatcgag gacgagatgg acgtggcgcc tctgaaccta 
4560 

ggcatgatcg ccgcctacta ttacatcaac tacaccacca ttgagctctt cagcatgtcc 
4620 

ctcaatgcca agaccaaggt gcgagggctt atcgagatca tctccaatgc agcagagtat 
4680 

gagaacattc ccatccggca ccatgaagac aatctcctga ggcagttggc tcagaaggtc 
4740 

ccccacaagc tgaataaccc taagttcaat gatccgcacg tcaagaccaa cctgctcctg 
4800 

caggctcact tgtctcgcat gcagctgagt gctgagttgc agtcagatac ggaggaaatc 
4860 

cttagtaagg caatccggct catccaggcc tgcgtggatg tcctttccag caatgggtgg 
4920 

ctcagccctg ctctggcagc tatggaactg gcccagatgg tcacccaagc catgtggtcc 
4980 

aaggactcat acctgaagca gctgccacac ttcacctctg agcatatcaa acgttgcaca 
5040 

gacaagggag tggagagtgt tttcgacatc atggagatgg aggatgaaga acggaacgcg 
5100 

ttgcttcagc tgactgacag ccagattgca gatgtggctc gcttttgtaa ccgctaccct 
5160 

aatatcgaac tatcttatga ggtggtagat aaggacagca tccgcagtgg cgggccagtt 
5220 

gtggtgctgg tgcagctgga gcgagaggag gaagtcacag gccctgtcat tgcgcctctc 
5280 

ttcccgcaga aacgtgaaga gggctggtgg gtggtgattg gagatgccaa gtccaatagc 
5340 

ctcatctcca tcaagaggct gaccttgcag cagaaggcca aggtgaagtt ggactttgtg 
S400 

gccccagcca ctggtgccca caactacact ctgtacttca tgagtgacgc ttacatggga 
5460 

tgtgaccagg agtacaaatt cagcgtggat gtgaaagaag ctgagacaga cagtgattca 
5520 

gattgagtcc tgaggcattt acttttgggt aaaggagagt tgagcctgaa ttaggaatgt 
5580 

gtacactgta ggaatcctgg ttgtggggac caggtctgtg ggcctcaggc ctggccagcc 
5640 

agggctggtg ctgtccccgc ctacctccac ttcctttccc ttgctcactc tggatccagt 
5700 

gacagcaggt gtcatgggtc aagcataaat catatatagc attttcaggc atgttcctgg 
5760 

tagttctttt gagtctgaca ttctaataaa ataatttgta gaaaccattt gtctttgtag 
5820 

tgattccaaa ttaaaagttt tctttctcca acctgagggc acggccaaaa agatctggtt 
5880 

attttttagc caggaacgtg cttgttaatg agtatgtctg gaggacagac ctgctcatta 
5940 

ggtgtgctgt cccctgtagc ctcgtgagtc agcccagagg agggtacatg cgactgtggc 
6000 

ctggcctcag tggtacccac acatcagcac taccacaaga accaacactg agcctcggaa 
6060 

gctagatcac aggttagggg tttctctaga tgggggttct gaaatttgca gtgtctgctc 
6120 
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ctgggaggca gcaccagaaa gggcactgaa atgtactagc tggatgtgac ccagtcttaa 
6180 

taaacaggct ttctaatcc 
6199 

<2i0> 2234 

<211> 1701 

<212> PRT 

<213> Homo sapiens 



<400> 2234 



Arg 


Arg 


uin 


Arg 


Lys Gly 


lyr uiu uxu 


Val 


His 


Val 


Pro 


Ala 


Leu 


Lvs 


1 












10 










15 




Pro 


Lys 


Pro 


Phe 


Gly Ser 


uXU vjJLVI ulll 




Leu 


Pro 


Val 


Glu 


Lys 


Leu 








£ u 




25 










30 






Pro 


Lys 


Tyr 


Aia 


Gin Ala 


Kt±y rfie IjIU 


Gly 


Phe 


L s 
ys 


Thr 


Leu 


Asn 


Aro 






35 






40 








45 








lie 


Gin 


Ser 


Lys 


Leu Tyr 


Arg niu hio 


Leu 


Glu 


Thr 


Asp 


Glu 


Asn 


Leu 




50 








55 






60 










Leu 


Leu 


Cys 


Ala 


Pro Thr 


rz"l \, Ala Rl v 


Lys 


Thr 


Asn 


Val 


Ala 


Leu 


Met 


65 








70 






75 










60 


Cys 


Met 


Leu 


rg 


Glu He 


uiy uya nxs 


He 


Asn 


Met 


Asp 


Gly Thr 


He 










8 5 




90 










95 




Asn 


val 


Asp 


Asp 


Phe Lys 


He He Tyr 


He 


Ala 


Pro 


Met 


Arg 


Ser 


Leu 








100 




105 










110 






Val 


Gin 


Glu 


Met 


Val Gly 


c r» t" Phf> Glv 

o vj: rue \j iL. y 


Lvs 


Arci 


Leu 


Ala 


Thr 


Tyr 


Gly 






115 






120 








125 








He 


Thr 


Val 


Ala 




Thr Glv Asd 


His 


Gin 


Leu 


Cys 


Lys 


Glu 


Glu 




130 








135 






140 










He 


Ser 


Ala 


Thr 


Gin He 


He Val Cys 


Thr 


Pro 


Glu 


Lys 


Trp 


Asp 


He 


14S 








150 






155 










160 


He 


Thr 


Arg 


Lys 


Gly Gly 


Glu Arg Thr 


Tyr 


Thr 


Gin 


Leu 


val 


Arg 


Leu 










165 




170 










175 




He 


Val 


Leu 


Asp 


Glu He 


His Leu Leu 


His 


Asp 


Asp 


Arg 


Gly Pro 


Val 








180 




185 










190 






Leu 


Glu 


Ala 


Leu 


Val Ala 


Arg Ala He 


Arg 


Asn 


lie 


Glu 


Met 


Thr 


Gin 






195 






200 








205 








Glu Asp Val 


Arg 


Leu He 


Gly Leu Ser 


Ala 


Thr 


Leu 


Pro 


Asn Tyr 


Glu 




210 








215 






220 










Asp Val Ala 


Thr 


Phe Leu 


Arg Val Asp 


Pro 


Ala 


Lys 


Gly 


Leu 


Phe 


Tyr 


225 








230 






235 










240 


Phe Asp Asn 


Ser 


Phe Arg 


Pro Val Pro 


Leu 


Glu 


Gin 


Thr 


Tyr 


Val 


Gly 










245 




250 










255 




He 


Thr 


Glu 


Lys 


Lys Ala 


He Lys Arg 


Phe 


Gin 


He 


Met 


Asn 


Glu 


He 








260 




265 










270 






Val 


Tyr 


Glu 


Lys 


He Met 


Glu His Ala 


Gly 


Lys 


Asn 


Gin 


val 


Leu 


Val 






275 






280 








285 








Phe 


Val 


His 


Ser 


Arg Lys 


Glu Thr Gly 


Lys 


Thr 


Ala 


Arg 


Ala 


He 


Arg 




290 








295 






300 










Asp Met Cys 


Leu 


Glu Lys 


Asp Thr Leu 


Gly 


Leu 


Phe 


Leu 


Arg Glu 


Gly 


30S 








310 






315 










320 


Ser 


Ala 


Ser 


Thr 


Glu Val 


Leu Arg Thr 


Glu 


Ala 


Glu 


Gin 


Cys 


Lys 


Asn 










325 




330 










335 




Leu 


Glu 


Leu 


Lys 


Asp Leu 


Leu Pro Tyr 


Gly 


Phe 


Ala 


He 


His 


His 


Ala 
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340 345 350 

Gly Met Thr Arg Val Asp Arg Thr Leu Val Glu Asp Leu Phe Ala Asp 

355 360 365 

Lys His He Gin Val Leu Val Ser Thr Ala Thr Leu Ala Trp Gly Val 

370 375 380 

Asn Leu Pro Ala His Thr Val He He Lys Gly Thr Gin Val Tyr Ser 
385 390 395 400 

Pro Glu Lys Gly Arg Trp Thr Glu Leu Gly Ala Leu Asp He Leu Gin 

405 410 415 

Met Leu Gly Arg Ala Gly Arg Pro Gin Tyr Asp Thr Lys Gly Glu Gly 

420 425 430 

He Leu He Thr Ser His Gly Glu Leu Gin Tyr Tyr Leu Ser Leu Leu 

43S 440 445 

Asn Gin Gin Leu Pro He Glu Ser Gin Met Val Ser Lys Leu Pro Asp 

450 455 460 

Met Leu Asn Ala Glu He Val Leu Gly Asn Val Gin Asn Ala Lys Asp 
465 470 475 480 

Ala Val Asn Trp Leu Gly Tyr Ala Tyr Leu Tyr He Arg Met Leu Arg 

485 490 495 

Ser Pro Thr Leu Tyr Gly He Ser His Asp Asp Leu Lys Gly Asp Pro 

500 50S 510 

Leu Leu Asp Gin Arg Arg Leu Asp Leu Val His Thr Ala Ala Leu Met 

515 520 525 

Leu Asp Lys Asn Asn Leu Val Lys Tyr Asp Lys Lys Thr Gly Asn Phe 

530 535 540 

Gin Val Thr Glu Leu Gly Arg He Ala Ser His Tyr Tyr He Thr Asn 
545 550 555 560 

Asp Thr Val Gin Thr Tyr Asn Gin Leu Leu Lys Pro Thr Leu Ser Glu 

565 570 575 

He Glu Leu Phe Arg Val Phe Ser Leu Ser Ser Glu Phe Lys Asn He 

580 585 590 

Thr Val Arg Glu Glu Glu Lys Leu Glu Leu Gin Lys Leu Leu Glu Arg 

595 600 60S 

Val Pro He Pro Val Lys Glu Ser He Glu Glu Pro Ser Ala Lys He 

610 615 620 

Asn Val Leu Leu Gin Ala Phe He Ser Gin Leu Lys Leu Glu Gly Phe 
625 630 635 640 

Ala Leu Met Ala Asp Met Val Tyr Val Thr Gin Ser Ala Gly Arg Leu 

645 650 655 

Met Arg Ala He Phe Glu He Val Leu Asn Arg Gly Trp Ala Gin Leu 

660 665 670 

Thr Asp Lys Thr Leu Asn Leu Cys Lys Met He Asp Lys Arg Met Trp 

675 680 685 

Gin Ser Met Cys Pro Leu Arg Gin Phe Arg Lys Leu Pro Glu Glu Val 

690 695 700 

Val Lys Lys He Glu Lys Lys Asn Phe Pro Phe Glu Arg Leu Tyr Asp 
70S 710 715 720 

Leu Asn His Asn Glu He Gly Glu Leu He Arg Met Pro Lys Met Gly 

725 730 735 

Lys Thr He His Lys Tyr Val His Leu Phe Pro Lys Leu Glu Leu Ser 

740 745 750 

Val His Leu Gin Pro He Thr Arg Ser Thr Leu Lys Val Glu Leu Thr 

755 760 765 

He Thr Pro Asp Phe Gin Trp Asp Glu Lys Val His Gly Ser Ser Glu 
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770 775 780 

Ala Phe Trp lie Leu Val Glu Asp Val Asp Ser Glu Val lie Leu His 
785 790 795 800 

His Glu Tyr Phe Leu Leu Lys Ala Lys Tyr Ala Gin Asp Glu His Leu 

805 810 815 

lie Thr Phe Phe Val Pro Val Phe Glu Pro Leu Pro Pro Gin Tyr Phe 

820 825 830 

lie Arg Val Val Ser Asp Arg Trp Leu Ser Cys Glu Thr Gin Leu Pro 

835 840 845 

Val Ser Phe Arg His Leu He Leu Pro Glu Lys Tyr Pro Pro Pro Thr 

850 85S 860 

Glu Leu Leu Asp Leu Gin Pro Leu Pro Val Ser Ala Leu Arg Asn Ser 
865 870 875 880 

Ala Phe Glu Ser Leu Tyr Gin Asp Lys Phe Pro Phe Phe Asn Pro He 

885 890 895 

Gin Thr Gin Val Phe Asn Thr Val Tyr Asn Ser Asp Asp Asn Val Phe 

900 905 910 

Val Gly Ala Pro Thr Gly Ser Gly Lys Thr He Cys Ala Glu Phe Ala 

915 920 925 

He Leu Arg Met Leu Leu Gin Ser Ser Glu Gly Arg Cys Val Tyr He 

930 935 940 

Thr Pro Met Glu Ala Leu Ala Glu Gin Val Tyr Met Asp Trp Tyr Glu 
945 950 955 960 

Lys Phe Gin Asp Arg Leu Asn Lys Lys Val Val Leu Leu Thr Gly Glu 

965 970 975 

Thr Ser Thr Asp Leu Lys Leu Leu Gly Lys Gly Asn He He He Ser 

980 985 990 

Thr Pro Glu Lys Trp Asp He Leu Ser Arg Arg Trp Lys Gin Arg Lys 

995 1000 1005 

Asn Val Gin Asn He Asn Leu Phe Val Val Asp Glu Val His Leu He 

1010 1015 1020 

Gly Gly Glu Asn Gly Pro Val Leu Glu Val He Cys Ser Arg Met Arg 
1025 1030 1035 1040 

Tyr He Ser Ser Gin He Glu Arg Pro He Arg He Val Ala Leu Ser 

1045 1050 1055 

Ser Ser Leu Ser Asn Ala Lys Asp Val Ala His Trp Leu Gly Cys Ser 

1060 1065 1070 

Ala Thr Ser Thr Phe Asn Phe His Pro Asn Val Arg Pro Val Pro Leu 

1075 1080 1085 

Glu Leu His He Gin Gly Phe Asn He Ser His Thr Gin Thr Arg Leu 

1090 1095 1100 

Leu Ser Met Ala Lys Pro Val Tyr His Ala He Thr Lys His Ser Pro 
1105 1110 1115 1120 

Lys Lys Pro Val He Val Phe Val Pro Ser Arg Lys Gin Thr Arg Leu 

H25 H30 1135 

Thr Ala He Asp He Leu Thr Thr Cys Ala Ala Asp He Gin Arg Gin 

H40 ii45 use 

Arg Phe Leu His Cys Thr Glu Lys Asp Leu He Pro Tyr Leu Glu Lys 

H55 H60 1165 

Leu Ser Asp Ser Thr Leu Lys Glu Thr Leu Leu Asn Gly Val Gly Tyr 

H70 H75 1180 

Leu His Glu Gly Leu Ser Pro Met Glu Arg Arg Leu Val Glu Gin Leu 
1185 H90 1195 1200 

Phe Ser Ser Gly Ala He Gin Val Val Val Al*a Ser Arg Ser Leu Cys 



1645 



WO 00/58473 PCT/USOO/0862 1 



1205 1210 1215 

Trp Gly Met Asn Val Ala Ala His Leu Val lie lie Met Asp Thr Gin 

1220 1225 1230 

Tyr Tyr Asn Gly Lys lie His Ala Tyr Val Asp Tyr Pro lie Tyr Asp 

1235 1240 1245 

Val Leu Gin Met Val Gly His Ala Asn Arg Pro Leu Gin Asp Asp Glu 

1250 1255 1260 

Gly Arg Cys Val lie Met Cys Gin Gly Ser Lys Lys Asp Phe Phe Lys 
1265 1270 1275 1280 

Lys Phe Leu Tyr Glu Pro Leu Pro Val Glu Ser His Leu Asp His Cys 

128S 1290 1295 

Met His Asp His Phe Asn Ala Glu He Val Thr Lys Thr He Glu Asn 

1300 1305 1310 

Lys Gin Asp Ala Val Asp Tyr Leu Thr Trp Thr Phe Leu Tyr Arg Arg 

1315 1320 1325 

Met Thr Gin Asn Pro Asn Tyr Tyr Asn Leu Gin Gly He Ser His Arg 

1330 1335 1340 

His Leu Ser Asp His Leu Ser Glu Leu Val Glu Gin Thr Leu Ser Asp 
1345 1350 1355 1360 

Leu Glu Gin Ser Lys Cys He Ser He Glu Asp Glu Met Asp Val Ala 

1365 1370 1375 

Pro Leu Asn Leu Gly Met He Ala Ala Tyr Tyr Tyr He Asn Tyr Thr 

1380 1385 1390 

Thr He Glu Leu Phe Ser Met Ser Leu Asn Ala Lys Thr Lys Val Arg 

1395 1400 1405 

Gly Leu He Glu He He Ser Asn Ala Ala Glu Tyr Glu Asn He Pro 

1410 1415 1420 

He Arg His His Glu Asp Asn Leu Leu Arg Gin Leu Ala Gin Lys Val 
1425 1430 1435 1440 

Pro His Lys Leu Asn Asn Pro Lys Phe Asn Asp Pro His Val Lys Thr 

1445 1450 1455 

Asn Leu Leu Leu Gin Ala His Leu Ser Arg Met Gin Leu Ser Ala Glu 

1460 1465 1470 

Leu Gin Ser Asp Thr Glu Glu He Leu Ser Lys Ala He Arg Leu He 

1475 1480 1485 

Gin Ala Cys Val Asp Val Leu Ser Ser Asn Gly Trp Leu Ser Pro Ala 

1490 1495 1500 

Leu Ala Ala Met Glu Leu Ala Gin Met Val Thr Gin Ala Met Trp Ser 
1505 1510 1515 1520 

Lys Asp Ser Tyr Leu Lys Gin Leu Pro His Phe Thr Ser Glu His He 

1525 1530 1535 

Lys Arg Cys Thr Asp Lys Gly Val Glu Ser Val Phe Asp He Met Glu 

1540 1545 1550 

Met Glu Asp Glu Glu Arg Asn Ala Leu Leu Gin Leu Thr Asp Ser Gin 

1555 1560 1565 

He Ala Asp Val Ala Arg Phe Cys Asn Arg Tyr Pro Asn He Glu Leu 

1570 1575 1580 

Ser Tyr Glu Val Val Asp Lys Asp Ser He Arg Ser Gly Gly Pro Val 
1585 1590 1595 1600 

Val val Leu Val Gin Leu Glu Arg Glu Glu Glu Val Thr Gly Pro Val 

1605 1610 1615 

He Ala Pro Leu Phe Pro Gin Lys Arg Glu Glu Gly Trp Trp Val Val 

1620 1625 1630 

He Gly Asp Ala Lys Ser Asn Ser Leu He Ser He Lys Arg Leu Thr 
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1635 1640 1645 

Leu Gin Gin Lys Ala Lys Val Lys Leu Asp Phe val Ala Pro Ala Thr 

1650 1655 1660 

Gly Ala His Asn Tyr Thr Leu Tyr Phe Met Ser Asp Ala Tyr Met Gly 
1665 1670 167S 1680 

Cys Asp Gin Glu Tyr Lys Phe Ser Val Asp Val Lys Glu Ala Glu Thr 

1685 1690 1695 

Asp Ser Asp Ser Asp 
1700 

<210> 2235 
<211> 586 
<212> DMA 

<213> Homo sapiens 
<400> 2235 

tctagaatga gtatgaggac actctcacca gagtgaggtg aaggtgtata cagctggcac 
60 

tcagtgcttg cacattctcc actggcagaa tgactcccga cgtggctcgg gctccccgga 
120 

agacacccct cgaagcagtg gtgcctctag catcttcgac ctgaggaacc tggcagctga 
180 

ctcattgttg ccctctctgc tagagcgggc ggccccagaa gatgtggacc ggcgcaatga 
240 

agcccttcga cggcagcacc ggcccccggc cctgcttccc ctctacccgg cacctgacga 
300 

ggatgaagcc ggggaacgct gtagccgcct agagccaccc ccgcgagcac tttggacaaa 
360 

ggatcttggt caagtgtctg tcgctcaagt tcgagattga aattgagccc atctttggga 
420 

tcttggctct gtatgatgtg cggaagaaaa agaagatctc ggaaaacttc tacttcgacc 
480 

tgaactcgga ctccatgaag gggctgcttc gggctcatgg cacccaccct gccatctcca 
540 

ccctggcccg ctctgccatc ttctctgtga cctacccctc acgcgt 
586 

<210> 2236 
<211> 123 
<212> PRT 

<213> Homo sapiens 



<400> 2236 



Met Ser Pro 


Lys 


Gin 


Pro 


Leu 


His 


Gly Val 


Arg Val Gin 


Val Glu Val 


1 




5 








10 




15 


Glu Val Phe 


Arg 


Asp 


Leu 


Leu 


Phe 


Leu Pro 


His lie He 


Gin Ser Gin 




20 










25 




30 


Asp Pro Lys 


Asp 


Gly 


Leu 


Asn 


Phe 


Asn Leu 


Glu Leu Glu 


Arg Gin Thr 


35 










40 




45 




Leu Asp Gin 


Asp 


Pro 


Leu 


Ser 


Lys 


Val Leu 


Ala Gly Val 


Ala Leu Gly 


50 








55 






60 




Gly Tyr Ser 


Val 


Pro 


Arg 


Leu 


His 


Pro Arg 


Gin Val Pro 


Gly Arg Gly 


65 






70 








75 


80 


Glu Ala Gly 


Pro 


Gly 


Ala Gly Ala 


Ala Val 


Glu Gly Leu 


His Cys Ala 
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Gly Pro His Leu Leu Gly Pro Pro Ala Leu Ala Glu Arg Ala Thr Met 

100 105 110 

Ser Gin Leu Pro Gly Ser Ser Gly Arg Arg Cys 
115 120 

<210> 2237 

<211> 421 

<212> DNA 

<213> Homo sapiens 

<400> 2237 

cctaggaagg cacacctgtg tcccactgca gccaagagga agcaccccaa acactcctct 
60 

tggggcgcag gagtgctggc cagcttgggg atagtccctg gaagtggtcg ggagcactga 
120 

gggaggagct gaggtccaag ccctcctcca gcgcatcacc ctggtcagga gtggggcagt 
180 

gtggagccag gggctcttca gccagcacct gctgcactat gggctccagc tgtgcaagac 
240 

cacccgtgag aaggagtctt gttgggagca gggtggggaa gcactgtggg agaggtgtcc 
300 

ttggctcggg tagcagggac cttgatgtat cttgaagcca gggggccgac tgaggcgctt 
360 

gtctgaaggc ctccatgaga gggagggggc tggagggggc tgttcccaat aatagctcta 

420 

t 

421 

<210> 2238 

<211> 124 

<212> PRT 

<213> Homo sapiens 

<400> 2238 



Met 


Glu 


Ala 


Phe 


Arg 


Gin 


Ala 


Pro 


Gin 


Ser 


Ala 


Pro 


Trp 


Leu 


Gin 


Asp 


1 








5 










10 










15 




Thr 


Ser 


Arg 


Ser 
20 


Leu 


Leu 


Pro 


Glu 


Pro 
25 


Arg 


Thr 


Pro 


Leu 


Pro 
30 


Gin 


Cys 


Phe 


Pro 


Thr 
35 


Leu 


Leu 


Pro 


Thr 


Arg 
40 


Leu 


Leu 


Leu 


Thr 


Gly 
45 


Gly 


Leu 


Ala 


Gin 


Leu 
50 


Glu 


Pro 


He 


Val 


Gin 
55 


Gin 


Val 


Leu 


Ala 


Glu 
60 


Glu 


Pro 


Leu 


Ala 


Pro 


His 


Cys 


Pro 


Thr 


Pro 


Asp 


Gin 


Gly 


Asp 


Ala 


Leu 


Glu 


Glu 


Gly 


Leu 


65 










70 










75 










80 


Asp 


Leu 


Ser 


Ser 


Ser 
85 


Leu 


Ser 


Ala 


Pro 


Asp 
90 


His 


Phe 


Gin 


Gly 


Leu 
95 


Ser 


Pro 


Ser 


Trp 


Pro 


Ala 


Leu 


Leu 


Arg 


Pro 


Lys 


Arg Ser 


Val 


Trp 


Gly 


Ala 








100 










105 










110 






Ser 


Ser 


Trp 
115 


Leu 


Gin 


Trp 


Asp 


Thr 
120 


Gly 


Val 


Pro 


Ser 











<210> 2239 
<211> 623 
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<212> DNA 

<213> Homo sapiens 
<400> 2239 

gctagcagga ctcagaaatc tgctgttgag cacaaagcca aaaaatctct gtcccatcct 
60 

agccattcca ggcctgggcc catggtcacc ccacacaata aggctaagag tccaggtgtc 
120 

aggcagccag gcagcagctc tagctcagcc cctgggcagc ccagcacagg ggttgctcga 
180 

cccacagtta gttctggccc tgtgcctagg cgccagaatg gcagctccag ctcaggacct 
240 

gagcgatcaa tcagtgggtc caagaagcca accaatgact caaatccctc taggcggaca 
300 

gtcagtggta catgtggccc tggacaacct gcaagcagcc caggtggccc tgggcgaccc 
360 

atcagtggtt cagttagttc tgcaagaccc ttgggcagcc ctcgtggccc tggccggcct 
420 

gtgagcagtc cacatgaact tcgacgacca gtgagtggct tgggcccccc ggggcggtct 
480 

gtcagtggcc ctgggagatc cataagtggc ccaattccag ctggacggac tgtcagtaat 
540 

tcagtcccag gaagaccagt gagcagcttg ggacctgggc aaacagttag tagctcaggt 
600 

cccactataa agcctaagtg cac 
623 

<210> 2240 
<211> 207 
<212> PRT 

<213> Homo sapiens 



<400> 2240 



Ala 


Ser 


Arg 


Thr 


Gin Lys 


Ser Ala Val Glu His 


Lys 


Ala 


Lys 


Lys 


Ser 


1 






5 


10 








15 




Leu 


Ser 


His 


Pro 


Ser His 


Ser Arg Pro Gly Pro 


Met 


Val 


Thr 


Pro 


His 








20 




25 






30 






Asn 


Lys 


Ala 


Lys 


Ser Pro 


Gly Val Arg Gin Pro 


Gly 


Ser 


Ser 


Ser 


Ser 






35 






40 




45 








Ser 


Ala 


Pro 


Gly 


Gin Pro 


Ser Thr Gly Val Ala 


Arg 


Pro 


Thr 


Val 


Ser 




50 






55 


60 










Ser 


Gly 


Pro 


Val 


Pro Arg 


Arg Gin Asn Gly Ser 


Ser 


Ser 


Ser 


Gly 


Pro 


65 






70 


75 










80 


Glu 


Arg 


Ser 


He 


Ser Gly 


Ser Lys Lys Pro Thr 


Asn 


Asp 


Ser 


Asn 


Pro 










85 


90 








95 




Ser 


Arg 


Arg 


Thr 


Val Ser 


Gly Thr Cys Gly Pro Gly 


Gin 


Pro 


Ala 


Ser 








100 




105 






110 






Ser 


Ser 


Gly 


Gly 


Pro Gly 


Arg Pro lie Ser Gly Ser 


Val 


Ser 


Ser 


Ala 






115 






120 




125 








Arg 


Pro 


Leu 


Gly 


Ser Ser 


Arg Gly Pro Gly Arg 


Pro 


Val 


Ser 


Ser 


Pro 




130 








135 


140 










His 


Glu 


Leu 


Arg 


Arg Pro 


Val Ser Gly Leu Gly 


Pro 


Pro 


Gly 


Arg 


Ser 


145 








150 


155 










160 


Val 


Ser 


Gly 


Pro 


Gly Arg 


Ser He Ser Gly Pro 


He 


Pro 


Ala 


Gly 


Arg 
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165 170 175 

Thr val Ser Asn Ser Val Pro Gly Arg Pro Val Ser Ser Leu Gly Pro 

180 185 190 

Gly Gin Thr Val Ser Ser Ser Gly Pro Thr lie Lys Pro Lys Cys 
195 200 205 

<210> 2241 

<211> 656 

<212> DNA 

<213> Homo sapiens 

<400> 2241 

nnacgcgtga agggcagcag caacaccacg gagtgtgttc ccgtgcccac ctccgagcac 
60 

gtggccgaga ccgtgggcag gcaaggctgc aagattaagg ccttgagggc caagaccaac 
120 

acctacatta gaaccccggg aaggggcgag gaaccagtgt tcatggtgac agggcgacgg 
180 

gaggacgtgg ccacagcccg gcgggaaatc atctcagcag cggagcactt ctccatgatc 
240 

cgtgcctccc gcaacaagtc aggcgccgcc tttggtgtgg ctcctgctct gcccggccag 
300 

gtgaccatcc gtgtgcgggt gccctaccgc gtggtggggc tggtggtggg ccccaaaggg 
360 

gcaaccatca agcgcatcca gcagcaaacc aacacataca ttatcacacc aagccgtgac 
420 

cgcgaccccg tgttcgagat cacgggtgcc ccaggcaacg tggagcgtgc gcgcgaggag 
480 

atcgagacgc acatcgcggt gcgcactggc aagatcctcg agtacaacaa tgaaaacgac 
540 

ttcctggcgg ggagccccga cgcagcaatc gatagccgct actccgacgc ctggcgggtg 
600 

caccagcccg gctgcaagcc cctctccacc ttccggcaga acagcctggg ctgcag 
656 

<210> 2242 

<211> 218 

<212> PRT 

c213> Homo sapiens 



<400> 2242 


























Xaa 


Arg 


Val 


Lys 


Gly 


Ser 


Ser 


Asn 


Thr 


Thr 


Glu Cys 


Val 


Pro 


val 


Pro 


1 








5 










10 








15 




Thr 


Ser 


Glu 


His 
20 


Val 


Ala 


Glu 


He 


Val 
25 


Gly 


Arg Gin 


Gly 


Cys 
30 


Lys 


He 


Lys 


Ala 


Leu 
35 


Arg 


Ala 


Lys 


Thr 


Asn 
40 


Thr 


Tyr 


He Arg 


Thr 
45 


Pro 


Gly 


Arg 


Gly 


Glu 
50 


Glu 


Pro 


Val 


Phe 


Met 
55 


Val 


Thr 


Gly 


Arg Arg 
60 


Glu 


Asp 


Val 


Ala 


Thr 


Ala 


Arg 


Arg 


Glu 


He 


He 


Ser 


Ala 


Ala 


Glu His 


Phe 


Ser 


Met 


He 


65 










70 










75 








80 


Arg 


Ala 


Ser 


Arg 


Asn 
85 


Lys 


Ser 


Gly 


Ala 


Ala 
90 


Phe Gly 


Val 


Ala 


Pro 
95 


Ala 


Leu 


Pro 


Gly 


Gin 


val 


Thr 


He 


Arg 


Val 


Arg 


Val Pro 


Tyr 


Arg 


Val 


Val 
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100 










105 










110 






Gly Leu 


val 


Val 


Gly 


Pro 


Lys 


Gly 


Ala 


Thr 


He 


Lys 


Arg 


He 


Gin 


Gin 




115 










120 










125 








Gin Thr 


Asn 


Thr 


Tyr 


He 


He 


Thr 


Pro 


Ser 


Arg 


Asp 


Arg 


Asp 


Pro 


Val 


130 










135 










140 










Phe Glu 


He 


Thr 


Gly 


Ala 


Pro 


Gly 


Asn 


Val 


Glu 


Arg 


Ala 


Arg 


Glu 


Glu 


145 








150 










155 










160 


He Glu 


Thr 


His 


He 


Ala 


Val 


Arg 


Thr 


Gly 


Lys 


He 


Leu 


Glu 


Tyr 


Asn 








165 










170 










175 




Asn Glu 


Asn 


Asp 


Phe 


Leu 


Ala 


Gly 


Ser 


Pro 


Asp 


Ala 


Ala 


He 


Asp 


Ser 






1B0 










185 










190 






Arg Tyr 


Ser 


Asp 


Ala 


Trp 


Arg 


Val 


His 


Gin 


Pro Gly 


Cys 


Lys 


Pro 


Leu 




195 










200 










205 








Ser Thr 


Phe 


Arg 


Gin 


Asn 


Ser 


Leu 


Gly 


Cys 















210 21S 



<210> 2243 
<211> 364 
<212> DNA 

<213> Homo sapiens 
<400> 2243 

gaattcagca tttaaatgtc actcgttggc atgcaatttg ctgtcatgaa aacgactgtg 
60 

gattcatttc ctggtaagaa tcttctgact tattgagctg catgtcagaa gcaaaaagca 
120 

aaaaaaccaa atatgtacat aaaacagtgt tatcattcct taaaagagaa ggaaaataaa 
180 

tccctaaata atgtggactg gaacacagaa atccaaggct ggccgcacgg gtcctggctg 
240 

ggatggcatc cggggagctg ctgctgggga cgtgcttgcc ggcacaggtc aggggagccg 
300 

ggttctgcct cctccttgcc cactctcttt gcgccctccc tgtgctcgcc tgtcttgttt 
360 

tacctcccat cctgggccct tgga 
384 

<210> 2244 
<211> 108 
<212> PRT 

<213> Homo sapiens 



<400> 2244 




























Met 


Gly 


Gly 


Lys 


Thr 


Arg 


Gin 


Ala 


Ser 


Thr 


Gly Arg 


Ala 


Gin 


Arg 


Glu 


1 








5 










10 










15 




Trp 


Ala 


Arg 


Arg 


Arg 


Gin 


Asn 


Pro 


Ala 


Pro 


Leu 


Thr 


Cys 


Ala 


Gly 


Lys 








20 










25 










30 






His 


Val 


Pro 


Ser 


Ser 


Ser 


Ser 


Pro 


Asp 


Ala 


He 


Pro 


Ala 


Arg 


Thr 


Arg 






35 










40 










45 








Ala 


Ala 


Ser 


Leu 


Gly 


Phe 


Leu 


Cys 


Ser 


Ser 


Pro 


His 


Tyr 


Leu 


Gly 


He 




50 










55 










60 










Tyr 


Phe 


Pro 


Ser 


Leu 


Leu 


Arg 


Asn 


Asp 


Asn 


Thr 


Val 


Leu 


Cys 


Thr 


Tyr 


65 










70 










75 










80 


Leu 


Val 


Phe 


Leu 


Leu 


Phe 


Ala 


Ser 


Asp 


Met 


Gin 


Leu 


Asn 


Lys 


Ser 


Glu 
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85 90 95 

Asp Ser Tyr Gin Glu Met Asn Pro Gin Ser Phe Ser 
100 105 

<210> 2245 

<211> 632 

<212> DNA 

<213> Homo sapiens 

<400> 2245 

acgcgtgcga ttaccgtcaa ggctggtgtg gtgagcgctg atctgcacga gcggacgtct 
60 

tcgagagaag aggtcggacg cgagaggctc aactatggtc acaccttggc ccacgctatt 
120 

gaggcccaca agcatttcac gtggcgtcat ggcgaggctg acgcggtggg catggtgttt 
180 

gcggccgaac tgtcgcaccg gtacctggga ctgtccgatg aggtcgttgc gcgcacccgc 
240 

actatcctgt ctgagatcgg attgcctgtt acctgtgacg agattaagtg ggcagatctg 
300 

cgcaagacga tgaacgtgga caagaaaacc agggtagacc cgcagaccgg gcgtcaagtg 
360 

ttgcggtttg tcggtattca caaacccggt caggtcgcca tgatcgtcga ccctgacgag 
420 

gccgctttag ccgagtgcta cgaccggtgt tccgcacggt aaaaacgttc ggaaatgaac 
480 

atgtggctgc gggtcagtcg gcattcaggc ctccgtgacg ccgtcgaccc caagtgatgt 
540 

gacgattcgg gaaatatctt gttgggcact cttgagcctc gcctgattcc ccatacccga 
600 

cttaagttca gtatcgacgg catgaatccg ga 
632 

<210> 2246 

<211> 153 

<212> PRT 

<213> Homo sapiens 



<400> 2246 
















Thr 


Arg 


Ala 


He 


Thr Val Lys Ala Gly Val 


Val Ser 


Ala 


Asp 


Leu 


His 


1 








5 10 








15 




Glu 


Arg 


Thr 


Ser 


Ser Arg Glu Glu Val Gly 


Arg Glu 


Arg 


Leu 


Asn 


Tyr 








20 


25 






30 






Gly 


His 


Thr 


Leu 


Ala His Ala He Glu Ala 


His Lys 


His 


Phe 


Thr 


Trp 






35 




40 




45 








Arg 


His 


Gly 


Glu 


Ala Asp Ala Val Gly Met 


Val Phe 


Ala 


Ala 


Glu 


Leu 




50 






55 


60 










Ser 


His 


Arg 


Tyr 


Leu Gly Leu Ser Asp Glu 


Val Val 


Ala 


Arg 


Thr 


Arg 


65 








70 


75 








80 


Thr 


lie 


Leu 


Ser 


Glu He Gly Leu Pro Val 


Thr Cys 


Asp 


Glu 


He 


Lys 










85 90 








95 




Trp 


Ala 


Asp 


Leu 


Arg Lys Thr Met Asn Val 


Asp Lys 


Lys 


Thr 


Arg 


Val 








100 


105 






110 






Asp 


Pro 


Gin 


Thr 


Gly Arg Gin Val Leu Arg 


Phe val 


Gly 


He 


His 


Lys 
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115 120 125 

Pro Gly Gin Val Ala Met He Val Asp Pro Asp Glu Ala Ala Leu Ala 

130 135 140 

Glu Cys Tyr Asp Arg Cys Ser Ala Arg 
145 150 

<210> 2247 
<211> 324 
<212> DNA 

<213> Homo sapiens 
<400> 2247 

gggcgttcgc ctccagggtt ctccccgaca ctggatgcca acctgcccag gggcagaagg 
60 

gaggttgggc gtggggagtg ccgggtacag tcagagttgc caggacagtt tggagcagtg 
120 

cctcttaatc ttggccgcac agcacctggg agctttaaat agacccccac gccctgggcg 
180 

cccccaccgc tgacccaccc gatctcagct ctgcctttcc cgcctctctg ctgggttgca 
240 

taagccagcg attcccaacc ccggctgtac ctggaagcta ccccaggagc ttctggagaa 
300 

tgtgccgtgt gagccatccc cctg 
324 

<210> 2248 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 2248 

Met Ala His Thr Ala His Ser Pro Glu Ala Pro Gly Val Ala Ser Arg 

15 10 15 

Tyr Ser Arg Gly Trp Glu Ser Leu Ala Tyr Ala Thr Gin Gin Arg Gly 

20 25 30 

Gly Lys Gly Arg Ala Glu He Gly Trp Val Ser Gly Gly Gly Ala Gin 

35 40 45 

Gly Val Gly Val Tyr Leu Lys Leu Pro Gly Ala Val Arg Pro Arg Leu 

50 55 60 

Arg Gly Thr Ala Pro Asn Cys Pro Gly Asn Ser Asp Cys Thr Arg His 
65 70 75 80 

Ser Pro Arg Pro Thr Ser Leu Leu Pro Leu Gly Arg Leu Ala Ser Ser 

85 90 95 

Val Gly Glu Asn Pro Gly Gly Glu Arg 
100 105 

<210> 2249 
<211> 394 
<212> DNA 

<213> Homo sapiens 
<400> 2249 

gaaaaccgga taacagggtg tatacaagcc tctgagttct gggagcaaca accagctcaa 
60 ~ ' 
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cccgcaaggg aaagtgagaa 
120 

ggtggaaacc gcggccagtg 
180 

aggcaaggtc aaccgcccgc 
240 

ccggcttttc tcccgaccgc 
300 

ctgggggctc atgtcctgta 
360 

gccacatggg gacaggcctc 
3 94 



agcaattaag ttgggaaccg 
aattgaaatc cgcttcctta 
cagtgtgatg gaatttgcaa 
gtgcagggtg ggctgcgctg 
taaaggggct gcaggggcgc 
ctgggggcag atct 



cggggttttc ccattcccac 
aggcgaaatg ggcccttaaa 
gaattcggtt tagcaccctc 
ggcctgggag gaactgggag 
tgtctccccc cagaagactg 



<210> 2250 

<211> 104 

<212> PRT 

c213> Homo sapiens 



<400> 2250 








Met Ser 


Pro 


Gin 


Leu 


Pro Val Pro 


1 






5 




Ala Arg 


Gly 


Arg 


Glu 


Lys Ser Arg 






20 






Lys Phe 


His 


His 


Thr Gly Gly Arg 




35 






40 


Phe Arg 


Leu 


Lys 


Glu 


Ala Asp Phe 


50 








55 


Val Gly 


Met 


Gly 


Lys 


Pro Arg Gly 


65 








70 


Phe Pro 


Cys 


Gly 


Leu 


Ser Trp Leu 








85 




Tyr Thr 


Pro 


Cys 


Tyr 


Pro Val Phe 






100 







Pro Arg Pro Ser Ala Ala His Pro 

10 15 
Glu Gly Ala Lys Pro Asn Ser Cys 
25 30 
Leu Thr Leu Pro Phe Lys Gly Pro 
45 

Asn Ser Leu Ala Ala Val Ser Thr 
60 

Ser Gin Leu Asn Cys Phe Leu Thr 

75 80 
Leu Leu Pro Glu Leu Arg Gly Leu 
90 95 



<210> 2251 

<211> 654 

<212> DNA 

<213> Homo sapiens 



c400> 2251 

acgcgtactt attcgccacc atgattacga ccagtgtttc cagtccgttc agttgttgca 
60 

gtggaatagt caggttaaat ttaatgtgac cgtttatcgc aatctgccga ccactcgcga 
120 

ttcaatcatg acttcgtgat aaaagattga gtgtgaggtt ataacgccga agcggtaaaa 
180 

attttaattt Ctgccgctga ggggttgacc aagcgaagcg cggtaggttt tctgcttagg 
240 

agtttaatca tgtttcagac ttttatttct cgccataatt caaacttttt ttctgataag 
300 

ctggttctca cttctgttac tccagcttct tcggcacctg ttttacagac acctaaagct 
360 

acatcgtcaa cgttatattt tgatagtttg acggttaatg ctggtaatgg tggttttctt 
420 
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cattgcattc agatggatac atctgtcaac gccgccaatc aggttgtttc tgttggtgct 
480 

gacattgctt ttgatgccga ccctaaattt tttgcctgtt tggttcgctt tgagtcttct 
540 

tcggttccga ctaccctccc gactgcctat gatgtttatc ctttggatgg tcgccatgat 
600 

ggtggttatt ataccgtcaa ggactgtgtg accattgacg tccttcctcg tacg 
654 

<210> 2252 

<211> 135 

<212> PRT 

<213> Homo sapiens 

<400> 2252 



Met 


Phe 


Gin 


Thr 


Phe He Ser 


Arg 


His 


Asn 


Ser Asn 


Phe 


Phe 


Ser 


Asp 


l 








5 






10 








15 




Lys 


Leu 


Val 


Leu 


Thr Ser Val 


Thr 


Pro 


Ala 


Ser Ser 


Ala 


Pro 


Val 


Leu 






20 






25 








30 






Gin 


Thr 


Pro 
35 


Lys 


Ala Thr Ser 


Ser 
40 


Thr 


Leu 


Tyr Phe 


Asp 
45 


Ser 


Leu 


Thr 


Val 


Asn 


Ala Gly 


Asn Gly Gly 


Phe 


Leu 


His 


Cys He 


Gin 


Met 


Asp 


Thr 




50 






55 








60 










Ser 


Val 


Asn 


Ala 


Ala Asn Gin 


Val 


Val 


Ser 


val Gly 


Ala 


Asp 


He 


Ala 


65 








70 








75 








80 


Phe 


Asp 


Ala 


Asp 


Pro Lys Phe 
85 


Phe 


Ala 


Cys 
90 


Leu Val 


Arg 


Phe 


Glu 
95 


Ser 


Ser 


Ser 


Val 


Pro 
100 


Thr Thr Leu 


Pro 


Thr 
105 


Ala 


Tyr Asp 


Val 


Tyr 
110 


Pro 


Leu 


Asp Gly 


Arg 


His 


Asp Gly Gly 


Tyr Tyr 


Thr 


Val Lys 


Asp 


Cys 


Val 


Thr 






115 






120 








125 








He 


Asp 
130 


Val 


Leu 


Pro Arg Thr 
135 



















<210> 2253 

<211> 327 

<212> DNA 

<213> Homo sapiens 

<400> 2253 

ggatcctgct gggcctcttt tacgtgatgt tgacccagcc gctggtgcgc attattcgcg 
60 

cactgagcac cagcaagcag gcccgcctgg attgcccacc gggtcacgaa aacgatgaaa 
120 

tcggcgtatt ggtcaacgtc gccaaccagc aattcgacaa tatggaaacc gaaatcgagc 
180 

agcgccgcca cgccgaggac cgcctcaccg aatacctggg ccaactggaa gatatcgtct 
240 

ccgcacgcac cctggagctc aaggccagca accaacgctt gagccaatcc aacgatgagc 
300 

tggaagcggc aaagttgacc gccttgg 
327 

<210> 2254 
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<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 2254 

Met Leu Thr Gin Pro Leu Val Arg He He Arg Ala Leu Ser Thr Ser 

15 10 15 

Lys Gin Ala Arg Leu Asp Cys Pro Pro Gly His Glu Asn Asp Glu He 

20 25 30 

Gly Val Leu Val Asn Val Ala Asn Gin Gin Phe Asp Asn Met Glu Thr 

35 40 45 

Glu He Glu Gin Arg Arg His Ala Glu Asp Arg Leu Thr Glu Tyr Leu 

50 5S 60 

Gly Gin Leu Glu Asp He Val Ser Ala Arg Thr Leu Glu Leu Lys Ala 
65 70 75 80 

Ser Asn Gin Arg Leu Ser Gin Ser Asn Asp Glu Leu Glu Ala Ala Lys 
85 90 95 

Leu Thr Ala Leu 
100 

<210> 2255 

<211> 357 

<212> DNA 

<213> Homo sapiens 

<400> 2255 

nngctagcac atgagaagtg tgaagtttat actttgcttg ggcgatcacg ccgttttcca 
60 

aatatggctc atgcaacttc tggccaaagg ggtcacattg agcgtgctgc tatcaatgct 
120 

cctgtacagg gcagtgcagc tgatgttgct atgtgtgcaa tgcttgagat agacaggaat 
180 

actcgtctta aggagcttgg ttggacgcta ctcttgcagg tgcatgatga agtgatactg 
240 

gaagggcctt cagagtctgc ggagtnggcc aagtccatag ttgttgagtg catgtctaag 
300 

cccttctatg gcaccaatat cctgagggtc gaccttgctg ttgatgccaa gtgtgca 
357 

<210> 2256 

<211> 119 

c212> PRT 

<213> Homo sapiens 



<400> 2256 














Xaa Leu Ala His Glu 


Lys 


Cys 


Glu 


Val 


Tyr 


Thr Leu Leu Gly Arg Ser 


1 5 










10 


15 


Arg Arg Phe Pro Asn 


Met 


Ala 


His 


Ala 


Thr 


Ser Gly Gin Arg Gly His 


20 








25 




30 


He Glu Arg Ala Ala 


He 


Asn 


Ala 


Pro 


Val 


Gin Gly Ser Ala Ala Asp 


35 






40 






45 


Val Ala Met Cys Ala 


Met 


Leu Glu 


He Asp 


Arg Asn Thr Arg Leu Lys 


50 




55 








60 


Glu Leu Gly Trp Thr 


Leu 


Leu 


Leu 


Gin 


Val 


His Asp Glu Val He Leu 
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65 70 75 80 

Glu Gly Pro Ser Glu Ser Ala Glu Xaa Ala Lys Ser lie Val Val Glu 

85 90 95 

Cys Met Ser Lys Pro Phe Tyr Gly Thr Asn He Leu Arg Val Asp Leu 

100 105 HO 

Ala Val Asp Ala Lys Cys Ala 
115 

<210> 22S7 
<211> 626 
<212> DNA 

<213> Homo sapiens 



<400> 2257 

nnaatgacaa aaaatatgaa ccaaaatagt 
60 

ctgaaaccta aattagaaaa tctgagttct 
120 

gtatatctac atgaagaatt acagcaggac 
180 

ttagaagaag agttcctggc tttgaagaaa 
240 

gaagaaatgg agaagcacag aagtaatagc 
300 

actactgttg gcaatgatga tgatggacta 
360 

gagcatgaca ggcctgcaga taaaacagct 
420 

tatcctgagg ctgactttgc tgactcaatg 
480 

gaattgtctc actctgttta tgagaatttt 
540 

tataaaggta ggaccactgc ataaatgcaa 
600 

gtatacattg ctgagaactg acgcgt 
626 ' 



gacagtggca gtacaaataa ctataaaagc 
ttaccaccag attctgacag aacatcagaa 
atgcaaaagt ttaagaatga ggtcaacaca 
gaaaatgttc aacttcataa agaggttgaa 
acagaattat caggaaccct aactgatggt 
aatcagcaga ttcctaggaa ggaaaatgaa 
aatgaaaaga acaaggtcaa aaaccaaata 
gagccatctg aaatagcctc agaggattgt 
atgttgctga ttgaacaact tagaatggag 
ggccttttga tgtatcctgc agtaatgtgt 



<210> 22S8 
<211> 187 
<212> PRT 

<213> Homo sapiens 
<400> 2258 

Xaa Met Thr Lys Asn Met Asn Gin 

1 5 
Asn Tyr Lys Ser Leu Lys Pro Lys 
20 

Pro Asp Ser Asp Arg Thr Ser Glu 

35 40 
Gin Asp Met Gin Lys Phe Lys Asn 

50 55 
Phe Leu Ala Leu Lys Lys Glu Asn 
65 70 
Glu Glu Met Glu Lys His Arg Ser 



Asn Ser Asp Ser Gly Ser Thr Asn 

10 15 
Leu Glu Asn Leu Ser Ser Leu Pro 
25 30 
Val Tyr Leu His Glu Glu Leu Gin 
45 

Glu Val Asn Thr Leu Glu Glu Glu 
60 

Val Gin Leu His Lys Glu Val Glu 

75 80 
Asn Ser Thr Glu Leu Ser Gly Thr 
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85 90 95 

Leu Thr Asp Gly Thr Thr Val Gly Asn Asp Asp Asp Gly Leu Asn Gin 

100 105 110 

Gin lie Pro Arg Lys Glu Asn Glu Glu His Asp Arg Pro Ala Asp Lys 

115 120 125 

Thr Ala Asn Glu Lys Asn Lys Val Lys Asn Gin He Tyr Pro Glu Ala 

130 135 140 

Asp Phe Ala Asp Ser Met Glu Pro Ser Glu lie Ala Ser Glu Asp Cys 
145 150 155 160 

Glu Leu Ser His Ser Val Tyr Glu Asn Phe Met Leu Leu He Glu Gin 

165 170 175 

Leu Arg Met Glu Tyr Lys Gly Arg Thr Thr Ala 
180 185 



<210> 2259 

<211> 425 

<212> DNA 

<213> Homo sapiens 



<400> 2259 

acgcgtcaca atgataaagc cattatattc atcaagaggt aaatcattct tgaaattttc 
60 

taaaggtaaa cacttacgtg taacacgttc atcaaagaat tcaggaacca catattctgg 
120 

acggtcatct acgactgtaa cacgacagcc aataaacaat agcaaatcag taatagctcg 
180 

gctaacatga cctgcaccta atacgagaac tgacggatca ttttctacag gttgtacgaa 
240 

acactccatt tcgcctacca tgcatagaga attcagcttt gctttatcta cagtaaatcc 
300 

ttcaatagga gttccgtata gaacccttcc atcttcagca taaatagtct tatccccttg 
360 

acgaggaccg gatagaacgg taaccattac ggtagcttca gtaacctgta gacgattttt 

420 

catga 

425 



<210> 2260 
<211> 141 
<212> PRT 

<213> Homo sapiens 



<400> 2260 

Met Lys Asn Arg Leu Gin Val Thr 

1 5 
Leu Ser Gly Pro Arg Gin Gly Asp 
20 

Arg Val Leu Tyr Gly Thr Pro He 

35 40 
Lys Leu Asn Ser Leu Cys Met Val 

50 S5 
Pro Val Glu Asn Asp Pro Ser Val 
65 70 
Ser Arg Ala He Thr Asp Leu Leu 



Glu Ala Thr Val Met Val Thr Val 

10 15 
Lys Thr He Tyr Ala Glu Asp Gly 
25 30 
Glu Gly Phe Thr Val Asp Lys Ala 
45 

Gly Glu Met Glu Cys Phe Val Gin 
60 

Leu Val Leu Gly Ala Gly His Val 

75 80 
Leu Phe He Gly Cys Arg Val Thr 
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85 90 95 

Val Val Asp Asp Arg Pro Glu Tyr Val Val Pro Glu Phe Phe Asp Glu 

100 105 110 

Arg Val Thr Arg Lys Cys Leu Pro Leu Glu Asn Phe Lys Asn Asp Leu 

115 120 125 

Pro Leu Asp Glu Tyr Asn Gly Phe He He Val Thr Arg 
130 135 140 

<210> 2261 

<211> 660 

<212> DNA 

<213> Homo sapiens 

<400> 2261 

ngctagctgc tgctcctgag gatcggccgc agaatattgc tgccgatctg tccgggttgc 
60 

ttgagcccaa gcgcgaggtc gatgtgtccg gcgaccgcgc gcgttgcggt gggagcatag 
120 

tgtcggtgca cgctgaccga gaggtccgtg cggagagtac tcccgatgat atttgcgggc 
180 

agctcgatgc cgtggccgcc atgatggccc ttgtctatgg gtcgaatgtg actattcccg 
240 

acgatgccgg gaggctcttc gacaagcttc actgaacggt gttcaattgg tcccaacggc 
300 

tgcccatgtg ggcagccgct ctatctcgtc atgggaagga acccgatgtc gtcacgcaat 
360 

ggtttccagg ccaccgacct ggctcttatc gcggtctttg cagccctcat tgctgtgcta 
420 

gccgtcatcc cgccgatgtt catggtgggg gcggtccctt ttgcccttca gatggttgcc 
480 

gtcatgctgg cgccgatggt gctgggaagt atccgtggcg gatgcgcggt aggcttgtat 
540 

atccttgtcg gcgcgctggg gctgcccgtc ttcagcggtg ggtctagcgg gattggcgtc 
600 

ctggtgggtc ccactggtgg gtatctatgg ggatggctga tcggcgcttt cgtggcgggt 
660 

<210> 2262 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 2262 

Met Pro Gly Gly Ser Ser Thr Ser Phe Thr Glu Arg Cys Ser lie Gly 

15 10 15 

Pro Asn Gly Cys Pro Cys Gly Gin Pro Leu Tyr Leu Val Met Gly Arg 

20 25 30 

Asn Pro Met Ser Ser Arg Asn Gly Phe Gin Ala Thr Asp Leu Ala Leu 

35 40 45 

He Ala Val Phe Ala Ala Leu He Ala Val Leu Ala Val He Pro Pro 

50 55 60 

Met Phe Met Val Gly Ala Val Pro Phe Ala Leu Gin Met Val Ala Val 
65 70 75 80 

Met Leu Ala Pro Met Val Leu Gly Ser He Arg Gly Gly Cys Ala Val 
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85 

Gly Leu Tyr lie Leu Val Gly Ala 
100 

Gly Ser Ser Gly lie Gly Val Leu 
115 120 
Trp Gly Trp Leu lie Gly Ala Phe 
130 135 



90 95 
Leu Gly Leu Pro Val Phe Ser Gly 
105 110 
Val Gly Pro Thr Gly Gly Tyr Leu 
125 

Val Ala Gly 



<210> 2263 

<211> 491 

<212> DNA 

<213> Homo sapiens 



<400> 2263 

nacgcgttcc cggtcgaccg aggcaaaggc aaaagtaagc agggtgcccg tagtccccgt 
60 

tcccaccgcg gtatggctgg gtcactgctg acagatggcg tccccctgct gatctttccg 
120 

gagggcaccc ggtctcgcac cggcgcaatg ggcaccttca aacctggggc tgccgcattg 
180 

gctatttcac gtggggttcc ggttatcccg attgctttag taggagcatg ggcggctatg 
240 

ccgtccgagc aagccaggtt accaaaagga cgtccattgg tccacgtggc tattggacac 
300 

cctatggacc ctgttcccgg cgagatcgcc caccaattct ccgaacggat tcgtcgccag 
360 

gtcattgagt tgcacgacca aaccgcccgc gcctacggca tgccaaccct tgacgaatac 
420 

ggacgccacc gcgcgctaag ccaggcctcc gagagcggcg acaccgcatc caccaaccac 
480 

tcgacgtgca c 
491 



<210> 2264 
<211> 163 
<212> PRT 

<213> Homo sapiens 



<400> 2264 



Xaa 


Ala 


Phe 


Pro 


Val 


Asp 


Arg 


Gly 


Lys 


Gly 


Lys Ser 


Lys 


Gin 


Gly 


Ala 


1 








5 










10 








15 




Arg 


Ser 


Pro 


Arg 


Ser 


His 


Arg 


Gly 


Met 


Ala 


Gly Ser 


Leu 


Leu 


Thr 


Asp 








20 










25 








30 






Gly 


Val 


Pro 


Leu 


Leu 


He 


Phe 


Pro 


Glu 


Gly 


Thr Arg 


Ser 


Arg 


Thr 


Gly 






35 










40 








45 








Ala 


Met 


Gly 


Thr 


Phe 


Lys 


Pro 


Gly 


Ala 


Ala 


Ala Leu 


Ala 


He 


Ser 


Arg 




50 










55 








60 










Gly 


Val 


Pro 


Val 


He 


Pro 


He 


Ala 


Leu 


Val 


Gly Ala 


Trp 


Ala 


Ala 


Met 


65 










70 










75 








60 


Pro 


Ser 


Glu 


Gin 


Ala 


Arg 


Leu 


Pro 


Lys 


Gly 


Arg Pro 


Leu 


Val 


His 


Val 










85 










90 








95 




Ala 


He 


Gly 


His 


Pro 


Met 


Asp 


Pro 


Val 


Pro 


Gly Glu 


He 


Ala 


His 


Gin 








100 










105 








110 






Phe 


Ser 


Glu 


Arg 


He 


Arg 


Arg 


Gin 


Val 


He 


Glu Leu 


His 


Asp 


Gin 


Thr 
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115 120 1 25 

Ala Arg Ala Tyr Gly Met Pro Thr Leu Asp Glu Tyr Gly Arg His Arg 

130 135 140 

Ala Leu Ser Gin Ala Ser Glu Ser Gly Asp Thr Ala Ser Thr Asn His 
145 150 155 1" 

Ser Thr Cys 



<210> 2265 

<211> 328 

<212> DNA 

<213> Homo sapiens 

<400> 2265 

ccatgggaac aggccaacac ggatggatct actgtataac ttgcctgcca tcaggaaaga 
60 

gtcaacacgg cagacacatg ctggcagaaa ccctgctgga gttgcccctg agcattgatg 
120 

cataccaccc gagaggagga gagggtggtg ggagaaatca gatcagagtt caaaatgcac 
180 

cggaagggct cggaaatgta agactgcacc ttgcaggaac tgtcaatgcc actaccaata 
240 

tcactcactt acgtcaagca cttgagagca gctgcgaaca caattctctg actcctaacc 
300 

tttagcacgt gactgggacc actggaca 
328 

c210> 2266 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 2266 

Met Gly He Gly Gin His Gly Trp He Tyr Cys lie Thr Cys Leu Pro 

! 5 10 15 

Ser Gly Lys Ser Gin His Gly Arg His Met Leu Ala Glu Thr Leu Leu 

20 25 30 

Glu Leu Pro Leu Ser He Asp Ala Tyr His Pro Arg Gly Gly Glu Gly 

35 40 45 

Gly Gly Arg Asn Gin lie Arg Val Gin Asn Ala Pro Glu Gly Leu Gly 

50 55 60 

Asn Val Arg Leu His Leu Ala Gly Thr Val Asn Ala Thr Thr Asn He 
65 70 75 80 

Thr His Leu Arg Gin Ala Leu Glu Ser Ser Cys Glu His Asn Ser Leu 
85 90 95 

Thr Pro Asn Leu 
100 

<210> 2267 

<211> 370 

<212> DNA 

<213> Homo sapiens 

<400> 2267 
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agatctatgc aggtagcgct ggtctccggg gggtaagttg tccactccct gtcagatggc 
60 

agaccatgga gggctaatgc aggctgggaa ggctaggcag agttcccaga aacaggtcac 
120 

cgagggagcc accactgaat tgcactctcg ctggggagtt aagccatatc cccctaagac 
180 

agcagtgacc ggagtggcca atctgtacag ggacaggctc aaggccacag caactcaggg 
240 

gacagagatg gtgaagcagg catgtcctaa agcctccctt cttaaccctg accttgaagg 
300 

acaggaaaca agtcatttac gtatgttgta ggcctagagc aagggattgc agagatgggc 
360 

gtcaacgcgt 
370 



<210> 2268 

<211> 91 

<212> PRT 

<213> Homo sapiens 

<400> 2268 

Met Ala Asp His Gly Gly Leu Met Gin Ala Gly Lys Ala Arg Gin Ser 

15 10 15 

Ser Gin Lys Gin Val Thr Glu Gly Ala Thr Thr Glu Leu His Ser Arg 

20 25 30 

Trp Gly Val Lys Pro Tyr Pro Pro Lys Thr Ala Val Thr Gly Val Ala 

35 40 45 

Asn Leu Tyr Arg Asp Arg Leu Lys Ala Thr Ala Thr Gin Gly Thr Glu 

50 55 60 

Met Val Lys Gin Ala Cys Pro Lys Ala Ser Leu Leu Asn Pro Asp Leu 
65 70 75 80 

Glu Gly Gin Glu Thr Ser His Leu Arg Met Leu 
85 90 

<210> 2269 

<211> S07 

<212> DNA 

<211> Homo sapiens 

<400> 2269 

ctctccgacc gcgtcaaccc cggcaatatc cgcaagttcg acgaccagat cgaatcgatt 
60 

tgtaaggctg ccaccgagca cggtacgagc atccgaatcg gcgtgaatgc tgggtctctc 
120 

gacaaacgtc tgcttgacaa atacggagcc ccgaccgccg aggctatggt ggagtcggca 
180 

ctgtgggagg ccagcctctt tgagcaatac ggattccggg atttcaaaat ctcggtgaag 
240 

caccacgacc cggtcgtcat gatccgtgcc tatgaacagc tcgccgccaa atgcgattat 
300 

ccccttcatt tgggcgttac tgaggctggt ccggccttcc aaggcaccat caagtcggcg 
360 

gtggccttcg ggcatctcct tgccgagggt atcggcgata ccatacgcgt ctccttgtcg 
4 20 fc 
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gctgatccgg tcgaggaagt caaggtgggt atcaagatcc tggagtcgct caacctacgt 
480 

cctcgaggtc tagagatcgt ctcctgc 
507 

<210> 2270 
<211> 169 
<212> PRT 

<213> Homo sapiens 

<400> 2270 
Leu Ser Asp Arg Val 

1 5 
lie Glu Ser lie Cys 
20 

He Gly Val Asn Ala 
35 

Gly Ala Pro Thr Ala 
50 

Ser Leu Phe Glu Gin 
65 

His His Asp Pro Val 
85 

Lys Cys Asp Tyr Pro 
100 

Phe Gin Gly Thr He 
115 

Glu Gly He Gly Asp 
130 

Glu Glu Val Lys Val 
145 

Pro Arg Gly Leu Glu 
165 

<210> 2271 
<211> 573 
<212> DNA 
<213> Homo sapiens 

<400> 2271 

nncgccgacc cggacttcca ggagatgtta cgtgcgctgg tggacttcga cgaagacatc 
60 

ccgatggtcg acgaaagcct ggaacagttc gcccagttgc tcaaaacccg cacctcggaa 
120 

gaaggcatgg cgccgttgac ctcggacgcg gtggcgcggt tggccactta cagcgcacgg 
160 

ctggcggacc accaagggcg tgtgtccgcg cgcattggcg acttgttcca actggtcagc 
240 

gaggcggact ttatccgcca cctggcgggc gacgagatga ctgatgccgg ccatatcgaa 
300 

cgggcgctca aggccaaggc cacgcgtacc gggcgtgtat cggcgcggat tctcgacgac 
360 

atgctcgctg gggtcatcct gatcgacacc gccggtgcgg ccgtgggcaa atgcaacggg 
42 0 



Asn Pro Gly Asn 
Lys Ala 
Gly Ser 



Glu Ala 

55 
Tyr Gly 
70 

Val Met 

Leu His 

Lys Ser 

Thr He 
135 
Gly He 
150 

He val 



Ala Thr 

25 
Leu Asp 
40 

Met Val 



Phe Arg 

He Arg 

Leu Gly 
105 
Ala Val 
120 

Arg Val 
Lys He 
Ser Cys 



He Arg 
10 

Glu His 

Lys Arg 

Glu Ser 

Asp Phe 
75 

Ala Tyr 
90 

Val Thr 

Ala Phe 

Ser Leu 

Leu Glu 
155 



Lys Phe 

Gly Thr 

Leu Leu 

45 
Ala Leu 
60 

Lys He 

Glu Gin 

Glu Ala 

Gly His 
125 
Ser Ala 
140 

Ser Leu 



Asp Asp Gin 
15 

Ser He Arg 
30 

Asp Lys Tyr 

Trp Glu Ala 

Ser Val Lys 
80 

Leu Ala Ala 
95 

Gly Pro Ala 
110 

Leu Leu Ala 

Asp Pro Val 

Asn Leu Arg 
160 
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ctgacggtgc tggaagtcgg cgattcggcg ttcggcgtgc cggcgcggat ttccgccacg 
480 

gtgtacccgg gcggcagcgg cattgtcgac atcgagcgcg aagttaacct cggccagccg 
540 

atccactcca agggcgtgat gatccttacc ggt 
573 

<210> 2272 
<211> 191 
<212> PRT 

<213> Homo sapiens 
<400> 2272 



Xaa 


Ala 


Asp 


Pro 


Asp Phe 


Gin Glu Met 


Leu 


Arg 


Ala 


Leu 


Val 


Asp 


Phe 


1 








5 




10 










15 




Asp 


Glu 


Asp 


He 


Pro Met 


Val Asp Glu 


Ser 


Leu 


Glu 


Gin 


Phe 


Ala 


Gin 








20 




25 










30 






Leu 


Leu 


Lys 


Thr 


Arg Thr 


Ser Glu Glu 


Gly 


Met 


Ala 


Pro 


Leu 


Thr 


Ser 






35 






40 








45 








Asp 


Ala 


Val 


Ala 


Arg Leu 


Ala Thr Tyr 


Ser 


Ala 


Arg 


Leu 


Ala 


Asp 


His 




50 








55 






60 










Gin 


Gly 


Arg 


Val 


Ser Ala 


Arg He Gly 


Asp 


Leu 


Phe 


Gin 


Leu 


Val 


Ser 


65 








70 






75 










80 


Glu 


Ala 


Asp 


Phe 


He Arg 


His Leu Ala 


Gly 


Asp 


Glu 


Met 


Thr 


Asp 


Ala 










'85 




90 










95 




Gly 


His 


lie 


Glu 


Arg Ala 


Leu Lys Ala 


Lys 


Ala 


Thr 


Arg 


Thr 


Gly 


Arg 








100 




105 










110 






Val 


Ser 


Ala 


Arg 


He Leu 


Asp Asp Met 


Leu 


Ala 


Gly 


Val 


He 


Leu 


He 






115 






120 








125 








Asp 


Thr 


Ala 


Gly 


Ala Ala 


Val Gly Lys 


Cys 


Asn 


Gly 


Leu 


Thr 


Val 


Leu 




130 








135 






140 










Glu 


Val 


Gly 


Asp 


Ser Ala 


Phe Gly val 


Pro 


Ala 


Arg 


He 


Ser 


Ala 


Thr 


145 








150 






155 










160 


Val 


Tyr 


Pro 


Gly 


Gly Ser 


Gly He Val 


Asp 


He 


Glu 


Arg 


Glu 


Val 


Asn 










165 




170 










175 




Leu 


Gly 


Gin 


Pro 


He His 


Ser Lys Gly 


Val 


Met 


He 


Leu 


Thr 


Gly 










180 




185 










190 







<210> 2273 

<211> 4355 

<212> DNA 

<213> Homo sapiens 

<400> 2273 

tctttccagc atgcctccgg cttcttgggg gaacacagtc ccggtggtca gaggtcctgc 
60 

aggggaggcc tctctctgga acgcctaccc aactccatcg cctcccgctt ccgcctgaca 
120 

gagagggagg aggaagtgat cacctgtttt gagagggcct cctggatcgc tcaggtgttc 
180 

ctgcaggaat tggagaagac cacaaataac agcacgtcga ggcatctgaa aggctgtcac 
240 

ccgcttgact atgagctcac ctacttcctg gaagctgccc tccagagcgc ctatgtgaaa 
300 
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aacctgaaga aggggaacat cgtgaagggc atgagagagc tccgggaggt gctgcggact 
360 

gtggagacca aagcaactca gaacttcaaa gtgatggcgg ccaagcacct ggcgggggtc 
420 

ctgctgcact ccctgagtgg agtgctactg gagccccctg tcccaccctc tgcctgagtt 
480 

atgggcaagg aggagagttc tttcgccact caggccctgc ggaaacctca cctctatgaa 
540 

ggagacaacc tctactgccc caaggacaac atcgaggaag ccctcctgct cctcctcatc 
600 

agcgaatcca tggcaactcg agatgtggtg ctgagccggg tgccggagca ggaggaggac 
660 

cggacagcga gcttgcagaa tgccgcagcc atctatgacc tcctgagcat cacgttgggc 
720 

agaaggggac agtacgtcat gctctcggag tgcctggagc gagccatgaa gtttgcgttt 
780 

ggagaatttc acctttggta ccaggtggcc ctctccatgg tggcttgtgg gaagtcagcc 

040 

tacgctgtgt ccctgctgcg ggagtgtgtg aagttgcggc cctcggaccc caccgtgccc 
900 

ctgatggccg cgaaggtctg catcgggtcc cttcgctggc tagaggaagc agagcacttt 
960 

gccatgatgg tgatcagcct cggagaggaa gccggggagt tcctccccaa gggctacctg 
1020 

gctctgggtc tcacctatag cctgcaggcc accgacgcca ccctgaagtc caagcaagat 
1080 

gaattgcacc ggaaggcact gcagacgctg gagagggctc agcagctggc gcccagtgac 
1140 

ccccaggtca tcctctatgt ctcgctgcag ctggccctcg tccgacagat ctccagtgcc 
1200 

atggagcagc tgcaggaggc cctgaaggta cgcaaggatg atgcccacgc cctccacctg 
1260 

ctggcactgc tcttctccgc ccagaagcac caccagcatg ccctggatgt tgtcaacatg 
1320 

gccatcaccg agcaccctga gaacttcaac ctgatgttca ccaaggtgaa gctggagcag 
1380 

gtgctgaaag gcccagagga agccctcgtg acctgcagac aagtgctgag gctgtggcag 
1440 

accctgtaca gcttctccca gctgggaggc ctagaaaagg atggcagctt cggtgagggc 
1500 

ctcaccatga agaagcagag tggcatgcac ctgactttgc ctgatgccca tgatgcagac 
1560 

tctggctccc ggcgggcttc gtccatcgcc gcctcccggc tggaggaggc catgtcagag 
1620 

ctgactatgc cctcttcggt cctgaagcag ggccccatgc agctgtggac cacgctggaa 
1680 

cagatctggc tgcaggctgc tgagctgttc atggagcagc agcacctcaa ggaagcaggt 
1740 

ttctgcatcc aggaggcggc gggcctcttc cccacttctc actcagtact ctatatgcgg 
1800 

ggccggctgg ctgaggtgaa gggcaacctg gaggaggcca agcagctgta caaggaggcg 
1860 

ctcacggtga acccagatgg cgtgcgcatc atgcatagcc tgggtctgat gctgagtcgg 
1920 
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ctgggccaca agagcttggc 
1980 

tgccacgagg cgtggcaggg 
2040 

gccgttgact gcttcctcac 
2100 

tccatcatcc ccagagagct 
2160 

agggagaggc agcagggaac 
2220 

ctcagggaaa tacatcttta 
2280 

ggccaagagg gccttcctgg 
2340 

cctaagtgcc tttggagagt 
2400 

gggagcctca cagctgtcct 
2460 

ggttctcact ccccactctc 
2520 

agggcggtca caatgtgaag 
2580 

cccttctcag acttggagtt 
2640 

ccagctgggc cccaccttgc 
2700 

tctgaccagg ggtactgagc 
2760 

tggcgatgtg ctccagccca 
2820 

cagtcctttc taataccctg 
2880 

ggtcccttga gggccaccaa 
2940 

tcaccaccca cagccctttt 
3000 

cctgcctgag agagacctga 
3060 

gcctctgcgt ccatgacacc 
3120 

actggcttcc ccggcccctg 
3180 

ccccaggcct atcaggggat 
3240 

atcaggtaca gcttgcattt 
3300 

atcatagctc caccttcctc 
3360 

ctagctcagc actgcatttc 
3420 

ctgtgccagg ccaaggggca 
3480 

ggatctctat gtatgtgtgt 
3540 



ccagaaggtg cttcgtgatg 
cctgggcgag gtgctgcagg 
cgcccttgag ctggaggcca 
ctgacgacgc tgcagccgca 
gtgggtcagg gtggggcaac 
gtgaacgcct ctgcagctgc 
atttctttgt cggtgccttg 
tttgtggtga ccagacttgc 
tcaccctcac ccatgcctct 
agcacagtac agacttctgg 
aaactgcggg caagtgggaa 
agtagatgat tcctgcattg 
tctttccccc tgctaccaag 
accggcccta acacttccat 
agcagcctcc gtaggcttta 
agtcaacaca ttactcctgc 
catggaggta ggcagtttct 
tttgccttga ttcgagcctc 
ggaggggaca gagcccagcc 
tgtcttccgg gcctgggggc 
ctgcatgatg ctcttggaac 
ccttttgtat ctgcactttg 
caggatgtgt ggaaagctcg 
ggaaggagtg ggctgttgga 
ccgagatgat tcccaagaca 
ccacagagga ccctggatcc 
atataaatat agtttttcat 



ccgtggagag gcagagtacg 
cccagggcca gaacgaggct 
gcagccctgt actgcccttc 
gggagggagg ggctggccag 
agtggcatca ggtgcggggc 
agccctcgtt ctcttggctg 
ggaaacagtc tgacttgaac 
tccccaagag ctgggcagcg 
ggcttggggt ctgggtgggg 
atctctctca ggtcttgccc 
gactatgaga tttctgggtt 
cccctgcttg ccctctgaga 
tgcctttggg gcctctgggg 
ctccacccac cccatctccc 
gatcctgtgg ttgccagatc 
aggtctcagg ctacaatgca 
aggactgtcc ccagtacatc 
accctggcct tttggcttcc 
cctctcctgt ggctgagcag 
tgtgggtgca tgtcctccct 
tcttccccaa ggagtcagtc 
ggttttagtt tcaaagctcc 
ggtgagggct gccctggttc 
gaccccccat ccatggcaca 
gctggtgcct cctggctttc 
tttgcctctt ctcggttgaa 
ctatatatat aaaatagaga 
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tctatttttt ttctggaatt ctgttagaaa 
3600 

tctcagggtg cccaaagtgg ttatagtcaa 
3660 

tttcctgact tttaagcatt tccttgttgg 
3720 

cagtgacttt gcaggttgaa taaagaaacc 
3780 

gcatgtatat tcactgggca tgtagctccc 
3840 

aggggctgtt gcaggatgag ggaggccaga 
3900 

ctggggaggg atgtgggaaa ggaaggatgg 
3960 

tgagctggtg agagtgttgc taaggctggg 
4020 

gaggggtcca ggcagggctg atcctggcct 

4080 

ctgctgcctc tgggcattgc tgggagaggc 
4140 

ccctcgggca ttgctgatgg gccaccttca 
4200 

atgggaggga cctgggcctt gttcagattg 
4260 

cacccctaat aagttatgcc acataccaac 
4320 

caactctaaa gaacgctgct catttaaaaa 
4355 

<210> 2274 

<211> 158 

<212> PRT 

<213> Homo sapiens 



c400> 2274 



Ser 


Phe 


Gin 


His 


Ala 


Ser 


Gly 


Phe 


1 
Gin 


Arg 


Ser 


Cys 


5 

Arg 


Gly 


Gly 


Leu 








20 










lie 


Ala 


Ser 


Arg 


Phe 


Arg 


Leu 


Thr 






35 










40 


Cys 


Phe 


Glu 


Arg 


Ala 


Ser 


Trp 


He 




SO 










55 




Glu 


Lys 


Thr 


Thr 


Asn 


Asn 


Ser 


Thr 


65 










70 






Pro 


Leu 


Asp 


Tyr 


Glu 


Leu 


Thr 


Tyr 










85 








Ala 


Tyr 


val 


Lys 


Asn 


Leu 


Lys 


Lys 








100 










Glu 


Leu 


Arg 


Glu 


Val 


Leu 


Arg 


Thr 






115 










120 


Phe 


Lys 


Val 


Met 


Ala 


Ala 


Lys 


His 




130 










135 




Leu 


Ser 


Gly 


Val 


Leu 


Leu 


Glu 


Pro 



agtaaagaaa aagcaaatgc tgttggttta 
tttttggtac taggaaaggc acccaatgca 
aagcagcaga gggccaggcc aagttgctga 
cttggagggg aagcaggctt gtctgaagca 
acaccagcct tgagccaggc cctggacagg 
gaaggcatcg aagccaagac ctgggcccag 
gagggaggac cctctgggaa aatgtggatt 
ctaaagcctg gagagggtag gaggaggcaa 
ctgacctgtc cagggcgacc cctgaagccc 
caaggcagga ctcacgtctg aacagagatc 
gctgcaggga agaagcctag gagaggaggc 
gccacctctg ctgagaagtc cataccagta 
gtactgtgga tattataacc tgcattaaaa 
aaaaa 



Leu Gly 


Glu His 


Ser 


pro Gly 


Gly 




10 






15 




Ser 


Leu 


Glu Arg 


Leu 


Pro Asn 


Ser 


25 








30 




Glu 


Arg 


Glu Glu 


Glu 


Val He 


Thr 








45 






Ala 


Gin 


Val Phe 


Leu 


Gin Glu 


Leu 






60 








Ser 


Arg 


His Leu Lys Gly Cys 


His 






75 






80 


Phe 


Leu 


Glu Ala 


Ala 


Leu Gin 


Ser 




90 






95 




Gly Asn 


He Val Lys Gly Met 


Arg 


105 








110 




Val 


Glu 


Thr Lys 


Ala 


Thr Gin 


Asn 








125 






Leu 


Ala 


Gly Val 


Leu 


Leu His 


Ser 






140 








Pro 


Val 


Pro Pro 


Ser 


Ala 
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145 150 155 

<210> 2275 

<211> 608 

<212> DNA 

<213> Homo sapiens 

<400> 2275 

ctcaagtaca aaaagcatca tatcaacgca aacagcaata ccagcaacaa ctcctacctt 
60 

ccctgcatct gtcatcactt atgaaaccca aacagagaga tctagagcac aaacaataca 
120 

aaggagaaca ggagacctca aaaggaagaa ccaggctgtg ccccaacctt ttttccaaac 
180 

caaagttctg gcttcactac acccactgct atgacacctc ctgttctaac cacagccgaa 
240 

acttcagtca agcccagtgt ctctgcattc actcattccc caccagaaaa cacaactggg 
300 

atttcaagca caatcagttt tcattcaaga actcttaatc tgacagatgt gattgaagaa 
360 

ctagcccaag caagtactca gactttgaag agcacaattg cttctgaaac aactttgtcc 
420 

agcaaatcac accagagtac cacaactagg aaagcaatca ttagacactc aaccatacca 
480 

ccattcttga gcagcagtgc tactctaata ccagttccca tctcccctcc ctttactcag 
540 

agagcagtta ctgacaacgt ggcgactccc atttccgggc ttatgacaaa tacagtggtc 
600 

aagctgcg 
608 

<210> 2276 

<211> 167 

<212> PRT 

<213> Homo sapiens 



<400> 2276 



Ser 


Thr 


Asn 


Asn 


Thr 


Lys 


Glu 


Asn 


Arg 


Arg 


Pro 


Gin 


Lys 


Glu 


Glu 


Pro 


1 








5 










10 










15 




Gly 


Cys 


Ala 


Pro 
20 


Thr 


Phe 


Phe 


Pro 


Asn 
25 


Gin 


Ser 


Ser 


Gly 


Phe 
30 


Thr 


Thr 


Pro 


Thr 


Ala 
35 


Met 


Thr 


Pro 


Pro 


Val 
40 


Leu 


Thr 


Thr 


Ala 


Glu 
45 


Thr 


Ser 


Val 


Lys 


Pro 
50 


Ser 


Val 


Ser 


Ala 


Phe 
55 


Thr 


His 


Ser 


Pro 


Pro 
60 


Glu 


Asn 


Thr 


Thr 


Gly 


lie 


Ser 


Ser 


Thr 


He 


Ser 


Phe 


His 


Ser 


Arg Thr 


Leu 


Asn 


Leu 


Thr 


65 










70 










75 










80 


Asp 


Val 


He 


Glu 


Glu 
85 


Leu 


Ala 


Gin 


Ala 


Ser 
90 


Thr 


Gin 


Thr 


Leu 


Lys 
95 


Ser 


Thr 


lie 


Ala 


Ser 
100 


Glu 


Thr 


Thr 


Leu 


Ser 
105 


Ser 


Lys 


Ser 


His 


Gin 
110 


Ser 


Thr 


Thr 


Thr 


Arg 
115 


Lys 


Ala 


He 


He 


Arg 
120 


His 


Ser 


Thr 


He 


Pro 
125 


Pro 


Phe 


Leu 


Ser 


Ser 


Ser 


Ala 


Thr 


Leu 


He 


Pro 


Val 


Pro 


lie 


Ser 


Pro 


Pro 


Phe 


Thr 
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130 135 140 

Gin Arg Ala Val Thr Asp Asn Val Ala Thr Pro lie Ser Gly Leu Met 
145 ~ ISO 155 160 

Thr Asn Thr Val Val Lys Leu 
165 

<210> 2277 
<211> 640 
<212> DNA 

<213> Homo sapiens 
<400> 2277 

ggtaccctcg gctgccatga gcacgggcac cccacgggga cagcaagctc agcacccagt 
60 

gggcctgatc agacagccac ctgcgtcgtt tcatggcttt ctccttcatg ttgaaggagt 
120 

gacagggaca ctgagggatg aaagccccca cgctctggcc tgccctgctc agtcagggcc 
180 

gctggcatgg gccgttcttc ccctgggact gcacagcctg gacccnccac caagtcctgt 
240 

tgcccaccct ggctcagctc tcctccagcc gcatgcctgc cttcctccct cctttcccca 
300 

tacccagtcc tgccatctcc cagctgcaag gtccatgcca ccccacagga agagcctcag 
360 

cggctgtcct cagaccccac cctgtctgcc ccgaccctgc cgcctcacca aattctaagc 
420 

acaccatgac ccggcctgcc ctggtgtgct gcccatggcc cggcgtgacc cagtgtgctg 
480 

cccatggccc agcgtcccag tgtgctgccc acggcccagc ctgaccgacc cggtgtgctg 
540 

cccgcggccc ggcctgaccc agtgtgctgc tctgggaagg aagcctggtg ggaacagtgc 
600 

tcactcactc actctgtcac tcgctcaccc cttcacgcgt 
640 

<210> 2278 
<211> 95 
<212> PRT 

<213> Homo sapiens 



<400> 2278 




















Lys Pro 


Pro 


Arg 


Ser 


Gly 


Leu 


Pro 


Cys 


Ser 


Val Arg Ala Ala Gly Met 


1 






5 










10 




15 


Gly Arg 


Ser 


Ser 


Pro 


Gly Thr 


Ala 


Gin 


Pro 


Gly Pro Xaa Thr 


Lys Ser 






20 










25 




30 




Cys Cys 


Pro 
35 


Pro 


Trp 


Leu 


Ser 


Ser 
40 


Pro 


Pro 


Ala Ala Cys Leu 
45 


Pro Ser 


Ser Leu 


Leu 


Ser 


Pro 


Tyr 


Pro 


Val 


Leu 


Pro 


Ser Pro Ser Cys 


Lys Val 


50 










55 








60 




His Ala 


Thr 


Pro 


Gin 


Glu 


Glu 


Pro 


Gin 


Arg 


Leu Ser Ser Asp 


Pro Thr 


65 








70 










75 


80 


Leu Ser 


Ala 


Pro 


Thr 
85 


Leu 


Pro 


Pro 


His 


Gin 
90 


He Leu Ser Thr 


Pro 
95 
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<210> 2279 

<211> 331 

<212> DNA 

<213> Homo sapiens 



<400> 2279 

aggccgggtg caccatccat ccccgtgccc tcgggtcatc tcagggagac tgtgggatga 
60 

tagtgcgttt gtgggccaca gttcacaagg atgggccctg cctccgggtc agaagaaccc 
120 

ttccggacca gggggatgca caggggccaa gagaatgcat ggaatcagag ggcactggcc 
180 

ccactcactc cccatcatcg cctgcagtgt tgttttcatt cctgcactgt gcctttgttt 
240 

cctttcttgg tacctcattt actcctgcct gcatctcctc cctttcccac ggctcacctc 
300 

tctcttggag ttctggggca gtgccaatcg g 
331 



<210> 2280 

<211> 91 

<212> PRT 

<213> Homo sapiens 



<400> 2280 

Met He Val Arg Leu Trp Ala Thr Val His Lys Asp Gly Pro Cys Leu 

15 10 15 

Arg Val Arg Arg Thr Leu Pro Asp Gin Gly Asp Ala Gin Gly Pro Arg 

20 25 30 

Glu Cys Met Glu Ser Glu Gly Thr Gly Pro Thr His Ser Pro Ser Ser 

35 40 45 

Pro Ala Val Leu Phe Ser Phe Leu His Cys Ala Phe Val Ser Phe Leu 

50 55 60 

Gly Thr Ser Phe Thr Pro Ala Cys He Ser Ser Leu Ser His Gly Ser 
65 70 75 80 

Pro Leu Ser Trp Ser Ser Gly Ala Val Pro He 
85 90 

<210> 2281 

<211> 409 

<212> DNA 

<213> Homo sapiens 



<400> 2281 

tgatcatccg gacacagcct ttactcacgc agaggaaaat agttgtgtta catctaatgt 
60 

ttcaactaat gaaggtcaag aaacaaatca gtgggaacaa gaaaaatcat acctaggtga 
120 

gatgacaaat tcaagcattg ccacagaaaa ttttcctgct gtcagttctc ccacccaact 
180 

gataatgaag ccaggctctg aatgggatgg ctctacccca agtgaggact cccgaggtac 
240 

ctttgtgcca gatattttac atggcaactt tcaagagggt gggcagctgg cctctgccgc 
300 
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gcctgacttg tggatagatg ctaagaagcc cttcagtttg aaagcagatg gtgagaatcc 
360 

tgatatcctg acgcactgcg aacatgacta cggggagacg acaacgcgt 
409 

<210> 22B2 

<211> 96 

<212> PRT 

<213> Homo sapiens 



<400> 2282 



Met 


Thr 


Asn 


Ser 


Ser 


He 


Ala Thr 


Glu 


Asn 


Phe Pro Ala Val Ser 


Ser 


1 








5 








10 


15 




Pro 


Thr 


Gin 


Leu 


He 


Met 


Lys Pro Gly Ser 


Glu Trp Asp Gly Ser 


Thr 








20 








25 




30 




Pro 


Ser 


Glu 


Asp 


Ser 


Arg 


Gly Thr 


Phe 


val 


Pro Asp He Leu His 


Gly 






35 








40 






45 




Asn 


Phe 


Gin 


Glu 


Gly Gly Gin Leu 


Ala 


Ser 


Ala Ala Pro Asp Leu 


Trp 




50 










55 






60 




He 


Asp 


Ala 


. Lys 


Lys 


Pro 


Phe Ser 


Leu 


Lys 


Ala Asp Gly Glu Asn 


Pro 


65 










70 








75 


80 


Asp 


He 


Leu 


Thr 


His 


Cys 


Glu His 


Asp 


Tyr 


Gly Glu Thr Thr Thr 


Arg 










85 








90 


9S 





<210> 2283 

<211> 404 

<212> DNA 

<213> Homo sapiens 

<400> 2283 

ggcgccaata atgcgctccg gtccgatgcg gacgagatgg atctgcgcag ccagcgccgt 
60 

caatggaccc gacgagcttg tgaacatctt cttgtcgtct tttttcttgt aggagcggta 
120 

ccgacaattt ctagtaaatt ccgacgaaag tttattgtaa aatactctgc aacctctttt 
180 

ctgctctgcc atctgggtgg gggttgcaac tttccacatc actgtcgagt gcttcgtaac 
240 

cgtcttcaac cctgtcatcg ttcttctcag ttgcaccaag cttttggacg tgcggtgata 
300 

cgacttccag ctaaagcgca ggcgtcccat gccacttcct ctccgaagat gcgtaaagtt 
360 

cgcaccagga agcaaggcgc ggtcgagcga tcttccgcgc catg 
404 

<210> 2284 
<211> 122 
<212> PRT 

<213> Homo sapiens 
<400> 2284 

Met Asp Leu Arg Ser Gin Arg Arg Gin. Trp Thr Arg Arg Ala Cys Glu 

15 10 15 

His Leu Leu Val Val Phe Phe Leu Val Gly Ala Val Pro Thr He Ser 



1671 



WO 00/58473 



PCT/USOO/08621 



20 

Ser Lys Phe Arg 
35 

Leu Leu Cys His 
50 

Val Leu Arg Asn 
65 

Gin Ala Phe Gly 

Ser His Ala Thr 
100 

Gin Gly Ala Val 
115 



Arg Lys Phe lie 
40 

Leu Gly Gly Gly 
55 

Arg Leu Gin Pro 
70 

Arg Ala Val He 
85 

Ser Ser Pro Lys 

Glu Arg Ser Ser 
120 



25 

Val Lys Tyr Ser 

Cys Asn Phe Pro 
60 

Cys His Arg Ser 
75 

Arg Leu Pro Ala 
90 

Met Arg Lys Val 
105 

Ala Pro 



30 

Ala Thr Ser Phe 
45 

His His Cys Arg 

Ser Gin Leu His 
80 

Lys Ala Gin Ala 
95 

Arg Thr Arg Lys 
110 



<210> 2285 

<211> 6505 

<212> DNA 

<213> Homo sapiens 

<400> 2285 

ccggttcctg ccatgcccgg cggccccagt ccccgcagcc ccgcgccttt gctgcgcccc 
60 

ctcctcctgc tcctctgcgc tctggctccc ggcgcccccg gacccgcacc aggacgtgca 
120 

accgagggcc gggcggcact ggacatcgtg cacccggttc gagtcgacgc ggggggctcc 
180 

ttcctgtcct acgagctgtg gccccgcgca ctgcgcaagc gggatgtatc tgtgcgccga 
240 

gacgcgcccg ccttctacga gctacaatac cgcgggcgcg agctgcgctt caacctgacc 
300 

gccaatcagc acctgctggc gcccggcttt gtgagcgaga cgcggcggcg cggcggcctg 
360 

ggccgcgcgc acatccgggc ccacaccccg gcctgccacc tgcttggcga ggtgcaggac 
420 

cctgagctcg agggtggcct ggcggccatc agcgcctgcg acggcctgaa aggtgtgttc 
480 

cagctctcca acgaggacta cttcattgag cccctggaca gtgccccggc ccggcctggc 
540 

cacgcccagc cccatgtggt gtacaagcgt caggccccgg agaggctggc acagcggggt 
600 

gattccagtg ctccaagcac ctgtagtgca agtgtaccca gagctggagt ctcgacggga 
660 

gcgttgggag cagcggcagc agtggcggcg gccacggcta ggcgtctaca ccagcggtcg 
72 0 

gtcagcaaag agaagtgggt ggagaccctg gtagtagctg atgccaaaat ggtggagtac 
780 

cacggacagc cgcaggttga gagctatgtg ctgaccatca tgaacatggt ggctggcctg 
840 

tttcatgacc ccagcattgg gaaccccatc cacatcacca ttgtgcgcct ggtcctgctg 
900 

gaagatgagg aggaggacct aaagatcacg caccatgcag acaacaccct gaagagcttc 
960 

tgcaagtggc agaaaagcat caacatgaag ggggatgccc atcccctgca ccatgacact 
1020 
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gccatcctgc tcaccagaaa ggacctgtgt 
1080 

ggactgtccc atgtggcggg catgtgccag 

1140 

acgggcctgc cgctggcctt cactgtagcc 
1200 

catgacggaa gcggcaatga ctgtgagccc 
1260 

cagctcctgt acgacgccgc tcccctcacc 
1320 

aggttccttg accgtgggtg gggcctgtgc 
1380 

gacttcccct cggtgccacc tggcgtcccc 
1440 

tacggggcct actctgcctt ctgcgaggac 
1500 

tccgtgggga ccacctgtca ctccaagctg 
1560 

gagaataagt ggtgtctcag tggggagtgc 
1620 

gatggtggct ggtctggctg gagcgcctgg 
1680 

gtacagagcg ccgagcggca gtgcacgcag 
1740 

gtgggtgagc gcaagcgctt ccgcctctgc 
1800 

tccttccgcc acgtccagtg cagccacttt 
1860 

acatgggtgc ccgtggtcaa tgacgtgaac 
1920 

gagtactttg ccaagaagct gcgggacgcc 
1980 

cgagccagcc gggacctctg catcaacggc 
2040 

actgactccg gtgctatgga ggaccgctgt 
2100 

cacaccgtga gcgggacctt cnngaggagg 
2160 

ctgatcccag cgggcgcacg cgagatccgc 
2220 

ctggcactgc ggagcgagga cccggagaag 
2280 

tggaacgggg actaccaggt ggcagggacc 
2340 

gagaacctca cgtccccggg tcccaccaag 
2400 

cgtggcccag gcggggggag cagaggcgga 
2460 

tctcgtcctg gaggagtgag ccctggttca 
2520 

cctgccgcgg cctctacctc agtttcccca 
2580 

gttcacagag gtggctgggg tcaagcccct 
2640 



gcagccatga accggccctg tgagaccctg 
ccgcaccgca gctgcagcat caacgaggac 
cacgagctcg ggcacagttt tggcattcag 
gttgggaaac gacctttcat catgtctcca 
cggtcccgct gcagccgcca gtatatcacc 
ctggacgacc ctcctgccaa ggacattatc 
tatgatgtaa gccaccagtg ccgcctccag 
atggataatg tctgccacac actctggtgc 
gatgcagctg tggacggcac ccggtgtggg 
gtacccgtgg gcttccggcc cgaggccgtg 
tccacctgct cacggagctg tggcatgggc 
cctacgccca aatacaaagg cagatactgt 
aacctgcagg cctgccctgc tggccgcccc 
gacgctatgc tctacaaggg ccagctgcac 
ccctgcgagc tgcactgccg gcccgcgaat 
gtggtcgatg gcaccccctg ctaccaggtc 
atctgtaaga acgtgggctg tgacttcgag 
ggtgtgtgcc acggcaacgg ctccacctgc 
ccgagggtcn tggggtatgt ggatgtgggg 
atccaagagg ttgccgaggc tgccaacttc 
tacttcctca atggtggctg gaccatccag 
accttcacat acgcacgcag gggcaactgg 
gagcctgtct ggatccaggt gcctgcctcc 
gtccccaggc ccagcaccct ccatggcagg 
gtcacagagc ctggctctga gccaggccct 
tctctaaaat ggcccaatct tgtagctgca 
tcaggactgg gtggatggag aagacacctt 
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gtgctcatgg gcccccgcct gcccacccag 
2700 

cactacgagt acaccatcca cagggaggca 
2760 

ttctcctggc attatgggcc ctggaccaag 
2820 

aggcagaatg tgtactgctt ggagcggcag 
2880 

cccctgggcc ggcctgatga ccaacagagg 
2940 

tggtgggcag gtgagtggca gctgtgctcc 
3000 

cgggccgtgc tctgcatccg cagcgtgggg 
3060 

gcctgtgaac accttccccg gccccctact 
3120 

ccggccacct gggctgtggg gaactggtct 
3180 

cagcgccgaa atgtcctctg caccaatgac 
3240 

ccagccagcg aagtcacctg ctctctgcca 
3300 

cctgaaggct caggcagcgg ctcctccagc 
3360 

ccgcaccacc tggccccacg cccttcaccc 
3420 

aacgccattg aggaggaggc tccagagctg 
3480 

ttctactacg actacaattt catcaatttc 
3540 

gagcccgatc tagacctggc ggggacaggg 
3600 

gctgcgccct ccacgggtag ccctgtgcct 
3660 

ggggtactgg gaccttggtc cccgagccct 
3720 

ccaccctcag agcagacccc tgggaaccct 
3780 

cccatagggg ccccagatct tgggctcccc 
3840 

ggcctgcaga cacctgccac ccctgagagc 
3900 

cagagccagc tgccccctcc atggcgggac 
3960 

gaacccaagg gccgcggagc accccacctg 
4020 

ttgccccctg ttggcagcac ccactcctct 
4080 

ggaggcacag tggcctggga gccagctctg 
4140 

ctgtggccca ctgttggggt ggcttctctc 
4200 

atgaaggtca gggacagttc cctggagccg 
4260 



ctgctgttcc aggagagcaa ccctggggtg 
ggtggccacg acgaggtccc gccgcccgtg 
tgcacagtca cctgcggcag aggtgtgcag 
gcagggcccg tggacgagga gcactgtgac 
aagtgcagcg agcagccctg ccctgccagg 
agctcctgcg ggcctggggg cctctcccgc 
ctggatgagc agagcgccct ggagccaccc 
gaaacccctt gcaaccgcca tgtaccctgt 
cagtgctcag tgacatgtgg ggagggcact 
accggtgtcc cctgtgacga ggcccagcag 
ctctgtcggt ggcccctggg cacactgggc 
cacgagctct tcaacgaggc tgacttcatc 
gcctcatcac ccaagccagg caccatgggc 
gacctgccgg ggcccgtgtt tgtggacgac 
cacgaggatc tgtcctacgg gccctctgag 
gaccggacgc ccccaccaca cagccatcct 
gccacagagc ctcctgcagc caaggaggag 
tggcctagcc aggccggccg ctccccaccc 
ttgatcaatt tcctgcctga ggaagacacc 
agcctgtcct ggcccagggt ttccactgat 
caaaatgatt tcccagttgg caaggacagc 
aggaccaatg aggttttcaa ggatgatgag 
cccccgagac ccagctccac gctgccccct 
cctagtcctg acgtggcgga gctgtggaca 
gagggtggcc tggggcctgt ggacagtgaa 
cttcctcctc ccatagcccc tctgccagag 
gggactccct ccttcccagc cccaggacca 
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ggctcatggg acctgcagac tgtggcagtg 
4320 

ggcctcgggc acatgcctga gcctgccctg 
4380 

ctcagccctg aggtgcccct gagctctagg 

4440 

gccaacagcc acagagtccc tgagacccag 
4500 

ccccccgcgg acccgttggt tgtcaggaac 
4560 

tgccctacca cctgtggcct gggtgcggtc 
4620 

gatgaggact gcgcccccgc tggccggccc 
4660 

tgtgccacct ggcactcagg caactggagt 
4740 

tcagtgcggg acgtgcagtg tgtggacaca 
4800 

tgtcagcccg ggcctgccaa gccgcctgcg 
4860 

agctggtaca catcttcctg gagggagtgc 
4920 

cgtctagtga cctgcccgga gccaggcctc 
4980 

cggccctgca acacccaccc ctgcacgcag 
5040 

gccccctgtg gtggtggtgt ccagcggcgc 
5100 

ctgcccgagg aagacagtga ccagtgtggc 
5160 

tgtggcaccg aggattgtga gcccgtcgag 
5220 

ttcgggtcct gcgagacgct gcgcctactg 
5280 

cagtgctgcc gctcgtgctc tccgcccagc 
5340 

gttgcccgcc gctgactgtg ccaggatgca 
5400 

acgggctgtg gcggagctcc cgccccctgc 
5460 

ccagcagcag gctggggacc tcctccccct 
5520 

tgtgtaacat ttattatgat tttacataaa 
S580 

acttcatctt ggatttggag aatcttaaaa 
5640 

caaaactcca ccgccacagc acctcggcag 
5700 

gatctgcagg gtacagagca gcaaacaagt 
5760 

ggccttggaa gctggggggc tgctgcccag 
5820 

ggggcaggaa ggtcttccgg gcaggggcac 
5880 



cgggggacct tcctccccac aaccctgact 
aacccaggac ccaagggtca gcctgagtcc 
ccgctgtcca caccagcttg ggacagcccc 
ccgctggctc ccagcctggc tgaagcgggg 
gccagctggc aagcgggaaa ctggagcgag 
tggaggccgg tgcgctgtag ccccggccgg 
cagcctgccc gccgctgcca cctgcggccc 
aagtgctccc gcagctgcgg cggaggttcc 
cgggacctcc ggccactgcg gcccttccat 
caccggccct gcggggccca gccctgcctc 
tccgaggcct gtggcggtgg tgagcagcag 
tgcgaggagg cgctgagacc caacaccacc 
tgggtggtgg ggccctgggg ccagtgctca 
ctggtcaagt gtgtcaacac ccagacaggg 
cacgaggcct ggcctgagag ctcccggccg 
cctccccgct gtgagcggga ccgcctgtcc 
ggccgctgcc agctgcccac catccgcacc 
cacggcgccc cctcccgagg ccatcagcgg 
cagaccgacc gacagacctc agtgcccacc 
gccctaatgg tgctaacccc ctctcactac 
caaaaaaggt atttttttat tctaacagtt 
tgagcatcta ccattccaaa gcacagcatg 
gtgagaaact cttcccccca ctcctctgcc 
gcgcggcttt tcacctgctc ctctggggca 
ccgtgagagc atggcgtctg gtgaggcacg 
ggagggctat ctgcggaggg tcgggttctg 
agctttgccc ttacttgctg cctgcctcta 
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gctcggctcc cagctttccc tggggcccca ctctgtggtc ctcagagacc tgttccacag 
5940 

ggattgggcc caccttgtca cttgcaggac tgccccttgg agtgatgggg actggggccc 
6000 

ccaggggcac ctccctgggc ctgttgtatc tgttgactct tctgcaaaaa gtagacagag 
6060 

aagagagcag gctggcccgc tgtgctctac tgtgtctgtc ccaggactcg gaaggtaggg 
6120 

agggagcgtg gccagggcgg ctgcctgcag gtgcgtgtcc tgctgctccc caactcaaca 
6180 

tgctcacctc atttcacacc aacaagcccc atcctcagag gaggagccca aggctctgag 
6240 

aggaagtaac tggcccaagg gcacatgccc tggtgacaca ggcccatcct aggccctgac 
6300 

tgcccacctc caagttccag gccaccctga gcaggcccca gtggcagctt tgcacagaga 
6360 

gggcagcctg ccagagttca cacaggaaag caagttgctg ggcaagctag agtgagtccc 
6420 

agccccgctg tgctgcccga gggtagagga gcgtcaggcg tgcttcctgt ctgtctgcag 
6480 

cagcccggct ggcccaaaga gactc 
6S05 

<210> 2286 
<211> 1784 
<212> PRT 

<213> Homo sapiens 



<400> 2286 



Pro 


Val 


Pro 


Ala 


Met 


Pro 


Gly 


Gly 


Pro 


Ser 


Pro Arg 


Ser 


Pro 


Ala 


Pro 


1 








5 










10 








15 




Leu 


Leu 


Arg 


Pro 


Leu 


Leu 


Leu 


Leu 


Leu 


Cys 


Ala Leu 


Ala 


Pro 


Gly 


Ala 








20 










25 








30 






Pro 


Gly 


Pro 


Ala 


Pro 


Gly 


Arg 


Ala 


Thr 


Glu 


Gly Arg 


Ala 


Ala 


Leu 


Asp 






35 










40 








45 








He 


Val 


His 


Pro 


val 


Arg 


Val 


Asp 


Ala 


Gly 


Gly Ser 


Phe 


Leu 


Ser 


Tyr 




50 










55 








60 










Glu 


Leu 


Trp 


Pro 


Arg 


Ala 


Leu 


Arg 


Lys 


Arg 


Asp Val 


Ser 


Val 


Arg 


Arg 


65 










70 










7S 








60 


Asp 


Ala 


Pro 


Ala 


Phe 


Tyr 


Glu 


Leu 


Gin 


Tyr 


Arg Gly 


Arg 


Glu 


Leu 


Arg 










85 










90 








95 




Phe 


Asn 


Leu 


Thr 


Ala 


Asn 


Gin 


His 


Leu 


Leu 


Ala Pro 


Gly 


Phe 


Val 


Ser 








100 










105 








110 






Glu 


Thr 


Arg 


Arg 


Arg 


Gly 


Gly 


Leu 


Gly 


Arg 


Ala His 


He 


Arg 


Ala 


His 






115 










120 








125 








Thr 


Pro 


Ala 


Cys 


His 


Leu 


Leu 


Gly 


Glu 


Val 


Gin Asp 


Pro 


Glu 


Leu 


Glu 




130 










135 








140 










Gly 


Gly 


Leu 


Ala 


Ala 


He 


Ser 


Ala 


Cys 


Asp 


Gly Leu 


Lys 


Gly 


Val 


Phe 


145 










150 










155 








160 


Gin 


Leu 


Ser 


Asn 


Glu 


Asp 


Tyr 


Phe 


He 


Glu 


Pro Leu 


Asp 


Ser 


Ala 


Pro 










165 










170 








175 




Ala 


Arg 


Pro 


Gly 


His 


Ala 


Gin 


Pro 


His 


Val 


Val Tyr 


Lys 


Arg 


Gin 


Ala 








180 










185 








190 






Pro 


Glu 


Arg 


Leu 


Ala 


Gin 


Arg 


Gly 


Asp 


Ser 


Ser Ala 


Pro 


Ser 


Thr 


Cys 
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195 200 205 

Ser Ala Ser val Pro Arg Ala Gly Val Ser Thr Gly Ala Leu Gly Ala 

210 215 220 

Ala Ala Ala Val Ala Ala Ala Thr Ala Arg Arg Leu His Gin Arg Ser 
225 230 235 240 

Val Ser Lys Glu Lys Trp Val Glu Thr Leu Val Val Ala Asp Ala Lys 

245 250 255 

Met Val Glu Tyr His Gly Gin Pro Gin Val Glu Ser Tyr Val Leu Thr 

260 265 270 

lie Met Asn Met Val Ala Gly Leu Phe His Asp Pro Ser He Gly Asn 

275 280 285 

Pro He His He Thr He Val Arg Leu Val Leu Leu Glu Asp Glu Glu 

290 295 300 

Glu Asp Leu Lys He Thr His His Ala Asp Asn Thr Leu Lys Ser Phe 
305 310 315 320 

Cys Lys Trp Gin Lys Ser He Asn Met Lys Gly Asp Ala His Pro Leu 

325 330 335 

His His Asp Thr Ala He Leu Leu Thr Arg Lys Asp Leu Cys Ala Ala 

340 345 350 

Met Asn Arg Pro Cys Glu Thr Leu Gly Leu Ser His Val Ala Gly Met 

355 360 365 

Cys Gin Pro His Arg Ser Cys Ser He Asn Glu Asp Thr Gly Leu Pro 

370 375 380 

Leu Ala Phe Thr Val Ala His Glu Leu Gly His Ser Phe Gly He Gin 
385 390 395 400 

His Asp Gly Ser Gly Asn Asp Cys Glu Pro Val Gly Lys Arg Pro Phe 

405 410 415 

He Met Ser Pro Gin Leu Leu Tyr Asp Ala Ala Pro Leu Thr Trp Ser 

420 425 430 

Arg Cys Ser Arg Gin Tyr He Thr Arg Phe Leu Asp Arg Gly Trp Gly 

435 440 445 

Leu Cys Leu Asp Asp Pro Pro Ala Lys Asp He He Asp Phe Pro Ser 

450 455 460 

Val Pro Pro Gly Val Leu Tyr Asp Val Ser His Gin Cys Arg Leu Gin 
465 470 475 480 

Tyr Gly Ala Tyr Ser Ala Phe Cys Glu Asp Met Asp Asn Val Cys His 

485 490 495 

Thr Leu Trp Cys Ser Val Gly Thr Thr Cys His Ser Lys Leu Asp Ala 

500 505 510 

Ala Val Asp Gly Thr Arg Cys Gly Glu Asn Lys Trp Cys Leu Ser Gly 

515 520 525 

Glu Cys Val Pro Val Gly Phe Arg Pro Glu Ala Val Asp Gly Gly *Trp 

530 535 540 

Ser Gly Trp Ser Ala Trp Ser He Cys Ser Arg Ser Cys Gly Met Gly 
545 550 555 560 

Val Gin Ser Ala Glu Arg Gin Cys Thr Gin Pro Thr Pro Lys Tyr Lys 

565 570 575 

Gly Arg Tyr Cys Val Gly Glu Arg Lys Arg Phe Arg Leu Cys Asn Leu 

580 585 590 

Gin Ala Cys Pro Ala Gly Arg Pro Ser Phe Arg His Val Gin Cys Ser 

595 600 60S 

His Phe Asp Ala Met Leu Tyr Lys Gly Gin Leu His Thr Trp Val Pro 

610 615 620 

Val Val Asn Asp Val Asn Pro Cys Glu Leu His Cys Arg Pro Ala Asn 
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625 








630 










635 










640 


Glu 


Tyr 


Phe 


Ala 


Lys Lys 


Leu 


Arg 


Asp 


Ala 


Val 


Val 


Asp 


Gly 


Thr 


Pro 










645 








650 










655 




Cys 


Tyr 


Gin 


Val 


Arg Ala 


Ser 


Arg 


Asp 


Leu 


Cys 


He 


Asn 


Gly 


He 


Cys 








660 








665 










670 






Lys 


Asn 


Val 


Gly 


Cys Asp 


Phe 


Glu 


lie 


Asp 


Ser 


Gly 


Ala 


Met 


Glu 


Asp 






675 








680 










685 








Arg 


Cys 


Gly 


Val 


Cys His 


Gly 


Asn 


Gly 


Ser 


Thr 


Cys 


His 


Thr 


Val 


Ser 




690 








695 










700 










Gly 


Thr 


Phe 


Xaa 


Arg Arg 


Pro 


Arg 


Val 


Xaa 


Gly 


Tyr 


Val 


Asp 


Val 


Gly 


705 








710 










715 










720 


Leu 


He 


Pro 


Ala 


Gly Ala 


Arg 


Glu 


He 


Arg 


He 


Gin 


Glu 


Val 


Ala 


Glu 










725 








730 










735 




Ala 


Ala 


Asn 


Phe 


Leu Ala 


Leu 


Arg 


Ser 


Glu 


Asp 


Pro 


Glu 


Lys 


Tyr 


Phe 








740 








745 










750 






Leu 


Asn 


Gly 


Gly 


Trp Thr 


He 


Gin 


Trp 


Asn 


Gly 


Asp 


Tyr 


Gin 


Val 


Ala 






755 








760 










765 








Gly 


Thr 


Thr 


Phe 


Thr Tyr 


Ala 


Arg 


Arg 


Gly 


Asn 


Trp 


Glu 


Asn 


Leu 


Thr 




770 








775 










780 










Ser 


Pro 


Gly 


Pro 


Thr Lys 


Glu 


Pro 


Val 


Trp 


lie 


Gin 


Val 


Pro 


Ala 


Ser 


785 








790 










795 










800 


Arg 


Gly 


Pro 


Gly 


Gly Gly 


Ser 


Arg 


Gly 


Gly 


Val 


Pro 


Arg 


Pro 


Ser 


Thr 










805 








810 










815 




Leu 


His 


Gly 


Arg 


Ser Arg 


Pro 


Gly 


Gly 


Val 


Ser 


Pro 


Gly 


Ser 


Val 


Thr 








820 








825 










830 






Glu 


Pro 


Gly 


Ser 


Glu Pro 


Gly 


Pro 


Pro 


Ala 


Ala 


Ala 


Ser 


Thr 


Ser 


Val 






835 








840 










845 








Ser 


Pro 


Ser 


Leu 


Lys Trp 


Pro 


Asn 


Leu 


Val 


Ala 


Ala 


Val 


His 


Arg 


Gly 




850 








855 










860 










Gly 


Trp 


Gly 


Gin 


Ala Pro 


Leu 


Gly 


Leu 


Gly 


Gly 


Trp 


Arg 


Arg 


His 


Leu 


865 








870 










875 










880 


Val 


Leu 


Met 


Gly 


Pro Arg 


Leu 


Pro 


Thr 


Gin 


Leu 


Leu 


Phe 


Gin 


Glu 


Ser 










885 








890 










895 




Asn 


Pro 


Gly 


Val 


His Tyr 


Glu 


Tyr 


Thr 


He 


His 


Arg 


Glu 


Ala 


Gly 


Gly 








900 








905 










910 






His 


Asp 


Glu 


Val 


Pro Pro 


Pro 


Val 


Phe 


Ser 


Trp 


His 


Tyr 


Gly 


Pro 


Trp 






915 








920 










925 








Thr 


Lys 


Cys 


Thr 


Val Thr 


Cys 


Gly 


Arg 


Gly 


Val 


Gin 


Arg 


Gin 


Asn 


Val 




930 








935 










940 










Tyr 


Cys 


Leu 


Glu 


Arg Gin 


Ala 


Gly 


Pro 


Val 


Asp 


Glu 


Glu 


His 


Cys 


Asp 


945 








950 










955 










960 


Pro 


Leu 


Gly 


Arg 


Pro Asp 


Asp 


Gin 


Gin 


Arg 


Lys 


Cys 


Ser 


Glu 


Gin 


Pro 










965 








970 










975 




Cys 


Pro 


Ala 


Arg 


Trp Trp 


Ala 


Gly 


Glu 


Trp 


Gin 


Leu 


Cys 


Ser 


Ser 


Ser 








980 








985 










990 






Cys 


Gly 


Pro 


Gly 


Gly Leu 


Ser 


Arg 


Arg 


Ala 


Val 


Leu 


Cys 


He 


Arg 


Ser 






995 








1000 








1005 






Val 


Gly 


Leu 


Asp 


Glu Gin 


Ser 


Ala 


Leu 


Glu 


Pro 


Pro 


Ala 


Cys 


Glu 


His 




1010 






1015 








1020 








Leu 


Pro Arg 


Pro 


Pro Thr 


Glu Thr 


Pro 


Cys 


Asn 


Arg 


His 


Val 


Pro 


Cys 


1025 






1030 








1035 








1040 


Pro 


Ala 


Thr 


Trp 


Ala Val Gly Asn Trp 


Ser 


Gin Cys Ser 


Val 


Thr 


Cys 










1045 








1050 








1055 


Gly Glu Gly 


Thr 


Gin Arg Arg Asn Val 


Leu Cys Thr Asn Asp 


Thr Gly 
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1060 1065 1070 

Val Pro Cys Asp Glu Ala Gin Gin Pro Ala Ser Glu Val Thr Cys Ser 

1075 1080 1085 

Leu Pro Leu Cys Arg Trp Pro Leu Gly Thr Leu Gly Pro Glu Gly Ser 

1090 1095 1100 

Gly Ser Gly Ser Ser Ser His Glu Leu Phe Asn Glu Ala Asp Phe He 
1105 1H0 H15 1120 

Pro His His Leu Ala Pro Arg Pro Ser Pro Ala Ser Ser Pro Lys Pro 

1125 H30 H35 

Gly Thr Met Gly Asn Ala He Glu Glu Glu Ala Pro Glu Leu Asp Leu 

1140 H45 H50 

Pro Gly Pro Val Phe Val Asp Asp Phe Tyr Tyr Asp Tyr Asn Phe He 

1155 1160 H65 

Asn Phe His Glu Asp Leu Ser Tyr Gly Pro Ser Glu Glu Pro Asp Leu 

1170 1175 H80 

Asp Leu Ala Gly Thr Gly Asp Arg Thr Pro Pro Pro His Ser His Pro 
1185 H90 H95 1200 

Ala Ala Pro Ser Thr Gly Ser Pro Val Pro Ala Thr Glu Pro Pro Ala 

1205 1210 1215 

Ala Lys Glu Glu Gly Val Leu Gly Pro Trp Ser Pro Ser Pro Trp Pro 

1220 1225 1230 

Ser Gin Ala Gly Arg Ser Pro Pro Pro Pro Ser Glu Gin Thr Pro Gly 

1235 1240 1245 

Asn Pro Leu He Asn Phe Leu Pro Glu Glu Asp Thr Pro He Gly Ala 

1250 1255 1260 

Pro Asp Leu Gly Leu Pro Ser Leu Ser Trp Pro Arg Val Ser Thr Asp 
1265 * 1270 1275 1280 

Gly Leu Gin Thr Pro Ala Thr Pro Glu Ser Gin Asn Asp Phe Pro Val 

1285 1290 1295 

Gly Lys Asp Ser Gin Ser Gin Leu Pro Pro Pro Trp Arg Asp Arg Thr 

1300 1305 1310 

Asn Glu Val Phe Lys Asp Asp Glu Glu Pro Lys Gly Arg Gly Ala Pro 

1315 1320 1325 

His Leu Pro Pro Arg Pro Ser Ser Thr Leu Pro Pro Leu Ser Pro Val 

1330 1335 1340 

Gly Ser Thr His Ser Ser Pro Ser Pro Asp Val Ala Glu Leu Trp Thr 
1345 1350 1355 1360 

Gly Gly Thr Val Ala Trp Glu Pro Ala Leu Glu Gly Gly Leu Gly Pro 

1365 1370 1375 

Val Asp Ser Glu Leu Trp Pro Thr Val Gly Val Ala Ser Leu Leu Pro 

1380 1385 1390 

Pro Pro He Ala Pro Leu Pro Glu Met Lys Val Arg Asp ser Ser Leu 

1395 1400 1405 

Glu Pro Gly Thr Pro Ser Phe Pro Ala Pro Gly Pro Gly Ser Trp Asp 

1410 1415 1420 

Leu Gin Thr Val Ala Val Trp Gly Thr Phe Leu Pro Thr Thr Leu Thr 
1425 1430 1435 1440 

Gly Leu Gly His Met Pro Glu Pro Ala Leu Asn Pro Gly Pro Lys Gly 

1445 1450 1455 

Gin Pro Glu Ser Leu Ser Pro Glu Val Pro Leu Ser Ser Arg Leu Leu 

1460 1465 1470 

Ser Thr Pro Ala Trp Asp Ser Pro Ala Asn Ser His Arg Val Pro Glu 

147S 1480 1485 

Thr Gin Pro Leu Ala Pro Ser Leu Ala Glu Ala Gly Pro Pro Ala Asp 
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1490 1495 1500 

Pro Leu Val Val Arg Asn Ala Ser Trp Gin Ala Gly Asn Trp Ser Glu 
1S0S 1510 1515 1520 

Cys Ser Thr Thr Cys Gly Leu Gly Ala Val Trp Arg Pro Val Arg Cys 

1S2S 1530 1535 

Ser Ser Gly Arg Asp Glu Asp Cys Ala Pro Ala Gly Arg Pro Gin Pro 

1540 1545 1550 

Ala Arg Arg Cys His Leu Arg Pro Cys Ala Thr Trp His Ser Gly Asn 

1555 1560 1565 

Trp Ser Lys Cys Ser Arg Ser Cys Gly Gly Gly Ser Ser Val Arg Asp 

1570 1575 1580 

Val Gin Cys Val Asp Thr Arg Asp Leu Arg Pro Leu Arg Pro Phe His 
1585 1590 1595 1600 

Cys Gin Pro Gly Pro Ala Lys Pro Pro Ala His Arg Pro Cys Gly Ala 

1605 1610 1615 

Gin Pro Cys Leu Ser Trp Tyr Thr Ser Ser Trp Arg Glu Cys Ser Glu 

1620 1625 1630 

Ala Cys Gly Gly Gly Glu Gin Gin Arg Leu Val Thr Cys Pro Glu Pro 

1635 1640 1645 

Gly Leu Cys Glu Glu Ala Leu Arg Pro Asn Thr Thr Arg Pro Cys Asn 

1650 1655 1660 

Thr His Pro Cys Thr Gin Trp Val Val Gly Pro Trp Gly Gin Cys Ser 
1665 1670 1675 1680 

Ala Pro Cys Gly Gly Gly Val Gin Arg Arg Leu Val Lys Cys Val Asn 

1685 1690 1695 

Thr Gin Thr Gly Leu Pro Glu Glu Asp Ser Asp Gin Cys Gly His Glu 

1700 1705 1710 

Ala Trp Pro Glu Ser Ser Arg Pro Cys Gly Thr Glu Asp Cys Glu Pro 

1715 1720 1725 

Val Glu Pro Pro Arg Cys Glu Arg Asp Arg Leu Ser Phe Gly Phe Cys 

1730 1735 1740 

Glu Thr Leu Arg Leu Leu Gly Arg Cys Gin Leu Pro Thr lie Arg Thr 
1745 1750 1755 1760 

Gin Cys Cys Arg Ser Cys Ser Pro Pro Ser His Gly Ala Pro Ser Arg 

1765 1770 1775 

Gly His Gin Arg Val Ala Arg Arg 
1780 



<210> 2287 

<211> 750 

<212> DNA 

<213> Homo sapiens 



<400> 2287 

Cgacacaggt tatttctctt tggttaaata tcttacaagt cttttttaaa tcttcacttc 
60 

tggcctataa aagtatcatc atccccattt tacagaatgg gaaagtaagg cgtggggagg 
120 

ttgaggacat ttgtacagag tcaggtaact ggaggaactg gactacaacc ctgctcagtg 
180 

cagccagtgt gactgagcgc ctcctgagag ccaggtggat tctgccctca aggatccatg 
240 

ctctgggcaa gaaacccacc catcagcagg tggcttctgc tgagccacaa caggcacaca 
300 
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gaggggtcca tgggagccca 
360 

cagcagagtc acagaggagc 
420 

gcagcaggac aaaagcatag 
480 

actgctacag ggtccatata 
540 

tgtaacaaag gactttaatt 
600 

catttctaca gtgctacttc 
660 

gctggaagga gatattagga 
720 

ataagtaaga atgcctggca 
750 

<210> 2288 
<211> 142 
<212> PRT 

<213> Homo sapiens 
<400> 2288 

Met Ala Ala Asn Val Val Leu Thr Ser Arg Phe Leu Asn Leu Glu Leu 

15 10 15 

Lys Ser Phe Val Thr Asp Pro Thr Ser Cys Pro Asn Val Phe Pro lie 

20 25 30 

lie Phe Leu Tyr Gly Pro Cys Ser Ser Gin Pro Leu He Leu Glu Leu 

35 40 45 

Gly Thr Gly Ser Ala Thr Ser Met Leu Leu Ser Cys Cys Ser Pro Ala 

50 55 60 

Trp Asn Val Pro Tyr Leu Ala Asn Ser Tyr Cys Ser Ser Val Thr Leu 
65 70 75 80 

Leu Asp Thr Phe Leu Pro Leu Ser Leu Val Arg Cys Ser Pro Leu Gly 

85 90 95 

Ser His Gly Pro Leu Cys Val Pro Val Val Ala Gin Gin Lys Pro Pro 

100 105 110 

Ala Asp Gly Trp Val Ser Cys Pro Glu His Gly Ser Leu Arg Ala Glu 

115 120 125 

Ser Thr Trp Leu Ser Gly Gly Ala Gin Ser His Trp Leu His 
130 135 140 

<210> 2289 

<211> 381 

<212> DNA 

<213> Homo sapiens 

<400> 2289 

caggacgcgg cctcggcggg gcccgggccg aacggctgcg gacacctggg cgccgaggag 
60 

ccgagcgccg ccgcctccgg catggatcat tgcgtgacgg tggagcgcga gctggagaag 
120 

gtgctgcaca agttctcggg ctacgggcag ctgtgcgagc gcggcctgga ggagctcatc 
180 



gaggggagca tctgaccagg 
agtatgagtt agccaggtag 
aggtagcact gccagtgcca 
ggaaaataat gggaaataca 
ccaggttaag gaatctggat 
ccaggctctg tgcctttctg 
acaaaacgat gcatgaggat 
ccaaacgcgt 



ctcaggggaa ggaatgtgtc 
gggacattcc aggcagggga 
agttccaaaa taagaggctg 
tttggacagg aggtggggtc 
gttaaaacaa cattagctgc 
ggagccttga aggtttgtga 
agctcaggta aaggttattg 
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gactacaccg gcggtctcaa gcaccagatc ctgcagagcc acggccaaga tgctgaatta 
240 

tcagggacac tttcacttgc tttgacacag ggctgtaaaa gaataanaag gggatactgg 
300 

ttcaaaaatt ggcctccgac cacaaagaca tccacagcag tgtttctcgg gttggaaaag 
360 

ccattgatga ggattcactt t 
381 

<210> 2290 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 2290 

Met Asp His Cys Val Thr Val Glu Arg Glu Leu Glu Lys Val Leu His 

15 10 15 

Lys Phe Ser Gly Tyr Gly Gin Leu Cys Glu Arg Gly Leu Glu Glu Leu 

20 25 30 

lie Asp Tyr Thr Gly Gly Leu Lys His Gin He Leu Gin Ser His Gly 

35 40 45 

Gin Asp Ala Glu Leu Ser Gly Thr Leu Ser Leu Val Leu Thr Gin Gly 

50 55 60 

Cys Lys Arg He Xaa Arg Gly Tyr Trp Phe Lys Asn Trp Pro Pro Thr 
65 70 75 80 

Thr Lys Thr Ser Thr Ala Val Phe Leu Gly Leu Glu Lys Pro Leu Met 
85 90 95 

Arg He His Phe 
100 

<210> 2291 

<211> 573 

<212> DNA 

<213> Homo sapiens 

<400> 2291 

gcatgctcta ccgcaaagtc gggtccccac cgattaaaaa tgcccgggtc gaggacagcc 
60 

ttcggcagca ccgactcatt atcggcaccg acctagtcaa ttgccaccac ctgcttatgc 
120 

aagtggtcga tagaagcccc agccggctta agccagttct ggaaaaccac cacatatcgc 
180 

acatgttcgt tgtgacgatg cagctgagcc attgaatcga cggtcagcgc catgaacgcc 
240 

cgatgctcgt tgacggtaag actcgccgac ccagcaacgt cggcggttgt cgtgccctca 
300 

tcggtgtaat ggcgacgagc gacgatgacg tcatgtccgc cggcaaagaa ggctgcggaa 
360 

gcctcgcgta attcttgggg accgaggtcc tcggcgcgcc ggtctgaccc caccgccttg 
420 

aacttggcgt taaggaccga cctcacgtga gcctcccctg acgggttaga caggtattcc 
480 

tcctgccagt cccgcgctgc ccgaggcaag ctcatccccc agttgagctg ccaataccgc 
540 
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cacgacagga tctcgaaaag attggggacg cgt 
573 

<210> 2292 

<211> 140 

<212> PRT 

<213> Homo sapiens 

<400> 2292 



Met Ser 


Leu 


Pro 


Arg Ala 


Ala 


Arg 


Asp 


Trp 


Gin Glu 


Glu 


Tyr 


Leu 


Ser 


1 






5 










10 








15 




Asn Pro 


Ser 


Gly 


Glu 


Ala 


His 


Val 


Arg 


Ser 


Val Leu 


Asn 


Ala 


Lys 


Phe 






20 










25 








30 






Lys Ala 


Val 


Gly 


Ser 


Asp 


Arg 


Arg 


Ala 


Glu 


Asp Leu 


Gly 


Pro 


Gin 


Glu 




35 










40 








45 








Leu Arg 


Glu 


Ala 


Ser 


Ala 


Ala 


Phe 


Phe 


Ala 


Gly Gly 


His 


Asp 


Val 


He 


50 










55 








60 










Val Ala 


Arg 


Arg 


His 


Tyr 


Thr 


Asp 


Glu 


Gly 


Thr Thr 


Thr 


Ala 


Asp 


val 


65 








70 










75 








80 


Ala Gly 


Ser 


Ala 


Ser 


Leu 


Thr 


Val 


Asn 


Glu 


His Arg 


Ala 


Phe 


Met 


Ala 








65 










90 








95 




Leu Thr 


Val 


Asp 


Ser 


Met 


Ala 


Gin 


Leu 


His 


Arg His 


Asn 


Glu 


His 


Val 






100 










105 








110 






Arg Tyr 


Val 


Val 


Val 


Phe 


Gin 


Asn 


Trp 


Leu 


Lys Pro 


Ala 


Gly 


Ala 


Ser 




115 










120 








125 








lie Asp 


His 


Leu 


His 


Lys 


Gin 


Val 


Val 


Ala 


lie Asp 










130 










135 








140 











<210> 2293 

<211> 3S8 

<212> DNA 

<213> Homo sapiens 

<400> 2293 

acgcgtgaag gaatggaagc tgctctcgtc ggtgcacaca agactggcgg gtgcccattg 
60 

gtgaacactg tcgctaagaa ctggttgaac cggctcaaca cgccggatat gaaacccact 
120 

gaggagatca agcggcagtt ccaaggtctg catcggttgg gacgtaagta tgggctcaac 
180 

cacggagagt tctatcttga cgacgagcag tgggccacgc tcatggccgg gtcctctttc 
240 

gaggcgaatc cgcgcattaa gagcaacttt gattccgagg gcgctgttgt ggatccggat 
300 

tccgattcac ttgctggggc tgatcgagat gcccgaggtg cttcggatgc atgccttc 
358 

<210> 2294 
<211> 115 
<212> PRT 

<213> Homo sapiens 
<400> 2294 

Met Glu Ala Ala Leu Val Gly Ala His Lys Thr Gly Gly Cys Pro Leu 
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X 






5 


10 




iJ 




val Asn 


Thr 


Val 


Ala 


Lys Asn Trp Leu Asn Arg Leu Asn 


Thr 


Pro 


Asp 






20 




25 


30 






Met Lys 


Pro 


Thr 


Glu 


Glu lie Lys Arg Gin Phe Gin Gly 


Leu 


His 


Trp 




35 






40 45 








Leu Gly 


Arg 


Lys 


Tyr 


Gly Leu Asn His Gly Glu Phe Tyr 


Leu 


Asp 


Asp 


50 








55 60 








Glu Gin 


Trp 


Ala 


Thr 


Leu Met Ala Gly Ser Ser Phe Glu 


Ala 


Asn 


Pro 


65 






70 75 






80 


Arg He 


Lys 


Ser 


Asn 


Phe Asp Ser Glu Gly Ala Val Val 


Asp 


Pro 


Asp 








85 


90 




95 




Ser Asp 


Ser 


Leu 


Ala 


Gly Ala Asp Arg Asp Ala Arg Gly 


Ala 


Ser 


Asp 






100 




105 


110 






Ala Cys 


Leu 















115 



<210> 2295 
<211> 546 
<212> DNA 

<213> Homo sapiens 
<400> 2295 

ggcaccgatc cgagtggtgg tgccgggatt aggncggatc tanaaacatt ctccgccctt 
60 

ggggcgtatg gctgctcggt cattaccgca ctggtagcgc aaaatacgcg cggcgtgcag 
120 

tcggtgtatc gtatcgaacc ggattttgtc ggtgcacaac tggactctgt gttcagcgat 
180 

gtccgcattg attccaccaa aatcggcatg ctggcagagg cggatatcgt ggaagcggtc 
240 

gcggagcgcc tcaaacatta tcgcgttaaa aacgtggtac ttgatacggt gatgctggcg 
300 

aaaagtggcg atccgctgct atctcctgct gctgtcgaaa ctctgcgaaa acaccttctg 
360 

ccacacgtcg cgctgatcac gccaaatttg ccggaggcgg cggcgctgct ggatgcgcct 
420 

catgcccgta ccgagcacga gatgaaagag caggggcgcg cacctctggc gcttggctgc 
480 

gaggcagtgc tgatgaaagg cggccatctt gacgatcctg agagcccgga ctggctcttc 
540 

acgcgt 
546 

<210> 2296 
<211> 182 
<212> PRT 

<213> Homo sapiens 
<400> 2296 

Gly Thr Asp Pro Ser Gly Gly Ala Gly He Arg Xaa Asp Leu Xaa Thr 

15 10 15 

Phe Ser Ala Leu Gly Ala Tyr Gly Cys Ser Val He Thr Ala Leu Val 

20 25 30 

Ala Gin Asn Thr Arg Gly Val Gin Ser Val Tyr Arg He Glu Pro Asp 
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35 40 45 

Phe Val Gly Ala Gin Leu Asp Ser Val Phe Ser Asp Val Arg He Asp 

50 55 6 ° 

Ser Thr Lys He Gly Met Leu Ala Glu Ala Asp lie Val Glu Ala Val 
6S 70 75 80 

Ala Glu Arg Leu Lys His Tyr Arg Val Lys Asn Val Val Leu Asp Thr 

85 90 95 

Val Met Leu Ala Lys Ser Gly Asp Pro Leu Leu Ser Pro Ala Ala Val 

100 105 HO 

Glu Thr Leu Arg Lys His Leu Leu Pro His Val Ala Leu lie Thr Pro 

115 120 I 25 

Asn Leu Pro Glu Ala Ala Ala Leu Leu Asp Ala Pro His Ala Arg Thr 

130 135 140 

Glu His Glu Met Lys Glu Gin Gly Arg Ala Leu Leu Ala Leu Gly Cys 
145 150 155 160 

Glu Ala Val Leu Met Lys Gly Gly His Leu Asp Asp Pro Glu Ser Pro 

165 170 175 

Asp Trp Leu Phe Thr Arg 
180 

<210> 2297 
<211> 414 
. <212> DNA 

<213> Homo sapiens 

<400> 2297 

gggaattccg ggcccttccc cccaagcccg ggtaattttt tgtattttta aaaaaaaagg 
60 

gaattttccc acgttggggg gggggggttc ggactttttc ccccaaaaac cccccccccc 
120 

caccccccca aaggccgaaa agcagggcca aaacccccgg gacccccccc ggggggggca 
180 

aaaggaaaaa cccctttttt tttttttttt ttttatacac atgagggtct ctggttaata 
240 

aatgttgaga tgtagggtta ggtgagatta aacaggttct ttttttcatg atttctcgga 
300 

gtctttatga tgctccacac cagtacttct caaagctgac tgtgtataca aaacactggg 
360 

gatctgaccc acatgtaaag tctgatttct ttggtctggg gcaggcctga aatn 
414 

<210> 2298 
<211> 67 
<212> PRT 

<213> Homo sapiens 
<400> 2298 

Lvs Lys Arg Glu Phe Ser His Val Gly Gly Gly Gly Phe Gly Leu Phe 

15 10 15 

Pro Pro Lys Thr Pro Pro Pro His Pro Pro Lys Gly Arg Lys Ala Gly 

20 25 30 

Pro Lys Pro Pro Gly Pro Pro Pro Gly Gly Ala Lys Gly Lys Thr Pro 

35 40 45 

Phe Phe Phe Phe Phe Phe Tyr Thr His Glu Gly Leu Trp Leu He Asn 
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50 55 60 

Val Glu Met 
65 

<210> 2299 

<211> 987 

<212> DNA 

<213> Homo sapiens 

<400> 2299 

ngagatgtct aagttatttt ttttttcccg gaaggcaaat ggctggcgtg gaagcacaac 
60 

ccgctttcac tcttcgaatt tgtgcttagc tcttttcttg taccctgcga ctcgtgacca 
120 

acatgctgtg atgtgtgccg agggaggaat tggtcagcca cacaacctgg atcttaccac 
180 

agtttggata tgactgaggc tctccaatgg gccagatatc actggcgacg gctgatcaga 
240 

ggtgcaacca gggatgatga ttcagggcca tacaactatt cctcgttgct cgcctgtggg 
300 

cgcaagtcct ctcagatccc taaactgtca ggaaggcacc ggattgttgt tccccacatc 
360 

cagcccttca aggatgagta tgagaagttc tccggagcct atgtgaacaa tcgaatacga 
420 

acaacaaagt acacacttct gaattttgtg ccaagaaatt tatttgaaca atttcacaga 
480 

gctgccaatt tatatttcct gttcctagtt gtcctgaact gggtaccttt ggtagaagcc 
540 

ttccaaaagg aaatcaccat gttgcctctg gtggtggtcc ttacaattat cgcaattaaa 
600 

gatggcctgg aagattatcg gaaatacaaa attgacaaac agatcaataa tttaataact 
660 

aaagtttata gtaggaaaga gaaaaaatac attgaccgat gctggaaaga cgttactgtt 
720 

ggggacttta ttcgcctctc ctgcaacgag gtcatccctg cagacatggt actactcttt 
780 

tccactgatc cagatggaat ctgtcacatt gagacttctg gtcttgatgg agagagcaat 
840 

ttaaaacaga ggcaggtggt tcggggatat gcagaacagg actctgaagt tgatcctgag 
900 

aagttttcca gtaggataga atgtgaaagc ccaaacaatg acctcagcag attccgaggc 
960 

ttcctagaac attccaacaa agaacgc 
987 

<210> 2300 
<211> 266 
<212> PRT 

<213> Homo sapiens 
<400> 2300 

Met Thr Glu Ala Leu Gin Trp Ala Arg Tyr His Trp Arg Arg Leu lie 

15 10 15 

Arg Gly Ala Thr Arg Asp Asp Asp Ser Gly Pro Tyr Asn Tyr Ser Ser 
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20 25 30 



Leu Leu Ala Cys Gly Arg 


Lys 


Ser 


Ser 


Gin 


He 


Pro 


Lys 


Leu 


Ser Gly 


35 






40 










45 








Arg His Arg lie Val 


Val 


Pro 


His 


He 


Gin 


Pro 


Phe 


Lys 


Asp 


Glu 


Tyr 


50 




55 










60 










Glu Lys Phe Ser Gly Ala 


Tyr 


Val 


Asn 


Asn 


Arg 


He Arg Thr 


Thr 


Lys 


65 


70 










75 










80 


Tyr Thr Leu Leu Asn 


Phe 


Val 


Pro Arg 


Asn 


Leu 


Phe 


Glu 


Gin 


Phe 


His 


85 










90 










95 




Arg Ala Ala Asn Leu Tyr 


Phe 


Leu 


Phe 


Leu 


Val 


Val 


Leu 


Asn 


Trp 


val 


100 








105 










110 






Pro Leu Val Glu Ala 


Phe 


Gin Lys Glu 


He 


Thr 


Met 


Leu 


Pro 


Leu 


Val 


115 






120 










125 








Val val Leu Thr lie 


lie 


Ala 


He 


Lys 


Asp 


Gly Leu 


Glu 


Asp 


Tyr 


Arg 


130 




13S 










140 










Lys Tyr Lys lie Asp 


Lys 


Gin 


He 


Asn 


Asn 


Leu 


He 


Thr 


Lys 


Val 


Tyr 


145 


150 










155 










160 


Ser Arg Lys Glu Lys 


Lys 


Tyr 


He 


Asp 


Arg 


Cys 


Trp 


Lys 


Asp 


val 


Thr 


165 










170 










175 




Val Gly Asp Phe He 


Arg 


Leu 


Ser 


Cys 


Asn 


Glu 


Val 


He 


Pro 


Ala 


Asp 


180 








185 










190 






Met Val Leu Leu Phe 


Ser 


Thr 


Asp 


Pro 


Asp 


Gly 


He 


Cys 


His 


He 


Glu 


195 






200 










205 








Thr Ser Gly Leu Asp Gly 


Glu 


Ser 


Asn 


Leu 


Lys 


Gin Arg Gin 


Val 


Val 


210 




215 










220 










Arg Gly Tyr Ala Glu Gin 


Asp 


Ser 


Glu 


val 


Asp 


Pro 


Glu 


Lys 


Phe 


Ser 


225 


230 










235 










240 


Ser Arg lie Glu Cys 


Glu 


Ser 


Pro 


Asn 


Asn 


Asp 


Leu 


Ser Arg 


Phe 


Arg 


245 










250 










255 




Gly Phe Leu Glu His 


Ser 


Asn 


Lys 


Glu Arg 















260 265 

<210> 2301 

<211> 390 

c212> DNA 

<213> Homo sapiens 

<400> 2301 

tatcccaagc gcttcaaatt tgatgccgat gagttctact tgaaatcgcc cgaggaaatg 
60 

nncgccacct cttccgcgna tttccctgaa gcctgcgata acactatgga aatcgctgag 
120 

nncgttgcca cgttgaattc aacacaaacg caanactaca tgcccgattt ccccaccccg 
180 

gagggggaga atgaggaatc ctggttcgtc aaagaagttg aacgcggttt gcactaccga 
240 

ttccccgagg gcattcccga tgacgtacgc aagcaggcag attatgaagt agggattatt 
300 

acccagatgg gattccccgg ctacttcttg gtggtcgcgg attttatcaa ctgggcgaag 
360 

aataacggaa ttcgagtggg ccccgggcgt 
390 

<210> 2302 
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<211> 130 

<212> PRT 

<213> Homo sapiens 

<4O0> 2302 



Tyr 


Pro 


Lys 


Arg 


Phe 


Lys Phe Asp Ala 


Asp Glu Phe Tyr Leu Lys Ser 


1 








5 




10 15 


Ser 


Glu 


Glu 


Met 


Xaa 


Ala Thr Ser Ser 


Ala Xaa Phe Pro Glu Ala Cys 








20 




25 


30 


Asp 


Asn 


Thr 


Met 


Glu 


He Ala Glu Xaa 


Val Ala Thr Leu Asn Ser Thr 




35 






40 


45 


Gin 


Thr 


Gin 


Xaa 


Tyr 


Met Pro Asp Phe 


Pro Thr Pro Glu Gly Glu Asn 




50 








55 


60 


Glu 


Glu 


Ser 


Trp 


Phe 


Val Lys Glu Val 


Glu Arg Gly Leu His Tyr Arg 


65 










70 


75 80 


Phe 


Pro 


Glu 


Gly 


He 


Pro Asp Asp Val 


Arg Lys Gin Ala Asp Tyr Glu 










85 




90 95 


Val 


Gly 


He 


He 


Thr Gin Met Gly Phe 


Pro Gly Tyr Phe Leu Val Val 








100 




105 


110 


Ala Asp 


Phe 


He 


Asn Trp Ala Lys Asn 


Asn Gly He Arg Val Gly Pro 






115 






120 


125 


Gly Arg 














130 













<210> 2303 
<211> 638 
<212> DNA 

<213> Homo sapiens 
<400> 2303 

nnggatccag gctgcccctg tgtgtctcct tcagtcttcg ttagctgcct gctgctgtct 
60 

gcacctgtgt ttggctacct gggcgaccga catagccgca aggctaccat gagcttcggt 
120 

atcttgctgt ggtcaggagc tggcctctct agctccttca tctccccccg gtattcttgg 
180 

ctcttcttcc tgtcccgggg catcgagggc actggctcgg ccagctactc caccatcgcg 
240 

cccaccgtcc tgggcgacct cttcgtgagg gaccagcgca cccgcgtgct ggctgtcttc 
300 

tacatcttta tccccgttgg aagtggtctg ggctacgtgc tggggtcggc tgtgacgatg 
360 

ctgactggga actggcgctg ggccctccga gtcatgccct gcctggaggc cgtggccttg 
420 

atcctgctta tcctgctggt tccagaccca ccccggggag ctgccgagac acagggggag 
480 

ggggccgtgg gaggcttcag aagcagctgg tgtgaggacg tcagatacct ggggaaaaac 
540 

tggagttttg tgtggtcgac cctcggagtg accgccatgg cctttgtgac tggagccctg 
600 

gggttctggg cccccaagtt tctgctcgag gcacgcgt 
638 

<210> 2304 
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<211> 212 
<212> PRT 

<213> Homo sapiens 
<40O> 2304 

Xaa Asp Pro Gly Cys Pro Cys Val Ser Pro Ser Val Phe Val Ser Cys 

15 10 15 

Leu Leu Leu Ser Ala Pro Val Phe Gly Tyr Leu Gly Asp Arg His Ser 

20 25 30 

Arg Lys Ala Thr Met Ser Phe Gly lie Leu Leu Trp Ser Gly Ala Gly 

35 40 45 

Leu Ser Ser Ser Phe He Ser Pro Arg Tyr Ser Trp Leu Phe Phe Leu 

50 55 60 

Ser Arg Gly He Glu Gly Thr Gly Ser Ala Ser Tyr Ser Thr He Ala 
65 70 75 80 

Pro Thr Val Leu Gly Asp Leu Phe Val Arg Asp Gin Arg Thr Arg Val 

85 90 95 

Leu Ala Val Phe Tyr He Phe He Pro Val Gly Ser Gly Leu Gly Tyr 

100 105 110 

Val Leu Gly Ser Ala Val Thr Met Leu Thr Gly Asn Trp Arg Trp Ala 

115 120 125 

Leu Arg Val Met Pro Cys Leu Glu Ala Val Ala Leu He Leu Leu He 

130 135 140 

Leu Leu Val Pro Asp Pro Pro Arg Gly Ala Ala Glu Thr Gin Gly Glu 
145 150 15S 160 

Gly Ala Val Gly Gly Phe Arg. Ser Ser Trp Cys Glu Asp Val Arg Tyr 

165 170 175 

Leu Gly Lys Asn Trp Ser Phe Val Trp Ser Thr Leu Gly Val Thr Ala 

180 185 190 

Met Ala Phe Val Thr Gly Ala Leu Gly Phe Trp Ala Pro Lys Phe Leu 

195 200 205 

Leu Glu Ala Arg 
210 

<210> 2305 
<211> 340 
<212> DNA 

<213> Homo sapiens 
<400> 2305 

gcccccgcct ctatcttccg gcatcgtcac agtcgcatcg tgacggtact ggctggagtc 
60 

tcggaccagc acactttgac cgtcgtggtc gcctcgtgac atggggtaac gcgaacctcg 
120 

tcgctcctgt tcttgacctc ttccgtgccc ccattgacaa cgatcgggca agttcactgg 
180 

cccgcaacgc tattggtgac gcagcactcg cagctggtct cgaccgactc gtccacacca 
240 

cggcgtcggt gcgcgacgag ggcgatgagt tggtcgtcgt tactcgcagc gctgctgccg 
300 

ccgcacgcaa ttccatgacg acaacgtgga gttggcgcgc 
340 

<210> 2306 
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<211> 101 
<212> PRT 
<213> Homo sapiens 

<400> 2306 

Met Glu Leu Arg Ala Ala Ala Ala Ala Leu Arg Val Thr Thr Thr Asn 

15 10 15 

Ser Ser Pro Ser Ser Arg Thr Asp Ala Val Val Trp Thr Ser Arg Ser 

20 25 30 

Arg Pro Ala Ala Ser Ala Ala Ser Pro He Ala Leu Arg Ala Ser Glu 

35 40 45 

Leu Ala Arg Ser Leu Ser Met Gly Ala Arg Lys Arg Ser Arg Thr Gly 

50 55 60 

Ala Thr Arg Phe Ala Leu Pro His Val Thr Arg Arg Pro Arg Arg Ser 
65 70 75 80 

Lys Cys Ala Gly Pro Arg Leu Gin Pro Val Pro Ser Arg Cys Asp Cys 

85 90 95 

Asp Asp Ala Gly Arg 
100 

<210> 2307 
<211> 360 
<212> DNA 

<213> Homo sapiens 
<40O> 2307 

ngcttctcag ctgaaggggg agataaagct ctacataaga tgggtccagg tgggggcaaa 
60 

gccaaggcac tgggtggggc tggcagtggg agcaagggct cagcaggtgg cggaagcaag 
120 

cgacggctga gcagcgaaga cagctccctg gagccagacc tggccgagat gagcctggat 
180 

gacagcagcc tggccctggg cgcagaggcc aggaccttcg ggggattccc tgagagccct 
240 

ccaccctgtc ctctccacgg tggctcccga ggcccttcca ctttccttcc tgagccccca 
300 

gatacttatg aagaagatgg tgatgagagt ggcaatgggc ttcccaaaac caaagaggca 
360 

<210> 2308 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 2308 

Xaa Phe Ser Ala Glu Gly Gly Asp Lys Ala Leu His Lys Met Gly Pro 

15 10 15 

Gly Gly Gly Lys Ala Lys Ala Leu Gly Gly Ala Gly Ser Gly Ser Lys 

20 25 30 

Gly Ser Ala Gly Gly Gly Ser Lys Arg Arg Leu Ser Ser Glu Asp Ser 

35 40 45 

Ser Leu Glu Pro Asp Leu Ala Glu Met Ser Leu Asp Asp Ser Ser Leu 

50 55 60 

Ala Leu Gly Ala Glu Ala Arg Thr Phe Gly Gly Phe Pro Glu Ser Pro 
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65 70 " 80 

Pro Pro Cys Pro Leu His Gly Gly Ser Arg Gly Pro Ser Thr Phe Leu 

85 90 9 

Pro Glu Pro Pro Asp Thr Tyr Glu Glu Asp Gly Asp Glu Ser Gly Asn 

100 105 110 

Gly Leu Pro Lys Thr Lys Glu Ala 
115 120 

<210> 2309 

<211> 395 

<212> DNA 

<213> Homo sapiens 

<400> 2309 . . 

ggatccctac aaatggggcc ctgctctgag cacattccca tgagggctgc ctgccctgtg 

cactctctgc cctgggccgc ggggcctgac tgggttccca cctcctccta cccactgggg 
120 

tcttttccag caggcacagg gattcctcat gggggaggca gagcccaccc gtctgtcctc 
180 

ggtgacggcc tgagctgtgc acggcctccc ctgccctcct gttctcaggc cccccagggt 
240 

ccatccagcc ccagcgtgtg gcgttctggc tcttccctgg agtctcctcc cagaccacgc 
300 

gactccactc acactgtgcc tagcggactg tgtggttgat gcagccggct cacttgagtg 
360 

tgttgtgtta tgcccacaac aggcttgccg tcacc 
395 

<210> 2310 

<211> 108 

<212> PRT 

<213> Homo sapiens 

<400> 2310 „ 
Met Gly Pro Cys Ser Glu His He Pro Met Arg Ala Ala Cys Pro Val 

1 5 10 15 

His Ser Leu Pro Trp Ala Ala Gly Pro Asp Trp Val Pro Thr Ser Ser 

20 25 30 

Tyr Pro Leu Gly Ser Phe Pro Ala Gly Thr Gly lie Pro His Gly Gly 

35 40 45 

Gly Arg Ala His Pro Ser Val Leu Gly Asp Gly Leu Ser Cys Ala Arg 

50 55 60 

Pro Pro Leu Pro Ser Cys Ser Gin Ala Pro Gin Gly Pro Ser Ser Pro 
65 70 75 80 

Ser val Trp Arg Ser Gly Ser Ser Leu Glu Ser Pro Pro Arg Pro Arg 

85 90 95 

Asp Ser Thr His Thr Val Pro Ser Gly Leu Cys Gly 
100 105 

<210> 2311 

<211> 378 

<212> DNA 

<213> Homo sapiens 
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<400> 2311 

gtgcacgccg agatgctgcc gcaagacaag cagcgtgtcg tcggcgagtt gaagcgccag 
60 

ggcttctcag tgatcaaggt cggcgatggc atcaatgatt gcgacgctct cgccgcggcg 
120 

gatgtcggca gtcccatggg cggcagcgcg gacgtggctc tcgaaacggc cgatgctgcc 
180 

gtccttcacg gacgggtggg ggacgtcttc gcgatgatcg ccctatcgaa gcgaaccatg 
240 

gccaacatcc gacagaacat cgcgatcgcg atcgggctaa aggcggtgtt ccttgtaacg 
300 

accgtcgtcg gcatcacggg gctttggcct gcaatcctcg ccgatacggg gaccacggag 
360 

cttgtgacca tgaacgcg 
378 

<210> 2312 
<211> 126 
<212> PRT 

<213> Homo sapiens 



<400> 2312 



Val 


His 


Ala 


Glu 


Met 


Leu 


Pro 


Gin 


Asp 


Lys 


Gin 


Arg 


Val 


Val 


Gly 


Glu 


1 








5 










10 










15 




Leu 


Lys 


Arg 


Gin 
20 


Gly 


Phe 


Ser 


Val 


He 
25 


Lys 


Val 


Gly 


ASp 


Gly 
30 


He 


Asn 


Asp 


Cys 


Asp 
35 


Ala 


Leu 


Ala 


Ala 


Ala 
40 


Asp 


Val 


Gly 


Ser 


Pro 
45 


Met 


Gly 


Gly 


Ser 


Ala 
50 


Asp 


Val 


Ala 


Leu 


Glu 
55 


Thr 


Ala 


Asp 


Ala 


Ala 
60 


Val 


Leu 


His 


Gly 


Arg 


Val 


Gly 


Asp 


Val 


Phe 


Ala 


Met 


He 


Ala 


Leu 


Ser 


Lys 


Arg 


Thr 


Met 


65 










70 










75 










80 


Ala 


Asn 


He 


Arg 


Gin 
85 


Asn 


He 


Ala 


He 


Ala 
90 


He 


Gly 


Leu 


Lys 


Ala 
95 


val 


Phe 


Leu 


Val 


Thr 


Thr 


Val Val Gly 


He 


Thr 


Gly 


Leu 


Trp 


Pro 


Ala 


He 








100 










105 










110 






Leu 


Ala 


Asp 
115 


Thr 


Gly 


Thr 


Thr 


Glu 
120 


Leu 


val 


Thr 


Met 


Asn 
125 


Ala 







<210> 2313 

<211> 669 

<212> DNA 

<213> Homo sapiens 



<400> 2313 

ctagtggcat ggtctcgctg gtctttagtg 
60 

atccgaatca tggctcgtcc tggttggcct 
120 

ttaagcgacg ccggtctagc tgtcgaagtc 
180 

ccgcttggat acgcagcaca cccctatctc 
240 



gagcataccg acacatcggt gactcaaacg 
ggaaccatta acgtacgcct cacccatcgc 
accgcgcgca atgtcggtac gacagcgggg 
tgtctgggtg gcaccatcga cgactggaca 
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gtcgacgccc cgtttacctc gtggttacag gtcgatgatc ggctgctacc aatgcagatg 
300 

cgcgagatgg acagcatcca cgcgctgaac ggtctcacgg gcggacagcg caccttcgat 
360 

accgcttaca ccgtgaaagg aggacggaac cgtcggatcg cccgcatggc gtatccgggt 
420 

ctcaacggcg aaacgagcca cgaattgtgg ggcgacgccg cgatgagctg ggtgcaagtc 
480 

tacactccag acgaccgcca cagtctggcc atcgagccaa tgacctgcgg cccagatgca 
540 

tttaatgagg gcccgaccca cggtgacgtc attcgactgg agcccggtaa tgacgtcaca 
600 

ctgcactggg gcatcgccta acccgcggaa gctcgaaagg acaaggacgg gaaggcagga 
660 

ttcacgcgt 
669 

<210> 2314 
<211> 206 
<212> PRT 

<213> Homo sapiens 
<400> 2314 

Leu Val Ala Trp Ser Arg Trp Ser Leu Val Glu His Thr Asp Thr Ser 

15 10 15 

Val Thr Gin Thr He Arg He Met Ala Arg Pro Gly Trp Pro Gly Thr 

20 25 30 

He Asn Val Arg Leu Thr His Arg Leu Ser Asp Ala Gly Leu Ala Val 

35 40 4S 

Glu Val Thr Ala Arg Asn Val Gly Thr Thr Ala Gly Pro Leu Gly Tyr 

50 55 60 

Ala Ala His Pro Tyr Leu Cys Leu Gly Gly Thr He Asp Asp Trp Thr 
65 70 75 80 

Val Asp Ala Pro Phe Thr Ser Trp Leu Gin Val Asp Asp Arg Leu Leu 

85 90 95 

Pro Met Gin Met Arg Glu Met Asp Ser He His Ala Leu Asn Gly Leu 

100 105 110 

Thr Gly Gly Gin Arg Thr Phe Asp Thr Ala Tyr Thr Val Lys Gly Gly 

115 120 125 

Arg Asn Arg Arg He Ala Arg Met Ala Tyr Pro Gly Leu Asn Gly Glu 

130 135 140 

Thr Ser His Glu Leu Trp Gly Asp Ala Ala Met Ser Trp Val 'Gin Val 
145 150 155 160 

Tyr Thr Pro Asp Asp Arg His Ser Leu Ala He Glu Pro Met Thr Cys 

165 170 175 

Gly Pro Asp Ala Phe Asn Glu Gly Pro Thr His Gly Asp Val He Arg 

180 185 190 

Leu Glu Pro Gly Asn Asp Val Thr Leu His Trp Gly He Ala 
195 200 205 



<210> 2315 

<211> 546 

<212> DNA 

<213> Homo sapiens 
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<400> 2315 

nacgcgtccc tcatcgatac cgagcccggg atgggaaaac gggtgtatcg cgttgaggcc 
60 

acccaaggcc gaccaattcg catcgataag gcggtcgctt atcacacttc tcgcggcgtg 
120 

ccggtacatg aactgtttga ccgagtgcgc cgcagcttag accgagtgcg tgaacagggg 
180 

cacaacgtct actacgacga acagcgtgca tggcttgacg attactgggc aacggctgat 
240 

gttgaggtcg agggtgcccc gaccggtatt cagcaggctg tcaggtggaa ccttttccag 
300 

attgctcagg catcagcccg tgcagatcaa cttggcattc cggcaaaggg tgtaaccggg 
360 

tcaggctatg aaggccacta cttttgggac actgaggttt atgtcatccc gatgttgacc 
420 

tacactcatc caagaatcgc tgagaatgcg ctgagattcc gggtgaatac ccttccgcaa 
480 

gctcgacgcc gggctaagga attgtctgaa cgaggcgccc ttttcccgtg gcgaacaatc 
540 

accggt 
546 

<210> 2316 

<211> 182 

<212> PRT 

<213> Homo sapiens 

<400> 2316 

Xaa Ala Ser Leu lie Asp Thr Glu Pro Gly Met Gly Lys Arg Val Tyr 

15 10 15 

Arg Val Glu Ala Thr Gin Gly Arg Pro lie Arg He Asp Lys Ala Val 

20 25 30 

Ala Tyr His Thr Ser Arg Gly Val Pro Val His Glu Leu Phe Asp Arg 

35 40 45 

Val Arg Arg Ser Leu Asp Arg Val Arg Glu Gin Gly His Asn Val Tyr 

50 55 60 

Tyr Asp Glu Gin Arg Ala Trp Leu Asp Asp Tyr Trp Ala Thr Ala Asp 
65 70 75 80 

Val Glu Val Glu Gly Ala Pro Thr Gly lie Gin Gin Ala Val Arg Trp 

85 90 95 

Asn Leu Phe Gin lie Ala Gin Ala Ser Ala Arg Ala Asp Gin Leu Gly 

100 105 HO 

He Pro Ala Lys Gly Val Thr Gly Ser Gly Tyr Glu Gly His Tyr Phe 

115 120 125 

Trp Asp Thr Glu Val Tyr Val He Pro Met Leu Thr Tyr Thr His Pro 

130 135 140 

Arg He Ala Glu Asn Ala Leu Arg Phe Arg Val Asn Thr Leu Pro Gin 
145 150 1S5 160 

Ala Arg Arg Arg Ala Lys Glu Leu Ser Glu Arg Gly Ala Leu Phe Pro 

165 170 175 

Trp Arg Thr He Thr Gly 
180 
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<210> 2317 

<211> 496 

<212> DNA 

<213> Homo sapiens 

<400> 2317 

gccggcgggc ccgggaacgg tcactgacct gcagcaggca atggcggtcg cggtttaatc 
60 

agggttctgc acggagtttt ggatagtccg tccagtcgcc actggcaagg cgcgaccagg 
120 

cagctgctga cgctgctgtg atgccgagga gatcggagac gattcgtggg tgcatctgcc 
180 

gggtcagttc gatcagcgcg gtcgttcgag cgcttcctga acgcagcccc tgctggcgca 
240 

gacgtcggct gagtgggcct ggtgtgagat gcaaccccgg attcctgcca ggaaagagcc 
300 

atccctcggg tcggtgtctc gatgtgtcag cgagctcggc gatcgcattc ccgaggacct 
360 

cgggcagttc gattggctcg gctccgatgg tgagcttccc cggtcgtgat gtcacgtcga 
420 

cctgctcacg ggtgagcgcg acgatgcgag tgaggtggag gccgtagagg agcacgagca 
480 

acccagcggc acgcgt 
496 

<210> 2318 

<211> 108 

<212> PRT 

<213> Homo sapiens 

<400> 2318 

Met Pro Arg Arg Ser Glu Thr He Arg Gly Cys He Cys Arg Val Ser 

15 10 15 

Ser He Ser Ala Val Val Arg Ala Leu Pro Glu Arg Ser Pro Cys Trp 

20 25 30 

Arg Arg Arg Arg Leu Ser Gly Pro Gly Val Arg Cys Asn Pro Gly Phe 

35 40 45 

Leu Pro Gly Lys Ser His Pro Ser Gly Arg Cys Leu Asp Val Ser Ala 

50 55 60 

Ser Ser Ala He Ala Phe Pro Arg Thr Ser Gly Ser Ser lie Gly Ser 
65 70 75 80 

Ala Pro Met Val Ser Phe Pro Gly Arg Asp Val Thr Ser Thr Cys Ser 

85 90 95 

Arg Val Ser Ala Thr Met Arg Val Arg Trp Arg Pro 
100 105 

<210> 2319 

<211> 1748 

<212> DNA 

<213> Homo sapiens 

<400> 2319 

ntgatcaagt ctcggtctct ggattatacc tttgttcctc gaacttggat ctttcctgct 
60 
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gaatatactc aattccaaaa 
120 

tttatagtga aaccagctaa 
180 

gacaaacttc catctcagga 
240 

atggaaggtt acaagtttga 
300 

aaaatatttc tctaccatga 
360 

aatgagtcca atttgaccca 
420 

aatgagcatt ttgaacggga 
480 

tttacagaat tccttcaagc 
540 

gaattggtgg taaagaccct 
600 

tgtagacctg gtcaacctcc 
660 

attttgttgg atagaaaact 
720 

ggaactgatc agaaaataga 
780 

ctactaaaca taaggaccag 
840 

caaaggaggc tctatggtca 
900 

gaacagcaga gacaccagtt 
960 

gtacgaaagc agatctcacg 
1020 

atttatcctc ctgaagataa 
1080 

tttcagacct tcctttcagg 
1140 

aaaaggatga aggaagaaga 
1200 

aagttgatgg gaaaaactac 
1260 

agtactgaga taatgaaaag 
1320 

agcagctctt cagaatctga 
1380 

aagcaagtta catataatct 
1440 

tccataagac gttcagtcag 
1500 

gacacccgcc cattttctgc 
1560 

cggtcacatt ccttaaaccc 
1620 

atgcctgctc taccaactct 
1680 



ttatgtgaaa gaattgaaga 
tggtgcaatg ggtcatggga 
tcatttgatt gttcaagaat 
cttacgaatt catattctgg 
tgggcttgtg cgaatgggta 
gttatacatg catctgacaa 
tgaaactgag aacaaaggca 
aaatcaacat gatgttgcta 
gattgtagca gaacctcatg 
aggaagcgaa agtgtctgct 
aaagccatgg cttctggaga 
ctatgatgta aaaaggggag 
tgacaaaaga agaaacttgg 
aaattcaatt aaaaggctct 
ggagaggcgg aaagaagagt 
agaagaacat gaaaatcgac 
agcattactt gaaaagtatg 
aagagcagct tcattccagc 
tattttggat cttctggagc 
caagactcga ggaccaaagc 
accaaagtac tgcagcagtg 
cgaaaatgaa aaagaagagt 
taaaccctcc aaccactaca 
ctgccctcgg tccatctctg 
tcaacaaatg atatctgtgt 
gggccttcct cctacatgag 
caagtgagtg agtctttgcg 



aaaaacggaa gcagaaaact 
tttctttgat aagaaatggt 
acattgaaaa gcctttccta 
ttacatcgtg tgatccacta 
cagagaagta cattccacct 
actactccgt gaacaagcat 
gcaaacgttc catcaaatgg 
agttttggag tgatatttca 
tcctgcatgc ctatcgaatg 
ttgaagtcct gggatttgat 
ttaaccgagc cccaagcttt 
tgctgctaaa tgcgttgaag 
ccaaacaaaa agctgaggct 
taccaggctc ctcagactgg 
tgaaagagag actcgctcaa 
atatggggaa ttatagacga 
aaaatttgtt agctgttgcc 
gagagttgaa taatcctttg 
aatgtgaaat tgatgatgaa 
ctctgtgttc tatgcctgag 
acagcagtta tgatagtagc 
accaaaataa gaaaagagaa 
aattaattca acaacccagc 
ctcaatcacc ttccagtggg 
cacggccaac ttctgcatct 
gcatctgcct cacagtaatg 
gcaactgaaa acaaaagaac 
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aagaagatga tctaacaagt cagaccttat ttgttctcaa agacatgaag atccggtttc 
1740 

caggaaag 
1748 

<210> 2320 
<211> 532 
<212> PRT 

<213> Homo sapiens 



<400> 2320 



Xaa lie 


Lys 


Ser 


Arg 


Ser 


Leu 


Asp Tyr 


Thr 


Phe 


val 


Pro 


Arg 


Thr 


Trp 


1 






5 








10 










1 3 




He Phe 


Pro 


Ala 


Glu 


Tyr 


Thr 


Gin Phe 


Gin 


Asn 


Tyr 


Val 


Lys 


Glu 


Leu 






20 








25 










7 n 
J u 






Lys Lys 


Lys 


Arg 


Lys 


Gin 


Lys 


Thr Phe 


He 


Val 


Lys 


Pro 


Ala 


Asn 


Gly 




35 










40 








4 5 








Ala Met 


Gly 


His 


Gly 


He 


Ser 


Leu He 


Arg 


Asn 


Gly 


Asp 


Lys 


Leu 


Pro 


50 










55 








60 










Ser Gin 


Asp 


His 


Leu 


He 


Val 


Gin Glu 


Tyr 


He 


Glu 


Lys 


Pro 


Phe 


Leu 


65 








70 








75 










q n 
ou 


Met Glu 


Gly 


Tyr 


Lys 


Phe 


Asp 


Leu Arg 


He 


Tyr 


He 


Leu 


val 


Thr 


Ser 








85 








90 










Q C 




Cys Asp 


Pro 


Leu 


Lys 


He 


Phe 


Leu Tyr 


His 


Asp 


Gly 


Leu 


Vdl 


Arg 








100 


















110 






Gly Thr Glu 


Lys 


Tyr 


He 


Pro 


Pro Asn 


Glu 


Ser 


Asn 


Leu 




Gin 






115 










1 j£ U 








125 








Tyr Met 


His 


Leu 


Thr 


Asn 


Tyr 


Ser Val 


Asn 


Lys 


His 


Asn 


Glu 


His 


Phe 


130 










13 5 








140 










Glu Arg 


Asp 


Glu 


Thr 


Glu 


Asn 


Lys Gly 


Ser 


Lys 


Arg 


Ser 


He 


Lys 


Trp 


145 








150 








155 










160 


Phe Thr 


Glu 


Phe 


Leu 


Gin 


Ala 


Asn Gin 


His 


Asp 


Val 


Ala 


Lys 


Phe 


Trp 








165 








170 










175 




Ser Asp 


He 


Ser 


Glu 


Leu 


val 


Val Lys 


Thr 


Leu 


He 


val 


Ala 


Glu 


Pro 






180 








185 










190 






His Val 


Leu 


His 


Ala 


Tyr 


Arg 


Met Cys 


Arg 


Pro 


Gly 


Gin 


Pro 


Pro 


Gly 




195 










200 








205 








Ser Glu 


Ser 


Val 


Cys 


Phe 


Glu 


Val Leu 


Gly 


Phe 


Asp 


He 


Leu 


Leu 


Asp 


210 










215 








220 










Arg Lys 


Leu 


Lys 


Pro 


Trp 


Leu 


Leu Glu 


He 


Asn 


Arg 


Ala 


Pro 


Ser 


Phe 


225 








230 








235 










240 


Gly Thr Asp 


Gin 


Lys 


He 


Asp 


Tyr Asp 


Val 


Lys 


Arg 


Gly 


Val 


Leu 


Leu 








245 








250 










255 




Asn Ala 


Leu 


Lys 


Leu 


Leu 


Asn 


He Arg 


Thr 


Ser 


Asp 


Lys 


Arg 


Arg 


Asn 






260 








265 










270 






Leu Ala 


Lys 


Gin 


Lys 


Ala 


Glu 


Ala Gin 


Arg 


Arg 


Leu 


Tyr 


Gly 


Gin 


Asn 




275 










280 








285 








Ser lie 


Lys 


Arg 


Leu 


Leu 


Pro 


Gly Ser 


Ser 


Asp 


Trp 


Glu 


Gin 


Gin 


Arg 


290 










295 








300 










His Gin 


Leu 


Glu 


Arg 


Arg 


Lys 


Glu Glu 


Leu 


Lys 


Glu 


Arg 


Leu 


Ala 


Gin 


305 








310 








315 










320 


Val Arg 


Lys 


Gin 


He 


Ser 


Arg 


Glu Glu 


His 


Glu 


Asn 


Arg 


His 


Met 


Gly 








325 








330 










335 




Asn Tyr Arg 


Arg 


He 


Tyr 


Pro 


Pro Glu 


Asp 


Lys 


Ala 


Leu 


Leu 


Glu 


Lys 
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340 




345 










350 






Tyr 


Glu 


Asn 


Leu 


Leu Ala Val Ala 


Phe 


Gin 


Thr 


Phe 


Leu 


Ser 


Gly 


Arg 






355 




360 










365 








Ala 


Ala 


Ser 


Phe 


Gin Arg Glu Leu 


Asn 


Asn 


Pro 


Leu 


Lys 


Arg 


Met 


Lys 




370 






375 








380 










Glu 


Glu 


Asp 


He 


Leu Asp Leu Leu 


Glu 


Gin 


Cys 


Glu 


He 


Asp 


Asp 


Glu 


385 








390 






395 










400 


Lys 


Leu 


Met 


Gly 


Lys Thr Thr Lys 


Thr 


Arg 


Gly 


Pro 


Lys 


Pro 


Leu 


Cys 










405 




410 










415 




Ser 


Met 


Pro 


Glu 


Ser Thr Glu He 


Met 


Lys 


Arg 


Pro 


Lys 


Tyr 


Cys 


Ser 








420 




425 










430 






Ser 


Asp 


Ser 


Ser 


Tyr Asp Ser Ser 


Ser 


Ser 


Ser 


Ser 


Glu 


Ser 


Asp 


Glu 






435 




440 










445 








Asn 


Glu 


Lys 


Glu 


Glu Tyr Gin Asn 


Lys 


Lys 


Arg 


Glu 


Lys 


Gin 


Val 


Thr 




450 






455 








460 










Tyr 


Asn 


Leu 


Lys 


Pro Ser Asn His 


Tyr 


Lys 


Leu 


He 


Gin 


Gin 


Pro 


Ser 


465 








470 






475 










480 


Ser 


He 


Arg 


Arg 


Ser Val Ser Cys 


Pro 


Arg 


Ser 


He 


Ser 


Ala 


Gin 


Ser 










485 




490 










495 




Pro 


Ser 


Ser 


Gly 


Asp Thr Arg Pro 


Phe 


Ser 


Ala 


Gin 


Gin 


Met 


He 


Ser 








500 




505 










510 






Val 


Ser 


Arg 


Pro 


Thr Ser Ala Ser 


Arg 


Ser 


His 


Ser 


Leu 


Asn 


Pro 


Gly 






515 




520 










525 








Leu 


Pro 


Pro 


Thr 





















530 



<210> 2321 

<211> 433 

<212> DNA 

<213> Homo sapiens 

<400> 2321 

caattgtgtg gacgtgtcta tgtgtgtttc taattctata ctatcttgaa aatggttcag 
60 

cgttctagaa atacagccac ataatttttt ttgttttgaa aaactgctca gcaaatgcat 
120 

acaggtcata atggcaggta acagaccatt tattgaagtg ctgaaacaaa tagaaaacaa 
180 

agtccaggac accatcacag agcagtactt cccttgtgag atactctcag ctaagtaaga 
240 

attgagtgag acaacaataa aacaaatacc cataggcttt tcaaacagta acaacccgct 
300 

cagggttagc agcatttcta gaccttgatg gtaaaatgat gttctcaacc tttgctttca 
360 

gacactggat cactgcttaa gtagccttta tcttttcccc ctaatttttg ttgaagatgc 
420 

cagaggtgga gtg 
433 

<210> 2322 

<211> 105 

<212> PRT 

<213> Homo sapiens 
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<400> 2322 




























Met Leu 


Leu 


Thr 


Leu 


Ser 


Gly 


Leu 


Leu 


Leu 


Phe 


Glu 


Lys 


Pro 


Met 


Gly 


1 






5 










10 










IS 




lie Cys 


Phe 


He 
20 


Val 


Val 


Ser 


Leu 


Asn 
25 


Ser 


Tyr 


Leu 


Ala 


Glu 
30 


Ser 


He 


Ser Gin 


Gly 
35 


Lys 


Tyr 


Cys 


Ser 


Val 
40 


Met 


Val 


Ser 


Trp 


Thr 
45 


Leu 


Phe 


Ser 


lie Cys 


Phe 


Ser 


Thr 


Ser 


He 


Asn Gly 


Leu 


Leu 


Pro 


Ala 


He 


Met 


Thr 


50 










55 










60 










Cys Met 


His 


Leu 


Leu 


Ser 


Ser 


Phe 


Ser 


Lys 


Gin 


Lys 


Lys 


Leu 


Cys 


Gly 


65 








70 










75 










60 


Cys He 


Ser 


Arg 


Thr 
85 


Leu 


Asn 


His 


Phe 


Gin 
90 


Asp 


Ser 


He 


GlU 


Leu 
95 


Glu 


Thr His 


lie 


Asp 
100 


Thr 


Ser 


Thr 


Gin 


Leu 
105 

















<210> 2323 
<211> 532 
<212> DNA 

<213> Homo sapiens 
<400> 2323 

acgcgtcaaa actggcaaag ctggcggctt agggggaggg gcaagtggac ttggaggccc 
60 

tcctccactg tgcaccccct tggaaaaaaa gcggaggggg catcaagtaa aagtttcttg 
120 

ccaggcagag ccagctcggc ggccccccgc acatagctgg ggttagcagg ggttgcttct 
160 

ctgccgggca cagcgntctc caggagccag ccggggagag ctgagccaag gccgaaggag 
240 

ccgcctgcgg gcttagccgc cccctcccgc ccgttggccc cagagcggac gctgggacgc 
300 

ccggggtctg gcagctctgc gcccggctag gagcgggcgg gcgagcatta gcctgcgtcc 
360 

tggagaaggg gcgcagcgcc gcagttgagg ccgaagcagc ccctcgcggg cgtaggatac 
420 

ctgtcagtga gcgcccggat tgcacggccc ccgggtagtg cctgccggcg aggggcggga 
480 

gctcgggtga cttggccatc cccatccccg gcccaggccc ggagggcggc eg 
532 

<210> 2324 
<2il> 51 
<212> PRT 

<213> Homo sapiens 
<400> 2324 

Thr Arg Gin Asn Trp Gin Ser Trp Arg Leu Arg Gly Arg Gly Lys Trp 

15 10 15 

Thr Trp Arg Pro Ser Ser Thr Val His Pro Leu Gly Lys Lys Ala Glu 

20 25 30 

Gly Ala Ser Ser Lys Ser Phe Leu Pro Gly Arg Ala Ser Ser Ala Ala 

35 40 45 

Pro Arg Thr 
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50 

<210> 2325 
<211> 459 
<212> DNA 

<213> Homo sapiens 
<400> 2325 

nnacgcgtgc aggaccgcat gagcgccatc tgggagagag gagtggttgg aggaaagatg 
60 

gatgagaacc gttttgtggc cgttaccagt tccaacgcag ctaagcttct gaacctgtat 
120 

ccccgcaagg gccgcattat tcccggagcc gatgctgatg tggtggtgtg ggacccagaa 
180 

gccacaaaga ccatctcagc cagcacgcag gtccagggag gagacttcaa cctgtatgag 
240 

aacatgcgct gccacggcgt gccactggtc accatcagcc gggggcgcgt cgtgtatgag 
300 

aacggcgtct tcatgtgcgc cgagggcacc ggcaagttct gtcccctgag gtccttccca 
360 

gacactgtct acaagaagct ggtccagaga gagaagactt taaaggttag aggagtggcc 
420 

cgcactccct acctggggga tgtcgctgtt gtcgtgcac 
459 

<210> 2326 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 2326 



Xaa 


Arg 


Val Gin Asp 


Arg 


Met 


Ser 


Ala 


He 


Trp 


Glu 


Arg 


Gly 


Val 


Val 


1 




5 










10 










15 




Gly 


Gly 


Lys Met Asp 


Glu 


Asn 


Arg 


Phe 


Val 


Ala 


Val 


Thr 


Ser 


Ser 


Asn 






20 








25 










30 






Ala 


Ala 


Lys Leu Leu 


Asn 


Leu 


Tyr 


Pro 


Arg 


Lys 


Gly 


Arg 


He 


He 


Pro 






35 






40 










45 








Gly 


Ala 


Asp Ala Asp 


val 


Val 


val 


Trp 


Asp 


Pro 


Glu 


Ala 


Thr 


Lys 


Thr 




50 






55 










60 










lie 


Ser 


Ala Ser Thr 


Gin 


Val 


Gin 


Gly 


Gly 


Asp 


Phe 


Asn 


Leu 


Tyr 


Glu 


65 






70 










75 










80 


Asn 


Met 


Arg Cys His 


Gly 


Val 


Pro 


Leu 


Val 


Thr 


He 


Ser 


Arg 


Gly 


Arg 






85 










90 










95 




Val 


val 


Tyr Glu Asn 


Gly 


Val 


Phe 


Met 


Cys 


Ala 


Glu 


Gly 


Thr 


Gly 


Lys 






100 








105 










110 






Phe 


Cys 


Pro Leu Arg 


Ser 


Phe 


Pro 


Asp 


Thr 


Val 


Tyr 


Lys 


Lys 


Leu 


Val 






115 






120 










125 








Gin 


Arg 


Glu Lys Thr 


Leu 


Lys 


Val 


Arg 


Gly 


Val 


Ala 


Arg 


Thr 


Pro 


Tyr 




130 






135 










140 










Leu 


Gly 


Asp Val Ala 


val 


val 


Val 


His 

















145 150 

<210> 2327 
<211> 599 
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<212> DNA 

<213> Homo sapiens 

<400> 2327 

gaattccaga agatcaagta ttcctacgat gccctggaga agaagcagtt tctccccgtg 
60 

gcctttcctg tgggaaacgc cttctcatac taccagagca acagaggctt ccaggaagac 
120 

tcagagatcc gagcagctga gaagaaattt gggagcaaca aggccgagat ggtggtgcct 
180 

gacttctcgg agcttttcaa ggagagagcc acagccccct tctttgtatt tcaggtgttc 
240 

tgtgtggggc tctggtgcct ggatgagtac tggtactaca gcgtctttac gctatccatg 
300 

ctggtggcgt tcgaggcctc gctggtgcag cagcagatgc ggaacatgtc ggagatccgg 
360 

aagatgggca acaagcccca catgatccag gtctaccgaa gccgcaagtg gaggcccatt 
420 

gccagtgatg agatcgtacc aggggacatc gtctccatcg gtgaggccgg gttccgctca 
480 

gtcccagtgg gagccccagc ctcagggcct ctggccaacc ctcctgcctc tgccctgcag 
540 

gccgctcccc acaggagaac ctggtgccat gtgacgtgct tctgctgcga ggccgctgc 
599 

<210> 2328 
<211> 199 
<212> PRT 

<213> Homo sapiens 



<400> 2328 



Glu 


Phe 


Gin 


Lys 


He 


Lys 


Tyr 


Ser 


Tyr 


Asp 


Ala 


Leu 


Glu 


Lys 


Lys 


Gin 


1 








5 










10 










15 




Phe 


Leu 


Pro 


Val 
20 


Ala 


Phe 


Pro 


Val 


Gly 
25 


Asn 


Ala 


Phe 


Ser 


Tyr 
30 


Tyr 


Gin 


Ser 


Asn 


Arg 
35 


Gly 


Phe 


Gin 


Glu 


Asp 
40 


Ser 


Glu 


He 


Arg 


Ala 
45 


Ala 


Glu 


Lys 


Lys 


Phe 
50 


Gly 


Ser 


Asn 


Lys 


Ala 
55 


Glu 


Met 


Val 


val 


Pro 
60 


Asp 


Phe 


Ser 


Glu 


Leu 


Phe 


Ly3 


Glu 


Arg 


Ala 


Thr 


Ala 


Pro 


Phe 


Phe 


val 


Phe 


Gin 


Val 


Phe 


65 










70 










75 










80 


Cys 


Val 


Gly 


Leu 


Trp 
85 


Cys 


Leu 


Asp 


Glu 


Tyr 
90 


Trp 


Tyr 


Tyr 


Ser 


Val 
95 


Phe 


Thr 


Leu 


Ser 


Met 
100 


Leu 


Val 


Ala 


Phe 


Glu 
105 


Ala 


Ser 


Leu 


Val 


Gin 
110 


Gin 


Gin 


Met 


Arg 


Asn 
115 


Met 


Ser 


Glu 


He 


Arg 
120 


Lys 


Met 


Gly 


Asn 


Lys 
125 


Pro 


His 


Met 


lie 


Gin 
130 


Val 


Tyr 


Arg 


Ser 


Arg 
135 


Lys 


Trp 


Arg 


Pro 


He 
140 


Ala 


Ser 


Asp 


Glu 


He 


Val 


Pro 


Gly 


Asp 


He 


val 


Ser 


He 


Gly 


Glu 


Ala 


Gly 


Phe 


Arg 


Ser 


145 










150 










155 










160 


Val 


Pro 


Val 


Gly 


Ala 
165 


Pro 


Ala 


Ser 


Gly 


Pro 
170 


Leu 


Ala 


Asn 


Pro 


Pro 
175 


Ala 


Ser 


Ala 


Leu 


Gin 


Ala 


Ala 


Pro 


His 


Arg 


Arg 


Thr 


Trp 


Cys 


His 


Val 


Thr 
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180 185 190 

Cys Phe Cys Cys Glu Ala Ala 
195 

<210> 2329 

<211> 392 

<212> DNA 

<213> Homo sapiens 

<400> 2329 

acgcgttcca tgaatgctgg tgcggctgcc gcgattgcta tgtacgcctg gacgacgcag 
60 

tggtgtccaa agccacgcac tagctgatcg gggagaaccg tcaccctcta ggctcgtgtc 
120 

atgagcacgc aacccactga ggaaccactc cgactagttg tggcattcaa tccagtgcct 
180 

agtgcctccc gggttgctca tcatcatgcg acgagatttc gcctggcggt gcaggccttc 
240 

attgtcgtcg tcattggtgg tttgttgtgg gcgttgacgg ccgacgcctt ccagttatcg 
300 

acggtgatgt ggatgctcgg ggcatgggtg gtgctattcc tcgtgctttt cgtcatccag 
360 

aatctgcggc tgcacgccgc tcgcaaggat cc 
392 

<210> 2330 

<211> 90 

<212> PRT 

<213> Homo sapiens 

<400> 2330 

Met Ser Thr Gin Pro Thr Glu Glu Pro Leu Arg Leu Val Val Ala Phe 

15 10 IS 

Asn Pro Val Pro Ser Ala Ser Arg Val Ala His His His Ala Thr Arg 

20 25 30 

Phe Arg Leu Ala Val Gin Ala Phe He Val Val Val He Gly Gly Leu 

35 40 45 

Leu Trp Ala Leu Thr Ala Asp Ala Phe Gin Leu Ser Thr Val Met Trp 

50 55 60 

Met Leu Gly Ala Trp Val Val Leu Phe Leu Val Leu Phe Val He Gin 
6S 70 75 80 

Asn Leu Arg Leu His Ala Ala Arg Lys Asp 
85 90 

<210> 2331 

<211> 2813 

<212> DNA 

<213> Homo sapiens 

<400> 2331 

nnggagcaag agagttatta aaagtgggtg gaagacttcc tggtgcagga ggctcactcc 
60 

gatttaaggt gcccgagtcc acgctgatgg actgccgtag acaactgaaa gacagtaagc 
120 



1702 



WO 00/58473 



PCT/US00/08621 



aaattttatc tattacaaag aactttaaag ttgagaatat tggacctctt cctataactg 
1BO 

tttcgtctct gaaaattaat gggtataact gccaaggtta tggattcgag gtgctggatt 
240 

gggattcagt ttcccctgga cccaaacaca tcccgcgata tcagcattgt gttcactcca 
300 

gactttacct cctcctgggt aattcgggac ctaagtcttg taaccgcagc ggacctagaa 
360 

tttcgcttca ctctcaatgt gactctccct catcacctgt tgcccttgtg tgcagacgtg 
420 

gttccaggac ccagctggga ggagtcattc tggaggctca cggtcttctt tgtcagtttg 
480 

tccctgttgg gtgtgatttt aatagccttc caacaagcac agtacattct catggaattc 
S40 

atgaaaacaa gacagaggca aaatgctagc tcctcttcac agcaaaacaa tggtcctatg 
600 

gatgcaatca gcccccattc ttacaaaagc aattgcaaga actttctcga tacatatggc 
660 

ccctctgata aaggcagggg gaagaactgc cttccagtga acactcccca aagcaggatc 
720 

cagaatgctg caaagaggag cccagccacc tatggtcatt ctcagaagaa gcacaaatgc 
780 

tcagtgtatt acagtaaaca caaaaccagc acagctgcgg ccagcagcac cagcacgact 
840 

actgaggaaa aacagacttc acccctgggc agctcactgc ctgctgctaa agaggacatt 
900 

tgcactgatg ccatgcgtga gaactggatc agcctcagat atgcaagtgg cataaatgtc 
960 

aacctgcaga agaatttaac ccttcccaaa aacttactga ataaagaaga aaacacactg 
1020 

aaaaacacaa ttgttttcag taatccttct tcagaatgta gtatgaagga gggaatacag 
1080 

acatgtatgt ttcctaagga aactgacatt aaaacttcag agaacacagc tgagttcaag 
1140 

gaacgggagc tctgtccact gaagacctcc aagaaactac ctgaaaacca tttaccaaga 
1200 

aactcacctc agtaccacca gccagacttg ccagaaattt ccaggaaaaa taatgggaat 
1260 

aaccagcaag tacctgtcaa gaatgaagta gatcattgtg aaaatttgaa gaaggtggac 
1320 

acaaagcctt cttcagaaaa gaagattcac aaaacatcta gagaagacat gttttctgag 
1380 

aaacaggaca tacctttcgt agagcaagaa gatccttata ggaagaaaaa gcttcaggag 
1440 

aaaagagaag gaaatttaca aaatttaaat tggagtaaaa gtcgaacatg tagaaagaac 
1500 

aagaaaaggg gtgttgctcc agtctcaagg cctcctgaac agagtgatct aaagcttgtg 
1560 

tgcagtgact ttgagaggtc tgagctgagc agtgacatca atgtaagaag ctggtgtata 
1620 

caggaaagca ctagggaggt ttgtaaagca gatgccgaaa ttgcaagcag tttacctgct 
1680 

gcccagagag aggcaggtta ctaccagaag cctgagaaga aatgtgtgga caagttctgc 
1740 
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tccgattcca gctctgactg tgggagctcc 
1BOO 

tgggggagct ggagcagcac cagcagctcc 
1860 

cagcacttcc tgccggccgg agacagtgtt 
1920 

atctccttga atctttctca taacatctgc 
1980 

tacgcagagc cttcctgtcc cagccttcct 
2040 

ggtctttact cacctggaga cctgtggccc 
2100 

aactgcaccc tggagaacgg cgtgccttgt 
2160 

agtttcattg attggagtgc aacatgcgaa 
2220 

gaattgaacg attacaatgc ctttccagaa 
2280 

tgtcctgcag atgttcagac agactttatt 
2340 

ccacccaaca tgcctgctgc ctggggacat 
2400 

acaagcaccc gaagcttgtc tccaatgtct 
2460 

agcgatgtgt atgaaaattg ctgccccatc 
2520 

gaaaaccaag cggtcgtgtg caaggaatac 
2580 

atgaacctgg acatatggac taccacagcg 
2640 

gactcgagtt actgtgggaa tgtgtgaaaa 
2700 

aggcttgtgt tttgattact agtgtaaact 
2760 

atattttggc acttttatat gaaaataaat 
2813 



tctggcagcg tgcgtgccag ccggggcagc 
gacggggata agaagcccat ggtggacgcc 
tcacaaaatg attttccttc tgaagctccc 
aatcccatga ccgtgaatag tctcccacaa 
gccgggccca caggtgttga agaagataaa 
actccgccag tgtgtgtgac aagcagctta 
gtgattcagg agtcggcccc ggttcataat 
ggccagtttt ccagcgcata ctgtccattg 
gaaaacatga actatgccaa tggcttcccc 
gatcacaact ctcagtctac ctggaacacc 
gccagtttca tcagctctcc gccctacctc 
ggactttttg gttccatctg ggccccgcaa 
aaccccacca cggaacattc gacccacatg 
tacccggggt tcaacccgtt tcgcgcctat 
aataggaatg caaatttccc actgtctaga 
taattggatt tttaaacaat gtgaataaag 
ggttattgag atagattatg acattggtgg 
tttttaatga aaaaaaaaaa aaa 



<210> 2332 
<211> 789 
<212> PRT 

<213> Homo sapiens 



<400> 2332 

Pro Asp Phe Thr Ser Ser Trp Val 

1 5 
Ala Ala Asp Leu Glu Phe Arg Phe 
20 

His Leu Leu Pro Leu Cys Ala Asp 

35 40 
Glu Ser Phe Trp Arg Leu Thr Val 

50 55 
Gly Val He Leu He Ala Phe Gin 
65 70 
Phe Met Lys Thr Arg Gin Arg Gin 



He Arg Asp Leu Ser Leu Val Thr 

10 15 
Thr Leu Asn Val Thr Leu Pro His 
25 30 
Val Val Pro Gly Pro Ser Trp Glu 
45 

Phe Phe Val Ser Leu Ser Leu Leu 
60 

Gin Ala Gin Tyr lie Leu Met Glu 

75 80 
Asn Ala Ser Ser Ser Ser Gin Gin 
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85 90 95 



Asn 


Asn 


Gly 


Pro 


Met 


Asp 


Val 


He 


Ser 


Pro 


His 


Ser 


Tyr 


Lys 


Ser 


Asn 








100 










105 










110 






Cys 


Lys 


Asn 


Phe 


Leu Asp Thr 


Tyr Gly 


Pro 


Ser 


Asp 


Lys 


Gly Arg 


Gly 






115 










120 










125 








Lys 


Asn 


Cys 


Leu 


Pro 


val 


Asn 


Thr 


Pro 


Gin 


Ser 


Arg 


He 


Gin 


Asn 


Ala 




130 










135 










140 










Ala 


Lys 


Arg 


Ser 


Pro 


Ala 


Thr 


Tyr Gly His 


Ser 


Gin 


Lys 


Lys 


His 


Lys 


145 










150 










155 










160 


Cys 


Ser 


Val 


Tyr 


Tyr 


Ser 


Lys 


His 


Lys 


Thr 


Ser 


Thr 


Ala 


Ala 


Ala 


Ser 










165 










170 










175 




Ser 


Thr 


Ser 


Thr 


Thr 


Thr 


Glu 


Glu 


Lys 


Gin 


Thr 


Ser 


Pro Leu Gly 


Ser 








180 










185 










190 






Ser 


Leu 


Pro 


Ala 


Ala 


Lys 


Glu 


Asp 


He 


Cys 


Thr 


Asp 


Ala 


Met 


Arg 


Glu 






195 










200 










205 








Asn 


Trp 


He 


Ser 


Leu 


Arg 


Tyr 


Ala 


Ser 


Gly 


He 


Asn 


Val 


Asn 


Leu 


Gin 




210 










215 










220 










Lys 


Asn 


Leu 


Thr 


Leu 


Pro 


Lys 


Asn 


Leu 


Leu 


Asn 


Lys 


Glu 


Glu 


Asn 


Thr 


225 










230 










235 










240 


Leu 


Lys 


Asn 


Thr 


He 


Val 


Phe 


Ser 


Asn 


Pro 


Ser 


Ser 


Glu 


Cys 


Ser 


Met 










245 










250 










255 




Lys 


Glu 


Gly 


He 


Gin 


Thr 


Cys 


Met 


Phe 


Pro 


Lys 


Glu 


Thr 


Asp 


He 


Lys 








260 










265 










270 






Thr 


Ser 


Glu 


Asn 


Thr 


Ala 


Glu 


Phe 


Lys 


Glu 


Arg 


Glu 


Leu 


Cys 


Pro 


Leu 






275 










280 










285 








Lys 


Thr 


Ser 


Lys 


Lys 


Leu 


Pro 


Glu 


Asn 


His 


Leu 


Pro 


Arg 


Asn 


Ser 


Pro 




290 










295 










300 










Gin Tyr 


His 


Gin 


Pro Asp Leu 


Pro 


Glu 


He 


Ser 


Arg 


Lys 


Asn 


Asn 


Gly 


305 










310 










315 










320 


Asn 


Asn 


Gin 


Gin 


val 


Pro 


Val 


Lys 


Asn 


Glu 


Val 


Asp 


His 


Cys Glu 


Asn 










325 










330 










335 




Leu 


Lys 


Lys 


Val 


Asp 


Thr 


Lys 


Pro 


Ser 


Ser 


Glu Lys 


Lys 


He 


His 


Lys 








340 










345 










350 






Thr 


Ser 


Arg 


Glu 


Asp Met 


Phe 


Ser 


Glu 


Lys 


Gin Asp 


He 


Pro 


Phe 


Val 






355 










360 










365 








Glu 


Gin 


Glu 


Asp 


Pro Tyr Arg 


Lys 


Lys 


Lys 


Leu 


Gin 


Glu 


Lys 


Arg 


Glu 




370 










375 










380 










Gly Asn 


Leu 


Gin 


Asn 


Leu 


Asn 


Trp Ser 


Lys 


Ser Arg Thr Cys Arg 


Lys 


385 










390 










395 










400 


Asn Lys 


Lys 


Arg 


Gly Val Ala 


Pro 


Val 


Ser 


Arg 


Pro 


Pro 


Glu 


Gin 


Ser 










405 










410 










41S 




Asp 


Leu 


Lys 


Leu 


Val Cys Ser 


Asp 


Phe 


Glu 


Arg Ser Glu Leu 


Ser 


Ser 








420 










425 










430 






Asp 


He 


Asn 


Val 


Arg Ser Trp 


Cys 


He 


Gin 


Glu Ser Thr Arg Glu 


Val 






435 










440 










445 








Cys 


Lys 


Ala 


Asp 


Ala 


Glu 


He 


Ala 


Ser 


Ser 


Leu 


Pro 


Ala 


Ala 


Gin 


Arg 




450 










455 










460 










Glu 


Ala 


Gly 


Tyr 


Tyr Gin Lys 


Pro 


Glu 


Lys 


Lys Cys Val Asp Lys 


Phe 


465 










470 










475 










480 


Cys 


Ser 


Asp 


Ser 


Ser Ser Asp 


Cys Gly Ser 


Ser Ser Gly Ser Val 


Arg 










485 










490 










495 




Ala 


Ser 


Arg 


Gly 


Ser Trp Gly 


Ser 


Trp 


Ser 


Ser 


Thr 


Ser 


Ser 


Ser 


Asp 








500 










505 










510 






Gly Asp 


Lys 


Lys 


Pro 


Met 


Val 


Asp 


Ala 


Gin 


His 


Phe 


Leu 


Pro 


Ala 


Gly 



1705 



WO 00/58473 



PCT/USOO/08621 







515 






520 






525 








Asp 


Ser 


Val 


Ser 


Gin 


Asn Asp Phe Pro Ser 


Glu 


Ala 


Pro 


He 


Ser 


Leu 




530 








535 




540 










Asn 


Leu 


Ser 


His 


Asn 


lie Cys Asn Pro Met 


Thr 


Val 


Asn 


Ser 


Leu 


Pro 


545 










550 


555 










560 


Gin 


Tyr 


Ala 


Glu 


Pro 


Ser Cys Pro Ser Leu 


Pro Ala Gly 


Pro 


Thr 


Gly 








565 


570 










575 




val 


Glu 


Glu 


Asp 


Lys 


Gly Leu Tyr Ser Pro 


Gly Asp 


Leu 


Trp 


Pro 


Thr 








580 




585 








590 






Pro 


Pro 


Val 


Cys 


Val 


Thr Ser Ser Leu Asn 


Cys 


Thr 


Leu 


Glu 


Asn 


Gly 






595 






600 






605 








Val 


Pro 


Cys 


Val 


lie 


Gin Glu Ser Ala Pro 


Val 


His 


Asn 


Ser 


Phe 


He 




610 








615 




620 










Asp 


Trp 


Ser 


Ala 


Thr 


Cys Glu Gly Gin Phe 


Ser 


Ser 


Ala 


Tyr 


Cys 


Pro 


625 










630 


635 










640 


Leu 


Glu 


Leu 


Asn Asp 


Tyr Asn Ala Phe Pro 


Glu 


Glu 


Asn 


Met 


Asn 


Tyr 










645 


650 










655 




Ala 


Asn 


Gly 


Phe 


Pro 


Cys Pro Ala Asp Val 


Gin 


Thr 


Asp 


Phe 


He 


Asp 








660 




665 








6 70 






His 


Asn 


Ser 


Gin 


Ser 


Thr Trp Asn Thr Pro 


Pro 


Asn 


Met 


Pro 


Ala 


Ala 






675 






680 






685 








Trp 


Gly 


His 


Ala 


ser 


Phe lie Ser Ser Pro 


Pro Tyr 


Leu 


Thr 


Ser 


Thr 




690 








695 




700 










Arg 


Ser 


Leu 


Ser 


Pro 


Met Ser Gly Leu Phe 


Gly Ser lie 


Trp 


Ala 


Pro 


705 










710 


715 










720 


Gin 


Ser 


Asp 


Val 


Tyr 


Glu Asn Cys Cys Pro 


He 


Asn 


Pro 


Thr 


Thr 


Glu 










725 


730 










735 




His 


Ser 


Thr 


His 


Met 


Glu Asn Gin Ala Val 


Val 


Cys 


Lys 


Glu 


Tyr 


Tyr 








740 




745 








750 






Pro 


Gly 


Phe 


Asn 


Pro 


Phe Arg Ala Tyr Met 


Asn 


Leu Asp 


He 


Trp 


Thr 






755 






760 






765 








Thr 


Thr 


Ala 


Asn Arg 


Asn Ala Asn Phe Pro 


Leu 


Ser 


Arg 


Asp 


Ser 


Ser 




770 








775 




780 










Tyr 


Cys 


Gly 


Asn 


Val 

















785 



<210> 2333 
<211> 501 
<212> DNA 

<213> Homo sapiens 
<400> 2333 

cgtatgattg gtgtgggaca aatactattc aacaagagta cctaaatcat tgtttaaggc 
60 

gaagtaataa atatgaatgg ggtgtatcat ataatgaaca acgaatatcc atatagtgca 
120 

gacgaagttc ttcacaaagc aaaatcatat ttgtcagcag atgaatatga gtatgtttta 
180 

aaaagctatc atattgctta tgaagcacat aaaggtcagt tccgaaaaaa cggattacca 
240 

tacattatgc atcctataca agttgcaggt attttaacag aaatgcgatt agacggaccg 
300 

acgattgtcg caggtttttt gcatgatgta attgaagata caccgtatac atttgaagat 
360 



1706 



WO 00/58473 PCT/US00/08621 



gtaaaagaaa tgttcaatga agaagttgct cgaattgttg atggtgtgac gaagcttaaa 
420 

aaaataaaat accgctcaaa agaagaacaa caagctgaaa atcatcgcaa gttatttatt 
480 

gcgattgcca aagatgtacg c 
501 

<210> 2334 
<211> 143 
<212> PRT 

<213> Homo sapiens 



<400> 2334 




























Met Asn 


Gly 


val 


Tyr 


His 


He 


Met 


Asn 


Asn 


Glu 


Tyr 


Pro 


Tyr 


Ser 


Ala 


1 






5 










10 










15 




Asp Glu 


Val 


Leu 


His 


Lys 


Ala 


Lys 


Ser 


Tyr 


Leu 


Ser 


Ala 


Asp 


Glu 


Tyr 






20 










25 










30 






Glu Tyr 


Val 


Leu 


Lys 


Ser 


Tyr 


His 


He 


Ala 


Tyr 


Glu 


Ala 


His 


Lys 


Gly 




35 










40 










45 








Gin Phe 


Arg 


Lys 


Asn Gly 


Leu 


Pro 


Tyr 


He 


Met 


His 


Pro 


He 


Gin 


Val 


50 










55 










60 










Ala Gly 


He 


Leu 


Thr 


Glu 


Met 


Arg 


Leu 


Asp 


Gly 


Pro 


Thr 


He 


val 


Ala 


65 








70 










75 










80 


Gly Phe 


Leu 


His 


Asp 


Val 


He 


Glu 


Asp 


Thr 


Pro 


Tyr 


Thr 


Phe 


Glu 


Asp 








85 










90 










95 




Val Lys 


Glu 


Met 


Phe 


Asn 


Glu 


Glu 


Val 


Ala 


Arg 


He 


Val 


Asp 


Gly 


Val 






100 










105 










110 






Thr Lys 


Leu 


Lys 


Lys 


He 


Lys 


Tyr 


Arg 


Ser 


Lys 


Glu 


Glu 


Gin 


Gin 


Ala 




115 










120 










125 








Glu Asn 


His 


Arg 


Lys 


Leu 


Phe 


He 


Ala 


He 


Ala 


Lys 


Asp 


Val 


Arg 




130 










135 










140 











<210> 2335 
<211> 387 
<212> DNA 

<213> Homo sapiens 
<400> 2335 

ggatcctgag cgtggggact tctttgcact ccacagaacc ctcacttgta cctctacttt 
60 

tctctgcaga tggaccacac agcattcccc tgtggctgct gcagggaggg ctgtgagaac 
120 

cccatgggcc gtgtggaatt taatcaggca agagttcaga cccatttcat ccacacactc 
180 

acccgcctgc agttggaaca ggaggctgag agctttaggg agctggaggc ccctgcccag 
240 

ggcagcccac ccagccctgg tgaggaggcc ctggtcccta ctttcccact ggccaagccc 
300 

cccatgaaca atgagctggg agacaacagc tgcagcagcg acatgactga ttcttccaca 
360 

gcatcttcat cagcatcggg cactagt 
387 

<210> 2336 
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<211> 106 
<212> PRT 
<213> Homo sapiens 

<400> 2336 



Met 


Asp 


His 


Thr 


Ala Phe Pro 


Cys Gly Cys Cys Arg Glu Gly Cys 


Glu 


1 








5 


10 






15 




Asn 


Pro 


Met 


Gly 


Arg Val Glu 


Phe Asn Gin Ala Arg 


Val 


Gin 


Thr 


His 








20 




25 




30 






Phe 


lie 


His 


Thr 


Leu Thr Arg 


Leu Gin Leu Glu Gin 


Glu 


Ala 


Glu 


Ser 






35 






40 


45 








Phe 


Arg 


Glu 


Leu 


Glu Ala Pro 


Ala Gin Gly Ser Pro 


Pro 


Ser 


Pro Gly 




50 






55 


60 










Glu 


Glu 


Ala 


Leu 


Val Pro Thr 


Phe Pro Leu Ala Lys 


Pro 


Pro 


Met 


Asn 


65 








70 


75 








80 


Asn 


Glu 


Leu 


Gly 


Asp Asn Ser 


Cys Ser Ser Asp Met 


Thr 


Asp 


Ser 


Ser 










85 


90 






95 




Thr 


Ala 


Ser 


Ser 


Ser Ala Ser 


Gly Thr Ser 
















100 




105 











<210> 2337 

<211> 359 

<212> DNA 

<213> Homo sapiens 

<400> 2337 

ngagaagagg aggagtcatc ggcaggggcc ggcatctcca ggcctcgcca agccgctggg 
60 

accatgtgca gctcaagaat ggcctccggc ccatcggcct cggggcaggg gaagggcagc 
120 

ttctctgcac cagcttccct gctgggctcc agggcccaca ggctgaggcc gggggcccag 
180 

gggtcaatgc caggcaccct gctattgagg aacctatcca ggaggaagga ctcgggcaga 
240 

cctgcgggat cctcgtcctc ccacgggtcc tcatggcaga agcagaagga gctggagtcg 
300 

ctgaggtccg tgggcaggcg ggctgggccc aacgtggggt caccgacctc ctcaaagct 
3S9 

<210> 2338 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 2338 

Met Cys Ser Ser Arg Met Ala Ser Gly Pro Ser Ala Ser Gly Gin Gly 

15 10 15 

Lys Gly Ser Phe Ser Ala Pro Ala Ser Leu Leu Gly Ser Arg Ala His 

20 25 30 

Arg Leu Arg Pro Gly Ala Gin Gly Ser Met Pro Gly Thr Leu Leu Leu 

35 40 45 

Arg Asn Leu Ser Arg Arg Lys Asp Ser Gly Arg Pro Ala Gly Ser Ser 

50 55 60 

Ser Ser His Gly Ser Ser Trp Gin Lys Gin Lys Glu Leu Glu Ser Leu 
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65 70 75 80 

Arg Ser Val Gly Arg Arg Ala Gly Pro Asn Val Gly Ser Pro Thr Ser 
85 90 95 

Ser Lys 



<210> 2339 

<211> 439 

<212> DNA 

<213> Homo sapiens 



<400> 2339 

acgcgtggcg tcagtccagg cagacttggg 
60 

ccctgtcctc caccttcgtc gtcgcagtcg 
120 

accggtcccg gtagggcttg taatgctggg 
180 

gagttactcc tctacactgg tgtgaacaag 
240 

cccgctcgtc ccgcacgtca ttgggactgg 
300 

gttgctctgc ggcacggtcg gcagggggat 
360 

cgtcctagcg cgccaatgcg acgtggcatc 
420 

ttgtcggggt gcggtgctg 
439 



aggtcgccta caccgtcaac tcggttgcga 
tcagtgtcct gtggtttgtg ccctccgggc 
gcgctcggcg cgatgtgcca gttccttggt 
accggagaac tcccccccat attctcgttt 
cttttacgcg gtagtggttg ccgtactctg 
catgtcatga gtccgacggt gagcgagcgg 
gtggcactgt gcgtggcgat ggccttcgtg 



<210> 2340 
<211> 92 
<212> PRT 

<213> Homo sapiens 



<400> 2340 

Met Cys Gin Phe Leu Gly Glu Leu 

1 5 
Thr Gly Glu Phe Pro Pro lie Phe 
20 

His Trp Asp Trp Leu Leu Arg Gly 

35 40 
Leu Arg His Gly Arg Gin Gly Asp 

50 55 
Glu Arg Arg Leu Ser Ala Pro Met 
65 " 70 

Val Ala Met Ala Phe Val Leu Ser 
85 



Leu Leu Tyr Thr Gly Val Asn Lys 

10 15 
Ser Phe Pro Ala Arg Pro Ala Arg 
25 30 
Ser Gly Cys Arg Thr Leu Val Ala 
45 

His Val Met Ser Pro Thr Val Ser 
60 

Arg Arg Gly He Val Ala Leu Cys 

75 80 
Gly Cys Gly Ala 
90 



<210> 2341 
<211> 411 
<212> DNA 

<213> Homo sapiens 



<400> 2341 
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gccaaacctc ccctccatcc tgcccaagat ggatcttgct gagcctccct ggcatatgcc 
60 

tctgcaggag gagccagagg aggtcacgga ggaggaggag gaaagggaag aagaggagag 
120 

ggagaaggaa gcagaggagg aggaggaaga ggaagagctg ctcctgtgag cgggtcccca 
180 

ggagccaccg cacaggccca tgccccttca cctagcacca gcagcagcac cagcagccag 
240 

agtcctgggg ccacccggca caggcaggag gattctggag accaggccac atcaggcnat 
300 

ggaagtggag agcagtgtga aacccacctt gtcagtgccc tcagtcaccc caagtacagt 
360 

ggccccgggg gttcagaact atagccagga gtctgggggc actgagtggc n 
411 



<210> 2342 

<211> 113 

<212> PRT 

<213> Homo sapiens 



<400> 2342 

Ala Ser Leu Ala Tyr Ala Ser Ala Gly Gly Ala Arg Gly Gly His Gly 

15 10 15 

Gly Gly Gly Gly Lys Gly Arg Arg Gly Glu Gly Glu Gly Ser Arg Gly 

20 25 30 

Gly Gly Gly Arg Gly Arg Ala Ala Pro Val Ser Gly Ser Pro Gly Ala 

35 40 45 

Thr Ala Gin Ala His Ala Pro Ser Pro Ser Thr Ser Ser Ser Thr Ser 

50 55 60 

Ser Gin Ser Pro Gly Ala Thr Arg His Arg Gin Glu Asp Ser Gly Asp 
65 70 75 80 

Gin Ala Thr Ser Gly Xaa Gly Ser Gly Glu Gin Cys Glu Thr His Leu 

85 90 95 

Val Ser Ala Leu Ser His Pro Lys Tyr Ser Gly Pro Gly Gly Ser Glu 
100 105 110 

Leu 



<210> 2343 

<211> 522 

<212> DNA 

<2l3> Homo sapiens 

<400> 2343 

ggcccgcaga agatgctgat gccttcacag tttcccaacc agggccagca gggattctct 
60 

ggaggccagg gaccctacca agccatgtcc caggacatgg gcaataccca agacatgttc 
120 

agccctgatc agagctcaat gcccatgagc aacgtgggca ccacccggct cagccacatg 
180 

cctctgcccc ctgcgtccaa tcctcctggg accgtgcatt cagccccaaa ccgggggcta 
240 

ggcaggcggc cttcggacct caccatcagt attaatcaga tgggctcacc gggcatgggg 
300 



1710 



WO 00/58473 



PCT/US00/08621 



cacttgaagt cgcccaccct tagccaggtg cactcacccc tggtcacctc gccctctgcc 
360 

aacctcaagt caccccagac tccctcacag atggtgccct tgccttctgc caacccgcca 
420 

ggacctctca agtcgcccca ggtcctcggc tcctccctca gtgtccgttc acccactggc 
480 

tcgcccagca ggctcaagtc tccttccatg gcggtgcctt ct 
522 

<210> 2344 

<211> 174 

<212> PRT 

<213> Homo sapiens 



<400> 2344 



Gly Pro 


Gin 


Lys 


Met 


Leu 


Met 


Pro 


Ser 


Gin 


Phe 


Pro 


Asn 


Gin 


Gly 


Gin 


1 






5 










10 










15 




Gin Gly 


Phe 


Ser 
20 


Gly 


Gly 


Gin 


Gly 


Pro 
25 


Tyr 


Gin 


Ala 


Met 


Ser 
30 


Gin 


Asp 


Met Gly 


Asn 
35 


Thr 


Gin 


Asp 


Met 


Phe 
40 


Ser 


Pro 


Asp 


Gin 


Ser 
45 


Ser 


Met 


Pro 


Met Ser 


Asn 


Val 


Gly 


Thr 


Thr 


Arg 


Leu 


Ser 


His 


Met 


Pro 


Leu 


Pro 


Pro 


50 










55 










60 










Ala Ser 


Asn 


Pro 


Pro 


Gly 


Thr 


Val 


His 


Ser 


Ala 


Pro 


Asn 


Arg 


Gly 


Leu 


65 








70 










75 










80 


Gly Arg 


Arg 


Pro 


Ser 
85 


Asp 


Leu 


Thr 


He 


Ser 
90 


He 


Asn 


Gin 


Met 


Gly 
95 


Ser 


Pro Gly 


Met 


Gly 
100 


His 


Leu 


Lys 


Ser 


Pro 
105 


Thr 


Leu 


Ser 


Gin 


Val 
110 


His 


Ser 


Pro Leu 


Val 
115 


Thr 


Ser 


Pro 


Ser 


Ala 

120" 


Asn 


Leu 


Lys 


Ser 


Pro 
125 


Gin 


Thr 


Pro 


Ser Gin 


Met 


Val 


Pro 


Leu 


Pro 


Ser 


Ala 


Asn 


Pro 


Pro 


Gly 


Pro 


Leu 


Lys 


130 










135 










140 










Ser Pro 


Gin 


Val 


Leu 


Gly 


Ser 


Ser 


Leu 


Ser 


Val 


Arg 


Ser 


Pro 


Thr 


Gly 


145 








150 










155 










160 


Ser Pro 


Ser 


Arg 


Leu 


Lys 


Ser 


Pro 


Ser 


Met 


Ala 


val 


Pro 


Ser 







165 170 



<210> 2345 

<211> 561 

<212> DNA 

<213> Homo sapiens 

<400> 2345 

nagatctccg tcttgatctt gagcaccgag gcactggggg gggaggacag cagccgcggg 
60 

ggcctccacc agcccgcgtc caggccgcct gggctcgacg cgctggacag gcgccggcgg 
120 

ctggcgctgc cgcccttttg ccgtttccgc cttttcttgc gcttctggtg cttgctggag 
180 

gcctgcgcgc ccgcctcgcc tgcgctgtcc gagtccttgg cgctgtcgga cgtgagtgac 
240 

tcgcagttct gcagccgcag gtccgactcg ctctccacca tagctattaa tgccaagaat 
300 
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gcaaatgaaa agaatatcat ctgggtgaat taccttctta gcaatcctga gtacaaggac 
360 

acacccatgg acatcgcaca gctcccccat ctgccggaga aaacttccga atcctcggag 
420 

acatccgact ctgagtcaga ctctaaagac acctcaggta ttacagagga caacgagaac 
480 

tccaagnntc cgacgagaag gggaaccagt ccgagaacag cgaagacccg gagcccgacc 
540 

ggaagaagtc gggcaacgcg t 
561 

<210> 2346 

<211> 187 

<212> PRT 

<213> Homo sapiens 

<400> 2346 



Xaa 


lie 


Ser 


val 


Leu He 


Leu 


Ser Thr 


Glu 


Ala 


Leu 


Gly 


Gly 


Glu 


Asp 


1 








5 






10 










IS 




Ser 


Ser 


Arg 


Gly 


Gly Leu 


His 


Gin Pro 


Ala 


Ser Arg 


Pro 


Pro 


Gly 


Leu 








20 






25 










30 






Asp 


Ala 


Leu 


Asp 


Arg Arg 


Arg Arg Leu 


Ala 


Leu 


Pro 


Pro 


Phe 


Cys 


Arg 






3S 








40 








45 








Phe 


Arg 
50 


Leu 


Phe 


Leu Arg 


Phe 
55 


Trp Cys 


Leu 


Leu 


Glu 
60 


Ala 


Cys 


Ala 


Pro 


Ala 


Ser 


Pro 


Ala 


Leu Ser 


Glu 


Ser Leu 


Ala 


Leu 


Ser 


Asp 


Val 


Ser 


Asp 


65 








70 








75 










80 


Ser 


Gin 


Phe 


Cys 


Ser Arg 
85 


Arg 


Ser Asp 


Ser 
90 


Leu 


Ser 


Thr 


He 


Ala 
95 


He 


Asn 


Ala 


Lys 


Asn 
100 


Ala Asn 


Glu 


Lys Asn 
105 


He 


He 


Trp 


Val 


Asn 
110 


Tyr 


Leu 


Leu 


Ser 


Asn 
115 


Pro 


Glu Tyr 


Lys 


Asp Thr 
120 


Pro 


Met 


Asp 


He 
125 


Ala 


Gin 


Leu 


Pro 


His 
130 


Leu 


Pro 


Glu Lys 


Thr 
135 


Ser Glu 


Ser 


Ser 


Glu 
140 


Thr 


Ser 


Asp 


Ser 


Glu 


Ser Asp 


Ser 


Lys Asp 


Thr Ser Gly 


He 


Thr 


Glu 


Asp 


Asn 


Glu 


Asn 


145 








ISO 








155 










160 


Ser 


Lys 


Xaa 


Pro 


Thr Arg 


Arg Gly Thr 


Ser 


Pro Arg 


Thr 


Ala 


Lys 


Thr 










165 






170 










175 




Arg 


Ser 


Pro 


Thr 
180 


Gly Arg 


Ser 


Arg Ala 
185 


Thr 


Arg 













<210> 2347 

<211> 375 

<212> DNA 

<213> Homo sapiens 

<400> 2347 

atcagcgaag aacacggcag gaccctggaa gacgccgccg gtgaattgaa gcgtggtatc 
60 

gagaacgtcg agtacgcctg cgccgcgccg gaagtactga agggtgaata cagccgtaac 
120 

gtcggtccga acatcgacgc ctggtccgat ttccagccgc tgggcgtggt ggcggggatc 
180 
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acgccattca acttcccggc gatggtgccc ctgtggatgt atccgttggc gatcgtttgc 
240 

ggtaactgct ttatcctcaa gccgtccgag cgtgatccga gctcgacctt gctgatcgcc 
300 

cagctgttgc aggaagccgg tttgcccaaa ggtgtgctga acgtggtgca tggtgacaag 
360 

accgcggtgg acgcg 
375 

<210> 2348 
<211> 125 
<212> PRT 

c213> Homo sapiens 
<400> 2348 

lie Ser Glu Glu His Gly Arg Thr Leu Glu Asp Ala Ala Gly Glu Leu 

15 10 15 

Lys Arg Gly lie Glu Asn Val Glu Tyr Ala Cys Ala Ala Pro Glu Val 

20 25 30 

Leu Lys Gly Glu Tyr Ser Arg Asn Val Gly Pro Asn He Asp Ala Trp 

35 40 45 

Ser Asp Phe Gin Pro Leu Gly Val Val Ala Gly He Thr Pro Phe Asn 

50 55 60 

Phe Pro Ala Met Val Pro Leu Trp Met Tyr Pro Leu Ala He Val Cys 
65 70 75 80 

Gly Asn Cys Phe He Leu Lys Pro Ser Glu Arg Asp Pro Ser Ser Thr 

85 90 95 

Leu Leu lie Ala Gin Leu Leu Gin Glu Ala Gly Leu Pro Lys Gly Val 

100 105 110 

Leu Asn Val Val His Gly Asp Lys Thr Ala Val Asp Ala 
115 120 125 

<210> 2349 

<211> 417 

<212> DNA 

<213> Homo sapiens 

<400> 2349 

nnnaaaaaaa aaaaaaaaaa aaaaacacaa tatttaatgg acgcggttta ttcagcaggt 
60 

gctgacaaag tttttggtgt cccaggagat tttaatctag cctttttaga tgatattatt 
120 

gcacataatc atattaaatg gattggtaat acaaatgaac ttaatgcaag ttatgccgct 
180 

gacggatatg cacgtattaa tggcatcggt gcaatggtaa caacatttgg agtgggtgaa 
240 

ttaagtgctg tcaacggaat cgctggatct tatgctgagc gtgtaccagt tattgccatc 
300 

actggggcac ctactcgagc tgtagaacaa gaaggcaaat acgttcacca ttcccttggc 
360 

gaaggaactt ttgatgatta tagaaaaatg tttgagccta ttacaacagc gcaagct 
417 

<210> 2350 
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<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 2350 

Xaa Lys Lys Lys Lys Lys Lys Lys Thr Gin Tyr Leu Met Asp Ala Val 

15 10 15 

Tyr Ser Ala Gly Ala Asp Lys Val Phe Gly Val Pro Gly Asp Phe Asn 

20 25 30 

Leu Ala Phe Leu Asp Asp lie lie Ala His Asn His lie Lys Trp lie 

35 40 45 

Gly Asn Thr Asn Glu Leu Asn Ala Ser Tyr Ala Ala Asp Gly Tyr Ala 

50 55 60 

Arg He Asn Gly He Gly Ala Met Val Thr Thr Phe Gly Val Gly Glu 
65 70 75 80 

Leu Ser Ala Val Asn Gly He Ala Gly Ser Tyr Ala Glu Arg Val Pro 

85 90 95 

Val He Ala He Thr Gly Ala Pro Thr Arg Ala Val Glu Gin Glu Gly 

100 105 HO 

Lys Tyr Val His His Ser Leu Gly Glu Gly Thr Phe Asp Asp Tyr Arg 

115 120 125 

Lys Met Phe Glu Pro He Thr Thr Ala Gin Ala 
130 135 

<210> 2351 
<211> 696 
<212> DNA 

<213> Homo sapiens 



<400> 2351 

nacgcgttgc cgcgcgataa ctctggtgag 
60 

ggctccgccc agctgtgcga ccgttcctgg 
120 

ggcaatactg tgctcgctca gccgaatgat 
180 

ggcatcgcgc tgtccttgga cgctaacgga 
240 

gcccagctgg ctctttgcga ggcttaccgg 
300 

gctgtcactg attgcctcaa ttatggctcc 
360 

gacgagacca tccttggtct ggttgacggc 
420 

ggtaacgttt ccctgcacaa ccgcactgga 
480 

ggtgtgctcg gcgttattga tgacgtgcat 
540 

ggcgacgctg tcttgctgct aggaacgacg 
600 

gacgtcatcc acgctggcca cctaggcggt 
660 

aaggccctgg ccgcggtgat ggtggaagcg 
696 



ggtcttgctg gggccctgct ggcccttgtt 
atcaccgacc agtatgaccg gttcgtgcgt 
gccggcatga ttcgtattga cgacaacctc 
cgccagacca cccttaaccc gtatcttggc 
aatgtggctg tctctggcgc aactccggtg 
ccgtacgatc ccgatgtcat gtggcaattc 
tgccgcgagc ttggcgtgcc ggttacgggc 
gatgagtcga ttcggcctac tccgctcgtt 
cgtcgcatcc cgtcggcctt cgcacacgac 
aagtgcgagt tcggcggatc ggtctatgag 
atgcccccga tgcccgacct gaatgccgag 
ccgaag 
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<210> 2352 
<211> 232 
<212> PRT 

<213> Homo sapiens 
<400> 23S2 

Xaa Ala Leu Pro Arg Asp Asn Ser Gly Glu Gly Leu Ala Gly Ala Leu 

15 10 15 

Leu Ala Leu Val Gly Ser Ala Gin Leu Cys Asp Arg Ser Trp lie Thr 

20 2S 30 

Asp Gin Tyr Asp Arg Phe Val Arg Gly Asn Thr Val Leu Ala Gin Pro 

35 40 45 

Asn Asp Ala Gly Met lie Arg lie Asp Asp Asn Leu Gly lie Ala Leu 

50 S5 60 

Ser Leu Asp Ala Asn Gly Arg Gin Thr Thr Leu Asn Pro Tyr Leu Gly 
65 70 75 80 

Ala Gin Leu Ala Leu Cys Glu Ala Tyr Arg Asn Val Ala Val Ser Gly 

85 90 95 

Ala Thr Pro Val Ala Val Thr Asp Cys Leu Asn Tyr Gly Ser Pro Tyr 

100 105 HO 

Asp Pro Asp Val Met Trp Gin Phe Asp Glu Thr lie Leu Gly Leu Val 

115 120 125 

Asp Gly Cys Arg Glu Leu Gly Val Pro Val Thr Gly Gly Asn Val Ser 

130 135 140 

Leu His Asn Arg Thr Gly Asp Glu Ser lie Arg Pro Thr Pro Leu Val 
145 150 155 160 

Gly val Leu Gly Val lie Asp Asp Val His Arg Arg He Pro Ser Ala 

165 170 175 

Phe Ala His Asp Gly Asp Ala Val Leu Leu Leu Gly Thr Thr Lys Cys 

180 185 190 

Glu Phe Gly Gly Ser Val Tyr Glu Asp Val lie His Ala Gly His Leu 

195 200 205 

Gly Gly Met Pro Pro Met Pro Asp Leu Asn Ala Glu Lys Ala Leu Ala 

210 215 220 

Ala Val Met Val Glu Ala Ser Lys 
225 230 

<210> 2353 
<211> 422 
<212> DNA 

<213> Homo sapiens 
<400> 2353 

rmagcaatct cagaagaatt gctggctgag ttttcaaact atggtgtcaa agtagtaccg 
60 

atttcaggtg atgtttcaga ctttgcagat gccaagcgta tggtagatca agcgattaca 
120 

gaactcggtt ctgttgatgt cttggtcaac aatgctggga tcactcaaga tacgcttatg 
180 

ctcaagatga ccgaagaaga ctttgaaaaa gtgattaaga tcaacttgac aggtgccttc 
240 

aacatgacgc aagcagtctt gaaacagatg atcaaggcac gtgaaggtgc gattatcaac 
300 
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atgtctagtg tggtcggttt gatgggaaat atcggacaag ccaactatgc agcttctaaa 
360 

gcaggcttga ttggttttac caagtcagtt gcacgtgaag ttgccaatcg caacgtacgc 
420 

gc 

422 

<210> 2354 

<211> 140 

<212> PRT 

<213> Homo sapiens 

<400> 2354 

Xaa Ala lie Ser Glu Glu Leu Leu Ala Glu Phe Ser Asn Tyr Gly Val 

15 10 15 

Lys Val Val Pro He Ser Gly Asp Val Ser Asp Phe Ala Asp Ala Lys 

20 25 30 

Arg Met Val Asp Gin Ala He Thr Glu Leu Gly Ser Val Asp Val Leu 

3S 40 45 

Val Asn Asn Ala Gly He Thr Gin Asp Thr Leu Met Leu Lys Met Thr 

50 55 60 

Glu Glu Asp Phe Glu Lys Val He Lys He Asn Leu Thr Gly Ala Phe 
65 70 75 80 

Asn Met Thr Gin Ala Val Leu Lys Gin Met He Lys Ala Arg Glu Gly 

85 90 95 

Ala He He Asn Met Ser Ser Val Val Gly Leu Met Gly Asn He Gly 

100 105 110 

Gin Ala Asn Tyr Ala Ala Ser Lys Ala Gly Leu He Gly Phe Thr Lys 

115 120 12S 

Ser Val Ala Arg Glu Val Ala Asn Arg Asn Val Arg 
130 135 140 

<210> 2355 

<211> 5191 

<212> DNA 

<213> Homo sapiens 



<400> 2355 

cttgccaagt ttgacggtga agtgatctgt 
60 

agcggaaccc tctactggaa ggaaaataag 
120 

cggggctgtg tgctgcgaaa caccgagtgg 
180 

gacactaagc tgatgcaaaa cagcggcaga 
240 

ctaatgaata ccctggtgct ctggattttt 
300 

gccattggca atgccatctg ggagcacgag 
360 

tgggatgagg cagtggacag tgccttcttc 
420 

atcatcctca acaccgttgt gcccatttca 
480 



gaacctccca acaacaaact ggacaaattc 
ttccctctga gcaaccagaa catgctgctg 
tgcttcgggc tggtcatctt tgcaggtcct 
acaaagttca aaagaacgag tatcgatcgc 
ggattcctgg tttgcatggg ggtgatcctg 
gtggggatgc gtttccaggt ctacctgccg 
tctggcttcc tctccttctg gtcctacatc 
ctctatgtca gtgtggaggt catccgtctg 
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ggccacagct acttcatcaa ctgggataag aagatgttct gcatgaagaa gcggacgcct 
540 

gcagaagccc gcaccaccac cctaaacgag gagctgggcc aggtggagta catcttctcc 
600 

gacaagacgg gcaccctcac ccagaacatc atggttttca acaagtgctc catcaatggc 
660 

cacagctatg gtgatgtgtt tgacgtcctg ggacacaaag ctgaattggg agagaggcct 
720 

gaacccgttg acttctcctt caatcctctg gctgacaaga agttcttatt ttgggacccc 
780aggctgtcaa gatcggggac ccccacacgc atgagttctt ccgcctcctt 840 
tccctgtgtc atactgtcat gtcagaagaa aagaacgaag gagagctgta ctacaaagct 
900 

cagtccccag atgagggggc cctggtcacc gcagccagga actttggttt tgttttccgc 
960 

tctcgcaccc ccaaaacaat caccgtccat gagatgggca cagccatcac ccaccagctg 
1020 

ctggccatcc tggacttcaa caacatccgc aagcggatgt cggtcatagt gcggaatcca 
1080 

gaggggaaga tccgactcta ctgcaaaggg gctgacacta tcctactgga cagactgcac 
1140 

cactccactc aagagctgct caacaccacc atggaccacc ttaatgagta cgcaggggaa 
1200 

gggctgagga ccctggtgct ggcctacaag gatctggatg aagagtacta cgaggagtgg 
1260 

gctgagcgac gcctccaggc cagcctggcc caggacagcc gggaggacag gctggctagc 
1320 

atctatgagg aggttgagaa caacatgatg ctgctgggtg caacggccat tgaggacaaa 
1380 

cttcagcaag gggttccaga gaccattgcc ctcctgacac tggccaacat caagatttgg 
1440 

gtgctaaccg gagacaagca agagacggct gtgaacatcg gctattcctg caagatgctg 
1500 

acggatgaca tgactgaggt tttcatagtc actggccata ctgtcctgga ggtgcgggag 
1560 

gagnctcagg aaagcccggg agaagatgat ggactcatcn nccgctccgt aggcaacggc 
1620 

ttcacctatc aggacaagct ttcttcttcc aagctaactt ctgtcctgga ggccgttgct 
1680 

ggggagtacg ccctggtcat aaatggtcac agcctggccc acgcactgga ggcagacatg 
1740 

gagctggagt ttctggagac agcgtgtgcc tgcaaagctg tcatctgctg ccgggtgacc 
1800 

cccttgcaga aggcacaggt ggtagaactg gtcaagaagt acaagaaggc tgtgacgctt 
1860 

gccattggag acggagccaa tgatgtcagc atgatcaaaa cggctcacat tggtgtgggg 
1920 

atcagtgggc aggaagggat ccaggctgtc ttggcctccg attactcctt ctcccagttc 
1980 

aagttcctgc agcgcctcct gctggtgcat gggcgctggt cctacctgcg aatgtgcaag 
2040 

tttctttgct atttcttcta caaaaacttt gctttcacca tggtccactt ctggtttggc 
2100 

ttcttctgtg gcttctcagc ccagaccgtc tatgaccagt atttcatcac cctgtataac 
2160 
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atcgtgtaca cccccctgcc agtcctggct 
2220 

cagcggagca tggagtaccc taagctgtat 
2280 

aagcgggagt tcttcatctg catcgcccag 
2340 

attccctatg gggtgtttgc tgatgccacc 
2400 

cagtcctttg cagtcactgt ggccacatcc 
2460 

ctcgacacag gctactggac ggccatcaac 
2S20 

tactttgcca ccctctttgc catgcacagc 
2580 

ttccggtttg cggggaatgc ccagaacacc 
2640 

gtgctcacca cagtcgtctg catcatgccc 
2700 

ctgaagccgg atctctccga cacggtccgc 
2760 

gcccagcacc gctgcatgcg gcgggttggc 
2820 

ttctcccatc aggagggctt cggggagctc 
2880 

tctctcgcgc tctccagctt caccacccgc 
2940 

aggaagaaga gtgacagtgc cagtagcccc 
3000 

tgaaggccga ggatggatgc cctgtgccag 
3060 

tgagggaaca gcgtctcgga actgctggtc 
3120 

actctgtcct gctggtccca ccacacatgg 
3180 

tccaccagct ggggagctag agggagcagg 
3240 

ggagccagcc ccactcgggg accagaagtg 
3300 

ttgtgtctgc ccctgccctg cctgggaccc 
3360 

actcctactc cccagagggg ccctagtgcc 
3420 

tgccgggaag ccagagacct gcaggggcct 
3460 

gatttgtgtt gtgtccagtt tggttttgtc 
3540 

tatgtgactt ttatgttgtg gttggtgtct 
3600 

cactgggatg ccgcagcctg gccggctgtg 
3660 

gcctgcagtg accagtgctc tgtggggcag 
3720 

agcagagggt agtgggagag tgtaaaggag 
3760 



atgggggtcc ttgatcagga tgtccccgag 
gagccgggcc agctgaacct tctcttcaac 
ggcatctaca cctccgtgct catgttcttc 
cgggatgatg gcactcagct ggctgactac 
tcggccattg tggttagcgt gcagattggg 
cacttcttca tctggggaag ccttgctgtt 
aatgggctct tcgacatgtt tcccaaccag 
ttggcccagc ccacggtgtg gctgaccatt 
gtggttgcct tccgattcct caggcccaac 
cacacacagc tcgtgaggaa gaagcagaag 
cgcactggct cccggcgctc cggctatgcc 
atcatgtctg gcaagaacat gcggctgagc 
tccagctcca gctggattga gagcctgcgc 
agtggcggtg ccgacaagcc cctcaagggc 
tgaccagagc acccagggct ggccagtcac 
ctcattcctt gcttcccgtc cccccggtag 
ctgggacatc tgttcccagc tgtaggccct 
cccaagggca gagcagaggc tgaggcacgg 
gaaccaaaaa caagaaaaaa ctgtgagaga 
acagggagac tataatctcc ttattttttt 
tctgttcctg aattacataa gaatgtacca 
cggcccctca catcgtgtat gtctctcctt 
tttttttatt tggcaagtgg aggaggcttt 
taactctcct gggaaaagga ggctggcaca 
gggtggtttg ggaggatcca tgtcggctct 
aggagctgac cagggaggga ggtacccatg 
ggtctggtcc tgtctgcttc ctcaccttga 
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gagtaaagtg ctgccctctg 
3840 

cctgctggcc ttgggctgga 
3900 

tgggtctgaa atttggtcag 
3960 

tttctttttt tttttgagat 
4020 

caatctcagc tcactgcaac 
4080 

cctgagtagc tgggattaca 
4140 

tagagatgtt tcaccatgtt 
4200 

acctcaacct cccaaagtgc 
4260 

gcgtagtttt ctttaatttt 
4320 

tccctttgcc tccccatctg 
4380 

ctgcaggggg aagctgtgca 
4440 

cttcttcagt aagcaaggag 
4500 

atccttgtgc cgggtagtag 
4S60 

cttggtctgg atgggacact 
4620 

cctatgaagc tattccctaa 
4680 

gagaagaatc ctttcctctt 
4740 

agctgggagt gggtaggggg 
4800 

gggctgcagt gaggtggggg 
4660 

aaatcccttt tggccacaca 
4920 

aggtgagagt ctgattttta 
4980 

tatattatat aaatatatat 
5040 

ctcgtttttt agggagggaa 
5100 

ataatttatg acacatttct 
5160 

aaatgccttt ttataaaatt 
5191 

<210> 2356 
<211> 1000 
<212> PRT 

<213> Homo sapiens 



cccccaacac acacacatat 
gcctaggaaa gtggccccca 
tggggagggg tagttttctt 
ggagtctcac tcttgtcacc 
ctccaccccc tgggttcaag 
ggcacacacc accacgcttg 
ggccaggcta gtcttgaatt 
tgagattaca ggcgtgagcc 
aaatttaaac ccaagtttat 
gtgctttctt gcatctacac 
cctgagatga ggctggaacg 
ccccgcccct caggcccagc 
aggaggataa gggcaaaacc 
gtcagagttt ggccacagcc 
ataaggcatt tcccaagtta 
ctttgatagt gggtcggggg 
attttaaatg ttccatatgg 
cgggtgggca gggaatggga 
gtttacaaac ccagtatcat 
taccaaagag gaaatgattt 
atacagttat atatatatat 
gaaagtacca agttgcattg 
atacttgcaa aaattatatc 
tcaatttctg a 



caattcctgg attccttagt 
aatccttagt gagctaaagc 
ttcttttttc tttttctttt 
taggcaagag tgcaatggca 
cgattctcct gcctcagcct 
gttaattttt gtatttttag 
cctgacctcc tgacctgccc 
accacaccca gctcagggag 
tggcagactc ccttttgacc 
cccagggccc tgtggtgggg 
ggaattggcc tctctgctcc 
ctctggcaag aggtggtgga 
aggcccaggc cagtgcctgg 
tgtcctttac ttcatccaca 
gtcgctacct aatcagcctt 
attcttcagg aatggtttgg 
gagccccaaa ggaactggat 
gaggggaagt cttggcaggg 
gtctgtctgt gtgtctctca 
tttttcatat .tttgtttgcc 
atattatttt ttggttctct 
agccgtaatt aaggaacatt 
attttatgga tataagagaa 
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. <400> 2356 



Leu Ala 


Lys 


Phe Asp 


Gly 


Glu 


Val 


He 


Cys 


Glu 


Pro 


Pro 


Asn 


Asn 


Lys 


1 






5 










10 










15 




Leu Asp 


Lys 


Phe 


Ser 


Gly 


Thr 


Leu 


Tyr Trp 


Lys 


Glu 


Asn 


Lys 


Phe 


Pro 






20 










25 










30 






Leu Ser 


Asn 


Gin 


Asn 


Met 


Leu 


Leu 


Arg Gly 


Cys 


Val 


Leu 


Arg 


Asn 


Thr 




35 










40 










45 








Glu Trp 


Cys 


Phe Gly 


Leu 


Val 


He 


Phe 


Ala 


Gly 


Pro. 


Asp 


Thr 


Lys 


Leu 


50 










55 










60 










Met Gin 


Asn 


Ser Gly 


Arg 


Thr 


Lys 


Phe 


Lys 


Arg 


Thr 


Ser 


He 


Asp 


Arg 


65 








70 










75 










80 


Leu Met 


Asn 


Thr 


Leu 


Val 


Leu 


Trp 


He 


Phe 


Gly 


Phe 


Leu 


Val 


Cys 


Met 








85 










90 










95 




Gly val 


He 


Leu 


Ala 


He 


Gly 


Asn 


Ala 


He 


Trp 


Glu 


His 


Glu 


val 


Gly 






100 










105 










110 






Met Arg 


Phe 


Gin 


Val 


Tyr 


Leu 


Pro 


Trp Asp 


Glu 


Ala 


Val 


Asp 


Ser 


Ala 




115 










120 










125 








Phe Phe 


Ser 


Gly Phe 


Leu 


Ser 


Phe 


Trp 


Ser 


Tyr 


He 


He 


He 


Leu 


Asn 


130 










135 










140 










Thr Val 


Val 


Pro 


He 


Ser 


Leu 


Tyr 


val 


Ser 


Val 


Glu 


Val 


He 


Arg 


Leu 


145 








150 










155 










160 


Gly His 


Ser 


Tyr 


Phe 


He 


Asn 


Trp 


Asp 


Lys 


Lys 


Met 


Phe 


Cys 


Met 


Lys 








165 










170 










175 




Lys Arg 


Thr 


Pro 


Ala 


Glu 


Ala 


Arg 


Thr 


Thr 


Thr 


Leu 


Asn 


Glu 


Glu 


Leu 






180 










185 










190 






Gly Gin 


Val 


Glu Tyr 


He 


Phe 


Ser 


Asp 


Lys 


Thr 


Gly 


Thr 


Leu 


Thr 


Gin 




195 










200 










205 








Asn lie 


Met 


Val 


Phe 


Asn 


Lys 


Cys 


Ser 


He 


Asn 


Gly 


His 


Ser 


Tyr 


Gly 


210 










215 










220 










Asp Val 


Phe 


Asp Val 


Leu 


Gly 


His 


Lys 


Ala 


Glu 


Leu 


Gly 


Glu 


Arg 


Pro 


225 








230 










235 










240 


Glu Pro 


Val 


Asp 


Phe 


Ser 


Phe 


Asn 


Pro 


Leu 


Ala 


Asp 


Lys 


Lys 


Phe 


Leu 








245 










250 










255 




Phe Trp 


Asp 


Pro 


Ser 


Leu 


Leu 


Glu 


Ala 


Val 


Lys 


He 


Gly 


Asp 


Pro 


His 






260 










265 










270 






Thr His 


Glu 


Phe 


Phe 


Arg 


Leu 


Leu 


Ser 


Leu 


Cys 


His 


Thr 


Val 


Met 


Ser 




275 










280 










285 








Glu Glu 


Lys 


Asn 


Glu 


Gly 


Glu 


Leu 


Tyr 


Tyr 


Lys 


Ala 


Gin 


Ser 


Pro 


Asp 


290 










295 










300 










Glu Gly 


Ala 


Leu 


Val 


Thr 


Ala 


Ala 


Arg 


Asn 


Phe 


Gly 


Phe 


Val 


Phe 


Arg 


305 








310 










315 










320 


Ser Arg 


Thr 


Pro 


Lys 


Thr 


He 


Thr 


Val 


His 


Glu 


Met 


Gly 


Thr 


Ala 


He 








325 










330 










335 




Thr Tyr 


Gin 


Leu 


Leu 


Ala 


He 


Leu 


Asp 


Phe 


Asn 


Asn 


He 


Arg 


Lys 


Arg 






340 










345 










350 






Met Ser 


Val 


He 


Val 


Arg 


Asn 


Pro 


Glu Gly 


Lys 


He 


Arg 


Leu 


Tyr 


Cys 




355 










360 










365 








Lys Gly 


Ala 


Asp 


Thr 


He 


Leu 


Leu 


Asp 


Arg 


Leu 


His 


His 


Ser 


Thr 


Gin 


370 










375 










380 










Glu Leu 


Leu 


Asn 


Thr 


Thr 


Met 


Asp 


His 


Leu 


Asn 


Glu 


Tyr 


Ala 


Gly 


Glu 


385 








390 










395 










400 


Gly Leu 


Arg 


Thr 


Leu 


Val 


Leu 


Ala 


Tyr 


Lys 


Asp 


Leu 


Asp 


Glu 


Glu 


Tyr 








405 










410 










415 




Tyr Glu 


Glu 


Trp Ala 


Glu 


Arg 


Arg 


Leu 


Gin 


Ala 


Ser 


Leu 


Ala 


Gin 


Asp 
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420 425 430 

Ser Arg Glu Asp Arg Leu Ala Ser lie Tyr Glu Glu Val Glu Asn Asn 

435 440 445 

Met Met Leu Leu Gly Ala Thr Ala lie Glu Asp Lys Leu Gin Gin Gly 

450 455 460 

Val Pro Glu Thr He Ala Leu Leu Thr Leu Ala Asn He Lys He Trp 
465 470 475 480 

Val Leu Thr Gly Asp Lys Gin Glu Thr Ala Val Asn He Gly Tyr Ser 

485 490 495 

Cys Lys Met Leu Thr Asp Asp Met Thr Glu Val Phe He Val Thr Gly 

500 505 510 

His Thr Val Leu Glu Val Arg Glu Glu Xaa Gin Glu Ser Pro Gly Glu 

51S 520 525 

Asp Asp Gly Leu He Xaa Arg Ser Val Gly Asn Gly Phe Thr Tyr Gin 

530 535 540 

Asp Lys Leu Ser Ser Ser Lys Leu Thr Ser Val Leu Glu Ala Val Ala 
54S 550 555 560 

Gly Glu Tyr Ala Leu Val He Asn Gly His Ser Leu Ala His Ala Leu 

565 570 575 

Glu Ala Asp Met Glu Leu Glu Phe Leu Glu Thr Ala Cys Ala Cys Lys 

580 585 590 

Ala Val He Cys Cys Arg Val Thr Pro Leu Gin Lys Ala Gin Val Val 

595 600 605 

Glu Leu Val Lys Lys Tyr Lys Lys Ala Val Thr Leu Ala He Gly Asp 

610 615 620 

Gly Ala Asn Asp Val Ser Met He Lys Thr Ala His He Gly Val Gly 
625 * 630 635 640 

He Ser Gly Gin Glu Gly He Gin Ala Val Leu Ala Ser Asp Tyr Ser 

645 650 655 

Phe Ser Gin Phe Lys Phe Leu Gin Arg Leu Leu Leu Val His Gly Arg 

660 665 670 

Trp Ser Tyr Leu Arg Met Cys Lys Phe Leu Cys Tyr Phe Phe Tyr Lys 

675 680 685 

Asn Phe Ala Phe Thr Met Val His Phe Trp Phe Gly Phe Phe Cys Gly 

690 695 700 

Phe Ser Ala Gin Thr Val Tyr Asp Gin Tyr Phe He Thr Leu Tyr Asn 
705 710 715 720 

He Val Tyr Thr Ser Leu Pro Val Leu Ala Met Gly Val Phe Asp Gin 

725 730 735 

Asp Val Pro Glu Gin Arg Ser Met Glu Tyr Pro Lys Leu Tyr Glu Pro 

740 745 750 

Gly Gin Leu Asn Leu Leu Phe Asn Lys Arg Glu Phe Phe He Cys He 

755 760 765 

Ala Gin Gly He Tyr Thr Ser Val Leu Met Phe Phe He Pro Tyr Gly 

770 775 780 

Val Phe Ala Asp Ala Thr Arg Asp Asp Gly Thr Gin Leu Ala Asp Tyr 
785 790 795 800 

Gin Ser Phe Ala Val Thr Val Ala Thr Ser Leu Val He Val Val Ser 

805 810 815 

Val Gin He Gly Leu Asp Thr Gly Tyr Trp Thr Ala He Asn His Phe 

820 825 830 

Phe He Trp Gly Ser Leu Ala Val Tyr Phe Ala He Leu Phe Ala Met 

835 840 645 

His Ser Asn Gly Leu Phe Asp Met Phe Pro Asn Gin Phe Arg Phe Val 
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650 








855 


860 








Gly 


Asn 


Ala 


Gin Asn 


Thr 


Leu Ala Gin Pro Thr 


Val 


Trp 


Leu Thr 


lie 


865 








870 


875 








880 


Val 


Leu 


Thr 


Thr Val 


Val 


Cys lie Met Pro Val 


Val 


Ala 


Phe Arg 


Phe 








885 




890 






895 




Leu 


Arg 


Leu 


Asn Leu 


Lys 


Pro Asp Leu Ser Asp 


Thr 


Val 


Arg Tyr 


Thr 








900 




905 






910 




Gin 


Leu 


Val 


Arg Lys 


Lys 


Gin Lys Ala Gin His 


Arg 


Cys 


Met Arg 


Arg 






915 






920 




925 






Val 


Gly 


Arg 


Thr Gly 


Ser Arg Arg Ser Gly Tyr 


Ala 


Phe 


Ser His 


Gin 




930 








935 


940 








Glu 


Gly 


Phe 


Gly Glu 


Leu 


He Met Ser Gly Lys 


Asn 


Met 


Arg Leu 


Ser 


945 








950 


955 








960 


Ser 


Leu 


Ala 


Leu Ser 


Ser 


Phe Thr Thr Arg Ser 


Ser 


Ser 


Ser Trp 


He 








965 




970 






975 




Glu 


Ser 


Leu 


Arg Arg 


Lys 


Lys Ser Asp Ser Ala 


Ser 


Ser 


Pro Ser 


Gly 








980 




985 






990 




Gly 


Ala 


Asp 


Lys Pro 


Leu Lys Gly 














995 






1000 











<210> 2357 

<211> 408 

<212> DNA 

<213> Homo sapiens 



<400> 2357 

nacgcgttac gttgctggag gtcaatgcgt catgccgata catcatcaga tccgcactgt 
60 

ggcgaccatc cttgccacca ttaccattgc cgccctagtg ctcacgggct gtaatacggc 
120 

ggtgcgccaa acggtgaaga cgaggtttcc cgcaagctca tcaccgtgtg gggtgctgag 
180 

ccacaaaacc cactcctgcc agccgacacc aatgaaaccg gcggcacgaa agtcatcacc 
240 

gccttgttcg ccggcctggt gtattacgac gccgacggca aaacccataa tgatgtggcc 
300 

aaatccattg acttcgatgg cgaccgcacc tacacggtga cgctgcggaa aaccagattc 
360 

gccgacggta ctgaggtgaa ggcccataat tttgtgaaag ctgccgca 
408 



<210> 2358 

<211> 98 

<212> PRT 

<213> Homo sapiens 



<400> 2358 

Tyr Gly Gly Ala Pro Asn Gly Glu Asp Glu Val Ser Arg Lys Leu He 

15 10 15 

Thr Val Trp Gly Ala Glu Pro Gin Asn Pro Leu Leu Pro Ala Asp Thr 

20 25 30 

Asn Glu Thr Gly Gly Thr Lys Val He Thr Ala Leu Phe Ala Gly Leu 

35 40 45 

Val Tyr Tyr Asp Ala Asp Gly Lys Thr His Asn Asp Val Ala Lys Ser 
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50 55 60 

lie Asp Phe Asp Gly Asp Arg Thr Tyr Thr Val Thr Leu Arg Lys Thr 
65 70 75 80 

Arg Phe Ala Asp Gly Thr Glu Val Lys Ala His Asn Phe Val Lys Ala 
85 90 95 

Ala Ala 



<210> 2359 
<211> 324 
<212> DNA 

<213> Homo sapiens 
<400> 2359 

aacctgaaca tgttgggatt gagagagccc gaggtgtatg ggtcggaaac attggccgac 
60 

gttgagcaga cgtgtcgtga gtacggcgaa gaacttgggc ttgtaattga gtttcagcaa 
120 

accaatcacg aagggcaaat gattgaatgg attcaccacg cccgtagaag gattgcgggg 
160 

attgtgatca atccaggagc atggacccat acatcggcag ccatccacga tgcgttgatt 
240 

gcagccgagg taccggtgat tgaggttcac atctcaaatg tccacaggcg tgaagatttc 
300 

aggcattttt cctacgtgtc acgc 
324 

<210> 2360 
<211> 108 
<212> PRT 

<213> Homo sapiens 



<400> 2360 






















Asn Leu Asn 


Met 


Leu Gly 


Leu Arg Glu 


Pro 


Glu 


Val 


Tyr 


Gly 


Ser 


Glu 


1 




5 














15 




Thr Leu Ala 


Asp 


Val GLu 


Gin Thr Cys 


Arg 


Glu Tyr 


Gly 


Glu 


Glu 


Leu 




20 




25 










30 






Gly Leu Val 


He 


Glu Phe 


Gin Gin Thr 


Asn 


His 


Glu 


Gly 


Gin 


Met 


He 


35 






40 








45 








Glu Trp lie 


His 


His Ala 


Arg Arg Arg 


He 


Ala 


Gly 


He 


val 


He 


Asn 


50 






55 






60 










Pro Gly Ala 


Trp 


Thr His 


Thr Ser Ala 


Ala 


He 


His 


Asp 


Ala 


Leu 


He 


65 




70 






75 










80 


Ala Ala Glu 


Val 


Pro Val 
85 


He Glu Val 


His 
90 


He 


Ser 


Asn 


Val 


His 
95 


Arg 


Arg Glu Asp 


Phe 
100 


Arg His 


Phe Ser Tyr 
105 


Val 


Ser 


Arg 











<210> 2361 

<211> 398 

<212> DNA 

<213> Homo sapiens 

<400> 2361 
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tccggatggg actccaacct acttgggggt actgggggtg cagaaagaac gcggccctgt 
60 

gtcagggacc ggtatggaag cctcagtagg gctggagccc catcatgccc cttccgagca 
120 

gatcaacaca gaccagctgg tcaaggggga cctccatccc tgccctgtcc tcacggagct 
180 

gtagggagag tcccaaaggc aggtggtggg gctggggcct ccaacagctg ggtcctctca 
240 

tatcacttaa ggcccaacag cacacagtct cccaagtgtg ccaggtgcca caacacggcc 
300 

atcccgctct cacagctcca ccccgcctgc ctgcctgcca ccatctccac aaacatatgc 
360 

tgcagctcca cacccgggaa acaccacatg ctcgcttt 
398 

<210> 2362 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 2362 

Met Pro Leu Pro Ser Arg Ser Thr Gin Thr Ser Trp Ser Arg Gly Thr 

IS 10 15 

Ser lie Pro Ala Leu Ser Ser Arg Ser Cys Arg Glu Ser Pro Lys Gly 

20 25 30 

Arg Trp Trp Gly Trp Gly Leu Gin Gin Leu Gly Pro Leu He Ser Leu 

35 40 45 

Lys Ala Gin Gin His Thr Val Ser Gin Val Cys Gin Val Pro Gin His 

SO 55 60 

Gly His Pro Ala Leu Thr Ala Pro Pro Arg Leu Pro Ala Cys His His 
65 70 75 80 

Leu His Lys His Met Leu Gin Leu His Thr Arg Glu Thr Pro His Ala 
85 90 9S 

Arg Phe 



<210> 2363 
<211> 833 
<212> DNA 

<213> Homo sapiens 
<400> 2363 

nngactcctc tagctcccaa cgcaaaagcg tttaaagatg cagctcagaa gcatcaccag 
60 

cagcacaagg ggaggtccca agaaccagaa cttacatcac tgcctccgag ttcagaggtt 
120 

tcctttccca ccttctcaga actttctgtt tccatggcct cctctgccac ctctgccacc 
180 

tcccctgatg tgctggcctc cgtttccatc gcttcctcat ggcgttcttc cgcccggtgt 
240 

tccaagccca ctgcangtcg aagcaaacgt gattgcgtta ccactcagaa ggtggcacag 
300 

ggactggcag cggtgccatc tgggagtctg tgtgctcagc ctccgagtgc aggcttcccc 
360 
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ggcccctgct gtggtgctag gtccccagat gagagatcac ggtcatgaag atcagccccc 
420 

aaggcagccc cttccnttcc agcctgggct ctggcgtgtt ctaggtgctc acttccatgg 
480 

ctggcctgct cacagagccc tacctcagcc tgtggtaagc gcacctgctc ggccctggtg 
540 

ctctatgatg agccaccagt cagttctgca gatgtgtccc cgagctcctg ccgagggacg 
600 

aaacacggtg gccctgctcc tagtgcctgt gcacgccacg ctccacacct gccatctgcc 
660 

cttccaccac ctgctccccc aggggctccg ccccgtgact cacgctcagg caagtctccg 
720 

ggcgcgaaca gctggctgat ggtgacatgc tgcagcctgg tcacatcaga aaccatgagg 
780 

gtggatctcc ggaggtcatc gatgtggaca gactgccaca gcccttcacg cgt 
833 

<210> 2364 
<211> 135 
<212> PRT 

<213> Homo sapiens 
<400> 2364 



Xaa 


Thr 


Pro 


Leu 


Ala 


Pro 


Asn 


Ala 


Lys 


Ala 


Phe Lys 


Asp 


Ala 


Ala 


Gin 


1 








5 










10 








15 




Lys 


His 


His 


Gin 


Gin 


His 


Lys 


Gly 


Arg 


Ser 


Gin Glu 


Pro 


Glu 


Leu 


Thr 








20 










25 








30 






Ser 


Leu 


Pro 


Pro 


Ser 


Ser 


Glu 


Val 


Ser 


Phe 


Pro Thr 


Phe 


Ser 


Glu 


Leu 






35 










40 








45 








Ser 


Val 


Ser 


Met 


Ala 


Ser 


Ser 


Ala 


Thr 


Ser 


Ala Thr 


Ser 


Pro 


Asp 


Val 




50 










55 








60 










Leu 


Ala 


Ser 


Val 


Ser 


lie 


Ala 


Ser 


Ser 


Trp 


Arg Ser 


Ser 


Ala 


Arg 


Cys 


65 










70 










75 








80 


Ser 


Lys 


Pro 


Thr 


Ala 


Xaa 


Arg 


Ser 


Lys 


Arg 


Asp Cys 


Val 


Thr 


Thr 


Gin 










85 










90 








95 




Lys 


Val 


Ala 


Gin 


Gly 


Leu 


Ala 


Ala 


Val 


Pro 


Ser Gly 


Ser 


Leu 


Cys 


Ala 








100 










105 








110 






Gin 


Pro 


Pro 


Ser 


Ala 


Gly Phe 


Pro 


Gly 


Pro 


Cys Cys 


Gly 


Ala 


Arg 


Ser 






115 










120 








125 








Pro 


Asp 


Glu 


Arg 


Ser 


Arg 


Ser 



















130 135 



<2X0> 2365 
<211> 429 
<212> DNA 

c213> Homo sapiens 
<400> 2365 

accggtgccc agctcccacg gctcgtccag acctacgttg agaaacttcg acgagacagt 
60 

ctccgtcagt tcgcccaaca acctctgaac gaagtcaaga ttctccggca ctggagccaa 
120 

ggtgcccgcc ctggcatgaa cgccccaggg gaggtcgacg ccgtcgggat tctcacaccg 
180 
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atggtgatgg gactcggttt 
240 

cccgagctcg atgcctcgtc 
300 

cacggggctg cggtcggccc 
360 

atagagctca aggtgattga 
420 

ggaacgcgt 
429 



ccaaccacgg ttccatgtga 
cgcgacacag accatcgagc 
acacctcctc ctcaccgcgg 
gaccacaccg cgccatgacg 



cccagacagt tctggttggc 
cacctcatgt cctccgccgt 
taggcaaatc ccgcttcacc 
cgcgtcagga aatcaagagt 



<210> 2366 

<211> 132 

<212> PRT 

<213> Homo sapiens 



<400> 2366 



Met 


Ala 


Arg 


Cys 


Gly Leu Asn His 


Leu 


Glu 


Leu 


Tyr 


Gly 


Glu 


Ala 


Gly 


l 








5 




10 










15 




Phe 


Ala 


Tyr 


Arg 


Gly Glu Glu Glu 


Val 


Trp 


Ala 


Asp 


Arg 


Ser 


Pro 


val 








20 




25 










30 






Thr 


Ala 


Glu 


Asp 


Met Arg Trp Leu 


Asp 


Gly 


Leu 


Cys 


Arg 


Gly 


Arg 


Gly 






35 




40 










45 








lie 


Glu 


Leu 


Gly 


Ala Asn Gin Asn 


Cys 


Leu 


Gly 


His 


Met 


Glu 


Pro 


Trp 




50 






55 








60 










Leu 


Glu 


Thr 


Glu 


Ser His His His 


Arg 


Cys 


Glu 


Asn 


Pro 


Asp 


Gly 


val 


65 








70 






75 










80 


Asp 


Leu 


Pro 


Trp 


Gly Val His Ala 


Arg 


Ala 


Ser 


Thr 


Leu 


Ala 


Pro 


Val 










85 




90 










95 




Pro 


Glu 


Asn 


Leu 


Asp Phe Val Gin 


Arg 


Leu 


Leu 


Gly 


Glu 


Leu 


Thr 


Glu 








100 




105 










110 






Thr 


Val 


Ser 


Ser 


Lys Phe Leu Asn 


Val 


Gly 


Leu 


Asp 


Glu 


Pro 


Trp 


Glu 






115 




120 










125 








Leu 


Gly 


Thr 


Gly 





















130 



<210> 2367 

<211> 474 

<212> DNA 

<213> Homo sapiens 



<400> 2367 

ngtgcacggg agaagacgtg cgcgcagttc ggcggaacct atccgggttc ggccggcagt 
60 

gggggtcacg agctcaccga cgcgcgcgcg ttcgcctcgt ggggcgtcga tttcgtcaaa 
120 

tacgatcggt gctccggtga ctccgcgcac gacgaccagg tcgcctcgtt caccgcgatg 
180 

cgtgacgcaa tccgatccac cggacgcccc atggtgtaca gcatcaaccc caacagcgaa 
240 

tcgccggatc ggtccggagc ccaattcgat tggggcggtg tggcaaccat gacacgtacc 
300 

accaacgaca tctcgccggt gtggaccact cggccggccg gtgccgatgc gacaccggca 
360 
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tcggggtatc aggggatccg cgacatcatc gacgccgtgg ccccgaccgg cgcacgggtt 
420 

gcgacggcag cttcgtcgac atggacatgc tcgtcgtcgg tgtcggcaac gcgt 
474 

<210> 2368 
<211> 158 
<212> PRT 

<213> Homo sapiens 
<400> 2368 



Xaa Ala Arg 


Glu 


Lys 


Thr 


Cys 


Ala 


Gin 


Phe 


Gly Gly 


Thr 


Tyr 


Pro 


Gly 


1 




5 










10 








15 




Ser Ala Gly 


Ser 


Gly 


Gly 


His 


Glu 


Leu 


Thr 


Asp Ala 


Arg 


Ala 


Phe 


Ala 




20 










25 








30 






Ser Trp Gly 


Val 


Asp 


Phe 


Val 


Lys 


Tyr 


Asp 


Arg Cys 


Ser 


Gly 


Asp 


Ser 


35 










40 








45 








Ala His Asp 


Asp 


Gin 


Val 


Ala 


Ser 


Phe 


Thr 


Ala Met 


Arg 


Asp 


Ala 


He 


50 








55 








60 










Arg Ser Thr 


Gly 


Arg 


Pro 


Met 


Val 


Tyr 


Ser 


lie Asn 


Pro 


Asn 


Ser 


Glu 


65 






70 










75 








80 


Ser Pro Asp 


Arg 


Ser 


Gly 


Ala 


Gin 


Phe 


Asp 


Trp Gly 


Gly 


Val 


Ala 


Thr 






85 










90 








95 




Met Thr Arg 


Thr 


Thr 


Asn 


Asp 


He 


Ser 


Pro 


Val Trp 


Thr 


Thr 


Arg 


Pro 




100 










105 








110 






Ala Gly Ala 


Asp 


Ala 


Thr 


Pro 


Ala 


Ser 


Gly 


Tyr Gin 


Gly 


He 


Arg 


Asp 


115 










120 








125 








lie lie Asp 


Ala 


Val 


Ala 


Pro 


He 


Gly 


Ala 


Arg Val 


Ala 


Thr 


Ala 


Ala 


130 








135 








140 










Ser Ser Thr 


Trp 


Thr 


Cys 


Ser 


Ser 


Ser 


val 


Ser Ala 


Thr 


Arg 







145 150 155 

<210> 2369 

<211> 408 

<212> DNA 

<213> Homo sapiens 

<400> 2369 

ctgaatggca ggcaggcaga ggccaccaga gccagccccc cgagaagccc tgctgagcca 
60 

aaggggagcg ccctgggacc taacccagag ccccatctca ccttcccccg ttctttcaaa 
120 

gtgcctcccc caaccccagt caggacttcg tccatcccag ttcaggaagc acaagaggct 
180 

cccgaaagga agagggggcc accaagaagg ctcccagccg actcccactg cctcccagct 
240 

tccacatccg ccccgcctcc caggtctacc cagacagggc ccccgagcnc agactgccct 
300 

ggggagctca aggccacagc accagccagc ccaaggcttg gccagtccca gtcccaagca 
360 

gatgaacgag ctgggactcc gcctccagcc cctcccctgc cccctcct 
408 

<210> 2370 
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<211> 136 

<212> PRT 

<213> Homo sapiens 

<400> 2370 



Leu 


Asn 


Gly 


Arg 


Gin Ala Glu Ala Thr Arg Ala 


Ser Pro Pro 


Arg Ser 


1 








5 10 




15 


Pro 


Ala 


Glu 


Pro 


Lys Gly Ser Ala Leu Gly Pro 


Asn Pro Glu 


Pro His 








20 


25 


30 




Leu 


Thr 


Phe 


Pro 


Arg Ser Phe Lys Val Pro Pro 


Pro Thr Pro 


Val Arg 






35 




40 


45 




Thr 


Ser 


Ser 


He 


Pro Val Gin Glu Ala Gin Glu 


Ala Pro Glu Arg Lys 




50 






55 


60 




Arg 


Gly 


Pro 


Pro 


Arg Arg Leu Pro Ala Asp Ser 


His Cys Leu 


Pro Ala 


65 








70 75 




80 


Ser 


Thr 


Ser 


Ala 


Pro Pro Pro Arg Ser Thr Gin 


Thr Gly Pro 


Pro Ser 










85 90 




95 


Xaa 


Asp 


Cys 


Pro 


Gly Glu Leu Lys Ala Thr Ala 


Pro Ala Ser 


Pro Arg 








100 


105 


110 




Leu 


Gly 


Gin 


Ser 


Gin Ser Gin Ala Asp Glu Arg 


Ala Gly Thr 


Pro Pro 






115 




120 


125 




Pro 


Ala 


Pro 


Pro 


Leu Pro Pro Pro 








130 






135 







<210> 2371 

<211> 327 

<212> DNA 

<213> Homo sapiens 

<400> 2371 

gaattcggtg tgcgatgcga gcctgcagcc tgggagcaga gacaaggagc aaaggcggtg 
60 

agagggttgc cagggcaccc agttacagct ggagctgcag gggacccatc cctcgagaga 
120 

ggcaggcact agtcatgagg caagagatgc ctcagaagag gatgctggcc gcagggcaca 
180 

gcagagaggg agatagcccg gggcactcct caggaccggg cctcagggga cagcaaacaa 
240 

gattcctgat agacgcgccc aggtcatgcc ttttcagtgg tgtgagccag gttctggcgt 
300 

caggcgggcc aaggttttca tgcagcn 
327 

<210> 2372 
<211> 104 
<212> PRT 
<213> Homo sapiens 

<400> 2372 

Met Arg Ala Cys Ser Leu Gly Ala Glu Thr Arg 

15 10 
Arg Val Ala Arg Ala Pro Ser Tyr Ser Trp Ser 

20 25 
Pro Arg Glu Arg Gin Ala Leu Val Met Arg Gin 
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Ser Lys Gly Gly Glu 
15 

Cys Arg Gly Pro He 
30 

Glu Met Pro Gin Lys 
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35 40 45 

Arg Met Leu Ala Ala Gly His Ser Arg Glu Gly Asp Ser Pro Gly His 

50 55 60 

Ser Ser Gly Pro Gly Leu Arg Gly Gin Gin Thr Arg Phe Leu He Asp 
65 70 75 80 

Ala Pro Arg Ser Cys Leu Phe Ser Gly Val Ser Gin Val Leu Ala Ser 

85 90 95 

Gly Gly Pro Arg Phe Ser Cys Ser 
100 

<210> 2373 

<211> 591 

<212> DNA 

<213> Homo sapiens 

<400> 2373 

gaattctgac attcaggaag tcaattgcag aaggtttaac caagttgatt ctgttttacc 
60 

aaatcctgtc tattctgaaa agcggccaat gccagactca tctcatgatg tgaaagttct 
120 

cacttcaaag acatcagctg ttgagatgac ccaggcagta ttgaatactc agctttcatc 
180 

agaaaatgtt accaaagttg agcaaaattc accagcagtt tgtgaaacaa tttctgttcc 
240 

caagtccatg tccactgagg aatataaatc aaaaattcaa aatgaaaata tgctacttct 
300 

cgctttgctt tcacaggcac gtaagactca gaagacagta ttaaaagatg ctaatcaaac 
360 

tattcaggat tctaaaccag acagttgtga aatgaatcca aatacccaaa tgactggtaa 
420 

ccaactgaat ttgaagaaca tggaaactcc aagtacttct aatgtaagtg gcagggtttt 
480 

ggacaactcc ttttgcagtg gacaagaatc ctcaacaaaa ggaatgcctg ctaaaagtga 
540 

cagtagctgt tccatggaag tgctagcaac ctgtctttcc ctgtggaaaa a 
591 

<210> 2374 
<211> 167 
<212> PRT 

<213> Homo sapiens 



<400> 2374 














Met Pro Asp Ser 


Ser 


His Asp Val 


Lys 


Val 


Leu Thr Ser Lys Thr 


Ser 


1 


5 






10 


15 




Ala Val Glu Met 


Thr 


Gin Ala Val 


Leu 


Asn 


Thr Gin Leu Ser Ser 


Glu 


20 






25 




30 




Asn Val Thr Lys Val 


Glu Gin Asn 


Ser 


Pro 


Ala Val Cys Glu Thr 


He 


35 




40 






45 




Ser Val Pro Lys 


Ser 


Met Ser Thr 


Glu 


Glu 


Tyr Lys Ser Lys He 


Gin 


50 




55 






60 




Asn Glu Asn Met 


Leu 


Leu Leu Ala 


Leu 


Leu 


Ser Gin Ala Arg Lys 


Thr 


65 




70 






7S 


80 


Gin Lys Thr Val 


Leu 


Lys Asp Ala 


Asn 


Gin 


Thr lie Gin Asp Ser 


Lys 
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85 




90 








95 




Pro Asp 


Ser 


Cys 


Glu Met Asn Pro 


Asn 


Thr 


Gin 


Met 


Thr Gly Asn 


Gin 




100 




105 








110 






Leu Asn 


Leu 


Lys 


Asn Met Glu Thr 


Pro 


Ser 


Thr 


Ser 


Asn Val 


Ser 


Gly 




115 


120 










125 






Arg Val 


Leu 


Asp 


Asn Ser Phe Cys Ser Gly Gin Glu 


Ser Ser 


Thr 


Lys 


130 






135 








140 








Gly Met 


Pro 


Ala 


Lys Ser Asp Ser 


Ser 


Cys 


Ser 


Met 


Glu Val 


Leu 


Ala 


145 






150 






155 








160 


Thr Cys 


Leu 


Ser 


Leu Trp Lys 

















165 



<210> 2375 
<211> 535 
<212> DNA 

<213> Homo sapiens 
<400> 2375 

ntggccatgt cgttgctcag cagcggcacc ctggacagtt accttgagcg tcacaaacaa 
60 

ctggacgcga tgcgcatgct gcacttcttc gccctcgacg aagaaaaccc cgccagcatc 
120 

tataactgcc tgcgcgccgc gcggggcaat gcccacgcgg tacgcgggcg gatcaccgcc 
180 

gacatgtggg aaaacctcaa cgccacctgg ctggaaatgc gcagcatcgc cgccgggggc 
240 

ctggcccggc atggcatcag ccacttctgt gactgggtca agcagcgttc gcacctgttc 
300 

cgcggggcaa cctcgggcac catcatgcgc aacgacgctt accggtttat tcgcctgggc 
360 

acgtttgtcg agcgcgcgga caacaccctg cgcctgctgg atgcgcgcta cgaaatgttt 
420 

ggtgaggagt cggaagaggt cagcgacctg tcggcacgcg ggtattacca gtggagcgcc 
480 

ctgctgcggg ccttgtcgtc attcgaggcg tataccgaac tgtaccccaa cgcgt 
535 

<210> 2376 
<211> 178 
<212> PRT 

<213> Homo sapiens 
<400> 2376 



Xaa Ala Met 


Ser 


Leu 


Leu Ser Ser 


Gly Thr 


Leu Asp 


Ser 


Tyr 


Leu Glu 


1 




5 




10 








15 


Arg His Lys 


Gin 


Leu 


Asp Ala Met 


Arg Met 


Leu His 


Phe 


Phe 


Ala Leu 


20 






25 






30 




Asp Glu Glu 


Asn 


Pro 


Ala Ser He 


Tyr Asn 


Cys Leu 


Arg 


Ala 


Ala Arg 


35 






40 






45 






Gly Asn Ala 


His 


Ala 


Val Arg Gly 


Arg He 


Thr Ala 


Asp 


Met 


Trp Glu 


50 






55 




60 








Asn Leu Asn 


Ala 


Thr 


Trp Leu Glu 


Met Arg 


Ser He 


Ala 


Ala 


Gly Gly 


65 






70 




75 






80 


Leu Ala Arg 


His 


Gly 


He Ser His 


Phe Cys 


Asp Trp 


Val 


Lys 


Gin Arg 
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65 

Ser His Leu Phe Arg Gly Ala Thr 
100 

Ala Tyr Arg Phe lie Arg Leu Gly 
115 120 
Thr Leu Arg Leu Leu Asp Ala Arg 

130 13S 
Glu Glu Val Ser Asp Leu Ser Ala 
145 150 
Leu Leu Arg Ala Leu Ser Ser Phe 
165 

Asn Ala 



90 95 
Ser Gly Thr lie Met Arg Asn Asp 
105 110 
Thr Phe Val Glu Arg Ala Asp Asn 
125 

Tyr Glu Met Phe Gly Glu Glu Ser 
140 

Arg Gly Tyr Tyr Gin Trp Ser Ala 
155 160 
Glu Ala Tyr Thr Glu Leu Tyr Pro 
170 175 



<210> 2377 
<211> 622 
<212> DNA 

<213> Homo sapiens 
<400> 2377 

acgcgtgaag ggttgaggct tcagaagtgg tagggaagaa cagaagctcc cttctgaggg 
60 

agcacccagg agatgaaagg aaccaatcct gggtggtcct gcaccaggct tatcaacccc 
120 

tgacagacaa atggaaaact tctgtgatgg tgggacatga aaaaatattt cacccttctg 
180 

ataaaatgga accagcagat agaagtagga atttttctgt taggtgaaat gtttttaaaa 
240 

atatgtatac aggaaaaagc ataaaacagt attgactggc aaacatagaa ctggaatgta 
300 

aatataatgt tctttgccct gaatgattta agtggcatga taaaactcat gccacagact 
360 

gggtaagaca aggaatctaa tccactctaa aaagaagaaa agcatagtaa aattctcctt 
420 

agagttagaa ttattaatag ttcctatcta ctatttaatt taatcatagt taatgatgag 
490 

aatttcttaa atttaaagct tctgatgatg ctaaatgtgc atttctcatg attccttaaa 
540 

acaatttttg taaattctat tcctaggacc ttctgctttc agaaaaatta atgtcttgta 
600 

ttcttcgtat tggaggagat ct 
622 

<210> 2378 
<211> 109 
<212> PRT 

<213> Homo sapiens 
<400> 2378 

Met Ser Phe lie Met Pro Leu Lys Ser Phe Arg Ala Lys Asn lie lie 

15 10 15 

Phe Thr Phe Gin Phe Tyr Val Cys Gin Ser He Leu Phe Tyr Ala Phe 

20 25 30 

Ser Cys He His He Phe Lys Asn He Ser Pro Asn Arg Lys He Pro 
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35 40 
Thr Ser lie Cys Trp Phe His Phe 

50 55 
Met Ser His His His Arg Ser Phe 
65 70 
Ser Leu Val Gin Asp His Pro Gly 
85 

Leu Pro Gin Lys Gly Ala Ser Val 
100 



45 

He Arg Arg Val Lys Tyr Phe Phe 
60 

Pro Phe val Cys Gin Gly Leu He 

7S 80 
Leu Val Pro Phe He Ser Trp Val 

90 95 
Leu Pro Tyr His Phe 
105 



<210> 2379 

<211> 342 

<212> DNA 

<213> Homo sapiens 



<400> 2379 

tcatgacctg gagacttcgg aaactcaaca agactgcagg gcacccaggg gcaccagccc 
60 

cggtcaccgc agaggatcag tgcactttgc catctggcag atcaactcat ggcacaactg 
120 

ggaaacataa cattcacgct tgtgaaccga gacgccatac cccagcggtg ccgagagcaa 
180 

cagtgctgtg caggtctggg cagatgaggg cctccaggac acgaggactc actcgctcac 
240 

cctgcccact gggcagctgc tcgccactcc cctcctggag ggcaggacgg acaccacaca 
300 

cacacacaag cagggaagct gtgcagcagt ggggagaaag ca 
342 

<210> 2380 
<211> 113 
<212> PRT 

<213> Homo sapiens 



<400> 2380 



Met 


Thr 


Trp 


Arg 


Leu 


Arg 


Lys 


Leu Asn 


Lys 


Thr 


Ala 


Gly His 


Pro 


Gly 


l 








5 








10 








15 




Ala 


Pro 


Ala 


Pro 
20 


val 


Thr 


Ala 


Glu Asp 
25 


Gin 


Cys 


Thr 


Leu Pro 
30 


Ser 


Gly 


Arg 


Ser 


Thr 
35 


His 


Gly 


Thr 


Thr 


Gly Lys 
40 


His 


Asn 


He 


His Ala 
45 


Cys 


Glu 


Pro 


Arg 
50 


Arg 


His 


Thr 


Pro 


Ala 
55 


Val Pro 


Arg 


Ala 


Thr 
60 


Val Leu 


Cys 


Arg 


Ser 


Gly 


Gin 


Met 


Arg 


Ala 


Ser 


Arg Thr 


Arg 


Gly Leu 


Thr Arg 


Ser 


Pro 


65 










70 








75 








80 


Cys 


Pro 


Leu 


Gly 


Ser 


Cys 


Ser 


Pro Leu 


Pro 


Ser 


Trp 


Arg Ala 


Gly 


Arg 






85 








90 








95 




Thr 


Pro 


His 


Thr 
100 


His 


Thr 


Ser 


Arg Glu 
105 


Ala 


Val 


Gin 


Gin Trp 
110 


Gly 


Glu 



Ser 



<210> 2381 
<211> 434 
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<212> DNA 

<213> Homo sapiens 
<400> 2381 

gtgcaccctg gccatatgga cgccagcgac gtcggcgtct tgcgtgacgt ggaaccgatc 
60 

ggcccaagta gagagatgga ttttgaatgg tgacgatgta cccgccgcag caagtggatg 
120 

ccgtcctctt tgacatggac ggaaccctgc tcaacaccct gccggcctgg tgcgtggcat 
180 

ctgagcatct gtggggcact tctctggctg acgctgacag cgccaaggtt gacgggggca 
240 

ccgtcgacga cgtcgttgag ctgtatctgc gagaccaccc tcaggcagat ccccaggcca 
300 

ccatcgagcg tttcatggac atccttgacg ccaacctggc tggccacacc gagccgatgc 
360 

ccggagctga ccgcctcgtg aagaggctgt caggtcatgt acccatcgct gtggtgtcga 
420 

attccccgac gcgt 
434 

<210> 2382 
<211> 116 
<212> PRT 

<213> Homo sapiens 
<400> 2382 



Met Val 


Thr 


Met 


Tyr Pro 


Pro Gin Gin 


val 


Asp 


Ala 


Val 


Leu 


Phe 


Asp 


1 






5 




10 










15 




Met Asp 


Gly 


Thr 


Leu Leu 


Asn Thr Leu 


Pro 


Ala 


Trp 


Cys 


Val 


Ala 


Ser 






20 




25 










30 






Glu His 


Leu 


Trp 


Gly Thr 


Ser Leu Ala 


Asp 


Ala 


Asp 


Ser 


Ala 


Lys 


Val 




35 






40 








45 








Asp Gly 


Gly 


Thr 


Val Asp 


Asp Val Val 


Glu 


Leu 


Tyr 


Leu 


Arg 


Asp 


His 


50 








55 






60 










Pro Gin 


Ala 


Asp 


Pro Gin 


Ala Thr He 


Glu 


Arg 


Phe 


Met 


Asp 


He 


Leu 


65 






70 






75 










80 


Asp Ala 


Asn 


Leu 


Ala Gly 


His Thr Glu 


Pro 


Met 


Pro 


Gly 


Ala 


Asp 


Arg 








85 




90 










95 




Leu Val 


Lys 


Arg 


Leu Ser 


Gly His Val 


Pro 


He 


Ala 


val 


Val 


Ser 


Asn 






100 




105 










110 







Ser Pro Thr Arg 
115 



<210> 2383 
<211> 393 
<212> DNA 

<213> Homo sapiens 
<400> 2383 

acgcgtgcgt tcagatgagc gccggacgaa actcctcggt cgcttcggca ggcatggatt 
60 

catgtcggca cgggcctttg aacaggatcg ccgtcgcgtg gctatccgcc gcgggtgggg 
120 
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cagaaaacgc ccactctccc ttccccaggc gccggccgtc gagtcgtcta cgcaacgcac 

180 „ „ 

gtctacatag gtgacttttt cataccccca cttccgtact cggatgggct cggcgtgctc 

240 

gatgtcggca cgaaaaatta aatgcactga atgcgggttg tcgcacagga tgcatctcgt 
300 

ctttcttgat gccacccacc ttgttacata ttctgccatg caaaacacct tgtgattttt 
360 

ggcggagtgc aacatggtat gtgtatgcca ctg 
393 



<210> 2384 
<211> 125 
<212> PRT 

<213> Homo sapiens 



<400> 2384 






Met Leu 


His 


Ser 


Ala 


1 






5 


Val Thr 


Arg 


Trp 


Val 






20 




Asn Pro 


His 


Ser 


Val 




35 






Glu Pro 


He 


Arg 


Val 


50 








Asp val 


Arg 


Cys 


Val 


65 








Ser Gly Arg 


Phe 


Leu 








85 


Ser Cys 


Ser 


Lys 


Ala 






100 




Pro Arg 


Ser 


Phe 


Val 




US 







10 15 
Ala Ser Arg Lys Thr Arg Cys He Leu Cys Asp 

25 30 
His Leu He Phe Arg Ala Asp He Glu His Ala 

40 45 
Arg Lys Trp Gly Tyr Glu Lys Val Thr Tyr Val 

55 60 
Asp Asp Ser Thr Ala Gly Ala Trp Gly Arg Glu 
70 75 80 

Pro His Pro Arg Arg He Ala Thr Arg Arg Arc 

90 95 
Arg Ala Asp Met Asn Pro Cys Leu Pro Lys Arc 

105 HO 
Arg Arg Ser Ser Glu Arg Thr Arg 
120 12S 



<210> 2385 

<211> 347 

<212> DNA 

<213> Homo sapiens 



<400> 2385 

acgcgttccc aaagtaggat ggctgggata gagggaaagg acatctttca ggcttgttat 
60 

gcactgtgct gtggactctt gttgtggggt cctaggtctg cccagcattt tggggttcac 
120 

cccgtgaccc tctacgggtt tccatgcccc cagcaccacg tccatcatca tttctggggt 
180 

cccctcacct cagagagcct gcttcctatg actgcgtggg ccagctggag aaggacgacc 
240 

caagacccct caagtttctg tgtcctgacc ccaagcatag gcctgagtgc tcctggggcc 
300 

caagggcctt tacgcactac tctctggggc ccactgtctg cactctt 
347 



<210> 2386 
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<211> 109 














<212> PRT 














<213> Homo sapiens 










<400> 2386 














Met Ala Gly 


He 


Glu Gly Lys Asp He 


Phe Gin 


Ala 


Cys 


Tyr Ala Leu 


1 




5 


10 






15 


Cys Cys Gly 


Leu 


Leu Leu Trp Gly Pro 


Arg Ser 


Ala 


Gin 


His Phe Gly 




20 


25 








30 


Val His Pro 


val 


Thr Leu Tyr Gly Phe 


Pro Cys 


Pro 


Gin 


His His Val 


35 




40 






45 




His His His 


Phe 


Trp Gly Pro Leu Thr 


Ser Glu 


Ser 


Leu 


Leu Pro Met 


50 




55 




60 






Thr Ala Trp 


Ala 


Ser Trp Arg Arg Thr 


Thr Gin 


Asp 


Pro 


Ser Ser Phe 


65 




70 


75 






80 


Cys Val Leu 


Thr 


Pro Ser He Gly Leu 


Ser Ala 


Pro Gly Ala Gin Gly 






85 


90 






95 


Pro Leu Arg 


Thr 


Thr Leu Trp Gly Pro 


Leu Ser 


Ala 


Leu 






100 


105 











<210> 2387 

<211> 71S 

<212> DNA 

<213> Homo sapiens 

<400> 2387 

ncggccgcac ttcaccttac ggaggggaga taatgagatc aattagaggc gccgtcaccg 
60 

cgccggagac agctgccgcc gcatagtaat cacccgcggg ctgggtgcgc gggggctccc 
120 

cgctacctgc gcgcctgctg ctcccaccac gcggcaccga cccgggcgcg cccccggccc 
180 

ctgtccgcag cccacagcca caccgcgcac cctacaccct ccttgcgcct ctgctgggga 
240 

gctcaccccc tccactcgca cagtgcgctg cggcccgggg tgtgggaggt cccgggactt 
300 

gggttgtgag tgcctgtgtg ggggtagggg caggtgtccg cttgtgcgca tatgggcatg 
360 

agtgtacatg gcgtgtgcct ggagatgggc gagtgcaggc tggaatgtgc cggcgtggca 
420 

cgtgtgtggg cccaaataga tgcgtgtgtg atcacatgtt gtgttcgtgt ttgcacctcg 
480 

tgtgcctgtg tgtccgtatt tgagtgctta caggaatgtg ggtggtgagt acccgtatgt 
540 

gggtgcatct gcacttgtgc gtgtgtgtgt gtaggcgcgt gtgtgtgcgt gtgtgtgtta 
600 

ngggatacgt gtagatgtgc attagtgtga ctgtgtgtgc tcatgtgcct gtgcacgtgt 
660 

gtttgaggtt tgtgtgcatg ggtagcgtct gtgagagcca tgtgtatatc tgcag 
715 

<210> 2388 
<211> 58 
<212> PRT 
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<213> Homo sapiens 
<400> 2388 

Met Gly Met Ser Val His Gly Val Cys Leu Glu Met Gly Glu Cys Arg 

1 5 10 15 

Leu Glu Cys Ala Gly Val Ala Arg Val Trp Ala Gin He Asp Ala Cys 

20 25 30 

val He Thr Cys Cys Val Arg Val Cys Thr Ser Cys Ala Cys Val Ser 

35 40 45 

Val Phe Glu Cys Leu Gin Glu Cys Gly Trp 
SO 55 

<210> 2389 

<211> 336 

<212> DNA 

<213> Homo sapiens 

<400> 2389 

ntcaccctgc cgccggaagg ttgctcgtac cgcatggcca tcgtcaccat gaagaagtcg 
60 

tatccgggcc acgccaagcg cgtcatgttg ggtgtctggt cgtttttgcg acagttcatg 
120 

tataccaagt tcgttatcgt caccgacgac gatatcaacg cccgcgactg gaacgacgtg 
1B0 

atctgggcca tcaccacgcg catggacccc aagcgcgaca cggtgatgat cgataacacg 
240 

ccgatcgact acctcgactt cgcctcgccg gtgtccggcc tgggttcgaa gatggggctc 
300 

gatcccacgc acaaatggcc cggccacacc acccgn 
336 

<210> 2390 
<211> 112 
<212> PRT 

<213> Homo sapiens 



<400> 2390 



Xaa Thr Leu 


Pro 


Pro 


Glu Gly 


Cys 


1 




5 






Met Lys Lys 


Ser 


Tyr 


Pro Gly 


His 




20 








Trp Ser Phe 


Leu 


Arg 


Gin Phe 


Met 


35 








40 


Asp Asp Asp 


He 


Asn 


Ala Arg 


Asp 


50 






55 




Thr Thr Arg 


Met 


Asp 


Pro Lys 


Arg 


65 






70 




Pro He Asp 


Tyr 


Leu 


Asp Phe 


Ala 






85 






Lys Met Gly 


Leu 


Asp 


Pro Thr 


His 




100 









Ser 


Tyr Arg Met 


Ala 


lie 


val Thr 




10 






15 


Ala 


Lys Arg Val 


Met 


Leu 


Gly Val 


25 






30 




Tyr 


Thr Lys Phe 


Val 


He 


Val Thr 






45 






Trp 


Asn Asp Val 


He 


Trp 


Ala He 




60 








Asp 


Thr Val Met 


He 


Asp 


Asn Thr 


75 






80 


Ser 


Pro Val Ser Gly 


Leu 


Gly Ser 




90 






95 


Lys 


Trp Pro Gly 


His 


Thr 


Thr Arg 


105 






110 





<210> 2391 
<211> 388 
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<212> DNA 

<213> Homo sapiens 

<400> 2391 

gtcgactaac ctgcgtacag ccgccaccct acgtttagtc gcgaagcgtg tcggctccat 
60 

gttcattccg gagctacacc atgaataaag tactacctga tccacccatc gatcccgcaa 
120 

aagaccgcgt cgctttcaac cgcgccatcg accattacct gcctacccag ggcttccact 
180 

gcgtcaacga agacctgagt ttcgaagacg ccctgctcta caccgccagc ctgctcgaca 
240 

gtgcctctgc cacggcgctg gattgcggtg agctgctgca aagccctgaa cgggcgaaga 
300 

tcccggccgt gtggcatttg ctggaaattg caaaaaccac cgtagatcgc ttccccatcg 
360 

agtgcctgac cgcaccaaag ccctgcct 
388 

<210> 2392 

<211> 102 

<212> PRT 

<213> Homo sapiens 

<400> 2392 

Met Asn Lys Val Leu Pro Asp Pro Pro He Asp Pro Ala Lys Asp Arg 

15 10 15 

Val Ala Phe Asn Arg Ala lie Asp His Tyr Leu Pro Thr Gin Gly Phe 

20 25 30 

His Cys Val Asn Glu Asp Leu Ser Phe Glu Asp Ala Leu Leu Tyr Thr 

35 40 45 

Ala Ser Leu Leu Asp Ser Ala Ser Ala Thr Ala Leu Asp Cys Gly Glu 

50 55 60 

Leu Leu Gin Ser Pro Glu Arg Ala Lys He Leu Ala Val Trp His Leu 
65 70 75 80 

Leu Glu lie Ala Lys Thr Thr Val Asp Arg Phe Pro He Glu Cys Leu 

85 90 95 

Thr Ala Pro Lys Pro Cys 
100 

<210> 2393 

<211> 411 

<212> DNA 

<213> Homo sapiens 

<400> 2393 

aacccgccta ccgaggacca ggccgagcag gtagagattg tgaagcgctc tgagtccggc 
60 

atggtcaccg accccatcac tgcgcgcccg gatatgacca tcggggaagt agacgcgctg 
120 

tgcgcccgct tccgcatctc cggcctgccg gtggtagacg aggacggcac cctgatgggc 
180 

atttgcacca cccgcgatat gcgcttcgag cctgactttg accgcaaggt cagcgaggtc 
240 
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atgacggcta tgccgcttgt tgttgcgcgc gagggtgtat ctaagaagga agccctcgaa 
300 

ctgctctcgg ccaataaggt ggaaaagctg cccatcgtcg atgcggataa taagctcacc 
360 

ggcctgatta ccgtcaagga ctttgtcaag accgagcagt accccaacgc g 
411 

<210> 2394 

<211> 137 

<212> PRT 

<213> Homo sapiens 

<400> 2394 



Asn 


Leu 


Ser 


Thr 


Glu Asp Gin 


Ala 


Glu 


Gin 


Val 


Glu 


He 


Val 


Lys 


Arg 


1 








S 






10 










15 




Ser 


Glu 


Ser 


Gly 
20 


Met Val Thr 


Asp 


Pro 
2S 


He 


Thr 


Ala 


Arg 


Pro 
30 


Asp 


Met 


Thr 


He 


Gly 
35 


Glu 


Val Asp Ala 


Leu 
40 


Cys 


Ala 


Arg 


Phe 


Arg 
4S 


He 


Ser 


Gly 


Leu 


Pro 


Val 


Val 


Asp Glu Asp 


Gly 


Thr 


Leu 


Met Gly 


He 


Cys 


Thr 


Thr 




50 






55 










60 










Arg 


Asp 


Met 


Arg 


Phe Glu Pro 


Asp 


Phe 


Asp 


Arg 


Lys 


Val 


Ser 


Glu 


Val 


65 








70 








75 










80 


Met 


Thr 


Ala 


Met 


Pro Leu Val 


Val 


Ala 


Arg 


Glu Gly 


Val 


Ser 


Lys 


Lys 










85 






90 










95 




Glu 


Ala 


Leu 


Glu 
100 


Leu Leu Ser 


Ala 


Asn 
105 


Lys 


Val 


Glu 


Lys 


Leu 
110 


Pro 


He 


Val 


Asp 


Ala 


Asp 


Asn Lys Leu 


Thr 


Gly 


Leu 


He 


Thr 


Val 


Lys Asp 


Phe 






US 






120 










125 








Val 


Lys 
130 


Thr 


Glu 


Gin Tyr Pro 
135 


Asn 


Ala 

















<210> 2395 

<211> 362 

<212> DNA 

<213> Homo sapiens 

<400> 2395 

aagctttcag aggagtttgc taaagtgtta aggatttgca tattttcaac tttagtcata 
60 

tctaagtgcc ccaataaaac agcgcggcgc attgggggct ggctttcatc aacaactaac 
120 

ttagcaatat taatctgacc ttttcctggt gattgggcat ttagtaataa tgcggggcca 
180 

atatcatcat actttccaaa tatttttgat tttttagaca tcaactgaag ttgtgaccat 
240 

ttactgtctt tgtcttgatg gcaatctaaa caaacatctc ttgtattaag ttgttcactt 
300 

acccaaggat taggcactct aaaggcatga tcgcgtcgat catcgactcc catgtaacgc 
360 

gt 

362 

<210> 2396 
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<211> 117 
<212> PRT 
<213> Homo sapiens 

<400> 2396 



Met Gly Val 


Asp 


Asp Arg Arg Asp 


His 


Ala 


Phe 


Arg 


Val Pro Asn 


Pro 


l 




5 




10 






15 


His 


Trp Val Ser 


Glu 


Gin Leu Asn Thr 


Arg 


Asp 


Val 


Cys 


Leu Asp Cys 


20 




25 








30 




Gin Asp Lys 


Asp 


Ser Lys Trp Ser 


Gin 


Leu 


Gin 


Leu 


Met Ser Lys 


Lys 


35 




40 










45 




Ser Lys lie 


Phe 


Gly Lys Tyr Asp 


Asp 


He 


Gly Pro 


Ala Leu Leu 


Leu 


50 




55 








60 




Val 


Asn Ala Gin 


Ser 


Pro Gly Lys Gly Gin 


He 


Asn 


He 


Ala Lys Leu 


65 




70 






75 






80 


Val Asp Glu 


Ser 


Gin Pro Pro Met 


Arg 


Arg 


Ala 


val 


Leu Leu Gly 


His 




85 




90 






95 




Leu Asp Met 


Thr 


Lys Val Glu Asn 


Met 


Gin 


He 


Leu 


Asn Thr Leu 


Ala 


100 




10S 








110 




Asn Ser Ser 


Glu 


Ser 














115 



















<210> 2397 

<211> 449 

<212> DNA 

<213> Homo sapiens 

<400> 2397 

nacagcacac tccgcctcct ccgacgatca tagctttcac gtcggacatg atcccccgcc 
60 

tagtgtacta ctggtccttc tccgtccctc cctacgggga ccacacttcc tacaccatgg 
120 

aagggtacat caacaacact ctctccatct tcaaagtcgc agacttcaaa aacaaaagca 
180 

agggaaaccc gtactctgac ctgggtaacc ataccacatg caggtatcgt gatttccgat 
240 

acccacctgg acacccccag gagtataaac acaacatcta ctattggcat gtgattgcag 
300 

ccaagctggc ttttatcatt gtcatggagc acgtcatcta ctctgtgaaa tttttcattt 
360 

catatgcaat tcccgatgta tcaaagcgca caaagagcaa gatccagaga gaaaaatacc 
420 

taacccaaaa gcttcttcat gagaatcac 
449 

<210> 2398 

<211> 76 

<212> PRT 

<213> Homo sapiens 

<400> 2398 

Cys Thr Thr Gly Pro Ser Pro Ser Leu Pro Thr Gly Thr Thr Leu Pro 

15 10 15 

Thr Pro Trp Lys Gly Thr Ser Thr Thr Leu Ser Pro Ser Ser Lys Ser 



1739 



WO 00/58473 



PCT/USOO/08621 



20 25 30 

Gin Thr Ser Lys Thr Lys Ala Arg Glu Thr Arg Thr Leu Thr Trp Val 

35 40 4S 

Thr He Pro His Ala Gly He Val He Ser Asp Thr His Leu Asp Thr 

50 55 60 

Pro Arg Ser He Asn Thr Thr Ser Thr He Gly Met 
65 70 7S 

<210> 2399 
<211> 344 
<212> DNA 

<213> Homo sapiens 
<400> 2399 

acgcgtcatg cttcacgaaa cgggtcacgc gcttcattac caagcagctg gcaaacacaa 
60 

cttgtatttc gagcgggttg cgccagtcga gatcatggag ttcgtggcct actgcttgca 
120 

gtttctgacg atcgagcgcc tggccatgtc aggggaactt tcgggtaaag aacaggaact 
180 

agtcaaaccc tttgctggtc cggccaggct tggaggggtt cgaaaaccta caacgccaca 
240 

aaacggttcc agcactgggt ttataaacag cctaaaatcc cgacaagtaa agaactcgat 
300 

accgtatggc ttgagatgcg acacacgctc ggggtggatt ggtc 
344 

<210> 2400 
<211> 112 
<212> PRT 

<213> Homo sapiens 



<400> 2400 



Met Leu His Glu 


Thr Gly His Ala Leu His 


Tyr 


Gin 


Ala 


Ala 


Gly 


Lys 


1 


5 10 










15 




His Asn Leu Tyr 


Phe Glu Arg Val Ala Pro 


Val 


Glu 


He 


Met 


Glu 


Phe 


20 


25 








30 






Val Ala Tyr Cys 


Leu Gin Phe Leu Thr He 


Glu 


Arg 


Leu 


Ala 


Met 


Ser 


35 


40 






45 








Gly Glu Leu Ser 


Gly Lys Glu Gin Glu Leu 


Val 


Lys 


Pro 


Phe 


Ala 


Gly 


50 


5S 




60 










Pro Ala Arg Leu 


Gly Gly Val Arg Lys Pro 


Thr 


Thr 


Pro 


Gin 


Asn 


Gly 


65 


70 


75 










80 


Ser Ser Thr Gly 


Phe He Asn Ser Leu Lys 
85 90 


Ser 


Arg 


Gin 


Val 


Lys 
95 


Asn 


Ser He Pro Tyr 


Gly Leu Arg Cys Asp Thr Arg Ser Gly Trp 


He 


Gly 


100 


105 








110 







<210> 2401 

<211> 479 

<212> DNA 

<213> Homo sapiens 

<400> 2401 
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nntaccgagg taaaactcga tagcctcggt gtcaccgacc agatgcgctc tgggcgctgc 
60 

Cggatgtttg ccgcgctcaa cgtattccgc caccgcgcgg ccaaggagct caacatcgat 
120 

gactttgagt tttcctttac ctacctgcag tacttcgaca aactagagcg cgccaacttc 
180 

gcgctcaacc aactgctgga tctcaccgaa gacggcaccg actgggatga ccgcgacgtg 
240 

gctacttccc tcgagctcac aggcgacgac ggcggctggt ggtcattttt caccaacctc 
300 

gtggacaagt acggcgcagt cccggccgag gtcatgcctg aggtgcactc gtccggccac 
360 

accgaccaga tgaatcgcga tatcgccacc atcatccgcc gcgccgcgca ccgtgcggtg 
420 

gaaggcgagg gggatcgcgg gggcatcgtc aagcaagccc gccccgatat ccaacgcgt 
479 

<210> 2402 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 2402 



Xaa 


Thr 


Glu 


Val 


Lys 


Leu 


Asp 


Ser 


Leu 


Gly 


Val 


Thr 


Asp 


Gin 


Met 


Arg 


1 








5 










10 










15 




Ser 


Gly 


Arg 


Cys 
20 


Trp 


Met 


Phe 


Ala 


Ala 
25 


Leu 


Asn 


Val 


Phe 


Arg 
30 


His 


Arg 


Ala 


Ala 


Lys 
35 


Glu 


Leu 


Asn 


He 


Asp 
40 


Asp 


Phe 


Glu 


Phe 


Ser 
45 


Phe 


Thr 


Tyr 


Leu 


Gin 
50 


Tyr 


Phe 


Asp 


Lys 


Leu 
55 


Glu 


Arg 


Ala 


Asn 


Phe 
60 


Ala 


Leu 


Asn 


Gin 


Leu 


Leu 


Asp 


Leu 


Thr 


Glu 


Asp 


Gly 


Thr 


Asp 


Trp Asp 


Asp 


Arg 


Asp 


Val 


65 










70 










75 










80 


Ala 


Thr 


Ser 


Leu 


Glu 


Leu 


Thr 


Gly 


Asp 


Asp 


Gly Gly 


Trp 


Trp 


Ser 


Phe 










85 










90 










95 




Phe 


Thr 


Asn 


Leu 
100 


Val 


Asp 


Lys 


Tyr 


Gly 
105 


Ala 


Val 


Pro 


Ala 


Glu 
110 


Val 


Met 


Pro 


Glu 


Val 
115 


His 


Ser 


Ser 


Gly 


His 
120 


Thr 


Asp 


Gin 


Met 


Asn 
125 


Arg 


Asp 


He 


Ala 


Thr 
130 


He 


He 


Arg 


Arg 


Ala 
135 


Ala 


His 


Arg 


Ala 


Val 
140 


Glu 


Gly 


Glu 


Gly 


Asp 


Arg 


Gly 


Gly 


He 


Val 


Lys 


Gin 


Ala 


Arg 


Pro 


Asp 


lie 


Gin 


Arg 





145 150 155 

<210> 2403 
<211> 387 
<212> DNA 

<213> Homo sapiens 
<400> 2403 

ntcatgaacg gcgataaccc gctggactcg tctgcggttc acccggaagc ctacccgctg 
60 

gtgcagcgta ttgccgccga gaccggccgt gatatccgtt cgctgatcgg tgacgccgcg 
120 
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ttcctcaagc gcctggaccc gaagaagtac accgacgaaa ccttcggtgt gccgaccatc 
180 

accgacatcc tgcaagagct ggaaaaacct ggccgcgacc cgcgtcccga gttcaagacc 
240 

gccgagttcc aggacggtgt tgaagacctc aaggacctgc agccgggcat gatcctcgaa 
300 

ggcgtggtca ccaacgtgac caactttggc gcctttgtgg atatcggcgt gcatcaggac 
360 

ggtttggtgc acatctctgc actttcg 
387 

<210> 2404 
<211> 129 
<212> PRT 

<213> Homo sapiens 



<400> 2404 



Xaa 


Met 


Asn 


Gly 


Asp Asn Pro Leu 


Asp 


Ser 


Ser 


Ala 


Val 


His Pro 


Glu 


l 








5 




10 








15 




Ala 


Tyr 


Pro 


Leu 


Val Gin Arg He 


Ala 


Ala 


Glu 


Thr 


Gly 


Arg Asp 


He 






20 




25 










30 




Arg 


Ser 


Leu 


He 


Gly Asp Ala Ala 


Phe 


Leu 


Lys 


Arg 


Leu 


Asp Pro 


Lys 






35 




40 










45 






Lys 


Tyr 


Thr 


Asp 


Glu Thr Phe Gly 


Val 


Pro 


Thr 


He 


Thr 


Asp He 


Leu 




50 






55 








60 








Gin 


Glu 


Leu 


Glu 


Lys Pro Gly Arg 


Asp 


Pro 


Arg 


Pro 


Glu 


Phe Lys 


Thr 


65 








70 






75 








80 


Ala 


Glu 


Phe 


Gin 


Asp Gly Val Glu 


Asp 


Leu 


Lys 


Asp 


Leu 


Gin Pro 


Gly 










85 




90 








95 




Met 


He 


Leu 


Glu 


Gly Val val Thr 


Asn 


Val 


Thr 


Asn 


Phe 


Gly Ala 


Phe 








100 




105 










110 




Val 


Asp 


He 


Gly 


Val His Gin Asp 


Gly 


Leu 


Val 


His 


He 


Ser Ala 


Leu 






115 




120 










125 







Ser 



<210> 2405 

<211> 859 

<212> DNA 

<213> Homo sapiens 

<400> 2405 

ttgcaagtaa catcaaaagt catctacaga agcaaaagac aaaaaggccc ctccacctgc 
60 

aaattaaatg gaataatttg ctttatgaga agctcaccat tggggtcatt cttatttttt 
120 

ctcactccac atttcactac aaaccaagga aagctccctc atggaccgac atctggtgag 
180 

ccttcatctc tcccctggca atgcctggcc acctgacacc tggcctccct cctctttcca 
240 

gcaatcctgg taccaacgaa tggctcacca ccacccaccc caatgcccag accgcagacc 
300 

tgcattcctc ccatctcaca gccccaaatc caaaccgtta ttcattctac ctcccatcct 
360 
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actcctcacg aatttcttcc accgtagact ctggttaatt ggactgactg aagcccaggg 
420 

gtcagtttct gtcctaagag cgctccaggt ggctgcaccc tgtgcccaga gccaggcccc 
480 

ctgctatagg ctcgctgcac tccccctgca ggtgctgggg acaccgcaac cctcctcctg 
540 

gggacaccta cttgcctttg caggccctcg ggggtcactt ctcccaggaa gccgcctctg 
600 

ggtgaggtaa tatccctcta tcacagcatt ggccacacca cattgcaaac gctgctgggg 
660 

tccactgtct tcaccaatta caccatgagc tccacagact ccaggaccat ggcttctacc 
720 

tctcagttcc cagtgctagc tatggggccc agcacacagg gaacagcagt tcaattaccc 
780 

agttcactga agggcagacc tgggatcata cagggagcaa ggaagcttga gccccttcag 
840 

gagaagggga agaacgcgt 
859 

<210> 2406 
<211> 149 
<212> PRT 

<213> Homo sapiens 
<400> 2406 

Met Asp Arg His Leu Val Ser Leu His Leu Ser Pro Gly Asn Ala Trp 

15 10 15 

Pro Pro Asp Thr Trp Pro Pro Ser Ser Phe Gin Gin Ser Trp Tyr Gin 

20 25 30 

Arg Met Ala His His His Pro Pro Gin Cys Pro Asp Arg Arg Pro Ala 

35 40 45 

Phe Leu Pro Ser His Ser Pro Lys Ser Lys Pro Leu Phe lie Leu Pro 

50 55 60 

Pro lie Leu Leu Leu Thr Asn Phe Phe His Arg Arg Leu Trp Leu He 
65 70 75 80 

Gly Leu Thr Glu Ala Gin Gly Ser Val Ser Val Leu Arg Ala Leu Gin 

85 90 95 

Val Ala Ala Pro Cys Ala Gin Ser Gin Ala Pro Cys Tyr Arg Leu Ala 

100 105 110 

Ala Leu Pro Leu Gin Val Leu Gly Thr Pro Gin Pro Ser Ser Trp Gly 

115 120 125 

His Leu Leu Ala Phe Ala Gly Pro Arg Gly Ser Leu Leu Pro Gly Ser 

130 135 140 

Arg Leu Trp Val Arg 
145 

<210> 2407 

<211> 303 

<212> DNA 

<213> Homo sapiens 

<400> 2407 

nacgcgtggt ttatcttcag catggtgatc gcgattggtt tagccgttat ggctgcggtc 
60 



1743 



WO 00/58473 PCT/US00/0862 1 



gtattcatcg agcaaggcca gcgacgtatc ccggtgcagt acgccaagcg gatggtgggg 
120 

cgccgaatgt ttggtggctc gacgacgtac attccgctca aggtaaacca atctggcgtt 
180 

atcccggtca tctttgcctc gtcgatcctg taccttccgg tgctctacgc aactttccgg 
240 

ccgcagacgt ccgcggcaaa gtggatcggt cactacttca cgcgcggtga ccatccggtg 

300 

tac 

303 

<210> 2408 
<211> 101 
<212> PRT 

<213> Homo sapiens 
<400> 2408 



Xaa Ala Trp 


Phe 


He 


Phe 


Ser Met Val 


He Ala He Gly 


Leu Ala 


Val 


1 




5 






10 


15 




Met Ala Ala 


Val 


Val 


Phe 


He Glu Gin 


Gly Gin Arg Arg 


He Pro 


Val 




20 






25 




30 




Gin Tyr Ala 


Lys 


Arg 


Met 


Val Gly Arg 


Arg Met Phe Gly 


Gly Ser 


Thr 


35 








40 


45 






Thr Tyr lie 


Pro 


Leu 


Lys 


Val Asn Gin 


Ser Gly Val He 


Pro Val 


He 


SO 








55 


60 






Phe Ala Ser 


Ser 


He 


Leu 


Tyr Leu Pro 


Val Leu Tyr Ala 


Thr Phe 


Arg 


65 






70 




75 




80 


Pro Gin Thr 


Ser 


Ala 


Ala 


Lys Trp lie 


Gly His Tyr Phe 


Thr Arg 


Gly 






85 






90 


95 




Asp His Pro 


val 


Tyr 














100 















<210> 2409 

<211> 322 

<212> DNA 

<213> Homo sapiens 

<400> 2409 

ccatggtttc aagcccccat tgtgtcagcc cagagagcaa ctggagaccc tctgacacca 
60 

cctcccggcc caacaggagg ggaagccgaa attcagattg tggaaactgc ctacaatttt 
120 

cttccggcca aatgaccctc cctaggctac caagaccctg gcctaagggg agccgaggtc 
160 

tcggcccgac tgcagacgcc cgcaccctga ctccagatgc ctccgaggca tccaggtggg 
240 

ccctgagggg cctgctgtgg ctttgttctt gttggctggg ctgggggtct gacctggtga 
300 

gggacatgag tgtcagtgtg gg 
322 

<210> 2410 
<211> 106 
<212> PRT 
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<213> Homo sapiens 



<400> 2410 
Met Val Ser Ser 
1 

Ser Asp Thr Thr 
20 

Cys Gly Asn Cys 
35 

Leu Pro Arg Pro 
50 

Asp Ala Arg Thr 
65 

Leu Arg Gly Leu 

Asp Leu Val Arg 
100 



Pro His Cys Val 
5 

Ser Arg Pro Asn 

Leu Gin Phe Ser 
40 

Trp Pro Lys Gly 
55 

Leu Thr Pro Asp 
70 

Leu Trp Leu Cys 
85 

Asp Met Ser Val 



Ser Pro Glu Ser 
10 

Arg Arg Gly Ser 
25 

Ser Gly Gin Met 

Ser Arg Gly Leu 
60 

Ala Ser Glu Ala 
75 

Ser Cys Trp Leu 

90 
Ser Val 
105 



Asn Trp Arg Pro 
15 

Arg Asn Ser Asp 
30 

Thr Leu Pro Arg 
45 

Gly Pro Thr Ala 

Ser Arg Trp Ala 
80 

Gly Trp Gly Ser 
95 



<210> 2411 

<211> 371 

<212> DNA 

<213> Homo sapiens 



<400> 2411 

ccatgggctg ggtgctggag acacgagatc aggcaggccc tgcccctggg gctcattcta 
60 

gggtctgcgg cagacaggga gacagaggga gctgtgagag ccctgaggct gagtggcttt 
120 

ctggggaagc accatcccta gggacctccg cgttcggtca gtggccgctg ctgtcggtgt 
180 

gcagagcaga ggctggggcg agagtggtca gcaggcctgc tggtggcagc ttgtgcagga 
240 

agggaggatg gaggttggct tgtggctggc aagagggtgg catgcacgtc gctgaaaggc 
300 

aggcctgggc ccgaggcctg ggtgtgggga cgcctgagga gactgtacag tgtggagtcg 
360 

ggggggctgc g 

371 



<210> 2412 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 2412 

Met Gly Trp Val Leu Glu Thr Arg 

1 5 
Ala His Ser Arg Val Cys Gly Arg 
20 

Ser Pro Glu Ala Glu Trp Leu Ser 

35 40 
Ser Ala Phe Gly Gin Trp Pro Leu 

50 55 
Gly Ala Arg Val Val Ser Arg Pro 



Asp Gin Ala Gly Pro Ala Pro Gly 

10 15 
Gin Gly Asp Arg Gly Ser Cys Glu 
25 30 
Gly Glu Ala Pro Ser Leu Gly Thr 
45 

Leu Ser Val Cys Arg Ala Glu Ala 
60 

Ala Gly Gly Ser Leu Cys Arg Lys 
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65 70 75 80 

Gly Gly Trp Arg Leu Ala Cys Gly Trp Gin Glu Gly Gly Met His Val 

85 90 95 

Ala Glu Arg Gin Ala Trp Ala Arg Gly Leu Gly Val Gly Thr Pro Glu 

100 105 HO 

Glu Thr Val Gin Cys Gly Val Gly Gly Ala Ala 
US 120 

<210> 2413 

<211> 784 

<212> DNA 

<213> Homo sapiens 

<400> 2413 

cccgggagag ttgggcgggg caggggtgtt catggcatac tcgggattgt gtcatttggt 
60 

gtggctggat ttagggtgca tataaaggca gtgaggctgg agaagtattc taggtctgct 
120 

taggctcact gaggaattgg ggttcttcct gaagagcatg gagcccttgg aggacctcca 
180 

cagcaggcag agagacggca gcctcctggg atctgattgc ccagccccac ttacacaggt 
240 

ggctgaggtg agctcttccc atggagtgca tccttcctga tcagcctgag gagagcaggg 
300 

ccccaccatc ctgcacctgg tgcagaaaaa ccctgtgaag ctgcactaca gaaagacacc 
360 

accaggtggc aggcctggag attgcatgga ggccccgccc cccccaacca attctttgat 
420 

aatagcacag tgttgaagag agggggccat aaaagactga atccctgttc atgccaggct 
480 

ggctctgccc aacatatatg agactgcaag ttctgccact gtgggctgtg tacccacaag 
540 

ccacaggtcc ctctgaacct gtgaatcagg tcttgggagc tattcgagca ggctggattt 
600 

tctcctctgc ctcgggggac ctgagagtaa gttacagact tcatgaccct tcaccccaaa 
660 

acacttgagt atgtatcacc taagaacaag ggcattctcc tgtagaacca caatgcaatt 
720 

tgcaagttca ggaaatttaa ctgatacaat actattatct aattacggag agaagacaac 
780 

gcgt 

784 

<210> 2414 
<211> 137 
<212> PRT 

<213> Homo sapiens 
<400> 2414 

Met Lys Ser Val Thr Tyr Ser Gin Val Pro Arg Gly Arg Gly Glu Asn 

IS 10 15 

Pro Ala Cys Ser Asn Ser Ser Gin Asp Leu lie His Arg Phe Arg Gly 

20 25 30 

Thr Cys Gly Leu Trp Val His Ser Pro Gin Trp Gin Asn Leu Gin Ser 
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35 40 45 

His lie Cys Trp Ala Glu Pro Ala Trp His Glu Gin Gly Phe Ser Leu 

50 55 60 

Leu Trp Pro Pro Leu Phe Asn Thr Val Leu Leu Ser Lys Asn Trp Leu 
65 70 75 80 

Gly Gly Ala Gly Pro Pro Cys Asn Leu Gin Ala Cys His Leu Val Val 

85 90 95 

Ser Phe Cys Ser Ala Ala Ser Gin Gly Phe Ser Ala Pro Gly Ala Gly 

100 105 HO 

Trp Trp Gly Pro Ala Leu Leu Arg Leu lie Arg Lys Asp Ala Leu His 

115 120 125 

Gly Lys Ser Ser Pro Gin Pro Pro Val 
130 135 

<210> 2415 

<211> 2164 

<212> DNA 

<213> Homo sapiens 



<400> 2415 

ctcgtgccag cgtcctcgcg ggtctgaatg 
60 

agatcctgaa gccagaactc caccccggcg 
120 

ccccccaccc gcgtcgccgc catggaggtg 
180 

atcatggacg cctttgatcg ctggcccaca 
240 

ctaggccggg agtacgtgca cgcgcggctt 
300 

gagcgtgcct cgcctgcccc tggaggacgc 
360 

ctgggcgatg agctggagat gatccggccc 
420 

cacatctccc tgcagtctga gcctgtggtg 
480 

atcttctctg caggcatcac gtggggcaag 
540 

ctggccgtgg actgtgtgag gcaggcccag 
600 

ctgggggagt tcgtgcgcaa gaccctggca 
660 

gatgtcctca agtgtgtggt cagcacagac 
720 

gcactctgca gcttcggccg cttcctgaag 
780 

tgagctgccc acctggcagt ggccgcagcc 
840 

cagcacccga acacatcttc ctcctcccca 
900 

ccccctaagc cccgttcctc cgcagaccca 
960 

tttcctgagc ctggagctgg gctttggggc 
1020 



gaagggtcga ggtcgtcgtc ggcggcgagc 
cccgcgccat gcggcgggag aggtgcggcg 
ctgcggcgct cttcggtctt cgctgcggag 
gacaaggagc tggtggccca ggctaaagca 
ttgcgcgccg gcctctcctg gagcgctcca 
ctggctgagg tgtgcgcggt gctgctgcgc 
agcgtctacc gcaacgtggc gcgtcagctg 
accgatgcgt tcctggccgt ggctggccac 
gtggtgtccc tgtatgcggt ggccgcgggg 
cctgccatgg tccacgccct cgtggactgc 
acctggctgc ggagacgcgg cggatggact 
cctggcctcc gctcccactg gctggtggct 
gctgccttct tcgtgctgct gccagagaga 
tggccctctg ggcccaacgc aggaggccct 
cccgagcctg gagcactcta acctcggaga 
ggccctccgg aagggtgagt ggggaggggc 
agcctgcgac cctccccgct tgtgtccctt 
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ctcctgtgat ctctgtgttt tcccttttct ttctggggcc aggaagtcag ggtcaactcc 
1080 

caggcctcag gtgaaggggc ccagaacacc tgctctcacc tgagccccag gtgaaggggc 
1140 

ccgggaacac ctgctctcac ctgagcccca ggtgaagggg cccgggaaca cctgctctca 
1200 

cctgagcccc tggtgaaggg gcccggaaca cctgctctca cctgagcccc aggtgaaggg 
1260 

gcccggaaca cctgctctca cctgagcccc aggtgaaggg gcccggaaca cttgctctca 
1320 

cctgagcccc aggtgaaggg gcccgggaac acctctcacc tgaacccggg ggtcccatcc 
1380 

caggaagaag ggccatctca ggacatgagt cctcaggggc cctgcacatt caatctgaag 
1440 

gtgaccctgg cctggctgaa gctggaagag ctgtggggac tcagcctgta aacagagcgt 
1500 

aaggttcaca tgctggttgc ttaatccgtt tctggaggaa gagtatgaca cccacttgtg 
1560 

atggggtcct tgtgcggtgg ggaccggggc cggcgggctc caggccagca cacctaaccc 
1620 

atggatgtgg aacctacggc cgagaaggaa tgttgcatga gtcggatccc agtccattgt 
1680 

cagtggaggg tgagggtgac cccatctgct atttttgtgc tcatcctcat acaaccattt 
1740 

ggggatgtgc ctattagggc tccgtaagaa ctcagatgcc tgggaagccc agcccctcag 
1800 

gtgcccccac acacagcctt cccttgacgc ctacatttct aggcacatgt gaggcatctt 
1860 

tcctggagcc ccgagccagc cctgtccctc cccagtgcag catggcactc aggagataca 
1920 

ggctggacat ggggcagtcg ttctggggag gcctggccta gcagccaccc acctgagccc 
1980 

tcccggccag gcttcgtgct ggggtgggcc atgtgccagg acaggagggt cccggcggaa 
2040 

agccagcccc ggactcatcg tgacattgag atcccactgg agggtagggg tggtaataaa 
2100 

cttctccaaa cgataaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

2160 

aaaa 

2164 

<210> 2416 
<211> 213 
<212> PRT 

<213> Homo sapiens 
<400> 2416 

Met Glu Val Leu Arg Arg Ser Ser Val Phe Ala Ala Glu lie Met Asp 

15 10 15 

Ala Phe Asp Arg Trp Pro Thr Asp Lys Glu Leu Val Ala Gin Ala Lys 

20 25 30 

Ala Leu Gly Arg Glu Tyr Val His Ala Arg Leu Leu Arg Ala Gly Leu 

35 40 45 

Ser Trp Ser Ala Pro Glu Arg Ala Ser Pro Ala Pro Gly Gly Arg Leu 
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50 




55 




60 




Ala 


Glu Val Cys Ala 


Val 


Leu 


Leu 


Arg l^GU uiy Mbp vjxvi 


L.e»u Glu Met 


65 


70 






75 


80 


He 


Arg Pro Ser Val 


Tyr 


Arg 


Asn 


Vdl Ala nty VjXII UcU 


His He Ser 




85 








90 


95 


Leu 


Gin Ser Glu Pro 


Val 


Val 


Thr 


Asp Ala Phe Leu Ala 


Val Ala Gly 




100 








105 


110 


His 


lie Phe Ser Ala 


Gly 


He 


Thr 


Trp Gly Lys Val Val 


Ser Leu Tyr 




115 






120 


125 




Ala Val Ala Ala Gly Leu 


Ala 


Val 


Asp Cys Val Arg Gin 


Ala Gin Pro 




130 




135 




140 




Ala 


Met Val His Ala 


Leu 


Val 


Asp 


Cys Leu Gly Glu Phe 


Val Arg Lys 


14S 




150 






155 


160 


Thr 


Leu Ala Thr Trp Leu 


Arg 


Arg 


Arg Gly Gly Trp Thr 


Asp Val Leu 




165 








170 


175 


Lys 


Cys Val Val Ser 


Thr 


Asp 


Pro 


Gly Leu Arg Ser His 


Trp Leu Val 


180 








185 


190 


Ala 


Ala Leu Cys Ser 


Phe 


Gly Arg 


Phe Leu Lys Ala Ala 


Phe Phe Val 




195 






200 


205 




Leu Leu Pro Glu Arg 













210 



<210> 2417 
<211> 615 
<212> DNA 

<213> Homo sapiens 
<400> 2417 

nnagatcttt ggaatgggca gaactactaa atacagttaa tgcaccaaca agggtaagta 
60 

aagctgattt gattttcata ttgatacctc aatagttaag tgaaggacta gttattgctc 
120 

cagttgttag ttttcacact ttaaaaaagg ctttcaatta taaaatcttt ctccattatt 
180 

acgttttttc acaactgtga tccacgccac agttgcaaat aatcaacata gaaaaattaa 
240 

ataacataat tgatgaaaag ttagtttttc acaaaaatac gaaaaatttc atcacctaga 
300 

gaggaaaatg ttatgacaac ctatttcgat aaaattgaaa aaatctcctt tgagggagaa 
360 

aaatccacaa atccttttgc tttcaaacat tatgatgcta atcaagtaat tttaggtaaa 
420 

actatggctg aacatttacg cttaacggtg tgttattggc ataccttttg ctggaatggg 
480 

aatgatatgt ttgggctagg ttctttggaa cgaagttggc agaaaaattc aaatttgctt 
540 

gctggcgcag aacaaaaagc cgatattgct tttgagtttt tgaataagtt aggcgtgcct 
600 

tattattgtt ttcat 
615 

<210> 2418 
<211> 101 
<212> PRT 
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<213> Homo sapiens 



<400> 2418 
















Met Thr 


Thr 


Tyr 


Phe 


Asp 


Lys 


He Glu 


Lys He Ser Phe Glu Gly 


Glu 


1 






5 








10 15 




Lys Ser 


Thr 


Asn 


Pro 


Phe 


Ala 


Phe Lys 


His Tyr Asp Ala Asn Gin 


Val 




20 








25 


30 




He Leu 


Gly 
35 


Lys 


Thr 


Met 


Ala 


Glu His 
40 


Leu Arg Leu Thr Val Cys 
45 


Tyr 


Trp His 


Thr 


Phe 


Cys 


Trp 


Asn 


Gly Asn 


Asp Met Phe Gly Leu Gly 


Ser 


50 










55 




60 




Leu Glu 


Arg 


Ser 


Trp 


Gin 


Lys 


Asn Ser 


Asn Leu Leu Ala Gly Ala 


Glu 


65 








70 






75 


80 


Gin Lys 


Ala 


Asp 


He 


Ala 


Phe 


Glu Phe 


Leu Asn Lys Leu Gly Val 


Pro 






85 








90 95 




Tyr Tyr 


Cys 


Phe 
100 


His 













<210> 2419 

<211> 318 

<212> DNA 

<213> Homo sapiens 



<400> 2419 

aaattttcag aagtcctggt gttgcgcggt caaacaggga ccgaggaggg acgaccgcct 
60 

ccccgtgacg ctgcttcttc ttcctgcctg cagctgaggg gtctgttttg tgtcgcttcc 
120 

gctccttcct cacgtacaca gggggcagct tagcctctgg gatgggagtg gcttcataca 
180 

tgagacacat gcccgagtcg aggtagatgt cgctgtcgtc ctgcggcggg gtgggtgggg 
240 

tccagaacgg catgacttct gtctgcccat cgacatcttc gtagacatac tccatgttgt 
300 

aggcatcccc tcacgcgt 
318 



<210> 2420 
<211> 98 
<212> PRT 

<213> Homo sapiens 



<400> 2420 

Met Glu Tyr Val Tyr Glu Asp Val 

1 5 
Phe Trp Thr Pro Pro Thr Pro Pro 
20 

Asp Ser Gly Met Cys Leu Met Tyr 

35 40 
Lys Leu Pro Pro Val Tyr Val Arg 

50 55 
Asp Pro Ser Ala Ala Gly Arg Lys 
65 70 
Val Val Pro Pro Arg Ser Leu Phe 



Asp Gly Gin Thr Glu Val Met Pro 

10 15 
Gin Asp Asp Ser Asp He Tyr Leu 
25 30 
Glu Ala Thr Pro He Pro Glu Ala 
45 

Lys Glu Arg Lys Arg His Lys Thr 
60 

Lys Lys Gin Arg His Gly Glu Ala 

75 80 
Asp Arg Ala Thr Pro Gly Leu Leu 
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85 90 95 

Lys lie 



<210> 2421 

<211> 420 

<212> DNA 

<213> Homo sapiens 

<400> 2421 

nnacgcgtgg tgttctttat ggtcgttttc ggtctctgtc tgctgctggc aaaactgctg 
60 

tactggttgt ttgacagtgc agggcttgtg cacagacgtg agccacaggg cagcacaacg 
120 

ctgtcgcaag tctgagtagg gattatcatg acggatacaa cttcagcccc gcgttacgcg 
180 

ctgcgtgggc tacagcttat tggctggcgt gacatgcaac acgcgctgga tttcctgttc 
240 

gcggacgggc agatgaaatc gggcacgctg gtggccatca acgcagaaaa gatgctggcg 
300 

gttgaagata atgcggaagt gaaaagcctg attgaagccg cggagtttaa atacccggcc 
360 

ggtattagcg tagtgcgttc aattcgtaaa aagttccccc acgctggagt gtgctcgcga 
420 

<210> 2422 

<211> 91 

<212> PRT 

<213> Homo sapiens 

<400> 2422 

Met Thr Asp Thr Thr Ser Ala Pro Arg Tyr Ala Leu Arg Gly Leu Gin 

15 10 15 

Leu lie Gly Trp Arg Asp Met Gin His Ala Leu Asp Phe Leu Phe Ala 

20 25 30 

Asp Gly Gin Met Lys Ser Gly Thr Leu Val Ala He Asn Ala Glu Lys 

35 40 4S 

Met Leu Ala Val Glu Asp Asn Ala Glu Val Lys Ser Leu He Glu Ala 

50 55 60 

Ala Glu Phe Lys Tyr Pro Ala Gly He Ser Val Val Arg Ser He Arg 
65 70 75 80 

Lys Lys Phe Pro His Ala Gly Val Cys Ser Arg 
85 90 

<210> 2423 

<211> 371 

<212> DNA 

<213> Homo sapiens 

<400> 2423 

tgatcaagtc ggaggattcg gcagggcgca gccatgaacg agaaggcgtc cgtctccaag 
60 

gagctcaacg ccaagcacaa gaagatattg gaaggtcttc tacggcatcc tgagaataga 
120 
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gaatgcgcag actgcaagtc aaagggtcct cgatgggcaa gtgtgaatct aggtatcttt 
180 

atatgcatga catgttctgg cattcataga agcctggggg tgcacatatc taaggtaaga 
240 

tctgccaccc tggatacatg gctgccagag caagttgcat ttattcaatc aatgggaaac 
300 

gaaaaagcaa atagctattg ggaagcagag ctgcctccta actacgatag ggttggaata 
360 

gagaatttga t 
371 



<210> 2424 

<211> 112 

<212> PRT 

<213> Homo sapiens 



<400> 2424 

Met Asn Glu Lys Ala Ser Val Ser Lys Glu Leu Asn Ala Lys His Lys 

15 10 15 

Lys lie Leu Glu Gly Leu Leu Arg His Pro Glu Asn Arg Glu Cys Ala 

20* 2 5 3 0 

Asp Cys Lys Ser Lys Gly Pro Arg Trp Ala Ser Val Asn Leu Gly lie 

35 40 45 

Phe lie Cys Met Thr Cys Ser Gly He His Arg Ser Leu Gly Val His 

50 55 60 

He Ser Lys Val Arg Ser Ala Thr Leu Asp Thr Trp Leu Pro Glu Gin 
65 70 75 80 

Val Ala Phe He Gin Ser Met Gly Asn Glu Lys Ala Asn Ser Tyr Trp 

85 90 95 

Glu Ala Glu Leu Pro Pro Asn Tyr Asp Arg Val Gly He Glu Asn Leu 
100 105 HO 



<210> 2425 

<211> 411 

<212> DNA 

<213> Homo sapiens 



<400> 2425 

accggtttgc aggcctggaa 
60 

cccgtcctga acggctacga 
120 

acctcccggc ctgcacgggg 
180 

cgctgcaagg aagccggcat 
240 

aaccagaaac tcgccgacgt 
300 

gacggcctgc acgccctgac 
360 

ctgctgagca gttgccaggc 
411 



agacgggcat ttcgacctgg 
gatgacccgc cgcctgcgcg 
gttcggtttc accgcccacg 
gaacgactgc ctgttcaagc 
cacgccgcgc ccgcgtccga 
cgggggcgag ccgctgctga 
ggcccgcgag gcactgctcg 



tgatcgtcga ctgcaacatg 
aacatgaagc cnncgccatg 
cccagcccga ggaacgcccc 
ccatcagcct gaccaccctc 
gccaggccgc cttcagcctc 
tgcgtcgctt gatcgacgag 
gactgcccat c 



<210> 2426 
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<211> 137 
<212> PRT 

<213> Homo sapiens 
<40O> 2426 

Thr Gly Leu Gin Ala Trp Lys Asp Gly His Phe Asp Leu Val He Val 

15 3-0 15 

Asp Cys Asn Met Pro Val Leu Asn Gly Tyr Glu Met Thr Arg Arg Leu 

20 25 30 

Arg Glu His Glu Ala Xaa Ala Met Thr Ser Arg Pro Ala Arg Gly Phe 

35 40 45 

Gly Phe Thr Ala His Ala Gin Pro Glu Glu Arg Pro Arg Cys Lys Glu 

50 55 60 

Ala Gly Met Asn Asp Cys Leu Phe Lys Pro He Ser Leu Thr Thr Leu 
65 70 75 80 

Asn Gin Lys Leu Ala Asp Val Thr Pro Arg Pro Arg Pro Ser Gin Ala 

85 90 95 

Ala Phe Ser Leu Asp Gly Leu His Ala Leu Thr Gly Gly Glu Pro Leu 

100 105 HO 

Leu Met Arg Arg Leu He Asp Glu Leu Leu Ser Ser Cys Gin Ala Ala 

115 120 125 

Arg Glu Ala Leu Leu Gly Leu Pro He 
130 • 135 



<210> 2427 

<211> 293 

<212> DNA 

<213> Homo sapiens 



<400> 2427 

cataacaaag gcttagggat tttggtgccc tgtgcaattn tggcagcttt tctgttgatt 
60 

tggagcgtaa aatgttgcag agcccagcta gaagccagga ggagcagaca ccctgctgat 
120 

ggagcccaac aagaaagatg ttgtgtccct cctggtgagc gctgtcccag tgcacccgat 
180 

aatggcgaag aaaatgtgcc tctttcagga aaagtatagg aaatgagaga agactgtgac 
240 

aactcatgac ctgcatcctt aatatccagt gacttcatct ccccttcacg cgt 
293 



<210> 2428 

<211> 72 

<212> PRT 

<213> Homo sapiens 



<400> 2428 

His Asn Lys Gly Leu Gly He Leu Val Pro Cys Ala He Xaa Ala Ala 

1 5 10 15 

Phe Leu Leu He Trp Ser Val Lys Cys Cys Arg Ala Gin Leu Glu Ala 

20 25 30 

Arg Arg Ser Arg His Pro Ala Asp Gly Ala Gin Gin Glu Arg Cys Cys 

35 40 45 

Val Pro Pro Gly Glu Arg Cys Pro Ser Ala Pro Asp Asn Gly Glu Glu 



1753 



WO 00/58473 PCTAJSOO/0862 1 



50 55 60 

Asn Val Pro Leu Ser Gly Lys Val 
65 70 

<210> 2429 
<211> 428 
<212> DNA 

<213> Homo sapiens 
<400> 2429 

tcgcgtcggg tcggcgaggt tgacgctgtt gatcctaagc cccatgagga cgacgacctc 
60 

atcgccgaga tggcggggct acaggctgct cagtcgatcc gggaatcctt gaacaaggct 
120 

gatgtcctgc tcaatggggt agagacgtcg accggcccgc agccgggtgc gcttgctttg 
180 

ctggaacagg ccgtacatga gctggatggc actggggatg ctgatcctcg cgccgctgag 
240 

ttggctgagc gcgcccgcca gatgtcgtat gacctcactg acctcgctgc ttcggtcgct 
300 

ggccatgcgg ctcgggctga agctgatccg caacggcttg aggaattggg gggtcgtttg 
360 

gcggctattc agcggctgtt gagggcgcgc accaccaccc tcgacgatct cctcgactcc 
420 

actgcggc 
428 

<210> 2430 
<211> 142 
<212> PRT 

<213> Homo sapiens 



<400> 2430 






















Ser 


Arg 


Arg Val 


Gly Glu Val 


Asp 


Ala 


Val 


Asp 


Pro 


Lys 


Pro 


His 


Glu 


1 






5 






10 










15 




Asp 


Asp 


Asp Leu 


lie Ala Glu 


Met 


Ala 


Gly 


Leu 


Gin 


Ala 


Ala 


Gin 


Ser 






20 






25 










30 






lie 


Arg 


Glu Ser 


Leu Asn Lys 


Ala 


Asp 


Val 


Leu 


Leu 


Asn 


Gly 


Val 


Glu 






35 




40 










45 








Thr 


Ser 


Thr Gly 


Pro Gin Pro 


Gly 


Ala 


Leu 


Ala 


Leu 


Leu 


Glu 


Gin 


Ala 




50 




55 










60 










Val 


His 


Glu Leu 


Asp Gly Thr 


Gly 


Asp 


Ala 


Asp 


Pro 


Arg 


Ala 


Ala 


Glu 


65 






70 








75 










80 


Leu 


Ala 


Glu Arg 


Ala Arg Gin 


Met 


Ser 


Tyr 


Asp 


Leu 


Thr 


Asp 


Leu 


Ala 








85 






90 










95 




Ala 


Ser 


Val Ala 


Gly His Ala 


Ala 


Arg 


Ala 


Glu 


Ala 


Asp 


Pro 


Gin 


Arg 






100 






105 










110 






Leu 


Glu 


Glu Leu 


Gly Gly Arg 


Leu 


Ala 


Ala 


He 


Gin 


Arg 


Leu 


Leu 


Arg 






115 




120 










125 








Ala 


Arg 


Thr Thr 


Thr Leu Asp 


Asp 


Leu 


Leu 


Asp 


Ser 


Thr 


Ala 








130 




135 










140 











<210> 2431 
<211> 409 
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<212> DNA 

<213> Homo sapiens 



<400> 2431 

nnacgcgtta acaattaaag cattaacgcc agatgaatgg caaaaacaaa aacattttat 
60 

atagtcggct aaatagggat tttcatgggt caatttatta ttcaaggtgg ctgccagtta 
120 

aatggcgagg taacaatttc tggggcaaaa aatgccgcat taccaatcct atttgctact 
180 

ttattatctg agggtgatat caatttaagc aatgtaccgc ttttaaaaga tattgccacc 
240 

actatcgagt tgttaaaaga gctgggtgct actgctactc agactcaaca ctgcgtgcat 
300 

attaatgcga aagaagttaa gaactatact gcttcttatg aattagtgag aagtatgcgt 
360 

gcttcaattt tggcattagg tccattggtt gctcggttcg gtgaagctt 
409 



<210> 2432 

<211> 108 

<212> PRT 

<213> Homo sapiens 



<400> 2432 

Met Gly Gin Phe lie lie Gin Gly Gly Cys Gin Leu Asn Gly Glu Val 

15 10 15 

Thr lie Ser Gly Ala Lys Asn Ala Ala Leu Pro He Leu Phe Ala Thr 

20 25 30 

Leu Leu Ser Glu Gly Asp lie Asn Leu Ser Asn Val Pro Leu Leu Lys 

35 40 45 

Asp He Ala Thr Thr He Glu Leu Leu Lys Glu Leu Gly Ala Thr Ala 

50 55 60 

Thr Gin Thr Gin His Cys Val His He Asn Ala Lys Glu Val Lys Asn 
65 70 75 80 

Tyr Thr Ala Ser Tyr Glu Leu Val Arg Ser Met Arg Ala Ser He Leu 

85 90 95 

Ala Leu Gly Pro Leu Val Ala Arg Phe Gly Glu Ala 
100 105 



<210> 2433 
<211> 655 
<212> DNA 

<213> Homo sapiens 
<400> 2433 

caattgccta caatattcag tacagtcaca tgctgcatag gtttgcagtc tagaaacaac 
60 

aggctacacc acacagccga ggcgtgtgga ggactatacc atctgggttt acgtaagtgc 
120 

gctctatgat gctcacgtaa caatgaaatc acggaatctc tctctcagaa catttccccg 
180 

ttgtgaagca gcacgtgact ataatctttt cccaggttta cccctgaagt tcaagtgcaa 
240 
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tgcccctgca cagcacagag caggggacga taggaggcgt gccttctcca gctgaaccac 
300 

cgggccagcc gggcgggcag tgggggttgg ggggagggtt gacccattgg tgctgccacg 
360 

accaaagaga caggatcttg gagagagtga ggcctctgtg caggggacga tgaaggccca 
420 

atctggggac atcagggaaa gcagcaaggg tctggctgat tgtgcaaaaa gaacttcttc 
480 

tgtgactgcc gtgttccaaa cacacccttt gcttttacaa aaacccaaac tgggaggttt 
540 

agcaaaaggc acagtttcag agcataataa agacagagca gaatgggaga ggaggttaat 
600 

caaatgggcc atcactcaat gcagggaggg gaggggtgtg ctcaggacaa cgcgt 
655 

<210> 2434 

<211> 137 

<212> PRT 

<213> Homo sapiens 

<400> 2434 



Met 


Ala 


His Leu lie 


Asn Leu 


Leu 


Ser 


His 


Ser 


Ala 


Leu 


Ser 


Leu 


Leu 


l 




5 








10 










15 




Cys 


Ser 


Glu Thr Val 


Pro Phe 


Ala 


Lys 


Pro 


Pro 


Ser 


Leu 


Gly 


Phe 


Cys 






20 






25 










30 






Lys 


Ser 


Lys Gly Cys 


Val Trp 


Asn 


Thr 


Ala 


Val 


Thr 


Glu 


Lys 


Val 


Leu 






35 




40 










45 








Phe 


Ala 


Gin Ser Ala 


Arg Pro 


Leu 


Leu 


Leu 


Ser 


Leu 


Met 


Ser 


Pro 


Asp 




50 




55 










60 










Trp Ala 


Phe He Val 


Pro Cys 


Thr 


Glu 


Ala 


Ser 


Leu 


Ser 


Pro 


Arg 


Ser 


65 






70 








75 










80 


Cys 


Leu 


Phe Gly Arg 


Gly Ser 


Thr 


Asn 


Gly 


Ser 


Thr 


Leu 


Pro 


Pro 


Thr 






85 








90 










95 




Pro 


Thr 


Ala Arg Pro 


Ala Gly 


Pro 


Val 


Val 


Gin 


Leu 


Glu 


Lys 


Ala 


Arg 






100 






105 










110 






Leu 


Leu 


Ser Ser Pro 


Ala Leu 


Cys 


Cys 


Ala 


Gly Ala 


Leu 


His 


Leu 


Asn 






115 




120 










125 








Phe 


Arg 


Gly Lys Pro 


Gly Lys 


Arg 


Leu 

















130 135 



<210> 2435 

<211> 401 

<212> DNA 

<213> Homo sapiens 

<400> 2435 

aagctttcct tcaccggttc taccccagtg ggccggaccc ttttgaagng cgcggccgat 
60 

aacgtgctgc gtacctccat ggaactgggc ngcaatgccc cattcattgt ctttgaggac 
120 

gcagatattg accaagcggt ccagggtgcg atgggcgcca agatgcgcaa tatcggcgag 
180 

gcctgcaccg cagctaaccg cttcttggtc cacgagtctg ttgctgagga gttctctgag 
240 
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aaactcgttg cggagttcga 
300 

tgcggacctc tcgtcgagtc 
360 

gcagaaaagg gcgctaccat 
401 



gaagctcaat ctgggcaatg 
caaggctttg gagagcattg 
ctccaccggc ggtaagcgcg 



gtatggacga aggtattacc 
cggcattggt ggacgatgct 
c 



<210> 2436 
<211> 133 
<212> PRT 

<213> Homo sapiens 
<400> 2436 



Lys Leu 


Ser 


Phe 


Thr 


Gly 


Ser 


Thr 


Pro 


Val 


Gly 


Arg 


Thr 


Leu 


Leu 


Lys 


1 






5 










10 










15 




Xaa Ala 


Ala 


Asp 


Asn 


Val 


Leu 


Arg 


Thr 


Ser 


Met 


Glu 


Leu 


Gly 


Xaa 


Asn 






20 










25 










30 






Ala Pro 


Phe 


He 


Val 


Phe 


Glu 


Asp 


Ala 


Asp 


lie 


Asp 


Gin 


Ala 


Val 


Gin 




35 










40 










45 








Gly Ala 


Met 


Gly 


Ala 


Lys 


Met 


Arg 


Asn 


He 


Gly 


Glu 


Ala 


Cys 


Thr 


Ala 


50 










55 










60 










Ala Asn 


Arg 


Phe 


Leu 


Val 


His 


Glu 


Ser 


Val 


Ala 


Glu 


Glu 


Phe 


Ser 


Glu 


65 








70 










75 










80 


Lys Leu 


Val 


Ala 


Glu 


Phe 


Glu 


Lys 


Leu 


Asn 


Leu 


Gly 


Asn 


Gly 


Met 


Asp 








85 










90 










95 




Glu Gly 


He 


Thr 


Cys 


Gly 


Pro 


Leu 


Val 


Glu 


Ser 


Lys 


Ala 


Leu 


Glu 


Ser 






100 










105 










110 






lie Ala 


Ala 


Leu 


Val 


Asp 


Asp 


Ala 


Ala 


Glu 


Lys 


Gly 


Ala 


Thr 


He 


Ser 



115 120 125 

Thr Gly Gly Lys Arg 



130 

<210> 2437 

<211> 449 

<212> DNA 

<213> Homo sapiens 



<400> 2437 

aagcttagta ccaaaaagaa aacaaaaaca 
60 

taaaataacg gaaaaagatc tactatgcta 
120 

atggtatgta tttttcaagc tagacgttca 
180 

tcttaaatcc caccacttac tgtgacacag 
240 

gtatcagagt cctggacgga aacagatggc 
300 

tgcctatgta cggatttggt ccaatgcctc 
360 

ctccgcgccc acccttacac atctgtgacc 
420 

agttccagtc atttcatttt atcgctgtg 
449 



aaaacaaaac aaaccccccc ccccacagag 
gcactaacaa aataatacgt agttatgaaa 
taatggtaga acatgaggag gaaaactgcc 
tgaccggtcc ctgcagcgga ctggatagtt 
actcaaaagg tggcgcgcag ttcagagaaa 
agcctgacct cagggacctt cgggggtctg 
ccacacactt ccaccccagc gccacattta 
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<210> 2438 

<211> 99 

<212> PRT 

<213> Homo sapiens 

<400> 2438 

Met Val Glu His Glu Glu Glu Asn Cys Leu Leu Asn Pro Thr Thr Tyr 

15 10 IS 

Cys Asp Thr Val Thr Gly Pro Cys Ser Gly Leu Asp Ser Cys He Arg 

20 25 30 

Val Leu Asp Gly Asn Arg Trp His Ser Lys Gly Gly Ala Gin Phe Arg 

35 40 45 

Glu Met Pro Met Tyr Gly Phe Gly Pro Met Pro Gin Pro Asp Leu Arg 

50 55 60 

Asp Leu Arg Gly Ser Ala Pro Arg Pro Pro Leu His He Cys Asp Pro 
6S 70 75 80 

Thr His Phe His Pro Ser Ala Thr Phe Lys Phe Gin Ser Phe His Phe 
85 90 95 

He Ala Val 



<210> 2439 

<211> 4425 

<212> DNA 

<213> Homo sapiens 

<400> 2439 

ccctcagcat cggaccagag tacttggtat ctggatgaat cgacactcac tgacaacatc 
60 

aaaaagacac tgcacaagtt ctgtggcccc tcccctgtgg tcttcagtga tgtgaactcc 
120 

atgtatctgt cttccacgga gccgccagcc gctgctgaat gggcatgtct gctgcgccct 
180 

ctgaggggcc gtgagccaga gggcgtctgg aacctgctaa gcattgtgcg ggagatgttc 
240 

aagcggaggg acagcaatgc tgcccccttg ttggaaatcc tcactgacca gtgcctcacc 
300 

tatgaacaga taacaggttg gtggtatagc gtacgtacct cagcctcaca cagcagtgcc 
360 

agtgggcaca cgggccgtag caacgggcag tcagaggtgg cagcccatgc ctgtgccagc 
420 

atgtgtgacg agatggtcac actgtggagg ctggccgtgc tggaccctgc actcagcccc 
480 

cagcggcgcc gggaactgtg tacgcagctg cggcagtggc aactgaaggt gattgagaac 
540 

gtcaagcggg gccaacacaa gaagacgctg gagcggctct tccccggctt ccggccagcg 
600 

gtggaggcct gctacttcaa ctgggaagag gcctacccac ttcctggtgt cacctacagc 
660 

ggcactgaca ggaagctggc actgtgctgg gcccgggccc tgccctctcg gccaggtgcc 
720 

tcccgctctg ggggcctgga ggaatcccgg gaccggcccc gaccccttcc tactgagcca 
780 



1758 



WO 00/58473 



PCT/US00/08621 



gctgtgcggc 
640 

tcacagcggg 
900 

ggtccaggtg 
960 

gcaggtggcg 
1020 

gccgagatga 
1080 

ggattccctg 
1140 

ttccttcctg 
1200 

cctgagcctc 
1260 

caggacgacc 
1320 

gcccctgcag 
1380 

ggggctgggg 
1440 

gctgggctga 
1500 

gccctgcatg 
1S60 

gatctgctag 
1620 

cagacctggg 
1680 

gagcgtccag 
1740 

aggcctccag 
1800 

gctgccctgc 
I860 

gcagaggaac 
1920 

gccagcttca 
1980 

ccaagtcgca 
2040 

gttgctgcct 
2100 

ggcacacgtc 
2160 

caggccaagc 
2220 

ccacagacgc 
22B0 

ccttcaaagc 
2340 

gcagggcctg 
2400 



ccaaggagcc 
gtccccgccg 
ggggcaaagc 
gaagcaagcg 
gcctggatga 
agagccctcc 
agcccccaga 
ccacagcctc 
tcccttctac 
ttggagagga 
gcgaggaaga 
agccactgga 
cgcatggcta 
ccaacccacc 
tggctaccaa 
agcgccacaa 
cttctaccaa 
tcaagaagat 
ttcgggaggg 
tctttgacgt 
actggaacag 
tgggcatgaa 
gggagaaggg 
ttaagaagat 
tgagttcttt 
acgggggccc 
ctcaaccagg 



tgggaccaag 
cctctcagct 
caaggcactg 
acggctgagc 
cagcagcctg 
accctgtcct 
tacttatgaa 
tgttggcccc 
agatgagagt 
ggatgatgac 
gaaggccgag 
acaggagagt 
tagcagtgag 
cgacctcaag 
caccctgagc 
cctggccttc 
ggccttggag 
ccctctgggt 
gacactctgt 
tctctgtgct 
cgagacacct 
gacaacagtg 
tgacctggca 
cttagacaaa 
ctactcatct 
atctgcccca 
gagtgcggca 



cgaaagggct 
gaagggggag 

ggtggggctg 

agcgaagaca 
gccctgggcg 
ctccacggtg 
gaagatggtg 
cctggcctac 
ggcaatgggc 
taccaggcgt 

ggcggggctg 
cgcatggagg 
gcctcccgtc 
ggcaagaaga 
aaggcggcct 
cgagttggca 
gtgaagctgg 
ccaagtgaga 
gactatcggc 
ccagtggttc 
ggggatgagg 
agcgaggcag 
ttagcactaa 
ctcttggacc 
agccgcccaa 
ggggccctgc 
ggggctgggc 



tgggtgaggg 
ataaagctct 
gcagtgggag 
gctccctgga 
cagaggccag 
gctcccgagg 
gtgtgtactt 
tgcctgggga 
ttcccaaaac 
actatctgaa 
gggaggagca 
tactgtttgc 
tcactgtgga 
acaaggtatc 
tcctgttgac 
tgtttgcctt 
cataccagga 
tgagtaccat 
ctgtgttgcc 
ctcccacagg 
agcttggatt 
aacatcccct 
tgatcactta 
gagagagcca 
ccacagccag 
aaccactgac 
caggccccac 



ggtcccctca 
acataagatg 
caagggctca 
gccagacctg 
caccttcggg 
cccttccact 
ctcggaaggg 
tgtctgtacc 
caaagaggca 
tgcccaggat 
cgacctgctt 
ctgtgctgag 
gcttgcccag 
cacgagccgt 
agtgctaagt 
ggagctacag 
gtctgaggtg 
gcggtgccgg 
tctcatgctg 
ttcccggccc 
tgaagcagca 
cttatgtgaa 
caaggacgac 
gacacataag 
ccagaggtct 
ctcaggctct 
tgagggcttc 
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acagagaaga atgtgcctga gagttcccca 
2460 

gcagctttga ccccaaggcc agaagggaag 
2520 

ggaggctata atggacgggg atgggggtcc 
2580 

atggccagca ttgacagcag tgcccctgaa 
2640 

cggagaccac ttcgaggggg ctgggccccc 
2700 

agcattagca gctcttcttc ggactccctg 
2760 

gccagtgcca gtggaggagc ccgggcgaag 
2820 

cgccccgaga gtcatgcccc tcatgtaccc 
2880 

tacttcgagc tggcgaagac agtgctgatc 
2940 

ttcacacatc catcttcctc agggggccac 
3000 

gccttcgaga ttgggcttta tgcccttggc 
3060 

tcacgtactt attcttccca cgtttcctgg 
3X20 

gcagccctga ctatactggt agaatgctgg 
3180 

tccctggctg acagggcatc acgggcaaga 
3240 

ctggccctga gctgcctgcc tcacgcccat 
3300 

ctggtgcagt gcaaggaaca ggacaacctg 
3360 

gaggcagcta agggtggggg cgtgtaccct 
3420 

ttctggctat atgagcaaac tgcaggtggc 
3480 

tgtagtgcca gtgggatcag ggcaggtggg 
3540 

gggggcccag ggactgagcc ggttacagtg 
3600 

gtggtgcccg tcatatcggt ggggtctagt 
3660 

cactcccctg gcctgcaccc ctacactgct 
3720 

tatctcactc acccagctca ccctgcccac 
3780 

ttccctgtgc ccagctctgc atacccacag 
3840 

catgggaaaa tactgggaat tcataggggg 
3900 

tcagtcggag agtcctggtg aggtggtggg 
3960 

gaaatgacgg ccgggcatgg tggctcatgc 
4020 



cattccccct gtgagggtct tccatctgag 
gttcctagcc gcttggcact tggcagtcgt 
tcaggacggc ctaagaagaa gcacacaggc 
acaacatcgg atagttcccc caccttaagc 
acctcctggg gtcgaggtca ggacagtgac 
ggctcctcat cctccagtgg aagtcgccgg 
actgttgaag ttggcaggta caagggccgc 
aatcagccat cagaggcagc tgcacacttc 
aaggcagggg gcaacagcag cacttccatt 
cagggtcctc accgcaacct gcacctttgc 
ctgcacaact ttgtttctcc caactggctc 
attacaggcc aggccatgga gataggcagc 
gatgggcacc tgacaccccc tgaggttgca 
gactccaata tggtgagggc ggcagcagag 
gcattgaacc ctaatgagat ccagcgggcc 
atgttggaga aggcctgcat ggcagtggaa 
gaagtgttgt ttgaggttgc tcaccagtgg 
tcatccacag cccgtgaagg ggctacaagc 
gaagctgggc ggggtatgcc tgagggtaga 
gcagcggcag cagtgacagc agcagccaca 
ttatacccgg gtccaggact ggggcatggc 
ctacagcccc acctgccctg tagccctcag 
cccatgcctc acatgccccg gcctgccgtc 
gtgagaccag tgttctgctg gggggtaagg 
ttggagtggg tactctggga gtataattgg 
agtctggggg acccagccca actaaaataa 
ctgtaatccc agcactttga gaggccgatg 
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tgggtggatc acttgaggtc aggagttcga gaccagcctg gccaacatgg ggaaaccccg 
4080 

tctctactaa aaattagctg agtgcacgcc tgtaatccca gcttcttggg aggctgagat 
4140 

gggaatcact tgaacctggg aggcagaggt tgcagtgagc cgatatcgtg ccactgcact 
4200 

ccagcctgga ggacagagcg agactctatc tcaaaaaaca tgtcaggata gcagcttgtg 
4260 

ggggtgaagc ccgacagcaa catcctaatc aagtttggca tcttcccctt tcttctccct 
4320 

gcccctaggg tgtgcatcct gcattcctag gggctcagta cccttattca gtgactcctc 
4380 

cctcacttgc tgccactgct gtgtctttcc ccgttccttc catgg 
4425 



<210> 2440 
<211> 1306 
<212> PRT 

<213> Homo sapiens 



<400> 2440 

Pro Ser Ala Ser Asp Gin Ser Thr Trp Tyr Leu Asp Glu Ser Thr Leu 

15 10 15 

Thr Asp Asn lie Lys Lys Thr Leu His Lys Phe Cys Gly Pro Ser Pro 

20 25 30 

Val Val Phe Ser Asp Val Asn Ser Met Tyr Leu Ser Ser Thr Glu Pro 

35 40 45 

Pro Ala Ala Ala Glu Trp Ala Cys Leu Leu Arg Pro Leu Arg Gly Arg 

SO 55 60 

Glu Pro Glu Gly Val Trp Asn Leu Leu Ser lie Val Arg Glu Met Phe 
65 70 75 80 

Lys Arg Arg Asp Ser Asn Ala Ala Pro Leu Leu Glu He Leu Thr Asp 

85 90 95 

Gin Cys Leu Thr Tyr Glu Gin He Thr Gly Trp Trp Tyr Ser Val Arg 

100 105 110 

Thr Ser Ala Ser His Ser Ser Ala Ser Gly His Thr Gly Arg Ser Asn 

115 120 125 

Gly Gin Ser Glu Val Ala Ala His Ala Cys Ala Ser Met Cys Asp Glu 

130 135 140 

Met Val Thr Leu Trp Arg Leu Ala Val Leu Asp Pro Ala Leu Ser Pro 
145 150 155 160 

Gin Arg Arg Arg Glu Leu Cys Thr Gin Leu Arg Gin Trp Gin Leu Lys 

165 170 175 

Val He Glu Asn Val Lys Arg Gly Gin His Lys Lys Thr Leu Glu Arg 

180 185 190 

Leu Phe Pro Gly Phe Arg Pro Ala Val Glu Ala Cys Tyr Phe Asn Trp 

195 200 205 

Glu Glu Ala Tyr Pro Leu Pro Gly Val Thr Tyr Ser Gly Thr Asp Arg 

210 215 . 220 

Lys Leu Ala Leu Cys Trp Ala Arg Ala Leu Pro Ser Arg Pro Gly Ala 
225 230 235 240 

Ser Arg Ser Gly Gly Leu Glu Glu Ser Arg Asp Arg Pro Arg Pro Leu 

245 250 255 

Pro Thr Glu Pro Ala Val Arg Pro Lys Glu Pro Gly Thr Lys Arg Lys 
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260 








265 






270 




Gly Leu Gly 


Glu Gly Val 


Pro 


Ser Ser Gin Arg 


Gly 


Pro 


Arg 


Arg Leu 


275 










280 




285 






Ser Ala Glu 


Gly Gly Asp Lys 


Ala Leu His Lys 


Met 


Gly Pro 


Gly Gly 


290 








295 




300 








Gly Lys Ala 


Lys Ala Leu Gly 


Gly Ala Gly Ser 


Gly 


Ser 


Lys 


Gly Ser 


305 






310 




315 








320 


Ala Gly Gly 


Gly Ser Lys Arg 


Arg Leu Ser Ser 


Glu 


Asp 


Ser 


Ser Leu 






325 






330 








335 


Glu Pro Asp 


Leu 


Ala 


Glu 


Met 


Ser Leu Asp Asp 


Ser 


Ser 


Leu 


Ala Leu 




340 








345 






350 




Gly Ala Glu 


Ala 


Ser 


Thr 


Phe 


Gly Gly Phe Pro 


Glu 


Ser 


Pro 


Pro Pro 


355 










360 




365 






Cys Pro Leu 


His Gly Gly 


Ser 


Arg Gly Pro Ser 


Thr 


Phe 


Leu 


Pro Glu 


370 








375 




380 








Pro Pro Asp 


Thr 


Tyr 


Glu 


Glu 


Asp Gly Gly Val 


Tyr 


Phe 


Ser 


Glu Gly 


385 






390 




395 








400 


Pro Glu Pro 


Pro 


Thr 


Ala 


Ser 


Val Gly Pro Pro 


Gly Leu Leu 


Pro Gly 






405 






410 








415 


Asp Val Cys 


Thr Gin Asp Asp 


Leu Pro Ser Thr 


Asp 


Glu 


Ser 


Gly Asn 




420 








425 






430 




Gly Leu Pro 


Lys 


Thr 


Lys 


Glu 


Ala Ala Pro Ala 


Val 


Gly Glu 


Glu Asp 


435 










440 




445 






Asp Asp Tyr 


Gin 


Ala 


Tyr 


Tyr 


Leu Asn Ala Gin 


Asp Gly Ala 


Gly Gly 


450 








455 




460 








Glu Glu Glu 


Lys 


Ala 


Glu Gly 


Gly Ala Gly Glu 


Glu 


His 


Asp 


Leu Phe 


465 






470 




475 








480 


Ala Gly Leu 


Lys 


Pro 


Leu 


Glu 


Gin Glu Ser Arg 


Met 


Glu val 


Leu Phe 






485 






490 








495 


Ala Cys Ala 


Glu 


Ala 


Leu 


His 


Ala His Gly Tyr 


Ser 


Ser 


Glu 


Ala Ser 




500 








505 






510 




Arg Leu Thr 


Val 


Glu 


Leu 


Ala 


Gin Asp Leu Leu 


Ala 


Asn 


Pro 


Pro Asp 


515 










520 




525 






Leu Lys Gly 


Lys 


Lys 


Asn 


Lys 


Val Ser Thr Ser 


Arg 


Gin 


Thr 


Trp val 


530 








535 




540 








Ala Thr Asn 


Thr 


Leu 


Ser 


Lys 


Ala Ala Phe Leu 


Leu 


Thr 


Val 


Leu Ser 


54S 






550 




555 








560 


Glu Arg Pro 


Glu Arg 


His 


Asn 


Leu Ala Phe Arg 


Val Gly Met 


Phe Ala 






565 






570 








575 


Leu Glu Leu 


Gin 


Arg 


Pro 


Pro 


Ala Ser Thr Lys 


Ala 


Leu 


Glu 


Val Lys 




580 








58 5 






590 




Leu Ala Tyr 


Gin 


Glu 


Ser 


Glu 


val Ala Ala Leu 


Leu Lys 


Lys 


lie Pro 


S9S 










600 




605 






Leu Gly Pro 


Ser 


Glu 


Met 


Ser 


Thr Met Arg Cys 


Arg 


Ala 


Glu 


Glu Leu 


610 








615 




620 








Arg Glu Gly 


Thr 


Leu 


Cys 


Asp 


Tyr Arg Pro Val 


Leu 


Pro 


Leu 


Met Leu 


625 






630 




635 








640 


Ala Ser Phe 


lie 


Phe 


Asp 


val 


Leu Cys Ala Pro 


Val 


Val 


Ser 


Pro Thr 






645 






650 








655 


Gly Ser Arg 


Pro 


Pro 


Ser 


Arg 


Asn Trp Asn Ser 


Glu 


Thr 


Pro 


Gly Asp 




660 








665 






670 




Glu Glu Leu 


Gly 


Phe 


Glu 


Ala 


Ala Val Ala Ala 


Leu Gly Met 


Lys Thr 


675 










680 




685 






Thr Val Ser 


Glu 


Ala 


Glu 


His 


Pro Leu Leu Cys 


Glu Gly Thr 


Arg Arg 
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690 










695 










700 










Glu 


Lys 


Gly 


Asp 


Leu 


Ala 


Leu 


Ala 


Leu 


Met 


He 


Thr 


Tyr 


Lys 


Asp 


Asp 


705 










710 










715 










720 


Gin 


Ala 


Lys 


Leu 


Lys 


Lys 


He 


Leu 


Asp 


Lys 


Leu 


Leu 


Asp 


Arg 


Glu 


Ser 










725 










730 










73S 




Gin 


Thr 


His 


Lys 


Pro 


Gin 


Thr 


Leu 


Ser 


Ser 


Phe 


Tyr 


Ser 


Ser 


Ser 


Arg 








740 










74 S 










750 






Pro 


Thr 


Thr 


Ala 


Ser 


Gin 


Arg 


Ser 


Pro 


Ser 


Lys 


His 


Gly 


Gly 


Pro 


Ser 






755 










760 










765 








Ala 


Pro 


Gly 


Ala 


Leu 


Gin 


Pro 


Leu 


Thr 


Ser 


Gly 


Ser 


Ala 


Gly 


Pro 


Ala 




770 










775 










780 










Gin 


Pro 


Gly 


Ser 


Val 


Ala 


Gly 


Ala 


Gly 


Pro 


Gly 


Pro 


Thr 


Glu 


Gly 


Phe 


785 










790 










795 










800 


Thr 


Glu 


Lys 


Asn 


Val 


Pro 


Glu 


Ser 


Ser 


Pro 


His 


Ser 


Pro 


Cys 


Glu 


Gly 










805 










810 










815 




Leu 


Pro 


Ser 


Glu 


Ala 


Ala 


Leu 


Thr 


Pro 


Arg 


Pro 


Glu 


Gly 


Lys 


Val 


Pro 








820 










825 










830 






Ser 


Arg 


Leu 


Ala 


Leu 


Gly 


Ser 


Arg 


Gly 


Gly 


Tyr 


Asn 


Gly 


Arg 


Gly 


Trp 






835 










840 










845 








Gly 


Ser 


Ser 


Gly 


Arg 


Pro 


Lys 


Lys 


Lys 


His 


Thr 


Gly 


Met 


Ala 


Ser 


He 




850 










855 










860 










Asp 


Ser 


Ser 


Ala 


Pro 


Glu 


Thr 


Thr 


Ser 


Asp 


Ser 


Ser 


Pro 


Thr 


Leu 


Ser 


865 










870 










875 










880 


Arg 


Arg 


Pro 


Leu 


Arg 


Gly 


Gly 


Trp 


Ala 


Pro 


Thr 


Ser 


Trp 


Gly 


Arg 


Gly 










885 










890 










895 




Gin 


Asp 


Ser 


Asp 


Ser 


He 


Ser 


Ser 


Ser 


Ser 


Ser 


Asp 


Ser 


Leu 


Gly 


Ser 








900 










905 










910 






Ser 


Ser 


Ser 


Ser 


Gly 


Ser 


Arg 


Arg 


Ala 


Ser 


Ala 


Ser 


Gly 


Gly 


Ala 


Arg 






915 










920 










925 








Ala 


Lys 


Thr 


Val 


Glu 


val 


Gly 


Arg 


Tyr 


Lys 


Gly 


Arg 


Arg 


Pro 


Glu 


Ser 




930 










935 










940 










His 


Ala 


Pro 


His 


Val 


Pro 


Asn 


Gin 


Pro 


Ser 


Glu 


Ala 


Ala 


Ala 


His 


Phe 


945 










950 










955 










960 


Tyr 


Phe 


Glu 


Leu 


Ala 


Lys 


Thr 


val 


Leu 


He 


Lys 


Ala 


Gly 


Gly 


Asn 


Ser 










965 










970 










975 




Ser 


Thr 


Ser 


lie 


Phe 


Thr 


His 


Pro 


Ser 


Ser 


Ser 


Gly 


Gly 


His 


Gin 


Gly 








980 










985 










990 






Pro 


His 


Arg 


Asn 


Leu 


His 


Leu 


Cys 


Ala 


Phe 


Glu 


He 


Gly 


Leu 


Tyr 


Ala 






995 










1000 








1005 






Leu 


Gly 


Leu 


His 


Asn 


Phe 


Val 


Ser 


Pro 


Asn 


Trp 


Leu 


Ser Arg 


Thr 


Tyr 




1010 








1015 








1020 








Ser 


Ser 


His 


Val 


Ser 


Trp 


He Thr Gly 


Gin 


Ala 


Met 


Glu 


He 


Gly 


Ser 


1025 








1030 








1035 








104< 


Ala 


Ala 


Leu 


Thr 


He 


Leu 


Val 


Glu 


Cys 


Trp 


Asp Gly His Leu 


Thr 


Pro 










104S 








1050 








1055 


Pro 


Glu 


Val 


Ala 


Ser Leu Ala Asp Arg 


Ala 


Ser Arg Ala Arg 


Asp Ser 








1060 








1065 








1070 




Asn 


Met 


Val 


Arg 


Ala 


Ala 


Ala 


Glu 


Leu Ala 


Leu 


Ser 


Cys 


Leu 


Pro 


His 






1075 








1080 








1085 






Ala 


His 


Ala 


Leu 


Asn 


Pro 


Asn 


Glu 


He 


Gin 


Arg Ala Leu Val Gin Cys 




1090 








1095 








1100 








Lys Glu Gin Asp Asn Leu Met Leu Glu Lys 


Ala Cys Met Ala Val 


Glu 


1105 








1110 








1115 








112( 


Glu Ala Ala Lys Gly Gly Gly Val Tyr Pro 


Glu 


Val 


Leu 


Phe 


Glu 


Val 
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1125 1130 1135 

Ala His Gin Trp Phe Trp Leu Tyr Glu Gin Thr Ala Gly Gly Ser Ser 

1140 1145 H50 

Thr Ala Arg Glu Gly Ala Thr Ser Cys Ser Ala Ser Gly He Arg Ala 

1155 1160 1165 

Gly Gly Glu Ala Gly Arg Gly Met Pro Glu Gly Arg Gly Gly Pro Gly 

1170 1175 1180 

Thr Glu Pro val Thr Val Ala Ala Ala Ala Val Thr Ala Ala Ala Thr 
1185 1190 H9S 1200 

Val Val Pro Val He Ser Val Gly Ser Ser Leu Tyr Pro Gly Pro Gly 

1205 1210 1215 

Leu Gly His Gly His Ser Pro Gly Leu His Pro Tyr Thr Ala Leu Gin 

1220 1225 1230 

Pro His Leu Pro Cys Ser Pro Gin Tyr Leu Thr His Pro Ala His Pro 

1235 1240 1245 

Ala His Pro Met Pro His Met Pro Arg Pro Ala Val Phe Pro Val Pro 

1250 1255 1260 

Ser Ser Ala Tyr Pro Gin Val Arg Pro Val Phe Cys Trp Gly Val Arg 
1265 1270 1275 1280 

His Gly Lys He Leu Gly He His Arg Gly Leu Glu Trp Val Leu Trp 

1285 1290 1295 

Glu Tyr Asn Trp Ser Val Gly Glu Ser Trp 
1300 1305 

<210> 2441 

<211> 2244 

<212> DNA 

<213> Homo sapiens 

<4O0> 2441 

nacgcgtgtg tgtctgcatg catccatgtg tctgtacatg tatgtctcca tgtgtggtgt 
60 

ggaggacaca gaaggatgga gggaaaggca ccactcacag aggcggcgct ggagaatttt 
120 

ccatttgtta ttttgggttt ggtgaacatg cactttgcgt catgcaaatc aggtttctaa 
180 

acattaacaa ccggagagaa atgacatttt ggggccgccg gtgactcttg cgtgcctctg 
240 

ctgccccctg gtggcagccc cgagtcactt ccagcagggc ccccccaccc caagggccca 
300 

gcctcgggca ggaagggtac aaagcccccg ccgtggttct gccacgaggt ctcctggaaa 
360 

tgaggggaac agcacagcga cgtccttgcg tcctaaatgc atcccctggt ggccgttttt 
420 

cgccacacag gcttggcaaa atctctgcgt cactgagcag cattttaacc tcttgaatga 
480 

gatgcctccg accttttgga tcctctttct gcacctctca ggggacaggt cccgtctgta 
540 

cggcgctgcc tacgagaaac ccaagttcat tactgcagcc aaaggaaagg tgcaggcggt 
600 

gggaggctcc tgcaaggtga tgcgtctggc cataagtccc actgccttct cccacctgct 
660 

ggcctgtgcc cagcagttcc ggaagcagac ccaggcccag gtgtacagtg aggacatggc 
720 
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cctgaacata ggctcggaac cagaaggcct 
780 

gaggctcagt agcgtcctgg ggcccctgga 
840 

cagcctctcc aaggccagag tgcagacacc 
900 

gggcaaagac aaggagagga aaacgtccac 
960 

tgccgataag atagtcctgg tcacagacag 
1020 

ctctgtgttc gatgaaggga caatttcctc 
1080 

gtggaatcgc ctccataaag aagagacaga 
1140 

agaccccaaa aagagaagcc tagcgaagaa 
1200 

cccccctgac tgcatcatag tcgactcaga 
1260 

ggaggcccag ggcccagaaa tgctaactcc 
1320 

attccaagac acattcacgt cgcgatgggc 
1380 

ccaggcccag tgggagcagg ccctgggcag 
1440 

gagcttcctg tcccatatat tagtggagag 
1500 

ggtggcagtc ctgctggacc tggcacggtc 
1560 

cgtggagcac aggagatctg ttggccgttg 
1620 

ttcagaagat gagtggcgac gaggcggtga 
1680 

acaagctgct gctgctccaa agctccgagc 
1740 

atgggctgcc gcaccaagcc atcgggtagt 
1600 

tggggcccca gcacttgcct ctgcccttgg 
1860 

cccggctccc atccccagct cccagctcgc 
1920 

tggtgcagcc tcagccaggg accctccccc 
1980 

ctcgagctct gcctgcctgt gtgcgccatg 
2040 

ttcccggggc caggacaagg gcggcctccc 
2100 

ccagaagact attcagaccg tgagcctgtt 
2160 

caaaagccca aaaaaaaaaa aaaaaaaaaa 
2220 

aaaaaaaaaa aaaaaaaaaa aaaa 
2244 

<210> 2442 



gcaggtggaa gagaaggagc gccctgtgca 
ggagcttctg cagccgctat tccccctgct 
tgcggttgtt gccgattcag ggaagtcgaa 
aggacaacac agcacagtcc agcctgaggt 
acatctcctg gagctgccac tggaaggtct 
tgtgtcacga gaattttctc ttcaaatgct 
aggtggcgtg aaaaaggagg gaagaagcag 
gggcaggaag ggcagcatcc cccggaccat 
caacttcaag ttcgtcgtgg acccatacga 
tgtctccatc acccaagaca ttttggaaag 
gggacatctg ggaagcaagc actttcccag 
ctgcagcggt ttcttcttct atggaatgga 
attggtcgcc atgaacttgc aagagtgcca 
ctaccagagc ttgaagaggc acatggagag 
ggaagccaat tggagaaacg gtgcgtctcc 
accaaggcga ggcttctcag accttgaagg 
tccttcccac cacgctcaac ttggtcctgt 
gcaggcctgg acctgcctcc catcagctgc 
ctctgcccct ctgccaaccc atccccacct 
tctccccttc ctgggcctct ccccagccct 
agcgacttcc cgcaaggcag ccgcctggac 
gggtctgcgt cggggctgga gctgcgtctc 
cttggcggcg ctggtgctga gttgcttaga 
tttgatttga gtgttccact aaacaaacaa 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
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<211> 168 
<212> PRT 
<213> Homo sapiens 



<400> 2442 

Met Gly Cys Arg Thr Lys Pro Ser Gly Ser Ala Gly Leu Asp Leu Pro 

15 10 15 

Pro lie Ser Cys Trp Gly Pro Ser Thr Cys Leu Cys Pro Trp Leu Cys 

20 25 30 

Pro Ser Ala Asn Pro Ser Pro Pro Pro Gly Ser His Pro Gin Leu Pro 

35 40 45 

Ala Arg Ser Pro Leu Pro Gly Pro Leu Pro Ser Pro Trp Cys Ser Leu 

50 55 60 

Ser Gin Gly Pro Ser Pro Ser Asp Phe Pro Gin Gly Ser Arg Leu Asp 
65 70 75 80 

Leu Glu Leu Cys Leu Pro Val Cys Ala Met Gly Ser Ala Ser Gly Leu 

85 90 95 

Glu Leu Arg Leu Phe Pro Gly Pro Gly Gin Gly Arg Pro Pro Leu Gly 

100 105 HO 

Gly Ala Gly Ala Glu Leu Leu Arg Pro Glu Asp Tyr Ser Asp Arg Glu 

115 120 125 

Pro Val Phe Asp Leu Ser Val Pro Leu Asn Lys Gin Gin Lys Pro Lys 

130 135 140 

Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys 
145 150 155 160 

Lys Lys Lys Lys Lys Lys Lys Lys 
165 

<210> 2443 

<211> 361 

<212> DMA 

<213> Homo sapiens 

<400> 2443 

nccgtgcgcg ctatcttgcg tcgtacgccg tccagggaag atgaaaaaat gctacaaacg 
60 

gccgatggac gattgcgcat tgatatcgaa tccatgcgca cctttgtaga gggcaaagaa 
120 

gtccatttga cgaaaaacga atttttaatt gtgcagactt tgtttacgca ccccaataag 
180 

atctatacgc gcgatgaaat tatcgaagtc accttcggaa tggattatga ggcctttgac 
240 

cgtgccattg atacccatat caaaaacatt cgccagaaga ttgaagcgga tccgaaaaac 
300 

cccgtctata tccgcacggt ttatggtgtc gggtatctgc ccggaggctt tgatgaagct 

360 

c 

361 



<210> 2444 

<211> 120 

<212> PRT 

<213> Homo sapiens 
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<400> 2444 
Xaa val Arg 
1 

Met Leu Gin 

Arg Thr Phe 
35 

Leu lie Val 
50 

Asp Glu lie 
65 

Arg Ala He 

Asp Pro Lys 

Leu Pro Gly 
115 



Ala He 
5 

Thr Ala 
20 

Val Glu 

Gin Thr 

He Glu 

Asp Thr 
85 

Asn Pro 
100 

Gly Phe 



Leu Arg Arg 

Asp Gly Arg 

Gly Lys Glu 
40 

Leu Phe Thr 
55 

Val Thr Phe 
70 

His He Lys 

Val Tyr He 

Asp Glu Ala 
120 



Thr Pro Ser 
10 

Leu Arg He 
25 

Val His Leu 

His Pro Asn 

Gly Met Asp 
75 

Asn He Arg 
90 

Arg Thr Val 
105 



Arg Glu 

Asp He 

Thr Lys 

45 
Lys He 
60 

Tyr Glu 
Gin Lys 
Tyr Gly 



Asp Glu Lys 
15 

Glu Ser Met 
30 

Asn Glu Phe 

Tyr Thr Arg 

Ala Phe Asp 
80 

He Glu Ala 
95 

Val Gly Tyr 
110 



<210> 2445 

<211> 403 

<212> DNA 

<213> Homo sapiens 



<400> 2445 

agatctgttg aatgaagcag gtgccactta gacattcact tcactgactc caaccacaac 
60 

ctccccttca tttgatatcc tgctcttggc agaaggatgg agaaagagca tcgcacaaag 
120 

aggaagcatg tttatcctgt tcagattact gcttctgcca ggctgctgct gctgttgggt 
180 

tctgcacatt tgctctttat taagcaaatg tcagagctgg gtgctggcaa gggaatcccc 
240 

tgtatttaca caggtaaacc tgagagccag agggccccaa accatcctgg ctgcgaggga 
300 

caagctatta gagttaataa cagtgcactg gcattccttc aaaatcctaa tggaagcata 
360 

aataaaaaga ggaaagtccc ctttacccaa gaacctgaaa aan 
403 



<210> 2446 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<400> 2446 

Met Glu Lys Glu His Arg Thr Lys 

1 5 
He Thr Ala Ser Ala Arg Leu Leu 
20 

Leu Phe He Lys Gin Met Ser Glu 

35 40 
Cys He Tyr Thr Gly Lys Pro Glu 

50 55 
Gly Cys Glu Gly Gin Ala He Arg 



Arg Lys His Val Tyr Pro Val Gin 

10 15 
Leu Leu Leu Gly Ser Ala His Leu 
25 30 
Leu Gly Ala Gly Lys Gly He Pro 
45 

Ser Gin Arg Ala Pro Asn His Pro 
60 

Val Asn Asn Ser Ala Leu Ala Phe 
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65 70 75 80 

Leu Gin Asn Pro Asn Gly Ser lie Asn Lys Lys Arg Lys Val Pro Phe 

85 90 95 

Thr Gin Glu Pro Glu Lys 
100 



<210> 2447 
<211> 744 
<212> DNA 

<213> Homo sapiens 



<400> 2447 

nacgcgtcga ggtttgccag tcacgggttg 
60 

gacctggtgc ggcccacttc gtaccgcaat 
120 

ttgggcgtcg tgccgatcgt caacgagaac 
1B0 

ggcgataatg atcggcttgc tgccctggta 
240 

ctgctctctg acgttgacgc cttgtacacc 
300 

gtggaggttg tggaggacat cgatgcattg 
360 

gtgggaaccg gcggcatgac cacgaaactt 
420 

gtaccggtgg tactcgcagc ggcggtggat 
480 

ggtacctact tccgcccgct ggcgacgcga 
540 

gctgccaccc cgcagggaca gatcgtcatc 
600 

cgtcattcct cgttgttggc ggtgggtgtg 
660 

gacccagtga cgatcctggc ctccgacggt 
720 

tcccatgatg aggtgcgcgt catg 
744 



cgggtggggc aggtactact caccgtcaat 
gcctggtcaa ccctcgacac tttgctgggg 
gacacggtcg ccaccggaga aattcggttt 
gccgagctgg tgcgcgctca agccctcatt 
gcccatccgg attcaccgga tgctcgtcgc 
gatgtcgata cccataaagc tggttcgggg 
gaagccgccc gaatggccac ctgtgccggg 
gccccggacg ttctggctgg tgcccccgtg 
cggccccgac ggttgctgtg gttggccgac 
gacgacggag ctgtcgaagc tttgacacag 
actcgggtac acggggattt ccaagcaggc 
cgagttgttg gtcgcggtat cgcccagttc 



<210> 2448 
<211> 248 
<212> PRT 

<213> Homo sapiens 
<400> 2448 

Xaa Ala Ser Arg Phe Ala Ser His 

1 5 
Leu Thr Val Asn Asp Leu Val Arg 
20 

Ser Thr Leu Asp Thr Leu Leu Gly 

35 40 
Glu Asn Asp Thr Val Ala Thr Gly 

50 55 
Arg Leu Ala Ala Leu Val Ala Glu 



Gly Leu Arg Val Gly Gin Val Leu 

10 15 
Pro Thr Ser Tyr Arg Asn Ala Trp 
25 30 
Leu Gly Val Val Pro He Val Asn 
45 

Glu He Arg Phe Gly Asp Asn Asp 
60 

Leu Val Axg Ala Gin Ala Leu He 
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6 5 










70 




75 


80 


Leu 


Leu 


aer 


Asp 


vai 


Asp 


Aid 


T £in T\/f Thr Ala 
ucu 1*1*. nia 


His Pro Asp Ser Pro 










8 5 






90 


95 


Asp 


Ala 


rg 


Arg 


Val 


Glu 


Val 


Val Rlu Asr> lie 

val uiu "op a J- 


Asp Ala Leu Asp Val 








100 








105 


110 


Asp 


Thr 


His 


Lys 


Aid 


Gly 


Ser 


uiy vai uiy *ni 


Glv Glv Met Thr Thr 






115 










120 


125 


Lys 


Leu 


Glu 


Ala 


Ala 


Arg 


Met 


Ala Thr Cys Ala 


Gly Val Pro Val Val 




130 










135 




140 


Leu 


Ala 


Ala 


Ala 


Val 


Asp 


Ala 


Pro Asp Val Leu 


Ala Gly Ala Pro Val 


145 










150 




155 


160 


Gly 


Thr 


Tyr 


Phe 


Arg 


Pro 


Leu 


Ala Thr Arg Arg 


Pro Arg Arg Leu Leu 










165 






170 


175 


Trp 


Leu 


Ala 


Asp 


Ala 


Ala 


Thr 


Pro Gin Gly Gin 


lie Val lie Asp Asp 








180 








185 


190 


Gly 


Ala 


Val 


Glu 


Ala 


Leu 


Thr 


Gin Arg His Ser 


Ser Leu Leu Ala Val 






19S 










200 


20S 


Gly 


val 


Thr 


Arg 


Val 


His Gly 


Asp Phe Gin Ala 


Gly Asp Pro Val Thr 




210 










215 




220 


lie 


Leu 


Ala 


Ser 


Asp 


Gly Arg 


Val Val Gly Arg 


Gly He Ala Gin Phe 


225 










230 




23S 


240 


Ser 


His 


Asp 


Glu 


Val 


Arg 


val 


Met 





245 

<210> 2449 
<211> 296 
<212> DNA 

<213> Homo sapiens 
<400> 2449 

gtgcactttg ttacagccct ggaacatgaa cacatgccgt catcaactcc ccaaaatctc 
60 

ctactgctct cccctcctcc ctgggccctg tcctatcccc agaggccaga caggccttcc 
120 

tcgcatgcaa gagtctccct cgccctgccg gacagtggcc tccatctacc tgcctgtctt 
180 

gctggactcc agaacactcc agtcctttcc cccttggggg ttgggggggg cccccccttt 
240 

ttttcccccc ctttccctct tcattccaca ggaggccagc ctcaacatcc ccnccc 
296 



<210> 2450 
<211> 90 
<212> PRT 

<213> Homo sapiens 
<400> 2450 

Met Asn Thr Cys Arg His Gin Leu 

1 5 
Leu Leu Pro Gly Pro Cys Pro He 
20 

Arg Met Gin Glu Ser Pro Ser Pro 

35 40 
Leu Pro Val Leu Leu Asp Ser Arg 



Pro Lys He Ser Tyr Cys Ser Pro 

10 15 
Pro Arg Gly Gin Thr Gly Leu Pro 
25 30 
Cys Arg Thr Val Ala Ser He Tyr 
45 

Thr Leu Gin Ser Phe Pro Pro Trp 
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50 S5 60 

Gly Leu Gly Gly Ala Pro Pro Phe Phe Pro Pro Leu Ser Leu Phe lie 
65 70 75 80 

Pro Gin Glu Ala Ser Leu Asn He Pro Xaa 
85 90 

<210> 24S1 

<211> 589 

<212> DNA 

<213> Homo sapiens 

<400> 2451 

nacgcgtgac tggattgctc aacgggtgag gaatcgagcg gttacgatgt cgggccgatc 
60 

tgcaacgatg atcttgtgag cgatgtattg accggtgtgt gggccgatct tgtgggccag 
120 

gagaaggctg tcggggtcct gcgtcgtgcc gccgaatcgc agccggggcg ctcgtcccat 
180acgcatggct cattacgggt ccgcctggat caggtcggtc gaatgctgcg 240 
aaggcctttg cagcggcgct acagtgcgtc gaccatggat gcgggcagtg caatgcctgt 
300 

cgaaccngcc tgtcaggcgc ccatcctgac gtcaccctcg tgcgtactga ggcgctgtct 
360 

attggcgccg attgaggtcg tgaaatgggt ttgttcgagc gggcgacgaa ttcgggtccc 
420 

cggggcgtcc ccagggttgt cgtcgtcgaa gatgccgacc gcatcactga acgcggagct 
480 

gacgccttgc ttaaagctat cgaggagcct gcgccgaaaa ccgtctggtt gctgtgtgcc 
540 

cctactccag aggacgtcat cgtcacgatc aggtcgagat gtcggcgcc 
589 

<210> 2452 

<211> 121 

<212> PRT 

<213> Homo sapiens 

<400> 2452 

Leu Asp Cys Ser Thr Gly Glu Glu Ser Ser Gly Tyr Asp Val Gly Pro 

15 10 IS 

lie Cys Asn Asp Asp Leu Val Ser Asp Val Leu Thr Gly Val Trp Ala 

20 25 30 

Asp Leu Val Gly Gin Glu Lys Ala Val Gly Val Leu Arg Arg Ala Ala 

35 40 45 

Glu Ser Gin Pro Gly Arg Ser Ser His Ala Met Ser His Ala Trp Leu 

50 55 60 

He Thr Gly Pro Pro Gly Ser Gly Arg Ser Asn Ala Ala Lys Ala Phe 
65 70 75 80 

Ala Ala Ala Leu Gin Cys Val Asp His Gly Cys Gly Gin Cys Asn Ala 

85 90 95 

Cys Arg Thr Xaa Leu Ser Gly Ala His Pro Asp Val Thr Leu Val Arg 

100 105 110 

Thr Glu Ala Leu Ser He Gly Val Asp 
115 120 
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<210> 2453 
<211> 695 
<212> DNA 

<213> Homo sapiens 
<400> 24S3 

nnacgcgtca gccatctgtg agtgctcaca ctatacacac atccccgggc acactcaggg 
60 

agattcacac attcctacga gcacacatgt gcctgcatga gttattcccc atgtgaacac 
120 

acaggttggc acacgcacat gcccctgggt atgctcatgt ccattcatcc atcccagcct 
180 

gtgcacgtcc tctcactcct gtgttcacac ccatgcccaa atgaaccaag ggacacacat 
240 

gcacaccctt atgtggtgca cacacactcg tgcacacgga gccacaccag cacatgctca 
300 

gaggcatttg tgtgcgtggg catttgcagc atgactcaga acggagtatg gggtggcgcg 
360 

gcgtggctgg ggaggtccca tcagcccgcc tctgaaaccc tcccaacctg cccatcctgg 
420 

cccaggcact gtgtctccgg cttgggcttc agccccggac cccaggacac cccggacaaa 
480 

gaggagctgc tctcgtctga agcctgctac gaatgcagga tcaatggcct ctcccctcgg 
540 

gaccggccac gacgcagtgc ccacagggac caccaggtga catgggtgct gcactaggca 
600 

ggggtggcca gggaatgggt gagcgtggga aagaggctgt ggacccgact tagtcatgtc 
660 

agccccccga agaaggagca ccaggctcca gatct 
695 

<210> 2454 
<211> 166 
<212> PRT 

<213> Homo sapiens 



<400> 2454 



Met 


Ser 


Tyr 


Ser 


Pro 


Cys 


Glu 


His 


Thr 


Gly 


Trp His 


Thr 


His 


Met 


Pro 


l 








5 










10 








15 




Leu 


Gly 


Met 


Leu 


Met 


Ser 


lie 


His 


Pro 


Ser 


Gin Pro 


Val 


His 


Val 


Leu 








20 










25 








30 






Ser 


Leu 


Leu 


Cys 


Ser 


His 


Leu 


Cys 


Pro 


Asn 


Glu Pro 


Arg 


Asp 


Thr 


His 






35 










40 








45 








Ala 


His 


Pro 


Tyr 


Val 


Val 


His 


Thr 


His 


Ser 


Cys Thr 


Arg 


Ser 


His 


Thr 




50 










55 








60 










Ser 


Thr 


Cys 


Ser 


Glu 


Ala 


Phe 


Val 


Cys 


Val 


Gly He 


Cys 


Ser 


Met 


Thr 


65 










70 










75 








80 


Gin 


Asn 


Gly 


Val 


Trp 


Gly 


Gly 


Ala 


Ala 


Trp 


Leu Gly 


Arg 


Ser 


His 


Gin 










85 










90 








95 




Pro 


Ala 


Ser 


Glu 


Thr 


Leu 


Pro 


Thr 


Cys 


Pro 


Ser Trp 


Pro 


Arg 


His 


Cys 








100 










105 








110 






Val 


Ser 


Gly 


Leu 


Gly 


Phe 


Ser 


Pro 


Gly 


Pro 


Gin Asp 


Thr 


Pro 


Asp 


Lys 






115 










120 








125 








Glu 


Glu 


Leu 


Leu 


Ser 


Ser 


Glu 


Ala 


Cys 


Tyr 


Glu Cys 


Arg 


He 


Asn 


Gly 
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130 135 140 

Leu Ser Pro Axg Asp Arg Pro Arg Arg Ser Ala His Arg Asp His Gin 
145 150 155 160 

Val Thr Trp Val Leu His 
165 

<210> 2455 
<211> 378 
<212> DNA 

<213> Homo sapiens 
<400> 2455 

acgcgtcggc agaagcgtca gctgaccgtc ggagccgatc tgtccccagg cgtcgtcagc 
60 

ggaaccgcgc agaaggaaat ccacgcgctg ccgatcatga aggcgctccc catgggcgtc 
120 

aaagaactcg ttctgggcga atcgaagtgg caggacgagt tgatcaacaa cttcatcgtc 
180 

gcgctgtttg caggcgtggt gttgctgttc gcggtgctgg tgctgctgta ccggcgcttg 
240 

ctgccgccgt tcatcaacgt gatgtcgctg gcggtggcac cgctgggcgg gttgatcggc 
300 

ctgtggctga ccaacacgcc gatctcgatg ccggtctata tcggcttgat catgctgctc 
360 

ggcatcgtcg ccaagaat 
378 

<210> 2456 
<211> 126 
<212> PRT 

<213> Homo sapiens 
<400> 2456 



Thr Arg 


Arg 


Gin 


Lys Arg 


Gin 


Leu 


Thr 


Val 


Gly Ala Asp 


Leu 


Ser 


Pro 


1 






5 








10 










15 




Gly Val 


Val 


Ser 


Gly Thr Ala 


Gin 


Lys 


Glu 


He 


His 


Ala 


Leu 


Pro 


He 






20 








25 










30 






Met Lys 


Ala 
35 


Leu 


Pro Met 


Gly 


Val 
40 


Lys 


Glu 


Leu 


Val 


Leu 
4S 


Gly 


Glu 


Ser 


Lys Trp 


Gin 


Asp 


Glu Leu 


He 


Asn 


Asn 


Phe 


He 


Val 


Ala 


Leu 


Phe 


Ala 


50 








55 










60 










Gly Val 


Val 


Leu 


Leu Phe 


Ala 


Val 


Leu 


Val 


Leu 


Leu 


Tyr 


Arg 


Arg 


Leu 


65 






70 










75 










80 


Leu Pro 


Pro 


Phe 


lie Asn 
85 


Val 


Met 


Ser 


Leu 

90 


Ala 


val 


Ala 


Pro 


Leu 
95 


Gly 


Gly Leu 


lie 


Gly 
100 


Leu Trp 


Leu 


Thr 


Asn 
105 


Thr 


Pro 


He 


Ser 


Met 
110 


Pro 


Val 


Tyr lie 


Gly 
115 


Leu 


He Met 


Leu 


Leu 
120 


Gly 


He 


Val 


Ala 


Lys 
12S 


Asn 







<210> 2457 

<211> 754 

<212> DNA 

<213> Homo sapiens 
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<400> 2457 




cctaggaatt 


taccaccatc 


60 




atgagcgaat 


gtgacatctt 


120 




tatgtcaacc 


ggataaagga 


180 




tcgcttctag 


aactggcatc 


240 




gtagaggaat 


acttcgctcg 


300 




ttgcagctgc 


atgaaattcc 


360 




aaaggcccag 


gtctttttgg 


420 




ataagtcgtc 


tgagattacc 


480 




atgcatcgtt 


caccagagcc 


540 




aaccttccaa 


ggagaaactg 


600 




gcaaggcaaa 


tactctgggt 


660 




tgtgtgagtc 


ctggaacaac 


720 




atgcctttgc 


caatgacacc 


754 





aaagacttac attaaccagc 
gcacactctg cgatggtctt 
tcaccttatc aaacagggaa 
caccactaag tgtagctcag 
acagatctca tccttctgta 
cagtctgcag tccatctaca 
gatgagcatt tttctaagat 
aagaacctac ttccagccac 
tatttgctgc aaaactttaa 
caaggctttg ctgctgtttt 
ccgacactgg ttcagaattt 
atcaatacca atgaatttcc 
atcccttcac gcgt 



tatccatgaa ctcacctgag 
ctcggctccg gatcagctcc 
tgaaggctga gcatgctagc 
tgaaatatga tgttgaaata 
gtatcgactg tgccaccatc 
cccttgatgc cgcgattcta 
ggctgctgag actgatcctc 
gctgcaactc attgacacct 
tgaagaggga acaactgaga 
ggctattggc tctagcaggt 
gccatcgtca gtgcagactg 
caatattgga tcctggcgca 



<210> 2458 

<211> 236 

<212> PRT 

<213> Homo sapiens 



<400> 2458 
Met Asn Ser Pro 
1 

Trp Ser Ser Arg 
20 

His Leu lie Lys 
35 

Glu Leu Ala Ser 
50 

lie Val Glu Glu 
65 

Asp Cys Ala Thr 

He Tyr Thr Leu 
100 

Met Ser He Phe 
115 

Leu Arg Leu Pro 
130 

Pro Met His Arg 



Glu Met Ser 
5 

Leu Arg He 

Gin Gly Met 

Thr Thr Lys 
55 

Tyr Phe Ala 
70 

He Leu Gin 
85 

Asp Ala Ala 

Leu Arg Trp 

Arg Thr Tyr 
135 

Ser Pro Glu 



Glu Cys 

Ser Ser 

25 
Lys Ala 
40 

Cys Ser 

Arg Gin 

Leu His 

He Leu 
10S 
Leu Leu 
120 

Phe Gin 



Asp He 
10 

Tyr Val 

Glu His 

Ser Val 

He Ser 

75 
Glu He 
90 

Lys Gly 



Arg Leu 
Pro Arg 
Pro He Cys Cys 



Leu His 

Asn Trp 

Ala Ser 

45 
Lys Tyr 
60 

Ser Phe 

Pro Ser 

Pro Gly 

He Leu 
125 
Cys Asn 
140 

Lys Thr 



Thr Leu Arg 
15 

He Lys Asp 
30 

Ser Leu Leu 

Asp Val Glu 

Cys Ser He 
80 

Leu Gin Ser 
95 

Leu Phe Gly 
110 

He Ser Arg 
Ser Leu Thr 
Leu Met Lys 
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145 




150 


155 


160 


Arg Glu Gin 


Leu Arg 


Asn 


Leu Pro Arg Arg Asn Cys 


Lys Ala Leu Leu 


165 




170 


175 


Leu Phe Trp 


Leu Leu 


Ala 


Leu Ala Gly Ala Arg Gin 


He Leu Trp Val 




180 




185 


190 


Arg His Trp 


Phe Arg 


lie 


Cys His Arg Gin Cys Arg 


Leu Cys Val Ser 


195 






200 


205 


Pro Gly Thr 


Thr Ser 


He 


Pro Met Asn Phe Pro He 


Leu Asp Pro Gly 


210 






215 220 




Ala Met Pro 


Leu Pro 


Met 


Thr Pro Ser Leu His Ala 




225 




230 


235 





<210> 2459 

<211> 382 

<212> DNA 

<213> Homo sapiens 

<400> 2459 

accggtgcac agatcgttct ggccgcgtgc actgccccgc tcaagcaaat cgctatcaac 
60 

gctggtcttg agggcggcgt cgtggctgag aaggtcgctg gtctgcccgc aggacagggc 
120 

ctcaacgcgg ccaatgacga gtatgtcgac atggtagagg ccggcatcat tgacccggcc 
180 

aaggtgaccc gttcggctct gcagaacgcc gcgtccatcg cggccctgtt cctcaccact 
240 

gaagccgtca tcgctgacaa gcccgagcct gttaaggctc ccgctggcgg cggtgatatg 
300 

gacggtatgg gtggcatggg cggcatgatg tgatcgtgta ttgccttcgc tgatttgagt 
360 

gggatgccac tttgccccag gc 
382 

<210> 2460 

<211> 110 

<212> PRT 

<213> Homo sapiens 



<400> 2460 


















Thr Gly 


Ala 


Gin 


He Val Leu 


Ala Ala Cys Thr 


Ala 


Pro 


Leu 


Lys 


Gin 


1 






5 


10 








15 




He Ala 


He 


Asn 


Ala Gly Leu 


Glu Gly Gly val 


val 


Ala 


Glu 


Lys 


Val 






20 




25 






30 






Ala Gly 


Leu 


Pro 


Ala Gly Gin 


Gly Leu Asn Ala 


Ala 


Asn 


Asp 


Glu 


Tyr 




35 






40 




45 








Val Asp 


Met 


Val 


Glu Ala Gly 


He He Asp Pro 


Ala 


Lys 


Val 


Thr 


Arg 


50 






55 




60 










Ser Ala 


Leu 


Gin 


Asn Ala Ala 


Ser He Ala Ala 


Leu 


Phe 


Leu 


Thr 


Thr 


65 






70 


75 










80 


Glu Ala 


Val 


He 


Ala Asp Lys 


Pro Glu Pro Val 


Lys 


Ala 


Pro 


Ala 


Gly 








85 


90 








95 




Gly Gly 


Asp 


Met 


Asp Gly Met 


Gly Gly Met Gly Gly Met 


Met 










100 




105 






110 
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<2l0> 2461 

<211> S58 

<212> DNA 

<213> Homo sapiens 

<400> 2461 

tccggacaaa agggttcaat cgaagtatgg ttagcctttt ccaagtcgcc aggacggacc 
60 

tgcaatgctg tttgtcgtca tgctcggggg caagcaccca cgggctaaaa tcgaaattca 
120 

cgatgtggta ttcgcagtcg cggatacgct gcaacacacc tacacccaat tgcgcgacgg 
180 

ctggttcggc agccctaagg tgtgcatatc gatgcgtgga tggccgtcga tggcgtcgac 
240 

ggctggaaag tcgaactcag ccagatggcg ccgcctgccg acgcgcatca cctgtacttc 
300 

atcaacctcg gcggctacga ggccaacgct tttggcgagg cccatcatta cctgctggtg 
360 

gtcgcccggg acaaacagga agccaagcgc aaggggcagc ggcaaatgtt gcaacactgg 
420 

tcccaggccc acaccgatgg cgtaatggat atcgacgact gcttgccgat tgatctggtg 
480 

gacggtcgct atgttcacct ggtgcaaggc ccgcaccagc cgatcatcca gcacaacgac 
540 

tacatcatcc tgccgcga 
558 

<210> 2462 

<211> 148 

<212> PRT 

<213> Homo sapiens 

<400> 2462 



Met 


Val 


Ser 


Leu 


Phe 


Gin 


Val 


Ala 


Arg 


Thr 


Asp 


Leu 


Gin 


Cys 


Cys 


Leu 


1 








5 










10 










15 




Ser 


Ser 


Cys 


Ser 


Gly 


Ala 


Ser 


Thr 


His 


Gly 


Leu 


Lys 


Ser 


Lys 


Phe 


Thr 








20 










25 










30 






Met 


Trp 


Tyr 


Ser 


Gin 


Ser 


Arg 


He 


Arg 


Cys 


Asn 


Thr 


Pro 


Thr 


Pro 


Asn 






35 










40 










45 








Cys 


Ala 


Thr 


Ala 


Gly 


Ser 


Ala 


Ala 


Leu 


Arg 


Cys 


Ala 


Tyr 


Arg 


Cys 


Val 




50 










55 










60 










Asp 


Gly 


Arg 


Arg 


Trp 


Arg 


Arg 


Arg 


Leu 


Glu 


Ser 


Arg 


Thr 


Gin 


Pro 


Asp 


65 










70 










75 










60 


Gly 


Ala 


Ala 


Cys 


Arg 


Arg 


Ala 


Ser 


Pro 


Val 


Leu 


His 


Gin 


Pro 


Arg 


Arg 










85 










90 










95 




Leu 


Arg 


Gly 


Gin 


Arg 


Phe 


Trp 


Arg 


Gly 


Pro 


Ser 


Leu 


Pro 


Ala 


Gly 


Gly 








100 










105 










110 






Arg 


Pro 


Gly 


Gin 


Thr 


Gly 


Ser 


Gin 


Ala 


Gin 


Gly 


Ala 


Ala 


Ala 


Asn 


Val 






115 










120 










125 








Ala 


Thr 


Leu 


Val 


Pro 


Gly 


Pro 


His 


Arg 


Trp 


Arg 


Asn 


Gly 


Tyr 


Arg 


Arg 




130 










135 










140 










Leu 


Leu 


Ala 


Asp 



























145 
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<210> 2463 
<211> 333 
<212> DNA 

<213> Homo sapiens 
<400> 2463 

cccagggggt aagccatgag cctgttgagc caagtggccc gggcgccgtt gagcgccaag 
60 

ttcggcctgc tgattattct gttatacgtc gcgctggcgc tgtgngcgcc gctgctggcg 
120 

ccctatggcg aaacccaggt ggtgggtgaa ggcttcgcgc cgtggagcgg ccagtttttg 
180 

ctgggcaccg ataacctggg gcgcgacatg ttcagccgcc tgatgtacgg cgcgcgcaat 
240 

accttgggca ttgccttcct gacgacgacg ctggcgtttc tgctcggtgg tttgagcggt 
300 

ttggtcgcgg cgatcaaggg cggttgggtc gac 
333 

<210> 2464 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 2464 



Met 


Ser 


Leu 


Leu 


Ser 


Gin Val Ala Arg 


Ala 


Pro Leu Ser Ala Lys Phe 


1 








5 




10 


15 


Gly Leu 


Leu 


He 


He 


Leu Leu Tyr Val 


Ala 


Leu Ala Leu Xaa Ala Pro 








20 




25 




30 


Leu 


Leu 


Ala 


Pro 


Tyr 


Gly Glu Thr Gin 


Val 


Val Gly Glu Gly Phe Ala 






35 






40 




45 


Pro 


Trp 


Ser 


Gly 


Gin 


Phe Leu Leu Gly 


Thr 


Asp Asn Leu Gly Arg Asp 




50 








55 




60 


Met 


Phe 


Ser 


Arg 


Leu 


Met Tyr Gly Ala 


Arg 


Asn Thr Leu Gly He Ala 


65 










70 




75 80 


Phe 


Leu 


Thr 


Thr 


Thr 


Leu Ala Phe Leu 


Leu 


Gly Gly Leu Ser Gly Leu 










85 




90 


95 


Val 


Ala 


Ala 


He 


Lys 


Gly Gly Trp Val 


Asp 










100 




105 







<210> 2465 

<211> 434 

<212> DNA 

<213> Homo sapiens 

<400> 2465 

nntcatgagg acatttccct catacttggt ggtggtaaat ccctcctggg acacggggaa 
60 

atgaccagag gctggcggcc cacctggcag gaacagatgc cagctctgct gcagccatcg 
120 

ccccttgagc gggtggctct gtgcctcttt ctgcactgct ggtgggtggt gctgttggct 
180 

gggtgatgga taccggctgc cagagatggc tcaggtgcca gctgctgggc tatctcaggc 
240 
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actggctgct gggctatctc gggtgccggc tgctgggcta tctcaggcgc tggctgctgc 
300 

tgggctgtct cgggtgctgg ctgttgggac gtctcctgtc ctggcactgg gctctcgggt 
360 

gctgggtgcc agctgctgcc taccttgcac tgggctctgg gcactcactg cactcgggct 
420 

tttccatccc cgac 
434 

<210> 2466 
<211> 82 
<212> PRT 

<213> Homo sapiens 
<400> 2466 

Trp He Pro Ala Ala Arg Asp Gly Ser Gly Ala Ser Cys Trp Ala He 

15 10 15 

Ser Gly Thr Gly Cys Trp Ala He Ser Gly Ala Gly Cys Trp Ala He 

20 25 30 

Ser Gly Ala Gly Cys Cys Trp Ala Val Ser Gly Ala Gly Cys Trp Asp 

35 40 45 

val Ser Cys Pro Gly Thr Gly Leu Ser Gly Ala Gly Cys Gin Leu Leu 

50 55 60 

Pro Thr Leu His Trp Ala Leu Gly Thr His Cys Thr Arg Ala Phe Pro 
65 70 75 80 

Ser Pro 



<210> 2467 

<211> 306 

<212> DNA 

<213> Homo sapiens 

<400> 2467 

atggactcca ccggcaccgg agcagggggt aaggggaaga agggagcggc cgggcgcaag 
60 

gtcggcgggc caaggaagaa gtcggtgtcg aggtccgtga aggccggtct ccagttcccc 
120 

gtcggccgca tcgggcgcta cttgaagaag ggccgctacg cgcagcgtgt cggcaccggc 
180 

gcccccgtct acctcgccgc tgtcctcgaa tacctcgccg ctgaggttct ggagctcgcc 
240 

ggtaatgctg ccagggacaa caagaagact cgcattattc cgcgccacgt gcttctggcg 
300 

atccgg 
306 

<210> 2468 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<400> 2468 

Met Asp Ser Thr Gly Thr Gly Ala Gly Gly Lys Gly Lys Lys Gly Ala 
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15 10 15 

Ala Gly Arg Lys Val Gly Gly Pro Arg Lys Lys Ser Val Ser Arg Ser 

20 25 30 

Val Lys Ala Gly Leu Gin Phe Pro Val Gly Arg He Gly Arg Tyr Leu 

35 40 45 

Lys Lys Gly Arg Tyr Ala Gin Arg Val Gly Thr Gly Ala Pro Val Tyr 

50 55 60 

Leu Ala Ala Val Leu Glu Tyr Leu Ala Ala Glu Val Leu Glu Leu Ala 
65 70 75 80 

Gly Asn Ala Ala Arg Asp Asn Lys Lys Thr Arg He He Pro Arg His 

85 90 95 

Val Leu Leu Ala He Arg 
100 

<210> 2469 
<211> 489 
<212> DNA 

<213> Homo sapiens 
<400> 2469 

gccggcgcgg cacatggctt ccctgaagcc agcattgccc tggccaagga agctttgcag 
60 

aacagatgag atttcagctg ggacttgcag ccaagtggga tttggccttt tggggagaag 
120 

ggaaagggca ttcaaaggcc agggacagag tatggtcaaa ggcatggaga tgaggaagag 
180 

gggaccagag cagagggtca ggttggaaag cgagttgggg tcaatctgca aaggggctga 
240 

cgtgccaggt aaaaaacagg agcacagttt agttttgtcg gatcatttca ggtggaaggg 
300 

cagtgggaat gttggagaaa acactttttg gtgtcgttac attgaatctg ctcatctata 
360 

agaataaaac tttatttcat agagttattg tatggctcaa aataggtatg aagaattaag 
420 

aaaaagaatt ttagatttaa aatgaaaagg cacctacaaa agtagagtgg tagagttacc 
480 

aacgtggag 
489 

<210> 2470 
<211> 115 
<212> PRT 

<213> Homo sapiens 



<400> 2470 



Met Ala Ser 


Leu 


Lys 


Pro 


Ala 


Leu 


Pro Trp 


Pro 


Arg 


Lys 


Leu Cys 


Arg 


1 




5 








10 








15 




Thr Asp Glu 


He 


Ser 


Ala 


Gly Thr 


Cys Ser 


Gin 


Val 


Gly 


Phe Gly 


Leu 




20 










2S 








30 




Leu Gly Arg Arg 


Glu 


Arg 


Ala 


Phe 


Lys Gly 


Gin Gly Gin 


Ser Met 


Val 


35 










40 








45 






Lys Gly Met 


Glu 


Met 


Arg 


Lys 


Arg 


Gly Pro 


Glu 


Gin 


Arg 


Val Arg 


Leu 


50 








55 








60 








Glu Ser Glu 


Leu Gly 


Ser 


He 


Cys 


Lys Gly 


Ala 


Asp 


val 


Pro Gly 


Lys 
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65 70 75 80 

Lys Gin Glu His Ser Leu Val Leu Ser Asp His Phe Arg Trp Lys Gly 

85 90 95 

Ser Gly Asn Val Gly Glu Asn Thr Phe Trp Cys Arg Tyr He Glu Ser 
100 105 110 

Ala His Leu 
115 

<210> 2471 
<211> 779 
<212> DNA 

<213> Homo sapiens 
<400> 2471 

tggccatcct ccgtgacatg tacacttcca atatgccggt gtttgagccg ttcatagatc 
60 

ctcacatggt ggcccttgac ttctttcaca gtgaggacct ctgcttcatg aggctcataa 
120 

gaagaggagc taaggactat tttgtcatgg gggcgccaat ccactgcatc ttctactata 
180 

attctctcat ttcctgaggc aatatcagct ccaagatgtg tccaggagtt cttaggataa 
240 

gcactgtaaa gatgaacttt cccataaacc ccaattgttc ctgggtcaat atgaattcca 
300 

ttcatacggt cacaaaagac tccctctgag gctctaagga gaatcagaag cttttgttcc 
360 

ttttctaagg gattttctaa agtaccaact ttcagctccc cgcctgcaat gaccatgcat 
420 

gccacactca gaacattgct tctgtccaca gggaagtcta aggtccccat cacatacagc 
460 

cctttgaaga attggaaaat ctgtatccac aaggacagtt ctgttgggta aaatgagaac 
540 

gtcatcccca gggcctggaa tggtattgtt gtatcctccc cagccttctt caacaccttg 
600 

ccatgtttca gggagggacc attttaaagc tgattcaggg gcagaggtag aagctgaaat 
660 

agttgggggc ataccttcct tcacccggag aatgacttga acttggcctt cacctaaaac 
720 

cagataggtg agttgcctca gctggccact gaagaaccag tcacagcctt ggttctggc 
779 

<210> 2472 
<211> 181 
<212> PRT 

<213> Homo sapiens 
<400> 2472 

Met Thr Phe Ser Phe Tyr Pro Thr Glu Leu Ser Leu Trp lie Gin He 

15 10 15 

Phe Gin Phe Phe Lys Gly Leu Tyr Val Met Gly Thr Leu Asp Phe Pro 

20 25 30 

Val Asp Arg Ser Asn Val Leu Ser Val Ala Cys Met Val He Ala Gly 

35 40 45 

Gly Glu Leu Lys Val Gly Thr Leu Glu Asn Pro Leu Glu Lys Glu Gin 
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50 55 60 

Lvs Leu Leu lie Leu Leu Arg Ala Ser Glu Gly Val Phe Cys Asp Arg 
65 70 75 80 

Met Asn Gly He His lie Asp Pro Gly Thr lie Gly Val Tyr Gly Lys 

85 90 95 

Val His Leu Tyr Ser Ala Tyr Pro Lys Asn Ser Trp Thr His Leu Gly 

100 105 HO 

Ala Asp He Ala Ser Gly Asn Glu Arg lie He Val Glu Asp Ala Val 

H5 120 125 

Asp Trp Arg Pro His Asp Lys lie Val Leu Ser Ser Ser Ser Tyr Glu 

130 135 140 

Pro His Glu Ala Glu Val Leu Thr Val Lys Glu Val Lys Gly His His 
145 150 1S5 160 

Val Arg He Tyr Glu Arg Leu Lys His Arg His He Gly Ser Val His 

165 170 175 

Val Thr Glu Asp Gly 
180 

<210> 2473 
<211> 698 
<212> DNA 

<213> Homo sapiens 
<400> 2473 

nngtgcacca agaaatggca gcctgacaag ctggtggtgg tatggactcg gcggaaccga 
60 

cgcatctgct ccaaggccca cagctggcag ccgnnggcat ccagaaccca taccggggca 
120 

ccgtggtgtg gatggtacnc tgagaatgtg gacatctctg tgaccctcta cagggacccc 
180 

cacgtggacc agtatgaggc caaagagtgg acatttatta ttgaaaatga gtctaagggg 
240 

cagcggaagg tgctggccac ggccgaggtg gacctggccc gccatgccag ggcccgtgcc 
300 

ntgtccaagt ccncactgag gctgcggctg aagccaaagt cagtgaagac ggtgcaggct 
360 

gagctgagcc tcactctttc cggggtgctg ctgcgggagg gccgtgccac ggacgatgac 
420 

atgcagagtc tcgcaagcct catgagtgtg aagcctagtg atgtgggcaa cttggatgac 
480 

tttgctgaga gtgatgaaga tgaggctcat ggcccaggag ccccggaggc ccgggctcga 
540 

gtcccccagc caggtgggct cacagcctgc tgtggatcga gactgccaag acctggggag 
600 

ggagggttac ccgggccacc agccacttgc cgtgcccgcc ctgtgatggg aactcattac 
660 

tgcccaggca gtcccaacca acccagcagc ctcaattg 
698 

<210> 2474 
<211> 232 
<212> PRT 

<213> Homo sapiens 
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<400> 2474 


























Xaa Cys Thr Lys 


Lvs 


Tro 


Gin 


Pro Asp Lys 


Leu 


Val 


Val 


Val 


Trp 


Thr 


1 






5 








10 










15 




Arg Arg Asn Arg 


tro 

nL y 


He 


Cvs 


Ser Lys Ala 


His 


Ser 


Trp 


Gin 


Pro 


Xaa 






20 










25 








30 






Ala Ser Arg 


Thr 


His 


Thr 


Glv 


Ala 


Pro Trp 


Cys 


Gly 


Trp 


Tyr 


Xaa 


Glu 




35 










40 








45 








Asn Val 


Asp 


He 


Ser 


Val 


Thr 


Leu 


Tyr Arg 


Asp 


Pro 


His 


Val 


Asp 


Gin 


50 










55 








60 










Tyr Glu Ala Lys 


Glu 


irp 


Thr 


Phe 


He He 


Glu 


Asn 


Glu 


Ser 


Lys 


Gly 


65 








70 








75 










80 


Gin Arg 


Lys 


Val 


Leu 


Ala 


Thr 


Ala 


Glu Val 


Asp 


Leu 


Ala 


Arg 


His 


Ala 








8 5 








90 










95 




Arg Ala 


Arg 


Ala 


Xaa 


Ser 


ys 


Ser 


Xaa Leu 


Arg 


Leu 


Arg 


Leu 


Lys 


Pro 






100 










105 








110 






Lys Ser 


Val 


Lys 


Thr 


Val 


Gin 


Ala 


Glu Leu 


Ser 


Leu 


Thr 


Leu 


Ser 


Gly 




115 










120 








125 








Val Leu 


Leu 


Arg 


Glu 


Gly 


Arg 


Ala 


Thr Asp 


Asp 


Asp 


Met 


Gin 


Ser 


Leu 


130 










135 








140 










Ala Ser 


Leu 


Met 


Ser 


Val 


Lys 


Pro 


Ser Asp 


Val Gly 


Asn 


Leu 


Asp 


Asp 


145 








150 








155 










160 


Phe Ala 


Glu 


Ser 


Asp 


Glu 


Asp 


Glu 


Ala His 


Gly 


Pro 


Gly 


Ala 


Pro 


Glu 








165 








170 










175 




Ala Arg 


Ala 


Arg 


Val 


Pro 


Gin 


Pro Gly Gly 


Leu 


Thr 


Ala 


Cys 


Cys 


Gly 






180 










185 








190 






Ser Arg 


Leu 


Pro 


Arg 


Pro 


Gly 


Glu 


Gly Gly 


Leu 


Pro 


Gly 


Pro 


Pro 


Ala 




195 










200 








205 








Thr Cys 


Cys 


Ala 


Arg 


Pro 


Val 


Met 


Gly Thr 


His Tyr 


Cys 


Pro Gly 


Ser 


210 










21S 








220 










Pro Asn 


Gin 


Pro 


Ser 


Ser 


Leu 


Asn 

















225 230 



<210> 2475 
<211> 1251 
<212> DNA 

<213> Homo sapiens 
<400> 2475 

ngcgcgcccg agatgcaggt gagcaagagg atgctggcgg ggggcgtgag gagcatgccc 
60 

agccccctcc tggcctgctg gcagcccatc ctcctgctgg tgctgggctc agtgctgtca 
120 

ggctcggcca cgggctgccc gccccgctgc gagtgctccg cccaggaccg cgctgtgctg 
180 

tgccaccgca agcgctttgt ggcagtcccc gagggcatcc ccaccgagac gcgcctgctg 
240 

gacctaggca agaaccgcat caaaacgctc aaccaggacg agttcgccag cttcccgcac 
300 

ctggaggagc tggagctcaa cgagaacatc gtgagcgccg tggagcccgg cgccttcaac 
360 

aacctcttca acctccggac gctgggcctc cgcagcaacc gcctgaagct catcccgcca 
420 

ggcgtcttca ctggcctcag caacctgacc aagctggaca tcagcgagaa caagatcgct 
480 
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atcctactgg actacatgtt tcaggacctg tacaacctca agtcactgga ggttggcgac 
54 0 

aatgacctcg tctacatctc tcaccgcgcc ttcagcggcc tcaacagcct ggagcagccg 
600 

acgctggaga aatgcaacct gacctccatc cccaccgagg cgctgtccca cctgcacggc 
660 

ctcatcgtcc tgaggctccg gcacctcaac atcaatgcca tccgggacta ctccttcaag 
720 

aggctgtacc gactcaaggt cttggagatc tcccactggc cctacttgga caccatgaca 
780 

cccaactgcc tctacggcct caacctgacg tccctgtcca tcacacactg caatctgacc 
840 

gctgtgccct acctggccgt ccgccaccta gtctatctcc gcttcctcaa cctctcctac 
900 

aaccccatca gcaccattga gggctccatg ttgcatgagc tgctccggct gcaggagatc 
960 

cagctggtgg gcgggcagct ggccgggtgg agccctgcct tccgcggcct caactacctg 
1020 

cgcgtgctca atgtctctgg caaccagctg accacactgg aggaatcagt cttccactcg 
1080 

gtgggcaacc tggagacact catcctggac tccaacccgc tggcctgcga ctgtcggctc 
1140 

ctgtgggtgt tccggcgccg tggcctacaa acttcaaccg gcagcagccc acgtgcgcca 
1200 

cgcccgagtt tgtccagggg caaggagttc aaggacttcc ctgatgtgct a 
1251 



<210> 2476 

<211> 417 

<212> PRT 

<213> Homo sapiens 



<400> 2476 

Xaa Ala Pro Glu Met Gin Val Ser Lys Arg Met Leu Ala Gly Gly Val 

15 10 15 

Arg Ser Met Pro Ser Pro Leu Leu Ala Cys Trp Gin Pro lie Leu Leu 

20 25 30 

Leu Val Leu Gly Ser Val Leu Ser Gly Ser Ala Thr Gly Cys Pro Pro 

35 40 45 

Arg Cys Glu Cys Ser Ala Gin Asp Arg Ala val Leu Cys His Arg Lys 

50 55 60 

Arg Phe Val Ala Val Pro Glu Gly He Pro Thr Glu Thr Arg Leu Leu 
65 70 75 80 

Asp Leu Gly Lys Asn Arg He Lys Thr Leu Asn Gin Asp Glu Phe Ala 

85 90 95 

Ser Phe Pro His Leu Glu Glu Leu Glu Leu Asn Glu Asn He Val Ser 

100 105 HO 

Ala Val Glu Pro Gly Ala Phe Asn Asn Leu Phe Asn Leu Arg Thr Leu 

115 120 125 

Gly Leu Arg Ser Asn Arg Leu Lys Leu He Pro Leu Gly Val Phe Thr 

130 135 140 

Gly Leu Ser Asn Leu Thr Lys Leu Asp He Ser Glu Asn Lys He Val 
145 150 155 160 

He Leu Leu Asp Tyr Met Phe Gin Asp Leu Tyr Asn Leu Lys Ser Leu 
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165 170 175 

Glu Val Gly Asp Asn Asp Leu Val Tyr He Ser His Arg Ala Phe Ser 

180 18S 190 

Gly Leu Asn Ser Leu Glu Gin Leu Thr Leu Glu Lys Cys Asn Leu Thr 

195 200 20S 

Ser lie Pro Thr Glu Ala Leu Ser His Leu His Gly Leu He Val Leu 

210 215 220 

Arg Leu Arg His Leu Asn He Asn Ala He Arg Asp Tyr Ser Phe Lys 
225 230 235 240 

Arg Leu Tyr Arg Leu Lys Val Leu Glu He Ser His Trp Pro Tyr Leu 

245 250 255 

Asp Thr Met Thr Pro Asn Cys Leu Tyr Gly Leu Asn Leu Thr Ser Leu 

260 265 270 

Ser He Thr His Cys Asn Leu Thr Ala Val Pro Tyr Leu Ala Val Arg 

275 280 285 

His Leu Val Tyr Leu Arg Phe Leu Asn Leu Ser Tyr Asn Pro He Ser 

290 295 300 

Thr He Glu Gly Ser Met Leu His Glu Leu Leu Arg Leu Gin Glu He 
305 310 315 320 

Gin Leu Val Gly Gly Gin Leu Ala Gly Trp Ser Pro Ala Phe Arg Gly 

325 330 335 

Leu Asn Tyr Leu Arg Val Leu Asn Val Ser Gly Asn Gin Leu Thr Thr 

340 345 350 

Leu Glu Glu Ser Val Phe His Ser Val Gly Asn Leu Glu Thr Leu He 

355 360 365 

Leu Asp Ser Asn Pro Leu Ala Cys Asp Cys Arg Leu Leu Trp Val Phe 

370 375 380 

Arg Arg Arg Gly Leu Gin Thr Ser Thr Gly Ser Ser Pro Arg Ala Pro 
385 390 395 400 

Arg Pro Ser Leu Ser Arg Gly Lys Glu Phe Lys Asp Phe Pro Asp Val 
405 410 415 

Leu 



<210> 2477 
<211> 548 
<212> DNA 

<213> Homo sapiens 
<400> 2477 

nagactgcga tcagacgcgc gtgcccagct gaaccaggtg cgtgagaagg ctgccttcag 
60 

gtggccgggg gctccctcca gctgtctctg gacggaggga cgggaagtgg ccagaagggg 
120 

aagtgtgagg agttcccgtc cagcctgtca tcagtctccc caggtcttga agcggcggcc 
180 

ctgctcctgg ccgtgaccat ggaccctctg gagaccccta tcaaggatgg catcctctac 
240 

cagcagcatg tcaagtttgg caagaagtgc tggcggaagg tgtgggctct gctgtatgca 
300 r 

ggaggcccat caggcgtggc acggctggag aactgggagg tccgggatgg tggcctggga 
360 

gcagcgggtg acaggtcggc ggggcctggc cggcgagggg agcgacgggt catccgcctg 
420 
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gctgactgtg tgtccgtgct gccggctgac ggcgagagct gcccccggga caccggtgcc 
480 

ttcctgctca ccaccaccga gcgaagccat ctactggctg ctcagcaccg ccaggcctgg 
540 

atgggccc 
548 

<210> 2478<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 2478 



Leu 


Glu 


Thr 


Pro 


lie 


Lys Asp Gly 


lie 


Leu Tyr 


Gin 


Gin His Val Lys 


1 








5 






10 




15 


Phe 


Gly 


Lys 


Lys 


Cys 


Trp Arg Lys 


Val 


Trp Ala Leu Leu Tyr Ala Gly 








20 






25 






30 


Gly 


Pro 


Ser 


Gly 


Val 


Ala Arg Leu 


Glu 


Asn Trp 


Glu 


Val Arg Asp Gly 






35 






40 








45 


Gly 


Leu 


Gly 


Ala 


Ala 


Gly Asp Arg 


Ser 


Ala Gly 


Pro 


Gly Arg Arg Gly 


50 








55 






60 




Glu 


Arg 


Arg 


Val 


lie 


Arg Leu Ala 


Asp 


Cys Val 


Ser 


Val Leu Pro Ala 


65 








70 




75 




80 


Asp Gly 


Glu 


Ser 


Cys 


Pro Arg Asp 


Thr 


Gly Ala 


Phe 


Leu Leu Thr Thr 










85 






90 




95 


Thr 


Glu 


Arg 


Ser 


His 


Leu Leu Ala 


Ala 


Gin His 


Arg 


Gin Ala Trp Met 






100 






105 






110 



Gly 



<210> 2479 
<211> 324 
<212> DNA 

<213> Homo sapiens 
<400> 2479 

gaattcatgg aggtctatga ggaggatgaa gaatatgcgt atgaaaaata tgaaacccat 
60 

ttcggcacga gctggatgga ggagaccgca ggcaccttct cactgaactg gtatcgcagc 
120 

aggtactgga atgacaatga agcagcagaa aggcttgcgt tgatgtgggc taaaaccttc 
180 

aaatatgcgt cgataaacgt ctcctggcag accgggatta gcaatagcga cgacgagggc 
240 

aatgaagatg aagacatgtt ctacgccggt atctccattc cgctgggagg cggggcgtac 
300 

tctaactcct ggtatcgtga atat 
324 

<210> 2480 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<400> 2480 
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Glu Phe Met Glu Val Tyr Glu Glu Asp Glu Glu Tyr Ala Tyr Glu Lys 

15 10 15 

Tyr Glu Thr His Phe Gly Thr Ser Trp Met Glu Glu Thr Ala Gly Thr 

20 25 30 

Phe Ser Leu Asn Trp Tyr Arg Ser Arg Tyr Trp Asn Asp Asn Glu Ala 

35 40 ' 45 

Ala Glu Arg Leu Ala Leu Met Trp Ala Lys Thr Phe Lys Tyr Ala Ser 

50 55 60 

lie Asn Val Ser Trp Gin Thr Gly lie Ser Asn Ser Asp Asp Glu Gly 
65 70 75 80 

Asn Glu Asp Glu Asp Met Phe Tyr Ala Gly lie Ser lie Pro Leu Gly 

85 90 95 

Gly Gly Ala Tyr Ser Asn Ser Trp Tyr Arg Glu Tyr 
100 105 

<210> 2481 
<211> 484 
<212> DNA 

<213> Homo sapiens 
<400> 2481 

gcgttcacta acgcttcaac aaactcttac aagcgtcttg ttcctggttt cgaagcacct 
60 

gttatgttgg cttactcagc tcgtaaccgt tctgcttcta tccgtatccc atacgttgca 
120 

agccctaaag gcaagcgtat tgaagctcgt ttccctgatc caaccgctaa cccataccta 
180 

gcattttcag ctatgttgat ggctggtatc gatggtatca aaaacaagat tcaccctggc 
240 

gatgcagcag acaaagattt gtacgacctt ccagctgaag aagcagccgc tatccctcaa 
300 

gttgctagca gcttagaaga agcgcttaag tgcctagatc aagaccgtga gttcttgact 
360 

caaggtggcg ttttctctga cgacatgatc gatgcttaca tcgctcttaa agcagaagaa 
420 

gcacagcgtg ttgcaatgac aacaacacca cttgagttcg aactttacta cagcctataa 

480 

gctt 

484 

<210> 2482 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 2482 

Ala Phe Thr Asn Ala Ser Thr Asn Ser Tyr Lys Arg Leu Val Pro Gly 

15 10 15 

Phe Glu Ala Pro Val Met Leu Ala Tyr Ser Ala Arg Asn Arg Ser Ala 

20 25 30 

Ser lie Arg lie Pro Tyr Val Ala Ser Pro Lys Gly Lys Arg lie Glu 

35 40 45 

Ala Arg Phe Pro Asp Pro Thr Ala Asn Pro Tyr Leu Ala Phe Ser Ala 
50 55 . 60 
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Met 


Leu 


Met 


Ala 


Gly 


lie Asp Gly He Lys 


Asn 


Lys 


He 


His 


Pro Gly 


65 










70 




75 








80 


Asp 


Ala 


Ala 


Asp 


Lys 


Asp 


Leu Tyr Asp Leu 


Pro 


Ala 


Glu 


Glu 


Ala Ala 








85 




90 










95 


Ala 


lie 


Pro 


Gin 


Val 


Ala 


Ser Ser Leu Glu 


Glu 


Ala 


Leu 


Lys 


Cys Leu 








100 






105 








110 




Asp 


Gin 


Asp 


Arg 


Glu 


Phe 


Leu Thr Gin Gly Gly Val 


Phe 


Ser 


Asp Asp 




115 








120 






125 






Met 


He 


Asp 


Ala 


Tyr 


He 


Ala Leu Lys Ala 


Glu 


Glu 


Ala Gin Arg Val 




130 








135 




140 








Ala 


Met 


Thr 


Thr 


Thr 


Pro 


Leu Glu Phe Glu 


Leu 


Tyr 


Tyr 


Ser 


Leu 


145 










150 




155 











<210> 2483 
<211> 477 
<212> DNA 

<213> Homo sapiens 



<400> 2483 

acgcgtgtta gccaaatctt ggttcctccc gttctctcct tacccgagcc tgaggcccct 
60 

ctggagaaca ggcagcctct gaggaaacct ctgatccccg atcagccacc ccatcgcctg 
120 

cgtccccagc cgcttcctcc tggccttgtt cccccttccc tgtgaaggag agaacagttt 
180 

cggctggccc tgagatgctg gcaggcctgc agtcagggca gtgggcgcct cccaccttga 
240 

aatggtcctt cgtggtgcag ttctgcttac ggggtagact ttgttgcctt ccacagagga 
300 

cagttagggt gggcaggaag gaagtctctg ccacaagtct gcattccagg ctgtttccag 
360 

aagtgggaat tctctcgtgc cctggagtct gggaatgcat ttttagtttc ccagcttcag 
420 

gtagaattga aattgagtga gccaacccac cacatccatc tggagccagg aactagt 
477 



<210> 2484 
<211> 130 
<212> PRT 

<213> Homo sapiens 



<400> 2484 

Met His Ser Gin Thr Pro Gly His Glu Arg He Pro Thr Ser Gly Asn 

1 5 10 15 

Ser Leu Glu Cys Arg Leu Val Ala Glu Thr Ser Phe Leu Pro Thr Leu 

20 25 30 

Thr Val Leu Cys Gly Arg Gin Gin Ser Leu Pro Arg Lys Gin Asn Cys 

35 40 45 

Thr Thr Lys Asp His Phe Lys Val Gly Gly Ala His Cys Pro Asp Cys 

50 55 60 

Arg Pro Ala Ser He Ser Gly Pro Ala Glu Thr Val Leu Ser Phe Thr 
65 70 75 80 

Gly Lys Gly Glu Gin Gly Gin Glu Glu Ala Ala Gly Asp Ala Gly Asp 
85 90 95 
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Gly Val Ala Asp Arg Gly Ser Glu Val Ser Ser Glu Ala Ala Cys Ser 

100 105 110 

Pro Glu Gly Pro Gin Ala Arg Val Arg Arg Glu Arg Glu Glu Pro Arg 
115 120 125 

Phe Gly 
130 

<210> 2485 
<211> 608 
<212> DNA 

<213> Homo sapiens 
<400> 2485 

accggtgagg cgaagtgcgg tggcaattac gcagcttcgc tgcgttccca gatcgatgcc 
60 

aagacccgcg actgcaacga ggtgctcttt gtcgatgcag ttgaacatcg ctggatcgag 
120 

gagctgggtg gtatgaactt catggccatc agcaaagacg gtcagctcgt cacccccgag 
180 

ctagctggca ccatcctgcg tggcgtgacc cgcaagtcca ttctggaagt tgcccccgac 
240 

ctcggtcttg aaccagtgga gcgcaagatc gatgttgacg agctccttga tggcgttcgc 
300 

tctggcgagt tcccggaagt cttcgcctgt ggtaccgccg cggttgtcac accgatcggc 
360 

tctttcctag atggagatac cgacgtgaag gtctctgagc ccaccggaaa gaccacgatg 
420 

gagatccgtc gccgtctgct ggatatccag ttcggacgcg ctgaggacac ccatggctgg 
480 

ttgaagcgag tctgctgacg gcgtcgacga ccattggggc cggccccaat gatgtgttca 
540 

cgatcgggct acgacggtgt cgatgacaat gtcttgcggc tggaaggttt gcccgacggt 
600 

gaacgcgc 
608 

<210> 2486 
<211> 165 
<212> PRT 

<213> Homo sapiens 



<400> 2486 



Thr Gly Glu 


Ala 


Lys 


Cys Gly Gly Asn 


Tyr 


Ala 


Ala 


Ser Leu Arg Ser 


1 






5 




10 






15 


Gin He 


Asp 


Ala 


Lys 


Thr Arg Asp Cys 


Asn 


Glu 


Val 


Leu Phe Val Asp 






20 




25 








30 


Ala Val 


Glu 


His 


Arg 


Trp He Glu Glu 


Leu 


Gly Gly Met Asn Phe Met 




35 






40 








45 


Ala He 


Ser 


Lys 


Asp 


Gly Gin Leu Val 


Thr 


Pro 


Glu 


Leu Ala Gly Thr 


50 








55 






60 




He Leu 


Arg 


Gly 


val 


Thr Arg Lys Ser 


He 


Leu 


Glu 


Val Ala Pro Asp 


65 








70 




75 




80 


Leu Gly 


Leu 


Glu 


Pro 


Val Glu Arg Lys 


He 


Asp 


Val 


Asp Glu Leu Leu 








85 




90 






95 
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Asp Gly Val 


Arg 
100 


Ser 


Gly Glu Phe 


Pro 
105 


Glu 


Val Phe Ala 


Cys Gly Thr 
110 


Ala Ala Val 


Val 


Thr 


Pro lie Gly 


Ser 


Phe 


Leu Asp Gly Asp Thr Asp 


115 






120 






125 




Val Lys val 


Ser 


Glu 


Pro Thr Gly 


Lys 


Thr 


Thr Met Glu 


He Arg Arg 


130 






135 






140 




Arg Leu Leu 


Asp 


He 


Gin Phe Gly Arg Ala Glu Asp Thr 


His Gly Trp 


145 






150 






155 


160 


Leu Lys Arg 


val 


Cys 
165 













<210> 2487 
<211> 339 
<212> DNA 

<213> Homo sapiens 



<400> 2487 

nncccctcag gagagcagcc catggaaggt cccccccaag gggcccctga gagccctgac 
60 

agtctgcaaa gaaaccagaa agagctccag ggcctcctga cccaggtgca agccctggag 
120 

aaggaggccg caagcagtgt ggacgtgcag gccctgcgga ggctctttga ggccgtgccc 
180 

cagctgggag gggctgctcc tcaggctcct gctgcccacc aaaagcccga ggcctcagtg 
240 

gagcaggcct ttggggagct gacacgggtc agcacggaag ttgctcaact gaaggaacag 
300 

accttggtaa ggctgctgga cattgaagag gctgtgcac 
339 



<210> 2488 
<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 2488 

Xaa Pro Ser Gly Glu Gin Pro Met Glu Gly Pro Pro Gin Gly Ala Pro 

15 10 15 

Glu Ser Pro Asp Ser Leu Gin Arg Asn Gin Lys Glu Leu Gin Gly Leu 

20 25 30 

Leu Thr Gin Val Gin' Ala Leu Glu Lys Glu Ala Ala Ser Ser Val Asp 

35 40 45 

Val Gin Ala Leu Arg Arg Leu Phe Glu Ala Val Pro Gin Leu Gly Gly 

50 55 60 

Ala Ala Pro Gin Ala Pro Ala Ala His Gin Lys Pro Glu Ala Ser Val 
65 70 75 80 

Glu Gin Ala Phe Gly Glu Leu Thr Arg Val Ser Thr Glu Val Ala Gin 

85 90 95 

Leu Lys Glu Gin Thr Leu Val Arg Leu Leu Asp He Glu Glu Ala Val 
100 105 110 

His 



<210> 2489 
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<211> 594 
<212> ONA 
<213> Homo sapiens 

<400> 2489 

nacgcgttct tcggactggc gacgacgctg atttctatcc cgacgggggt gaagctattt 
60 

aactggctgg tcaccatcta tcacggccgg gtgcgtatca ccagccaggt tctttggacc 
120 

ctgggcttca tggtgacctt cgcgatcgga ggcatgaccg gcgtactgct ggccatcccg 
180 

ggtgctgact tcgtactgca caacagcctg ttcggaattg ctcacttcca caacgtgatc 
240 

atcggcggcg cagtattcgg ctacatcgca ggtttcagct tctacttccc gaaagcgttc 
300 

ggcttcaagc tgcacgaaag ctggggcaag gctgcattct ggttctggat ctcgggcttc 
360 

ttcgtcgcgt tcatgccgct ctatgcactg ggtttcatgg gcatgacccg ttgtttgaac 
420 

gcccccccca cccctgagtg ggtcccgtac ctgtacgttg ccatggtcgg tgcactgatg 
480 

atcgctgtcg gtatcgcctg ccagttgatt cagctgtatg tcagcgtgcg tgatcgcaag 
540 

cagaacatgt gcgaatccgg cgacccatgg aatgcacaca ccctggaatg gtcg 
594 

<210> 2490 
<211> 198 
<212> PRT 

<213> Homo sapiens 



<400> 2490 



Xaa Ala 


Phe 


Phe 


Gly 


Leu 


Ala 


Thr 


Met 


Leu 


He 


Ser 


He 


Pro 


Thr 


Gly 


1 






5 










10 










15 




Val Lys 


Leu 


Phe 
20 


Asn 


Trp 


Leu 


Val 


Thr 
25 


He 


Tyr 


His 


Gly 


Arg 
30 


Val 


Arg 


He Thr 


Ser 
35 


Gin 


Val 


Leu 


Trp 


Thr 
40 


Leu 


Gly 


Phe 


Met 


Val 

45 


Thr 


Phe 


Ala 


He Gly 


Gly 


Met 


Thr 


Gly 


Val 


Leu 


Leu 


Ala 


He 


Pro 


Gly 


Ala 


Asp 


Phe 


50 










55 










60 










Val Leu 


His 


Asn 


Ser 


Leu 


Phe 


Gly 


He 


Ala 


His 


Phe 


His 


Asn 


Val 


He 


65 








70 










75 










80 


He Gly 


Gly 


Ala 


Val 
85 


Phe 


Gly 


Tyr 


He 


Ala 
90 


Gly 


Phe 


Ser 


Phe 


Tyr 
95 


Phe 


Pro Lys 


Ala 


Phe 
100 


Gly 


Phe 


Lys 


Leu 


His 
105 


Glu 


Ser 


Trp 


Gly 


Lys 
110 


Ala 


Ala 


Phe Trp 


Phe 
115 


Trp 


He 


Ser 


Gly 


Phe 
120 


Phe 


val 


Ala 


Phe 


Met 
125 


Pro 


Leu 


Tyr 


Ala Leu 


Gly 


Phe 


Met 


Gly 


Met 


Thr 


Arg 


Cys 


Leu 


Asn 


Ala 


Pro 


Pro 


Thr 


130 










135 










140 










Pro Glu 


Trp 


Val 


Pro 


Tyr 


Leu 


Tyr 


Val 


Ala 


Met 


Val 


Gly 


Ala 


Leu 


Met 


145 








150 










155 










160 


He Ala 


Val 


Gly 


He 
165 


Ala 


Cys 


Gin 


Leu 


He 
170 


Gin 


Leu 


Tyr 


val 


Ser 
175 


Val 
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Arg Asp Arg Lys Gin Asn Met Cys Glu Ser Gly Asp Pro Trp Asn Ala 

180 18S 190 

His Thr Leu Glu Trp Ser 
195 

<210> 2491 
<211> 592 
<212> DNA 

<213> Homo sapiens 
<400> 2491 

acgcgtcacg caactgtcaa acttgccaat ccgcttgacg atactcgccc ctacctacgc 
60 

actacgttgt tgcctggtct attccatgca gtaacgacga atatgtcgcg atctcaggat 
120 

gatcttgcag tgttcgaaag cggaactgta ttccgcgccg tcactccggc tgcggcaccg 
180 

cgtcccggtg tcgacgagcg cccctccgat gaagtccttg ccgagatcga cgccgccttg 
240 

ccagcccagc cgcgcatgct cgcggccgtg atctgtggca gctggctgcc cgatcgctgg 
300 

gatggagagt cggtcaaggc tgactggcga cacgctgtgc tggtcgccca gaaggctgct 
360 

gatgctcttg gcgtgaggct ggtgcgcaag gctgaccgtc aggctccatg gcatcccggt 
420 

cgttgtgcgg ctctcatcgt cgatgggaag gtcattggcc atgctggtga gttgcacccc 
480 

acagtagtgt cgaaggctgg tctgcctcag cgcacctgtg cggtcgagtt caatctagat 
540 

gctttggtag cctgcgctcc gagcggtggt gaggtcatgg ttatttcaag gt 
592 

<210> 2492 

<211> 197 

<212> PRT 

<213> Homo sapiens 



<400> 2492 



Thr 


Arg 


His 


Ala 


Thr 


val 


Lys 


Leu 


Ala 


Asn 


Pro 


Leu 


Asp 


Asp 


Thr 


Arg 


1 








5 










10 










15 




Pro 


Tyr 


Leu 


Arg 
20 


Thr 


Thr 


Leu 


Leu 


Pro 
25 


Gly 


Leu 


Phe 


His 


Ala 
30 


Val 


Thr 


Thr 


Asn 


Met 
35 


Ser 


Arg 


Ser 


Gin 


Asp 
40 


Asp 


Leu 


Ala 


Val 


Phe 
45 


Glu 


Ser 


Gly 


Thr 


Val 
50 


Phe 


Arg 


Ala 


Val 


Thr 
55 


Pro 


Ala 


Ala 


Ala 


Pro 
60 


Arg 


Pro 


Gly 


Val 


Asp 


Glu 


Arg 


Pro 


Ser 


Asp 


Glu 


Val 


Leu 


Ala 


Glu 


He 


Asp 


Ala 


Ala 


Leu 


65 










70 










75 










80 


Pro 


Ala 


Gin 


Pro 


Arg 
85 


Met 


Leu 


Ala 


Ala 


Val 
90 


He 


Cys 


Gly 


Ser 


Trp 
95 


Leu 


Pro 


Asp 


Arg 


Trp 
100 


Asp 


Gly 


Glu 


Ser 


val 
105 


Lys 


Ala 


Asp 


Trp 


Arg 
110 


His 


Ala 


Val 


Leu 


Val 
115 


Ala 


Gin 


Lys 


Ala 


Ala 
120 


Asp 


Ala 


Leu 


Gly 


Val 
125 


Arg 


Leu 


val 
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Arg Lys Ala Asp Arg Gin Ala Pro Trp His Pro Gly Arg Cys Ala Ala 

130 135 140 

Leu He Val Asp Gly Lys Val He Gly His Ala Gly Glu Leu His Pro 
145 150 155 160 

Thr Val Val Ser Lys Ala Gly Leu Pro Gin Arg Thr Cys Ala Val Glu 

165 170 175 

Phe Asn Leu Asp Ala Leu Val Ala Cys Ala Pro Ser Gly Gly Glu Val 

180 185 190 

Met Val lie Ser Arg 
195 

<210> 2493 

<211> 418 

<212> DNA 

<213> Homo sapiens 

<400> 2493 

acgcgtcagg ttgccggtga tcgtgccacc gtcacctcca tggtgccttc aggagcagac 
60 

ccccacacct atgagccgtc gctgcgtgac gttcggaccg tcgtgtattc gagagtcgcg 
120 

ctatcgaact acctcatgct cgaacctcat tcggtcatca agaccatcga ctcttcccta 
180 

cctacgggat ctatcaatgt ctccctggct gaggaagccc aaaagtacgg cgcacaagtg 
240 

atcccgctgg ttgaaaatgc caacctagac accgtgtggc tggggttgcg cgtcattggc 
300 

aagggcgcca ggcggggagc cgaccgctct tcctcggtct acctccagct gacgtcggtg 
360 

gaggggcctg gggacttcac tgcctatatc actgggacct ttggtcgacc tcagatct 
418 

<210> 2494 

<211> 139 

<212> PRT 

<213> Homo sapiens 



<400> 2494 



Thr 


Arg 


Gin 


Val 


Ala 


Gly 


Asp 


Arg 


Ala 


Thr 


Val 


Thr 


Ser 


Met 


Val 


Pro 


1 








5 










10 










15 




Ser 


Gly 


Ala 


Asp 


Pro 


His 


Thr 


Tyr 


Glu 


Pro 


Ser 


Leu 


Arg 


Asp 


Val 


Arg 








20 










25 










30 






Thr 


Val 


Val 


Tyr 


Ser 


Arg 


Val 


Ala 


Leu 


Ser 


Asn 


Tyr 


Leu 


Met 


Leu 


Glu 






35 










40 










45 








Pro 


His 


Ser 


Val 


He 


Lys 


Thr 


He 


Asp 


Ser 


Ser 


Leu 


Pro 


Thr 


Gly 


Ser 




50 










55 










60 










He 


Asn 


Val 


Ser 


Leu 


Ala 


Glu 


Glu 


Ala 


Gin 


Lys 


Tyr 


Gly 


Ala 


Gin 


Val 


65 










70 










75 










80 


He 


Pro 


Leu 


Val 


Glu 


Asn 


Ala 


Asn 


Leu 


Asp 


Thr 


Val 


Trp 


Leu 


Gly 


Leu 










85 










90 










95 




Arg Val 


He 


Gly 


Lys 


Gly 


Ala 


Arg 


Arg 


Gly 


Ala 


Asp 


Arg 


Ser 


Ser 


Ser 








100 










105 










110 






Val 


Tyr 


Leu 


Gin 


Leu 


Thr 


Ser 


Val 


Glu 


Gly 


Pro Gly 


Asp 


Phe 


Thr 


Ala 






115 










120 










125 









1791 



WO 00/58473 



PCT/US00/08621 



Tyr lie Thr Gly Thr PI 
130 

<210> 2495 

<211> 1478 

<212> DNA 

<213> Homo sapiens 

<400> 2495 

nnggcctggc ccagttgcac 
60 

agtcctcccg ccaggtcccg 
120 

cggccagtgc ctactgccct 
ISO 

cacctgcagc cccgcgctct 
240 

gacgtcaaca ccctgacccg 
300 

gagttgaccc agctgctcaa 
360 

cgcaaggcgg gcatcgcgca 
420 

caagttaaga agctggacgt 
480 

tttgccacgt gtgttctcgt 
540 

aaaaggggta aatatgtggt 
600 

cttgtgtccg ttggaaccat 
660 

gagaaggatg ctctgcaacc 
720 

agtgccacca tgctggtcct 
780 

gccatcgggg agttcatttt 
840 

tacagcctta acgagggcta 
900 

aggaagaagt tccccccaga 
960 

gtggctgatg ttcatcgcac 
1020 

aagagcccca atggaaagct 
1080 

gagaaggctg ggggaatggc 
1140 

gacattcacc agagggcgcc 
1200 

aaggtgtatg agaagcactc 
1260 

cctctacccg gaccttttgt 
1320 



Gly Arg Pro Gin lie 
135 



cacgagcgct gcggacactc 
cggcccgcac ctgccgcccg 
ctcttgccgc ccgcacctgc 
acccggttca agcatggctg 
cctcgtcatg gaggagggca 
ctcgctctgc acagcagtca 
cctctatggc attgctggtt 
cctctccaac gacctggtta 
gtcagaagaa gataaacacg 
ctgttttgat ccccttgatg 
ttttggcatc tatagaaaga 
aggccggaac ctggtggcag 
tgccatggac tgtggggtca 
ggtggacaag gatgtgaaga 
cgccaaggac tttgaccctg 
taattcagct ccttatgggg 
tctggtctac ggagggatat 
gagactgctg tacgaatgca 
caccactggg aaggaggccg 
ggtgatcttg gggtcccccg 
tgcccagtga gcacctgccc 
ctcacacagc agtaccctga 



ggggcggcag tcggtctgtc 
cacctgcagc tccgcacctg 
agccccgcac ctgccgcttg 
accaggcgcc cttcgacacg 
ggaaggcccg cggcacgggc 
aagccatctc ttcggcggtg 
ctaccaacgt gacaggtgat 
tgaacatgtt aaagtcatcc 
ccatcatagc ggaaccggag 
gatcttccaa catcgattgc 
aatcaactga tgagcctcct 
ccggctacgc actgtatggc 
actgcttcat gctggacccg 
taaaaaagaa aggtaaaatc 
ccgtcactga gtacatccag 
cccggtatgt gggctccatg 
ctctgtaccc cgctaacaag 
accccatggc ctacgtcatg 
tgttagacgt cattcccaca 
acgacgtgct cgagttcctg 
tgcctgcatc cggagaattg 
cctgctgtgc accttacatt 
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cctagagagc agaaataaaa agcatgacta tttccaccat caaatgctgt agaatgcttg 
1380 

gcactcccta accaaatgct gtctccataa tgccactggt gttaagatat attttgagtg 
1440 

gatggaggag aaataaactt attcctcctt aaaaaaaa 
1478 

<210> 2496 

<211> 338 

<212> PRT 

<213> Homo sapiens 



<400> 2496 



Met 


Ala 


Asp 


Gin 


Ala 


Pro 


Phe 


Asp 


Thr 


Asp 


Val 


Asn 


Thr 


Leu 


Thr 


Arg 


1 








5 










10 










15 




Phe 


Val 


Met 


Glu 


Glu 


Gly 


Arg 


Lys 


Ala 


Arg 


Gly 


Thr 


Gly 


Glu 


Leu 


Thr 








20 










25 










30 






Gin 


Leu 


Leu 


Asn 


Ser 


Leu 


Cys 


Thr 


Ala 


Val 


Lys 


Ala 


He 


Ser 


Ser 


Ala 






35 










40 










45 








val 


Arg 


Lys 


Ala 


Gly 


He 


Ala 


His 


Leu 


Tyr 


Gly 


He 


Ala 


Gly 


Ser 


Thr 




50 










55 










60 










Asn 


Val 


Thr 


Gly 


Asp 


Gin 


Val 


Lys 


Lys 


Leu 


Asp 


val 


Leu 


Ser 


Asn 


Asp 


65 










70 










75 










80 


Leu 


Val 


Met 


Asn 


Met 


Leu 


Lys 


Ser 


Ser 


Phe 


Ala 


Thr 


Cys 


val 


Leu 


Val 










85 










90 










95 




Ser 


Glu 


Glu 


Asp 


Lys 


His 


Ala 


He 


He 


Val 


Glu 


Pro 


Glu 


Lys 


Arg 


Gly 








100 










105 










110 






Lys 


Tyr 


Val 


Val 


Cys 


Phe 


Asp 


Pro 


Leu 


Asp 


Gly 


Ser 


Ser 


Asn 


He 


Asp 






115 










120 










125 








Cys 


Leu 


Val 


Ser 


Val 


Gly 


Thr 


He 


Phe 


Gly 


He 


Tyr 


Arg 


Lys 


Lys 


Ser 




130 










135 










140 










Thr 


Asp 


Glu 


Pro 


Ser 


Glu 


Lys 


Asp 


Ala 


Leu 


Gin 


Pro 


Gly 


Arg 


Asn 


Leu 


145 










150 










155 










160 


Val 


Ala 


Ala 


Gly 


Tyr 


Ala 


Leu 


Tyr 


Gly 


Ser 


Ala 


Thr 


Met 


Leu 


Val 


Leu 










165 










170 










175 




Ala 


Met 


Asp 


Cys 


Gly 


Val 


Asn 


Cys 


Phe 


Met 


Leu 


Asp 


Pro 


Ala 


He 


Gly 








180 










185 










190 






Glu 


Phe 


He 


Leu 


Val 


Asp 


Lys 


Asp 


Val 


Lys 


He 


Lys 


Lys 


Lys 


Gly 


Lys 






195 










200 










205 








He 


Tyr 


Ser 


Leu 


Asn 


Glu 


Gly 


Tyr 


Ala 


Lys 


Asp 


Phe 


Asp 


Pro 


Ala 


Val 




210 










215 










220 










Thr 


Glu 


Tyr 


He 


Gin 


Arg 


Lys 


Lys 


Phe 


Pro 


Pro 


Asp 


Asn 


Ser 


Ala 


Pro 


225 










230 










235 










240 


Tyr 


Gly 


Ala 


Arg 


Tyr 


Val 


Gly 


Ser 


Met 


Val 


Ala 


Asp 


Val 


His 


Arg 


Thr 










245 










250 










255 




Leu 


Val 


Tyr 


Gly 


Gly 


He 


Phe 


Leu 


Tyr 


Pro 


Ala 


Asn 


Lys 


Lys 


Ser 


Pro 








260 










265 










270 






Asn 


Gly 


Lys 


Leu 


Arg 


Leu 


Leu 


Tyr 


Glu 


Cys 


Asn 


Pro 


Met 


Ala 


Tyr 


Val 






275 










280 










285 








Met 


Glu 


Lys 


Ala 


Gly 


Gly 


Met 


Ala 


Thr 


Thr 


Gly 


Lys 


Glu 


Ala 


Val 


Leu 


295 










300 






















Asp 


Val 


He 


Pro 


Thr 


Asp 


He 


His 


Gin 


Arg 


Ala 


Pro 


Val 


He 


Leu 


Gly 


305 










310 










315 










320 


Ser 


Pro 


Asp 


Asp 


Val 


Leu 


Glu 


Phe 


Leu 


Lys 


Val 


Tyr 


Glu 


Lys 


His 


Ser 



l 

1793 



WO 00/58473 



PCTAJSOO/08621 



325 



Ala Gin 



330 



335 



<210> 2497 
<211>- 399 
<212> DNA 

<213> Homo sapiens 
<400> 2497 

acgcgtgtct tggccggtga aacccttccc gcagcaggtt cagtacgtcg caccggcgag 
60 

cttggctacc tgccacagga tccccgcgac ccagacatgg aaatgatcgc gagggcaagg 
120 

atcctgtcag cgcgtggcct ggaccacata ctggaacgga tgcgcaccct ggagtatcag 
180 

atggcgaacg gttccgagga cgaccgtgcc gttgcgatgg acaaatacgc gaaggctgaa 
240 

gaccgtctcg tcgcggccgg tggctacggc gcctctgcag aggcagcccg aatcgcgtcg 
300 

aacctggggc ttgacgaccg cgtcctttcc cagccgttga aaaacctctc gggtggtcag 
360 

cgtcgtcgcg tcgagctggc gcgcatcctc ttttccgga 
399 

<210> 2498 
<211> 133 
<212> PRT 

<213> Homo sapiens 
<400> 2498 



Thr Arg Val Leu 


Ala Gly Glu 


Thr Leu 


Pro 


Ala 


Ala 


Gly 


Ser 


Val 


Arg 


1 


5 




10 










15 




Arg Thr Gly Glu 


Leu Gly Tyr 


Leu Pro 


Gin 


Asp 


Pro 


Arg 


Asp 


Pro 


Asp 


20 




25 










30 






Met Glu Met lie 


Ala Arg Ala 


Arg He 


Leu 


Ser 


Ala 


Arg 


Gly 


Leu 


Asp 


35 




40 








45 








His He Leu Glu 


Arg Met Arg 


Thr Leu 


Glu 


Tyr 


Gin 


Met 


Ala 


Asn 


Gly 


50 


55 








60 










Ser Glu Asp Asp 


Arg Ala Val 


Ala Met 


Asp 


Lys 


Tyr 


Ala 


Lys 


Ala 


Glu 


65 


70 






75 










80 


Asp Arg Leu Val 


Ala Ala Gly 


Gly Tyr 


Gly Ala 


Ser 


Ala 


Glu 


Ala 


Ala 




85 




90 










95 




Arg He Ala Ser 


Asn Leu Gly 


Leu Asp 


Asp 


Arg 


Val 


Leu 


Ser 


Gin 


Pro 


100 




105 










110 






Leu Lys Asn Leu 


Ser Gly Gly 


Gin Arg 


Arg 


Arg 


Val 


Glu 


Leu 


Ala 


Arg 


115 




120 








125 









He Leu Phe Ser Gly 
130 

<210> 2499 

<211> 348 

<212> DNA 

<213> Homo sapiens 
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<400> 2499 

nggccgggcg aagacccgtt ctatatggcc taccacgaca ccgagtgggg cgtgccggaa 
60 

tatgacgacc gcgcattgta cgagaagccc attctcgacg gattccaggc cggcctgtcg 
120 

tggatcacca tcctgcgcaa gcgcgacaac tttcgcaaag ccttcgacga tctccagccc 
180 

gagaagatag cgcgttacaa tgagaagaag gttcacgcgc tgatgaacga tgccggcatc 
240 

gtgcgcaacc gcgccaagat cgaaggcacg atcgccagcg cgaaggcgta tctcgacatc 
3 00 

atggaaaaag gcccgggctt ctccaggctg ctgtgggact tcgtcgac 
346 

<210> 2500 
<211> 116 
<212> PRT 

<213> Homo sapiens 
<400> 2500 



Xaa Pro 


Gly 


Glu 


Asp Pro Phe Tyr Met 


Ala 


Tyr His 


Asp 


Thr 


Glu 


Trp 


1 






5 


10 










15 




Gly Val 


Pro 


Glu 


Tyr Asp Asp Arg Ala 


Leu 


Tyr 


Glu 


Lys 


Leu 


He 


Leu 






20 


25 










30 






Asp Gly 


Phe 


Gin 


Ala Gly Leu Ser Trp 


He 


Thr 


He 


Leu 


Arg 


Lys 


Arg 




35 




40 








45 








Asp Asn 


Phe 


Arg 


Lys Ala Phe Asp Asp 


Phe 


Gin 


Pro 


Glu 


Lys 


He 


Ala 


50 






55 






60 










Arg Tyr 


Asn 


Glu 


Lys Lys Val His Ala 


Leu 


Met 


Asn 


Asp 


Ala 


Gly 


He 


65 






70 




75 










80 


Val Arg 


Asn 


Arg 


Ala Lys lie Glu Gly 


Thr 


He 


Ala 


Ser 


Ala 


Lys 


Ala 








85 


90 










95 




Tyr Leu 


Asp 


He 


Met Glu Lys Gly Pro 


Gly 


Phe 


Ser 


Arg 


Leu 


Leu 


Trp 






100 


105 










110 






Asp Phe 


Val 


Asp 




















115 





















<210> 2501 
<211> 569 
<212> DNA 

<213> Homo sapiens 
<400> 2501 

gaattcgatt catttgtggc aaatgcttac aatttgatga ttgtaaccca tcaaatcaca 
60 

taatgcccat taagccactc catacacttc tttaaatagg aaaatatatg taaagtacgt 
120 

acttagcaca gggcctgacc tatagtaatg gtcaagaatg atagcggggg tgaggtatgg 
180 

ctttcaagag tcaaacaatt ttactggtgc atcatttcca tttattcttt ctcttttgca 
240 

taataaaacc actcttaaga ttctaccttg gttagttaga gacaacagtt ctctggaaag 
300 . 
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tagattctat agcttcaact 
360 

taagggtata aaatatgcca 
420 

tatattgcta agtttccact 
480 

acactaagtt tatatactgt 
540 

gatgtgaaat gctgaatcat. 
569 



ccctgaagag atgtgtgcta 
agaactgtca acatcacaga 
taatttttaa gggacactag 
atxtaacagt gtaattttca 
taatcacag 



atttacatca aaaaaatcct 
ttaccactgg tagcttctgg 
agaactagta tgactcacct 
aatatgacag gaataaccca 



<210> 2502 
<211> 100 
<212> PRT 

<213> Homo sapiens 



<4O0> 2502 

Met lie Ala Gly Val Arg Tyr Gly Phe Gin Glu Ser Asn Asn Phe Thr 

15 10 15 

Gly Ala Ser Phe Pro Phe He Leu Ser Leu Leu His Asn Lys Thr Thr 

20 25 30 

Leu Lys He Leu Pro Trp Leu Val Arg Asp Asn Ser Ser Leu Glu Ser 

35 40 45 

Arg Phe Tyr Ser Phe Asn Ser Leu Lys Arg Cys Val Leu He Tyr He 

50 55 60 

Lys Lys He Leu Lys Gly He Lys Tyr Ala Lys Asn Cys Gin His His 
65 70 75 80 

Arg Leu Pro Leu Val Ala Ser Gly He Leu Leu Ser Phe His Leu He 
85 90 95 

Phe Lys Gly His 
100 



<210> 2503 

<211> 419 

<212> DNA 

<213> Homo sapiens 



<400> 2503 

gccacgccag ccatctaccc 
60 

aaggccttgc tacctcagca 
120 

accaatgggg agcgctttct 
180 

tcgtccttgg catcacccat 
240 

ctcgtccatt gcgcagacaa 
300 

gttgattccc acgcctatcc 
360 

aaggcggtca ccagtggcct 
419 



tttcctcgac tcgccaaata 
gtcctacagc ttggcccagc 
ctacctgccg ccacctcact 
gaggctctcg acaccttcgg 
aagcctcccg tggaagatgg 
tcacatccag aacagtaagc 
gccgggggac acagctctcc 



agtattcact gaacatgtac 
cgctgtatcc tccagtctgc 
acgtcggtcc ccacatccca 
cctccccagc catcccgcct 
gcgtcagccc tgggaatcct 
agcccagggt tccctctgcc 
tgttgccccc ctcacgcgt 



<210> 2504 
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<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 2S04 

Met Tyr Lys Ala Leu Leu Pro Gin Gin Ser Tyr Ser Leu Ala Gin Pro 

IS 10 15 

Leu Tyr Ser Pro Val Cys Thr Asn Gly Glu Arg Phe Leu Tyr Leu Pro 

20 25 30 

Pro Pro His Tyr Val Gly Pro His lie Pro Ser Ser Leu Ala Ser Pro 

35 40 45 

Met Arg Leu Ser Thr Pro Ser Ala Ser Pro Ala lie Pro Pro Leu Val 

50 55 60 

His Cys Ala Asp Lys Ser Leu Pro Trp Lys Met Gly Val Ser Pro Gly 
65 70 75 80 

Asn Pro Val Asp Ser His Ala Tyr Pro His lie Gin Asn Ser Lys Gin 

85 90 95 

Pro Arg Val Pro Ser Ala Lys Ala Val Thr Ser Gly Leu Pro Gly Asp 

100 105 110 

Thr Ala Leu Leu Leu Pro Pro Ser Arg 
115 120 

<210> 2505 

<211> 540 

<212> DNA 

<213> Homo sapiens 

<400> 2505 

tccggagcca atccgactca ggccctcgtc tggagccagg tgctgttgag catggggttg 
60 

ccgctcgtgt tggtgccgtt ggctcggttc accggcgatc ggcgtctgat gggccaatgg 
120 

acgaatgggc gtgtcatggc cgccatcgcg tggatcgtcg tggcagcagt ctcggctctc 
180 

aacgtggttc tcgtcgtcga gacggtcatg ggtgcatgat ccttgagggc agttttctgg 
240 

cgacaatcgt gaaaatgagt gacaaactca agcgggtgac gacgccgaac cccgcaccga 
300 

cctctgccca cgagctagcc aacgatttgg ccactgcatt tcgcgggtac cctgctggag 
360 

tggcgatcct cacgacgatg ggagcggctg ggcccgaggg cttgacggtc tcctccctgg 
420 

cgtcggtgtc agtcgtcccg gctgttgtgt cggtgtcgtt gggtaatggt tcgacgaccc 
480 

tggccaccct gacggaggag tcccgcgtca tcgtccacat gcttgatgca gatcgcgcgc 
S40 

<210> 2S06 
<211> 72 
<212> PRT 

<213> Homo sapiens 
<400> 2506 

Ser Gly Ala Asn Pro Thr Gin Ala Leu Val Trp Ser Gin Val Leu Leu 
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! 5 10 15 

Ser Mec Gly Leu Pro Leu Val Leu Val Pro Leu Ala Arg Phe Thr Gly 

20 25 30 

Asp Arg Arg Leu Met Gly Gin Trp Thr Asn Gly Arg Val Met Ala Ala 

35 40 45 

He Ala Trp He Val Val Ala Ala Val Ser Ala Leu Asn Val Val Leu 

50 55 60 

Val Val Glu Thr Val Met Gly Ala 
65 70 

<210> 2507 

<211> 922 

<212> DNA 

<213> Homo sapiens 

<400> 2507 

nacgcgtgaa gggcagagga gagagaccag tgaaggggga ggaggcggcc aaaaggagac 

agcttcatgc ccccaggaca taaatagccc ggctgctgca ggtacctgaa ggagttcagg 
120 

acggagcagt gccccctgtt ttcacagcac aagtgcgcgc agcaccggcc gttcacctgc 
180 

ttccactggc acttcctcaa ccagcggcgc cgcaggcccc tccgcaggcg cgacggcacc 
240 

ttcaactaca gccccgacgt gtactgctcc aagtacaacg aagccaccgg cgtgtgcccc 
300 

gacggcgacg agtgtcccta cctgcaccgg acgacggggg acacagaacg caagtaccac 
360 

ctgcgttact acaaaacagg aacctgcatc cacgagacag acgcacgtgg ccactgcgtg 
420 

aagaatgggc tgcactgtgc cttcgcgcac gggccccatg acctccgctc ccctgtctac 
480 

gacatcaggg agcttcaggc catggaggcc ttgcagaatg gccagaccac ggtagagggg 

agcatagagg gccagtcggc tggggctgcg agccatgcca tgatagaaaa gatcctcagc 
600 

gaggagcctc ggtggcaaga gactgcttat gtgctgggga actataagac ggagccttgc 

lagaagcccc cgcggctgtg ccgccaaggc tatgcctgtc cctactacca caacagcaag 
720 

gaccggcggc ggagcccccg gaagcacaaa tacaggtcgt ctccatgtcc aaacgtcaag 
780 

cacggggatg agtggggaga ccctggcaag tgtgagaacg gagacgcctg ccagtactgc 
640 

cacacccgca ccgagcagca gttccacccc gagatctaca agtccaccaa gtgcaacgga 
900 

aggggggggg gggtgaggga gg 

922 

<210> 2508 

<211> 278 

<212> PRT 

<213> Homo sapiens 
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<400> 2S08 



Pro Gly 


Cys 


Cys 


Arg 


Tyr 


Leu 


Lys 


Glu 


Phe 


Arg 


Thr 


Glu 


Gin 


Cys 


Pro 


1 






S 










10 










15 




Leu Phe 


Ser 


Gin 


His 


Lys 


Cys 


Ala 


Gin 


His 


Arg 


Pro 


Phe 


Thr 


Cys 


Phe 






20 










25 










30 






His Trp 


His 


Phe 


Leu 


Asn 


Gin 


Arg 


Arg 


Arg 


Arg 


Pro 


Leu 


Arg 


Arg 


Arg 




35 










40 










45 








Asp Gly 


Thr 


Phe 


Asn 


Tyr 


Ser 


Pro 


Asp 


Val 


Tyr 


Cys 


Ser 


Lys 


Tyr 


Asn 


50 










55 










60 










Glu Ala 


Thr 


Gly 


Val 


Cys 


Pro 


Asp 


Gly 


Asp 


Glu 


Cys 


Pro 


Tyr 


Leu 


His 


65 








70 










75 










80 


Arg Thr 


Thr 


Gly 


Asp 


Thr 


Glu 


Arg 


Lys 


Tyr 


His 


Leu 


Arg 


Tyr 


Tyr 


Lys 








85 










90 










95 




Thr Gly 


Thr 


Cys 


lie 


His 


Glu 


Thr 


Asp 


Ala 


Arg 


Gly 


His 


Cys 


Val 


Lys 






100 










105 










110 






Asn Gly 


Leu 


His 


Cys 


Ala 


Phe 


Ala 


His 


Gly 


Pro 


His 


Asp 


Leu 


Arg 


Ser 




115 










120 










125 








Pro Val 


Tyr 


Asp 


lie 


Arg 


Glu 


Leu 


Gin 


Ala 


Met 


Glu 


Ala 


Leu 


Gin 


Asn 


130 










135 










14 0 










Gly Gin 


Thr 


Thr 


Val 


Glu 


Gly 


Ser 


He 


Glu 


Gly 


Gin 


Ser 


Ala 


Gly 


Ala 


145 








150 










15S 










160 


Ala Ser 


His 


Ala 


Met 


lie 


Glu 


Lys 


He 


Leu 


Ser 


Glu 


Glu 


Pro 


Arg 


Trp 








165 










170 










175 




Gin Glu 


Thr 


Ala 


Tyr 


Val 


Leu 


Gly 


Asn 


Tyr 


Lys 


Thr 


Glu 


Pro 


Cys 


Lys 






180 










185 










190 






Lys Pro 


Pro 


Arg 


Leu 


Cys 


Arg 


Gin 


Gly 


Tyr 


Ala 


Cys 


Pro 


Tyr 


Tyr 


His 




195 










200 










205 








Asn Ser 


Lys 


Asp 


Arg 


Arg 


Arg 


Ser 


Pro 


Arg 


Lys 


His 


Lys 


Tyr 


Arg 


Ser 


210 










215 










220 










Ser Pro 


Cys 


Pro 


Asn 


Val 


Lys 


His 


Gly 


Asp 


Glu 


Trp 


Gly 


Asp 


Pro 


Gly 


225 








230 










235 










240 


Lys Cys 


Glu 


Asn 


Gly 


Asp 


Ala 


Cys 


Gin 


Tyr 


Cys 


His 


Thr 


Arg 


Thr 


Glu 








245 










250 










255 




Gin Gin 


Phe 


His 


Pro 


Glu 


He 


Tyr 


Lys 


Ser 


Thr 


Lys 


Cys 


Asn 


Gly 


Arg 






260 










265 










270 






Gly Gly 


Gly 


val 


Arg 


Glu 























275 



<210> 2509 
<211> 348 
<212> DNA 

<213> Homo sapiens 
<400> 2509 

gccggccttg acctgggccg ggcgatggct ccacggcaag gtccaatact ccgtgcgctt 
60 

gtggcgctgg acttcgtcga tgcccgcgag gttttgctgc ccgcgaccat tggactggac 
120 

gttcatgaac gggtggagcc cggcaaaacc gaaactcaac caatccttgg ggatgctgga 
180 

cggcaggttg ccgagggcaa acacgttgac cacgttcgca ccgacaccac cgaccacggc 
240 

caccgctccc agcggaatct cgtagactta gcgccagggt tggtaaggcg tgtagcggtc 
300 
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gtaacgacgg gtgacctcga actcggggct tcaaagtcct ctgctgtg 
348 

<210> 2510 

<211> 108 

<212> PRT 

<213> Homo sapiens 

Met°Ala 5 pro Arg Gin Gly Pro lie Leu Arg Ala Leu Val Ala Leu Asp 

1 5 10 " * 

Phe Val Asp Ala Arg Glu Val Leu Leu Pro Ala Thr He Gly Leu Asp 

20 25 30 

Val His Glu Arg Val Glu Pro Gly Lys Thr Glu Thr Gin Pro He Leu 

35 40 4 5 

Gly Asp Ala Gly Arg Gin Val Ala Glu Gly Lys His Val Asp His Val 

50 55 60 

Arq Thr Asp Thr Thr Asp His Gly His Arg Ser Gin Arg Asn Leu Val 
65 70 75 80 

Asp Leu Ala Pro Gly Leu Val Arg Arg Val Ala Val Val Thr Thr Gly 

85 90 95 

Asp Leu Glu Leu Gly Ala Ser Lys Ser Ser Ala Val 
100 105 

<210> 2511 

<211> 663 

<212> DNA 

<213> Homo sapiens 

<400> 2511 . . 

nnacgcgtgt gggaccatat caggggagcc cgatggttct caggtaaggg ccggggtggt 

tccctgacta ggctgctgtc gttggctccc gtcgtcaacg agcaagatct gcaagtgctc 
120 

cctgtcatcg cacacgtcgg ttatccgcag gccgccgacg agtattacca gttgctttta 

gcattacgcc caggacgcgt tgctggcctg gcggagatcg tcgtcaacgg tcaacctttt 

accgtcactg acgccactga ggatgaacta gctctcactg cttgggctcg tatcctcctc 

gagggaactc ccatcgccat ggatggatcg tggcagctgc atcgccgtcg agcggcccct 

gagccagttc ggttcgctaa gcgcttcggt ggtgagcaat cgaacacctc gatcatggtg 

ggcgacgcca tcatcatcaa aatgttccgc cgcctggagc ccggcgacaa ccttgacatc 
480 

accgtgcata gcgccctcaa cgatgccggg atctcatcgg tggccacatt gtacggcttt 

atgtccggac agatccccgc tgaggaacac atcccggtcg atctagctat gatcattgag 
600 

aggttgccac agccccggga tggctgggaa ctcatcactg ccaaggcagt cgatctcgtc 

660 

gac 

663 
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<210> 2512 
<211> 221 
<212> PRT 

<213> Homo sapiens 
<400> 2512 

Xaa Arg Val Trp Asp His lie Arg Gly Ala Arg Trp Phe Ser Gly Lys 

IS 10 15 

Gly Arg Gly Gly Ser Leu Thr Arg Leu Leu Ser Leu Ala Pro Val Val 

20 25 30 

Asn Glu Gin Asp Leu Gin Val Leu Pro Val He Ala His Val Gly Tyr 

35 40 45 

Pro Gin Ala Ala Asp Glu Tyr Tyr Gin Leu Leu Leu Ala Leu Arg Pro 

50 55 60 

Gly Arg Val Ala Gly Leu Ala Glu He Val Val Asn Gly Gin Pro Phe 
65 70 75 80 

Thr Val Thr Asp Ala Thr Glu Asp Glu Leu Ala Leu Thr Ala Trp Ala 

8S 90 95 

Arg He Leu Leu Glu Gly Thr Pro He Ala Met Asp Gly Ser Trp Gin 

100 105 110 

Leu His Arg Arg Arg Ala Ala Pro Glu Pro Val Arg Phe Ala Lys Arg 

115 120 125 

Phe Gly Gly Glu Gin Ser Asn Thr Ser He Met Val Gly Asp Ala He 

130 13S 140 

He He Lys Met Phe Arg Arg Leu Glu Pro Gly Asp Asn Leu Asp He 
145 150 155 160 

Thr Val His Ser Ala Leu Asn Asp Ala Gly He Ser Ser Val Ala Thr 

165 170 175 

Leu Tyr Gly Phe Met Ser Gly Gin He Pro Ala Glu Glu His He Pro 

180 185 190 

Val Asp Leu Ala Met He He Glu Arg Leu Pro Gin Pro Arg Asp Gly 

195 200 205 

Trp Glu Leu He Thr Ala Lys Ala Val Asp Leu Val Asp 
210 215 220 

<210> 2513 

<211> 368 

<212> DNA 

<213> Homo sapiens 



<400> 2513 

ctggctggaa tgatcacctt tacctgcaac 
60 

cagcttgacc tggccaagaa ccgcctctat 
120 

gacctgaagt tctgcatgga tggagttcag 
180 

gctgcagcac atattcatcg ctacttgtgc 
240 

cagggcaaag agggtcagca tccgaaactg 
300 

gcaggaagct gagcaacgtc tcaaagccat 
360 



ctggctgaga atgtgtccag caaagttcgt 
caggccattc agagagctga tgacatcttg 
actgctttga ggagtgaaga ttatgagcag 
ctggacaagt cggtcattga gctcagccga 
gagcatgatt gatgccaacc tgaaattgct 
tgtggcagag aagtttgcca ttgccaccaa 
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ggaaggtg 
368 



<210> 2514 

<211> 93 

<212> PRT 

<213> Homo sapiens 



<400> 2514 

Leu Ala Gly Met He Thr Phe Thr 

1 5 
Ser Lys Val Arg Gin Leu Asp Leu 
20 

He Gin Arg Ala Asp Asp He Leu 

35 40 
Val Gin Thr Ala Leu Arg Ser Glu 

50 55 
He His Arg Tyr Leu Cys Leu Asp 
65 70 
Gin Gly Lys Glu Gly Gin His Pro 
65 

<210> 2515 
<211> 351 
<212> DNA 

<213> Homo sapiens 



Cys Asn Leu Ala Glu Asn Val Ser 

10 15 
Ala Lys Asn Arg Leu Tyr Gin Ala 
25 30 
Asp Leu Lys Phe Cys Met Asp Gly 
45 

Asp Tyr Glu Gin Ala Ala Ala His 
60 

Lys Ser Val He Glu Leu Ser Arg 

75 80 
Lys Leu Glu His Asp 
90 



<400> 2515 

agatcttaag ggccccagga atttgttttg ttttcctttt taactcccca ggtaattatg 
60 

gctcatcctg gaccagaccc ttcctacccc tccaactccc caacaactgg gcaattggaa 
120 

tatcagtcca tccctaaaag ccaaccaggc tctcccgagg gaggcaggaa atccctgctc 
180 

cctccatccc ccaccgggaa tgctgcaggg ggcttgaggg aggcgacaca gtggggagct 
240 

ctgggtgcag gtgggcagac aatgggccaa cacaccccct cagccccgct ccagtatcag 
300 

cattccagac ccacccacct gggcccttgg tcaccgggag acctcacgcg t 
351 



c210> 2516 
<211> 98 
<212> PRT 

c213> Homo sapiens 
<400> 2516 

Met Ala His Pro Gly Pro Asp Pro Ser Tyr Pro Ser Asn Ser Pro Thr 

15 10 iS 

Thr Gly Gin Leu Glu Tyr Gin Ser lie Pro Lys Ser Gin Pro Gly Ser 

20 25 30 

Pro Glu Gly Gly Arg Lys Ser Leu Leu Pro Pro Ser Pro Thr Gly Asn. 

35 40 45 

Ala Ala Gly Gly Leu Arg Glu Ala Thr Gin Trp Gly Ala Leu Gly Ala 
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50 55 60 

Gly Gly Gin Thr Met Gly Gin His Thr Pro Ser Ala Pro Leu Gin Tyr 
65 70 75 80 

Gin His Ser Arg Pro Thr His Leu Gly Pro Trp Ser Pro Gly Asp Leu 
85 90 95 

Thr Arg 



<210> 2517 
<211> 356 
<212> DNA 

<213> Homo sapiens 
<400> 2517 

acgcgtggaa agacagtgac tgtgagtgtg tacgcatggg agcagaaggg gaggacaaac 
60 

ggaggtggcc agtgagtcag gaggcggggg ggggggctag ggcttcccca ggggtcagga 
120 

cctgtcacca accaaacccc atgggcctat tcagcagccc caacttggct ggtctggccg 
180 

aggccacaca ttccctgggg actgagctcc aaggtgctgg gtccctgagc aggaagcggc 
240 

cagtgttgag tgggcagtgt ctcactccag cccctccttc ccaggccagt tcttctcatc 
300 

tccctcagtc tttcccaagc aggccctcat ctacagggca gacctgactg gctagc 
356 

<210> 2518 

<211> 103 

<212> PRT 

<213> Homo sapiens 

<400> 2518 

Met Gly Ala Glu Gly Glu Asp Lys Arg Arg Trp Pro Val Ser Gin Glu 

15 10 15 

Ala Gly Gly Gly Ala Arg Ala Ser Pro Gly Val Arg Thr Cys His Gin 

20 25 30 

Pro Asn Pro Met Gly Leu Phe Ser Ser Pro Asn Leu Ala Gly Leu Ala 

35 40 45 

Glu Ala Thr His Ser Leu Gly Thr Glu Leu Gin Gly Ala Gly Ser Leu 

50 55 60 

Ser Arg Lys Arg Pro Val Leu Ser Gly Gin Cys Leu Thr Pro Ala Pro 
65 70 75 80 

Pro Ser Gin Ala Ser Ser Ser His Leu Pro Gin Ser Phe Pro Ser Arg 

85 90 95 

Pro Ser Ser Thr Gly Gin Thr 
100 

<210> 2519 
<211> 830 
c212> DNA 

<213> Homo sapiens 
<400> 2519 
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accggtcagt ctgcgcggca gcaccgcacc ccggagccgc agctcttcct cccgcttgcc 
60 

cgacagccct ggtgccaagc cctgtctgag ccccaccagg aggaagcgcg tgctggctgc 
120 

tctccatctg ctctgggact ctggcctgct gctccctccg cctgccactc cccaaccccg 
180 

tttcctcctc tgaaaactgg agctacacct gccccaacag ggcagaatta ccttaaatgg 
240 

cacaagacaa ttgcacagca gacccacctc ttctccaaag ttttcagggc ccaaacccag 
300 

acacctcctt gcaggactca tggctaccgt gggctcgcac caccagcctc cccatgcgtt 
360 

ttcctgcctc cgcttttgct caatctgctc aatgacagaa acgcgacaac agagggcact 
420 

ttctccaaac ccagctctcc ctcgaggctc ccatcctgct gctcacgctg aggccactct 
480 

accctgcccc ccgcagctca caggcagacc tggagcccag tgactacagg gttggcctcc 
540 

tcaccttgcc accactcaca atgcccagca gtgttaaaat ccggcaggat gcacccgctt 
600 

gggaagcagt ccccaaagca gaatcgtcac cacatctgaa tagtttctgc catcccactg 
660 

acaggccagc atctaaaaga gatgtgcgct gagcgtccgt tatgtggtgg cgtcgctgtg 
720 

gtttcttaac cagaacgcaa aatcctgtga ccaggattat caccggctcg tttcatacat 
780 

gagacggggg aagccaaagt aaccactcag gccacagcag aaaaacgcgt 
830 

<210> 2520 
<211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 2520 

Met Ser Pro Ala Arg Arg Cys Leu Gly 

1 5 
Glu Glu Val Gly Leu Leu Cys Asn Cys 

20 25 
Leu Pro Cys Trp Gly Arg Cys Ser Ser 

35 40 
Gly Trp Gly Val Ala Gly Arg Gly Ser 

50 55 
Arg Trp Arg Ala Ala Ser Thr Arg Phe 
65 70 
Gly Leu Ala Pro Gly Leu Ser Gly Lys 
85 

Arg Gly Ala Val Leu Pro Arg Arg Leu 
100 105 

<210> 2521 
<211> 4291 
<212> DNA 

<213> Homo sapiens 



1804 



Leu Gly Pro Glu Asn Phe Gly 
10 15 
Leu Val Pro Phe Lys Val lie 
30 

Ser Phe Gin Arg Arg Lys Arg 
45 

Ser Arg Pro Glu Ser Gin Ser 
60 

Leu Leu Val Gly Leu Arg Gin 

75 80 
Arg Glu Glu Glu Leu Arg Leu 
90 95 
Thr Gly 
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<400> 2521 

ctctctctct ttcgggcgga gtcgcccacc actgccagcc cagcgctggg gggacctgct 
60 

ccaggctgta gccgcaggac cccaccaccc cccatggctc ccctggcctt ggtgggggtc 
120 

acactcctcc tggcggctcc cccatgctcc ggggcagcca ccccaacccc ctccctgccg 
180 

cctcccccgg ccaatgacag cgacaccagc acagggggct gccaggggtc ctaccgctgc 
240 

cagccggggg tgctgctgcc cgtgtgggag cccgacgacc cgtcgctggg tgacaaggcg 
300 

gcacgggcag tggtgtactt tgtggccatg gtctacatgt ttctgggagt gtccatcatc 
360 

gccgaccgtt tcatggcggc catcgaggtc atcacgtcaa aagagaagga gatcaccatc 
420 

accaaggcca acggtgagac cagcgtgggc accgttcgca tctggaatga gacggtgtcc 
480 

aacctcacgc tcatggccct gggctcctcc gcacctgaga tcctgctgtc agtcatcgaa 
540 

gtctgcggcc acaacttcca ggcgggtgag ctgggcccag gcaccatcgt gggcagcgct 
600 

gccttcaaca tgtttgtggt catcgccgtg tgcatctacg tcatcccagc cggcgagagc 
660 

cgcaagatca agcacctgag agtcttcttt gtcactgcct cttggagcat cttcgcctat 
720 

gtctggcttt atctcatcct tgctgttttt tcccccggtg tggtccaggt gtgggaggcg 
780 

ctgctgaccc tggtcttctt cccggtgtgc gtggtattcg cctggatggc cgacaagcgg 
640 

ctgctcttcc acaagtacgt gtacaagcgc taccgcaccg acccacgcag cggcatcatc 
900 

ataggcgccg agggcgaccc cccgaagagc atcgagctgg acggcacgtt cgtgggcgcc 
960 

gaggccccag gtgagctggg cggcctgggc ccgggccccg ccgaggcgcg cgagctggac 
1020 

gccagccgcc gcgaggtcat ccagatcctc aaggacctca agcagaagca cccggacaag 
1080 

gatctggagc agctggtggg catcgccaac tactacgcgc tgctgcacca gcagaagagc 
1140 

cgcgccttct accgcatcca ggccacgcgg ctgatgaccg gcgccgggaa cgtgctgcgc 
1200 

agacacgcgg cggacgcctc gcgcagggcg gcgccggccg agggcgcggg cgaggacgaa 
1260 

gacgacggcg ccagccgcat cttcttcgag cctagcctct accactgcct ggagaactgc 
1320 

ggctccgtgc tgctgtccgt cacgtgccag ggcggcgagg gcaacagcac cttctacgtg 
1380 

gactaccgca ctgaggacgg ctctgccaag gcgggctccg actacgagta cagcgagggc 
1440 

acgctggtgt tcaaaccagg cgagacgcag aaggagctgc gcatcggcat catcgacgac 
1500 

gacatcttcg aggaggacga gcatttcttc gtgcggctgc tgaacctgcg cgtgggcgac 
1560 
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gcgcagggca tgttcgagcc 
1620 

ctgctggcca ccgtcaccat 
1680 

cgcctgctgc acgtgagcga 
1740 

ggcgcgcgcg gcaccgtgcg 
1800 

ggcgtgcact acgaggacgc 
1860 

actcttcagg tgaagatagt 
1920 

gagctgggcc agccccagtg 
I960 

gatggggaca ggaagctaac 
2040 

aagccagttc ttggggagaa 
2100 

aagaacacgg tggataaact 
2160 

tcatggaggg agcagttttt 
2220 

gaggacgggt cccgggagga 
22B0 

acggtgttct ggaaggtgct 
2340 

gcctgctttg gtgtctccat 
2400 

gcctcccact tcggctgcac 
2460 

gccctgggca cctccatccc 
2520 

tgcgccgacg cgtccatcgg 
2580 

ctgggcgtcg cctggtctgt 
2640 

gtgcgcactg gcacgctggc 
2700 

attgccgtgc tgctgtaccg 
2760 

ggacccaagc tcgccaccac 
2820 

gccagcctgg aggcgtactg 
2880 

cccaccgccc gcccggggct 
2940 

ttccccccag actcggcctc 
3000 

ggctttgatt gcccctgttc 
3060 

gcctccccgg ttcctcccct 
3120 

tatatccctg gggaaatttc 
3180 



ggacggcggc gggcggccca 
cctggacgac gaccacgcag 
gtgcatgggc accgtggacg 
ccttccctac cgcacggtgg 
gtgcggagag ctggagtttg 
tgatgacgag gaatatgaga 
gcttaagcga gggatttcag 
agccgaggag gaggaggctc 
ctgccggctg gaggtcatca 
catcaagaaa acgaacttgg 
agaggcaatt acggtgagcg 
gcggctgccg tcgtgctttg 
cttcgcctgt gtgcccccca 
cctggtcatc ggcctgctca 
cgttggcctc aaggactctg 
tgacacgttc gccagcaagg 
caacgtgacc ggctccaacg 
ggccgccgtg tactgggcgg 
cttctccgtc acgctcttca 
gcgccggccg cacatcggcg 
cgcgctcttc ctgggcctct 
ccacatccgg ggcttctagg 
agggactcgg ctgcacctgc 
ctctcctggg actcggcctc 
tgtgtcccca gtagctcagc 
gcggtgaccc caactccagc 
caccccagtc ccctccccag 



aggggcggct ggtggcgccg 
gcatcttctc cttccaggac 
tgcgcgtcgt gcgcagctcg 
acggcacggc gcgcggcggc 
gcgacgacga gaccatgaaa 
aaaaggataa tttcttcatt 
ctctgctact caatcaaggg 
ggaggatagc agagatgggc 
tcgaggagtc atatgatttt 
ccttggtaat tgggacccat 
caggggacga ggaggaggag 
actacgtgat gcacttcctg 
ccgagtactg ccacggctgg 
ccgccctcat tggggacctc 
tcaatgctgt tgtcttcgtt 
tggcggcgct gcaggaccag 
cggtgaacgt gttccttggc 
tgcagggccg ccccttcgag 
ccgtcttcgc cttcgtgggc 
gcgagctggg cggcccgcgc 
ggctcctgta catcctcttc 
gcctcgcgca gagactcgtc 
tcttggaccc tggtctcctt 
ccttctccgc cccctcccct 
cttccctctt cctctcggga 
ccatcctgtt ggtgaccgtc 
ggaaccaccc ccagtaacca 
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tcctggggag tttaaggtct 
3240 

cccttcccct agtgaccccc 
3300 

tccctggggg accctcgaag 
3360 

cagccctcag ggagctccgc 
3420 

gaggccgcac acctttcctt 
3480 

ccaggctcgg agacgagggg 
3540 

gcacattttg aacctgcaac 
3600 

tgagagccca gccacgcctt 
3660 

aggggggacg cgggagggtg 
3720 

ggcagcagac tccctcagcc 
3780 

agtccagttg atctcccctg 
3840 

ccgggcagga ccctcgaaga 
3900 

aaatgctgcc acatctctgc 
3960 

caagggatct gggtgggcat 
4020 

gcattttctt actgttgatg 
4080 

ccttgggccc ctaggatgac 
4140 

gcattctatc gtcctgttgt 
4200 

ctctccccca gctcatcatc 
4260 

taaaactttg aaattctgcc 
4291 



ctctccttgg tcacccagcc 
ccccacttca ccccacgtcc 
gaggctgtca gaggccgtct 
tcagccccgg cggggaggag 
ccaatccctc cactcgggtt 
agaagtttgg ggtttcagtc 
ttcagacatt ccagctcccc 
ggagggaggg gcttgtgtgt 
catgtcttgg gaaaaggggg 
atgagaacca gctttgggga 
acaatctgga aggttcattt 
ggagaccgag ggtcccagag 
ctgatggggg gtggggatgg 
ttttaacttt ggaggccttc 
tttcctgccc aaaggacaca 
ccaactaccc ccataacttt 
gctcagcccc aacatcccag 
agtcgctgtc tcttttctgt 
tgaaaaaaaa a 



tggctttgcc cccaaagtct 
cagagcctca gaacccaccc 
cagctcccag cccttccccc 
cgggtgggtg tgcgcgcaag 
cttgggagga cactcattct 
ccagggctta gccggaggaa 
cactcgccct ccactacctc 
gtatatagtg tgtttggggg 
tgacagacaa cttttgagag 
ggaggccggg aaccaaagcg 
tgccctcagt gccagccaat 
gaccaatgct acaagccagc 
gtggggggat gggactgggc 
catctgtcgg taggccatct 
tttgggcagt gccacccacc 
ctgcttccca caggttttca 
acccgttacc cgctaccctt 
gatttctgta aaagttgcca 



<210> 2522 

<211> 952 

<212> PRT 

<213> Homo sapiens 



<400> 2522 

Leu Ser Leu Phe Arg Ala Glu Ser 

1 5 
Gly Gly Pro Ala Pro Gly Cys Ser 
20 

Ala Pro Leu Ala Leu Val Gly Val 

35 40 
Cys Ser Gly Ala Ala Thr Pro Thr 

50 55 
Asn Asp Ser Asp Thr Ser Thr Gly 



Pro Thr Thr Ala Ser Pro Ala Leu 

10 IS 
Arg Arg Thr Pro Pro Pro Pro Met 
25 30 
Thr Leu Leu Leu Ala Ala Pro Pro 
45 

Pro Ser Leu Pro Pro Pro Pro Ala 
60 

Gly Cys Gin Gly Ser Tyr Arg Cys 
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65 70 75 80 

Gin Pro Gly Val Leu Leu Pro Val Trp Glu Pro Asp Asp Pro Ser Leu 

85 90 95 

Gly Asp Lys Ala Ala Arg Ala Val Val Tyr Phe Val Ala Met Val Tyr 

100 105 HO 

Met Phe Leu Gly Val Ser lie He Ala Asp Arg Phe Met Ala Ala He 

115 120 125 

Glu Val He Thr Ser Lys Glu Lys Glu He Thr He Thr Lys Ala Asn 

130 135 140 

Gly Glu Thr Ser Val Gly Thr Val Arg He Trp Asn Glu Thr Val Ser 
145 150 155 160 

Asn Leu Thr Leu Met Ala Leu Gly Ser Ser Ala Pro Glu He Leu Leu 

165 170 175 

Ser Val He Glu Val Cys Gly His Asn Phe Gin Ala Gly Glu Leu Gly 

180 185 190 

Pro Gly Thr He Val Gly Ser Ala Ala Phe Asn Met Phe Val Val He 

195 200 205 

Ala Val Cys lie Tyr Val He Pro Ala Gly Glu Ser Arg Lys He Lys 

210 215 220 

His Leu Arg Val Phe Phe Val Thr Ala Ser Trp Ser He Phe Ala Tyr 
225 230 235 240 

Val Trp Leu Tyr Leu He Leu Ala Val Phe Ser Pro Gly Val Val Gin 

245 250 255 

Val Trp Glu Ala Leu Leu Thr Leu Val Phe Phe Pro Val Cys Val Val 

260 265 270 

Phe Ala Trp Met Ala Asp Lys Arg Leu Leu Phe Tyr Lys Tyr Val Tyr 

275 280 285 

Lys Arg Tyr Arg Thr Asp Pro Arg Ser Gly He He He Gly Ala Glu 

290 295 300 

Gly Asp Pro Pro Lys Ser He Glu Leu Asp Gly Thr Phe Val Gly Ala 
305 310 315 320 

Glu Ala Pro Gly Glu Leu Gly Gly Leu Gly Pro Gly Pro Ala Glu Ala 

325 330 335 

Arg Glu Leu Asp Ala Ser Arg Arg Glu Val He Gin He Leu Lys Asp 

340 345 350 

Leu Lys Gin Lys His Pro Asp Lys Asp Leu Glu Gin Leu Val Gly He 

355 360 365 

Ala Asn Tyr Tyr Ala Leu Leu His Gin Gin Lys Ser Arg Ala Phe Tyr 

370 375 380 

Arg He Gin Ala Thr Arg Leu Met Thr Gly Ala Gly Asn Val Leu Arg 
385 390 395 400 

Arg His Ala Ala Asp Ala Ser Arg Arg Ala Ala Pro Ala Glu Gly Ala 

405 410 415 

Gly Glu Asp Glu Asp Asp Gly Ala Ser Arg He Phe Phe Glu Pro Ser 

420 425 430 

Leu Tyr His Cys Leu Glu Asn Cys Gly Ser Val Leu Leu Ser Val Thr 

435 440 445 

Cys Gin Gly Gly Glu Gly Asn Ser Thr Phe Tyr Val Asp Tyr Arg Thr 

450 455 460 

Glu Asp Gly Ser Ala Lys Ala Gly Ser Asp Tyr Glu Tyr Ser Glu Gly 
465 470 475 480 

Thr Leu Val Phe Lys Pro Gly Glu Thr Gin Lys Glu Leu Arg He Gly 

485 490 495 

He He Asp Asp Asp He Phe Glu Glu Asp Giu His Phe Phe Val Arg 
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500 



Leu Leu 


Asn Leu 


Arg 


Val 


Gly Asp 




515 






520 


Gly Gly 


Gly Arg 


Pro 


Lys 


Gly Arg 


530 








535 


Val Thr 


He Leu 


Asp 


Asp 


Asp His 


545 






550 




Arg Leu 


Leu His 


Val 


Ser 


Glu Cys 






565 






Val Arg 


Ser Ser 


Gly 


Ala 


Arg Gly 




560 








Val Asp 


Gly Thr 


Ala 


Arg 


Gly Gly 




595 






600 


Gly Glu 


Leu Glu 


Phe 


Gly 


Asp Asp 


610 








615 


Lys He 


Val Asp 


Asp 


Glu 


Glu Tyr 


625 






630 




Glu Leu 


Gly Gin 


Pro 


Gin 


Trp Leu 






645 






Leu Asn 


Gin Gly 


Asp 


Gly 


Asp Arg 




660 








Ala Arg 


Arg He 


Ala 


Glu 


Met Gly 




675 






680 


Arg Leu 


Glu Val 


He 


He 


Glu Glu 


690 








695 


Asp Lys 


Leu He 


Lys 


Lys 


Thr Asn 


705 






710 




Ser Trp 


Arg Glu 


Gin 


Phe 


Leu Glu 






725 






Glu Glu 


Glu Glu 


Glu 


Asp 


Gly Ser 




740 








Phe Asp 


Tyr Val 


Met 


His 


Phe Leu 




755 






760 


Ala Cys 


Val Pro 


Pro 


Thr 


Glu Tyr 


770 








775 


Val Ser 


He Leu 


val 


He 


Gly Leu 


785 






790 




Ala Ser 


His Phe 


Gly 


Cys 


Thr Val 






805 






Val Val 


Phe Val 


Ala 


Leu 


Gly Thr 




820 








Lys Val 


Ala Ala 


Leu 


Gin 


Asp Gin 




835 






840 


Val Thr 


Gly Ser 


Asn 


Ala 


Val Asn 


850 








855 


Trp Ser 


Val Ala 


Ala 


Val 


Tyr Trp 


865 






870 




Val Arg 


Thr Gly 


Thr 


Leu 


Ala Phe 






885 






Ala Phe 


Val Gly 


He 


Ala 


Val Leu 




900 








Gly Gly 


Glu Leu 


Gly 


Gly 


Pro Arg 




915 






920 


Leu Phe 


Leu Gly 


Leu 


Trp 


Leu Leu 



505 








510 




Ala 


Gin 


Gly 


Met 


Phe Glu 


Pro Asp 










525 




Leu 


Val 


Ala 


Pro 


Leu Leu 


Ala Thr 








540 






Ala 


Gly 


He 


Phe 


Ser Phe 


Gin Asp 






555 






560 


Met 


Gly 


Thr 


Val 


Asp Val 


Arg Val 




570 








575 


Thr 


Val 


Arg 


Leu 


Pro Tyr 


Arg Thr 


585 








590 




Gly 


Val 


His 


Tyr 


Glu Asp 


Ala Cys 










605 




Glu 


Thr 


Met 


Lys 


Thr Leu 


Gin Val 








620 






Glu 


Lys 


Lys 


Asp 


Asn Phe 


Phe He 






635 






640 


Lys 


Arg 


Gly 


He 


Ser Ala 


Leu Leu 




650 








655 


Lys 


Leu 


Thr 


Ala 


Glu Glu 


Glu Glu 


665 








670 




Lys 


Pro 


Val 


Leu 


Gly Glu 


Asn Cys 










685 




Ser 


Tyr 


Asp 


Phe 


Lys Asn 


Thr Val 








700 






Leu 


Ala 


Leu 


Val 


He Gly 


Thr His 






71S 






720 


Ala 


He 


Thr 


Val 


Ser Ala 


Gly Asp 




730 








735 


Arg 


GlU 


Glu 


Arg 


Leu Pro 


Ser Cys 


745 








750 




Thr 


Val 


Phe 


Trp 


Lys Val 


Leu Phe 










765 




Cys 


His 


Gly 


Trp 


Ala Cys 


Phe Gly 








780 






Leu 


Thr 


Ala 


Leu 


He Gly 


Asp Leu 






795 






800 


Gly 


Leu 


Lys 


Asp 


Ser Val 


Asn Ala 




810 








815 


Ser 


He 


Pro 


Asp 


Thr Phe 


Ala Ser 


825 








830 




Cys 


Ala 


Asp 


Ala 


Ser He 


Gly Asn 










845 




Val 


Phe 


Leu 


Gly 


Leu Gly 


Val Ala 








860 






Ala 


val 


Gin 


Gly 


Arg Pro 


Phe Glu 






875 






880 


Ser 


Val 


Thr 


Leu 


Phe Thr 


Val Phe 




890 








895 


Leu 


Tyr 


Arg 


Arg 


Arg Pro 


His He 


905 








910 




Gly 


Pro 


Lys 


Leu 


Ala Thr 


Thr Ala 










925 




Tyr 


He 


Leu 


Phe 


Ala Ser 


Leu Glu 
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930 935 940 

Ala Tyr Cys His He Arg Gly Phe 
945 9S0 

<210> 2523 
<211> 392 
<212> DNA 

<213> Homo sapiens 
<400> 2523 

nnnattacct acgttcgcac cctgtcagga ttcgcctaca ccgcatttgt cgtggatgtc 
60 

ttcagccgaa aaattgttgg tgttgctaca cgctcgacga tgcgtaccga tgcgctgccc 
120 

atggaggctt tggagcatgc gttaacgact gcagggcgaa ttcatggaaa ccagttaatt 
180 

caccatagcg atcggggcag ccagtacgtg tcactgaagt attccaccgc gttagcggaa 
240 

tccggaatcc gtccgagtgt gggaacagtc ggcgattctt atgacaatgc tctagccgaa 
300 

acagtcaacg gtctctacaa ggcggaaccg attcatgccc aaggtccgtg gacgtcggtc 
360 

ggagaagtcg aattggccac cttgcggnnn nn 
3 92 

<210> 2524 
<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 2524 



Xaa 


He Thr 


Tyr 


Val 


Arg Thr Leu 


Ser 


Gly Phe Ala 


Tyr 


Thr 


Ala 


Phe 


1 




5 






10 






15 




Val 


Val Asp 


Val 


Phe 


Ser Arg Lys 


He 


val Gly Val 


Ala 


Thr 


Arg 


Ser 




20 






25 






30 






Thr 


Met Arg 


Thr 


Asp 


Ala Leu Pro 


Met 


Glu Ala Leu 


Glu 


His 


Ala 


Leu 




35 






40 






45 








Thr 


Thr Ala 


Gly 


Arg 


He His Gly 


Asn 


Gin Leu He 


His 


His 


Ser 


Asp 




50 






55 




60 










Arg 


Gly Ser 


Gin 


Tyr 


Val Ser Leu 


Lys 


Tyr Ser Thr 


Ala 


Leu 


Ala 


Glu 


65 








70 




75 








80 


Ser 


Gly He 


Arg 


Pro 


Ser Val Gly 


Thr 


Val Gly Asp 


Ser 


Tyr 


Asp 


Asn 






85 






90 






95 




Ala 


Leu Ala 


Glu 


Thr 


Val Asn Gly 


Leu 


Tyr Lys Ala 


Glu 


Leu 


He 


His 






100 






105 






110 






Ala 


Gin Gly 


Pro 


Trp 


Thr Ser Val 


Gly 


Glu Val Glu 


Leu 


Ala 


Thr 


Leu 




115 






120 






125 









Arg Xaa 
130 

<210> 2525 

<211> 378 

<212> DNA 

<213> Homo sapiens 
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<400> 2525 

acgcgttctc gggcgagggc atcgcagatt tcgaatgcac ggtgatggcg gtgtgccgca 
60 

tcccctttga atacgtggtg ctgtcaccgc cgcgggaatc aagaaccgca cgttgcgcaa 
120 

atcgccgcgc tacgcaccaa cgtggtcggc aagatgttgg tcagcggcga gccccgcnaa 
180 

tgattcatat ctccgatatc agcacgacag gggcgtcatt ccgctctgca catcggcttg 
240 

gaagtcagcg gtgcgcccgc acgcctgcga tttcgggtga agacgcgcga ctaccattca 
300 

gaactggtgg ccgcaacact cattcgcagc gagaagcccg ccgatttgcc caacacctat 
360 

caatacggcg tggaattc 
378 

<210> 2526 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<400> 2526 

Met Ala Val Cys Arg lie Pro Phe Glu TyrVal Val Leu Ser Pro Pro 

15 10 15 

Arg Glu Ser Arg Thr Ala Arg Cys Ala Asn Arg Cys Ala Thr His Gin 

20 25 30 

Arg Gly Arg Gin Asp Val Gly Gin Arg Arg Ala Pro Xaa Met He His 

35 40 45 

He Ser Asp lie Ser Thr Thr Gly Ala Ser Phe Arg Ser Ala His Arg 

50 55 60 

Leu Gly Ser Gin Arg Cys Ala Arg Thr Pro Ala He Ser Gly Glu Asp 
65 70 75 80 

Ala Arg Leu Pro Phe Arg Thr Gly Gly Arg Asn Thr His Ser Gin Arg 

85 90 95 

Glu Ala Arg Arg Phe Ala Gin His Leu Ser He Arg Arg Gly He 
100 105 110 



<210> 2527 

<211> 305 

<212> DNA 

<213> Homo sapiens 



<400> 2527 

ntggtcacct tccgaatggg acggcggccc aaacccgaga tcatggccag caaagagcag 
60 

cagatccaga gagacgacct tggagccagt ccccagagca gcagccagcc agaccacggc 
120 

cgcctctccc ccccagaagc tcccgacagg cccaccatct ccacggcctc cgagacctca 
180 

gtgtacgtga cctggattcc ccgtgggaat ggtgggttcc caatccagtc cttccgtgtg 
240 

gagtacaaga agctaaagaa agtgggagac tggattctgg ccaccagcgc catcccccca 
300 
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cgcgt 
305 



<210> 2528 

<211> 101 

<212> PRT 

<213> Homo sapiens 



<400> 2528 

Xaa Val Thr Phe Arg Met Gly Arg Arg Pro Lys Pro Glu lie Met Ala 

15 10 15 

Ser Lys Glu Gin Gin lie Gin Arg Asp Asp Leu Gly Ala Ser Pro Gin 

20 25 30 

Ser Ser Ser Gin Pro Asp His Gly Arg Leu Ser Pro Pro Glu Ala Pro 

35 40 45 

Asp Arg Pro Thr lie Ser Thr Ala Ser Glu Thr Ser Val Tyr Val Thr 

50 55 60 

Trp lie Pro Arg Gly Asn Gly Gly Phe Pro lie Gin Ser Phe Arg Val 
65 70 75 80 

Glu Tyr Lys Lys Leu Lys Lys Val Gly Asp Trp lie Leu Ala Thr Ser 

65 90 95 

Ala lie Pro Pro Arg 
100 



<210> 2529 

<211> 387 

<212> DNA 

<213> Homo sapiens 



<400> 2529 

acgcgtctcc ccgtggtggg tcccgatccc ccggccggct ctgccactga agcctctccc 
60 

tgtgtcctcc gtgccccccg agtggcctgc tagcccgctc tcccacacag tctccttgat 
120 

gtgaagtgtc acccggcttg ctgcggcgtg tctccgccgt aacacgtgta taccggctca 
160 

gccatggcgg cggctgctgg gaaggctcct gcgtatggct ttgccatccg ggacccgggc 
240 

tttgctctgc aggggtgggc ttctgagcag aggaaggcca gaggtaacca ggtccatgca 
300 

cgtttgtgtc tttccacaat gtcgggcttt tatggatgct tttagtctca gtcacaaaag 
360 

ccatgagctc cacaggttcc tgaggga 
387 



<210> 2530 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 2530 

Met Ala Phe Val Thr Glu Thr Lys Ser He His Lys Ser Pro Thr Leu 

15 10 15 

Trp Lys Asp Thr Asn Val His Gly Pro Gly Tyr Leu Trp Pro Ser Ser 
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20 25 30 

Ala Gin Lys Pro Thr Pro Ala Glu Gin Ser Pro Gly Pro Gly Trp Gin 

35 40 45 

Ser His Thr Gin Glu Pro Ser Gin Gin Pro Pro Pro Trp Leu Ser Arg 

50 5S 60 

Tyr Thr Arg Val Thr Ala Glu Thr Arg Arg Ser Lys Pro Gly Asp Thr 
65 70 75 80 

Ser His Gin Gly Asp Cys Val Gly Glu Arg Ala Ser Arg Pro Leu Gly 

85 90 95 

Gly His Gly Gly His Arg Glu Arg Leu Gin Trp Gin Ser Arg Pro Gly 

100 105 110 

Asp Arg Asp Pro Pro Arg Gly Asp Ala 
115 120 

<210> 2531 

<211> 396 

<212> DNA 

<213> Homo sapiens 



<400> 2531 

tctagagata caaaaagtac tctatacact 
60 

gctttccaac cagctgaaga tgacaagact 
120 

ctcatcagca gccctggaga tgacaaagat 
180 

agttaaagat atgctagctt ttctttttct 
240 

ctgtaatgcg tcaaatcctt taggtctcaa 
300 

tcgttcccaa ggccccccat gcttggcgag 
360 

tgcctccacc cacgtgcagg gaaaggaagg 
396 



gagagacatc tggataaata caaaggttga 
aaaccccaag tcgctgcagc tctgtgtcat 
agtgctgagg gggaacagac cttcgtcatc 
tccagacatt cctgaatcca gagaactttc 
ttctttccct agagagacaa ggagcacagt 
ggcgtctctg ctttccaggc agggtcctgc 
acgcgt 



<210> 2532 
<211> 105 
«:212> PRT 

<213> Homo sapiens 



<400> 2532 



Met 


Thr 


Arg 


Leu 


Asn 


Pro 


Lys 


Ser 


Leu 


Gin Leu Cys Val lie Ser 


Ser 


1 








5 










10 IS 




Ala 


Ala 


Leu 


Glu 


Met 


Thr 


Lys 


He 


Val 


Leu Arg Gly Asn Arg Pro 


Ser 








20 










25 


30 




Ser 


Ser 


Val 


Lys 


Asp 


Met 


Leu 


Ala 


Phe 


Leu Phe Leu Pro Asp He 


Pro 






35 










40 




45 




Glu 


Ser 


Arg 


Glu 


Leu 


Ser 


Cys 


Asn 


Ala 


Ser Asn Pro Leu Gly Leu 


Asn 




50 










55 






60 




Ser 


Phe 


Pro 


Arg 


Glu 


Thr 


Arg 


Ser 


Thr 


Val Arg Ser Gin Gly Pro 


Pro 


65 










70 








75 


80 


Cys 


Leu 


Ala 


Arg 


Ala 


Ser 


Leu 


Leu 


Ser 


Arg Gin Gly Pro Ala Ala 


Ser 










85 










90 95 




Thr- His 


Val 


Gin 


Gly 


Lys 


Glu 


Gly 


Arg 
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100 105 

<210> 2533 
<211> 495 
<212> DNA 

<213> Homo sapiens 
<400> 2533 

ngccggccag atgtcccggg cgtgctggtg gccgggggct gtgcaggagt cctggcctgg 
60 

gctgtggcan cccccatgga cgtgatcaag tcgagactgc aggcagacgg gcagggccag 
120 

aggcgctacc ggggtctcct gcactgtatg gtgaccagcg ttcgagagga gggaccccgg 
180 

gtccttttca aggggctggt actcaattgc tgccgcgcct tccctgtcaa catggtggtc 
240 

ttcgtcgcct atgaggcagt gctgaggctc gcccggggtc tgctcacata gccggtcccc 
300 

acgcccagcg gcccacccac cagcagctgc tggaggtcgt agtggctgga ggaggcaagg 
360 

ggtagtgtgg ctgggttcgg gaccccacag ggccattgcc caggagaatg aggagcctcc 
420 

ctgcagtgtt gtcggccgag gcctgagctc gccctgccca gctactgacc tcaggtcgag 
480 

gggcccgcca gccat 
495 



<210> 2534 
<211> 96 
<212> PRT 

<213> Homo sapiens 



<400> 2534 

Xaa Arg Pro Asp Val Pro Gly Val 

1 5 
Val Leu Ala Trp Ala Val Ala Xaa 
20 

Leu Gin Ala Asp Gly Gin Gly Gin 

35 40 
Cys Met Val Thr Ser Val Arg Glu 

50 55 
Gly Leu Val Leu Asn Cys Cys Arg 
65 70 
Phe Val Ala Tyr Glu Ala Val Leu 
85 



Leu Val Ala Gly Gly Cys Ala Gly 

10 is 
Pro Met Asp Val lie Lys Ser Arg 
25 30 
Arg Arg Tyr Arg Gly Leu Leu His 
45 

Glu Gly Pro Arg Val Leu Phe Lys 
60 

Ala Phe Pro Val Asn Met Val Val 

75 80 
Arg Leu Ala Arg Gly Leu Leu Thr 
90 95 



<210> 2535 
<211> 1904 
<212> DMA 

<213> Homo sapiens 



<400> 2535 

ncggcccggg aacgtggctg gttggaggag gcagatcacc ctttctgcgg gggacgattt 
60 
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cgtcggtggt 


aggctgctac 


120 




gtggtccttg 


taccctacac 


180 




tcagaggagc 


tgcagcgttt 


240 




atgcagtgca 


gctggcagga 


300 




aagtggcagg 


cccagccagg 


360 




ttcctcacag 


atctagaaga 


420 




agctgcaggg 


gtaagggcct 


480 




accacgctag 


gtctgaccaa 


540 




cggatgttcc 


agaaacttca 


600 




accctcagac 


tgacagtgag 


660 




gtggaagaga 


agccttacag 


720 




ggcagccact 


ctgtgtgagc 


780 




actgggagag 


tgctcctggc 


840 




cggggcttgc 


tgtggcctcc 


900 




gccagttccc 


ttctcccctc 


960 




agggcaggga 


tccatgggag 


1020 




tggaacatgg 


atgggagtgg 


1080 




tgggagtgaa 


gctccaggca 


1140 




agctaccacg 


agccccagcc 


1200 




gcagaggcag 


gctggtgtga 


1260 




gagtgtggcc 


tggcccctca 


1320 




gt ttaaaggc 


attagtgtta 


1380 




aaagctcagg 


gggcactgag 


1440 




tcaggccatc 


agctctgtcc 


1500 




ggagcagctg 


cacctgactg 


1560 




ggctacctgg 


caccctatgg 


1620 




ggagcactct 


gactcctaac 


1680 





catgaggttg aatcagaaca 
ctcggagcat gtgcccagca 
gacagcctcg gagccgctga 
agatgcagac aagtgtacct 
cgccaccgaa gagagctgca 
ccccaccttg ggggagatcg 
tggcactgag gccgttctcg 
gtttgaggct aaaattgggc 
ctttgagcag gtggctacga 
tgagtccgag catcagtggc 
agatgggtcg gcagagccct 
agggtgttgg gcccatacac 
ccaggctggg aatcaccttt 
ctccagctag tggtgtggct 
ccggccaaac ccagacccag 
atgtcgggat gaaggtggga 
acaggccttt ctccttagag 
ctaccagctt tcctgatttt 
tcacagtgtc cactcaaggg 
ccctgggaac ttgacccggg 
acctagtgtc cgtcctcctc 
gatacagctc cttgtggctg 
gaagcagagg ccccttgggg 
ctctggtgct cccacgtctg 
gccacgcggg ggcagtggag 
cttacaaagt agagttggcc 
agtcttcctt gccctgccat 



ccttgctgct ggggaagaag 
ggtaccacga gtggatgaaa 
ccctggagca ggagtatgcc 
tcattgtgct ggatgccgag 
tggtgggaga cgtgaacctc 
aggtcatgat tgcagagccc 
cgatgctgtc ttacggagtg 
aaggaaatga accaagcatc 
gcagtgtttt tcaggaggtg 
ttctggagca gaccagccac 
gctgatggct gggccttgtg 
Ctcaaagacc agagccctgc 
cgaggccctt cagactctgg 
gagcagactc cagggccagg 
actctaggaa gctggaatgg 
gctggaggtg cagggggacc 
gccagaggtg ctgccctggc 
cccgtttggt ccatgtgaag 
cagcttggtc ctcttgtcct 
aacaacaggt ggtccagagt 
tctcctggag ccagtcttga 
gaaaacaccc ctctgctgat 
gtgccctcct gaagagagcg 
Ctcctcaccc"* tccatctctg 
gcacaggctc agggtggccg 
cagttccctt ccacctgagg 
catctggggt ggctggctgt 
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caagaaaggc cgggcatgct ttctaaacac agccacagga ggcttgtagg gcatcttcca 
1740 

ggtggggaaa cagtcttaga taagtaaggt gacttgccta aggcctccca gcacccttga 
1800 

tcttggagtc tcacagcaga ctgcatgtga acaactggaa ccgaaaacat gcctcagtat 
1860 

aaaacaaaca ttataaaacg aaaaaaaaaa aaaaaaaaag tact 
1904 

<210> 2536 

<211> 207 

<212> PRT 

<213> Homo sapiens 



<400> 2536 



Met 


Arg 


Leu 


Asn 


Gin 


Asn 


Thr Leu 


Leu 


Leu 


Gly Lys 


Lys 


Val 


Val 


Leu 


1 








5 








10 










15 




Val 


Pro 


Tyr 


Thr 


Ser 


Glu 


His Val 


Pro 


Ser 


Arg 


Tyr 


His 


Glu 


Trp 


Met 








20 








25 










30 






Lys 


Ser 


Glu 


Glu 


Leu 


Gin 


Arg Leu 


Thr 


Ala 


Ser 


Glu 


Pro 


Leu 


Thr 


Leu 






35 








40 










45 








Glu 


Gin 


Glu 


Tyr 


Ala 


Met 


Gin Cys 


Ser 


Trp 


Gin 


Glu 


Asp 


Ala 


Asp 


Lys 




50 










55 








60 










Cys 


Thr 


Phe 


He 


Val 


Leu 


Asp Ala 


Glu 


Lys 


Trp 


Gin 


Ala 


Gin 


Pro 


Gly 


65 










70 








75 










80 


Ala 


Thr 


Glu 


Glu 


Ser 


Cys 


Met Val 


Gly 


Asp 


Val 


Asn 


Leu 


Phe 


Leu 


Thr 










85 








90 










95 




Asp 


Leu 


Glu 


Asp 


Pro 


Thr 


Leu Gly 


Glu 


lie 


Glu 


Val 


Met 


He 


Ala 


Glu 








100 








105 










110 






Pro 


Ser 


Cys 


Arg 


Gly 


Lys 


Gly Leu 


Gly 


Thr 


Glu 


Ala 


Val 


Leu 


Ala 


Met 






115 








120 










125 








Leu 


Ser 


Tyr 


Gly 


Val 


Thr 


Thr Leu 


Gly 


Leu 


Thr 


Lys 


Phe 


Glu 


Ala 


Lys 




130 










135 








140 










He 


Gly 


Gin 


Gly 


Asn 


Glu 


Pro Ser 


He 


Arg 


Met 


Phe 


Gin 


Lys 


Leu 


His 


145 










150 








15S 










160 


Phe 


Glu 


Gin 


Val 


Ala 


Thr 


Ser Ser 


Val 


Phe 


Gin 


Glu 


Val 


Thr 


Leu 


Arg 










165 








170 










175 




Leu 


Thr 


Val 


Ser 


Glu 


Ser 


Glu His 


Gin 


Trp 


Leu 


Leu 


Glu 


Gin 


Thr 


Ser 








180 








185 










190 






His 


Val 


Glu 


Glu 


Lys 


Pro 


Tyr Arg 


Asp 


Gly 


Ser 


Ala 


Glu 


Pro 


Cys 








195 








200 










205 









<210> 2537 

<211> 509 

<212> DNA 

<213> Homo sapiens 

<400> 2537 

acgcgttctc gtaaggacaa gcttgacgcc gaggtgcatg ccggtgaagg cacccccggg 
60 

gatgtcatcg tgctgcggtt ttccggagcc atggcgaagc gtcctgcctc agttatcctt 
120 

ccgctgctac tgtcggactc ccccgtcatt gcgtggtggc ccttctccgg ccctgacaac 
180 
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ctcgcctcgg accccatcgg agcccttgcg gaccgccgca tcaccgactc ggcagctgac 
240 

aaagatccgt gcaaagccct catacgccgt gcggctcacc taaccgaggg tgactccgac 
300 

ctgtgttggg ctcgcaccac cagctggaga gccctagctg cagcagcttt ggatcaacat 
360 

ccagcgaccg tcaagttcgc tcgggtagag tcagccgccg gtaatgcgcc ggcgatgctg 
420 

ctggcagcct ggctaggatt gcgtctcggc gtcccggtcg agcgggtgac aaccgacgcg 
480 

cccggcatct ccgcgatcgt catgtcgac 
509 

<210> 2538 
<211> 169 
<212> PRT 

<213> Homo sapiens 
<400> 2538 

Thr Arg Ser Arg Lys Asp Lys Leu Asp Ala Glu Val His Ala Gly Glu 

15 10 15 

Gly Thr Pro Gly Asp Val He Val Leu Arg Phe Ser Gly Ala Met Ala 

20 25 30 

Lys Arg Pro Ala Ser Val He Leu Pro Leu Leu Leu Ser Asp Ser Pro 

35 40 45 

Val lie Ala Trp Trp Pro Phe Ser Gly Pro Asp Asn Leu Ala Ser Asp 

50 55 60 

Pro He Gly Ala Leu Ala Asp Arg Arg He Thr Asp Ser Ala Ala Asp 
65 70 75 80 

Lys Asp Pro Cys Lys Ala Leu He Arg Arg Ala Ala His Leu Thr Glu 

85 90 95 

Gly Asp Ser Asp Leu Cys Trp Ala Arg Thr Thr Ser Trp Arg Ala Leu 

100 105 110 

Ala Ala Ala Ala Leu Asp Gin His Pro Ala Thr Val Lys Phe Ala Arg 

115 120 125 

Val Glu Ser Ala Ala Gly Asn Ala Pro Ala Met Leu Leu Ala Ala Trp 

130 135 140 

Leu Gly Leu Arg Leu Gly Val Pro Val Glu Arg Val Thr Thr Asp Ala 
145 150 155 160 

Pro Gly He Ser Ala He Val Met Ser 
165 

<210> 2539 
<211> 4S3 
<212> DNA 

<213> Homo sapiens 
<400> 2539 

aagcttctac tgccgcgagc acgtcgtcca ccgtcgaggt catggttcta gtttgccgcg 
60 

tcgcggcatg acccgaggat agtgacgtgg gacaatggct acgtgcgttt tctcaacgag 
120 

cagccgaact acgacctgac gtatgacgac gtcttcatgg caccaaaccg ttcctcggtg 
180 
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gggtcccgca tgaacgtcga cctcacgtca acagacgggc taggcactcc tctgcccctc 
240 

gtagtggcca atatgaccgc aatttccgga cgtcgcatgg cagagaccat cgccaggcgc 
300 

ggaggcattg ctgttctgcc ccaagatatc ccggcggatt tcgtcgcccg gtceattcgg 
360 

cgcgtcaaag atgcgcatac tcgattcgac accccagtca ccgtcaaccc gacaacgact 
420 

gtcggtgagg ccatgaactt gctcaacaag cgc 
453 

<210> 2540 

<211> 134 

<212> PRT 

<213> Homo sapiens 

<400> 2540 



Phe 


Ala 


Ala 


Ser 


Arg 


His 


Asp 


Pro 


Arg 


He 


Val Thr 


Trp 


Asp Asn 


Gly 


1 








5 










10 






15 




Tyr 


Val 


Arg 


Phe 


Leu 


Asn 


Glu 


Gin 


Pro 


Asn 


Tyr Asp 


Leu 


Thr Tyr 


Asp 




20 










25 








30 




Asp 


Val 


Phe 


Met 


Ala 


Pro 


Asn 


Arg 


Ser 


Ser 


Val Gly 


Ser 


Arg Met 


Asn 




35 










40 








45 






Val 


Asp 
50 


Leu 


Thr 


Ser 


Thr 


Asp 
55 


Gly 


Leu 


Gly 


Thr Pro 
60 


Leu 


Pro Leu 


Val 


val 


Ala 


Asn 


Met 


Thr 


Ala 


He 


Ser 


Gly 


Arg 


Arg Met 


Ala 


Glu Thr 


He 


65 










70 










75 






B0 


Ala 


Arg 


Arg 


Gly 


Gly 
85 


He 


Ala 


Val 


Leu 


Pro 
90 


Gin Asp 


He 


Pro Ala 
95 


Asp 


Phe 


Val 


Ala 


Arg 
100 


Ser 


He 


Arg 


Arg 


Val 
105 


Lys 


Asp Ala 


His 


Thr Arg 
110 


Phe 


Asp 


Thr 


Pro 


Val 


Thr 


Val 


Asn 


Pro 


Thr 


Thr 


Thr val 


Gly 


Glu Ala 


Met 




115 










120 








125 






Asn 


Leu 
130 


Leu 


Asn 


Lys 


Arg 



















<210> 2541 

<211> 564 

<212> DNA 

<213> Homo sapiens 

<400> 2541 

accggtctcc cacggagttc tgtttcctca ggtactgcac tgtatacaac tctaaatgca 
60 

ccctgcatgg aacccattgc agggcacacg cagtctacat gtatcccagg ttttatgctc 
120 

acagagcctg caatactccg tgtctggaat acgttatttg ctgcacacct cccagaggaa 
180 

catgtaacgt ctgtgtaaca tgctatcctg cacacatctg aaagaatctg tgtacacaac 
240 

actattatgc tgtgcacaca tttcctcata ttctgtgtag agagcacctc attttgtact 
300 

caaatattcg gcttccataa caagttacat tgctcacatc ttaaaatatt cattacacgt 
360 
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gaaaccaccg catggtaccg acatccttct ggaatgtccc gcacagaggc tgatatatgt 
420 

gcacagttct cactgttctg cgtgcccagc ccctcacact ggacgcccac ctcacactct 
480 

tctgccaagg gagactttgg ttctcccctt ccctgtgctg gctgtgcggg ccacagtcct 
540 

ctgcacgcca gcagcatgac gcgt 
564 



<210> 2542 
















<211> 106 
















<212> PRT 
















<213> Homo sapiens 












<400> 2542 
















Met Leu Cys 


Thr 


His Phe Leu He Phe 


Cys 


Val Glu Ser 


Thr 


Ser 


Phe 


1 




5 


10 






15 




Cys Thr Gin 


He 


Phe Gly Phe His Asn 


Lys 


Leu His Cys 


Ser 


His 


Leu 




20 


25 






30 






Lys lie Phe 


He 


Thr Arg Glu Thr Thr 


Ala 


Trp Tyr Arg 


His 


Pro 


Ser 


35 




40 




45 








Gly Met Ser 


Arg 


Thr Glu Ala Asp He 


Cys 


Ala Gin Phe 


Ser 


Leu 


Phe 


50 




55 




60 








Cys Val Pro 


Ser 


Pro Ser His Trp Thr 


Pro 


Thr Ser His 


Ser 


Ser 


Ala 


65 




70 




75 






80 


Lys Gly Asp 


Phe 


Gly Ser Pro Leu Pro 


Cys 


Ala Gly Cys 


Ala 


Gly 


His 






85 


90 






95 




Ser Pro Leu 


His 


Ala Ser Ser Met Thr 


Arg 











100 105 



<210> 2543 

<211> 387 

<212> DNA 

<213> Homo sapiens 

<400> 2543 

cgcctgaagg gggcggggaa aatggaatgg gggggaaggg cgcgggtggg gacatgctgg 
60 

aacgtgccca tgctttctgc accacactgg atgactgaag gggaaggaac gagcgtctta 
120 

ccgctcctga tgagattttt gtttttgcct aacaaagaaa tgtgtatgaa tgcacgtctg 
180 

tttgcagggg cagggaggag gagggtcctt ggaatagctg ccgacaacag ctggaactcc 
240 

tgtctgggtc ccccagctgg gctagagagg gcagtgatca tctgtccact ggacaggaag 
300 

gtttgcaaag ggctgtttgc ttactgggtc ccaattttta gccttctgaa gcccctgtcc 
360 

aatggggccc agcaggcagc agtgctg 
387 

<210> 2544 
<211> 122 
<212> PRT 
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<213> Homo sapiens 
<400> 2544 

Met Glu Trp Gly Gly Arg Ala Arg Val Gly Thr Cys Trp Asn Val Pro 

15 10 15 

Met Leu Ser Ala Pro His Trp Met Thr Glu Gly Glu Gly Thr Ser Val 

20 25 30 

Leu Pro Leu Leu Met Arg Phe Leu Phe Leu Pro Asn Lys Glu Met Cys 

35 40 45 

Met Asn Ala Arg Leu Phe Ala Gly Ala Gly Arg Arg Arg Val Leu Gly 

50 55 60 

lie Ala Ala Asp Asn Ser Trp Asn Ser Cys Leu Gly Pro Pro Ala Gly 
65 70 75 80 

Leu Glu Arg Ala Val lie lie Cys Pro Leu Asp Arg Lys Val Cys Lys 

85 90 95 

Gly Leu Phe Ala Tyr Trp Val Pro lie Phe Ser Leu Leu Lys Pro Leu 

100 105 110 

Ser Asn Gly Ala Gin Gin Ala Ala Val Leu 
115 120 

<210> 2545 

<211> 336 

<212> DNA 

<2l3> Homo sapiens 

<400> 2545 

gcgattattt tcgtgctgcc cggacttatc atggtcggct ggtggtcagg tttcccgtac 
60 

tggaccaccc tcgctatctg tctagtcggc ggcatcctcg gcgttatgta ctcgattccg 
120 

ctgcgtcggg ccctcgtgac aggctcggat cttccctacc cggagggcgt cgcaggagct 
180 

gaggtgctca aagtaggcga ttccgctggt gccgccgagg ctaacaaggt gggtctgcga 
240 

gtcatcatcg tcggttctgt ggtctctgca gcgtacgccc tgttgtcgga tcttaagctt 
300 

gtgaagtcgg cgctgaccaa gcctttcaag acgggc 
336 



<210> 2546 

<211> 112 

<212> PRT 

<213> Homo sapiens 



<400> 2546 

Ala lie He Phe Val Leu Pro Gly 

1 5 
Gly Phe Pro Tyr Trp Thr Thr Leu 
20 

Leu Gly Val Met Tyr Ser He Pro 

35 40 
Ser Asp Leu Pro Tyr Pro Glu Gly 

50 SS 
Val Gly Asp Ser Ala Gly Ala Ala 



Leu He Met Val Gly Trp Trp Ser 

10 15 
Ala He Cys Leu Val Gly Gly He 
25 30 
Leu Arg Arg Ala Leu Val Thr Gly 
45 

Val Ala Gly Ala Glu Val Leu Lys 
60 

Glu Ala Aan Lys Val Gly Leu Arg 
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65 70 75 80 

Val He He Val Gly Ser Val VaX Ser Ala Ala Tyr Ala Leu Leu Ser 

85 90 95 

Asp Leu Lys Leu Val Lys Ser Ala Leu Thr Lys Pro Phe Lys Thr Gly 
100 105 110 

<210> 2547 
<211> 556 
<212> DNA 
<213> Homo sapiens 

<400> 2547 

acgcgtgcac acacacacac gcaggcgtac 
60 

ttcccacaca tctcaccata tcactttctc 
120 

tatggccaat aatattatgc ccaagctaca 
180 

cttcatttga actgaagacc acctgtaagc 
240 

caagttgtgt ttggaaagtg gacttaacgg 
300 

agggacaccc agccctgcta cgttgcgtgt 
360 

aagaggagat gaaaaagatt ctacaaagag 
420 

catcaccaca atatgaaggc ctccttggta 
480 

taccatctat tctatctgga attattttat 
540 

tatcagatca tctaga 
S56 

<210> 2548 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 2548 



Met Asn 


Leu 


Arg 


He 


Lys 


Phe 


Glu 


Ala 


Asn 


Lys 


He 


He 


Pro Asp Arg 


1 






5 










10 








15 


He Asp 


Gly 


He 


Ser 


Tyr 


Trp 


Asp 


Leu 


Lys 


Lys 


Ser 


Phe 


He Pro Arg 






20 










25 










30 


Arg Pro 


Ser 


Tyr 


Cys 


Gly 


Asp 


Glu 


He 


Phe 


Val 


Leu 


Ser 


Cys Ser Leu 




35 










40 










45 




He Ser 


Leu 


Cys 


Arg 


He 


Phe 


Phe 


He 


Ser 


Ser 


Phe 


Ser 


Met Asp Ser 


50 










55 










60 






Thr Ala 


Pro 


His 


Asn 


Asp 


Thr 


Gin 


Arg 


Ser 


Arg Ala Gly 


Cys Pro Ser 


65 








70 










75 






80 


Leu Lys 


Leu 


Ala 


Arg 


Pro 


Phe 


Ser 


Leu 


Thr 


Val 


Lys 


Ser 


Thr Phe Gin 








85 










90 








95 


Thr Gin 


Leu 


Glu 


Phe 


Leu 


Gly 


Glu 


Asn 


He 











100 105 



acgctcacaa 
tttacttttt 
acattccgag 
acgcagctca 
tcaaagaaaa 
cattatgtgg 
agatcaaact 
taaatgactt 
tagcttcaaa 



gtgcacacac 
aaagacaggg 
tcaatcacaa 
aatgttctca 
aggcctggcc 
tgctgtgcta 
gcaagaaagc 
ttttaggtcc 
ttctattcta 



acatatgagt 
cacttgccct 
aggttataaa 
cctagaaatt 
aacttcagag 
tccatagaga 
acaaagattt 
caataagaaa 
agattcatac 
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<210> 2549 
<211> 435 
<212> DNA 

<213> Homo sapiens 
<400> 2549 

nnccagcctc tctccgaccg cgtacgtatt gaatttgata aagaagccaa cacggttgtt 
60 

atcgatgata atggtgtcgg catgtctcgt gaagaagcca ttacaaactt aggtacgatt 
120 

gctaaatcgg gcacctcttc tttcttagag caattgagtg gcgatcagaa aaaagacagc 
180 

caacttattg gtcaattcgg tgtaggcttt cactctgctt tcatcgttgc tgataaagta 
240 

acagtagaaa cacgtcgcgc aggtgcgacg gaaaatgaag cggttcgctg ggtatctgat 
300 

ggttctggtg aatttactat tgagacgatc gataaagcga ctcgtggtac acgcattact 
360 

ttgcatctga aagcagatga aaaagatttc gcagacaact tccgtctacg ttcattagta 
420 

acaaaatatt ctgat 
435 

<210> 2550 
<211> 145 
<212> PRT 

<213> Homo sapiens 
<40O> 2550 



Xaa 


Gin 


Pro 


Leu 


Ser 


Asp Arg 


val 


Arg 


He 


Glu 


Phe 


Asp 


Lys 


Glu 


Ala 


1 








5 








10 










15 




Asn 


Thr 


Val 


Val 
20 


He 


Asp Asp 


Asn 


Gly 
25 


Val 


Gly 


Met 


Ser 


Arg 
30 


Glu 


Glu 


Ala 


He 


Thr 
35 


Asn 


Leu 


Gly Thr 


He 
40 


Ala 


Lys 


Ser 


Gly 


Thr 
45 


Ser 


Ser 


Phe 


Leu 


Glu 
50 


Gin 


Leu 


Ser 


Gly Asp 
5S 


Gin 


Lys 


Lys 


Asp 


Ser 
60 


Gin 


Leu 


He 


Gly 


Gin 


Phe 


Gly 


Val 


Gly 


Phe Tyr 


Ser 


Ala 


Phe 


He 


Val 


Ala 


Asp 


Lys 


Val 


65 










70 








75 










80 


Thr 


Val 


Glu 


Thr 


Arg 
85 


Arg Ala 


Gly 


Ala 


Thr 
90 


Glu 


Asn 


Glu 


Ala 


Val 
95 


Arg 


Trp 


Val 


Ser 


Asp 
100 


Gly 


Ser Gly 


Glu 


Phe 
105 


Thr 


He 


Glu 


Thr 


He 
110 


Asp 


Lys 


Ala 


Thr 


Arg 
115 


Gly 


Thr 


Arg He 


Thr 
120 


Leu 


His 


Leu 


Lys 


Ala 
125 


Asp 


Glu 


Lys 


Asp 


Phe 
130 


Ala 


Asp 


Asn 


Phe Arg 
135 


Leu 


Arg 


Ser 


Leu 


val 

140 


Thr 


Lys 


Tyr 


Ser 



Asp 
145 

<210> 2551 

<211> 403 

<212> DNA 

<213> Homo sapiens 
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<400> 2551 

nngccggcca gcctcacatc agtctctccg ccccggggaa ggctcagcac tttaaatcga 
60 

ggactccact tctggggacg cctggttcgt tcgcccacca ggcctaggct acgctccatg 
120 

ctcccccagc aatctctgtc tacacctcct gcggcgcctt gccctcctcc gacccctttc 
180 

cagccannaa gtccccccac cccttcagag aagcagcctc aaattccaga agtggaggct 
240 

ccagcctccc cgcgaggtac cagccccaca gtcttctggg agccattgtg gccagggacg 
300 

gcctctggac tgccaggctg ggttggggac cagggaacat cggtctactc aggtgtgagg 
360 

gggcaggtct ggcctgcccc aaagttggct ccatcctgga can 
403 

<210> 2552 
<211> 134 
<212> PRT 

<213> Homo sapiens 
<400> 2552 

Xaa Pro Ala Ser Leu Thr Ser Val Ser Pro Pro Arg Gly Arg Leu Ser 

15 10 15 

Thr Leu Asn Arg Gly Leu His Phe Trp Gly Arg Leu Val Arg Ser Pro 

20 25 30 

Thr Arg Pro Arg Leu Arg Ser Met Leu Pro Gin Gin Ser Leu Ser Thr 

35 40 45 

Pro Pro Ala Ala Pro Cys Pro Pro Pro Thr Pro Phe Gin Pro Xaa Ser 

50 55 60 

Pro Pro Thr Pro Ser Glu Lys Gin Pro Gin lie Pro Glu Val Glu Ala 
65 70 7S 80 

Pro Ala Ser Pro Arg Gly Thr Ser Pro Thr Val Phe Trp Glu Pro Leu 

85 90 95 

Trp Pro Gly Thr Ala Ser Gly Leu Pro Gly Trp Val Gly Asp Gin Gly 

100 105 110 

Thr Ser Val Tyr Ser Gly Val Arg Gly Gin Val Trp Pro Ala Pro Lys 

115 120 125 

Leu Ala Pro Ser Trp Thr 
130 

<210> 2553 
<211> 380 
<212> DNA 

<213> Homo sapiens 
<400> 2553 

actagtgtcc ctataagaaa aggaaaggac caagacacag gaaagatgaa gcagagattg 
60 

gagagataca gcatgggcca aggagcactg ggagccagca gcagctggaa gaggcaggag 
120 

gcatcctccc tagaccgcac aggatgctac tgggtgagcc tgctgtcctg gaaaaggcgt 
180 
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gaagtctgcc tgagtgggca ggggcttctg cgcagcaccc agcaaggcca aggtggaagg 
240 

gaccctcctg gcccctgtcc tggctccacc ctcagctgct ggcaggtggg tcaccaggcc 
300 

tctgcccaaa gaaacccctg caggcagctc tggaccccct gtcttacaca ccttctcact 
360 

gagcctgcca gcatcccagn 
380 

<210> 2554 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<400> 2554 



Met Lys Gin 


Arg 


Leu 


Glu 


Arg 


Tyr 


Ser Met 


Gly Gin 


Gly 


Ala 


Leu 


Gly 


1 




5 








10 








15 




Ala Ser Ser 


Ser 


Trp 


Lys 


Arg 


Gin 


Glu Ala 


Ser Ser 


Leu 


Asp 


Arg 


Thr 




20 










25 






30 






Gly Cys Tyr 


Trp 


Val 


Ser 


Leu 


Leu 


Ser Trp 


Lys Arg 


Arg 


Glu 


Val 


Cys 


35 










40 






45 








Leu Ser Gly 


Gin 


Gly 


Leu 


Leu Arg 


Ser Thr 


Gin Gin 


Gly 


Gin Gly 


Gly 


50 








55 






60 










Arg Asp Pro 


Pro 


Gly 


Pro 


Cys 


Pro Gly Ser 


Thr Leu 


Ser 


Cys 


Trp 


Gin 


65 






70 








75 








B0 


Val Gly His 


Gin 


Ala 


Ser 


Ala 


Gin 


Arg Asn 


Ser Cys 


Arg 


Gin 


Leu 


Trp 




85 








90 








95 




Thr Pro Cys 


Leu 


Thr 


His 


Leu 


Leu 


Thr Glu 


Pro Ala 


Ser 


He 


Pro 




100 










105 






110 







<210> 2555 
<211> 368 
<212> DNA 

<213> Homo sapiens 
<400> 2555 

ntccggatgg aaaagtaaag accagcaata gccaataacg ccattaacac atacccatat 
60 

atgttgttaa tgctgcccgg tagttcggtg gcattcttca tgggcaatag tttaatggga 
120 

gataacgcga ataatggtag tgtcgttcta gtgctcacag acctggtcac ccaaatagaa 
180 

ggatttatat cctcccatat cctcattttt gtgctcgttg gcctcggcat tgtctttacc 
240 

gttgccactc gaggtgtaca gttccgcctc ttcgggcaca tgtggcacct catgctcgat 
300 

tcacggaagc aaaagggcac ctccctctcc agctctcaag cattcacagt gggtctcgat 
360 

cacgcggn 
368 

<210> 2556 
<211> 102 
<212> PRT 
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<213> Homo sapiens 
<400> 2556 



Met Leu 


Leu 


Met 


Leu 


Pro 


Gly 


Ser Ser Val Ala 


Phe Phe Met Gly Asn 


l 






5 






10 


15 


Ser Leu 


Met 


Gly 


Asp 


Asn 


Ala 


Asn Asn Gly Ser 


Val Val Leu Val Leu 






20 








25 


30 


Thr Asp 


Leu 


Val 


Thr 


Gin 


He 


Glu Gly Phe He 


Ser Ser His He Leu 




35 










40 


45 


He Phe 


Val 


Leu 


val 


Gly 


Leu 


Gly He Val Phe 


Thr Val Ala Thr Arg 


50 










55 




60 


Gly Val 


Gin 


Phe 


Arg 


Leu 


Phe 


Gly His Met Trp 


His Leu Met Leu Asp 


65 








70 




75 


80 


Ser Arg 


Lys 


Gin 


Lys 


Gly 


Thr 


Ser Leu Ser Ser 


Ser Gin Ala Phe Thr 








85 






90 


95 


Val Gly 


Leu 


Asp 


His 


Ala 









100 



<210> 2557 

<211> 408 

<212> DNA 

<213> Homo sapiens 

<400> 2557 

atcactactc cagttggtga ggcagttctg ggtcgcatct taaatgtgat cggtgagccg 
60 

attgatgaga tgggcccagt taacgcgaaa gaaaaatggg aaattcaccg tccagctcct 
120 

aaattcgaag accaagctgt taaagctgag atgttgatga ctggtattaa ggtcgttgat 
180 

cttcttgcac cttacgcaaa gggtggcaag atcggtctct tcggtggtgc gggcgtaggt 
240 

aaaacagttt tgattcaaga gttgattcgt aacatcgcta ctgagcacgg tggatactct 
3O0 

gtattcgcag gtgtcggcga gcgtactcgc gaaggtaacg atctttgggt tgagatgaaa 
360 

gaatcaggcg ttatcgcaaa gaccgcactt gtattcggtc agatgaat 
408 

<210> 2558 
<211> 136 
<212> PRT 

<213> Homo sapiens 

<400> 2558 
He Thr Thr Pro Val 

1 5 
He Gly Glu Pro He 
20 

Trp Glu He His Arg 
35 

Ala Glu Met Leu Met 
50 

Tyr Ala Lys Gly Gly 



1825 



Gly Glu Ala Val Leu Gly 
10 

Asp Glu Met Gly Pro Val 
25 

Pro Ala Pro Lys Phe Glu 
40 

Thr Gly He Lys Val Val 
55 

Lys He Gly Leu Phe G-ly 



Arg He Leu Asn Val 
15 

Asn Ala Lys Glu Lys 
30 

Asp Gin Ala Val Lys 
45 

Asp Leu Leu Ala Pro 
60 

Gly Ala Gly Val Gly 
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65 70 75 80 

Lys Thr Val Leu lie Gin Glu Leu He Arg Asn He Ala Thr Glu His 

85 90 95 

Gly Gly Tyr Ser Val Phe Ala Gly Val Gly Glu Arg Thr Arg Glu Gly 

100 105 110 

Asn Asp Leu Trp Val Glu Met Lys Glu Ser Gly Val He Ala Lys Thr 

115 120 125 

Ala Leu Val Phe Gly Gin Met Asn 
130 135 

<210> 2559 

<211>389 

<212> DNA 

<213> Homo sapiens 

<400> 2559 

tccttgaaga tgaacatctt tcggctgcaa actgaaaagg atttgaatcc tcagaaaaca 
60 

gcttttctga aagatcgact gaatgcaata caggaagagc attctaagga cctgaagctg 
120 

ttgcatctcg aagttatgaa tttgcgccag caactgagag ctgtaaaaga ggaagaagac 
180 

aaggcacaag atgaggtgca aaggttgact gccactctga agattgcctc gcagacaaag 
240 

aagaatgcag ccattattga agaggaactg aagaccacaa aacgtaaaat gaaccttaaa 
300 

attcaagagc ttctagagat gacctcattt ccaagttggt tgaagaaaat aagaacctgc 
360 

aggatatctt tcaacaggaa catgaagaa 
389 

<210> 2560 

<211> 129 

<212> PRT 

<213> Homo sapiens 

<400> 2560 

Ser Leu Lys Met Asn He Phe Arg Leu Gin Thr Glu Lys Asp Leu Asn 

15 10 15 

Pro Gin Lys Thr Ala Phe Leu Lys Asp Arg Leu Asn Ala He Gin Glu 

20 25 30 

Glu His Ser Lys Asp Leu Lys Leu Leu His Leu Glu Val Met Asn Leu 

35 40 45 

Arg Gin Gin Leu Arg Ala Val Lys Glu Glu Glu Asp Lys Ala Gin Asp 

50 55 60 

Glu Val Gin Arg Leu Thr Ala Thr Leu Lys He Ala Ser Gin Thr Lys 
65 70 75 80 

Lys Asn Ala Ala He He Glu Glu Glu Leu Lys Thr Thr Lys Arg Lys 

85 90 95 

Met Asn Leu Lys He Gin Glu Leu Leu Glu Met Thr Ser Phe Pro Ser 

100 105 110 

Trp Leu Lys Lys He Arg Thr Cys Arg He Ser Phe Asn Arg Asn Met 
115 120 125 

Lys 
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<210> 2S61 

<211> 429 

<212> DNA 

<213> Homo sapiens 

<400> 2561 

nnactcacca ctgtggttct actatgcctt ctgaccccgc cttggacttc aactgggaga 
60 

atgtggagcc atttgaacag gctcctcttc tggagcatat tttcttctgt cacttgtaga 
120 

aaagctgtat tggattgtga ggcaatgaaa acaaatgaat tcccttctcc atgtttggac 
180 

tcaaagacta aggtggttat gaagggtcaa aatgtatcta tgttttgttc ccataagaac 
240 

aaatcactgc agatcaccta ttcattgttt cgacgtaaga cacacctggg aacccaggat 
300 

ggaaaaggtg aacctgcgat ttttaaccta agcatcacag aagcccatga atcaggcccc 
360 

tacaaatgca aagcccaagt taccagctgt tcaaaataca gtcgtgactt cagcttcacg 
420 

attgtcgac 
429 

<210> 2562 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 2S62 



Xaa 


Leu 


Thr Thr 


Val Val Leu 


Leu 


Cys 


Leu 


Leu 


Thr 


Pro 


Ser 


Trp 


Thr 


1 






5 






10 










15 




Ser 


Thr 


Gly Arg 


Met Trp Ser 


His 


Leu 


Asn 


Arg 


Leu 


Leu 


Phe 


Trp 


Ser 






20 






25 










30 






lie 


Phe 


Ser Ser 


Val Thr Cys 


Arg 


Lys 


Ala 


Val 


Leu 


Asp 


Cys 


Glu 


Ala 






35 




40 










45 








Met 


Lys 


Thr Asn 


Glu Phe Pro 


Ser 


Pro 


Cys 


Leu 


Asp 


Ser 


Lys 


Thr 


Lys 




50 




55 










60 










Val 


Val 


Met Lys 


Gly Gin Asn 


val 


Ser 


Met 


Phe 


Cys 


Ser 


His 


Lys 


Asn 


6S 






70 








75 










80 


Lys 


Ser 


Leu Gin 


lie Thr Tyr 


Ser 


Leu 


Phe 


Arg 


Arg 


Lys 


Thr 


His 


Leu 








85 






90 










95 




Gly Thr 


Gin Asp 


Gly Lys Gly 


Glu 


Pro 


Ala 


He 


Phe 


Asn 


Leu 


Ser 


He 






100 






105 










110 






Thr 


Glu 


Ala His 


Glu Ser Gly 


Pro 


Tyr 


Lys 


Cys 


Lys 


Ala 


Gin 


Val 


Thr 






115 




120 










125 








Ser Cys 


Ser Lys 


Tyr Ser Arg 


Asp 


Phe 


Ser 


Phe 


Thr 


He 


val 


Asp 






130 




135 










140 











<210> 2563 

<211> 267 

<212> DNA 

<213> Homo sapiens 
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<400> 2563 

ggaccccaga cgagtgctgg cagcagtatg ggggccgtgg gggcgacggc caccgtcagc 
60 

accccggtca ccatccagaa catgacctcc tcttatgtca ccatcacatc ccatgtcctt 
120 

aaggccttta ccctttggga acaggcagag gccctcacaa ggaagaacaa agaattcttt 
180 

gctcagctca gcacaaaagt gcgcgtgttg gccctcaaca gcagcctggt ggacctggtg 
240 

cactacacaa ggcagggcct ccagcgg 
267 

<210> 2564 

<211> 89 

<212> PRT 

<213> Homo sapiens 

<400> 2564 

Gly Ser Gin Thr Ser Ala Gly Ser Ser Met Gly Ala Val Gly Ala Thr 

15 10 15 

Ala Thr Val Ser Thr Pro Val Thr He Gin Asn Met Thr Ser Ser Tyr 

20 25 30 

Val Thr He Thr Ser His Val Leu Lys Ala Phe Thr Leu Trp Glu Gin 

35 40 45 

Ala Glu Ala Leu Thr Arg Lys Asn Lys Glu Phe Phe Ala Gin Leu Ser 

SO 55 60 

Thr Lys Val Arg Val Leu Ala Leu Asn Ser Ser Leu Val Asp Leu Val 
65 70 75 80 

His Tyr Thr Arg Gin Gly Leu Gin Arg 
85 

<210> 2565 

<211> 333 

<212> DNA 

<213> Homo sapiens 

<400> 2565 

cttcgcactg ctccgcgagt tcttggggga gtgagcacag cgcgtaagct cagccacgtg 
60 

tggttcgaat tcgattcctt ggtcaatgcc cgtgacgtgg gcggaatccc cacccccgat 
120 

gggccggtga aatcccagcg actgatccgc agcgacaacc tgcaggccct caccgaggcc 
180 

gacatcgccc agttgcagca actcggtgtc tccgatgtgg tcgatctgcg ttccacctat 
240 

gaggtggcca gcgagggccc ggggccgctg accgggcgtg gggtgaccat ccacccccat 
300 

tccttcctgc ccgaccagca cgccaatgtg cac 
333 

<210> 2566 
<2H> HI 
<212> PRT 
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<213> Homo sapiens 



<400> 2566 



Leu Arg 


Thr 


Ala 


Pro Arg Val Leu Gly 


Gly 


Val 


Ser 


Thr 


Ala 


Arg 


Lys 


l 






5 


10 










IS 




Leu Ser 


His 


Val 


Trp Phe Glu Phe Asp 


Ser 


Leu 


Val 


Asn 


Ala 


Arg 


Asp 






20 


25 










30 






Val Gly 


Gly 


He 


Pro Thr Pro Asp Gly 


Pro 


Val 


Lys 


Ser 


Gin 


Arg 


Leu 




35 




40 








45 








lie Arg 


Ser 


Asp 


Asn Leu Gin Ala Leu 


Thr 


Glu 


Ala 


Asp 


He 


Ala 


Gin 


50 






55 






60 










Leu Gin 


Gin 


Leu 


Gly Val Ser Asp Val 


Val 


Asp 


Leu 


Arg 


Ser 


Thr 


Tyr 


65 






70 




75 










80 


Glu Val 


Ala 


Ser 


Glu Gly Pro Gly Pro 


Leu 


Thr 


Gly 


Arg 


Gly 


Val 


Thr 








85 


90 










95 




lie His 


Pro 


His 


Ser Phe Leu Pro Asp 


Gin 


His 


Ala 


Asn 


Val 


His 








100 


105 










110 







<210> 2567 

<211> 396 

<212> DNA 

<213> Homo sapiens 



<400> 2567 

ngaattcaaa ctggtgttcg tatgggccat aagcaaggta catatacgat gcgttttaga 
60 

agccagttca cagatcaacg tctattcgga accgatcaat ttagtattgg tgggcgctat 
120 

tctgtacgag gttttagtgg agaagaaacc ttaagaggtg actcgggcta ttatgtacaa 
180 

aatgaatggg cattaccatt tagaaaacaa caaattactc catatgtagg gatagatatt 
240 

ggacatgtat gggggccatc tacagaaact caattaggta ataccttaat tggtggtgta 
300 

gttggtgtac gtggtatggt tggtgacgat gtaaactatg atgtatcact aggaacacca 
360 

attaagaaac cagaaggttt tgatacagat acgcgt 
396 



<210> 2568 

<211> 132 

<212> PRT 

<213> Homo sapiens 



<400> 2568 








Xaa He Gin Thr Gly 


val Arg Met Gly His 


Lys 


Gin Gly Thr Tyr Thr 


1 5 


10 




15 


Met Arg Phe Arg Ser 


Gin Phe Thr Asp Gin 


Arg 


Leu Phe Gly Thr Asp 


20 


25 




30 


Gin Phe Ser He Gly 


Gly Arg Tyr Ser Val 


Arg 


Gly Phe Ser Gly Glu 


3S 


40 




45 


Glu Thr Leu Arg Gly 


Asp Ser Gly Tyr Tyr 


Val 


Gin Asn Glu Trp Ala 


50 


55 




60 


Leu Pro Phe Arg Lys 


Gin Gin He Thr Pro 


Tyr 


Val Gly He Asp He 
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65 70 75 80 

Gly His Val Trp Gly Pro Ser Thr Glu Thr Gin Leu Gly Asn Thr Leu 

85 90 95 

He Gly Gly Val Val Gly Val Arg Gly Met Val Gly Asp Asp Val Asn 

100 105 110 

Tyr Asp Val Ser Leu Gly Thr Pro He Lys Lys Pro Glu Gly Phe Asp 

115 120 125 

Thr Asp Thr Arg 
130 

<210> 2569 

<211> 330 

<212> DNA 

<213> Homo sapiens 

<400> 2569 

cttgctgctg gtgctgatgt gtccatgatt ggccagttcg gcgtcggttt ctactctgcc 
60 

tacctcgtcg ccgatagagt tgtcgtgacc accaagcaca acgatgacga gcagtacgtg 
120 

tgggagtccc aagcgggcgg gtcgttcact gttactcgtg acacgtcagg ggagcagctt 
180 

ggcaggggca ctaagatcac actgttcctc aaggacgatc agctggagta ccttgaggag 
240 

cgtcgcctca aggatctggt caagaagcac tctgagttca tcagctaccc catctccctg 
300 

tggactgaaa agacaacaga gaaggaaatt 
330 

<210> 2570 

<211> 110 

<212> PRT 

<213> Homo sapiens 



<400> 2570 
















Leu 


Ala 


Ala 


Gly 


Ala Asp 


Val Ser Met 


He Gly 


Gin Phe Gly 


Val 


Gly 


1 








5 




10 




15 




Phe 


Tyr 


Ser 


Ala 


Tyr Leu 


Val Ala Asp 


Arg Val 


Val Val Thr 


Thr 


Lys 








20 




25 




30 






His 


Asn 


Asp 


Asp 


Glu Gin 


Tyr Val Trp 


Glu Ser 


Gin Ala Gly 


Gly 


Ser 






35 






40 




45 






Phe 


Thr 


Val 


Thr 


Arg Asp 


Thr Ser Gly 


Glu Gin 


Leu Gly Arg 


Gly 


Thr 




50 








55 




60 






Lys 


He 


Thr 


Leu 


Phe Leu 


Lys Asp Asp 


Gin Leu 


Glu Tyr Leu 


Glu 


Glu 


65 








70 




75 






80 


Arg Arg 


Leu 


Lys 


Asp Leu 


Val Lys Lys 


His Ser 


Glu Phe He 


Ser 


Tyr 










85 




90 




95 




Pro 


He 


Ser 


Leu 


Trp Thr 


Glu Lys Thr 


Thr Glu 


Lys Glu He 












100 




105 




110 







<210> 2571 

<211> 335 

<212> DNA 

<213> Homo sapiens 
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<40O> 2571 

gaattcgcca atgttttctc cggtatgggc 
60 

gtgctcctta aacatctcga taatgaacta 
120 

aaatgggatg tccgtttagg gcagggaacg 
180 

gaagatgggt cttcctactt cgaaaccacc 
240 

ggtgacgcat tcctagttgc taccggacgt 
300 

aatggttccg gtgtgaaggt tgaaagggga 
335 



tccacagtaa cccttatcgg ccgctcccct 
tctgagctcc ttactgagat cgctcgggag 
acagctatcg accaggcgga gaagcagcgt 
attacatttg aagacggcag cactgttacc 
acccctaaca ccgaccgcct tggcctcgac 
cgcgt 



<210> 2572 

<211> 111 

<212> PRT 

<213> Homo sapiens 



<400> 2572 

Glu Phe Ala Asn Val Phe Ser Gly Met Gly Ser Thr Val Thr Leu He 

15 10 15 

Gly Arg Ser Pro Val Leu Leu Lys His Leu Asp Asn Glu Leu Ser Glu 

20 25 30 

Leu Phe Thr Glu He Ala Arg Glu Lys Trp Asp Val Arg Leu Gly Gin 

35 40 45 

Gly Thr Thr Ala He Asp Gin Val Glu Lys Gin Arg Glu Asp Gly Ser 

50 55 60 

Ser Tyr Phe Glu Thr Thr He Thr Phe Glu Asp Gly Ser Thr Val Thr 
65 70 75 80 

Gly Asp Ala Phe Leu Val Ala Thr Gly Arg Thr Pro Asn Thr Asp Arg 

85 90 95 

Leu Gly Leu Asp Asn Gly Ser Gly Val Lys Val Glu Arg Gly Arg 
100 105 HO 

<210> 2S73 
<211> 460 
<212> DNA 

<213> Homo sapiens 
<400> 2573 

gtcgacaagt accggggcat tgtggttatg gggacggtag atctgggccg tctcgtcagg 
60 

gccggatcca taccggaccg tttcgtcagg gtggccggac atcgacgaca ccgcagatgc 
120 

cgagacgacg ttgatacgtc caccggcgcg gtccgtgatc cacgccgtcg tcgccgttgc 
180 

cgccactggc acgatgaggg ccatcaccga gaagagaacg gccaccactc gcagaccacc 
240 

tcgtcccaga agagcgagga cgaaggcgat gacggcgatg accagagccg gtacagccaa 
300 

cgatcccacc agaacggagg agatgaaggc gagggcattg tgtgagggga ggatcgcggc 
360 
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cactgaccac gccagtaccg gcagggtcag gatcagcccg acgagaccgg aagtgatgcg 
420 

tagccaggaa tgacgggagg ttttcgtgtc agccacgcgt 
460 

<210> 2574 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 2574 



Met Gly 


Thr 


val 


Asp Leu Gly Arg Leu 


Val Arg Ala 


Gly Ser lie Pro 


1 






5 


10 


15 


Asp Arg 


Phe 


val 


Arg Val Val Gly His 


Arg Arg His 


Arg Arg Cys Arg 






20 


25 




30 


Asp Asp 


Val 


Asp 


Thr Ser Thr Gly Ala 


Val Arg Asp 


Pro Arg Arg Arg 




35 




40 




45 


Arg Arg 


Cys 


Arg 


His Trp His Asp Glu 


Gly His His 


Arg Glu Glu Asn 


SO 






55 


60 




Gly His 


His 


Ser 


Gin Thr Thr Ser Ser 


Gin Lys Ser 


Glu Asp Glu Gly 


65 






70 


75 


80 


Asp Asp 


Gly 


Asp 


Asp Gin Ser Arg Tyr 


Ser Gin Arg 


Ser His Gin Asn 








85 


90 


95 


Gly Gly 


Asp 


Glu 


Gly Glu Gly lie Val 










100 


10S 







<210> 2575 

<211> 3954 

<212> DNA 

<213> Homo sapiens 

<400> 2575 

nngacagggg ggaagggagg 
60 

ccactctcgc gcctccgaac 
120 

atcagggaaa gaggacaggg 
180 

caggaggcaa cttctgagac 
240 

gagggggcac agagaacaaa 
300 

gggacggaca ggagctgagg 
360 

gagaagacgt gtggccgggg 
420 

ctgtcctgtg gagcagcagc 
480 

gagtctctga gggccactgt 
540 

cacctctgct gcctgctgac 
600 

agcctctaca caggttccag 
660 



ggagccagca gggaggagga 
agccacaggg gcaaagccct 
agaccagaag agggccagct 
gcagctcctg agaggggcag 
ccccctcaga agtgaagagg 
aggaaagagg aggggagagg 
gctatcagaa ggaaactggg 
atccccgggg ccggcagagg 
ggagcgcccc gccatggccc 
ggcagctgca ggggccgcca 
tggggccctc agccccgggg 



ggccagggcc cgccccacag 
gtcaccccca ggatccggtc 
gggacgaggg ggcggacgcc 
ggaccaggcg cgggaggcca 
agagcggaag gaaccgagag 
ggtcaggcca ggcagccaag 
acggacgggc cgggctcggg 
cgccagtggc tgggcgggat 
cccgcaccct ctggagctgc 
gctaccctcc tcgaggtttc 
ggccccaggc ccagattgcc 
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ccccggccag ccagccgcca 
720 

tgtgtccttg aggatggagt 
780 

ccccagtgtc cccaaagcat 
840 

tacaagacag tgaccgacat 
900 

gctgagagtc ccgctccagc 
960 

cctgcccgcc ccaacctctc 
1020 

gaaggtcctg gggagtcaga 
1080 

aaggagctgc aaggcctgcg 
1140 

gtgcagaggg ctgtggagac 
1200 

cgccctgggg tgcatgaaac 
1260 

cgcgtctcca cccacgacca 
1320 

agcagtgggg gcagcagggc 
1380 

ctgctgcggc agctggagca 
1440 

gatggcttcc gccggcagca 
1500 

ctggcctcgg tggaggagcg 
1560 

cctcaggaat gctgctctcc 
1620 

gatgtcgtgg ccggctcagt 
1660 

gccgcggggc agggaggcca 
1740 

ctggaggacc gcttcaactc 
1800 

ggggctcctg gggggctgag 

I860 

ggggggctgc tggccaatgt 
1920 

caggtggcag gggccatgca 
1980 

gaccctcaag tcagcgagat 
2040 

cagctgcggc tggtgggctc 
2100 

gccacgctgg agggattaca 
2160 

gatgagacag ctgcagagtt 
2220 

ctggaggggc tgctgcaggc 
2280 



caggaactgg tgtgcctacg 
ggagacatat gtcaagtacc 
catgtaccgc cgcttcctcc 
ggagtggagg tgctgtcagg 
gctggggcct gcgtctccca 
tggctccagt gcaggcagcc 
gaaggtgcag cagctggagg 
gggcgtcctg caaggactga 
ggccttcaac gggaggcagc 
cctcaatgag atccagcacc 
ggagctgggt cacctcaaca 
cccagcccca gcctcagccc 
gcggttgcag gagtcctgct 
gcaggaggac agggagcggc 
gcaacggcac ctcgcagggc 
agagctgggc cggcgactgg 
gacagtgctg agtgggcggc 
ccccccaggc tacaccagct 
caccctgggc ccttcggagg 
ccactggctg cctgctgccc 
gagcggggag ctgggggggc 
ggcatgcggg cagctctgct 
cctcagtgcc ttggagcgca 
cggcctgcac acggtggaag 
agaggttgtg ggccggctcc 
cacactacgg ctgaatctca 
ccatggggat gagggctgtg 



tggcgacccg gacagtgagc 
agccttgtgc ctggggccag 
gccctcgcta ccgtgtggcc 
gttatggggg cgatgactgt 
caccacggcc cctggcccgg 
ccctcagcgg actgggggga 
aacaggtgca gagcctgacc 
gcgggcgccc ggcagaggat 
agccagctga cgcggctgcc 
agctgcagct cctggacacc 
accatcatgg cggcagcagc 
ctccgggccc cagtgaggag 
ccgtgtgcct ggccgggcta 
tgcgagcgat ggagaagctg 
tggcggtggg ccgcaggccc 
cagagctgga gcgcaggctg 
gaggcacaga gctgggagga 
tggcctcccg cctgtctcgc 
agcaggagga gagctggcct 
ggggccgact agagcagctg 
ggttggatct gttggaggag 
ctggggcccc tggggagcag 
gggtgctgga cagtgagggg 
cagcggggga ggcccggcag 
aggatcgtgt ggatgcccag 
ctgcggcccg gctaggccaa 
gggcctgtgg cggagtccaa 
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gaggaactag gccgccttcg 
2340 

cggggtcctg gggctggtcc 
2400 

agcgtgtttg ggggcagctc 
2460 

gttattctca gcttcagccc 
2520 

ggccagggcg ctgatctggc 
2580 

aacaggctgc agcaggaggc 
2640 

ctagaggagg gacaagcaca 
2700 

cttgagggtg tctgtgaacg 
2760 

ggcctttcca gacacgtggc 
2820 

cagatgcagg cagccctgct 
2880 

ctgggtgccc ttaacagctc 
2940 

aaggacctca ctgggcctgc 
3000 

cccccaggcc ctgctggacc 
3060 

gggccaccag gtcctcaagg 
3120 

caagtggcat tttcagctgc 
3180 

gacagagtcc tgctcaatga 
3240 

ccactggctg gacgctactt 
3300 

gaggccgtgc tgtcccgctc 
3360 

cctgagggcc tggagaataa 
3420 

gtcttcagcc tcatcctgcc 
3480 

gggcagctgg cgcactcgga 
3540 

gacccagagc ttgaacacgc 
3600 

gagacagcgg gggcggcggg 
3660 

cgagcgccgc acccgggccc 
3720 

gggcgcgccg gcccagggag 
3780 

ccccaagaac ccctccaggg 
3840 

tccactggcc ctccaggtcg 
3900 



ggatggtgtg gagcgctgct 
aggtgttggg ggcccaagcc 
aggctcagcc ctgcaggccc 
cctcaatgac tcactgaatg 
tgacctgggg gcaaccaagg 
cacagagcat gctacagaga 
ggccggccag tgccccagct 
gttggacact gtggctgggg 
tgggctctgg gctgggctcc 
ggagaagctg gtcgggggac 
cctgcagctc ctggaggacc 
aggagaggct gggcccccag 
tccaggatca ccaggcaagg 
tgaacaggga gtggaggggg 
tctgagtttg ccccggtctg 
tggaggctat tatgatccag 
gctgagcgcg gtgctgactg 
caaccagggc gcggcccgcg 
gccggtggcc gagagccagc 
gctgcaggcc ggggacacgg 
ggagccgctc accatcttca 
gtagactggg gtcccgcccg 
ctcctggggt ctcgcctgag 
gcagcggcac cgcgcccaga 
gctcggggcc gcccatgcag 
ccggcctgcg gaggagccga 
attccctggg ctccaggctc 



cctgccccct gttgccccct 
gtgggcccct ggacggcttc 
tgcaaggaga gctctctgag 
agctccagac cactgtggag 
accgtatcat ttctgagatt 
gtgaagagcg cttccgaggc 
tagaggggcg attgggccgt 
gactgcaggg cctgcgcgag 
gggaaaccaa caccaccagc 
aggcgggcct gggcaggcgg 
gtctgcacca gctcagcctg 
ggcctcctgg gctgcaggga 
acgggcaaga gggccccatc 
caccagcagc ccctgtgccc 
aaccaggcac ggtccccttc 
agacaggcgt gttcacagcg 
ggcaccggca cgagaaagtg 
tagactccgg tggctacgag 
ccagcccggg caccctgggc 
tccgcgtcga cctggtcatg 
gcggggccct gctctatggg 
acgtgtctac gtcggctgaa 
acggggcacc tagccctggg 
gcggcctctc cccacgcccg 
acttttggcc tggcgcgatc 
ccctcgcacc ctccgctccc 
ccccgcgcgg gcgccgccca 
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ccgccatact aaacgatcga ggaataaaga cacttggttt ttctaaaaaa aact 
3954 

<210> 2576 
<211> 1016 
<212> PRT 

<213> Homo sapiens 



<400> 2576 



Met 


Ala 


Pro 


Arg 


Thr 


Leu 


Trp 


Ser 


Cys 


Tyr 


Leu Cys 


Cys 


Leu 


Leu 


Thr 


1 








5 










10 








15 




Ala 


Ala 


Ala 


Gly 


Ala 


Ala 


Ser 


Tyr 


Pro 


Pro 


Arg Gly 


Phe 


Ser 


Leu 


Tyr 








20 










25 








30 






Thr 


Gly 


Ser 


Ser 


Gly 


Ala 


Leu 


Ser 


Pro 


Gly 


Gly Pro 


Gin 


Ala 


Gin 


He 






35 










40 








45 








Ala 


Pro 


Arg 


Pro 


Ala 


Ser 


Arg 


His 


Arg 


Asn 


Trp Cys 


Ala 


Tyr 


Val 


Val 




50 










55 








60 










Thr 


Arg 


Thr 


Val 


Ser 


Cys 


Val 


Leu 


Glu 


Asp 


Gly Val 


Glu 


Thr 


Tyr 


Val 


65 










70 










75 








80 


Lys 


Tyr 


Gin 


Pro 


Cys 


Ala 


Trp 


Gly 


Gin 


Pro 


Gin Cys 


Pro 


Gin 


Ser 


He 










85 










90 








95 




Met 


Tyr 


Arg 


Arg 


Phe 


Leu 


Arg 


Pro 


Arg 


Tyr 


Arg Val 


Ala 


Tyr 


Lys 


Thr 








100 










105 








110 






Val 


Thr 


Asp 


Met 


Glu 


Trp 


Arg 


Cys 


Cys 


Gin 


Gly Tyr 


Gly 


Gly 


Asp 


Asp 






115 










120 








125 








Cys 


Ala 


Glu 


Ser 


Pro 


Ala 


Pro 


Ala 


Leu 


Gly 


Pro Ala 


Ser 


Ser 


Thr 


Pro 




130 










135 








140 










Arg 


Pro 


Leu 


Ala 


Arg 


Pro 


Ala 


Arg 


Pro 


Asn 


Leu Ser 


Gly 


Ser 


Ser 


Ala 


145 










150 










155 








160 


Gly 


Ser 


Pro 


Leu 


Ser 


Gly 


Leu 


Gly 


Gly 


Glu 


Gly Pro 


Gly 


Glu 


Ser 


Glu 










165 










170 








175 




Lys 


Val 


Gin 


Gin 


Leu 


Glu 


Glu 


Gin 


Val 


Gin 


Ser Leu 


Thr 


Lys 


Glu 


Leu 








180 










18S 








190 






Gin 


Gly 


Leu 


Arg 


Gly 


Val 


Leu 


Gin 


Gly 


Leu 


Ser Gly 


Arg 


Leu 


Ala 


Glu 






195 










200 








205 








Asp 


Val 


Gin 


Arg 


Ala 


Val 


Glu 


Thr 


Ala 


Phe 


Asn Gly 


Arg 


Gin 


Gin 


Pro 




210 










215 








220 










Ala 


Asp 


Ala 


Ala 


Ala 


Arg 


Pro 


Gly 


Val 


His 


Glu Thr 


Leu 


Asn 


Glu 


He 


225 










230 










235 








240 


Gin 


His 


Gin 


Leu 


Gin 


Leu 


Leu 


Asp 


Thr 


Arg 


Val Ser 


Thr 


His 


Asp 


Gin 










245 










250 








255 




Glu 


Leu 


Gly 


His 


Leu 


Asn 


Asn 


His 


His 


Gly 


Gly Ser 


Ser 


Ser 


Ser 


Gly 








260 










265 








270 






Gly 


Ser 


Arg 


Ala 


Pro 


Ala 


Pro 


Ala 


Ser 


Ala 


Pro Pro 


Gly 


Pro 


Ser 


Glu 






275 










280 








28S 








Glu 


Leu 


Leu 


Arg 


Gin 


Leu 


Glu 


Gin 


Arg 


Leu 


Gin Glu 


Ser 


Cys 


Ser 


Val 




290 










295 








300 










Cys 


Leu 


Ala 


Gly 


Leu 


Asp 


Gly 


Phe 


Arg 


Arg 


Gin Gin 


Gin 


Glu 


Asp 


Arg 


305 










310 










315 








320 


Glu 


Arg 


Leu 


Arg 


Ala 


Met 


Glu 


Lys 


Leu 


Leu 


Ala Ser 


val 


Glu 


Glu 


Arg 










325 










330 








335 




Gin 


Arg 


His 


Leu 


Ala 


Gly 


Leu 


Ala 


Val 


Gly 


Arg Arg 


Pro 


Pro 


Gin 


Glu 








340 










345 








3S0 






Cys 


Cys 


Ser 


Pro 


Glu 


Leu 


Gly 


Arg 


Arg 


Leu 


Ala Glu 


Leu 


Glu 


Arg 


Arg 
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355 360 365 

Leu Asp Val Val Ala Gly Ser Val Thr Val Leu Ser Gly Arg Arg Gly 

370 375 380 

Thr Glu Leu Gly Gly Ala Ala Gly Gin Gly Gly His Pro Pro Gly Tyr 
38S 390 395 400 

Thr Ser Leu Ala Ser Arg Leu Ser Arg Leu Glu Asp Arg Phe Asn Ser 

405 410 415 

Thr Leu Gly Pro Ser Glu Glu Gin Glu Glu Ser Trp Pro Gly Ala Pro 

420 425 430 

Gly Gly Leu Ser His Trp Leu Pro Ala Ala Arg Gly Arg Leu Glu Gin 

435 440 445 

Leu Gly Gly Leu Leu Ala Asn Val Ser Gly Glu Leu Gly Gly Arg Leu 

450 455 460 

Asp Leu Leu Glu Glu Gin Val Ala Gly Ala Met Gin Ala Cys Gly Gin 
465 470 475 480 

Leu Cys Ser Gly Ala Pro Gly Glu Gin Asp Ser Gin Val Ser Glu lie 

485 490 49S 

Leu Ser Ala Leu Glu Arg Arg Val Leu Asp Ser Glu Gly Gin Leu Arg 

500 505 510 

Leu Val Gly Ser Gly Leu His Thr Val Glu Ala Ala Gly Glu Ala Arg 

515 520 525 

Gin Ala Thr Leu Glu Gly Leu Gin Glu Val Val Gly Arg Leu Gin Asp 

530 535 540 

Arg Val Asp Ala Gin Asp Glu Thr Ala Ala Glu Phe Thr' Leu Arg Leu 
545 1 550 5S5 560 

Asn Leu Thr Ala Ala Arg Leu Gly Gin Leu Glu Gly Leu Leu Gin Ala 

565 570 575 

His Gly Asp Glu Gly Cys Gly Ala Cys Gly Gly Val Gin Glu Glu Leu 

580 585 590 

Gly Arg Leu Arg Asp Gly Val Glu Arg Cys Ser Cys Pro Leu Leu Pro 

595 600 60S 

Pro Arg Gly Pro Gly Ala Gly Pro Gly Val Gly Gly Pro Ser Arg Gly 

610 615 620 

Pro Leu Asp Gly Phe Ser Val Phe Gly Gly Ser Ser Gly Ser Ala Leu 
625 630 635 640 

Gin Ala Leu Gin Gly Glu Leu Ser Glu Val He Leu Ser Phe Ser Ser 

645 650 655 

Leu Asn Asp Ser Leu Asn Glu Leu Gin Thr Thr Val Glu Gly Gin Gly 

660 665 670 

Ala Asp Leu Ala Asp Leu Gly Ala Thr Lys Asp Arg He He Ser Glu 

675 680 685 

He Asn Arg Leu Gin Gin Glu Ala Thr Glu His Ala Thr Glu Ser Glu 

690 695. 700 

Glu Arg Phe Arg Gly Leu Glu Glu Gly Gin Ala Gin Ala Gly Gin Cys 
70S 710 71S 720 

Pro Ser Leu Glu Gly Arg Leu Gly Arg Leu Glu Gly Val Cys Glu Arg 

725 730 735 

Leu Asp Thr Val Ala Gly Gly Leu Gin Gly Leu Arg Glu Gly Leu Ser 

740 745 750 

Arg His Val Ala Gly Leu Trp Ala Gly Leu Arg Glu Thr Asn Thr Thr 

755 760 765 

Ser Gin Met Gin Ala Ala Leu Leu Glu Lys Leu Val Gly Gly Gin Ala 

770 775 780 

Gly Leu Gly Arg Arg Leu Gly Ala Leu Asn Ser Ser Leu Gin Leu Leu 
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TO C 

78b 








790 


■jqc 


800 


ulu 


sp 




Leu 


ui c (~t 1 n T an Car T.on 
HIS. ulu JUcU act Lieu 


T.v<! Ac ri [,pii TY\ r* fil v 
uya r*a^ ucu -lux. uxy 


Pro Ala 










one 


B1U 


815 


Gly 


\j1U 


Aid 




tro tro v/iy fro fro 


uiy ijcu tjXii uiy riu 


Pro Gly 








□ *> f\ 




830 




Piro 


Hid 


vsiy 


Pro 


fro oiy jci rio uiy 


t ve Ago PI vr ni n fTl Til 


Gly Pro 






835 




84 0 


84 5 




lie 


Gly 


Pro 


Pro 


Gly Pro Gin Gly Glu 


„ Pi «» INl Pill Pi v 

uin oiy vai biu oiy 


Ala Pro 




850 






855 


860 




a1 -» 
Ala 


Aid 


Pro 


vai 


n,.. pi n i/ a 1 Ala nha 

fro uin vai Aia fne 


Cnv Al a Al a T 011 Cor 1 
Set Alel Ala Litiu act 


Leu Pro 


865 








870 


875 


880 


Arg 


Ser 


Glu 


Pro 


Gly Thr val Pro Pne 


Asp Arg Val Leu Leu 


Asn Asp 










885 


890 


895 


Gly 


Gly 


iyr 


Tyr 


MSp **iW OXU. IIXL VjX y 


Val Pha Thr Ala Prn 
VctX rile lux. nio riu 










900 


905 


910 




Gly 


Arg 


Tyr 


Leu 


Leu Ser Ala Val Leu 


Thr Gly His Arg His 


Glu Lys 






915 




920 


925 




Val 


Glu 


Ala 


Val 


Leu Ser Arg Ser Asn 


Gin Gly Val Ala Arg 


Val Asp 




930 






935 


940 




Ser 


Gly 


Gly 


Tyr 


Glu Pro Glu Gly Leu 


Glu Asn Lys Pro Val 


Ala Glu 


945 








950 


955 


960 


Ser 


Gin 


Pro 


Ser 


Pro Gly Thr Leu Gly 


Val Phe Ser Leu lie 


Leu Pro 










965 


970 


975 


Leu 


Gin 


Ala 


Gly 


Asp Thr Val Cys Val 


Asp Leu Val Met Gly 


Gin Leu 








980 


985 


990 




Ala 


His 


Ser 


Glu 


Glu Pro Leu Thr lie 


Phe Ser Gly Ala Leu 


Leu Tyr 






995 




1000 


1005 




Gly 


Asp 


Pro 


Glu 


Leu Glu His Ala 







1010 1015 



<210> 2577 

<211> 343 

<212> DNA 

<213> Homo sapiens 

<400> 2577 

acgcgtgaag ggggagggtc atggcctcct gggcttcaag gaggagctgg ggctggggtg 
60 

ggggcgtggt gcattcatcc ccggccgcag ctgatctgga gccatctgta gegaaatget 
120 

tgctgagcaa attacgaggg tcaacaggag cagggcagac gcttctccca cctgctggcc 
180 

agtgttcccc cggctaccgt gcactcagcc ccacagtgac ccctgagtgg ataccggccc 
240 

tgcctgccct gggctctcaa tgggggctcg gggcctcaca gggccagcac gagecacttg 
300 

ccagggtctc caacagaccc tgagcctggc agtccctggg ccc 
343 

<210> 2578 

<211> 100 

<212> PRT 

<213> Homo sapiens 
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<400> 2578 










Met Ala 


Ser 


Trp 


Ala Ser Arg Arg Ser Trp 


Gly Trp Gly Gly Gly 


Val 


1 






5 10 


15 




Val His 


Ser 


Ser 


Pro Ala Ala Ala Asp Leu 


Glu Pro Ser Val Ala 


Lys 






20 


25 


30 




Cys Leu 


Leu 


Ser 


Lys Leu Arg Gly Ser Thr 


Gly Ala Gly Gin Thr 


Leu 


35 




40 


45 




Leu Pro 


Pro 


Ala 


Gly Gin Cys Ser Leu Gly 


Tyr Arg Ala Leu Ser 


Pro 


50 






55 


60 




Thr Val 


Thr 


Pro 


Glu Trp He Pro Ala Leu 


Pro Ala Leu Gly Ser 


Gin 


65 






70 


75 


80 


Trp Gly 


Leu 


Gly 


Ala Ser Gin Gly Gin His 


Glu Pro Leu Ala Arg 


Val 






85 90 


95 




Ser Asn 


Arg 


Pro 












100 









<210> 2579 

<211> 420 

<212> DNA 

<213> Homo sapiens 

<400> 2579 

ntcatgatct tcagaagctg tattaatttg gccgcattta tcatcatagt tttttcctat 
60 

ggaagcatgt tttatagtgt tcatcaaagt gccataacag caactgaaat acggaatcaa 
120 

gttaaaaaag agatgatcct tgccaaacgt tttttcttta tagtatttac tgatgcatta 
180 

tgctggatac ccatttttgt agtgaaattt ctttcactgc ttcaggtaga aataccaggt 
240 

accataacct cttgggtagt gatttttatt ctgcccatta acagtgcttt gaacccaatt 
300 

ctctatactc tgaccacaag accatttaaa gaaatgattc atcggttttg gtataactac 
360 

agacaaagaa aatctatgga cagcaaaggt cagaaaacag aggctggagt gtgctcgcga 
420 

<210> 2580 

<211> 140 

<212> PRT 

<213> Homo sapiens 



<400> 2580 



Xaa 


Met 


He 


Phe 


Arg 


Ser 


Cys 


He 


Asn 


Leu 


Ala Ala Phe 


lie 


He 


He 


1 








5 










10 






15 




Val 


Phe 


Ser 


Tyr 


Gly 


Ser 


Met 


Phe 


Tyr 


Ser 


Val His Gin 


Ser 


Ala 


lie 








20 










25 






30 






Thr 


Ala 


Thr 


Glu 


lie 


Arg 


Asn Gin 


Val 


Lys 


Lys Glu Met 


He 


Leu 


Ala 






35 










40 






45 








Lys 


Arg 


Phe 


Phe 


Phe 


He 


Val 


Phe 


Thr 


Asp 


Ala Leu Cys 


Trp 


He 


Pro 




50 










55 








60 








He 


Phe 


Val 


Val 


Lys 


Phe 


Leu 


Ser 


Leu 


Leu 


Gin Val Glu 


He Pro Gly 


65 










70 










75 






80 


Thr 


He 


Thr 


Ser 


Trp 


Val 


Val 


He 


Phe 


He 


Leu Pro He 


Asn 


Ser 


Ala 
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85 

Leu Asn Pro He Leu 
100 

He His Arg Phe Trp 
11S 

Lys Gly Gin Lys Thr 
130 

<210> 2S81 
<211> 459 
<212> DNA 
<213> Homo sapiens 

<400> 2581 

atgctgtttt cggccactat gccggccccg attatggccc tagcccggtc ccaactgcgt 
60 

cgtccggtgc acgtccgcgc cgaaggagcc gacacccaga ccacggtgcc cgacacccag 
120 

cagtttgtat accaggccca ttccctcgac aagattgaga tcattggacg cattctgcag 
180 

gccaacgacg tcgaaaaggt cattatcttc tgccgcacca agcgtgcatg ccagcggctt 
240 

tctgacgacc tcgacgaccg cggtttcaaa acccgcgcca tccacggtga tctcacgcag 
300 

gtcgcgcgtg aaaaggcgct caagaaattc cgtcatggcg aggcgaccat cctggtggcg 
360 

accgatgtcg ctgcccgtgg cattgacgtc accggggtgt cccacgtcat caaccatgaa 
420 

tgtcccgaag acgagaaaac atacgtccac cgcattggt 
459 

<210> 2582 
<211> 1S3 
<212> PRT 
<213> Homo sapiens 

<400> 2582 
Met Leu Phe Ser Ala 

1 5 
Ser Gin Leu Arg Arg 
20 

Gin Thr Thr Val Pro 
35 

Leu Asp Lys He Glu 
50 

Glu Lys Val He He 
65 

Ser Asp Asp Leu Asp 
85 

Asp Leu Thr Gin Val 
100 

Gly Glu Ala Thr He 
115 

Asp Val Thr Gly Val 



90 95 
Tyr Thr Leu Thr Thr Arg Pro Phe Lys Glu Met 

105 HO 
Tyr Asn Tyr Arg Gin Arg Lys Ser Met Asp Ser 

120 125 
Glu Ala Gly Val Cys Ser Arg 
135 140 



Thr Met Pro Ala 
Pro Val 
Asp Thr 



He He 

55 
Phe Cys 
70 

Asp Arg 
Ala Arg 
Leu Val 
Ser His 



His Val 

25 
Gin Gin 
40 

Gly Arg 



Arg Thr 

Gly Phe 

Glu Lys 
105 
Ala Thr 
120 

Val He 



Pro He Met 
10 

Arg Ala Glu 

Phe Val Tyr 

He Leu Gin 
60 

Lys Arg Ala 
75 

Lys Thr Arg 
90 

Ala Leu Lys 
Asp Val Ala 
Asn His Glu 



Ala Leu 

Gly Ala 

30 
Gin Ala 
45 

Ala Asn 

Cys Gin 

Ala He 

Lys Phe 
110 
Ala Arg 
125 

Cys Pro 



Ala Arg 
15 

Asp Thr 

His Ser 

Asp Val 

Arg Leu 
80 

His Gly 
95 

Arg His 
Gly He 
Glu Asp 
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no 135 140 

Glu Lys Thr Tyr Val His Arg lie Gly 
145 150 

<210> 2583 
<211> 7098 
<212> DNA 

<213> Homo sapiens 
<400> 2583 

ctgttgccgc gccgggtggg tgcattttaa ttttctcatt ccctgaacta tgggttatga 
60 

tatccatact cactgaagac aaaaagccac cttttctgcg tcttggtggc atgcatgtgt 
120 

ctcatcaccc tttcaaactt gtggtggaac agggttttct tccctgtctg tgtattttga 
180 

gccagcacag ttaccaaaat tgaacttgtc tttcgcttgt gaacggttgt ggtcattgtg 
240 

agggcgggtc atgaggaggc tgtagccaag gacgaggtgt gtgcggctgt tgcctggacg 
300 

tttgtccaat ccacgttgac atttgaggga tcacagcgtg tgaaaatgaa ctcagaggag 
360 

aattggtgaa ttcctatcca gtgggcattt tcaaaccctg gtcgacggcg gaagaatatc 
420 

aggtcctgag atcacccacc cggcgcggca acagtgcaga gtggccacat ctggtggaag 
480 

aagaaaaaaa tgtagttatt gaattcaatc aagtgtttgc atctttcaag ctatcaacaa 
540 

aattccatca agaaaggttc cagttggtct cacagacgta tggatatccg aggagccacc 
600 

taaagatgga gaaatcaagg catagagaga ttaagtgact ttgccacagt cacaagctgg 
660 

agaggaccag gagtagagct tagagcgagc ccctgactct gggcctgcgt cctgccagga 
720 

gtcacgctgc ctccgttcct aggagagaag acttcctgta agatggaggt ggacaccgag 
780 

gagaagcggc atcgcacgcg gtccaaaggg gttcgagttc ccgtggaacc agccatacaa 
840 

gagctgttca gctgtcccac ccctggctgt gacggcagtg gtcatgtcag tggcaaatat 
900 

gcaagacaca gaagtgtata tggttgtccc ttggcgaaaa aaagaaaaac acaagataaa 
960 

cagccccagg aacctgctcc taaacgaaag ccatttgccg tgaaagcaga cagctcctca 
1020 

gtggatgagt gtgacgacag tgatgggact gaggacatgg atgagaagga ggaggatgag 
1080 

ggggaggagt actccgagga caatgacgag ccaggggatg aggacgagga ggacgaggag 
1140 

ggggaccggg agggggagga ggagatcgag gaggaggatg aggacgatga cgaggatgga 
1200 

gaagatgtgg aggatgaaga agaggaagag gaggaggagg aggaggagga agaggaagaa 
1260 

gaaaacgaag accatcaaat gaatcgtcac aatactcgaa taatgcaaga cacagaaaag 
1320 
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gatgataaca atagtgacga 
1380 

aacctcggca aaatcgctga 
1440 

agcaatacct ccaatagtct 
1S00 

agtgagttga gtttagactt 
1S60 

ctattagccc aaggacacgg 
1620 

gacagcatgt cgcagcaaga 
1680 

aacaacggac tcatggaaaa 
1740 

ctggagtgtt tgaggaatca 
1800 

caggagagga atccgcagca 
1860 

ttcccaggaa ggacgccgga 
1920 

gagcagttga gcccccggtc 
1980 

gagcgggacg acgataccac 
2040 

accaagggga acctgaccct 
2100 

gccatgaggg agaagatggc 
2160 

gaccagtctc cgagacaacC 
2220 

gtcaaaaagc catactatgg 
2280 

ccaacccccg ggtgtgatgg 
2340 

ctgtccggat gcccgcacaa 
2400 

gtcctcaagt. gccccactcc 
2460 

tcccaccgaa gcctctccgg 
2520 

gaaaagcacc agagctgcga 
2580 

ccaatgtgct ttgtgaagca 
2640 

acaactacgc cgcgttccaa 
2700 

gaatacaaca gttacgacaa 
2760 

accagggata tatcccccaa 
2820 

cccagcagca gcagcaccag 
2880 

gggggcagca gcgccagcag 
2940 



atatgacaat tacgatgaac 
ggatgcagcc taccgggcca 
ggaagacgat agtgacaaaa 
agacagtgat gttgttagag 
tgttgtgctc tcagaaaaca 
cagtagaaat atgaattacg 
gatggtggag gagagcgatg 
gtgcttcgac ctggccagga 
gaacatgaac atccgtcagc 
cagaaactac tcggacatgc 
gagagtgttt gccagctgtg 
ctctgtgaac tcggacaggt 
gctggagaaa gccatcgctt 
catggaagct gggaggaggg 
tcccggggag gacagaaagc 
caaagatccc tcaagaacag 
aaccggccac gtaactgggc 
agatagggtc cctccagaaa 
gggctgcacg gggcgcgggc 
atgcccgacc gctgcagcag 
cgtgtccaag tccagccagg 
gctggagatt cctcagtatg 
cctggccaag gagctcgaga 
ccatacttat ggcaagcgag 
aggacatgat gatgcgaagc 
cagctacgcg cccagcagca 
cacgtgcagc aagagcagct 



tggtggccaa gtcattgtta 
ggactgagtc agaaatgaac 
acgaaaacct gggtcggaaa 
aaacagtgga ctcccttaaa 
tgaatgacag aaattatgca 
tcatgttggg gaagcccatg 
aggaggtgtg tctgagcagt 
agctcagtga gaccaacccg 
atgtccggcc agaagaggac 
tgaacctcat gcggctggag 
cgaaggagga tgggtgtcat 
ctgaagaggt gttcgacatg 
tggaaacgga aagagcaaag 
acaatatgag gtcatatgag 
ctaaatccag tgacagccat 
aaaagaaaga gagcaagtgt 
tgtacccaca tcaccgcagc 
tccttgccat gcatgaaagt 
atgtcaacag caacaggaac 
agaaactggc caaggcacag 
cctcggaccg cgtgctcagg 
gctacagaaa caatgtcccc 
aatattccaa aacctcgttt 
ccatagctcc caaggtgcaa 
ggtactgcaa ggaccccagc 
gcagcaacct gagctgcggc 
ccgactacac gcacgacatg 
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gaggcggccc acatggcggc caccgccatc ctcaacctgt ccacgcgctg ccgcgagatg 
3000 

ccgcagaacc tgagcaccaa gccgcaggac ctgtgcgcca cgcggaaccc tgacatggag 
3060 

gcggatgaga acgggaccct ggacctcagc atgaacaagc agaggccgcg ggacagctgc 
3120 

tgccccatcc tgacccctct ggagcccatg tccccccagc agcaggcagt gatgaacaac 
3180 

cggtgtttcc agctgggcga gggcgactgc tgggacttgc ccgtagacta caccaaaatg 
3240 

aaaccccgga ggatagacga ggacgagtcc aaagacatta ctccagaaga cttggaccca 
3300 

ttccaggagg ctctagaaga aagacggtat cccggggagg tgaccatccc aagtcccaaa 
3360 

cccaagtacc ctcagtgcaa ggagagcaaa aaggacttaa taactctgtc tggctgcccc 
3420 

ctggcggaca aaagcattcg aagtatgctg gccaccagct cccaagaact caagtgcccc 
3480 

acgcctggct gtgatggttc tggacatatc accggcaatt atgcttctca tcggagcctt 
3540 

tcaggttgcc caagagcaaa gaaaagtggt atcaggatag cacagagcaa agaagataaa 
3600 

gaagatcaag aacccatcag gtgtccggtc cccgggtgcg acggccaggg ccacatcact 
3660 

gggaagtacg cgtcccatcg cagcgcctcc gggtgcccct tggcggccaa gaggcagaaa 
3720 

gacgggtacc tgaatggctc ccagttctcc tggaagtcgg tcaagacgga aggcatgtcc 
3780 

tgccccacgc caggatgcga cggctcaggc cacgtcagcg gcagcttcct cacacaccgc 
3840 

agcttgtcag gatgcccgag agccacgtca gcgatgaaga aggcaaagct ttctggagag 
3900 

cagatgctga ccatcaaaca gcgggccagc aacggtatag aaaatgatga agaaatcaaa 
3960 

cagttagatg aagaaatcaa ggagctaaat gaatccaatt cccagatgga agccgatatg 
4020 

attaaactca gaactcagat taccacgatg gagagcaacc tgaagaccat cgaagaggag 
4080 

aacaaagtga ttgagcagca gaacgagtct ctcctccacg agctggcgaa cctgagccag 
4140 

tctctgatcc acagcctggc taacatccag ctgccgcaca tggatccaat caatgaacaa 
4200 

aatttcgatg cttacgtgac tactttgacg gaaatgtata caaatcaaga tcgttatcag 
4260 

agtccagaaa ataaagccct actggaaaat a'taaagcagg ctgtgagagg aattcaggtc 
4320 

tgaacagctg ctgtagtgat gaaactcttg cttaaaaagg atgcctcttg ttttttgctg 
4380 

ctgtaactta ccagaaagtg ttctatattt atttctgttt gaatttgaaa cagtgttatg 
4440 

cttacaagac ttcataatga ttttatgtct tgctttaaag atagtacctg cagaatagtt 
4500 

tttgaataca cccacatttt gtacgtttcc atgtaagctg acatagtgtt ctgccatgta 
4560 
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atgtttatag ctgctgatgt atgcacattt 
4620 

tgatcaaaat aaatagagtg taaattcttt 
46B0 

ttttgaactg aaatggacac acaaacacac 
4740 

gatcatgttg tggctgagca gccgcttttt 
4800 

actttatgga atttaagaaa tacattttgt 
4860 

gcaaaaatgc tttatttttg aacaatgctt 
4920 

gttttaggag gatggtgtat ggtgggggca 
4980 

tggcatatgg attaactgta agaaatgaaa 
5040 

catggaaact tggcagaaga ttcaaagcag 
5100 

gcgttacatg gttgtgacta tggaaactcc 
5160 

aacgtgaaga tttccttttc cattttcaat 
S220 

ctagagtttc gtgcccctct gaaccgtctg 
5280 

gtgtgttttc gatttaagct aaaagataat 
5340 

aaaaaattat gattattcct attattgtta 
5400 

aaggcaaatg atttgtgagt cttctagtta 
5460 

gaaggcagct cggtaaagtt tccctcctgc 
5520 

catttggtcc tattcagagg actcttacca 
5580 

ccagctgacc atagagcatt tgcagagcct 
5640 

aatgaatgca atcagatttt aaaagtaact 
5700 

ctagatcatc ttagacttgt ttataccttc 
5760 

cactatatgt atgcataaga ccacttttga 
5820 

tgacgacgtg ttgtgttttc tgatgttgac 
5880 

ccatgtcttg atgttatgca ggaagtacag 
5940 

aaaaagatgg gttttgtaaa aataaaaaaa 
6000 

gtcattgtcc ccacaatgtg ccagtcgact 
6060 

acggaggtgt gcaattcctc gtgtcagtag 
6120 

gaggagccct cacggctgac caataatgtt 
6180 



gggggtatat ctatttctga agaggtaagc 
ttaatgcttt agtgattaaa tgttttagta 
acacgcacac acagacccac agctttgaat 
agacgttatc attttgcctc atgttggagg 
gcgcataccg tttcatagca agaattcgct 
ggaaatatta tgtgactttt ttgtttgttt 
ataaatgagg ttttttgcat tccaaggaaa 
taagtaattt attgtaagac aacatcaagc 
cttaaacagc acttttaaat taactcctaa 
agtcaagaca ggatcttatc agaggtggac 
aaactttgga acaaccttct cgtatctccc 
ttactgcaat gtagtttatc aacagaattt 
ttaagaacat ttatttcccc ttttcacttt 
tgaaccttct tattttacat ttgagggata 
ctggaccgag ttttctgctg gatctggtgg 
tccccccgcc cgactttgac tctgaatcag 
cgacgtttct gttctacact tgggtggaga 
cattgtttga tttcttgtga ctattctaag 
aaatatactt cagcactttt ttgctttaaa 
cagatttgat tgttttactc ccaatgactg 
gcgccgtgtt cccccttctg agtagtcctt 
ttgagttcca tttagtagca tctcttcctt 
acgtacttta aatttttgtt atgaaataaa 
aaatattttt agcagaacag gacttacagg 
atttgcactt accttgtcct atatatccgt 
ccttgtgaca ctgaacctgg atggattata 
gcaaagggag actacaggga tctcacgacg 
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aatattctga tacaatactc aacctcggta tatatatatg tgtataaata tatgtatatc 
6240 

ccagcggcac tttatactgt tcactgtaca aaagcttaca gttttccaca aggactttaa 
6300 

taactagctg ggaaaagacg atgtaattat ttcggggctc tgcggaacct tctctgtaca 
6360 

gcgccccctt tctgttgtgc tattggttgc agctgccatg ctcagaatgc gttttgagag 
6420 

ctgaagcaag gtgcttgcag tcacctgagg ccgtccgtgt ggcccagggc cccagctgcc 
v6480 

tttagggccc ccattgttca taacagcata tgcatttccc caccgcgttg tgtctgcagc 
6540 

ttctttgcca atatagtaat gcttttagta gagtactaga tagtatcagt tttggattct 
6600 

tattgttatc acctatgtac aatggaaagg gattttaagc acaaacctgc tgctcatcta 
6660 

acgttggtac ataatctcaa atcaaaagtt atctgtgact attatatagg gatcacaaaa 
6720 

gtgtcacata ttagaatgct gacctttcat atggattatt gtgagtcatc agagtttatt 
6780 

ataacttatt gttcatattc atttctaagt taatttaagt aatcatttat taagacagaa 
6840 

ttttgtataa actatttatt gtgctctctg tggaactgaa gtttgattta tttttgtact 
6900 

acacggcatg ggtttgttga cactttaatt ttgctataaa tgtgtggaat cacaagttgc 
6960 

tgtgatactt catttttaaa ttgtgaactt tgtacaaatt ttgtcatgct ggatgttaac 
7020 

acatcctact ctaaataaac aaggtgttgc cacatttgta gcacgaaaaa aaaaaaaaaa 
7080 

aaaaaaaaaa aaaaaaaa 
7098 

<210> 2584 
<211> 1186 
<212> PRT 

<2X2> Homo sapiens 



<400> 2584 



Met 


Glu 


Val 


Asp 


Thr 


Glu 


Glu 


Lys 


Arg 


His 


Arg 


Thr 


Arg 


Ser 


Lys 


Gly 


l 








5 










10 










15 




Val 


Arg 


Val 


Pro 
20 


Val 


Glu 


Pro 


Ala 


He 
25 


Gin 


Glu 


Leu 


Phe 


Ser 
30 


Cys 


Pro 


Thr 


Pro 


Gly 
35 


Cys 


Asp 


Gly 


Ser 


Gly 
40 


His 


Val 


Ser 


Gly 


Lys 
45 


Tyr 


Ala 


Arg 


His 


Arg 
50 


Ser 


val 


Tyr 


Gly 


Cys 
55 


Pro 


Leu 


Ala 


Lys 


Lys 
60 


Arg 


Lys 


Thr 


Gin 


Asp 


Lys 


Gin 


Pro 


Gin 


Glu 


Pro 


Ala 


Pro 


Lys 


Arg 


Lys 


Pro 


Phe 


Ala 


Val 


65 










70 










75 










80 


Lys 


Ala 


Asp 


Ser 


Ser 
85 


Ser 


Val 


Asp 


Glu 


Cys 
90 


Asp 


Asp 


Ser 


Asp 


Gly 
95 


Thr 


Glu 


Asp 


Met 


Asp 
100 


Glu 


Lys 


Glu 


Glu 


Asp 
105 


Glu 


Gly 


Glu 


Glu 


Tyr 
110 


Ser 


Glu 


Asp 


Asn 


Asp 


Glu 


Pro 


Gly 


Asp 


Glu 


Asp 


Glu 


Glu 


Asp 


Glu 


Glu 


Gly 


Asp 
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115 



120 



125 



Arg Glu Gly Glu Glu Glu He Glu Glu Glu Asp Glu Asp Asp Asp Glu 

130 13S 140 

Asp Gly Glu Asp Val Glu Asp Glu Glu Glu Glu Glu Glu Glu Glu Glu 
14S 150 155 160 

Glu Glu Glu Glu Glu Glu Glu Asn Glu Asp His Gin Met Asn Cys His 

165 170 175 

Asn Thr Arg He Met Gin Asp Thr Glu Lys Asp Asp Asn Asn Ser Asp 

180 185 190 

Glu Tyr Asp Asn Tyr Asp Glu Leu Val Ala Lys Ser Leu Leu Asn Leu 

195 200 205 

Gly Lys He Ala Glu Asp Ala Ala Tyr Arg Ala Arg Thr Glu Ser Glu 

210 215 220 

Met Asn Ser Asn Thr Ser Asn Ser Leu Glu Asp Asp Ser Asp Lys Asn 
225 230 235 240 

Glu Asn Leu Gly Arg Lys Ser Glu Leu Ser Leu Asp Leu Asp Ser Asp 

245 250 255 

Val Val Arg Glu Thr Val Asp Ser Leu Lys Leu Leu Ala Gin Gly His 

260 265 270 

Gly Val Val Leu Ser Glu Asn Met Asn Asp Arg Asn Tyr Ala Asp Ser 

275 280 285 

Met Ser Gin Gin Asp Ser Arg Asn Met Asn Tyr Val Met Leu Gly Lys 

290 295 300 

Pro Met Asn Asn Gly Leu Met Glu Lys Met Val Glu Glu Ser Asp Glu 
305 310 315 320 

Glu Val Cys Leu Ser Ser Leu Glu Cys Leu Arg Asn Gin Cys Phe Asp 

325 330 335 

Leu Ala Arg Lys Leu Ser Glu Thr Asn Pro Gin Glu Arg Asn Pro Gin 

340 345 350 

Gin Asn Met Asn He Arg Gin His Val Arg Pro Glu Glu Asp Phe Pro 

355 360 365 

Gly Arg Thr Pro Asp Arg Asn Tyr Ser Asp Met Leu Asn Leu Met Arg 
370 375 380 



Lys Glu Asp Gly Cys His Glu Arg Asp Asp Asp Thr Thr Ser Val Asn 

405 410 415 

Ser Asp Arg Ser Glu Glu Val Phe Asp Met Thr Lys Gly Asn Leu Thr 

420 425 430 

Leu Leu Glu Lys Ala He Ala Leu Glu Thr Glu Arg Ala Lys Ala Met 

435 440 445 

Arg Glu Lys Met Ala Met Glu Ala Gly Arg Arg Asp Asn Met Arg Ser 

4S0 455 460 

Tyr Glu Asp Gin Ser Pro Arg Gin Leu Pro Gly Glu Asp Arg Lys Pro 
465 470 47S 480 

Lys Ser Ser Asp Ser His Val Lys Lys Pro Tyr Tyr Gly Lys Asp Pro 

485 490 495 

Ser Arg Thr Glu Lys Lys Glu Ser Lys Cys Pro Thr Pro Gly Cys Asp 

500 505 510 

Gly Thr Gly His Val Thr Gly Leu Tyr Pro His His Arg Ser Leu Ser 

515 520 52S 

Gly Cys Pro His Lys Asp Arg Val Pro Pro Glu He Leu Ala Met His 

530 535 S40 

Glu Ser Val Leu Lys Cys Pro Thr Pro Gly Cys Thr Gly Arg Gly His 



Leu Glu Glu Gin Leu 
385 



Ser Pro Arg Ser Arg 
390 



Val Phe Ala Ser Cys Ala 
395 400 
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545 550 555 560 

val Asn Ser Asn Arg Asn Ser His Arg Ser Leu Ser Gly Cys Pro lie 

565 570 575 

Ala Ala Ala Glu Lys Leu Ala Lys Ala Gin Glu Lys His Gin Ser Cys 

580 58S 590 

Asp Val Ser Lys Ser Ser Gin Ala Ser Asp Arg Val Leu Arg Pro Met 

595 600 605 

Cys Phe Val Lys Gin Leu Glu lie Pro Gin Tyr Gly Tyr Arg Asn Asn 

610 615 620 

val Pro Thr Thr Thr Pro Arg Ser Asn Leu Ala Lys Glu Leu Glu Lys 
625 630 635 640 

Tyr Ser Lys Thr Ser Phe Glu Tyr Asn Ser Tyr Asp Asn His Thr Tyr 

645 650 655 

Gly Lys Arg Ala lie Ala Pro Lys Val Gin Thr Arg Asp lie Ser Pro 

660 655 670 

Lys Gly Tyr Asp Asp Ala Lys Arg Tyr Cys Lys Asp Pro Ser Pro Ser 

675 680 685 

Ser Ser Ser Thr Ser Ser Tyr Ala Pro Ser Ser Ser Ser Asn Leu Ser 

690 695 700 

Cys Gly Gly Gly Ser Ser Ala Ser Ser Thr Cys Ser Lys Ser Ser Phe 
705 710 715 720 

Asp Tyr Thr His Asp Met Glu Ala Ala His Met Ala Ala Thr Ala He 

725 730 735 

Leu Asn Leu Ser Thr Arg Cys Arg Glu Met Pro Gin Asn Leu Ser Thr 

740 745 750 

Lys Pro Gin Asp Leu Cys Ala Thr Arg Asn Pro Asp Met Glu Val Asp 

755 760 765 

Glu Asn Gly Thr Leu Asp Leu Ser Met Asn Lys Gin Arg Pro Arg Asp 

770 775 780 

Ser Cys Cys Pro He Leu Thr Pro Leu Glu Pro Met Ser Pro Gin Gin 
785 790 795 800 

Gin Ala Val Met Asn Asn Arg Cys Phe Gin Leu Gly Glu Gly Asp Cys 

805 810 815 

Trp Asp Leu Pro Val Asp Tyr Thr Lys Met Lys Pro Arg Arg He Asp 

820 825 830 

Glu Asp Glu Ser Lys Asp He Thr Pro Glu Asp Leu Asp Pro Phe Gin 

835 840 845 

Glu Ala Leu Glu Glu Arg Arg Tyr Pro Gly Glu Val Thr He Pro Ser 

850 855 860 

Pro Lys Pro Lys Tyr Pro Gin Cys Lys Glu Ser Lys Lys Asp Leu He 
865 870 875 880 

Thr Leu Ser Gly Cys Pro Leu Ala Asp Lys Ser He Arg Ser Met Leu 

885 890 895 

Ala Thr Ser Ser Gin Glu Leu Lys Cys Pro Thr Pro Gly Cys Asp Gly 

900 90S 910 

Ser Gly His He Thr Gly Asn Tyr Ala Ser His Arg Ser Leu Ser Gly 

915 920 925 

Cys Pro Arg Ala Lys Lys Ser Gly He Arg He Ala Gin Ser Lys Glu 

930 935 940 

Asp Lys Glu Asp Gin Glu Pro He Arg Cys Pro Val Pro Gly Cys Asp 
945 950 955 960 

Gly Gin Gly His lie Thr Gly Lys Tyr Ala Ser His Arg Ser Ala Ser 

965 970 975 

Gly Cys Pro Leu Ala Ala Lys Arg Gin Lys Asp Gly Tyr Leu Asn Gly 
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980 985 990 

Ser Gin Phe Ser Trp Lys Ser Val Lys Thr Glu Gly Met Ser Cys Pro 

995 1000 1005 

Thr Pro Gly Cys Asp Gly Ser Gly His Val Ser Gly Ser Phe Leu Thr 

1010 1015 1020 

His Arg Ser Leu Ser Gly Cys Pro Arg Ala Thr Ser Ala Met Lys Lys 
102S 1030 1035 1040 

Ala Lys Leu Ser Gly Glu Gin Met Leu Thr He Lys Gin Arg Ala Ser 

1045 1050 1055 

Asn Gly He Glu Asn Asp Glu Glu He Lys Gin Leu Asp Glu Glu lie 

1060 1065 1070 

Lys Glu Leu Asn Glu Ser Asn Ser Gin Met Glu Ala Asp Met lie Lys 

1075 1080 108S 

Leu Arg Thr Gin He Thr Thr Met Glu Ser Asn Leu Lys Thr He Glu 

1090 1095 HOO 

Glu Glu Asn Lys Val He Glu Gin Gin Asn Glu Ser Leu Leu His Glu 
1105 1110 1115 1120 

Leu Ala Asn Leu Ser Gin Ser Leu lie His Ser Leu Ala Asn He Gin 

1125 H30 H35 

Leu Pro His Met Asp Pro He Asn Glu Gin Asn Phe Asp Ala Tyr Val 

1140 1145 H50 

Thr Thr Leu Thr Glu Met Tyr Thr Asn Gin Asp Arg Tyr Gin Ser Pro 

1155 1160 1165 

Glu Asn Lys Ala Leu Leu Glu Asn He Lys Gin Ala Val Arg Gly lie 

1170 1175 1180 

Gin Val 
1185 

<210> 2585 
<211> 542 
<212> DNA 

<213> Homo sapiens 
<400> 2585 

cactcactcc tccacagaat ttggcctcag ccagccccac gctcagcatg cccagccctg 
60 

ccaagagccc agggatcgcc tcgctgacag accccaaaac acgggccacg ccaccccgtc 
120 

ctctaggtac ctgtgccccc agtctcaagc atcactccgt gtctccctca catgccttct 
180 

gggcctctag ccctcaaaga gctaaagtat gtgagcactt tctcagccct ttaaacggat 
240 

taagtcatgt catcctcaca aggctgctgt gttttattac ctctgtttca ggtgcaagtc 
300 

atccccggga ggagtggtgg ggatgccgcc tgaccctggg ccacctggct gcagcatctg 
360 

tgttgatgac caccctcctg cctcaggctt tgctcctgaa tgttcttgct ctctaggtct 
420 

gtccgctcct ggccctgctc ttcttaactc cgttcaagcc ccctgggtca cacgtccatg 
480 

ctcatcactt caatgacgcg gatgctggcg atccccaaat ctcctaatcc aagtgcagat 

S40 

ct 

542 
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<210> 2586 
<211> 122 
<212> PRT 

<213> Homo sapiens 
<400> 2586 

Met Pro Ser Pro Ala Lys Ser Pro Gly He Ala Ser Leu Thr Asp Pro 

15 10 15 

Lys Thr Arg Ala Thr Pro Pro Arg Pro Leu Gly Thr Cys Ala Pro Ser 

20 25 30 

Leu Lys His His Ser Val Ser Pro Ser His Ala Phe Trp Ala Ser Ser 

35 40 45 

Pro Gin Arg Ala Lys Val Cys Glu His Phe Leu Ser Pro Leu Asn Gly 

50 55 60 

Leu Ser His Val He Leu Thr Arg Leu Leu Cys Phe lie Thr Ser Val 
65 70 75 80 

Ser Gly Ala Ser His Pro Arg Glu Glu Trp Trp Gly Cys Arg Leu Thr 

85 90 95 

Leu Gly His Leu Ala Ala Ala Ser Val Leu Met Thr Thr Leu Leu Pro 

100 105 110 

Gin Ala Leu Leu Leu Asn Val Leu Ala Leu 
115 120 

<210> 2587 
<211> 435 
<212> DNA 
<213> Homo sapiens 

<400> 2587 

ncgaatatcc atgcagcgat cccgggcgga atgctctcca acatggagtc 
60 

gcccagggcg ctggagaccg catggatgag gtcatgaagg aggtgccgcg 
120 

gatgccggct acccgccgct ggtcaccccg tcgtcccaga tcgtgggaac 
180 

ttcaacgtct tgatgggcaa tggttcgtac aagaatctca ctgccgagtt 
240 

atgctcggct actacggcaa gcccattggc gagctcaatc ctgagatcgt 
300 

aagaagcaga ccggcaagga gccgatcgac tgccgtcccg ccgacttgct 
360 

tgggatcagt tggtcgagca ggccaagagt cttgagggct tcgacggctc 
420 

gttcttacca acgcg 
435 

<210> 2588 
<211> 145 
<212> PRT 

<213> Homo sapiens 
<400> 2588 

Xaa Asn lie His Ala Ala He Pro Gly Gly Met Leu Ser Asn Met Glu 



ccagcttgag 
cgttcgtaag 
ccaggcggtg 
tgccgacctc 
cgagatggcc 
cgagcctgag 
cgacgaggac 
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10 15 



Ser 


uin 


Leu Glu Ala 


Gin Gly 


Ala Gly Asp 


Arg Met 


Asp 


Glu Val 


Met 






20 




25 






30 




Lys 


Glu 


Val Pro Arg 


Val Arg 


Lys Asp Ala 


Gly Tyr Pro 


Pro Leu 


Val 




35 




40 




45 






Thr 


Pro 


Ser Ser Gin 


He Val 


Gly Thr Gin 


Ala Val 


Phe 


Asn Val 


Leu 




50 




55 




60 








Met 


Gly 


Asn Gly Ser 


Tyr Lys 


Asn Leu Thr 


Ala Glu 


Phe 


Ala Asp 


Leu 


65 




70 




75 






80 


Met 


Leu 


Gly Tyr Tyr 


Gly Lys 


Pro He Gly 


Glu Leu 


Asn 


Pro Glu 


He 






85 




90 






95 




Val 


Glu 


Met Ala Lys 


Lys Gin 


Thr Gly Lys 


Glu Pro 


He 


Asp Cys 


Arg 






100 




105 






110 




Pro 


Ala 


Asp Leu Leu 


Glu Pro 


Glu Trp Asp 


Gin Leu 


Val 


Glu Gin 


Ala 






115 




120 




125 






Lys 


Ser 


Leu Glu Gly Phe Asp 


Gly Ser Asp 


Glu Asp 


Val 


Leu Thr 


Asn 


130 




135 




140 









Ala 
145 

<210> 2589 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<400> 2589 

ccggcgaaga aggacatggc catggtcttc ggcgcgactc attacgtcga cccgacggcc 
60 

ggcgatccgg ttgagcagat cagagcgctg accaggggcc gcggcgtcga tttcgcgatc 
120 

gaggtcgtcg gcatcgtcga ggtcatggag caggcctact gggcggcgcg acgcggcggc 
180 

acgatcgtct acgtcggggc gctgggcatc gacgccaagc tggtcctgcc ggcgaacgac 
240 

ctgcacggcg gcgccaagac gatcatcggc tgcgccaacg gattgggcgc agtgcgcacc 
300 

gactatgcca agatgatctc gctggtcgag accggacggc tggacctggg cgggatgatc 
360 

acgcgt 
366 

<210> 2590 
<211> 122 
<212> PRT 

<213> Homo sapiens 
<400> 2590 

Pro Ala Lys Lys Asp Met Ala Met Val Phe Gly Ala Thr His Tyr Val 

1 5 10 15 

Asp Pro Thr Ala Gly Asp Pro Val Glu Gin He Arg Ala Leu Thr Arg 

20 25 30 

Gly Arg Gly Val Asp Phe Ala He Glu Val Val Gly He Val Glu Val 

35 40 45 

Met Glu Gin Ala Tyr Trp Ala Ala Arg Arg Gly Gly Thr He Val Tyr 
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SO 55 
val Gly Ala Leu Gly He Asp Ala 
65 70 
Leu His Gly Gly Ala Lys Thr He 
85 

Ala Val Arg Thr Asp Tyr Ala Lys 
100 

Arg Leu Asp Leu Gly Gly Met He 
115 120 



60 

Lys Leu Val Leu Pro Ala Asn Asp 

75 80 
He Gly Cys Ala Asn Gly Leu Gly 

90 95 
Met He Ser Leu Val Glu Thr Gly 
105 HO 
Thr Arg 



<210> 2591 

<211> 341 

<212> DNA 

<213> Homo sapiens 



<400> 2591 

acgcgtaaag gcatgacctc accttatcat cagggtcaca cgtgtgttat tctggggctg 
60 

agcagcccac gagttgtcca gcaccaggcc aggggtcagt cagcaatgag gacagctcct 
120 

tcctgctcca gggcaggccc tgggcagggc aatgctgggg acacggtggg gagtaggcca 
180 

cagcttctgt gggggagttc ctatggcagg aggatcatgc ccagcagcgt ggaagagcaa 
240 

ggggtgaccc tgcactcgag gctcctggga agacggggag ggttgaggtt acatgaggga 
300 

gaggggtcag ttggtgcatt cacagaacag cagggtggcc a 
341 

<210> 2592 
<211> 109 
<212> PRT 

<213> Homo sapiens 
<400> 2592 



Met Thr 


Ser 


Pro 


Tyr 


His Gin Gly His 


Thr 


Cys Val 


He 


Leu 


Gly 


Leu 


1 






5 




10 








15 




Ser Ser 


Pro 


Arg 


Val 


Val Gin His Gin 


Ala 


Arg Gly 


Gin 


Ser 


Ala 


Met 






20 




25 








30 






Arg Thr 


Ala 


Pro 


Ser 


Cys Ser Arg Ala 


Gly 


Pro Gly 


Gin 


Gly 


Asn 


Ala 




35 






40 






45 








Gly Asp 


Thr 


Val 


Gly 


Ser Arg Pro Gin 


Leu 


Leu Trp 


Gly 


Ser 


Ser 


Tyr 


50 








SS 




60 










Gly Arg 


Arg 


He 


Met 


Pro Ser Ser Val 


Glu 


Glu Gin 


Gly 


Val 


Thr 


Leu 


65 








70 




75 








80 


His Ser 


Arg 


Leu 


Leu 


Gly Arg Arg Gly 


Gly 


Leu Arg 


Leu 


His 


Glu 


Gly 








85 




90 








95 




Glu Gly 


Ser 


Val 


Gly 


Ala Phe Thr Glu 


Gin 


Gin Gly 


Gly 









100 105 



<210> 2593 

<211> 501 

<212> DNA 

<213> Homo sapiens 



1850 



WO 00/58473 



PCT/USOO/08621 



<400> 2593 

cgcgtaaggc caccagaaga tttttatgca cagattccgt tgcttcgaga gctaatttcg 
60 

gcgctttcat ggggttttat ggaggtggat gaatatgagg cggatgatat tatcggtacc 
120 

ttggcgcgcc aagcggatga agcgggggat tatatgactt atattgtgtc ttcggacctc 
180 

gatatgctgc aaatcgtaga tgaaaacacc aagatgtatc gaattctgcg gggattttcg 
240 

gatctcgagg agatggatac tccagcgatt gaagaaaaat atggaatctt gaagtcgcaa 
300 

tttttggacc tgaaggcgct gaagggggat aattcggata atattccagg cgtaccaggg 
360 

attggtgaga aaaccgcagt gaaactcttg aatgagtatg gtagcttgga ggggatttat 
420 

aatcatatca aggaaatttc gggggcgaca cagaagaaat tgattgctgg acgcgaatca 
480 

gctgagatgt ctcttaagct t 
501 

<210> 2594 
<211> 167 
<212> PRT 

<213> Homo sapiens 



<400> 2594 



Arg 


Val 


Arg Pro 


Pro 


Glu Asp Phe Tyr 


Ala 


Gin 


He 


Pro 


Leu 


Leu 


Arg 


1 






5 




10 










15 




Glu 


Leu 


He Ser 


Ala 


Leu Ser Trp Gly 


Phe 


Met 


Glu 


Val 


Asp 


Glu 


Tyr 






20 




25 










30 






Glu 


Ala 


Asp Asp 


He 


He Gly Thr Leu 


Ala 


Arg 


Gin 


Ala 


Asp 


Glu 


Ala 






35 




40 








45 








Gly 


Asp 


Tyr Met 


Thr 


Tyr He Val Ser 


Ser 


Asp 


Leu 


Asp 


Met 


Leu 


Gin 




50 






55 






60 










He 


Val 


Asp Glu 


Asn 


Thr Lys Met Tyr 


Arg 


He 


Leu 


Arg 


Gly 


Phe 


Ser 


65 








70 




75 










80 


Asp 


Leu 


Glu Glu 


Met 


Asp Thr Pro Ala 


He 


Glu 


Glu 


Lys 


Tyr 


Gly 


He 








85 




90 










95 




Leu 


Lys 


Ser Gin 


Phe 


Leu Asp Leu Lys 


Ala 


Leu 


Lys 


Gly 


Asp 


Asn 


Ser 






100 




105 










110 






Asp 


Asn 


He Pro 


Gly 


Val Pro Gly He 


Gly 


Glu 


Lys 


Thr 


Ala 


Val 


Lys 






115 




120 








125 








Leu 


Leu 


Asn Glu 


Tyr 


Gly Ser Leu Glu 


Gly 


He 


Tyr 


Asn 


His 


He 


Lys 




130 






135 






140 










Glu 


He 


Ser Gly 


Ala 


Thr Gin Lys Lys 


Leu 


He 


Ala 


Gly 


Arg 


Glu 


Ser 


145 








150 




155 










160 


Ala 


Glu 


Met Ser 


Leu 


Lys Leu 

















165 



<210> 2595 

<211> 928 

<212> DNA 

<213> Homo sapiens 
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<400> 2595 

agatcttcca gatgcaacaa tgatcaatta agacacgcgg cgacatggtg gcccctgcct 
60 

caccccccag ggatacctgt aatacctgct tcccacttca tgggctacaa tctcatgctg 
120 

gtcacaattt ctggggctca ctcatataac accaacaaat gggatatttg tgaagaactt 
180 

cgcctgcggg agcttgaaga agtcaaggcc agagctgctc agatggaaaa gaccatgcgg 
240 

tggtggtcgg actgcactgc caactggaga gaaaaatgga gtaaagttcg agctgaaagg 
300 

aacagtgccg gaaaggaagg aagacaactc agaataaaac tagagatggc gatgaaagaa 
360 

tcggatccac tgaaacagaa acagagtttg ccacttcaga aggaggcatt agaagctaat 
420 

gttacccagg atctgaagct tcctggcttc gtagaagaat cctgtgaaca tacagaccaa 
480 

tttcaattga gttcacaaat gcatgagtct atcagagagt atttggtaaa aagacaattt 
540 

tctacaaagg aggacacaaa taataaggaa caaggtgtgg ttattgattc tctaaaatta 
600 

agtgaggaga tgaagcccaa tctagatggt gttgatttat tcaacaatgg tggttctgga 
660 

aacggtgaaa cgaaaactgg gctgagactg aaagcaataa atctgccttt ggaaaatgaa 
720 

gtaactgaaa tttcagcttt gcaggtgcat ttggatgaat tccaaaaaat cttatggaag 
780 

gaaagagaaa tgcgcacagc tttggaaaaa gaaatagaga gactggagtc ggctttgtct 
840 

ctgtggaagt ggaagtatga agaactgaaa gaatcaaagc caaaaaatgt gaaagagttt 
900 

gacattcttc ttggtcaaca taatgatg 
928 

<210> 2596 

<211> 309 

<212> PRT 

<213> Homo sapiens 



<400> 2596 



Arg 


Ser 


Ser 


Arg 


Cys 


Asn 


Asn 


Asp 


Gin 


Leu 


Arg 


His 


Ala 


Ala 


Thr 


Trp 


1 








5 










10 










IS 




Trp 


Pro 


Leu 


Pro 


His 


Pro 


Pro 


Gly 


He 


Pro 


Val 


He 


Pro 


Ala 


Ser 


His 








20 










25 










30 






Phe 


Met 


Gly 


Tyr 


Asn 


Leu 


Met 


Leu 


Val 


Thr 


He 


Ser 


Gly 


Ala 


His 


Ser 






35 










40 










45 








Tyr 


Asn 


Thr 


Asn 


Lys 


Trp 


Asp 


He 


Cys 


Glu 


Glu 


Leu 


Arg 


Leu 


Arg 


Glu 




50 










55 










60 










Leu 


Glu 


Glu 


Val 


Lys 


Ala 


Arg 


Ala 


Ala 


Gin 


Met 


Glu 


Lys 


Thr 


Met 


Arg 


65 










70 










75 










80 


Trp 


Trp 


Ser 


Asp 


Cys 


Thr 


Ala 


Asn 


Trp 


Arg 


Glu 


Lys 


Trp 


Ser 


Lys 


Val 










85 










90 










95 




Arg 


Ala 


Glu 


Arg 


Asn 


Ser 


Ala 


Gly 


Lys 


Glu 


Gly Arg 


Gin 


Leu 


Arg 


He 
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100 




105 








110 


Lys Leu 


Glu Met Ala Mec Liys 


Glu 


Ser 


Asp 


Pro Leu 


Lys 


Gin Lys Gin 


115 


120 








125 




Ser Leu 


Pro Leu Gin Lys Glu 


Ala 


Leu 


Glu 


Ala Asn 


Val 


Thr Gin Asp 


130 


135 








140 






Leu Lys 


Leu Pro Gly Phe Val 


Glu 


Glu 


OCX 


Cys Glu 


His 


Thr Asp Gin 


145 


150 








15 5 




160 


Phe Gin 


Leu Ser Ser Gin Met 


His 


Glu 


Ser 


He Arg 


Glu 


Tyr Leu Val 




165 






1 / u 






175 


Lys Arg 


Gin Phe Ser Thr Lys 


Glu Asp 


Thr 


A c n A r\ 


s 
ys 


Glu Gin Gly 


180 




185 








190 


Val Val 


He Asp Ser Leu Lys 


Leu 


Ser 


Glu 


Glu Met 


Lys 


Pro Asn Leu 




195 


200 








205 




Asp Gly 


Val Asp Leu Phe Asn 


Asn Gly 


Gly 


Ser Gly 


Asn 


Gly Glu Thr 


210 


215 








220 






Lys Thr 


Gly Leu Arg Leu Lys 


Ala 


He 


Asn 


Leu Pro 


Leu 


Glu Asn Glu 


225 


230 








235 




240 


Val Thr 


Glu He Ser Ala Leu 


Gin 


Val 


His 


Leu Asp 


Glu 


Phe Gin Lys 




245. 






250 






255 


lie Leu 


Trp Lys Glu Arg Glu 


Met 


Arg 


Thr 


Ala Leu 


Glu 


Lys Glu He 




260 




265 








270 


Glu Arg 


Leu Glu Ser Ala Leu 


Ser 


Leu 


Trp 


Lys Trp 


Lys 


Tyr Glu Glu 


275 


280 








285 




Leu Lys 


Glu Ser Lys Pro Lys 


Asn 


Val 


Lys 


Glu Phe 


Asp 


He Leu Leu 


290 


295 








300 







Gly Gin His Asn Asp 
305 

<210> 2597 
<211> 631 
<212> DNA 

<213> Homo sapiens 
<400> 2597 

ccatgggtgg gaatgcaaga gacacactct agacttacta gaggagcaag agcaggactt 
60 

ggctgcacct gcagctgagg gttagcagga attaggagat aacagtagaa tagggctaga 
120 

ctgaaaaggc ctttgatgcc aggttaggaa atttacattt tatccacaaa atccaaatcc 
180 

tcctttaata atgagatgtc tttacaagtt tttgggcaag agtggtatgg ctgacctggt 
240 

gtcctgggaa ggaactgtgt ggggatggtg tgcaggactt acctagggtg ggaaaggcac 
300 

aagcagcatg gggctgtggc agctaccaga ggtaaaggga catttcaggg aaagacttgg 
360 

caggacaaga ccttccttgg atggatggat gaataccaga aacagggacc caagagaaag 
420 

gccgagtttc atagggagag aagatgggtc atgtatgagg catgttgagc ttgtactgat 
480 

ggtgagacgt ccagtcgaca gtactaccca ctggccagtg agaaatgtgg gaccagggtt 
540 

caggaggaaa ctggggccgg aaatgagcat ttggaaggcg ccagggtgga agcgggtggt 
600 
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tcactccacg agtgctattt cacttacgcg t 
631 

<210> 2598 

<211> 108 

<212> PRT 

<213> Homo sapiens 

<400> 2598 

Met Gly Leu Trp Gin Leu Pro Glu Val Lys Gly His Phe Arg Glu Arg 

IS 10 IS 

Leu Gly Arg Thr Arg Pro Ser Leu Asp Gly Trp Met Asn Thr Arg Asn 

20 25 30 

Arg Asp Pro Arg Glu Arg Pro Ser Phe He Gly Arg Glu Asp Gly Ser 

35 40 45 

Cys Met Arg His Val Glu Leu Val Leu Met Val Arg Arg Pro Val Asp 

50 55 60 

Ser Thr Thr His Trp Pro Val Arg Asn Val Gly Pro Gly Phe Arg Arg 
65 70 75 80 

Lys Leu Gly Pro Glu Met Ser He Trp Lys Ala Pro Gly Trp Lys Arg 

8S 90 95 

Val Val His Ser Thr Ser Ala lie Ser Leu Thr Arg 
100 105 

<210> 2599 

<211> 356 

<212> DNA 

<213> Homo sapiens 

<400> 2599 

nagatcttat acagggacgt gatgttggag aactactgga accttgtttc tctgggactg 
60 

tgtcattttg atatgaatat tatctccatg ttggaggaag ggaaagagcc ctggactgtg 
120 

aagagctgtg tgaaaatagc aagaaaacca agaacgcggg aatgtgtcaa aggcgtggtc 
180 

acagatatcc ctcctaaatg tacaatcaag gatttgctac caaaagagaa gagcagtaca 
240 

gaagcagcat tccacacagt ggtgttggaa agacacgaaa gccctgacat tgaagacttt 
300 

tccttcaagg aaccccagaa aaatgtgcat gattttgagt gtcaatggag agatgn 
356 

<210> 2600 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 2600 

Xaa He Leu Tyr Arg Asp Val Met Leu Glu Asn Tyr Trp Asn Leu Val 

15 10 15 

Ser Leu Gly Leu Cys His Phe Asp Met Asn lie lie Ser Met Leu Glu 

20 25 .30 

Glu Gly Lys Glu Pro Trp Thr Val Lys Ser Cys Val Lys He Ala Arg 
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35 40 45 

Lys Pro Arg Thr Arg Glu Cys Val Lys Gly Val Val Thr Asp He Pro 

50 55 60 

Pro Lys Cys Thr lie Lys Asp Leu Leu Pro Lys Glu Lys Ser Ser Thr 
65 70 75 80 

Glu Ala Val Phe His Thr Val Val Leu Glu Arg His Glu Ser Pro Asp 

85 90 95 

He Glu Asp Phe Ser Phe Lys Glu Pro Gin Lys Asn Val His Asp Phe 

100 105 HO 

Glu Cys Gin Trp Arg Asp 
115 

<210> 2601 

<211> 329 

<212> ONA 

<213> Homo sapiens 

<400> 2601 

gcgccgatca tgatctacgg cgacgacgtc acccacctgc tcaccgaaga aggcatcgcc 
60 

tacttgtaca aggcgcgttc cctggaagag cgccaagcga tgatcgccgg cggtggtggg 
120 

gtcaccgcct tcggctcgcg ccacaacccc aaggacactg cgcgcatgcg ccgcgaaggc 
180 

ttgatcgcct tgcccgaaga cctcggtatc cgccgcaccg acgccacccg cgaactgttg 
240 

gccgccaaga gcgtggccga cctggcggag tggtccggtg gcttgtgcaa cccgcccgcc 
300 

aagttcagga gctggtaaat gcgcgccct 
329 

<210> 2602 

<211> 105 

<212> PRT 

<213> Homo sapiens 

<400> 2602 



Ala 


Pro 


He 


Met 


He 


Tyr 


Gly 


Asp 


Asp 


Val Thr 


His 


Leu 


Leu 


Thr 


Glu 


1 








5 










10 








15 




Glu Gly 


He 


Ala 


Tyr 


Leu 


Tyr 


Lys 


Ala 


Arg Ser 


Leu 


Glu 


Glu 


Arg 


Gin 








20 










25 








30 






Ala 


Met 


He 


Ala 


Gly 


Gly 


Gly 


Gly Val 


Thr Ala 


Phe 


Gly 


Leu 


Arg 


His 






35 










40 








45 








Asn 


Pro 


Lys 


Asp 


Thr 


Ala 


Arg 


Met 


Arg 


Arg Glu Gly 


Leu 


He 


Ala 


Leu 




50 










55 








60 










Pro 


Glu 


Asp 


Leu 


Gly 


He 


Arg 


Arg 


Thr 


Asp Ala 


Thr. 


Arg 


Glu 


Leu 


Leu 


65 










70 








75 










80 


Ala 


Ala 


Lys 


Ser 


Val 


Ala 


Asp 


Leu 


Val 


Glu Trp 


Ser Gly Gly 


Leu 


Cys 










8S 










90 








95 




Asn 


Pro 


Pro 


Ala 
100 


Lys 


Phe 


Arg 


Ser 


Trp 
105 















<210> 2603 
c211> 423 
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<212> DNA 

<213> Homo sapiens 

<400> 2603 

tcatgatcca ttgctctacc ctttacggtt gtgcacctac gcccaggtcg gtggtcagga 
60 

gcatcggttc ggtggtaccg aggtcgagga cttccttcac gccgttgttc gcggagggca 
120 

ggttgtggta agtggtcagg tgggccacga tctgggcact gatcacctcg gtgaaatcga 
180 

agctctggtt accctgagcg gtcgccgaca cgacacggtc cacaccggag accagaccga 
240 

tctcggagat gatcgcgtaa ccttcattgt cgtagaggat cttgcacgca tcgatgatgc 
300 

gcttgatctc cttggcagtg aagatgatct ccatcggggt gtcggccgac agatactgac 
360 

cggagctggt ggtcacctgg gtggaatcca ggtcatccgg aaccgggttc aggttgtccg 

420 

egg 

423 

<210> 2604 

<211> 103 

<212> PRT 

<213> Homo sapiens 



<400> 2604 














Met Glu lie 


He 


Phe Thr 


Ala Lys 


Glu 


He 


Lys Arg He He Asp Ala 


1 




5 






10 


15 


Cys Lys lie 


Leu 
20 


Tyr Asp 


Asn Glu 


Gly 
25 


Tyr 


Ala He He Ser Glu He 
30 


Gly Leu Val 


Ser 


Gly Val 


Asp Arg 


Val 


Val 


Ser Ala Thr Ala Gin Gly 


35 






40 






45 


Asn Gin Ser 


Phe 


Asp Phe 


Thr Glu 


Val 


He 


Ser Ala Gin He Val Ala 


50 






55 






60 


His Leu Thr 


Thr 


Tyr His 


Asn Leu 


Pro 


Ser Ala Asn Asn Gly Val Lys 


65 




70 








75 80 


Glu Val Leu 


Asp 


Leu Gly Thr Thr Glu 


Pro 


Met Leu Leu Thr Thr Asp 






85 






90 


95 


Leu Gly Val 


GLy 
100 


Ala Gin 


Pro 









<210> 2605 

<211> 354 

<212> DNA 

<213> Homo sapiens 

<400> 2605 

ngggagggag ggcatgtcaa aagcgactgt atccagaggg tttgatttaa acatttttca 
60 

aaacatatgt ggcaaacagc ggggggaggg gatctcacca aegtttttet ccacttcttc 
120 

tttgeatget gggacctgtt ccactttcaa aatgtgtcat tttggaagga aagggaggaa 
180 
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caactacttg aaaggaatac acgtcagtat gagccctttc tcctcagcag aaggttgccc 
240 

caaagtacct cctctgaggc gagagaaagg agagaggagg agagacagct ttcatcaaat 
300 

ggggcaccca ggactctagg gagagaggca cgttctcaca aaggcccttt gage 
354 



<2X0> 2606 

<211> 101 

<212> PRT 

<213> Homo sapiens 



<400> 2606 


















Met Ser 


Lys 


Ala 


Thr 


Val 


Ser Arg Gly 


Phe Asp Leu Asn 


He 


Phe 


Gin 


1 






5 






10 




15 




Asn lie 


Cys 


Gly 
20 


Lys 


Gin 


Arg Gly Glu 
25 


Gly lie Ser Pro 


Thr 
30 


Phe 


Phe 


Ser Thr 


Ser 
35 


Ser 


Leu 


His 


Ala Gly Thr 

40 


Cys Ser Thr Phe 
45 


Lys 


Met 


Cys 


His Phe 


Gly 


Arg 


Lys 


Gly 


Arg Asn Asn 


Tyr Leu Lys Gly 


lie 


His 


Val 


50 










55 


60 








Ser Met 


Ser 


Pro 


Phe 


Ser 


Ser Ala Glu 


Gly Cys Pro Lys 


Val 


Pro 


Pro 


65 








70 




75 






80 


Leu Arg 


Arg 


Glu 


Lys 
85 


Gly 


Glu Arg Arg 


Arg Asp Ser Phe 
90 


His 


Gin 
95 


Met 


Gly His 


Pro 


Gly 
100 


Leu 















<210> 2607 
<211> 297 
<212> DNA 

<213> Homo sapiens 
<400> 2607 

cgatcaagaa caatgatacg atatcctaac caacagagga ageaaeggaa gttgttgttg 
60 

tttttatget gttttttttt tttgagaacg gatcttgccc ctgcccccag geeggaatgg 
120 

atgacatgga cagaaccccg teggaaaaaa geeggaatgt gcaaacccaa attcccacca 
180 

cacgggggcc ctaacaattg gatccatccc cnaaaaaanc cntnncaaaa aaagntaaaa 
240 

actctttttt ttttaaannn anacccccaa aaaaaccaaa aaaaaaaatt taaaaaa 
297 



<210> 2608 

<211> 95 

<212> PRT 

<213> Homo sapiens 



<400> 2608 

Met He Arg Tyr Pro Asn Gin Gin Arg Lys Gin Arg Lys Leu Leu Leu 

15 10 15 

Phe Leu Cys Cys Phe Phe Phe Leu Arg Thr Asp Leu Ala Pro Ala Pro 
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20 25 30 

Arg Pro Glu Trp Met Thr Trp Thr Glu Pro Arg Arg Lys Lys Ala Gly 

35 40 45 

Met Cys Lys Pro Lys Phe Pro Pro His Gly Gly Pro Asn Asn Trp lie 

50 55 60 

His Pro Xaa Lys Xaa Pro Xaa Gin Lys Lys Xaa Lys Thr Phe Phe Phe 
65 70 75 30 

Leu Xaa Xaa Xaa Pro Gin Lys Asn Gin Lys Lys Lys Phe Lys Lys 
65 90 95 

<210> 2609 
<211> 305 
<212> DNA 

<213> Homo sapiens 
<400> 2609 

ncgccatcgg catgatgtca ggcaaagatg atcctggcat ggcaaaggta tacggttttg 
60 

ttgacacgtc cctgacgatc cctatccgct catctggaga cccatgcgtt ccttggaccc 
120 

caattgccta cgaaaaaatt ttttttttcc cccccaaaaa acaccccccc ctcgcatctg 
180 

tgaaagttct acctcggggt cgtcatctcg gctgtcatcg tcggcaaatc actcagctgg 
240 

ccgtaccctt cgtcatcgcc cgggccaccg acctcgacgg cncagcgtgc acggcaacga 

300 

ccacc 

305 

<210> 2610 
<211> 98 
<212> PRT 

<213> Homo sapiens 



<400> 2610 



Met 


Met 


Ser Gly 


Lys 


Asp Asp Pro Gly 


Met 


Ala 


Lys 


Val 


Tyr Gly 


Phe 


l 






5 




10 








15 




val 


Asp 


Thr Ser 


Leu 


Thr He Pro He 


Arg 


Ser Ser Gly 


Asp Pro 


Cys 






20 




25 










30 




Val 


Pro 


Trp Thr 


Pro 


He Ala Tyr Glu 


Lys 


He 


Phe 


Phe 


Phe Pro 


Pro 






35 




40 








45 






Lys 


Lys 


His Pro 


Pro 


Leu Ala Ser Val 


Lys 


Val 


Leu 


Pro 


Arg Gly 


Arg 




50 






55 






60 








His 


Leu 


Gly Cys 


His 


Arg Arg Gin He 


Thr 


Gin 


Leu 


Ala 


Val Pro 


Phe 


65 








70 




75 








80 


Val 


He 


Ala Arg 


Ala 


Thr Asp Leu Asp 


Gly 


Xaa 


Ala 


Cys 


Thr Ala 


Thr 








85 




90 








95 





Thr Thr 



<210> 2611 

<211> 342 

<212> DNA 

<213> Homo sapiens 
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<400> 2611 

gccgccgcga tcgacggcga ctcctcgacc agctgggtgt ccagctcgcc gcaaaccgct 
60 

gtggggcaac ggcttcaggt ggacttcgac catccggtga ccaacgcgac catcaccctg 
120 

acgcccagcg ccaccgctgt cggagctcag gtgcgccgcg tcgaggtggc aacagccaac 
180 

ggcaccagca caattcgctt cgaccagccc ggcaagccgc tgacggcggc gctgccctac 
240 

ggcgagacct catgggtccg gttcaccgcg accggcaccg acgacggctc ccccggcgtg 
300 

cagttcggca tcaccgactt ctccgtgacg cagtacgacg eg 
342 

<210> 2612 
<211> 114 
<212> PRT 

<213> Homo sapiens 
<400> 2612 

Ala Ala Ala He Asp Gly Asp Ser Ser Thr Ser Trp Val Ser Ser Ser 

15 10 15 

Leu Gin Thr Ala Val Gly Gin Trp Leu Gin Val Asp Phe Asp His Pro 
20 25 30 

" Val Thr Asn Ala Thr He Thr Leu Thr Pro Ser Ala Thr Ala Val Gly 
35 40 45 

Ala Gin Val Arg Arg Val Glu Val Ala Thr Ala Asn Gly Thr Ser Thr 

50 55 60 

He Arg Phe Asp Gin Pro Gly Lys Pro Leu Thr Ala Ala Leu Pro Tyr 
65 70 75 80 

Gly Glu Thr Ser Trp Val Arg Phe Thr Ala Thr Gly Thr Asp Asp Gly 

85 90 95 

Ser Pro Gly Val Gin Phe Gly He Thr Asp Phe Ser Val Thr Gin Tyr 
100 105 HO 

Asp Ala 



<210> 2613 

<211> 414 

<212> DNA 

c213> Homo sapiens 

<400> 2613 

acgcgtgtgg gttgtgcaca gggcatggct gctctggaca ggcctgggcc ctgggcatca 
60 

ttctcctcct ccaaaaggtg agggtctgac ctaatggtac tttgtctgat. gttttccaga 
120 

tatgccccta ctgggaaggg ccaagtgggc aggcagagtc tggggtggag cgaggtgggg 
180 

ctgggaagca ctcctgcttt tctgctgccc cagaacgaat gcaagttxtg gcagcttctc 
240 

ctcctcctgg gaggaggaaa ggagggctcg cctccaggtc tcaggctgag ggagtgggct 
300 
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ggagaccctc tagatggcca gcagaggctg gcctctgtga gaaggcttcc ttgcgtgact 
360 

ctggggcccc tcccaggctc tcctcgtggc aggcagggac ttgggccagc atgg 
414 

<210> 2614 

<211> 107 

<212> PRT 

<213> Homo sapiens 

<400> 2614 



Met 


Val 


Leu 


Cys 


Leu Met Phe Ser Arg 


Tyr 


Ala 


Pro 


Thr 


Gly 


Lys 


Gly 


l 








5 


10 










IS 




Gin 


Val 


Gly 


Arg 


Gin Ser Leu Gly Trp 


Ser 


Glu 


Val 


Gly 


Leu 


Gly 


Ser 








20 


25 










30 






Thr 


Pro 


Ala 


Phe 


Leu Leu Pro Gin Asn 


Glu 


Cys 


Lys 


Phe 


Trp 


Gin 


Leu 






35 




40 








45 








Leu 


Leu 


Leu 


Leu 


Gly Gly Gly Lys Glu 


Gly 


Ser 


Pro 


Pro 


Gly 


Leu 


Arg 




50 






55 






60 










Leu 


Arg 


Glu 


Trp 


Ala Gly Asp Pro Leu 


Asp 


Gly Gin 


Gin 


Arg 


Leu 


Ala 


65 








70 




75 










80 


Ser 


Val 


Arg 


Arg 


Leu Pro Cys val Thr 


Leu 


Gly 


Pro 


Leu 


Pro 


Gly 


Ser 










85 


90 










95 




Pro 


Arg 


Gly 


Arg 


Gin Gly Leu Gly Pro 


Ala 


Trp 













100 105 



<210> 2615 

c211> 394 

<212> DNA 

<213> Homo sapiens 

c400> 2615 

nnngccgccg ccctcggccg cagcgcgctt cttttgcgcn ncgacgtcag ccagaaggcg 
60 

gacgtcgacg ccatgctgaa ggaaacgctg gcccagttcg gccacatcga tatcctcgtc 
120 

aacaatgcgg gcgtcacgca tgcggccgat ttcctcgacg tgtgcgaaga cgatttcgac 
180 

cgggtcatgc gcattaacct gaaatcgatg ttcctgtgcg gccaggccgc ggcgcgcgag 
240 

atggtcaagc gcaacagcgg ctgcatcatc aacatgtcca gcgtgaatgc ggaactggcc 
300 

attccgaacc aggtgccgta cgtggtgtcg aaaggcgcca tcaaccagct gaccaaggtc 
360 

atggccttga acctggcgcc gcacggtgcg cgct 
3 94 

<210> 2616 

<211> 131 

<212> PRT 

<213> Homo sapiens 

<400> 2616 

Xaa Ala Ala Ala Leu Gly Arg Ser Ala Leu Leu Leu Arg Xaa Asp Val 
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1 


5 


10 






15 




Ser Gin 


Lys Ala Asp Val Asp Ala 


Met Leu 


Lys Glu Thr 


Leu 


Ala 


Gin 




20 


25 




30 






Phe Gly 


His He Asp He Leu Val 


Asn Asn 


Ala Gly Val 


Thr 


His 


Ala 


35 40 




45 








Ala Asp 


Phe Leu Asp Val Cys Glu 


Asp Asp 


Phe Asp Arg 


Val 


Met 


Arg 


SO 


55 




60 








lie Asn 


Leu Lys Ser Met Phe Leu 


Cys Gly 


Gin Ala Ala 


Ala 


Arg 


Glu 


65 


70 




75 






80 


Met Val 


Lys Arg Asn Ser Gly Cys 


He He 


Asn Met Ser 


Ser 


Val 


Asn 




85 


90 






95 




Ala Glu 


Leu Ala He Pro Asn Gin 


Val Pro 


Tyr Val Val 


Ser 


Lys 


Gly 




100 


105 




110 






Ala He 


Asn Gin Leu Thr Lys Val 


Met Ala 


Leu Asn Leu 


Ala 


Pro 


His 




115 120 




125 









Gly Ala Arg 
130 

<210> 2617 

c211> 513 

<212> DNA 

<213> Homo sapiens 

<400> 2617 

naccggttgg catcatgctc acagcactgg gggttccctt ctttcttttc ctcctcagaa 
60 

agacattgtg agatgggaaa tatcatggaa acacctatac tttccggctc ccacttgaac 
120 

gtcaccttgg gaaatcacaa gattctcaat gacgtctccg tatcattcca agcgggagtt 
180 

atgcacgcca tacttggccc caacggttct gggaagacca ccctggtacg cacgttatgc 
240 

ggagccctct cccccgagtc ggggagcgtc aaattcgatg gaacggatct atccacgatg 
300 

tccgcatcct gtatcgcgcg tcgtattgcg atcgtctggc agagcgcgac cgctccctct 
360 

gacctcaccg tacgtcacct cgttggctac gggagatatg cccacacacc gtggtggcag 
420 

ataagggaca ccagcgccga cagccatgtg gaacaagcaa tggagctggc cgatgtcacg 
480 

tgcttcgccg atcgacgcgt caccactctc tea 
513 

<210> 261B 
<211> 171 
<212> PRT 

<213> Homo sapiens 
<400> 2618 

Xaa Arg Leu Ala Ser Cys Ser Gin His Trp Gly Phe Pro Ser Phe Phe 

! ~ 5 10 15 

Ser Ser Ser Glu Arg His Cys Glu Met Gly Asn He Met Glu Thr Pro 

20 25 30 

He Leu Ser Gly Ser His Leu Asn Val Thr Leu Gly Asn His Lys He 
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35 40 45 

Leu Asn Asp Val Ser Val Ser Phe Gin Ala Gly Val Met His Ala lie 

50 55 60 

Leu Gly Pro Asn Gly Ser Gly Lys Thr Thr Leu Val Arg Thr Leu Cys 
65 70 75 80 

Gly Ala Leu Ser Pro Glu Ser Gly Ser Val Lys Phe Asp Gly Thr Asp 

85 90 95 

Leu Ser Thr Met Ser Ala Ser Cys lie Ala Arg Arg He Ala lie Val 

100 105 110 

Trp Gin Ser Ala Thr Ala Pro Ser Asp Leu Thr Val Arg His Leu Val 

115 120 125 

Gly Tyr Gly Arg Tyr Ala His Thr Pro Trp Trp Gin lie Arg Asp Thr 

130 135 140 

Ser Ala Asp Ser His Val Glu Gin Ala Met Glu Leu Ala Asp Val Thr 
145 150 155 160 

Cys Phe Ala Asp Arg Arg Val Thr Thr Leu Ser 
165 170 

<210> 2619 

<211> 348 

<212> DNA 

<213> Homo sapiens 



<400> 2619 

nnaaatttcg acgaccttga ggttttcctc aagctgttgc cgcgttcggc anccggggaa 
60 

cggatgaacc cgtacaactc ggtgtggagc ggtgtgaccg acggtgacgg gccgcaggaa 
120 

cagcacgtca ttttccttga taacggtcgt accgacgtgc ttgccgacac ccttggtcgc 
180 

gaagtgttgc ggtgcatccg gtgtgcttcg tgtatcaata tctgcccggt ttacgagcgg 
240 

gcgggcggtc acccttacgg ctcggtgtac cccgggccga ttggtgcggt gctcaatccg 
300 

cagctgcggg gcgtggagca tcccgtcgat cgtggtctgc catacgcg 
346 



<210> 2620 

<211> 116 

<212> PRT 

<213> Homo sapiens 



<400> 2620 

Xaa Asn Phe Asp Asp Leu Glu Val Phe Leu Lys Leu Leu Pro Arg Ser 

1 5 10 15 

Ala Xaa Gly Glu Arg Met Asn Pro Tyr Asn Ser Val Trp Ser Gly Val 

20 25 30 

Thr Asp Gly Asp Gly Pro Gin Glu Gin His Val lie Phe Leu Asp Asn 

35 40 45 

Gly Arg Thr Asp Val Leu Ala Asp Thr Leu Gly Arg Glu Val Leu Arg 

50 55 60 

Cys He Arg Cys Ala Ser Cys lie Asn He Cys Pro Val Tyr Glu Arg 
65 70 75 80 

Ala Gly Gly His Pro Tyr Gly Ser Val Tyr Pro Gly Pro He Gly Ala • 
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85 90 95 

Val Leu Asn Pro Gin Leu Arg Gly Val Glu His Pro Val Asp Arg Gly 

100 105 HO 

Leu Pro Tyr Ala 
115 

<210> 2621 

<211> 1485 

<212> DNA 

<213> Homo sapiens 

<400> 2621 

acgcgtgcag gtaaaccaga ggccgtgtga ccagctcagt gctggtttac ggaacaactc 
60 

ttacttttaa aaattacttg ttcccccaaa ttgttgagtg ccgccgtttg gtttcctatg 
120 

ttttctttcc ctgttttgat tttgctgaag ggagaggtgg tggtggttag gatcagagct 
180 

ctcctggcat ccgtggggag gatttgctgg tggtggcttc gggctcatgc ccagacacac 
240 

tcactgcccc gtctgtccaa ggcctcccct tcccctttgc tggtgggagg agctcgtgtg 
300 

ctccttggcc gcttactgga agggcgtttt tcagagctgc agggacaggg tgagcagctg 
360 

aagggctagg agggaagccg gcccccgctc tgcagaagct gcatttcagc tgaatctgtg 
420 

tttcagcctc agttggttgc accgttagcc cctctcctcc cggatggtca tgtttttgtc 
480 

acattagaga ataaacagcc acacacacat ttttttttcc tttaaaacag taacttggaa 
540 

atatgaaaag gccagaagga ggagcaaggg ctgttttctg gagtggttga ggtgttgtcc 
600 

tgcagttgtc attgtcttct ccaccgggct gttcccattt atttcctgtg gaactgaatc 
660 

cctcctccct ccactccttg ggagcccagg tggtccttgg ccaccattca ggctttccaa 
720 

gaagccaacc accttggaga ttttttttct tgaatttcgc tgttttcttc tgcttccttt 
780 

agataaaaag cagctcaaga gaccttatct tagggatgag aaaaacatgc atattaattc 
840 

catccgagtg attgtcagtg taaggccttt taaaacaaaa gcaagttctt tgttaggaat 
900 

tggtcaaaat tcatctcttt ctttaagccc atcaactccc aggacggttt gagttactca 
960 ' 

gttacctaag cttgctattc atccaaatca ttttctagag tcactgtata agggtctatg 
1020 

agtagctgtg tatgaataaa tattacctgt ctacctcaaa atacacatac tgctgaagca 
1080 

ttctgtacaa ccgcgtgtta tcacagtgca gttttaagtg taacngttga acttaggcat 
1140 

tctcctgtgt ggcggaacaa gaaaggatnt aacagttaca agcctccaaa ctcagataaa 
1200 

actaaatcac agttcagatg aaactgaata tcattgtaat aatctcataa tacatatttg 
1260 
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taacttgnta gctatctttg aaatcactgn actttgcaat ggtgctaagc tgatagattt 
1320 

aaatacacag acgggcgagt ggcgcccgtg tcgatgtctt cagccagtgg tgaccctgct 
1360 

tttgtaaccg cgttaacctg acaaaacctc agcagcagaa gtccctattt ttctaggagt 
1440 

ttatcgtgca gacagtcttc actacaggac tcggccctgg ggccc 
1485 

<210> 2622 
<211> 83 
<212> PRT 
<213> Homo sapiens 

<400> 2622 

Met Phe Ser Phe Pro Val Leu lie Leu Leu Lys 

15 10 
Val Arg lie Arg Ala Leu Leu Ala Ser Val Gly 

20 25 
Trp Leu Arg Ala His Ala Gin Thr His Ser Leu 

35 40 
Ala Ser Pro Ser Pro Leu Leu Val Gly Gly Ala 

50 55 
Arg Leu Leu Glu Gly Arg Phe Ser Glu Leu Gin 
65 70 75 

Leu Lys Gly 



Gly Glu Val Val Val 
15 

Arg lie Cys Trp Trp 
30 

Pro Arg Leu Ser Lys 
45 

Arg Val Leu Leu Gly 
60 

Gly Gin Gly Glu Gin 
80 



<210> 2623 

<211> 3524 

<212> DNA 

<213> Homo sapiens 

<400> 2623 

nggatccgaa ttcgcggccg cgtcgactgg agaggacggc gttattttta ttaactggag 
60 

gcgacggcgg ctgcggcggc ggcgggaccc ccaggcctcc tccggggtat gaaaatcggc 
120 

agtgggttcc tgagtggcgg cggaggtacc ggcagtagcg gtggtagcgg ctccggcggc 
180 

ggtggtagtg gcggcggcgg cggcggcggc agcagcggca ggagggcaga gatggaaccc 
240 

acctttcccc agggtatggt tatgttcaac caccgtcttc ccccggtcac cagcttcacc 
300 

cggccggcgg ggtcggccgc ccctcccccg caatgcgtgt tatcctcctc tacctccgca 
360 

gccccggccg ctgagccccc ccctccgcca gccccggaca tgactttcaa gaaggagccg 
420 

gcggcgtcag ccgcggcctt cccctcgcag aggacctcct gggggttctt gcagtctttg 
480 

gttagcatca aacaggagaa acccgcggat cctgaggagc agcagtccca ccaccaccat 
540 

caccaccacc actatggggg gctgttcgct ggagctgaag agaggtctcc aggcctagga 
600 
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ggcggtgaag gggggagtca 
660 

cagcagcaac cagcccagca 
720 

gaccaccatg gcactgagga 
780 

aagccagaat ctcagggaat 
840 

ttggttggag atggagaagg 
900 

cactgtagtg ctgctttccg 

96 0 

ggagaaagac ctttccagtg 
1020 

cagagacatg agaaaattca 
1080 

aagtttattc agaagtacca 
1140 

tataagtgtg acacttgcca 
1200 

cgcacatgtg gtgaagtcat 
1260 

cataccaata tgggcaatct 
1320 

aaaacaaagt caaaaagcat 
1380 

gaatcgcaaa tttcaaataa 
1440 

tcttccagtg gaggcataat 
1500 

ttgatcttta agaaaggaag 
1560 

ccattaccag acatagtagg 
1620 

atagtatcaa ataatagtgt 
1680 

ggtcagataa gtagtaatta 
1740 

ccaactgcca gcagcaacag 
1800 

tctgccattc agtctgcagg 
1860 

gactcctcag ctctaaatgc 
1920 

gaggttctac aaagtatttt 
1980 

cctttcaata ttgcagaacc 
2040 

gctcaagaag aaaatttgag 
2100 

ttgcaagaat actccaaata 
2160 

actcttggac acggtttcca 
2220 



cggcgtcatc caggacctca 
ccaccgtgac gtattactca 
gccaaagcag gacactaatg 
caaagccaag aggaagccaa 
tgccatcctc tccccaagtc 
aagctcctat cacctgcgga 
cagccagtgt agtatgggtt 
tagtagagag aagccatttg 
tatggagaga cacaagagga 
acagtatttt tcaaggactg 
agttaaagga gccactagtg 
ggctgtgttg tctcagggaa 
agctattgaa aataaggaac 
tataaacatg cagagttact 
tggcactgga atagatgaac 
cagaaagaat acagataaaa 
acagaaatcc ttgtctggaa 
ggagaccatt ggtcttctcc 
tgatgatgcc atgcagtttt 
tgccttttct ataaacgtag 
tgtcagtgtt ctggacaatg 
tgaaattaaa tcttgtcatg 
ggatcaatac tccaacaaat 
acgagtggat ttacacacct 
cccaggcacc caaacacctt 
cctccaacag gcttttgaaa 
atttgtcagt ttgtcttcac 



gtattcccca ccagcatgtc 
gcagcagtag caggactgat 
tcaaaaaggc aaaaaggcca 
gtgcatcttc caaaccttct 
agaaacctca tatctgtgat 
gacatgtcct cattcataca 
tcattcagaa atacctacta 
gatgtgatca gtgcagcatg 
cacatagtgg agaaaagcca 
atagattgtt gaagcacagg 
cagaacctgg gtcatcaaac 
atacaagttc ttcaaggaga 
agaagaccgg taaaacaaat 
cagtagaaat gcctaccgtg 
tgcagaagag ggtgccaaaa 
actaccttaa ctttgtgtca 
aaccaagtgg ctcacttggc 
aaagtacaag tggcaaacaa 
caaagaaaag aagatattta 
gacacatggt ctcccaacag 
aggcaccatt gtcacttatt 
acaagtctgg aattcctgat 
cagaaagcca gaaagaggat 
caggagaaca ctcagaattg 
caaatgataa agcaagtatg 
aatccactaa tgcaagtttt 
ctctccacaa ccacactttg 
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tttccagaaa 
2280 


aacaaatata 


cactacgtct 


cccttggagt 


gtggcttcgg 


ccaatctgtt 


acctcagtgt 
2340 


tgccatcttc 


attgccaaag 


cctccttttg 


ggatgttgtc 


tggatctcag 


ccaggtcttt 
2400 


atttgtctgc 


tttggatgct 


acacatcagc 


agttgacacc 


ttcccaggag 


ctggatgatc 
2460 


tgatagattc 


tcagaagaac 


ttagagactt 


catcagcctt 


ccagtcctca 


tctcagaaat 
2520 


tgactagcca 


gaaggaacag 


aaaaacttag agtcttcaac 


aggctttcag 


attccatctc 
2580 


aggagttagc 


tagccagata 


gatcctcaga 


aagacataga 


gcctagaaca 


acgtatcaga 
2640 


ttgagaactt 


tgcacaagcg 


tttggctctc 


agttcaagtc 


gggcagcagg 


gtgccaatga 
2700 


cctttatcac 


taactctaat 


ggagaagtgg accatagagt 


aaggacttca 


gtgtcagatt 
2760 


tctcagggta 


tacaaatatg 


atgtctgatg 


taagtgagcc 


atgtagtaca 


agagtaaaga 
2820 


cacccaccag 


ccagagttac 


aggtaaggtc ccaaaagtgg 


ccaggctgga 


ggtcttctaa 
2880 


tgtaattttg 


ttttattttg 


agaacactgc 


cattggaatg 


tttctacacg 


atcctattaa 
2940 


gaataatgtg 


atgccctttc 


aatgcaactt 


ttcatattta 


gtttattttg 


ttagcgtgat 
3000 


tttagctctg 


tttgtattat 


gatttttaat 


caaaatcaat 


agattaaaaa 


tagtttgaca 
3060 


ttcaaagtga 


caatgtttag 


caatcaaatt 


tacatgtata 


gatcgtcagg 


gaatagccca 
3120 


aatgttttaa 


acgcaaaaaa 


aaagacaaaa 


aaaaaccaaa 


aaaaaaaaac 


ctacaaaaaa 
3180 

gtgtaataac 
3240 


aactttgttg 


ctaggattaa 


ggttattcta 


attgctttac 


tctcaggaaa 


gcatgggaat 


tctgtacgtt 


atcactgtaa 


tggaatatcc 


aatttacaga 


tagtatgata 
3300 


tacatttcat 


catttaagta 


agggatcgaa 


aacatttcaa 


attgctctat 


ctgggctgat 
3360 


agacatttcg 


tcatttaagc 


aagggatcga 


agacatttca 


aattgctatc 


tccatctggg 
3420 


ctgatccaaa 


actctgagac 


tgttggctac 


ctatattttg 


Ctgcagcttt 


taaatgtact 
3480 


ctgaacttcc 


aaaccacatt 


cattccagcc 


tggtagaaca 


aatattcttg 


gatctttgat 
3524 


caaagcctgg 


aatgatagct 


ttaatacaaa 


aaaa 





<210> 2624 
<211> 895 
<212> PRT 

<213> Homo sapiens 
<400> 2624 

Met Lys He Gly Ser Gly Phe Leu Ser Gly Gly Gly Gly Thr Gly Ser 

15 10 15 

Ser Gly Gly Ser Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Gly 
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20 




25 








30 




nl v gi v 


Car Car fil v Ara Arc 


Ala 


GlU Met 


Glu 


Pro Thr 


Phe 


Pro Gin 




3 5 


40 








45 






Gly Met 


Val Met Phe Asn His 


Arg 


Leu 


Pro 


Pro 


Val Thr 


Ser 


Phe Thr 


D U 


55 










60 






Arg P ro 


fil a nlv Car tla Ala 

Hla Oiy JtL "iQ rtj.a 


Pro 


Pro 


Pro 


Gin 


Cys Val 


Leu 


Ser Ser 




70 








75 






80 


Ser Thr 


Ser Ala Ala Pro Ala 


Ala 


Glu 


Pro 


Pro 


Pro Pro 


Pro 


Ala Pro 




8 5 






90 








95 


M.S J? Pit; U 


Thr Php T.v/e Lye Gill 
l. Lii, rile uy □ lay & 


Pro 


Ala 


Ala 


Ser 


Ala Ala 


Ala 


Phe Pro 


100 




105 








110 




Ser Gin 


Urn Thr* Qpr Trn Glv 


Phe 


Leu 


Gin 


Ser 


Leu Val 


Ser 


He Lys 




IK 
113 


120 








12S 






rl n /^l 11 
lji.il ulU 


T \rc Dm & 1 2 Ben Dm 
Jjyo riU /Ud rVo£J f 


Glu 


Glu 


Gin 


Gin 


Ser His 


His 


His His 


130 












140 






HIS HIS 


nls his lyr uiy vaiy 


Leu 


Phe Ala Gly 


Ala Glu 


Glu 


Arg Ser 


14 5 


150 








155 






160 


Pro Gly 


L>eu ijiy Vjiy vjiy ijiu 


Gly Gly Ser 


His 


Gly Val 


He 


Gin Asp 




165 






170 








175 


Leu Ser 


lie Leu xiis uiii mis 


Val 


Gin 


Gin 


Gin 


Pro Ala 


Gin 


His His 




180 




185 








190 




Arg Asp 


Val Leu Leu Ser Ser 


Ser Ser Arg Thr 


Asp Asp 


His 


His Gly 




195 


200 








205 






Thr GlU 


Glu Pro Lys Gin. Asp 


Thr 


Asn 


Val 


Lys 


Lys Ala 


Lys 


Arg Pro 


210 


215 










220 






Lys Pro 


vjiu bei uin uiy lie 


Lys 


Ala 


Lys 


Arg 


Lys Pro 


Ser 


Ala Ser 


225 


230 








235 






240 


Ser Lys 


D — - — . Car- Tan tf a 1 pi »/ 

rtu jei LicU Vdl uiy 


Asp Gly Glu Gly 


Ala He 


Leu 


Ser Pro 




24 5 






250 








255 




liyS rtO nis lie \-y£» 


Asp 


His 


Cys 


Ser 


Ala Ala 


Phe 


Arg Ser 




"5 tC r. 




265 








270 




Ser Tyr 


14 i c T oil B >-i-i firn Hi c 

ills Lieu v-vi y rtiy nis 


Val 


Leu 


He 


His 


Thr Gly Glu 


Arg Pro 






280 








28S 






Phe Gin 


(Va Cay- Gin Cvs Ser 


Met Gly Phe 


He 


Gin Lys 


Tyr 


Leu Leu 


290 


295 










300 








His Glu Lvs lie His 


Ser 


Arg 


Glu 


Lys 


Pro Phe Gly 


Cys Asp 


305 


310 








315 






320 


Gin Cys 


Ser Met Lys Phe He 


Gin 


Lys 


Tyr 


His 


Met Glu Arg 


His Lys 




325 






330 








335 


Arg Thr 


His Ser Gly Glu Lys 


Pro 


Tyr 


Lys 


Cys 


Asp Thr 


Cys 


Gin Gin 




340 




345 








350 




Tyr Phe 


Ser Arg Thr Asp Arg 


Leu 


Leu 


Lys 


His 


Arg Arg 


Thr 


Cys Gly 




355 


360 








365 






Glu Val 


He Val Lys Gly Ala 


Thr 


Ser 


Ala 


Glu 


Pro Gly Ser 


Ser Asn 


370 


375 










380 






His Thr 


Asn Met Gly Asn Leu 


Ala 


Val 


Leu 


Ser 


Gin Gly Asn 


Thr Ser 


385 


3 90 








395 






400 


Ser Ser 


Arg Arg Lys Thr Lys 


Ser 


Lys 


Ser 


He 


Ala lie 


Glu 


Asn Lys 




405 






410 








415 


Glu Gin 


Lys Thr Gly Lys Thr 


Asn 


Glu 


Ser 


Gin 


He Ser 


Asn 


Asn He 




420 




425 








430 




Asn Met 


Gin Ser Tyr Ser Val 


Glu 


Met 


Pro 


Thr 


Val Ser 


Ser 


Ser Gly 




435 


440 








445 






Gly He 


He Gly Thr Gly He 


Asp 


Glu 


Leu 


Gin 


Lys Arg 


Val 


Pro Lys 
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450 










455 










460 










Leu 


He 


Phe 


Lys 


Lys Gly Ser 


Arg 


Lys 


Asn 


Thr 


Asp 


Lys 


Asn 


Tyr 


Leu 


470 










475 










480 












Asn 


Phe 


Val 


Ser 


Pro 


Leu 


Pro 


Asp 


He 


Val 


Gly 


Gin 


Lys 


Ser 


Leu 


Ser 










485 










4 90 










495 




Gly 


Lys 


Pro 


Ser 


Gly Ser Leu 


Gly 


He 


Val 


Ser 


Asn 


Asn 


Ser 


Val 


Glu 








500 










505 










510 






Thr 


He 


Gly 


Leu 


Leu 


Gin 


Ser 


Thr 


Ser 


Gly 


Lys 


Gin 


Gly 


Gin 


He 


Ser 






515 










520 










525 








Ser 


Asn 


Tyr 


Asp 


Asp 


Ala 


Met 


Gin 


Phe 


Ser 


Lys 


Lys 


Arg 


Arg 


Tyr 


Leu 




530 










535 










540 










Pro 


Thr 


Ala 


Ser 


Ser 


Asn 


Ser 


Ala 


Phe 


Ser 


lie 


Asn 


Val 


Gly 


His 


Met 


545 










550 










555 










560 


Val 


Ser 


Gin 


Gin 


Ser 


Val 


He 


Gin 


Ser 


Ala 


Gly 


Val 


Ser 


Val 


Leu 


Asp 










565 










570 










575 




Asn 


Glu 


Ala 


Pro 


Leu 


Ser 


Leu 


He 


Asp 


Ser 


Ser 


Ala 


Leu 


Asn 


Ala 


Glu 








580 










585 










590 






He 


Lys 


Ser 


Cys 


His 


Asp 


Lys 


Ser 


Gly 


He 


Pro 


Asp 


Glu 


Val 


Leu 


Gin 






595 










600 










605 








Ser 


He 


Leu 


Asp 


Gin 


Tyr 


Ser 


Asn 


Lys 


Ser 


Glu 


Ser 


Gin 


Lys 


Glu 


Asp 




610 










615 










620 










Pro 


Phe 


Asn 


lie 


Ala 


Glu 


Pro 


Arg 


Val 


Asp 


Leu 


His 


Thr 


Ser 


Gly 


Glu 


625 










630 










635 










640 


His 


Ser 


Glu 


Leu 


Val 


Gin 


Glu 


Glu 


Asn 


Leu 


Ser 


Pro 


Gly 


Thr 


Gin 


Thr 










645 










6S0 










655 




Pro 


Ser 


Asn 


Asp 


Lys 


Ala 


Ser 


Met 


Leu 


Gin 


Glu 


Tyr 


Ser 


Lys 


Tyr 


Leu 








660 










665 










670 






Gin 


Gin 


Ala 


Phe 


Glu 


Lys 


Ser 


Thr 


Asn 


Ala 


Ser 


Phe 


Thr 


Leu 


Gly 


His 






675 










680 










685 








Gly 


Phe 


Gin 


Phe 


Val 


Ser 


Leu 


Ser 


Ser 


Pro 


Leu 


His 


Asn 


His 


Thr 


Leu 




690 










695 










700 










Phe 


Pro 


Glu 


Lys 


Gin 


He Tyr 


Thr 


Thr 


Ser 


Pro 


Leu 


Glu 


Cys 


Gly 


Phe 


70S 










710 










715 










720 


Gly 


Gin 


Ser 


Val 


Thr 


Ser 


Val 


Leu 


Pro 


Ser 


Ser 


Leu 


Pro 


Lys 


Pro 


Pro 










725 










730 










735 




Phe 


Gly 


Met 


Leu 


Phe Gly Ser 


Gin 


Pro 


Gly 


Leu 


Tyr 


Leu 


Ser 


Ala 


Leu 








740 










745 










750 






Asp 


Ala 


Thr 


His 


Gin 


Gin 


Leu 


Thr 


Pro 


Ser 


Gin 


Glu 


Leu 


Asp 


Asp 


Leu 






7 55 










760 










765 








He 


Asp 


Ser 


Gin 


Lys 


Asn 


Leu 


Glu 


Thr 


Ser 


Ser 


Ala 


Phe 


Gin 


Ser 


Ser 




770 










775 










780 










Ser 


Gin 


Lys 


Leu 


Thr 


Ser 


Gin 


Lys 


Glu 


Gin 


Lys 


Asn 


Leu 


Glu 


Ser 


Ser 


785 










790 










795 










800 


Thr 


Gly 


Phe 


Gin 


He 


Pro 


Ser 


Gin 


Glu 


Leu 


Ala 


Ser 


Gin 


He 


Asp 


Pro 










805 










810 










81S 




Gin 


Lys 


Asp 


He 


Glu Pro Arg 


Thr 


Thr 


Tyr 


Gin 


He 


Glu 


Asn 


Phe 


Ala 








820 










825 










830 






Gin 


Ala 


Phe 


Gly 


Ser Gin 


Phe 


Lys 


Ser 


Gly 


Ser 


Arg 


Val 


Pro 


Met 


Thr 






835 










840 










845 








Phe 


He 


Thr 


Asn 


Ser Asn Gly 


Glu 


Val 


Asp 


His 


Arg 


Val 


Arg 


Thr 


Ser 




8S0 










855 










860 










Val 


Ser 


Asp 


Phe 


Ser 


Gly Tyr 


Thr 


Asn 


Met 


Met 


Ser 


Asp 


Val 


Ser 


Glu 


865 










870 










875 










880 


Pro 


Cys 


Ser 


Thr 


Arg Val 


Lys 


Thr 


Pro 


Thr 


Ser 


Gin 


Ser 


Tyr 


Arg 
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885 890 895 

<210> 2625 

<211> 1398 

<212> DNA 

<213> Homo sapiens 

<400> 2625 

nttctgactc cagcagggac tcacaagtct gagagggatc gccccgccac tcccacaaga 
60 

caccacgaga aacgcctctt ttgcagcagt ttaaggtacg ttaggggtca ccgtgttgca 
120 

ttgtgggaag tatagggcgg caagcggagg aggcgtggcg agcggatcat ccgcttccgg 
180 

agtcgaggtt ttcgggcttg taccgcttgg cggtgcggcc tggtgtcggc ttgcaggttc 
240 

tttctgtgtt tgttctctgc cctgccaagg ccgtagagct ggtgcgtgcg ggtagcgggg 
300 

ctctccgagg agccgcacgc cggcggcacc atggtccacc tcactactct cctctgcaag 
360 

gcctaccgtg ggggccactt aaccatccgc cttgccctgg gtggctgcac caatcggccg 
420 

ttctaccgca ttgtggctgc tcacaacaag tgtcccaggg atggccgttt cgtagagcag 
480 

ctgggctcct atgatccatt gcccaacagt catggagaaa aactcgttgc cctcaaccta 
540 

gacaggatcc gtcattggat tggctgcggg gcccacctct ctaagcctat ggaaaagctt 
600 

ctgggtcttg ctggcCtttt ccctctgcat cctatgatga tcacaaatgc tgagagactg 
660 

cgaaggaaac gggcacgtga agtcctgtta gcttctcaga aaacagatgc agaagctaca 
720 

gatacagagg ctacagaaac ataaatgagc tgactttagt gagcatagca gtgggaacaa 
780 

ggtcaaggtc cttttgaaac actgcagcga tcttaatttt gttagatttg gagttcaata 
840 

aatggagtat cctgagttgc ccttgctctt ctggcctggc ctgcacaggg cccagggaga 
900 

gatttgttct tgtgtgactt agagctgggt gtgggtacta attagctttt ttcgactttg 
960 

tcttgggata gacagtggct atgggaggat tggacttttg agttgggctc tgggtctctt 
1020 

ggacaacttt acaatttact ggcttccaag acttcctgct tcaaaacccc cagccagact 
1080 

attcatggcc cattcagatc ttcatgttca tcccacaagt gcaagaacag ttaacctttc 
1140 

ttaattgatt tttgtaattg gaggtttata ttgtcttgcc taatgcatat tctctttttt 
1200 

tttttttttg agacggagtc ttgttctgtt gccaggaggc cgatgctgca gtgaactgtg 
1260 

attgttccac tacagtccag cctgggtgac agagaaaaga aaaagaaaac attacataat 
1320 

ttggctagag cataataatt tgattttctg gtttttgaaa atttgagttg caataaaagg 
1380 
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atatttcagt gtgcgaaa 
1398 

<210> 2626 

<211> 137 

<212> PRT 

<213> Homo sapiens 

<400> 2626 



Met 


Val 


His 


Leu 


Thr 


Thr Leu 


Leu 


Cys 


Lys 


Ala Tyr 


Arg 


Gly 


Gly 


His 


1 








5 








10 








15 




Leu 


Thr 


He 


Arg 


Leu 


Ala Leu 


Gly 


Gly 


Cys 


Thr Asn 


Arg 


Pro 


Phe 


Tyr 








20 








25 








30 






Arg 


lie 


Val 


Ala 


Ala 


His Asn 


Lys 


Cys 


Pro 


Arg Asp 


Gly 


Arg 


Phe 


Val 






35 








40 








45 








Glu 


Gin 


Leu 


Gly 


Ser 


Tyr Asp 


Pro 


Leu 


Pro 


Asn Ser 


His 


Gly 


Glu 


Lys 




50 








55 








60 










Leu 


Val 


Ala 


Leu 


Asn 


Leu Asp 


Arg 


He 


Arg 


His Trp 


He 


Gly 


Cys 


Gly 


65 










70 








75 








80 


Ala 


His 


Leu 


Ser 


Lys 


Pro Met 


Glu 


Lys 


Leu 


Leu Gly 


Leu 


Ala 


Gly 


Phe 










85 








90 








95 




Phe 


Pro 


Leu 


His 


Pro 


Met Met 


He 


Thr 


Asn 


Ala Glu 


Arg 


Leu 


Arg 


Arg 








100 








105 








110 






Lys 


Arg 


Ala 


Arg 


Glu 


val Leu 


Leu 


Ala 


Ser 


Gin Lys 


Thr 


Asp 


Ala 


Glu 






115 








120 








125 








Ala 


Thr 


Asp 


Thr 


Glu 


Ala Thr 


Glu 


Thr 















130 13S 



<210> 2627 

<211> 320 

<212> DNA 

<213> Homo sapiens 

<400> 2627 

acgcgtgaag gggtggtgga atgcacaaaa aaaacacctt gaaggagtgc ctttctcttg 
60 

acccagagga acgaaagaaa gctgagtcac aaataaacaa ttctgccgtg gaaatgcagg 
120 

tgcagtcagc cctagccttt ttgggaacag agaatgatgt tgaactgaag ggggcgctag 
180 

•atttagaaac ctgtgagaag caagatataa tgccagaagt ggacaagcag tctggttcgc 
240 

cagaaagccg agtagaaaac acactgaaca tacatgaaga tttagattag gttaaactca 
300 

ttgaatatta cctgacttag 
320 

<210> 2628 

<211> 90 

<212> PRT 

<213> Homo sapiens 

<400> 2628 

Met Phe Ser Val Phe Ser Thr Arg Leu Ser Gly Glu Pro Asp Cys Leu 
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15 10 15 

Ser Thr Ser Gly lie lie Ser Cys Phe Ser Gin Val Ser Lys Ser Ser 

20 25 30 

Ala Pro Phe Ser Ser Thr Ser Phe Ser Val Pro Lys Lys Ala Arg Ala 

35 40 45 

Asp Cys Thr Cys lie Ser Thr Ala Glu Leu Phe lie Cys Asp Ser Ala 

50 55 60 

Phe Phe Arg Ser Ser Gly Ser Arg Glu Arg His Ser Phe Lys Val Phe 
65 70 75 80 

Phe Leu Cys He Pro Pro Pro Leu His Ala 
85 90 



<210> 2629 

<211> 650 

<212> DNA 

<213> Homo sapiens 



<400> 2629 

acgcgtgaag ggtctacagg cagtgagtga 
60 

accaccgagg ggatgaactt cacagtgggt 
120 

atggacaacc tggagaagca gctcatctgc 
180 

gtggtgatcc tgccctgcca acacaacctg 
240 

gtgggtgcca gggacgggca gggccaggta 
300 

ggtcagagct gagaccccag aaggtgatgg 
360 

gttgtggctg gagagcagaa gggctggggt 
420 

agcagctgcc ctgcaggctg gcaggtacag 
480 

gatctaccaa ggaaagtaga ccctgcggaa 
540 

ttataagagc ctgtgccaga ctctgcattc 
600 

gtggaaaata cggagaaaag attaatgaga 
650 



aggccaggag cagggcccag gccaggcacg 
ttcaagccgc tgctagggga tgcacacagc 
cccatctgcc tggagatgtt ctccaaacca 
tgccgcaaat gtgccaacga cgtcttccag 
aagcaatgca gacctgtggg ggactgatca 
atagagtgct ctctgaggtg ggtggtggct 
ccaagcaaat cccagagcaa gcatgagtcn 
cctgtgcata gacggcagct ggagtgctgg 
actgggaggg agggtatccc acaccgggct 
cagtttggag tttcagactt cgagagcatt 
taatgaaacg ttaaaaaaaa 



<210> 2630 
<211> 58 
<212> PRT 

<213> Homo sapiens 



<400> 2630 

Met Asp Asn Leu Glu Lys Gin Leu He Cys Pro He Cys Leu Glu Met 

I S 10 15 

Phe Ser Lys Pro Val Val He Leu Pro Cys Gin His Asn Leu Cys Arg 

20 25 30 

Lys Cys Ala Asn Asp Val Phe Gin Val Gly Ala Arg Asp Gly Gin Gly 

35 40 45 

Gin Val Lys Gin Cys Arg Pro Val Gly Asp - 
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50 55 

<210> 2631 

<211> S124 

<212> DNA 

<213> Homo sapiens 

<400> 2631 

caagatattg aaaggctaat acatcagagt gatatcatag atcgtgtggt atatgacttg 
60 

gataacccaa attacaccat tccagaagag ggagatattt tgaaatttaa ctccaaattt 
120 

gagtctggga atctgcgcaa agtaattcaa attagaaaaa atgaatatga tcttattctg 
180 

aactcagaca taaacagcaa tcattatcat cagtggtttt actttgaagt cagtggaatg 
240 

cgaccaggtg ttgcttacag gtttaacatc actaactgtg aaaagtccaa cagtcagttt 
300 

aattatggta tgcaaccact catgtattcg gttcaggaag cattaaatgc cagaccatgg 
360 

tggattcgta tggggactga catttgttac tataaaaatc atttctcaag aagctcagtt 
420 

gctgcaggtg ggcaaaaggg aaaatcctac tatacaatta catttactgt caattttcca 
480 

cataaagatg atgtttgcta ctttgcttat cactatccat atacgtattc aactttacag 
540 

atgcatcttc aaaaattgga atcagcacac aatcctcagc aaatctattt tcggaaagat 
600 

gtgttatgtg aaaccctgtc tggaaacagc tgccccttgg tgactataac agcaatgcca 
660 

gagtctaatt attatgaaca tatctgccat ttcagaaatc gcccttacgt tttcttgtct 
720 

gctcgggtac atcctggaga aactaatgca agttgggtta tgaaaggaac gttggaatat 
780 

ctcatgagca ataaccccac tgctcagagc ttactagaat cttatatttt taaaattgtc 
840 

cctatgttaa atccagatgg tgtcatcaat ggaaatcatc gctgttcttt aagtggagag 
900 

gatttgaata ggcagtggca aagtccaagt ccggattcac atcctacaat ttaccatgct 
960 

aaggggctgt tgcaatactt ggctgcagtg aagcgtttac ccttggttta ttgtgattat 
102 0 

catggccatt cccgaaagaa gaatgtattt atgtatggtt gcagcatcaa agagacagtg 
1080 

tggcatacca atgataatgc aacttcatgt gatgttgtgg aggatacggg atacaggaca 
114 0 

ttgcctaaga tactgagcca tatcgcccca gcattttgca tgagcagctg tagcttcgta 
1200 

gtggaaaaat ctaaagaatc cacagcacgt gttgtagttt ggagggaaat aggagtacaa 
1260 

agaagtcata ccatggagag tactttatgt ggctgtgatc agggaaaata caagggttta 
1320 

cagattggta cccgagaact ggaagagatg ggagcaaaat tttgtgttgg tcttttacgt 
1380 
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ttgaaaagac tgacctctcc 
1440 

aatgatttaa ttgaatcaag 
1500 

gatgaacctc gattccttga 
1560 

attgagttgg ctgaaaatgt 
1620 

gactctgaat tatcaagaac 
1680 

aagaataaat gaaatatctt 
1740 

acagagctga ctcaaaaaga 
1800 

tgtgttatta attaatgata 
1860 

atgtagcatt gaatgatcaa 
1920 

gcatgaattt ttatctccct 
1980 

ttcagaatat aaaattgaaa 
2040 

atatatgtac atggatttct 
2100 

agactgttct tcagaatcat 
2160 

cttgaaacca ttacattcta 
2220 

gcattcattt tgtcatcttc 
2280 

gaatgtgata aaaacccaga 
2340 

gggattacag gcgtgcgcca 
2400 

gggttttagc cctcttgctg 
2460 

ttgactttgg ataagtgttt 
2520 

gatacctcat tgcagatttt 
2580 

tcactttttc ctatagtgtt 
2640 

aattttgcat ggtccaaatc 
2700 

gtgtagattc tttctgatgt 
2760 

aaaaggggtc tttttcccta 
2820 

actgtgaagt tgaactagtc 
2880 

tttaggaagg aaagtaatca 
2940 

tttgtatatt ttatgtataa 
3000 



attggagtat aatctgcctt 
ctgcaaagta actagcccta 
agaagttgat tacagtgcag 
aggagattat gaaccttctg 
atacctacct tgagcccgct 
ggtttttatt tcccaggaag 
caaaaagtaa cttgggccag 
aaattggcgc ttgttttatt 
atattggatt tacctttaaa 
atggttatat cctgcatcaa 
ttttagagtt gttgaaaatc 
atagatgtgt ttgtttagaa 
gttaactatt gggttgtgac 
catttaccaa attaaacaaa 
tttaaccagc tcagattatt 
attggacaca gtgataaaaa 
ccgtgcctgg ctaaatcctt 
caagaatgac tttattttta 
taagaactaa gtttctgata 
cgccaggatt caggtgctta 
tttaacctgt tataattgga 
aatgattttt ctttttaata 
ttggggagcc atgtttaaaa 
gcctaattct tactaatctc 
ctcttagtgt agtaaccaaa 
tttatttaat tatttataat 
aacaattaca tgttttatta 



ccagcctgct tgactttgaa 
ccacttatgt cctggatgaa 
aaagtaatga tgagttagat 
ctcaagaaga agtactttct 
gccatctctt gttaactgca 
cttgagagaa atgagtttat 
tttggtttca agataataaa 
ttcgatattc aatgcacttt 
aaaaaaacct gagtatcatt 
gtggataatt ttgaagtgtg 
ctgacttgtt gaaaactaat 
gtgggtagat attgcagata 
tgaagtagtc cagggtttgc 
taaaaactgt attaaatgtt 
tgatgtatag aactttgtga 
gttgttttta agaaagtgct 
tcttgtaatg aaacctacct 
aataaaataa agcaaatcca 
taataaaaca acctccaaaa 
ggttttggca catatcttcc 
atgatagaga tgtatttcag 
tgtaaagtat ttcattaaca 
atgtagtatg gagcaattga 
agaaaacaaa gatcaaatag 
tttaggaaag atcaggataa 
tataaacaat tattttatgt 
tagctatact tcttcagaga 
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gtagattatg gagccaccat gtccatacag ttagttgttc cttggtattc ttggattgat 
3060 

tccaggaccc cccacagtta cccaaatcca cagatgctga agtctctgat ataaaatgga 
3X20 

gtagtatttg catttaacct atggacatcc tcctgtatgc tttaaatcat ctctagatta 
3180 

cttataatac ctaatacaat ataaatataa atgctctgta aatagtttta ttgtatagtg 
3240 

tgtgtgtgtg ttttaagaga cgaggactca caatgggaca ctttgaccag gctggtctcg 
3300 

aactcctggg cctacacaat cctcccacct cggcgtcgca agtagctggg actacaggta 
3360 

ctcaccacta tgcctggcag ttttttaaat ttgcgttttt aaaaattgtt tattatttat 
3420 

tgaatatttt ctacctgaga ttgacttaat ctgtggatat ggaacctata gatatggagg 
3480 

gctggctgta tatgaatttg tttttggctt ttacaaaatt agaaattaaa agtaactaca 
3540 

gttactataa tgtgcagaat gactcaaata tttccattta ttatgctagt gtaaaaactc 
3600 

ctaactacgt attataatac tttatattaa tgaagtactt tagcatacat tatgagcctg 
3660 

aataaagctt tttattaaat attcacaaga ttgaaggaga aattctttat agttaggaaa 
3720 

tgattttttc ataaacaata aatagctttg aaaatataaa aaaaaattta gggctgggtg 
3780 

cagaggctca tgcctgtagt cccagcactc tgagaggccg aggcgggtgg atcacttgag 
3840 

gtgaggagtt caagatcagc atggccaaca tggtgaaact ccacctccac gaaaaataca 
3900 

aaaattagcc aggcatggtg gcatgcgcct gtaatcctag ctacttgggt ggctgaggca 
3960 

tgagactcac ttgaacctgg gaggcagagg ttgcagcagt gagccgagat caagccgctg 
4020 

cactccagct ggggcgacaa agcaagactg tctcaaaaaa taaaaacaaa aaaattaaaa 
4080 

taaaatccta actttcctag ttagaaatat aattaacttt tactggctat tagtagctaa 
4140 

aattgccctt atttttgctt ctgtggcctc attttctttc tcggttattc agtatttaaa 
4200 

ttatggctta gatgtcttca atgctatagt cctgaaaatt aatgatctac gttgtgcagc 
4260 

agtgatggga tctgataaac tgagtctgat gatggagttt agatttattt cctttacctt 
4320 

gcatttggaa ctttgaatct cttaaatgtg gttctggtct agtccactgg ttctcacgtt 
4380 

gtaatgtgca tcagaatctt ctgaagacac agattgctga ttatgtagac ctggggtgga 
444 0 

ggtccaagaa tgtgcattcc ttgcaaattc ccaggtggtg atgctgcaga gccacacttt 
4S00 

gagaatcact agtataatcc agtatgctct tccagcatca caccttcctt cctgagaatc 
4 560 

acaggagttg tgaactgcag attagcattg gggagaattt agatcaaact aatttgtaga 
4620 
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atcaaggagg tcaagtaagg tcacaggggc acttgggttg agccagggtt ttagcccagg 
4680 

tcttctgaca actgcctcat gtccttacca caaaggagct gctatccttt gcccttcccc 
4740 

aaagagtgaa gactgcttaa agctcaagga tctttcttga atttgtgaaa tttgttcagg 
4800 

caaggtgaaa agcaaaaacc tatggttcac attgactttt tgtattgatc attgtctttt 
4860 

gaagacagga agtatgatca gtctctgcca cttgtgctag tttttgtgtg gtgtttagaa 
4920 

acatgggcat ttgtctggat cctaattaca aataagtaac ctagaattct cttcagatag 
4980 

tgcactaaca gcaatgaatc tattctaaat ttcaaatatc caaattaaaa tgactgtatt 
5040 

agcataagta ctgaaatgga taatacaata aatgtattaa tggaattgtt tttgtgcatg 
5100 

atacagaaat aaatgatagt aacg 
S124 

<210> 2632 
<211> 550 
<212> PRT 

<213> Homo sapiens 



<400> 2632 



Gin Asp 


He 


Glu 


Arg 


Leu 


He 


His 


Gin 


Ser 


Asp 


He 


He 


Asp Arg 


Val 


1 • 








5 










10 










15 




Val 


Tyr 


Asp 


Leu 


Asp 


Asn 


Pro 


Asn 


Tyr 


Thr 


He 


Pro 


Glu 


Glu Gly 


Asp 








20 










25 










30 






He 


Leu 


Lys 


Phe 


Asn 


Ser 


Lys 


Phe 


Glu 


Ser 


Gly 


Asn 


Leu 


Arg 


Lys 


Val 






35 










40 










45 








He 


Gin 


He 


Arg 


Lys 


Asn 


Glu 


Tyr 


Asp 


Leu 


He 


Leu 


Asn 


Ser 


Asp 


He 




50 










55 










60 










Asn 


Ser 


Asn 


His 


Tyr 


His 


Gin 


Trp 


Phe 


Tyr 


Phe 


Glu 


Val 


Ser Gly 


Met 


65 










70 










75 










80 


Arg 


Pro 


Gly 


Val 


Ala 


Tyr 


Arg 


Phe 


Asn 


He 


lie 


Asn 


Cys 


Glu 


Lys 


Ser 










85 










90 










95 




Asn 


Ser 


Gin 


Phe 


Asn 


Tyr 


Gly 


Met 


Gin 


Pro 


Leu 


Met 


Tyr 


Ser 


Val 


Gin 








100 










105 










110 






Glu 


Ala 


Leu 


Asn 


Ala 


Arg 


Pro 


Trp 


Trp 


He 


Arg 


Met 


Gly 


Thr 


Asp 


He 






115 










120 










125 








Cys 


Tyr 


Tyr 


Lys 


Asn 


His 


Phe 


Ser 


Arg 


Ser 


Ser 


val 


Ala 


Ala 


Gly 


Gly 




130 










135 










140 










Gin 


Lys 


Gly 


Lys 


Ser 


Tyr 


Tyr 


Thr 


He 


Thr 


Phe 


Thr 


val 


Asn 


Phe 


Pro 


145 










150 










155 










160 


His 


Lys 


Asp 


Asp 


Val 


Cys 


Tyr 


Phe 


Ala 


Tyr 


His 


Tyr 


Pro 


Tyr 


Thr 


Tyr 










165 










170 










175 




Ser 


Thr 


Leu 


Gin 


Met 


His 


Leu 


Gin 


Lys 


Leu 


Glu 


Ser 


Ala 


His 


Asn 


Pro 








180 










185 










190 






Gin 


Gin 


He 


Tyr 


Phe 


Arg 


Lys 


Asp 


Val 


Leu 


Cys 


Glu 


Thr 


Leu 


Ser 


Gly 


Asn 




195 










200 










205 








Ser 


Cys 


Pro 


Leu 


val 


Thr 


He 


Thr 


Ala 


Met 


Pro 


Glu 


Ser 


Asn 


Tyr 




210 










215 










220 










Tyr Glu 


His 


He 


Cys 


His 


Phe 


Arg 


Asn 


Arg 


Pro 


Tyr 


Val 


Phe 


Leu 


Ser 
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225 




230 


23S 






240 


Ala Arg Val His 


Pro Gly Glu Thr Asn 


Ala Ser Trp Val 


Met Lys Gly 




24S 




250 






25S 


4111 LlCU UlU i y L 


Leu 


Met Ser Asn Asn 


Pro Thr 


Ala Gin 


Ser 


Leu Leu 


260 




265 






270 




fill! Cav* Tvrr" Tip 


Phe Lys He Val Pro 


Met Leu 


Asn Pro 


Asp Gly Val 


275 




280 




285 






Tip Acn Gl vr &qn 
■lie nou ul y rVoll 


His Arg Cys Ser Leu 


Ser Gly Glu Asp 


Leu 


Asn Arg 


290 




295 




300 






Gin Tm Gin 5pr 

"HI 1 1 will OCX. 


Pro 


Ser Pro Asp Leu 


His Pro 


Thr He 


Tyr 


His Ala 


305 




310 


315 






320 


T .vr c: f^l \r T.oii r.oii 
JUjrO Uiy ijtSU JjCU 


Gin Tyr Leu Ala Ala 


Val Lys 


Arg Leu 


Pro 


Leu Val 




325 




330 






335 


i/i v.ys Asp 


His 


Gly His Ser Arg 


Lys Lys 


Asn Val 


Phe 


Met Tyr 


340 




345 






350 




Gl vr C\rc Coy- T 1 a 

v»iy ^.ys oer lie 


Lys 


Glu Thr Val Trp 


His Thr 


Asn Asp 


Asn 


Ala Thr 


ICC 




360 




365 






Ser Cys Asp Val 


Val 


Glu Asp Thr Gly 


Tyr Arg 


Thr Leu 


Pro 


Lys He 


370 




375 




380 






Leu Ser His He 


Ala 


Pro Ala Phe Cys 


Met Ser 


Ser Cys 


Ser 


Phe Val 


385 




390 


395 






400 


vai biu Liys aer 


Lys 


Glu Ser Thr Ala 


Arg Val 


Val Val 


Trp 


Arg Glu 




405 




410 






415 


lie Gly val Gin 


Arg 


Ser Tyr Thr Met 


Glu Ser 


Thr Leu 


Cys 


Gly Cys 


420 




425 






430 




Asp Gin Gly Lys 


Tyr 


Lys Gly Leu Gin 


He Gly Thr Arg 


Glu 


Leu Glu 


** -J 3 




440 




445 






Glu Met Gly Ala 


Lys 


Phe Cys Val Gly 


Leu Leu 


Arg Leu 


Lys 


Arg Leu 


4 50 




455 




460 






Thr Ser Pro Leu 


Glu 


Tyr Asn Leu Pro 


Ser Ser 


Leu Leu 


Asp 


Phe Glu 


465 




470 


475 






480 


Asn Asp Leu He 


Glu 


Ser Ser Cys Lys 


Val Thr 


Ser Pro 


Thr Thr Tyr 




485 




490 






495 


Val Leu Asp Glu 


Asp Glu Pro Arg Phe 


Leu Glu 


Glu Val 


Asp Tyr Ser 


500 




505 






510 




Ala Glu Ser Asn 


Asp Glu Leu Asp He 


Glu Leu 


Ala Glu 


Asn Val Gly 


515 




520 




S25 






Asp Tyr Glu Pro 


Ser 


Ala Gin Glu Glu 


Val Leu 


Ser Asp 


Ser 


Glu Leu 


530 




535 




540 






Ser Arg Thr Tyr 


Leu 


Pro 











545 550 



<210> 2633 
<211> 1569 
<212> DNA 

<213> Homo sapiens 
<400> 2633 

gattagtgaa ttgatggatg aatagggaag aagaaacgag agaeggatag acagatgaat 
60 

ggcaatagct atgtgcttct gaggcagaca nacaatggag taccagcagg gccctgctcc 
120 

ttcgecgagg aactcagccg catcctggaa aaaaggaagc acacgcagct cgtggagcag 
180 
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ctagatgaga gctctgtctg agcccagcct cccagaacaa atgctcttcc aagccagcct 
240 

atctgtccca ggctgggcca cttcctccct aacacagcca ccctcccttc attaccccca 
300 

ctccataccc ttctcccaac tttttgatgt ccctgtaggg ctggccagtc aggcccagcc 
360 

aaagccccct cctcagtctc cacagaccca catgtgagca gcccaggccc atcggtgctc 
420 

ctcagaggca gggctctgca ggtccatatg ggctcaacgt caccaccctc tgcatggccc 
460 

tgtgtgctgg atggtcctga aaccagacaa gacctctgcc agccacctaa gccctgcgta 
S40 

cattcacatg cacacatgga agaatgttta tcggctgggc tgcagtgccc ccaccctcac 
600 

cttctcctgg tgcattcttg tttcatccct gcttctggac ttggggtacc ctcccaattg 
660 

ccacatccta tctggtcctc ttccccagcc ccatgtggtg acctctttgt caagagcttg 
720 

ggaacgggcc agcctgggga ggtaagactg catcactccc ctcctctccc ttcctgtgtg 
780 

gcccttgtga atcagcctcc ccactctcct tggtcattct caagagtatg agagacagag 
640 

ctccaggcat gtcccatccc catgcacatg tggtaacaca cacctgtatc acacatgtgc 
900 

ctacatttcc actcacatgc acctctgagc ctcccttgct gtcttggacc tgtctgttgg 
960 

gtttagtccg tggacatttc agagggagat ccccctccca tttaactgtc ctcacaggcc 
1020 

cttgcctagg atggatgacc aacactgcac tcaatgagcc agcctctctt ttgggggaat 
1080 

caagcatttg cttcctctag actacagcag ggaaagggag gagaaatctg atgtctcaac 
1140 

tggcacatga agcccattct tggaactatg caaagggcag aggctgggag tttggacgct 
1200 

tagctcctac ccctgtccta cctcaccggg gcactttcag gggccagggg cctctgaagt 
1260 

ctctaggcct atatgggaca atcaattctg actgagctcc cccattcccc tcgggtgagg 
1320 

atgactgtta tttttgtagc tgagaacgtg gaatcccacg ggtttttact gcccttcacc 
1380 

caacctctcc cacctccacc ccacaatgaa tgtatttatt gtgagaatgg ctacacttct 
1440 

ttaggaatgc ccccacttac aaccaggtgg gtggaacagg catgtgacag agtggggagc 
1500 

ctgggctcag ctcctccccc tgccgttggt taataaacac cctttttccc cacaaaaaaa 
1560 

aaaaaaaaa 
1569 

<210> 2634 
<211> 59 
<212> PRT 

<213> Homo sapiens 
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c400> 2634 

lie Gly Lys Lys Lys Arg Glu Thr Asp Arg Gin Met Asn Gly Asn Ser 

15 10 15 

Tyr Val Leu Leu Arg Gin Thr Xaa Asn Gly Val Pro Ala Gly Pro Cys 

20 25 30 

Ser Phe Ala Glu Glu Leu Ser Arg He Leu Glu Lys Arg Lys His Thr 

35 40 45 

Gin Leu Val Glu Gin Leu Asp Glu Ser Ser Val 
50 55 

<210> 2635 
<211> 1062 
<212> DNA 

<213> Homo sapiens 
<400> 2635 

nncggcacga ggcctttcct aggattgtgc caggggcaca caaggatttc aaagtacaga 
60 

aaaaactggg catacacatg ccctacaaag cagccaaaag acattcccca gtctctctca 
120 

ggaaatgttt caagatgaaa agcaaaagtc tgaagtccct tggaatcttg ggttgatttc 
180 

ttcattattc tcaaggctag gttgttttcc cccagcatac tttgttgggc aaaaataaaa 
240 

catttccaaa taaaagcaac tcctcagccc caattttcaa tgcaatatgc ttattaaaag 
300 

ttcaacattt ctcaaggtct agacttatag tgtgatcata ttacagtact cgggaagagc 
360 

attttctttg ttgttgaccc tgctagggaa acaggtcttg actcagccaa agtggcgttc 
420 

ttgtgggtga ttaatgacag gcctagatct cgccctagtg acatccatcc cccacccccc 
480 

acccccacta tactaaaatc agccgtgtct gaactgaagg aggggctgta gcctcgcctc 
540 

aaaccaccca gtcccagagt taatagctgc aaccaatcga ttacggcaag cacacatcca 
600 

gattggggtg aaatgtgacc ctttcgccta aatttacgaa taatatcgtc ctctctgatc 
660 

atttccgctg gggctccagc gactacggaa acaattccaa tcattcggcc caaagaaaaa 
720 

gatgtccctg ttctacccaa tacgggcaag gcaaagcccc tacccacctc caaacactat 
780 

ccccttgaca tcagcccatt tctattgtgt cttattaggt cctcgggcta cgaggaccta 
840 

gtgaaaaacg tggctgccct actactttgc taagaacaag aaccacacag tccggcaccc 
900 

ccaccccagg ggccgcatcc cacaccccag gacccctgtt cccagttctc tccactaccc 
960 

cggcggccgc ggggccgggt cccacctgtg gtgaggcggg aggagacgtc gccgaagggg 
102 0 

gatggctcca ttcggagata cttctgcggc gaggcggccg ca 
1062 

<210> 2636 
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<211> 63 
<212> PRT 

<213> Homo sapiens 
<400> 2636 

Glu Gin Glu Pro His Ser Pro Ala Pro Pro Pro Gin Gly Pro His Pro 

15 10 15 

Thr Pro Gin Asp Pro Cys Ser Gin Phe Ser Pro Leu Pro Arg Arg Pro 

20 25 30 

Arg Gly Arg Val Pro Pro Vai Val Arg Arg Glu Glu Thr Ser Pro Lys 

35 40 45 

Gly Asp Gly Ser lie Arg Arg Tyr Phe Cys Gly Glu Ala Ala Ala 
SO 55 60 

<210> 2637 

<211> 1045 

<212> DNA 

<213> Homo sapiens 



<400> 2637 






dcgcy uycca 


egg td ugdyt. 




60 






ctgaggagtg 


ggcatcattt 


cactgtgtgt 


120 






cagcagaagc 


agtgacacag 


tgggaatcta 


180 






ggcctggcca 


acggacttcc 


cttcctgggg 


240 






agctcagcca 


cggccatgct 


gaacgtctgt 


300 






gtatccaaga 


tgcgcctcag 


tgtcttttta 


360 






ctggagtggt 


tggcaaggga 


agcctgcaac 


420 






aggcacaccc 


tctggaagcg 


ggtccaaggt 


480 






tcattcatcg 


acagagaegg 


caacctagag 


540 






gcaagagatc 


tttggatgtt 


tattttcagt 


600 






atgaataatg 


aaagacataa 


aggtgagatg 


660 






ctttccgaga 


acgcttccaa 


caacgtccct 


720 






gagctgtggg 


tccaggctca 


gtacatcaca 


780 






gacatctttc 


agcagactcc 


tctgggcagg 


840 






caggaacttc 


ttcagtgtta 


cttgaaggat 


900 






gaggaggaat 


taaagtttct 


gcagatggct 


960 






gcgtcagaag 


cgcccgagga 


agaggtttcc 


1020 







ctcttgcccc tgcccccacg tgggctcttc 
tgggggacac cctctcaagt ttccatggct 
agagcatctc tcagattttg ctctagaatt 
gaggtgggac agaagcactc cggagccaac 
ttctgccttt gtacggcctc tttcttgegg 
aagaagcaag aagagageca gtttcaccct 
caggacgctc tccaggaggc gggcacattc 
gctgtcaccc ctctgctggc gagcatgata 
ttactgacca ggecagatae tccgccctgg 
gaeacgatge ttctgaacat tcctcttgtg 
gcctacatcg tggtgcagaa ccacatgaac 
ttcagctgga aaatcaagga ctatctggag 
gaegcagaag gactgcccaa gaagttcgtg 
tttcttgccc agctccatgg agagcegcag 
ttcattctct tgaccatgcg tgtgtcaacg 
ctgtggtcct gcactaggaa actgaaagcg 
ttaccgtggg tgcaccttgc ctaccagcgt 
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ttcagaagcg gtctgcagaa ctctt 
104S 

<210> 2638 

<211> 263 

<212> PRT 

<213> Homo sapiens 

<400> 2638 

Met Leu Asn Val Cys Phe Cys Leu Cys Thr Ala Ser Phe Leu Arg Val 

IS 10 IS 

Ser Lys Met Arg Leu Ser Val Phe Leu Lys Lys Gin Glu Glu Ser Gin 

20 25 30 

Phe His Pro Leu Glu Trp Leu Ala Arg Glu Ala Cys Asn Gin Asp Ala 

35 40 45 

Leu Gin Glu Ala Gly Thr Phe Arg His Thr Leu Trp Lys Arg Val Gin 

50 55 60 

Gly Ala Val Thr Pro Leu Leu Ala Ser Met lie Ser Phe lie Asp Arg 
65 70 75 80 

Asp Gly Asn Leu Glu Leu Leu Thr Arg Pro Asp Thr Pro Pro Trp Ala 

85 90 95 

Arg Asp Leu Trp Met Phe lie Phe Ser Asp Thr Met Leu Leu Asn lie 

100 105 110 

Pro Leu Val Met Asn Asn Glu Arg His Lys Gly Glu Met Ala Tyr lie 

115 120 125 

Val Val Gin Asn His Met Asn Leu Ser Glu Asn Ala Ser Asn Asn Val 

130 13S 140 

Pro Phe Ser Trp Lys He Lys Asp Tyr Leu Glu Glu Leu Trp Val Gin 
145 ISO 155 160 

Ala Gin Tyr He Thr Asp Ala Glu Gly Leu Pro Lys Lys Phe Val Asp 

165 170 175 

He Phe Gin Gin Thr Pro Leu Gly Arg Phe Leu Ala Gin Leu His Gly 

180 185 190 

Glu Pro Gin Gin Glu Leu Leu Gin Cys Tyr Leu Lys Asp Phe He Leu 

195 200 205 

Leu Thr Met Arg Val Ser Thr' Glu Glu Glu Leu Lys Phe Leu Gin Met 

210 21S 220 

Ala Leu Trp Ser Cys Thr Arg Lys Leu Lys Ala Ala Ser Glu Ala Pro 
225 230 235 240 

Glu Glu Glu Val Ser Leu Pro Trp Val His Leu Ala Tyr Gin Arg Phe 

245 250 255 

Arg Ser Gly Leu Gin Asn Phe 
260 

<210> 2639 

<211> 3777 

<212> DNA 

<213> Homo sapiens 

c400> 2639 

ttaggtcctt gggcagaaaa tgatcattta aagaaggaaa cctcaggtgt ggtcttagca 
60 

ctttctgcag agggtcctcc tactgctgct tcagaacaat atacagatag gctggaactc 
120 
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cagcctggag ctgctagtca 
180 

gcagaaggac cccttacagc 
240 

acttcaggaa gctttcactg 
300 

cccactgtgg aactttactc 
360 

gaacctccta gtggaggaag 
420 

gacatgttac ccaacattag 
480 

cctgatcata atagactggt 
540 

aaaagcatcc ttttagagtc 
600 

attgagatct cctctctccc 
660 

accgaacctc ttgatgtgac 
720 

aacaatgaaa taatgaagct 
780 

gacccacatg ttgaaggtca 
840 

aaggatgatg acatcatgag 
900 

ttgcaccaag agggcaagag 
960 

gtttcagaga atgaacatgg 
1020 

actagacaca gccgaatccc 
1080 

tctccagttt ctgcaaaaga 
1140 

aagcttctgg Cggaaaaaag 
1200 

gataaattgc tagaggagaa 
1260 

ctcactccct tttcaagact 
1320 

tttctgtcac ccatcatctc 
1380 

gtcaacacag atcaggtcaa 
1440 

ggaaagccac ccacgaggcc 
1S00 

agcagtaact ccgactcaga 
1560 

cagaaacccc ggagcactac 
1620 

ccacccaaga gtccagttgt 
1680 

ttgcctcgca cgtctagttc 
1740 



gtttattgca gcgacgccca 
gattacaatt cctagacctt 
tggtcagcag ccagagaagg 
tccaagggaa aacttctctg 
cagaacagat ttggggcttc 
agaaagtaac aaatctcaag 
tgtgagagaa tttgaaaatc 
agataatgaa gatgagaagt 
aggagatttg gtaattgtgg 
aaaaacacag acttttagtg 
tctgacagtt ggaacttcag 
gataggccaa gtggcagaaa 
tgaagacttg ccaggtcacc 
agagaaaacc acccctagaa 
tgccccaacc cggaaggata 
tgtcttagca caagagatag 
aaagctcctc caaaagaaag 
acaattcaag tccttccttg 
actagctact gttcctgctc 
gacagtagat tctcacctga 
ccagtctaga aagagcaaaa 
tagctcaact tcgtctcagt 
tggagtagaa gccaggctac 
ccttttctcc cgcctggccc 
tcagtgcaag agtccaggat 
ccctcgcagg agtcccagtg 
ctcaccatct agggctggac 



caagtctaat ggaggcgcag 
ctgtggcatc tacacagtca 
aagatcttca gcccatggag 
gcttggttgt gacagagggt 
agatagatca cattggtcat 
acctgggacc aaaagaactt 
tccctgggga aactgaagag 
taagtagagg gcagcattgt 
aaaaggatca ctcagctact 
tggtgccaaa tcaagacaaa 
aaattccttc cagagacatt 
tgcaaaaaaa taagatatct 
aaggagacct ctctactttt 
atggagaact atttcattgt 
tggttaggtc atcctttgta 
actcaacttt ggaatcatcc 
cctatcagcc agacctagtc 
gcgacctctc aagtgcctct 
cctcttgtga ggaggaagtg 
gtaggtcagc tgaagatagc 
ttccaaggcc agtttcatgg 
tctttcctcg gccaccacca 
gcagatataa agtcctaggg 
aaattcttca aaatggatct 
ctcctcacaa tccaaaaaca 
cctctcctcg aagctcatcc 
ggccccacca tgaccagagg 
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agttcgtccc cacatctggg gagaagcaag 
1800 

tccaggaggt cctgccaaca ggagcattgc 
1860 

ggcagcctcc accaccactc agccagcact 
1920 

agtaaactca gcagatagga gccaggctgc 
1980 

taaacctgat gcatgtgtgt ccctgtactt 
2040 

cttgcaaaag aaagtaacat gatcaattat 
2100 

Ctacctaagg caggcagcaa gtagattagg 
2160 

agagcaaaaa tccaaggggg agaaactcat 
2220 

ttgaaacaaa agagttgagg ataggagata 
2280 

ttttaagcct caattcaaag attatatagc 
2340 

ttcaaaactt tcccaccctg aagagtcatt 
2400 

ttgccaggga gccagtattc atgtatattt 
2460 

tgaacacctt tactttgcct cattcctagt 
2520 

aattttgtat gtctcgtctg attcaatctc 
2580 

tatcaaatcc aattactttt ttttaggtcc 
2640 

cttaacatat tacattttta ttatgaaaaa 
2700 

taactagagc tattttgcag gctttagtgt 
2760 

gccttcaaga tagaagatgc cctttcatct 
2820 

tagaaggaaa actgaccaga gtagactgct 
2880 

taatatcagc atccaagatg atacgaggga 
2940 

ttagaaataa attagatata ttattgaggc 
3000 

tttagccaat aaggaattaa tatctgggga 
3060 

tgttttatta cctgcttctc ctgtgtttta 
3120 

tcatacaatc tcaatttacg aagctgtaaa 
3180 

ctaataggaa tcaggcaaat gaaagtctac 
3240 

ctctaggtgt tttgcgttgt aaagacctta 
3300 

ttgaaatttg ccttctagca aacatatgtg 
3360 



tcacctccca gccactcagg atcttcctcc 
aaacccagca agaatggcct gaaaggatcc 
aaaacccccc aagggaagag taagccagcc 
atctctttga aaggtgtgag atcttcctcc 
tctatgtaaa aaaatcagtg ttgatcttct 
ttataagaag acataataca tgataaggaa 
aatcaatgtc tttgtacaag aaggaaaaat 
taaaatgagc tctcattttt taagctgcct 
gaatggaatt ttaggggggt tgcctaattt 
aaaagtgaaa cttcttgttt gatattttca 
gatcagatat tagattatat aagaagtctg 
ggcttgtgtg tttatttcgt gtattgagaa 
accctccctg gagttcagat ttttttttaa 
tctgctttta ttttatggtc ctagttgtac 
ccctgatttt ttttttttag agcaagagtt 
taagaaagtt aggtaaagga aagaaaagtc 
ttagggagag aaagaaagtg tgggttaata 
ctgttaagtg tcctccttta gaaacttgag 
tccttaagtc ttctgggttc caactgtttg 
agcacaatgc cttggactgt gatttgagat 
ttagaatcct caaactttgt attttataca 
aataaattta ggcaaatatt tcttttttaa 
gttcaacatt tgggcttctt ggcctgattt 
gaggaagata tttgttctaa tctcactctt 
cagactttta aaatgggctg tttttatact 
ttaaggtcag gtaaattggt ctgcttgctg 
ctttctgttt gaccttgtgt ttgctgccaa 
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acctaataca gttgaattgg 
3420 

tgaacatctt ctaatgctgc 
3480 

tctttatctg tgttgagctt 
3S40 

gtctcttata agaaatgtag 
3600 

ccagaggaat gcaatagata 
3660 

aagatcagtc cttctgtatt 
3720 

catggtaaat tatataaata 
3777 



gaaacaaaaa aaaaagaaag 
atcaaagctg ccctgaagct 
tttaaaaaaa caaactcaaa 
catagtgtgg aatcttaatt 
agacatactt gctgtttatc 
atattgtata atagttgcta 
tttataaata tatagagaga 



gaatacattt cctccccaag 
gcactgaact tctcttgttc 
acactattga ggcatataac 
tctctccagt ttcaaacact 
taaagcaact gtaatattgg 
taacactact tgcatgtctt 
catatcctta aaaaaaa 



<210> 2640 

<211> 645 

<212> PRT 

<213> Homo sapiens 



<400> 2640 

Leu Gly Pro Trp Ala Glu Asn Asp His Leu Lys Lys Glu Thr Ser Gly 

15 10 IS 

Val Val Leu Ala Leu Ser Ala Glu Gly Pro Pro Thr Ala Ala Ser Glu 
20 25 30 

Gin Tyr Thr Asp Arg Leu Glu Leu Gin Pro Gly Ala Ala Ser Gin Phe 

35 40 45 

He Ala Ala Thr Pro Thr Ser Leu Met Glu Ala Gin Ala Glu Gly Pro 

50 55 60 

Leu Thr Ala He Thr He Pro Arg Pro Ser Val Ala Ser Thr Gin Ser 
65 70 75 80 

Thr Ser Gly Ser Phe His Cys Gly Gin Gin Pro Glu Lys Glu Asp Leu 

85 90 95 

Gin Pro Met Glu Pro Thr Val Glu Leu Tyr Ser Pro Arg Glu Asn Phe 

100 105 110 

Ser Gly Leu Val Val Thr Glu Gly Glu Pro Pro Ser Gly Gly Ser Arg 

1X5 120 125 

Thr Asp Leu Gly Leu Gin He Asp His He Gly His Asp Met Leu Pro 

130 135 140 

Asn He Arg Glu Ser Asn Lys Ser Gin Asp Leu Gly Pro Lys Glu Leu 
145 ISO 155 160 

Pro Asp His Asn Arg Leu Val Val Arg Glu Phe Glu Asn Leu Pro Gly 

165 170 175 

Glu Thr Glu Glu Lys Ser He Leu Leu Glu Ser Asp Asn Glu Asp Glu 

180 1B5 190 

Lys Leu Ser Arg Gly Gin His Cys He Glu He Ser Ser Leu Pro Gly 

195 200 20S 

Asp Leu val He Val Glu Lys Asp His Ser Ala Thr Thr Glu Pro Leu 

210 215 220 

Asp Val Thr Lys Thr Gin Thr Phe Ser Val Val Pro Asn Gin Asp Lys 
225 230 235 240 

Asn Asn Glu He Met Lys Leu Leu Thr Val Gly Thr Ser Glu He Ser 

245 250 255 

Ser Arg Asp He Asp Pro His Val Glu Gly Gin He Gly Gin Val Ala 
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260 265 270 

Glu Met Gin Lys Asn Lys lie Ser Lys Asp Asp Asp He Met Ser Glu 

275 280 285 

Asp Leu Pro Gly His Gin Gly Asp Leu Ser Thr Phe Leu His Gin Glu 

290 295 300 

Gly Lys Arg Glu Lys He Thr Pro Arg Asn Gly Glu Leu Phe His Cys 
305 310 315 320 

Val Ser Glu Asn Glu His Gly Ala Pro Thr Arg Lys Asp Met Val Arg 

325 330 335 

Ser Ser Phe Val Thr Arg His Ser Arg He Pro Val Leu Ala Gin Glu 

340 345 350 

He Asp Ser Thr Leu Glu Ser Ser Ser Pro Val Ser Ala Lys Glu Lys 

355 360 365 

Leu Leu Gin Lys Lys Ala Tyr Gin Pro Asp Leu Val Lys Leu Leu Val 

370 375 380 

Glu Lys Arg Gin Phe Lys Ser Phe Leu Gly Asp Leu Ser Ser Ala Ser 
385 " 390 395 400 

Asp Lys Leu Leu Glu Glu Lys Leu Ala Thr Val Pro Ala Pro Phe Cys 

405 410 415 

Glu Glu Glu Val Leu Thr Pro Phe Ser Arg Leu Thr Val Asp Ser His 

420 425 430 

Leu Ser Arg Ser Ala Glu Asp Ser Phe Leu Ser Pro He He Ser Gin 

435 440 445 

Ser Arg Lys Ser Lys He Pro Arg Pro Val Ser Trp Val Asn Thr Asp 

4S0 455 460 

Gin Val Asn Ser Ser Thr Ser Ser Gin Phe Phe Pro Arg Pro Pro Pro 
465 470 475 480 

Gly Lys Pro Pro Thr Arg Pro Gly Val Glu Ala Arg Leu Arg Arg Tyr 

485 490 4 95 

Lys Val Leu Gly Ser Ser Asn Ser Asp Ser Asp Leu Phe Ser Arg Leu 

500 505 510 

Ala Gin He Leu Gin Asn Gly Ser Gin Lys Pro Arg Ser Thr Thr Gin 

515 520 525 

Cys Lys Ser Pro Gly Ser Pro His Asn Pro Lys Thr Pro Pro Lys Ser 

530 535 540 

Pro Val Val Pro Arg Arg Ser Pro Ser Ala Ser Pro Arg Ser Ser Ser 
545 550 555 560 

Leu Pro Arg Thr Ser Ser Ser Ser Pro Ser Arg Ala Gly Arg Pro His 

565 570 575 

His Asp Gin Arg Ser Ser Ser Pro His Leu Gly Arg Ser Lys Ser Pro 

580 585 590 

Pro Ser His Ser Gly Ser Ser Ser Ser Arg Arg Ser Cys Gin Gin Glu 

595 600 605 

His Cys Lys Pro Ser Lys Asn Gly Leu Lys Gly Ser Gly Ser Leu His 

610 615 620 

His His Ser Ala Ser Thr Lys Thr Pro Gin Gly Lys Ser Lys Pro Ala 
625 630 635 640 

Ser Lys Leu Ser Arg 
645 

<210> 2641 

<211> 744 

<212> DNA 

<213> Homo sapiens 
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<400> 2641 

gaattcaagg tccttttccc tcaggtcatc gtacctacag cttgtatgcc gcagcctgtc 
60 

catctcccca cttgcgtatg taagggcagt gcttctagga gccatgagca ttactcacct 
120 

gaaacctagg tgttaggaat gcaaccagct agatctgacc catgccctgt tttgtgtctg 
180 

cgttgacatg ctgcaggtga catcagttgc aaggggatga ccgagcgcat tcacagcatc 
240 

aaccttcaca acttcagcaa ttccgtgctc gagaccctca acgagcagcg caaccgtggc 
300 

cacttctgtg acgtaacggt gcgcatccac gggagcatgc tgcgcgcaca ccgctgcgtg 
360 

ctggcagccg gcagcccctt cttccaggac aaactgctgc ttggctacag cgacatcgag 
420 

atcccgtcgg tggtgtcagt gcagtcagtg caaaagctca ttgacttcat gtacagcggc 
480 

gtgctacggg tctcgcagtc ggaagctctg cagatcctca cggccgccag catcctgcag 
540 

atcaaaacag tcatcgacga gtgcacgcgc atcgtgtcac agaacgtggg cgatgtgttc 
600 

ccggggatcc aggactcggg ccaggacacg ccgcggggca ctcccgagtc aggcacgtca 
660 

ggccagagca gcgacacgga gtcgggctac ctgcagagcc acccacagca cagcgtggac 
720 

aggatctact cggcactcta cgcg 
744 

<210> 2642 
<211> 176 
<212> PRT 

<213> Homo sapiens 



<400> 2642 



Met 


Thr 


Glu 


Arg 


He 


His 


Ser 


He 


Asn 


Leu 


His 


Asn 


Phe 


Ser 


Asn 


Ser 


1 








5 










10 










15 




Val 


Leu 


Glu 


Thr 


Leu Asn Glu Gin Arg Asn Arg 


Gly 


His 


Phe 


Cys 


Asp 








20 










25 










30 






Val 


Thr 


Val 


Arg 


He His Gly 


Ser 


Met 


Leu 


Arg 


Ala 


His 


Arg 


Cys 


Val 






35 










40 










45 








Leu 


Ala 


Ala 


Gly 


Ser 


Pro 


Phe 


Phe 


Gin 


Asp 


Lys 


Leu 


Leu 


Leu 


Gly 


Tyr 




50 










55 










60 










Ser 


Asp 


He 


Glu 


He 


Pro 


Ser 


Val 


Val 


Ser 


Val 


Gin 


Ser 


Val 


Gin 


Lys 


65 










70 










75 










80 


Leu 


He 


Asp 


Phe 


Met 


Tyr 


Ser 


Gly 


Val 


Leu 


Arg 


Val 


Ser 


Gin 


Ser 


Glu 










85 










90 










95 




Ala 


Leu 


Gin 


He 


Leu 


Thr 


Ala 


Ala 


Ser 


He 


Leu 


Gin 


He 


Lys 


Thr 


Val 








100 










105 










110 






He 


Asp 


Glu 


Cys 


Thr 


Arg 


He 


Val 


Ser 


Gin 


Asn 


Val 


Gly 


Asp 


Val 


Phe 






115 










120 










125 








Pro 


Gly 


He 


Gin 


Asp 


Ser 


Gly Gin Asp 


Thr 


Pro 


Arg 


Gly 


Thr 


Pro 


Glu 




130 










13 5 










140 










Ser 


Gly 


Thr 


Ser 


Gly Gin Ser 


Ser 


Asp 


Thr 


Qlu 


Ser 


Gly 


Tyr 


Leu 


Gin 
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145 150 155 160 

Ser His Pro Gin His Ser Val Asp Arg He Tyr Ser Ala Leu Tyr Ala 
165 170 175 

<210> 2643 

<211> 4590 

<212> DNA 

<213> Homo sapiens 

<400> 2643 

gggaaacaga gtcctggcgc tgccgcggag gatcctgggt gcagccgctc agagaagctt 
60 

ctcgcgcaca ggaagtcgct gcgaggaggc gcgtgtgcgg ggagttgaat ctcccgctcc 
120 

cttgaggctg gggttgcgtc tgttgacgcg gccgactaca atcccgagcc ctgccagccg 
180 

ggaacacgga ggggaaggag gaggagctta aaagaggcta ctgaacccca gttggccatg 
240 

gctgaggaat ttgtgaccct caaggatgtc ggcatggact tcaccttggg agactgggag 
300 

cagctcgggc tggaacaggg ggacacgttc tgggacacag cgttggacaa ttgccaggac 
360 

ctcttcctgc tggacccccc aagacccaac ctgacctccc acccagatgg cagtgaagat 
420 

ctggagcctc tggcaggagg aagcccagaa gcaacaagcc ctgatgtgac tgagaccaag 
480 

aactctcctc tgatggagga tttcttcgaa gaaggattct cccaggagat tatagagatg 
540 

ttatccaagg atggcttctg gaactccaat ttcggagaag cctgtataga ggacacctgg 
600 

ttagatagtt tgctaggcga tccagaaagt cttctgaggt ctgatattgc caccaacggg 
660 

gaaagtccca cggaatgcaa gagtcatgaa ttaaagagag gacccagtcc tgtgtccacc 
720 

gtttccacgg gagaagattc catggtgcat aatgtttctg aaaagaccct cacaccagct 
780 

aagtctaagg aatacagggg tgagcttttc tcctactccg accacagcca gcaggattct 
840 

gttcaggaag gggagaaacc atatcaatgt agtgaatgtg ggaaaagctt cagtgggagt 
900 

taccgtctta cccagcactg gatcactcat actagggaga aacccactgt ccatcaagag 
960 

tgtgagcaag gttttgaccg gaatgcttcc ctttctgtgt atccgaaaac tcacacgggc 
1020 

tacaaattct atgtgtgtaa tgaatatggg acaaccttta gtcagagtac atacctgtgg 
1080 

catcagaaaa ctcacactgg agaaaaacca tgtaagagtc aagatagtga ccacccaccc 
1140 

agtcatgaca cacagcctgg tgagcatcag aaaactcaca cagatagtaa gtcctacaac 
1200 

tgtaacgaat gcggcaaggc ttttacccgg atcttccacc ttactcggca ccagaagatc 
1260 

cacacccgga aacgctatga gtgttccaag tgccaggcga ccttcaactc gagaaaacac 
1320 
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ctcatccaac atcagaaaac 
1380 

aagattttta ggcacagttc 
1440 

ccttataagt gtaacgaacg 
1S00 

cagagggttc acagtggaga 
1S60 

cggcacactc accttaatga 
1620 

caggaatgcg tcaggagttt 
1680 

accgcagaaa agccctatag 
1740 

cttgtgcaac accagaaaat 
1800 

gaacgcttca tttgcggctc 
1860 

caaggatttt ttgtgagtgg 
1920 

tttaagtgta acaaatgtga 
1980 

aggattcaca ccaggggagt 
2040 

caaagtactc ggctcattca 
2100 

ggtgagcaag ggaaagccat 
2160 

aaggagcacc cttttaaatg 
2220 

tcaaaacacc agttaattca 
2280 

gtcttcaccc agagaaacta 
2340 

ttggtgtgta acgaatgcgg 
2400 

agaattcact caggtgagaa 
2460 

agtgctgagc ttgtccgcca 
2S20 

gaatgcggga aagccttcac 
2580 

ggggagaagc cctacagatg 
2640 

acacagcacc agagaattca 
2700 

gcttttgtcc tcagtgccca 
2760 

tatcagtgtc aacgttgcca 
2820 

cgtgtacaca acaagcagca 
2880 

tatgagaccg ttactcggat 
2940 



tcacgctgca aaaactacct 
gctgctcatt gaacaccagg 
tgggaaatcc ttcaggcata 
gaagccttac aaatgcagtg 
acatcggcga attcatacag 
cagccggccc tcacatctga 
ctgtgctgaa tgcaaggaga 
gcacactgtc aaaaccccat 
aaccctgaag tgccacgaga 
gaagatcttg gatcagaacc 
gaaaaccttt agctgcagca 
gaagcccttt gaatgtgacc 
ccatcaaaga atccactcta 
cagcagtgcc tcccttatca 
taacgaatgc ggaaagacct 
cgctggagag aatcccttta 
ccttgttcag catgagcgaa 
gaaaacgttc cgtcagagct 
gccctatgta tgtgattact 
ccagagaatt cacactggag 
ccagagctca tgcctttcta 
tggtgaatgt gggaaagcct 
cacaggggag aagccttact 
tctcaaccag cacctgagag 
gaaagccttt cggtgccacc 
atactgcccg tagccattgg 
gttgaaagct ggaaactatc 



ctgagtgtca ggagtgtggg 
ctctccatgc tggagaggag 
actctaccct aaagatccat 
agtgtgggaa ggccttccac 
gctacagacc ccacaaatgt 
tgcgacatca ggccattcac 
ctttcagcga taacaatcgc 
atgaatgtca ggagtgcgga 
gtgttcacgc cagagaaaaa 
cagaacagaa agagaagtgc 
aacacctaac tcagtacgag 
agtgtgggaa agcctttggc 
gagtgaggct gtataaatgg 
aacttcagtc cttccacaca 
tcagccacag tgcacacctc 
aatgtagtaa gtgtgacaga 
ctcatgccag aaagaagccg 
catgcctttc taagcatcag 
gcgggaaggc cttcggcctg 
aaaagcctta tgtttgtcag 
ttcaccggag agttcacact 
ttgcccagaa agcaaatcta 
cctgtaatgt gtgtggcaaa 
ttcacaccca ggagacactt 
cgagcctcag ccgccatcag 
gtggcagcag agtcccagaa 
ccattgcaag cttctctcca 
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aataaatgca tctaaagatt gattagaaag tttgtgcgca tgtttttcat tataacaatg 
3000 

aaaacacaaa agtggagaag ctgtacaacg tcaggattca gaggtaggct ctggagccag 
3060 

tctaccttga gttaaatccc acctctgcca tctactacct aagtgacctt gggaaggtca 
3120 

gaaaaacctc tcagggcctc ggtgtcctta cctgtaaaat gggcatcacc tacctcagag 
3180 

ggcttttctg aggattaaat aaataaatgt gaagcactta gaactgatgg ccagcacatg 
3240 

agggctcacc aagtgtaagc cacaaataca catcagctat agcacaaata tacttgtgtt 
3300 

acaagaaagg aattagtaat ctgtgtttac tgtagttaat gttcttacaa tgtatcgctt 
3360 

ttaatttaag ttttcctttt ttacagtttt tctccagcac tttactcttc ctaagtgcct 
3420 

ggcccttttt tgtcccttta tctctcctgg tttttttctt aagccccaga aagccaaaaa 
3480 

gaacatgtaa actcttcacc tcaactagct acaaccttcc actcctaacc tcccaagctt 
3540 

ctcacttaaa gaggactccc tatcccacaa acacatgctc cctcttccta tgaccttcct 
3600 

ccatttaaca gtgttggtta tgcaataaga cacccaattt ttcatgggag ttgacaccaa 
3660 

aacacagctg gattccatca ggaaagctgc attgatcagg gtgttaaccg catatgaaac 
3720 

aacccatatg gaagacatac ttaggggtca aacctgtggt gtgtggaagt gaccactggg 
3780 

atgtcatcat tcaccattta tccaggatgg ccgctcacca ggcaatttgc taggctcggg 
3840 

ggcgggtagt atccatacac tatgcactac tgctctgaag cttctggaat cagaaatgaa 
3900 

cccattttca tcgacgattg ctgttagttg acaagtgaca tcttgaaaat gccacattcc 
3960 

ctcatgtcac aggaagttct gggatcacca aggattgttg gagagtccag tgagatggaa 
4020 

ccacacaacc agttccctac cagtgtcttg tcagctctgg gtgtttgttc cctgccacta 
4080 

agtggctcag tcacaccttt gctgaaacac agtagtctta tgaaaagcac tggacacata 
4140 

ctttgaatac ctttcatatt ttaggtgctg aaaatggtga gggagtgagt gctctgcacc 
4200 

cttgggcttt tcaactcttg cacctggagt tctgctggtt aagttxgtta aacttagttg 
4260 

aaactgggaa cctgttggct aaccattggg gccttacact gtttttcaaa tggttgcaac 
4320 

atttaacttc tcgcacatgg ttcccgtcct ctggagctct gtcttgtcgg ggagatgggc 
4380 

atgttgtata ccaaaagagt gtacaaagtg ttgcagggct gcgacacaat agggactcta 
4440 

tggaaaactg gcagccattg ggtgtggggg cagtctgtaa atcagtcacc tgtgttgctg 
4500 

caggccaagg tagaaacgcc ctccgtgtgt gcatatttgt tggttctctg attaaagttt 
4560 
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tgagtctaaa aaaaaaaaaa aaaaaaaaaa 
4590 

<210> 2644 
<211> 871 
<212> PRT 

<213> Homo sapiens 



<400> 2644 



Met 


Ala 


Glu 


Glu 


Phe 


val 


Thr 


Leu Lys Asp Val 


Gly Met Asp 


Phe Thr 


1 








5 








10 






15 


Leu Gly 


Asp 


Trp 


Glu 


Gin 


Leu 


Gly Leu Glu Gin 


Gly Asp Thr Phe Trp 








20 








25 






30 




Asp Thr 


ax a 


Leu 


Asp Asn 


*-ys 


Gin Asp Leu 


Phe 


Leu Leu Asp 


Pro Pro 






•> e 










40 






45 




Arg 


Pro 


Asn 


Leu 


Thr 


Ser 


His 


Pro Asp Gly Ser 


Glu Asp Leu Glu Pro 




50 


















60 




Leu 


Ala 


Gly 


Gly 


Ser 


Pro 


Glu 


Ala Thr 


Ser 


Pro 


Asp Val Thr 


Glu Thr 


65 










70 








75 




80 


Lys 


Asn 


Ser 


Pro 


Leu 


Met 


Glu 


Asp Phe 


Phe 


Glu 


Glu Gly Phe 


Ser Gin 








85 








90 






95 


Glu 


lie 


lie 


Glu 


Met 


Leu 


Car 

act 


Lys Asp Gly Phe 


Trp Asn Ser 


Asn Phe 








100 








105 






110 




Gly Glu 


Ala 


Cys 


lie 


Glu 


sp 


Thr Trp 


Leu Asp 


Ser Leu Leu Gly Asp 






115 










120 






125 




Pro 


Glu 


Ser 


Leu 


Leu Arg 


Ser 


Asp He 


Ala 


Thr 


Asn Gly Glu Ser Pro 




130 










135 








140 




Thr 


Glu 


cys 


Lvs 
ys 


Ser 


His 


Glu 


Leu Lys Arg Gly 


Leu Ser Pro 


Val Ser 


14S 










150 








155 




160 


Thr 


Val 


Ser 


Thr 


Gly Glu 


Asp 


Ser Met 


Val 


His 


Asn Val Ser 


Glu Lys 










165 








170 






175 


Thr 


Leu 


Thr 


Pro 


Ala 


Lys 


Ser 


Lys Glu Tyr Arg 


Gly Glu Phe 


Phe Ser 








160 








185 






190 




Tyr 


Ser 


Asp 


His 


Ser 


Gin 


Gin 


Asp Ser 


Val 


Gin 


Glu Gly Glu 


Lys Pro 






195 










200 






20S 




Tyr Gin 


Cys 


Ser 


Glu 


Cys 


Gly 


Lys Ser 


Phe 


ser 


Gly Ser Tyr 


Arg Leu 




210 










215 








220 




Thr 


Gin 


His 


Trp 


He 


Thr 


His 


Thr Arg 


Glu 


Lys 


Pro Thr Val 


His Gin 


225 










230 








235 




240 


Glu 


Cys 


Glu 


Gin 


Gly 


Phe 


Asp 


Arg Asn 


Ala 


Ser 


Leu Ser Val 


Tyr Pro 










245 








250 






255 


Lys 


Thr 


His 


Thr 


Gly Tyr 


Lys 


Phe Tyr 


val 


Cys 


Asn Glu Tyr Gly Thr 








260 








265 






270 




Thr 


Phe 


Ser 


Gin 


Ser 


Thr 


Tyr 


Leu Trp 


His 


Gin 


Lys Thr His 


Thr Gly 






275 










280 






285 




Glu 


Lys 


Pro 


Cys 


Lys 


Ser 


Gin 


Asp Ser 


Asp 


His 


Pro Pro Ser 


His Asp 




290 










295 








300 




Thr 


Gin 


Pro 


Gly 


Glu 


His 


Gin 


Lys Thr 


His 


Thr 


Asp Ser Lys 


Ser Tyr 


305 










310 








.315 




320 


Asn 


Cys 


Asn 


Glu 


Cys 


Gly 


Lys 


Ala Phe 


Thr Arg 


He Phe His 


Leu Thr 










325 








330 






335 


Arg 


His 


Gin 


Lys 


He 


His 


Thr 


Arg Lys Arg Tyr 


Glu Cys Ser 


Lys Cys 








340 








345 






350 




Gin 


Ala 


Thr 


Phe 


Asn 


Leu 


Arg 


Lys His 


Leu 


lie 


Gin His Gin 


Lys Thr 
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355 360 36S 

His Ala Ala Lys Thr Thr Ser Glu Cys Gin Glu Cys Gly Lys He Phe 

370 375 360 

Arg His Ser Ser Leu Leu He Glu His Gin Ala Leu His Ala Gly Glu 
385 390 395 400 

Glu Pro Tyr Lys Cys Asn Glu Arg Gly Lys Ser Phe Arg His Asn Ser 

405 410 415 

Thr Leu Lys He His Gin Arg Val His Ser Gly Glu Lys Pro Tyr Lys 

420 425 430 

Cys Ser Glu Cys Gly Lys Ala Phe His Arg His Thr His Leu Asn Glu 

435 440 445 

His Arg Arg He His Thr Gly Tyr Arg Pro His Lys Cys Gin Glu Cys 

450 455 460 

Val Arg Ser Phe Ser Arg Pro Ser His Leu Met Arg His Gin Ala He 
465 470 475 480 

His Thr Ala Glu Lys Pro Tyr Ser Cys Ala Glu Cys Lys Glu Thr Phe 

485 490 495 

Ser Asp Asn Asn Arg Leu Val Gin His Gin Lys Met His Thr Val Lys 

500 505 510 

Thr Pro Tyr Glu Cys Gin Glu Cys Gly Glu Arg Phe He Cys Gly Ser 

515 520 525 

Thr Leu Lys Cys His Glu Ser Val His Ala Arg Glu Lys Gin Gly Phe 

530 535 540 

Phe Val Ser Gly Lys He Leu Asp Gin Asn Pro Glu Gin Lys Glu Lys 
545 550 555 560 

Cys Phe Lys Cys Asn Lys Cys Glu Lys Thr Phe Ser Cys Ser Lys Tyr 

565 570 575 

Leu Thr Gin Tyr Glu Arg He His Thr Arg Gly Val Lys Pro Phe Glu 

580 585 590 

Cys Asp Gin Cys Gly Lys Ala Phe Gly Gin Ser Thr Arg Leu He His 

595 600 605 

His Gin Arg He His Ser Arg Val Arg Leu Tyr Lys Trp Gly Glu Gin 

610 615 620 

Gly Lys Ala He Ser Ser Ala Ser Leu He Lys Leu Gin Ser Phe His 
625 630 635 640 

Thr Lys Glu His Pro Phe Lys Cys Asn Glu Cys Gly Lys Thr Phe Ser 

645 6S0 655 

His Ser Ala His Leu Ser Lys His Gin Leu He His Ala Gly Glu Asn 

660 665 670 

Pro Phe Lys Cys Ser Lys Cys Asp Arg Val Phe Thr Gin Arg Asn Tyr 

675 680 685 

Leu Val Gin His Glu Arg Thr His Ala Arg Lys Lys Pro Leu Val Cys 

690 695 700 

Asn Glu Cys Gly Lys Thr Phe Arg Gin Ser Ser Cys Leu Ser Lys His 
70S 710 715 720 

Gin Arg He His Ser Gly Glu Lys Pro Tyr Val Cys Asp Tyr Cys Gly 

725 730 735 

Lys Ala Phe Gly Leu Ser Ala Glu Leu Val Arg His Gin Arg He His 

740 745 750 

Thr Gly Glu Lys Pro Tyr Val Cys Gin Glu Cys Gly Lys Ala Phe Thr 

755 760 765 

Gin Ser Ser Cys Leu Ser He His Arg Arg Val His Thr Gly Glu Lys 

770 775 780 

Pro Tyr Arg Cys Gly Glu Cys Gly Lys Ala Phe Ala Gin Lys Ala Asn 
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785 790 795 800 

Leu Thr Gin His Gin Arg lie His Thr Gly Glu Lys Pro Tyr Ser Cys 

805 810 815 

Asn Val Cys Gly Lys Ala Phe Val Leu Ser Ala His Leu Asn Gin His 

820 825 830 

Leu Arg Val His Thr Gin Glu Thr Leu Tyr Gin Cys Gin Arg Cys Gin 

835 840 845 

Lys Ala Phe Arg Cys His Ser Ser Leu Ser Arg His Gin Arg Val His 

850 855 860 

Asn Lys Gin Gin Tyr Cys Leu 
865 870 



<210> 2645 

<211> 1018 

<212> DNA 

<213> Homo sapiens 



<400> 2645 

ctgaccacag agcgctgctc ccgagaaccc tgcacccctc aatggagtaa attaccataa 
60 

agcctcttcc ttacccatgc tttggggtgt taacagctga ggctattcgt cggtgacctg 
120 

tgggactcga gctattcctg cagctcagca gacctcctgg ccgtggcaga cttctgcgtt 
180 

atgacccggc tgctgggcta cgtggacccc ctggatccca gctttgtggc tgccgtcatc 
240 

accatcacct tcaatccgct ctactggaat gtggttgcac gatgggaaca caagacccgc 
300 

aagctgagca gggccttcgg atccccctac ctggcctgct actctctaag catcaccatc 
360 

ctgctcctga acttcctgcg ctcgcactgc ttcacgcagg ccatgctgag ccagcccagg 
420 

atggagagcc tggacacccc cgcggcctac agcctgggcc tcgcgctcct gggactgggc 
480 

gtcgtgctcg tgctctccag cttctttgca ctggggttcg ctggaacttt cctaggtgat 
540 

tacttcggga tcctcaagga ggcgagagtg accgtgttcc ccttcaacat cctggacaac 
600 

cccatgtact ggggaagcac agccaactac ctgggctggg ccatcatgca cgccagcccc 
660 

acgggcctgc tcctgacggt gctggtggcc ctcacctaca taatggctct cctatacgaa 
720 

gagcccttca ccgccgagat ctaccggcag aaagcctccg ggtcccacaa gaggagctga 
780 

ttgagctgca acagctttgc tgaaggcctg gccagcctcc tggcctgccc caagtggcag 
840 

gccctgcgca gggcgagaat ggtgcctgct gctcagggct cgcccccggc gtgggctgcc 
900 

ccagtgcctt ggaacctgct gccttgggga ccctggacgt gccgacatat ggccattgag 
960 

ctccaaccca cacattccca ttcaccaata aaggcaccct gaccccaaaa aaaaaaaa 
101B 



<210> 2646 
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<211> 199 
<212> PRT 
<213> Homo sapiens 



<400> 2646 

Met Thr Arg Leu Leu Gly Tyr Val Asp Pro Leu Asp Pro Ser Phe Val 

15 10 15 

Ala Ala Val lie Thr He Thr Phe Asn Pro Leu Tyr Trp Asn Val val 

20 25 30 

Ala Arg Trp Glu His Lys Thr Arg Lys Leu Ser Arg Ala Phe Gly Ser 

35 40 45 

Pro Tyr Leu Ala Cys Tyr Ser Leu Ser He Thr He Leu Leu Leu Asn 

50 55 60 

Phe Leu Arg Ser His Cys Phe Thr Gin Ala Met Leu Ser Gin Pro Arg 
65 70 75 80 

Met Glu Ser Leu Asp Thr Pro Ala Ala Tyr Ser Leu Gly Leu Ala Leu 

85 90 95 

Leu Gly Leu Gly Val Val Leu Val Leu Ser Ser Phe Phe Ala Leu Gly 

100 105 HO 

Phe Ala Gly Thr Phe Leu Gly Asp Tyr Phe Gly He Leu Lys Glu Ala 

115 120 125 

Arg Val Thr Val Phe Pro Phe Asn He Leu Asp Asn Pro Met Tyr Trp 

130 135 140 

Gly Ser Thr Ala Asn Tyr Leu Gly Trp Ala He Met His Ala Ser Pro 
145 150 155 160 

Thr Gly Leu Leu Leu Thr Val Leu Val Ala Leu Thr Tyr He Met Ala 

165 170 175 

Leu Leu Tyr Glu Glu Pro Phe Thr Ala Glu He Tyr Arg Gin Lys Ala 

180 185 190 

Ser Gly Ser His Lys Arg Ser 
195 

<210> 2647 

<211> 1368 

<212> DNA 

<213> Homo sapiens 

<400> 2647 

acgcgttctg atggtgactt cttgcatagt accaacggca ataaagaaaa gttatttcca 
60 

catgtgacac caaaaggaat taatggtata gactttaaag gggaagcgat aacttttaaa 
120 

gcaactactg ctggaatcct tgcaacactt tctcattgta ttgaactaat ggttaaacgt 
180 

gaggacagct ggcagaagag actggataag gaaactgaga agaaaagaag aacagaggaa 
240 

gcatataaaa atgcaatgac agaacttaag aaaaaatccc actttggagg accagattat 
300 

gaagaaggcc ctaacagtct gattaatgaa gaagagttct ttgatgctgt tgaagctgct 
360 

cttgacagac aagacaaaat agaagaacag tcacagagtg aaaaggtgag attacattgg 
420 

cctacatcct tgccctctgg agatgccctt tcttctgtgg ggacacatag atttgtccaa 
480 
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aaggttgaag agatggtgca gaaccacatg acttactcat tacaggatgt aggcggagat 
540 

gccaattggc agttggttgt agaagaagga gaaatgaagg tatacagaag agaagtagaa 
600 

gaaaatggga ttgttctgga tcctttaaaa gctacccatg cagttaaagg cgtcacagga 
660 

catgaagtct gcaattattt ctggaatgtt gacgttcgca atgactggga aacaactata 
720 

gaaaaccttc atgtggtgga aacattagct gacaatgcaa tcatcattta tcaaacacac 
780 

aagagggtgt ggcctgcttc tcagcgagac gtattatatc tttctgtcat tcgaaagata 
840 

ccagccttga ctgaaaatga ccctgaaact tggatagttt gtaatttttc tgtggatcat 
900 

gacagtgctc ctctaaacaa ccgatgtgtc cgtgccaaaa taaatgttgc tatgatttgt 
960 

caaaccttgg taagcccacc agagggaaac caggaaatta gcagggacaa cattctatgc 
1020 

aagattacat atgtagctaa tgtgaaccct ggaggatggg caccagcctc agtgttaagg 
1080 

gcagtggcaa agcgagagta tcctaaattt ctaaaacgtt ttacttctta cgtccaagaa 
1140 

aaaactgcag gaaagcctat tttgttctag tattaacagt gactgaagca aggctgtgtg 
1200 

acattccatg ttggagaaaa aaagaaaaaa aaagctgaat gctctaagct ggaacgtagg 
1260 

atctatagcc ttgtctgtgg cccaagacct tggccttgtg tacaaaaatg acaaaatatt 
1320 

gcaatagcaa agctgaacat ctaacactag ctatctcttg ctagatct 
1368 

<210> 2648 
<211> 389 
<212> PRT 

<213> Homo sapiens 



<400> 2648 



Thr 


Arg 


Ser 


Asp 


Gly Asp 


Phe 


Leu 


His 


Ser 


Thr 


Asn 


Gly Asn 


Lys 


Glul 


5 








10 








15 










Lys 


Leu 


Phe 


Pro 


His 


Val 


Thr 


Pro 


Lys 


Gly 


lie 


Asn 


Gly He 


Asp 


Phe 








20 










25 








30 






Lys 


Gly 


Glu 


Ala 


He 


Thr 


Phe 


Lys 


Ala 


Thr 


Thr 


Ala 


Gly He 


Leu 


Ala 






35 










40 










45 






Thr 


Leu 


Ser 


His 


Cys 


He 


Glu 


Leu 


Met 


Val 


Lys 


Arg 


Glu Asp 


Ser 


Trp 




50 










55 










60 








Gin 


Lys 


Arg 


Leu 


Asp 


Lys 


Glu 


Thr 


Glu 


Lys 


Lys 


Arg 


Arg Thr 


Glu 


Glu 


65 










70 










75 








80 


Ala 


Tyr 


Lys 


Asn 


Ala 


Met 


Thr 


Glu 


Leu 


Lys 


Lys 


Lys 


Ser His 


Phe 


Gly 








85 










90 








95 




Gly 


Pro 


Asp 


Tyr 


Glu 


Glu 


Gly 


Pro 


Asn 


Ser 


Leu 


lie 


Asn Glu 


Glu 


Glu 






100 










105 








110 






Phe 


Phe 


Asp 


Ala 


Val 


Glu 


Ala 


Ala 


Leu 


Asp 


Arg 


Gin 


Asp Lys 


He 


Glu 






115 










120 










125 






Glu 


Gin 


Ser 


Gin 


Ser 


Glu 


Lys 


Val 


Arg 


Leu 


His 


Trp 


Pro Thr 


Ser 


Leu 
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130 










135 










140 








Pro Ser 


Gly Asp Ala 


Phe 


Ser 


Ser 


Val 


Gly 


Thr 


His 


Arg 


Phe Val 


Gin 


145 








150 










155 








160 


Lys Val 


Glu Glu 


Met 


Val 


Gin 


Asn 


His 


Met 


Thr Tyr 


Ser 


Leu Gin 


Asp 






165 










170 








175 




Val Gly 


Gly Asp 


Ala 


Asn 


Trp 


Gin 


Leu 


Val 


Val 


Glu 


Glu 


Gly Glu 


Met 






180 










185 










190 




Lys Val 


Tyr Arg Arg 


Glu 


val 


Glu 


Glu 


Asn 


Gly He 


Val 


Leu Asp 


Pro 




195 










200 










205 






Leu Lys 


Ala 


Thr 


His 


Ala 


Val 


Lys 


Gly 


Val 


Thr Gly 


His 


Glu Val 


Cys 


210 










215 










220 








Asn Tyr 


Phe 


Trp Asn 


val 


Asp 


Val 


Arg 


Asn 


Asp Trp 


Glu 


Thr Thr 


He 


225 








230 










235 








240 


Glu Asn 


Phe 


His 


Val 


Val 


Glu 


Thr 


Leu 


Ala 


Asp 


Asn 


Ala 


He He 


He 








245 










250 








255 




Tyr Gin 


Thr 


His 


Lys 


Arg 


Val 


Trp 


Pro 


Ala 


Ser 


Gin 


Arg 


Asp Val 


Leu 






260 










26S 










270 




Tyr Leu 


Ser 


Val 


He 


Arg 


Lys 


He 


Pro 


Ala 


Leu 


Thr 


Glu 


Asn Asp 


Pro 




275 










280 










285 






Glu Thr 


Trp 


He 


Val 


Cys 


Asn 


Phe 


Ser 


Val 


Asp 


His 


Asp 


Ser Ala 


Pro 


290 










295 










300 








Leu Asn 


Asn 


Arg 


Cys 


Val 


Arg 


Ala 


Lys 


He 


Asn 


Val 


Ala 


Met He 


Cys 


305 








310 










315 








320 


Gin Thr 


Leu 


val 


Ser 


Pro 


Pro 


Glu 


Gly 


Asn 


Gin 


Glu 


He 


Ser Arg 


Asp 








325 










330 








335 




Asn lie 


Leu 


Cys 


Lys 


He 


Thr 


Tyr 


Val 


Ala 


Asn 


Val 


Asn 


Pro Gly 


Gly 






340 










345 










350 




Trp Ala 


Pro 


Ala 


Ser 


Val 


Leu 


Arg 


Ala 


val 


Ala 


Lys 


Arg 


Glu Tyr 


Pro 




355 










360 










365 






Lys Phe 


Leu 


Lys 


Arg 


Phe 


Thr 


Ser 


Tyr 


Val 


Gin 


Glu 


Lys 


Thr Ala 


Gly 


370 










375 










380 








Lys Pro 


He 


Leu 


Phe 























385 



<210> 2649 
<211> 1299 
<212> DNA 

<213> Homo sapiens 
<400> 2649 

nnggatccaa gcatggaatg ctgccgtcgg gcaactcctg gcacactgct cctctttctg 
60 

gctttcctgc tcctgagttc caggaccgca cgctccgagg aggaccggga cggcctatgg 
120 

gatgcctggg gcccatggag tgaatgctca cgcacctgcg ggggtggggc ctcctactct 
180 

ctgaggcgct gcctgagcag caagagctgt gaaggaagaa atatccgata cagaacatgc 
240 

agtaatgtgg actgcccacc agaagcaggt gatttccgag ctcagcaatg ctcagctcat 
300 

aatgatgcca agcaccatgg ccagttttat gaatggcttc ctgtgtctaa tgaccctgac 
360 

aacccatgtt cactcaagtg ccaagccaaa ggaacaaccc tggttgttga actagcacct 
420 
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aaggtcttag atggtacgcg ttgctataca gaatctttgg atatgtgcac cagtggttta 
480 

tgccaaattg ttggctgcga tcaccagctg ggaagcaccg tcaaggaaga taactgtggg 
54 0 

gtctgcaacg gagatgggtc cacctgccgg ctggtccgag ggcagtataa atcccagctc 
6O0 

tccgcaacca aatcggatga tactgtggtt gcaattccct atggaagtag acatattcgc 
660 

cttgccttaa aaggtcctga tcacttatat ctggaaacca aaaccctcca ggggactaaa 
720 

ggtgaaaaca gtctcagctc cacaggaact ttccttgtgg acaattctag tgtggacttc 
780 

cagaaatttc cagacaaaga gatactgaga atggctggac cactcacagc agatttcatt 
840 

gtcaagattc gtaactcggg ctccgctgac agtacagtcc agttcatctt ctatcaaccc 
900 

atcatccacc gatggaggga gacggatttc tttccttgct cagcaacctg tggaggaggt 
960 

tatcagctga catcggctga gtgctacgat ctgaggagca accgtgtggt tgctgaccaa 
1020 

tactgtcact attacccaga gaacatcaaa cccaaaccca agcttcagga gtgcaacttg 
1080 

gatccttgtc cagccagtga cggatacaag cagatcatgc cttatgacct ctaccatccc 
1140 

cttcctcggt gggaggccac cccatggacc gcgtgctcct cctcgtgtgg ggggggcatc 
1200 

cagagcccgg gcagtttcct gtgtggagga ggacatccag gggcatgtca cttcagtgga 
1260 

agagtggaaa tgcatgtaca cccctaagat gcccatcgc 
1299 

<210> 2650 
<211> 428 
<212> PRT 

<213> Homo sapiens 
<400> 2650 

Xaa Asp Pro Ser Met Glu Cys Cys Arg Arg Ala Thr Pro Gly Thr Leu 

15 10 15 

Leu Leu Phe Leu Ala Phe Leu Leu Leu Ser Ser Arg Thr Ala Arg Ser 

20 25 30 

Glu Glu Asp Arg Asp Gly Leu Trp Asp Ala Trp Gly Pro Trp Ser Glu 

35 40 45 

Cys Ser Arg Thr Cys Gly Gly Gly Ala Ser Tyr Ser Leu Arg Arg Cys 

50 55 60 

Leu Ser Ser Lys Ser Cys Glu Gly Arg Asn He Arg Tyr Arg Thr Cys 
65 70 75 80 

Ser Asn Val Asp Cys Pro Pro Glu Ala Gly Asp Phe Arg Ala Gin Gin 

85 90 95 

Cys Ser Ala His Asn Asp Val Lys His His Gly Gin Phe Tyr Glu Trp 

100 105 110 

Leu Pro Val Ser Asn Asp Pro Asp Asn Pro Cys Ser Leu Lys Cys Gin 

115 120 125 

Ala Lys Gly Thr Thr Leu Val Val Glu Leu Ala Pro Lys Val Leu Asp 



1895 



WO 00/58473 



PCT/US00/08621 





130 










135 










140 










Gly 


Thr 


Arg 


Cys 


Tyr 


Thr 


Glu 


Ser 


Leu 


Asp Met 


Cys 


He 


Ser 


Gly 


Leu 


14S 










150 










155 










160 


Cys 


Gin 


lie 


Val Gly Cys 


Asp His Gin 


Leu Gly Ser 


Thr 


Val 


Lys 


Glu 










165 










170 










175 




Asp 


Asn 


Cys 


Gly Val Cys 


Asn Gly Asp 


Gly Ser Thr 


Cys 


Arg 


Leu 


Val 








180 










185 










190 






Arg 


Gly 


Gin 
195 


Tyr 


Lys 


Ser 


Gin 


Leu 
200 


Ser 


Ala 


Thr 


Lys 


Ser 
205 


Asp 


Asp 


Thr 


Val 


Val 


Ala 


He 


Pro Tyr 


Gly Ser Arg 


His 


lie 


Arg 


Leu 


Val 


Leu 


Lys 




210 










215 










220 










Gly 


Pro 


Asp 


His 


Leu 


Tyr 


Leu 


Glu 


Thr 


Lys 


Thr 


Leu 


Gin 


Gly 


Thr 


Lys 


225 










230 










235 










240 


Gly 


Glu 


Asn 


Ser 


Leu 


Ser 


Ser Thr Gly 


Thr 


Phe 


Leu 


Val 


Asp 


Asn 


Ser 










245 










250 










255 




Ser 


Val 


Asp 


Phe 
260 


Gin 


Lys 


Phe 


Pro 


Asp 
265 


Lys 


Glu 


He 


Leu 


Arg 
270 


Met 


Ala 


Gly 


Pro 


.Leu 
275 


Thr 


Ala 


Asp 


Phe 


He 
280 


Val 


Lys 


He 


Arg 


Asn 
285 


Ser 


Gly 


Ser 


Ala 


Asp 
290 


Ser 


Thr 


Val 


Gin 


Phe 
295 


He 


Phe 


Tyr 


Gin 


Pro 
300 


He 


He 


His 


Arg 


Trp 


Arg 


Glu 


Thr 


Asp 


Phe 


Phe 


Pro 


Cys 


Ser 


Ala 


Thr 


Cys 


Gly 


Gly 


Gly 


305 










310 










315 










320 


Tyr 


Gin 


Leu 


Thr 


Ser 


Ala 


Glu 


Cys 


Tyr 


Asp 


Leu Arg 


Ser 


Asn 


Arg 


Val 










325 










330 










335 




Val 


Ala 


Asp 


Gin Tyr Cys 


His 


Tyr 


Tyr 


Pro 


Glu 


Asn 


He 


Lys 


Pro 


Lys 








340 










345 










350 






Pro 


Lys 


Leu 
355 


Gin 


Glu 


Cys 


Asn 


Leu 
360 


Asp 


Pro 


Cys 


Pro 


Ala 
365 


Ser 


Asp 


Gly 


Tyr 


Lys 
370 


Gin 


lie 


Met 


Pro 


Tyr 
375 


Asp 


Leu 


Tyr 


His 


Pro 
380 


Leu 


Pro 


Arg 


Trp 


Glu 


Ala 


Thr 


Pro Trp Thr 


Ala 


Cys 


Ser 


Ser 


Ser 


Cys 


Gly 


Gly 


Gly 


He 


385 










390 










395 










400 


Gin 


Ser 


Pro 


Gly Ser Phe 


Leu Cys 


Gly 


Gly Gly His 


Pro 


Gly 


Ala 


Cys 










405 










410 










415 




His 


Phe 


Ser 


Gly Arg Val 


Glu 


Met 


His 


Val 


His 


Pro 
















420 










42S 

















<210> 2651 

<211> 628 

<212> DNA 

<213> Homo sapiens 

<400> 2651 

tacacagtcc tgccggctgg cttggtgggg tgccgaggct caggcagcat gacgacggag 
60 

acctttgtga agggtatcaa gcctgggctc aagaatctga accttatctt cattgtgctg 
120 

gagacaggcc gagtgaccaa gacaaaggac gggcatgagg ttcggacctg caaagtggcg 
180 

gacaaaacag gcagcatcaa tatctctgtc tgggacgatg ttggcaatct gatccagcct 
240 

ggggacatta tccggctcac caaagggtac gcttcagttt tcaaaggttg tctgacacta 
300 
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tatactggcc gtgggggtga cctgcagaag attggagaat tctgcatgga ttattctgag 
360 

gttcctaact tcagtgagcc aaacccagag tacagcaccc agcaggcacc caacaaggcg 
420 

gtgcagaacg acagcaaccc ttcagcttcc cagcctacca ctggaccctc tgctgcctct 
480 

ccagcctctg agaaccagaa tgggaatgga atgagtgccc caccaggttt ccgggtggtg 
540 

gcccacatcc ccctcatact ccctcccacc cacccagcac ccgaatcact cgaagccagc 
600 

ccaaccacac acctgcaggc ccgcctgg 
628 

<210> 2652 

<211> 209 

<212> PRT 

c2l3> Homo sapiens 



<400> 2652 



Tyr Thr Val 


Leu 


Pro Ala Gly 


Leu Val 


Gly Cys Arg 


Gly 


Ser 


Gly 


Ser 


1 




S 








10 








IS 




Met Thr Thr 


Glu 


Thr 


Phe 


Val 


Lys Gly 


lie Lys 


Pro 


Gly 


Leu 


Lys 


Asn 




20 








25 








30 






Leu Asn Leu 


lie 


Phe 


lie 


Val 


Leu Glu 


Thr Gly Arg 


Val 


Thr 


Lys 


Thr 


35 










40 






45 








Lys Asp Gly 


His 


Glu 


Val 


Arg 


Thr Cys 


Lys Val 


Ala 


Asp 


Lys 


Thr 


Gly 


50 








55 






60 










Ser lie Asn 


lie 


Ser 


val 


Trp 


Asp Asp 


Val Gly Asn 


Leu 


He 


Gin 


Pro 


65 






70 






75 










80 


Gly Asp lie 


He 


Arg 


Leu 


Thr 


Lys Gly 


Tyr Ala 


Ser 


Val 


Phe 


Lys 


Gly 




85 








90 








95 




Cys Leu Thr 


Leu 


Tyr Thr Gly 


Arg Gly 


Gly Asp 


Leu 


Gin 


Lys 


He 


Gly 




100 








105 








110 






Glu Phe Cys 


Met 


Asp Tyr 


Ser 


Glu Val 


Pro Asn 


Phe 


Ser 


Glu 


Pro 


Asn 


115 










120 






125 








Pro Glu Tyr 


Ser 


Thr 


Gin 


Gin 


Ala Pro 


Asn Lys 


Ala 


Val 


Gin 


Asn 


Asp 


130 








135 






140 










Ser Asn Pro 


Ser 


Ala 


Ser 


Gin 


Pro Thr 


Thr Gly 


Pro 


Ser 


Ala 


Ala 


Ser 


145 






150 






155 










160 


Pro Ala Ser 


Glu 


Asn 


Gin 


Asn 


Gly Asn 


Gly Met 


Ser 


Ala 


Pro 


Pro 


Gly 






165 








170 








175 




Phe Arg Val 


Val 


Ala 


His 


He 


Pro Leu 


He Leu 


Pro 


Pro 


Thr 


His 


Pro 




180 








185 








190 






Ala Pro Glu 


Ser 


Leu 


Glu 


Ala 


Ser Pro 


Thr Thr 


His 


Leu 


Gin 


Ala 


Arg 


195 










200 






205 









Leu 



<210> 2653 

<211> 2103 

<212> DNA 

<213> Homo sapiens 

c400> 2653 
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natatcgggg ccggcggcgg 
60 

ttcgcttggg ttcctgccgc 
120 

caagctactg accgtactcg 
ieo 

gctgttttcg acttcagaaa 
240 

aagctcgagc ggacggcggg 
30O 

gcggaagaac ccccctgacg 
360 

ctcacccggg ccgtccctgg 
420 

cctttccaca gccggcgctc 
480 

ctcgagttcc cgctcttcac 
540 

ccacccgagc ccggcgcctc 
600 

gactctggat ttcgacccgc 
660 

attgtcggcg cccacctcgg 
720 

ctccttctcc gctgcggccg 
780 

cggcgacgcc tcctcccgcc 
840 

taaacgaatg cagaagagaa 
900 

tacttctgat gcacagccac 
960 

atctgcagca tcctcaccat 
1020 

gatgatctgt gaacgtttgt 
1080 

aatattgaac acaaaacttg 
1140 

aataatgcga cgatatggag 
1200 

atttgtgggc tgccttgttc 
1260 

gcaatgccaa taccccttct 
1320 

ctcttaggca gcagcaactg 
1380 

gacctttgct acctgtatta 
1440 

ttcttatatt aatgtttgaa 
1S00 

ttgtgtaaat aaaactgtag 
1S60 

actacaaccg agctgtaacc 
1620 



gtgggagagt tctacgaggg 
ggcagccacc tcgcaatctc 
ggcgtattag gagccgcgtt 
ggatctagcc tcagcacaga 
ggcggccgga gcctctctcg 
cgactggcgt gtgcttctgc 
ccactgcccc tgccgcggag 
cgcgacccgc ttggctcctg 
cccttccctc accctcttct 
agctgccccc ggccatggcg 
tgttgagccc ggcgtccccg 
ccgctgcctc cccgttgtcg 
cctcgccgca gaagtatctc 
tcaccacaga acaaattctg 
gacatttaga aacgagtttc 
atgcatttct cctcagtgga 
taaaaaaaga acagccctta 
tgaaagaacg tgaagagaaa 
cagaacaata tgatgcgttt 
aacagcctgc tagctatgtt 
cttgttgagt tgttgcaaga 
gtgaatacag gttatttcaa 
gttttggaaa tttccctgat 
ataccagtgg cctcattttg 
aaggattaaa gctggtatcc 
aatgacactt cagatgaagt 
agttactaat tttagaatgt 



aggggaagcg gttggacgtg 
tctgcatcga tcgccgctcg 
ccagcctcac accccacggt 
agcgcctcag gcgcggcgca 
ggggagccgc gcctgaggag 
ccgccaccgc ccctcccgct 
gcagcggcgg cagcggctct 
agcccgtcgg gcaggctctc 
Ctcgtcaccc gtccccgacc 
tgcggagcca ctctgaaaag 
aagcgcaggc gatgtgcgcc 
gcggccgcgg ccaccgccgc 
cgaatggagc catccccctt 
tacaacataa aacaagagta 
caacagacag atccgtgttg 
ccagcttcac cagggacttc 
tttactctac ggcaggttgg 
gttcgagaag aatatgaaga 
gtgaagttta cgcatgatca 
tcatgaatca cgtatcctgc 
ggtcccaatt atgacatgca 
gctttcgtca gtggcaacca 
gtcagtacca cctggatgtg 
ctgtatcatt acaatttggc 
tagaacatgc ccttcactgg 
tagtgcgatt ttaattgtgc 
aatcccagga caatattaag 
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caaatagcct gcagtgcttc ctgtgaaata gtgaaggagg agggcatttc tgtattccag 
1680 

gacttcttgg ggtttcagaa tgggtttgta tgattttttt tttttttttg tag ttt tact 
1740 

tattctatca gtctttttaa caaacgttta ttgctgcatt tttttttttc cagtgtatca 
1800 

ttgttttact gcccttgtag tactggaatt tagttggaag aataaaacat ttacttctat 
1860 

tttgcttgtt tcttaatgta cagatggggt tagtatttga ataaagttgg tgttttaaaa 
1920 

cgtaagcatt ttccaggaat cagtgaagtt aattttctaa gatttgagtg ctgtttcaaa 
1980 

acactgagtt ctgattctaa atgccttctt ctgctgggcg cggtggctca tgcctgtaat 
2040 

cccagcactt tgggaggccg aggcgggagg atcacgaggt caggagatcg agactatcct 
2100 

ggc 

2103 

<210> 2654 
<211> 70 
<212> PRT 

<213> Homo sapiens 
<400> 2654 

Tyr Leu Asn Lys Val Gly Val Leu Lys Arg Lys His Phe Pro Gly lie 

15 10 IS 

Ser Glu Val Asn Phe Leu Arg Phe Glu Cys Cys Phe Lys Thr Leu Ser 

20 25 30 

Ser Asp Ser Lys Cys Leu Leu Leu Leu Gly Ala Val Ala His Ala Cys 

35 40 45 

Asn Pro Ser Thr Leu Gly Gly Arg Gly Gly Arg He Thr Arg Ser Gly 

50 55 60 

Asp Arg Asp Tyr Pro Gly 
65 70 

<210> 2655 
<211> 1752 
<212> DNA 

<213> Homo sapiens 
<400> 2655 

tttttttttc cagatctttg agttcattct cgatttttgt gattaattcc ctgagttcat 
60 

caagattagt gcaaataagc tgaaactctg gtacagtagg tgactttatg acagttttcc 
120 

tcttctttgt gattgctttt ttagagacgg atttttttcc agatttgtgc ctcttgtgtt 
180 

ttgctttttt tttgatgatc aataacttat tctggatctc aggtttgtaa gacttgaatg 
240 

caagagaatg aagaccttca cgctttctct gtaagttttc attcaaaaca tctttcaatt 
300 

tctttttttt ctttttcttc ttttttgccc tcattttagt tagtttgagt ttcttgtggc 
360 
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tctgtagtga ctgctctaat agaatatccc ttacaacttt gtggcagtta atttctggat 
420 

gatcactgtg acttccattt acatgtattt ggcaagattt tagagtattt tcttttaatg 
480 

gactgggttc aatctttatt ctggaagctt caccgtattt ttcctgattt tctataaacc 
540 

ttatttcacc tggactgaga ggctctccaa agccagtaac ttcccctgga ctccctggtt 
600 

tctctaaatt ttctttacaa caatcagttt ttttaatttc acaaggcctg cgaattctaa 
660 

tttcatagtt ggattttact cccatttcaa cagagatgtc atgattatcc aagatcattt 
720 

tagcaggaca gcaagctgga tcaaaattat tttcctgctc tttcttgaag gaagagggca 
780 

ggctatctct gctacatcta tgttctccat tacttgtact aacatagtca cacttcaatt 
840 

tctccaattt aatccgaggt actctttgta ttttaatggg tggaattgga aattctgggg 
900 

cctgaaaggg tctctgttta taaatccgta catctgcacc acagaactgt ggaaaatgta 
960 

cataagcagt ctccaaataa tcataacgaa gaataactgc cctgcattca tggataggct 
1020 

gtccaagtac agcatcttga acttccttat gtgtatcata cacaaagtca caaagaccct 
1080 

taagtagcca cactttttgg taaaaaggta gttcgtgaaa aggtttttct tccaatggat 
1140 

taacttctcc aagaacttta aaaaactgag gacacaaccc cagtttttca gcacagttat 
1200 

caggattttc agtttgccct acagcagtgt accactgttg tactttctgc ctcagcgctg 
1260 

cttcccaggt cctataaggc aaagtaggtc ttcgatgtaa ggtaggtctg cgatggggag 
1320 

gacttaatag agaagtcatt atcttcgata gaaaagcatt acaccgaggc atcagaagac 
1380 

aacgttccaa ttcgtaaaag actatttctg gcaaatttag aatttgctga gctaaacaaa 
1440 

ggaaatgccc aatagctgga atttcccaca tggtctccat acaagttgga gctgcttgag 
1500 

ctagaagttt tctttcccat tcttctattt ccctttgact agcttcttct gcttcctttc 
1560 

tttcctgctc ccgaagccta aagaaattta acaaattata ctattattat tcagagggta 
1620 

ccataaaatg ataaatttta agtatattta tctttagtca aaaaggcaat caactgtcct 
1680 

agttttattt atttatttat ttgagacaga gtctcgctct gtcccccagg ctgtagtgca 
1740 

gtgatgcaat ct 
1752 



<210> 2656 
c211> 493 
<212> PRT 

<213> Homo sapiens 
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<400> 2656 

Met Glu Thr Met Trp Glu He Pro Ala He Gly His Phe Leu Cys Leu 

l 5 10 15 

Ala Gin Gin He Leu Asn Leu Pro Glu He Val Phe Tyr Glu Leu Glu 

20 25 30 

Arg Cys Leu Leu Met Pro Gin Cys Asn Ala Phe Leu Ser Lys He Met 

35 40 45 

Thr Ser Leu Leu Ser Pro Pro His Arg Arg Pro Thr Leu His Arg Arg 

50 55 60 

Pro Thr Leu Pro Tyr Arg Thr Trp Glu Ala Ala Leu Arg Gin Lys Val 
65 70 75 B0 

Gin Gin Trp Tyr Thr Ala Val Gly Gin Thr Glu Asn Pro Asp Asn Cys 

85 90 95 

Ala Glu Lys Leu Gly Leu Cys Pro Gin Phe Phe Lys Val Leu Gly Glu 

100 105 HO 

Val Asn Pro Leu Glu Glu Lys Pro Phe His Glu Leu Pro Phe Tyr Gin 

115 120 125 

Lys val Trp Leu Leu Lys Gly Leu Cys Asp Phe Val Tyr Asp Thr His 

130 135 140 

Lys Glu Val Gin Asp Ala Val Leu Gly Gin Pro He His Glu Cys Arg 
145 ISO 155 160 

Ala Val He Leu Arg Tyr Asp Tyr Leu Glu Thr Ala Tyr Val His Phe 

165 170 175 

Pro Gin Phe Cys Gly Ala Asp Val Arg He Tyr Lys Gin Arg Pro Phe 

180 185 190 

Gin Ala Pro Glu Phe Pro He Pro Pro He Lys He Gin Arg Val Pro 

195 200 205 

Arg He Lys Leu Glu Lys Leu Lys Cys Asp Tyr Val Ser Thr Ser Asn 

210 215 220 

Gly Glu His Arg Cys Ser Arg Asp Ser Leu Pro Ser Ser Phe Lys Lys 
225 230 235 240 

Glu Gin Glu Asn Asn Phe Asp Pro Ala Cys Cys Pro Ala Lys Met He 

245 250 255 

Leu Asp Asn His Asp He Ser Val Glu Met Gly Val Lys Ser Asn Tyr 

260 265 270 

Glu He Arg He Arg Arg Pro Cys Glu He Lys Lys Thr Asp Cys Cys 

27S 280 285 

Lys Glu Asn Leu Glu Lys Pro Arg Ser Pro Gly Glu Val Thr Gly Phe 

290 295 300 

Gly Glu Pro Leu Ser Pro Gly Glu He Arg Phe He Glu Asn Gin Glu 
305 310 315 320 

Lys Tyr Gly Glu Ala Ser Arg He Lys He Glu Pro Ser Pro Leu Lys 

325 330 335 

Glu Asn Thr Leu Lys Ser Cys Gin He His Val Asn Gly Ser His Ser 

340 345 350 

Asp His Pro Glu He Asn Cys His Lys Val Val Arg Asp He Leu Leu 

355 360 365 

Glu Gin Ser Leu Gin Ser His Lys Lys Leu Lys Leu Thr Lys Met Arg 

370 375 380 

Ala Lys Lys Lys Lys Lys Lys Lys Lys Lys Leu Lys Asp Val Leu Asn 
385 390 395 400 

Glu Asn Leu Gin Arg Lys Arg Glu Gly Leu His Ser Leu Ala Phe Lys 

405 410 415 

Ser Tyr Lys Pro Glu He Gin Asn Lys Leu Leu He He Lys Lys Lys 
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420 425 430 

Ala Lys His Lys Lys His Lys Ser Gly Lys Lys Ser Val Ser Lys Lys 

435 440 445 

Ala lie Thr Lys Lys Arg Lys Thr Val He Lys Ser Pro Thr Val Pro 

450 455 460 

Glu Phe Gin Leu He Cys Thr Asn Leu Asp Glu Leu Arg Glu Leu He 
465 470 475 480 

Thr Lys He Glu Asn Glu Leu Lys Asp Leu Glu Lys Lys 
485 490 

<210> 2657 

<211> 972 

<212> DNA 

<213> Homo sapiens 



<400> 2657 

nnctcgagct ctccccgccc accgtctggt ttatattctg ttataaatgg ggaggcctcc 
60 

agggggtcag agaccacagc ccagtagcct gggacaagcc gcccagtccc tctggtctct 
120 

gtcctgttgt ctaagggcca aggggcagta gcccctcctc caggggccct gagcacagag 
180 

gcgtcagatc agagttgcca tcttcaactt gatatgcccc ccacatccca gcagctctgt 
240 

gggcccaggc tactggcatc cacatgactc ccagggcctg agtccacact gcctgaggac 
300 

aggagcctca aaaccgaaat gcacgtgctt cggaccagcc atccgtgcct gacaatgtcc 
360 

tatggaaaca cccacacgtg tgcagatcgc tgcaatgaaa gggtccgtca tggggttggg 
420 

taattccagc tgggaccgcc taggagcgcc atgcagctgt gggaacaagg ttgctgtcca 
480 

cacagacatg aagggattcc ccgtggaatg aggttagaaa aggaagggca agagtggacg 
540 

tataagatgc cccatgctgt gtgaaaactg ccatgagaga gagacggagg aagggggaga 
600 

aagtgggaga cagagaccaa catctgcact gcctgtgccc gccacactct cccctcgggg 
660 

ccagagggtg gcctctgggg aggggctggc gagaggggat gccaggcctg ggctgcagca 
720 

gacttgggtg gtcatggagg atccatgcca tcaacggcag gctggggtgc cctccccggg 
780 

ccagcaccaa gcatgcatgg ttggtgatgt ggaacttacg cagagcgcgg cggctgggca 
840 

ggcggctgtg caggggctgg gcatggatat acagggctcg gtagaactcc tggcagtccc 
900 

gctccccgct ccgctgcagg tggctcagga ggtcacagag ccgcacacgc aaggatgcct 
960 

tggggttccg ga 

972 



<210> 2658 
<211> 76 
c212> PRT 
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<213> Homo sapiens 
<400> 2658 

Glu Arg Asp Gly Gly Arg Gly Arg Lys Trp Glu Thr Glu Thr Asn He 

1 " 5 10 15 

Cys Thr Ala Cys Ala Cys His Thr Leu Pro Ser Gly Pro Glu Gly Gly 

20 25 30 

Leu Trp Gly Gly Ala Gly Glu Arg Gly Cys Gin Ala Trp Ala Ala Ala 

3S 40 45 

Asp Leu Gly Gly His Gly Gly Ser Met Pro Ser Thr Ala Gly Trp Gly 

50 S5 60 

Ala Leu Pro Gly Pro Ala Pro Ser Met His Gly Trp 
65 70 75 

c210> 2659 

<211> 691 

<212> DNA 

<213> Homo sapiens 

<400> 2659 

actagtgaaa gaaacggaag caagatttcc agatgtagca aatgggttta ttacggaaat 
60 

aattcatttt aagaattatt atgatctgaa tgtgaggctg aagaggaaca gaaaagaaag 
120 

aatggagaga acaccttcaa acgcattgga cccccgctgg agaagcctgt ggagaaggtg 
180 

cagagggtgg aggccctccc gaggcccgtt ccgcagaacc tgccacagcc acagatgcca 
240 

ccctatgcct tcgcgcaccc acccttcccc ctgcctcccg tgcggcctgt gttcaacaac 
300 

ttcccactca acatggggcc tatcccagcc ccgtacgtgc cccctctgcc caacgtgcgg 
360 

gtcaactatg acttcggtcc catccacatg cccctggagc acaacctgcc catgcacttt 
420 

ggcccccagc cgcggcatcg cttctgatgg ccccgaatcc ccattgagca gcacaaagcc 
480 

cgtttggggt aggagtgtgg atggagaacc ctcccccaag gctggtgtct gtaccattgc 
540 

atcctaagtc agcctgaagg gtaggctggt tttcttccca cccctttcct agaagggcta 
600 

ctgctcctgg aagagtggac ggatccataa taaagacgtc ccaaatggtg aaaaaaaaaa 
660 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa a 
691 

<210> 2660 
<211> 120 
<212> PRT 

<213> Homo sapiens 
<400> 2660 

Ser Glu Cys Glu Ala Glu Glu Glu Gin Lys Arg Lys Asn Gly Glu Asn 

15 10 15 

Thr Phe Lys Arg He Gly Pro Pro Leu Glu Lys Pro Val Glu Lys Val 
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20 25 



Gin Arg 


Val 


Glu 


Ala 


Leu 


Pro Arg 


Pro Val 


Pro 


Gin 


Asn 


Leu 


Pro 


Gin 


35 










40 










45 






Pro 


Pro Gin 


Met 


Pro 


Pro Tyr 


Ala 


Phe 


Ala 


His 


Pro 


Pro 


Phe 


Pro 


Leu 


50 










55 










60 








lie 


Pro Val 


Arg 


Pro 


Val 


Phe 


Asn 


Asn 


Phe 


Pro Leu Asn Met Gly 


Pro 


65 






70 










75 










80 


Pro Ala 


Pro Tyr 


val 


Pro 


Pro 


Leu 


Pro 


Asn 


Val 


Arg 


Val 


Asn 


Tyr Asp 








85 










90 










95 


Phe 


Phe Gly 


Pro 


He 


His 


Met 


Pro 


Leu Glu 


His 


Asn 


Leu 


Pro 


Met 


His 




100 










10S 










110 






Gly Pro 


Gin 


Pro Arg 


His 


Arg 


Phe 



















115 120 



<210> 2661 
c211> 1395 
<212> DNA 

<213> Homo sapiens 
<400> 2661 

ctagttgatc agcaagtttg gaaaatagaa gatgtcttca cattacaagt tgtgatgaag 
60 

tgtattggaa aagatgcacc gattgctctt aagaggaaac tggagatgaa agccttgagg 
120 

gaattagaca gattttctgt tttgaatagc caacacatgt ttgaagtact agctgccatg 
180 

aatcaccgat ctcttatact cctggatgaa tgcagtaagg tggtcctaga taatatccat 
240 

gggtgtcctt taagaataat gatcaacata ttgcagtcct gcaaagacct ccagtaccat 
300 

aatttggatc tcttcaaggg acttgcagat tatgtggctg caactttcga catctggaag 
360 

ttcagaaaag ttctttttat cctcatttta tttgaaaacc ttggctttcg acctgttggt 
420 

ttaatggacc tgtttatgaa gagaatagta gaggatcctg aatccctaaa catgaaaaac 
480 

attctatcta ttcttcatac ttactcttct ctcaatcatg tctacaaatg ccagaacaaa 
540 

gaacagttcg tggaagttat ggctagtgct ctgactggtt atcttcacac tatttcttct 
600 

gaaaacttat tggatgcagt atattcattt tgcttgatga attactttcc cctggctcct 
660 

tttaatcagc ttctgcaaaa agacatcatc agtgagctgc tgacatcaga tgacatgaag 
720 

aatgcttaca agctgcatac tttggatact tgtctaaaac ttgatgatac tgtctatctg 
780 

agggacatag ccttgtcact cccacagctg ccgcgggagc tgccatcgtc acatacaaat 
840 

gcaaaggtgg cagaggtgct gagcagcctt ctgggaggtg aaggacactt ctcaaaggat 
900 

gtgcacttgc cacacaatta tcatattgat tttgaaatca gaatggacac taacaggaat 
960 

caagtgctac cactttctga tgtggataca acttctgcta cagatattca aagagtagct 
1020 
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gtgctatgtg tttccagatc tgcttattgt ttgggctcaa gccaccccag aggattcctt 
1080 

gctatgaaaa tgcggcattt gaatgcaatg ggttttcatg tgatcttggt caataactgg 
1140 

gagatggaca aactagagat ggaagatgca gtcacatttt tgaagactaa aatctattca 
1200 

gtagaagctc ttcctgttgc tgctgtaaac gtgcaaagca cacaataaag tgaaaatcaa 
1260 

ccttttcata ttaggagaca tgcatttgta aaaattaata aagatgacaa gtcagttgtc 
1320 

aatggaattg agctatctgc taagacaaaa aatgttacct cagttcacta ttaaaattaa 
1380 

ttttaggagt ggaaa 
1395 

<210> 2662 
<211> 415 
<212> PRT 

<213> Homo sapiens 



<400> 2662 



Leu 


Val 


Asp 


Gin 


Gin 


Val 


Trp 


Lys 


He 


Glu 


Asp 


val 


Phe 


Thr 


Leu 


Gin 


1 








5 










10 










15 




Val 


val 


Met 


Lys 


Cys 


He 


Gly 


Lys 


Asp 


Ala 


Pro 


He 


Ala 


Leu 


Lys 


Arg 








20 










25 










30 






Lys 


Leu 


Glu 


Met 


Lys 


Ala 


Leu 


Arg 


Glu 


Leu 


Asp 


Arg 


Phe 


Ser 


Val 


Leu 






35 










40 










45 








Asn 


Ser 


Gin 


His 


Met 


Phe 


Glu 


Val 


Leu 


Ala 


Ala 


Met 


Asn 


His 


Arg 


Ser 




50 










55 










60 










Leu 


He 


Leu 


Leu 


Asp 


Glu 


Cys 


Ser 


Lys 


val 


Val 


Leu 


Asp 


Asn 


He 


His 


65 










70 










75 










80 


Gly 


Cys 


Pro 


Leu 


Arg 


He 


Met 


He 


Asn 


He 


Leu 


Gin 


Ser 


Cys 


Lys 


Asp 










85 










90 










95 




Leu 


Gin 


Tyr 


His 


Asn 


Leu 


Asp 


Leu 


Phe 


Lys 


Gly 


Leu 


Ala 


Asp 


Tyr 


Val 








100 










105 










110 






Ala 


Ala 


Thr 


Phe 


Asp 


He 


Trp 


Lys 


Phe 


Arg 


Lys 


Val 


Leu 


Phe 


He 


Leu 






115 










120 










125 








He 


Leu 


Phe 


Glu 


Asn 


Leu 


Gly 


Phe 


Arg 


Pro 


Val 


Gly 


Leu 


Met 


Asp 


Leu 




130 










135 










140 










Phe 


Met 


Lys 


Arg 


He 


Val 


Glu 


Asp 


Pro 


Glu 


Ser 


Leu 


Asn 


Met 


Lys 


Asn 


145 










ISO 










155 










160 


He 


Leu 


Ser 


He 


Leu 


His 


Thr 


Tyr 


Ser 


Ser 


Leu 


Asn 


His 


Val 


Tyr 


Lys 










165 










170 










175 




Cys 


Gin 


Asn 


Lys 


Glu 


Gin 


Phe 


Val 


Glu 


val 


Met 


Ala 


Ser 


Ala 


Leu 


Thr 








180 










185 










190 






Gly 


Tyr 


Leu 


His 


Thr 


He 


Ser 


Ser 


Glu 


Asn 


Leu 


Leu 


Asp 


Ala 


Val 


Tyr 






195 










200 










205 








Ser 


Phe 


Cys 


Leu 


Met 


Asn 


Tyr 


Phe 


Pro 


Leu 


Ala 


Pro 


Phe 


Asn 


Gin 


Leu 




210 










215 










220 










Leu 


Gin 


Lys 


Asp 


He 


He 


Ser 


Glu 


Leu 


Leu 


Thr 


Ser 


Asp 


Asp 


Met 


Lys 


225 










230 










235 










240 


Asn 


Ala 


Tyr 


Lys 


Leu 


His 


Thr 


Leu 


Asp 


Thr 


Cys 


Leu 


Lys 


Leu 


Asp 


Asp 










245 










250 










255 




Thr 


Val 


Tyr 


Leu 


Arg 


Asp 


He 


Ala 


Leu 


Ser 


Leu 


Pro 


Gin 


Leu 


Pro 


Arg 
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260 




265 


270 


Glu 


Leu 


Pro 


Ser 


Ser His Thr Asn 


Ala Lys Val Ala Glu 


Val Leu Ser 






275 




280 


285 




Ser 


Leu 


Leu Gly 


Gly Glu Gly His 


Phe Ser Lys Asp Val 


His Leu Pro 




290 






295 


300 




His 


Asn 


Tyr 


His 


He Asp Phe Glu 


He Arg Met Asp Thr 


Asn Arg Asn 


305 






310 


315 


320 


Gin 


Val 


Leu 


Pro 


Leu Ser Asp Val 


Asp Thr Thr Ser Ala 


Thr Asp He 










325 


330 


335 


Gin 


Arg 


val 


Ala 


Val Leu Cys Val 


Ser Arg Ser Ala Tyr 


Cys Leu Gly 






340 




345 


350 


Ser 


Ser 


His 


Pro 


Arg Gly Phe Leu 


Ala Met Lys Met Arg 


His Leu Asn 






355 




360 


365 




Ala 


Met 


Gly 


Phe 


His Val He Leu 


Val Asn Asn Trp Glu 


Met Asp Lys 




370 




375 


380 




Leu 


Glu 


Met 


Glu 


Asp Ala Val Thr 


Phe Leu Lys Thr Lys 


He Tyr Ser 


385 








390 


395 


400 


Val 


Glu 


Ala 


Leu 


Pro Val Ala Ala 


Val Asn Val Gin Ser 


Thr Gin 










405 


410 


415 



<210> 2663 

<211> 1024 

<212> DNA 

<213> Homo sapiens 

<400> 2663 

nngtggctgc agcggggccc gcgtggtgcc tcctgaggcg gcccccggat gaagagatct 
60 

gggaacccgg gagccgaggt aacgaacagc tcggtggcag ggcctgactg ctgcggaggc 
120 

ctcggcaata ttgattttag acaggcagac ttctgcgtta tgacccggct gctgggctac 
180 

gtggaccccc tggatcccag ctttgtggct gccgtcatca ccatcacctt caatccgctc 
240 

tactggaatg tggttgcacg atgggaacac aagacccgca agctgagcag ggccttcgga 
300 

tccccctacc tggcctgcta ctctctaagc gtcaccatcc tgctcctgaa cttcctgcgc 
360 

tcgcactgct tcacgcaggc catgctgagc cagcccagga tggagagcct ggacaccccc 
420 

gcggcctaca gcctgggcct cgcgctcctg ggactgggcg tcgtgctcgt gctctccagc 
480 

ttctttgcac tggggttcgc tggaactttc ctaggtgatt acttcgggat cctcaaggag 
540 

gcgagagtga ccgtgttccc cttcaacatc ctggacaacc ccatgtactg gggaagcaca 
600 

gccaactacc tgggctgggc catcatgcac gccagcccca cgggcctgct cctgacggtg 
660 

ctggtggccc tcacctacat aatggctctc ctatacgaag agcccttcac cgctgagatc 
720 

taccggcaga aagcctccgg gtcccacaag aggagctgat tgagctgcaa cagctttgct 
780 

gaaggcctgg ccagcctccc tcgtgcccca agtggcaggc cctgcgcagg gcgagaatgg 
840 
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tgcctgctgc tcagggcctc ccccggcgtg ggctgcccca gtgccttgga acctgctgcc 
900 

ttggggaccc tggacgtgcc gacatatggc cattgagctc caacccacac attcccattc 
960 

accaataaag gcaccctgac cccaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

1020 

aaaa 

1024 

<210> 2664 
<211> 199 
<212> PRT 

<213> Homo sapiens 
<400> 2664 



Met Thr 


Arg 


Leu 


Leu 


Gly 


Tyr 


Val 


Asp 


Pro 


Leu Asp 


Pro 


Ser 


Phe 


Val 


1 




5 










10 








15 




Ala Ala 


Val 


He 


Thr 


He 


Thr 


Phe 


Asn 


Pro 


Leu Tyr 


Trp 


Asn 


Val 


Val 






20 










25 








30 






Ala Arg 


Trp 


Glu 


His 


Lys 


Thr 


Arg 


Lys 


Leu 


Ser Arg 


Ala 


Phe 


Gly 


Ser 




35 










40 








45 








Pro Tyr 


Leu 


Ala 


Cys 


Tyr 


Ser 


Leu 


Ser 


Val 


Thr He 


Leu 


Leu 


Leu 


Asn 


50 










55 








60 










Phe Leu 


Arg 


Ser 


His 


Cys 


Phe 


Thr 


Gin 


Ala 


Met Leu 


Ser 


Gin 


Pro 


Arg 


65 








70 










75 








80 


Met Glu 


Ser 


Leu 


Asp 


Thr 


Pro 


Ala 


Ala 


Tyr 


Ser Leu 


Gly 


Leu 


Ala 


Leu 








85 










90 








95 




Leu Gly 


Leu Gly 


Val 


Val 


Leu 


Val 


Leu 


Ser 


Ser Phe 


Phe 


Ala 


Leu 


Gly 




100 










105 








110 






Phe Ala 


Gly Thr 


Phe 


Leu 


Gly 


Asp 


Tyr 


Phe 


Gly He 


Leu 


Lys 


Glu 


Ala 




US 










120 








125 








Arg Val 


Thr 


Val 


Phe 


Pro 


Phe 


Asn 


He 


Leu 


Asp Asn 


Pro 


Met 


Tyr 


Trp 


130 










135 








140 










Gly Ser 


Thr 


Ala 


Asn 


Tyr 


Leu 


Gly Trp 


Ala 


He Met 


His 


Ala 


Ser 


Pro 


145 








150 










15S 








160 


Thr Gly 


Leu 


Leu 


Leu 


Thr 


Val 


Leu 


Val 


Ala 


Leu Thr 


Tyr 


He 


Met 


Ala 






165 










170 








175 




Leu Leu 


Tyr Glu 


Glu 


Pro 


Phe 


Thr 


Ala 


Glu 


He Tyr 


Arg 


Gin 


Lys 


Ala 






130 










185 








190 






Ser Gly 


Ser 


His 


Lys 


Arg 


Ser 



















195 



<210> 2665 

<211> 720 

<212> DNA 

<213> Homo sapiens 

<400> 2665 

nnccgcgggc atgtctgtgt gtatgtgtgt gtgtgcacgc gcgtgcatgc atgcatgctg 
60 

cgaggggagg aagggaagcg tggaaggggg gagagagttg ttgtctagcc tctgagagca 
120 

gcgccaatgc gaagcgttgc agtcgcttga ctcacctgag gctctccaag gataccttca 
180 
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atgcctgcac tgtaagggag ctgcttttcc cgggtgctgg cgagaacgga agccttcctt 
240 

tgacgtttct ctaaacatgg gatgcagtct gtgcagcctg cagaagcaag aggagcagta 

caaattactt atgaagtttg tcaggtcaac ggcagagact tatccagagc aactcatgac 

caggctgtgg aagctttcaa gacagccaag gagcccatag tggtgcaggt gttgagaaga 
420 

acaccaagga ccaaaatgtt cacgcctcca tcagagtctc agctggtgga cacgggaacc 
480 

caaaccgaca tcacctttga acatatcatg gccctcacta agatgtcctc tcccagccca 
540 

cccgtgctgg atccctatct cttgccagag gagcatccct cagcccatga atactacgat 
600 

ccaaatgacc acattggaga catccatcag gagatggaca gggaggagct ggagctggag 
660 

gaagtggacc tctacagaat gaacagccag gacaagctgg gcctcactgt gtgctaccgg 



<210> 2666 
<211> 153 
<212> PRT 

<213> Homo sapiens 

Met°Gln 6 Ser Val Gin Pro Ala Glu Ala Arg Gly Ala Val Gin lie Thr 

1 S 10 15 

Tyr Glu val Cys Gin Val Asn Gly Arg Asp Leu Ser Arg Ala Thr iUs 

20 25 30 

Asp Gin Ala Val Glu Ala Phe Lys Thr Ala Lys Glu Pro lie Val Val 

35 40 45 

Gin Val Leu Arg Arg Thr Pro Arg Thr Lys Met Phe Thr Pro Pro Ser 

50 55 60 

Glu Ser Gin Leu Val Asp Thr Gly Thr Gin Thr Asp He Thr Phe Glu 
65 70 75 80 

His lie Met Ala Leu Thr Lys Met Ser Ser Pro Ser Pro Pro Val Leu 

85 90 95 

Asp Pro Tyr Leu Leu Pro Glu Glu His Pro Ser Ala His Glu Tyr Tyr 

100 105 HO 

Asp Pro Asn Asp Tyr He Gly Asp He His Gin Glu Met Asp Arg Glu 

115 120 125 

Glu Leu Glu Leu Glu Glu Val Asp Leu Tyr Arg Met Asn Ser Gin Asp 

130 135 140 

Lys Leu Gly Leu Thr Val Cys Tyr Arg 
145 150 

<210> 2667 
<211> 289 
<212> DNA 

<213> Homo sapiens 

nccatggggl atgggatgaa caagatcctg cccggcctgt acatcggcaa cttcaaagat 
60 
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gccagagacg cggaacaatt gagcaagaac aaggggaacc ctttttctgt ttgtccccga 
120 

tgggtgccag gcctatgttg gaggacaaga catttcaaag aaagtattaa attcattcac 
180 

gagtgccggc tccgcgggga gagctgcctt gtacactgcc tggccggggt ctccaggagc 
240 

gtgacactgg tgatcgcata catcatgacc gtcactgact ttggctggg 
289 



<210> 2668 
<211> 96 
<212> PRT 

<213> Homo sapiens 



<400> 2668 

Xaa Met Gly Asn Gly Met Asn Lys 

1 5 
Asn Phe Lys Asp Ala Arg Asp Ala 
20 

Asn Pro Phe Ser Val Cys Pro Arg 

35 40 
Thr Arg His Phe Lys Glu Ser lie 

50 55 
Arg Gly Glu Ser Cys Leu Val His 
65 70 
Val Thr Leu Val He Ala Tyr He 
85 

<210> 2669 
<211> 4285 
<212> DNA 

<213> Homo sapiens 



He Leu Pro Gly Leu Tyr He Gly 

10 15 
Glu Gin Leu Ser Lys Asn Lys Gly 
25 30 
Trp Val Pro Gly Leu Cys Trp Arg 
45 

Lys Phe He His Glu Cys Arg Leu 
60 

Cys Leu Ala Gly Val Ser Arg Ser 

75 80 
Met Thr Val Thr Asp Phe Gly Trp 
90 95 



<400> 2669 

gcgcgccggt aaaaatggcg aaatgggggt aggcggcgct ggacctgaag agatggggcg 
60 

cgcaggtggg gcggttgtca gagccccctg acgtgggcgc cgggctttta tcggcgattt 
120 

gatctggcga cctcgggccg gcgcctaaga ggtcagactg cggagcctgc gggtcgccag 
180 

cggccccgcc gagagccgga ggcaatggat gaacagagcg tggagagcat tgctgaggtt 
240 

ttccgatgtt tcatttgtat ggagaaattg cgggatgcac gcctgtgtcc tcattgctcc 
300 

aaactgtgtt gtttcagctg tattaggcgc tggctgacag agcagagagc tcaatgtcct 
360 

cattgccgtg ctccactcca gctacgagaa ctagtaaatt gtcgttgggc agaagaagta 
420 

acacaacagc ttgatactct tcaactctgc agtctcacca aacatgaaga aaatgaaaag 
480 

gacaaatgtg aaaatcacca tgaaaaactt agtgtatttt gctggacttg taagaagtgt 
540 

atctgccatc agtgtgcact ttggggagga atgcatggcg gacatacctt taaacctttg 
600 
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gcagaaattt atgagcaaca cgtcactaaa gtgaatgaag aggtagccaa acttcgtcgg 
660 

cgtctcatgg aactgatcag cttagttcaa gaagtggaaa ggaatgtaga agctgtaaga 
720 

aatgcaaaag atgagcgtgt ccgggaaatt aggaatgcag tggagatgat gattgcacgg 
780 

ttagacacac agctgaagaa taagcttata acactgatgg gtcagaagac atctctaacc 
840 

caagaaacag agcttttgga atccttactt caggaggtgg agcaccagtc gcggtcttgt 
900 

agtaagagtg agttgatatc taagagctca gagatcctta tgatgtttca gcaagttcat 
960 

cggaagccca tggcatcttt tgttaccact cctgttccac cagactttac cagtgaatta 
1020 

gtgccatctt acgattcagc tacttttgtt ttagagaatt tcagcacttt gcgtcagaga 
1080 

gcagatcctg tttacagtcc acctcttcaa gtttcaggac tttgctggag gttaaaagtt 
1140 

cacccagatg gaaatggagt tgtgcgaggt cactacttat ctgtgtttct ggagctctca 
1200 

gctggcttgc ctgaaacttc taaatatgaa tatcgtgtag agatggttca ccagtcctgt 
1260 

aatgatccta caaaaaatat cattcgagaa tttgcatctg actttgaagt tggagaatgc 
1320 

tggggctata atagattttt ccgtttggac ttactcgcaa atgaaggata cttgaatcca 
1380 

caaaatgata cagtgatttt aaggtttcag gtacgttcac caactttctt tcaaaaatcc 
1440 

cgggaccagc attggtacat tactcagttg gaagctgcac agactagtta tatccaacaa 
1500 

ataaacaacc ttaaagagag acttactatt gagctgtctc gaactcagaa gtcaagagat 
1S60 

ttgtcaccac cagataacca tcttagcccc caaaatgatg atgctctgga gacacgagct 
1620 

aagaagtctg catgctctga catgcttctc gaaggtggtc ctactacagc ttctgtaaga 
1680 

gaggccaaag aggatgaaga agatgaggag aagattcaga atgaagatta tcatcacgag 
1740 

ctttcagatg gagatctgga tctggatctt gtttatgagg atgaagtaaa tcagctcgat 
1800 

ggcagcagtt cctctgctag ttccacagca acaagtaata cagaagaaaa tgatattgat 
1860 

gaagaaacta tgtctggaga aaatgatgtg gaatataaca acatggaatt agaagaggga 
1920 

gaactcatgg aagatgcagc tgctgcagga cccgcaggta gtagccatgg ttatgtgggt 
1980 

tccagtagta gaatatcaag aagaacacat ttatgctccg ctgctaccag tagtttacta 
2040 

gacattgatc cattaatttt aatacatttg ttggacctta aggaccggag cagtatagaa 
2100 

aatttgtggg gcttacagcc tcgcccacct gcttcacttc tgcagcccac agcatcatat 
2160 

cctcgaaaag ataaagacca aaggaagcaa caggcaatgt ggcgagtgcc ctctgattta 
2220 
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aagatgctaa aaagactcaa aactcaaatg 
2280 

aagaatacac tttcagaaat aaaaagcagc 
2340 

cttttttctg ctgaccaggc agctctggct 
2400 

caggatttgg gaatggaact cctggcaaag 
2460 

tccacaaata agaagagtaa ttcgcccaag 
2520 

tcacttcgaa gagcagtgga ccctggagaa 
2580 

ctgtctgaag gctccccagg aagctctcag 
2640 

ttgatacatg gcagtatcgg tgatattctg 
2700 

ttggattcag atgctgttgt ggttgcagtt 
2760 

aggaaaatgg tcaccttggg ggctaatgct 
2820 

actgatttgg aaaataattc tgaaactgga 
2880 

tcagctgccc ctgaagaagg aatgagtagc 
2940 

gaggagcagg aagagcatac cagtgtgggc 
3000 

cagcccccgg atgaagatac acattccagt 
3060 

gatctcagct tcaatacaga tgaaaatagt 
3120 

ctcgcaagct accttgaccc tgaattttgc 
3180 

agataatcag atttggtctt atttcttcat 
3240 

tgttggaagg tggcacagtt tagtctaaga 
3300 

gaagagttct ttgtaatgta aggaaataac 
3360 

gtacattcac aaaaggcagt ttgtctacta 
3420 

gtacctccag gccctgcatg ccgtcagtaa 
3480 

ggctagagct tagttgtgtt taaataatca 
3540 

cattagtgcc tgtagattag tgaacagaaa 
3600 

cactatgtga ataactgaag taacactaga 
3660 

tctcacttgt tcaagtacag gcacactgtt 
3720 

ttctacaaat gttattttaa atgaaattaa 
3780 

tgtagacacg tgtaagatta tttaaaattc 
3840 



gccggagttc gatgtatgaa aactgatgta 
agtgctgctt ctggagacat gcagacaagc 
gcatgtggaa ctgaaaactc tggcagattg 
tcaccagttg ccaattgtta catacgaaac 
ccagctcgat ccagtgtagc aggtagtcta 
aatagtcgtt caaagggaga ctgtcagact 
tctgggagca ggcacagttc tccccgagcc 
cccaaaactg aagaccggca gtgtaaagct 
ttcagtggct tgcctgcggt tgagaaaagg 
aaaggaggtc atctggaagg actgcagatg 
gagttacagc ccgtactacc tgaaggagct 
gacagtgaca ttgaatgtga cactgagaat 
gggtttcacg actccttcat ggtcatgaca 
tttcctgatg gtgaacaaat aggccctgaa 
ggaaggtaat tgccaaatca agagaactga 
tgtagctggt gctcaaattt gtcatcagtc 
tacctcgacc tgaaatagta atttggaaac 
cagcagtagt acatgggaaa aacagtatgg 
aatgtagttc tctattaatt tagcaaattt 
cagcagaagg ctggttaact gccagaaaat 
cccgcccggc attggtgctc cactgtcttt 
tctttatatt tggggtttta attacagttc 
attgctttgg aagagattct gccctgtaga 
ctgaatctcc tttttggagt atgtatcttc 
caaccgcatg gtatctttct gttgtgtgac 
gttaacatgg attcattacg ttcctggccc 
ttccattttt ttctgcctct tactatacga 
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ctgtagtgca acaaatattt taaagccccc ttttcttctt tattttcatt agttgtacat 
3900 

tgatttcagt gtcaacacat ttaaagattc attcatgttg cacagtggct tacatgaacg 
3960 

tgaaactgtg atataaggtt ttctttcata ctcataatta gcccaaaaca gttgccaaac 
4020 

tttgccattg tgctcctgca tttgtgtttg agctgctata tatttgtgga aattacactg 
4080 

aaagttgact aagagactat tgaaaaagca tgaataatta aatatacatg tgagagacat 
4140 

ctcatctgct gtattttact tagtgaatat tgttcactct tccgtgtctg atgtcttgct 
4200 

gaatgctgtg actcatagtt tacttttgtt caaaatagtt tgcacttttt gttaataaaa 
4260 

tcaacttgag aaaaaaaaaa aaaaa 
4285 



<210> 2670 
<211> 979 
<212> PRT 

<213> Homo sapiens 



<400> 2670 



Ala Glu Pro Ala Gly Arg Gin Arg Pro Arg Arg Glu Pro 


Glu 


Ala 


Met 


l 




5 


10 




15 




Asp Glu Gin 


Ser 


Val Glu Ser 


He Ala Glu Val Phe Arg 


Cys 


Phe 


He 


20 




25 


30 






Cys Met Glu 


Lys 


Leu Arg Asp 


Ala Arg Leu Cys Pro His 


Cys 


Ser 


Lys 


35 






40 45 








Leu Cys Cys 


Phe 


Ser Cys He 


Arg Arg Trp Leu Thr Glu 


Gin 


Arg 


Ala 


50 




55 


60 








Gin Cys Pro 


His 


Cys Arg Ala 


Pro Leu Gin Leu Arg Glu 


Leu 


Val 


Asn 


65 




70 


75 






80 


Cys Arg Trp 


Ala 


Glu Glu Val 


Thr Gin Gin Leu Asp Thr 


Leu 


Gin 


Leu 




85 


90 




9S 




Cys Ser Leu 


Thr 


Lys His Glu 


Glu Asn Glu Lys Asp Lys 


Cys 


Glu 


Asn 


100 




105 


110 






His His Glu 


Lys 


Leu Ser Val 


Phe Cys Trp Thr Cys Lys 


Lys 


Cys 


He 


115 






120 125 








Cys His Gin 


Cys 


Ala Leu Trp Gly Gly Met His Gly Gly 


His 


Thr 


Phe 


130 




135 


140 








Lys Pro Leu 


Ala 


Glu He Tyr 


Glu Gin His Val Thr Lys 


Val 


Asn 


Glu 


145 




150 


155 






160 


Glu Val Ala 


Lys 


Leu Arg Arg Arg Leu Met Glu Leu He 


Ser 


Leu 


Val 






165 


170 




175 




Gin Glu Val 


Glu 


Arg Asn Val 


Glu Ala Val Arg Asn Ala 


Lys 


Asp 


Glu 




180 




185 


190 






Arg Val Arg Glu He Arg Asn 


Ala Val Glu Met Met He 


Ala 


Arg 


Leu 


195 






200 205 








Asp Thr Gin Leu Lys Asn Lys 


Leu He Thr Leu Met Gly 


Gin 


Lys 


Thr 


210 




215 


220 








Ser Leu Thr 


Gin 


Glu Thr Glu 


Leu Leu Glu Ser Leu Leu 


Gin 


Glu 


Val 


225 




230 


235 






240 


Glu His Gin Leu Arg Ser Cys 


Ser Lys Ser Glu Leu He 


Ser 


Lys 


Ser 
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245 250 255 

Ser Glu He Leu Met Met Phe Gin Gin Val His Arg Lys Pro Met Ala 

260 265 270 

Ser Phe Val Thr Thr Pro Val Pro Pro Asp Phe Thr Ser Glu Leu Val 

275 280 285 

Pro Ser Tyr Asp Ser Ala Thr Phe Val Leu Glu Asn Phe Ser Thr Leu 

290 295 300 

Arg Gin Arg Ala Asp Pro Val Tyr Ser Pro Pro Leu Gin Val Ser Gly 
305 310 315 320 

Leu Cys Trp Arg Leu Lys Val Tyr Pro Asp Gly Asn Gly Val Val Arg 

325 330 335 

Gly Tyr Tyr Leu Ser Val Phe Leu Glu Leu Ser Ala Gly Leu Pro Glu 

340 345 350 

Thr Ser Lys Tyr Glu Tyr Arg Val Glu Met Val His Gin Ser Cys Asn 

3S5 360 365 

Asp Pro Thr Lys Asn He He Arg Glu Phe Ala Ser Asp Phe Glu Val 

370 375 380 

Gly Glu Cys Trp Gly Tyr Asn Arg Phe Phe Arg Leu Asp Leu Leu Ala 
385 390 395 400 

Asn Glu Gly Tyr Leu Asn Pro Gin Asn Asp Thr Val He Leu Arg Phe 

405 410 415 

Gin Val Arg Ser Pro Thr Phe Phe Gin Lys Ser Arg Asp Gin His Trp 

420 425 430 

Tyr He Thr Gin Leu Glu Ala Ala Gin Thr Ser Tyr He Gin Gin He 

435 440 445 

Asn Asn Leu Lys Glu Arg Leu Thr He Glu Leu Ser Arg Thr Gin Lys 

4S0 455 460 

Ser Arg Asp Leu Ser Pro Pro Asp Asn His Leu Ser Pro Gin Asn Asp 
465 470 475 480 

Asp Ala Leu Glu Thr Arg Ala Lys Lys Ser Ala Cys Ser Asp Met Leu 

48S 490 495 

Leu Glu Gly Gly Pro Thr Thr Ala Ser Val Arg Glu Ala Lys Glu Asp 

500 505 510 

Glu Glu Asp Glu Glu Lys He Gin Asn Glu Asp Tyr His His Glu Leu 

S15 520 525 

Ser Asp Gly Asp Leu Asp Leu Asp Leu Val Tyr Glu Asp Glu Val Asn 

530 535 540 

Gin Leu Asp Gly Ser Ser Ser Ser Ala Ser Ser Thr Ala Thr Ser Asn 
545 550 555 560 

Thr Glu Glu Asn Asp He Asp Glu Glu Thr Met Ser Gly Glu Asn Asp 

565 570 575 

Val Glu Tyr Asn Asn Met Glu Leu Glu Glu Gly Glu Leu Met Glu Asp 

580 585 590 

Ala Ala Ala Ala Gly Pro Ala Gly Ser Ser His Gly Tyr Val Gly Ser 

595 600 60S 

Ser Ser Arg He Ser Arg Arg Thr His Leu Cys Ser Ala Ala Thr Ser 

610 615 620 

Ser Leu Leu Asp He Asp Pro Leu He Leu He His Leu Leu Asp Leu 
625 630 635 640 

Lys Asp Arg Ser Ser He Glu Asn Leu Trp Gly Leu Gin Pro Arg Pro 

645 650 655 

Pro Ala Ser Leu Leu Gin Pro Thr Ala Ser Tyr Ser Arg Lys Asp Lys 

660 665 670 

Asp Gin Arg Lys Gin Gin Ala Met Trp Arg Val Pro Ser Asp Leu Lys 
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675 680 685 

Met Leu Lys Arg Leu Lys Thr Gin Met Ala Gly Val Arg Cys Met Lys 

690 695 700 

Thr Asp Val Lys Asn Thr Leu Ser Glu lie Lys Ser Ser Ser Ala Ala 
70S 710 715 *?20 

Ser Gly Asp Met Gin Thr Ser Leu Phe Ser Ala Asp Gin Ala Ala Leu 

725 730 735 

Ala Ala Cys Gly Thr Glu Asn Ser Gly Arg Leu Gin Asp Leu Gly Met . 

740 745 750 

Glu Leu Leu Ala Lys Ser Ser Val Ala Asn Cys Tyr lie Arg Asn Ser 

755 760 765 

Thr Asn Lys Lys Ser Asn Ser Pro Lys Pro Ala Arg Ser Ser Val Ala 

770 775 780 

Gly Ser Leu Ser Leu Arg Arg Ala Val Asp Pro Gly Glu Asn Ser Arg 
785 790 795 800 

Ser Lys Gly Asp Cys Gin Thr Leu Ser Glu Gly Ser Pro Gly Ser Ser 

805 810 815 

Gin Ser Gly Ser Arg His Ser Ser Pro Arg Ala Leu He His Gly Ser 

820 825 830 

He Gly Asp He Leu Pro Lys Thr Glu Asp Arg Gin Cys Lys Ala Leu 

83S 840 845 

Asp Ser Asp Ala Val Val Val Ala Val Phe Ser Gly Leu Pro Ala Val 

850 855 860 

Glu Lys Arg Arg Lys Met Val Thr Leu Gly Ala Asn Ala Lys Gly Gly 
865 870 875 880 

His Leu Glu Gly Leu Gin Met Thr Asp Leu Glu Asn Asn Ser Glu Thr 

885 890 895 

Gly Glu Leu Gin Pro Val Leu Pro Glu Gly Ala Ser Ala Ala Pro Glu 

900 905 910 

Glu Gly Met Ser Ser Asp Ser Asp He Glu Cys Asp Thr Glu Asn Glu 

915 920 925 

Glu Gin Glu Glu His Thr Ser Val Gly Gly Phe His Asp Ser Phe Met 

930 935 940 

Val Met Thr Gin Pro Pro Asp Glu Asp Thr His Ser Ser Phe Pro Asp 
945 950 955 960 

Gly Glu Gin He Gly Pro Glu Asp Leu Ser Phe Asn Thr Asp Glu Asn 
965 970 975 

Ser Gly Arg 



<210> 2671 

<211> 814 

<212> DNA 

<213> Homo sapiens 

<400> 2671 

nnacgcgtgc gcagaagggc gggaagggag aggagacacg ccggggccca gcgccggccg 
60 

gcctgacccc ctcagtctgt ctctatgggc gcgcgccgac agcctcgcgc accggccccg 
120 

gggccccggc tgagggtgcg cgcgcagcac cccgggaagg tgggggggag gcggtggcgg 
180 

aaagattcgc gcgcagtcag ccgtcatggg agggggaact gtggggcgtt cgccatcttg 
240 
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tctccctctc cttacctgcg tcctcggggg cgtgcgcacc accccccctc ccgcctagga 
300 

ggggggaggg ccccctcttg gccaccgcct tcgcggcctt taaactcccc tggagactgc 
3S0 

ggctactgcc accgccttgc ctccactgcc tcttcgcgca gcacacagat gcggacggtg 
420 

ggtgggaaaa agggcgacgc tactcccagc gaaccgccgc tgccgctccc gaggcctnca 
480 

ccaaaatggc cgccgccgtc tcggccgcca ccaccaccac taccaccacc actcgctcgg 
540 

aatcgctatc gccggcgcgg cccgtcttct cgcgagagac aatcacccag taagctgcag 
600 

caagttagca gtggaacctg ggcctcccga ttcccatggc agcccacctc tgtagcgctg 
660 

cttcgtttta cgcgaggatg gtttcctgat agctttcaaa cacctttgcc atctcttcgc 
720 

aaactttcta gattaagaat ccctttgaga atctgatacc tttaccccag aatagaacaa 
780 

taaataacag ctaccttcta ctgacactaa aaaa 
814 

<210> 2672 

<211> 223 

<212> PRT 

<213> Homo sapiens 



<400> 2672 



Met Gly 


Ala 


Arg 


Arg 


Gin 


Pro 


Arg 


Ala 


Pro 


Ala 


Pro 


Gly 


Pro 


Arg 


Leu 


1 






5 










10 










15 




Arg Val 


Arg 


Ala 


Gin 


His 


Pro 


Gly 


Lys 


Val 


Gly Gly 


Arg 


Arg 


Trp 


Arg 






20 










25 










30 






Lys Asp 


Ser 


Arg 


Ala 


Val 


Ser 


Arg 


His 


Gly 


Arg Gly 


Asn 


Cys 


Gly 


Ala 




35 










40 










45 








Phe AX a 


lie 


Leu 


Ser 


Pro 


Ser 


Pro 


Tyr 


Leu 


Arg 


Pro 


Arg 


Gly 


Arg 


Ala 


50 










55 










60 










His His 


Pro 


Pro 


Ser 


Arg 


Leu 


Gly 


Gly 


Gly 


Arg 


Ala 


Pro 


Ser 


Trp 


Pro 


65 








70 










75 










80 


Pro Pro 


Ser 


Arg 


Pro 


Leu 


Asn 


Ser 


Pro 


Gly 


Asp 


Cys 


Gly 


Tyr 


Cys 


His 








85 










90 










95 




Arg Leu 


Ala 


Ser 


Thr 


Ala 


Ser 


Ser 


Arg 


Ser 


Thr 


Gin 


Met 


Arg 


Thr 


Val 






100 










105 










110 






Gly Gly 


Lys 


Lys 


Gly 


Asp 


Ala 


Thr 


Pro 


Ser 


Glu 


Pro 


Pro 


Leu 


Pro 


Leu 




115 










120 










12S 








Pro Arg 


Pro 


Xaa 


Pro 


Lys 


Trp 


Pro 


Pro 


Pro 


Ser 


Arg 


Pro 


Pro 


Pro 


Pro 


130 










135 










140 










Pro Leu 


Pro 


Pro 


Pro 


Leu 


Ala 


Arg 


Asn 


Arg 


Tyr Arg 


Arg 


Arg 


Gly 


Pro 


145 








150 










155 










160 


Ser Ser 


Arg 


Glu 


Arg 


Gin 


Ser 


Pro 


Ser 


Lys 


Leu 


Gin 


Gin 


Val 


Ser 


Ser 








165 










170 










175 




Gly Thr 


Trp 


Ala 


Ser 


Arg 


Phe 


Pro 


Trp 


Gin 


Pro 


Thr 


Ser 


Val 


Ala 


Leu 






180 










185 










190 






Leu Arg 


Phe 


Thr 


Arg 


Gly 


Trp 


Phe 


Pro 


Asp 


Ser 


Phe 


Gin 


Thr 


Pro 


Leu 




195 










200 










20S 








Pro Ser 


Leu 


Arg 


Lys 


Leu 


Ser 


Arg 


Leu 


Arg 


lie 


Pro 


Leu 


Arg 


He 
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210 215 220 

<210> 2673 
<211> 5035 
<212> DNA 

<213> Homo sapiens 
<400> 2673 

cggggacggg ggcccggtgg gcccgcggag gaaagatact ggggagtggg agccgcgggg 
60 

ttcagagcga tgattccccc acaggaggca tccgctcgac ggcgggagat tgaggacaag 
120 

ctgaagcagg aggaggagac tctgtccttc atccgagaca gcctggagaa gagcgaccag 
180 

ctcactaaga acatggtgtc tatcttatca tcctttgaga gccgccttat gaagctggag 
240 

aactccatca tccctgtgca caagcagacg gagaatctgc agcggctgca ggagaatgtt 
300 

gagaagacgc tgtcctgcct ggaccatgtc atcagctact accatgtggc cagtgacact 
360 

gagaagatca tcagagaggg ccccacaggt aggctggaag agtacctggg aagcatggcc 
420 

aagattcaga aggcagtgga gtatttccag gacaacagcc cagacagccc ggaactcaac 
480 

aaagtgaaac tgctctttga gcgcgggaag gaggccctgg agtccgaatt tcgcagcctg 
S40 

atgacgcggc acagtaaggt cgtctcgccc gtgctcatct tggatctgat cagtggtgac 
600 

gatgacctgg aggcccagga ggacgtgacc ctggagcacc tgcccgagag cgtgctccag 
660 

gatgtcattc gcatctcccg ctggctggtg gaatatggcc gcaaccaaga tttcatgaac 
720 

gtctactacc agatacgctc cagccagctg gaccgctcca tcaaaggact gaaggagcat 
780 

ttccataaga gcagttcttc ctctggggtt ccctactccc ctgctatccc caacaagagg 
840 

aaagacacac ctaccaagaa gccagtcaag cggccaggga cgatccgtaa ggctcagaac 
900 

cttctgaaac agtattccca gcatggtcta gatgggaaaa aggggggctc taacctcatt 
960 

cctctggaag ggagagatga catgctggac gtggagaccg atgcctacat ccactgcgtc 
1020 

agtgccttcg tcaagctggc gcagagcgag taccagctgc tggccgacat catccccgag 
1080 

caccaccaga agaagacctt cgactccctg atacaggatg ccctggatgg gctgatgctt 
1140 

gaaggggaga acatcgtgtc tgctgcccgg aaggccattg tgcgacacga cttctccacg 
1200 

gtgctcaccg tcttccccat cctgcgacac ctcaagcaga ccaagcctga gtttgaccag 
1260 

gtgctccagg gcacggctgc cagcacaaag aacaagccgc ctggcctcat cacatccatg 
1320 

gagaccatcg gtgccaaagc gctggaggac ttcgcagaca acatcaagaa tgacccggac 
1380 
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aaggagtaca 


acatgccgaa 


ggacggcacc 


1440 






ttcctgcagc 


agcttttgga 


ctcccaggag 


1500 






accagctctt 


cggccaccag 


ctacagctct 


1560 






atctgtaaag 


tgctgggcaa 


cctgcagttg 


1620 






gacccagctc 


tgagcgccat 


cttcctgcac 


1680 






gagaagtctg 


aactgatcca 


gctggtggca 


1740 






cgggagcaca 


ctgagcagca 


gatccagacc 


1800 






tacatcgcag 


agaagaatct 


acctgtgttc 


1860 






cggcagatta 


tcaaggagcg 


ttttaagggc 


1920 






atccagaagg 


cctgggctat 


tccagacaca 


1980 






aagaccattg 


tcaaggagac 


ctacggggcc 


2040 






accaagaacc 


cggagaagta 


catcaagtac 


2100 






cgccttttcg 


acacctctgc 


ctgagcctgc 


2160 






cgtgtcattg 


gacagataaa 


ccagtgttag 


2220 






ctctgggaca 


gagacctgtc 


tccacgcctc 


2260 






tggctcctgc 


cctttcccca 


cagcccgtgt 


2340 






ctggggtccc 


tccacacctt 


ggcttctacg 


2400 






agaaggaaga 


cagaggcctg 


tgcccactgc 


2460 






gaagggccct 


ccctccagcc 


taggtcagag 


2520 






agatgtggca 


gggctcagag 


aagcagccag 


2580 






ccccctctct 


taaaacacat 


tcccgcccgc 


2640 






cccaggagtc 


ccctagatgg 


ctgggggagg 


2700 






agcacactgc 


aggaggcgtt 


cggaggagga 


2760 






ggcccctgtc 


tctggccccc 


agcctcagtg 


2820 






tgcagaagga 


gcaattaggc 


tgcctgcctg 


2880 






gttaaggagc 


aaaatggggg 


ttggaagcaa 


2940 






ttgaagactg 


acccttgagg 


cacacttgca 


3000 







gtacacgagc tcaccagcaa tgccatcctc 
acggcaggcg ccatgctggc ctcccaagag 
gagttcagca agcggctgct aagcacctat 
aacttgctga gcaagtccaa ggtgtacgag 
aacaactaca attacatcct caagtccctg 
gtgacacaga agactgctga gcgctcctac 
taccagcgca gctggttaaa ggtgactgat 
cagccgggag tcaagctccg ggacaaggag 
ttcaatgatg gcctcgaaga actgtgcaaa 
gagcagaggg acaggattcg ccaggcccag 
tttctacaga agtttggcag cgtgcccttc 
ggggtggagc aggtgggcga catgatcgat 
tgctagccct gcctggttcc accagactgg 
cttgcctctg ggctgggtga gcttgaagtc 
cgggagctgc gtccctgagc cccctagtcc 
tcccagccga accagcactc tcccggaagc 
accctgatgg cttctgaaac aggaaaagag 
tgctccatgt gtaccaagag cagcagggca 
gtggggacag agaactcccc tacagcccag 
agctcctgga ggaaaggcag tcgggactga 
ccacaggcct gaggtctggg acctttccct 
caggctcact ggccattttc cccagagtcc 
gttccgcccc accctctaca gccttcctca 
cctcttggcc cagggccagg cagtcgtggt 
tgggctggga gacagggaca atggggaaaa 
aaaatagggc cccacctatt taggacgaga 
ctggagatgg gtttatttca cgctctgtgc 
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ttgtgtgcta gcggagggag agctcagggt 
3060 

cccccagcca tgggaaagca aacttcatcc 
3120 

acagtctagg ccgcctgcca tggggtgcag 
3180 

ccgcccacat ccagattcct gcaaagacga 
3240 

cgaggaagaa gatgcggtca gcagtctcag 
3300 

tggagggctc tgtggggaga gatacaggga 
3360 

tgagcggaag agcgaacccc aggggtcatc 
3420 

agctgatgaa aatttgggtc tggcccattt 
3480 

ttaggctgtg caaggcatgg gttatcaggg 
3540 

tcagcttgct ccctgcccca gacctgtttc 
3600 

gggacaggag agccagcagg gtggatgcaa 
3660 

ccctcacccc agccctaggt gtgcacctag 
3720 

accttcagca ggatgaggcc ctgggttgcc 
3780 

gctggggccg ctcttggccc caaggttgcc 
3840 

ctctatggtg ctgaggaaga gcagcagcag 
3900 

cagggcacag ggagatgctc aggggccagt 
3960 

caccagtggg tgaccgggga gaaacagggc 
4020 

cagtgggttg caggaggagg agctgggcag 
4080 

gtaactcagc agcaatgtca ccttgtagcc 
4140 

ccccccgcac acgtcagcca acagcagtgc 
4200 

cttgagcgcc gtgttcttca gcctcagctg 
4260 

gggggaagga ggtgggcatc gggggcatgg 
4320 

ccacccgcct ccagcagccc tctgtcggcc 
4380 

agcagggcac cagctgctgg ggtgggactt 
4440 

tcttgacact cacaatctcg ttcaccacgt 
4500 

ggtgggaatg agaactatga accaggaagg 
4560 

cagactggag cccaggggtg atggagactt 
4620 



ggcttaatcc agaggccctg tcatggcccg 
taaggtgtgc agcccaggcc ctgccccttc 
cctccccagg ggctgcgtca gacttgcacg 
attgggtgca cagcacccca accacataca 
gccagcttct ctgtgacccc tttactcctc 
aaggagctgt tcttcaaggt cccctcaaca 
agcctgtatc gcttcctttc ttagattctc 
caggccatct tcagttgaag aaacaccctc 
gattgaggtc acctgggact tcagggaggc 
ttctaaggga ggaggacatg gtggagacca 
ggggcctcta cccacacctg gacctccgtg 
gcctcattcc ttacccccca gcccctgccc 
gtgctctcgc tgttcccctc tcggggctgg 
ccgggccagc agcccagcca gcagcacagt 
caggacggtg aagtagtaaa ctgggggagg 
ccctgtgtct ctggtgccca gcgagctgag 
agactgggca agggagcagg gcttactgag 
ggcctgcacc agggaggagt ggaggacgag 
tatgcgctca atggcccgga ggggcagcaa 
ctctgcaggc accaagagag cgatgatgga 
gaaggggaaa agtcagggcc ttcccggcgg 
ggcctggcct ctggccgtgc atcctcactc 
tcctcccgac ttgactcacc gtcacctgga 
gggtcttcag atcataaact acgtattccc 
gggcctggaa ctctaacccc atcgctgagg 
agagatccca gctgccaagt ctgggggtag 
ttgatggctt ttggcaggga cagacttgga 



1918 



WO 00/58473 



PCT/USOO/08621 



cacaaaaccg atccatagaa gggcttccca aaccttgttt tgcaacatcc caaattgtct 
4680 

ccagttgaag gaaggccttt atcagattca tagatgagct ttcattgtaa aaataaatgt 
4740 

actttgcacc acttcatgat ggagggagaa gtggtcacag gctcgtcagt ctatcatctc 
4800 

acagctgaag caggatcccc agggctaccg ctgtggtctc tcatggaggg aagggtagga 
4660 

cttctctgcc aagttagatg tcacctgatg ggtttataca gggtggctgc accttcaggt 
4920 

ggtttccagg agtgaggcca tggcaacctg agcctctggc cttgctgcaa ggggccgagc 
4980 

cactgcagtc gccatggctg tggagggcag ttgctctggg gaggacagaa gactg 
503S 

<210> 2674 
<211> 690 
<212> PRT 

<213> Homo sapiens 



<400> 2674 



Ala Ala 


Gly 


Phe 


Arg 


Ala 


Met 


He 


Pro 


Pro 


Gin 


Glu 


Ala 


Ser 


Ala 


Arg 


1 






5 










10 










15 




Arg Arg 


Glu 


He 


Glu 


Asp 


Lys 


Leu 


Lys 


Gin 


Glu 


Glu 


Glu 


Thr 


Leu 


Ser 






20 










25 










30 






Phe lie 


Arg 


Asp 


Ser 


Leu 


Glu 


Lys 


Ser 


Asp 


Gin 


Leu 


Thr 


Lys 


Asn 


Met 




35 










40 










45 








Val Ser 


He 


Leu 


Ser 


Ser 


Phe 


Glu 


Ser 


Arg 


Leu 


Met 


Lys 


Leu 


Glu 


Asn 


SO 










55 










60 










Ser lie 


He 


Pro 


val 


His 


Lys 


Gin 


Thr 


Glu 


Asn 


Leu 


Gin 


Arg 


Leu 


Gin 


65 








70 










75 










80 


Glu Asn 


Val 


Glu 


Lys 


Thr 


Leu 


Ser 


Cys 


Leu 


ASp 


His 


Val 


He 


Ser 


Tyr 








85 










90 










95 




Tyr His 


Val 


Ala 


Ser 


Asp 


Thr 


Glu 


Lys 


He 


He 


Arg 


Glu 


Gly 


Pro 


Thr 






100 










105 










110 






Gly Arg 


Leu 


Glu 


Glu 


Tyr 


Leu 


Gly 


Ser 


Met 


Ala 


Lys 


He 


Gin 


Lys 


Ala 




115 










120 










125 








Val Glu 


Tyr 


Phe 


Gin 


Asp 


Asn 


Ser 


Pro 


Asp 


Ser 


Pro 


Glu 


Leu 


Asn 


Lys 


130 










13S 










140 










Val Lys 


Leu 


Leu 


Phe 


Glu 


Arg 


Gly 


Lys 


Glu 


Ala 


Leu 


Glu 


Ser 


Glu 


Phe 


145 








ISO 










155 










160 


Arg Ser 


Leu 


Met 


Thr 


Arg 


His 


Ser 


Lys 


Val 


Val 


Ser 


Pro 


Val 


Leu 


He 








165 










170 










175 




Leu Asp 


Leu 


He 


Ser 


Gly 


Asp 


Asp 


Asp 


Leu 


Glu 


Ala 


Gin 


Glu 


Asp 


Val 






180 










185 










190 






Thr Leu 


Glu 


His 


Leu 


Pro 


Glu 


Ser 


Val 


Leu 


Gin 


Asp 


Val 


He 


Arg 


He 




195 










200 










205 








Ser Arg 


Trp 


Leu 


Val 


Glu 


Tyr 


Gly 


Arg 


Asn 


Gin 


Asp 


Phe 


Met 


Asn 


Val 


210 










215 










220 










Tyr Tyr 


Gin 


He 


Arg 


Ser 


Ser 


Gin 


Leu 


Asp 


Arg 


Ser 


He 


Lys 


Gly 


Leu 


225 








230 










235 










240 


Lys Glu 


His 


Phe 


His 


Lys 


Ser 


Ser 


Ser 


Ser 


Ser 


Gly 


Val 


Pro 


Tyr 


Ser 








245 










250 










255 




Pro Ala 


He 


Pro 


Asn 


Lys 


Arg 


Lys 


Asp 


Thr 


Pro 


Thr 


Lys 


Lys 


Pro 


Val 
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260 265 270 

Lys Arg Pro Gly Thr lie Arg Lys Ala Gin Asn Leu Leu Lys Gin Tyr 

275 280 285 

Ser Gin His Gly Leu Asp Gly Lys Lys Gly Gly Ser Asn Leu lie Pro 

290 295 300 

Leu Glu Gly Arg Asp Asp Met Leu Asp Val Glu Thr Asp Ala Tyr He 
305 310 315 320 

His Cys val Ser Ala Phe Val Lys Leu Ala Gin Ser Glu Tyr Gin Leu 

325 330 335 

Leu Ala Asp lie He Pro Glu His His Gin Lys Lys Thr Phe Asp Ser 

340 345 350 

Leu lie Gin Asp Ala Leu Asp Gly Leu Met Leu Glu Gly Glu Asn He 

355 360 365 

Val Ser Ala Ala Arg Lys Ala He Val Arg His Asp Phe Ser Thr Val 

370 375 380 

Leu Thr val Phe Pro He Leu Arg His Leu Lys Gin Thr Lys Pro Glu 
385 390 395 400 

Phe Asp Gin Val Leu Gin Gly Thr Ala Ala Ser Thr Lys Asn Lys Leu 
405 410 415 

Thr Ser Met Glu Thr 
420 425 
Asp Asn He Lys Asn 
435 440 *« 

Pro Lys Asp Gly Thr Val His Glu Leu Thr Ser Asn Ala He Leu Phe 

450 455 460 

Leu Gin Gin Leu Leu Asp Phe Gin Glu Thr Ala Gly Ala Met Leu Ala 
465 470 475 480 

Ser Gin Glu Thr Ser Ser Ser Ala Thr Ser Tyr Ser Ser Glu Phe Ser 

485 490 495 

Lys Arg Leu Leu Ser Thr Tyr He Cys Lys Val Leu Gly Asn Leu Gin 

500 505 510 

Leu Asn Leu Leu Ser Lys Ser Lys Val Tyr Glu Asp Pro Ala Leu Ser 

515 520 525 

Ala He Phe Leu His Asn Asn Tyr Asn Tyr He Leu Lys Ser Leu Glu 

540 
Thr Gin Lys 

545 550 555 560 



405 410 
Pro Gly Leu He Thr Ser Met Glu Thr He Gly Ala Lys Ala Leu Glu 

420 425 430 

Asp Phe Ala Asp Asn He Lys Asn Asp Pro Asp Lys Glu Tyr Asn Met 

a-*c 440 445 



530 535 
Lys Ser Glu Leu He Gin Leu Val Ala Val Thr Gin Lys Thr Ala 
545 550 555 

Arg Ser Tyr Arg Glu His He Glu Gin Gin He Gin Thr Tyr Gin Arg 

565 570 575 

Ser Trp Leu Lys Val Thr Asp Tyr He Ala Glu Lys Asn Leu Pro Val 

580 585 590 

Phe Gin Pro Gly Val Lys Leu Arg Asp Lys Glu Arg Gin He He Lys 

595 600 605 

Glu Arg Phe Lys Gly Phe Asn Asp Gly Leu Glu Glu Leu Cys Lys He 

610 615 620 

Gin Lys Ala Trp Ala He Pro Asp Thr Glu Gin Arg Asp Arg He Arg 
625 630 635 640 

Gin Ala Gin Lys Thr He Val Lys Glu Thr Tyr Gly Ala Phe Leu Gin 

645 650 fi 55 

Lys Phe Gly Ser Val Pro Phe Thr Lys Asn Pro Glu Lys Tyr He Lys 

660 665 670 

Tyr Gly Val Glu Gin Val Gly Asp Met He Asp Arg Leu Phe Asp Thr 
ctc fiflO 685 



Ser Ala 
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690 

<210> 2675 

<211> 711 

<212> DNA 

<213> Homo sapiens 

<400> 2675 

agatctcagt gaagaggacc cttgttcact gtacctcatc aacttcctcc tggacgccac 
60 

tgtgggcatg ctgctcatct acgtgggggt gcgcgccgtc agcgtcctgg tagagtggca 
120 

gcagtgggag tccctgcgct tcggcgaata tggagaccct ctgcagtgtg gagcctgggt 
180 

cgggcagtgc gctctttaca tcgtgatcat gatttttgaa aagtctgtcg tcttcatcgt 
240 

cctcctccta ctccagtgga aaaaggtggc cctattgaat ccaattgaaa accccgacct 
300 

gaagctggcc atcgtcatgc tgatcgtccc cttctttgtc aacgctttga tgttttgggt 
360 

agtggacaat ttcctcatga gaaaggggaa gacgaaagct aagctagaag aaaggggagc 
420 

caaccaggac tcgaggaatg ggagcaaggt ccgctaccgg agggccgcat cccacgagga 
480 

gtctgagtct gagatcctga tctcagcgga tgatgagatg gaggagtccg acgtggagga 
540 

ggacctccgc agactgaccc ccctcaagcc tgtgaagaaa aagaagcacc gctttgggct 
600 

acccgtatga cacattccca tgctgggggt gacgggaggg ccccgccagc cgctggtgtg 
660 

cagaggtcat cccacagcat cgttccttac cctctctctg cccttcaccc g 
711 

<210> 2676 

<211> 180 

<212> PRT 

<213> Homo sapiens 



<400> 2676 


















Met 


Leu 


Leu 


He 


Tyr 


Val 


Gly Val Arg Ala Val Ser 


Val 


Leu 


Val 


Glu 


1 








5 




10 






15 




Trp 


Gin 


Gin 


Trp 


Glu 


Ser 


Leu Arg Phe Gly Glu Tyr 


Gly 


Asp 


Pro 


Leu 






20 






25 




30 






Gin 


Cys 


Gly 


Ala 


Trp 


Val 


Gly Gin Cys Ala Leu Tyr 


He 


Val 


He 


Met 






35 








40 


45 








lie 


Phe 


Glu 


Lys 


Ser 


val 


Val Phe He Val Leu Leu 


Leu 


Leu Gin 


Trp 




50 










55 60 










Lys 


Lys 


Val 


Ala 


Leu 


Leu 


Asn Pro He Glu Asn Pro 


Asp 


Leu 


Lys 


Leu 


65 










70 


75 








80 


Ala 


He 


Val 


Met 


Leu 


He 


Val Pro Phe Phe Val Asn 


Ala 


Leu 


Met 


Phe 










85 




90 






95 




Trp 


val 


Val 


Asp 


Asn 


Phe 


Leu Met Arg Lys Gly Lys 


Thr 


Lys 


Ala 


Lys 






100 






10S 




110 






Leu 


Glu 


Glu 


Arg 


Gly Ala 


Asn Gin Asp Ser Arg Asn 


Gly 


Ser 


Lys 


Val 
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US 120 125 

Arg Tyr Arg Arg Ala Ala Ser His Glu Glu Ser Glu Ser Glu lie Leu 

130 135 140 

lie Ser Ala Asp Asp Glu Met Glu Glu Ser Asp Val Glu Glu Asp Leu 
145 150 155 160 

Arg Arg Leu Thr Pro Leu Lys Pro Val Lys Lys Lys Lys His Arg Phe 
165 170 175 

Gly Leu Pro Val 
180 



<210> 2677 

<211> 735 

<212> DNA 

<213> Homo sapiens 



<400> 2677 

ngcgcgccag gaccgctcct gcaccgaggg tgcccgccgc gctatggagg ccttccagag 
60 

ggccgctggt gagggcggcc cgggccgcgg tggggcacgg cgcggtgcca gggtgttgca 
120 

gagccccttt tgcagggcag gagctgggga gtggttagga catcagtccc tcaggtaggg 
180 

ggagtgagca catcaggtcc atatgtgtcc caggagcatc cctagctggc cgccctgagt 
240 

gctgcatggg gcagagatgg gcaggtacac ggccctgcct gtgtgagcac ccctccctcc 
300 

gctggggcct tcagcctcct gagggagaac ttctcccatg cgccgagccc agacatgagc 
360 

gctgcgtccc tctgcgcact ggagcagctc atgatggccc aggcccagga atgtgtgttt 
420 

gagggcctct caccacctgc ctccatggcc ccccaagact gcctggccca gctgcgcctg 
480 

gcgcaggagg ccgcccaggt gagctcgggc acccgtgtca ggatgcaggg ggtggggccg 
540 

agctggggtc agagcccagg tccaggcatg cgtgagctct cccacctcct tccttgtgtg 
600 

tcagccccga gccagctgtt gtcctgctcc ctgggggggc tggtcaggaa cctggggacc 
660 

cgagcctctg cctccaggga atggcacaaa gcagcaggaa ctgaggtgcc agggaggctg 
720 

ctgggatggt ggtcg 
735 



<210> 2678 

<211> 170 

<212> PRT 

<213> Homo sapiens 



<400> 2678 

Leu Ala Ala Leu Ser Ala Ala Trp Gly Arg Asp Gly Gin Val His Gly 

1 5 10 15 

Pro Ala Cys Val Ser Thr Pro Pro Ser Ala Gly Ala Phe Ser Leu Leu 

20 25 30 

Arg Glu Asn Phe Ser His Ala Pro Ser Pro Asp Met Ser Ala Ala Ser 
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35 40 45 

Leu Cys Ala Leu Glu Gin Leu Met Met Ala Gin Ala Gin Glu Cys Val 

50 55 60 

Phe Glu Gly Leu Ser Pro Pro Ala Ser Met Ala Pro Gin Asp Cys Leu 
65 70 75 80 

Ala Gin Leu Arg Leu Ala Gin Glu Ala Ala Gin Val Ser Ser Gly Thr 

85 90 95 

Arg Val Arg Met Gin Gly Val Gly Pro Ser Trp Gly Gin Ser Pro Gly 

100 105 110 

Pro Gly Met Arg Glu Leu Ser His Leu Leu Pro Cys Val Ser Ala Pro 

115 120 125 

Ser Gin Leu Leu Ser Cys Ser Leu Gly Gly Leu Val Arg Asn Leu Gly 

130 135 140 

Thr Arg Ala Ser Ala Ser Arg Glu Trp His Lys Ala Ala Gly Thr Glu 
145 150 155 160 

Val Pro Gly Arg Leu Leu Gly Trp Trp Ser 
165 170 

<210> 2679 

<211> 560 

<212> DNA 

<213> Homo sapiens 

<400> 2679 

agccgcccca cctcctgttc cattataatc ttattttggt tatgttgata caacacaatc 
60 

tgtccttcca agtgatcacc ggagtccaga tatttctgtc aagtcagcca accaggaagg 
120 

ggctgcagac aaagtgcggc aacagggact ccaccaggcc atggagctca tcccacaaga 
180 

cgcctcaccg cacaggaggg ctgaccccag ggaaacgtgt caccaggaca cagcacgaag 
240 

ctcaaaaggg gctagcatgc tctgtgcagc tgccagactc tgccctgaag aatcacaggg 
300 

cactctagtg agcgctgcag cagccagcag gccctggatg gccaggtgtg cagtggggag 
360 

gcacaggggg tgcaccagga cgcagccaga cctgggccag ttcgcgccga ctcttctcca 
420 

ttccagaggt ccaggaagca cctgtcaatg tggaagtcag aatgctcagg ccaaataccg 
480 

agatcaacta actattcagg ttgaaccaga ggcctgggcg ggggcatcca actgcccacc 
540 

cgtcagactg agggacgcgt 
560 

<210> 2680 

<211> 133 

<212> PRT 

<213> Homo sapiens 

c400> 2680 

Met Glu Leu He Pro Gin Asp Ala Ser Pro His Arg Arg Ala Asp Pro 

15 10 15 

Arg Glu Thr Cys His Gin Asp Thr Ala Arg Ser Ser Ly3 Gly Ala Ser 
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Met Leu 

Leu Val 
50 

Val Gly 
65 

Phe Ala 

Cys Gly 

Gin Val 

Arg Leu 
130 



20 
Cys Ala 
35 

Ser Ala 

Arg His 

Pro Thr 

Ser Gin 
100 
Glu Pro 
115 

Arg Asp 



Ala Ala 

Ala Ala 

Arg Gly 

70 
Leu Leu 
85 

Asn Ala 
Glu Ala 
Ala 



Arg Leu 

40 

Ala Ser 
55 

Cys Thr 

His Ser 

Gin Ala 

Trp Ala 
120 



25 

Cys Pro 

Arg Pro 

Arg Thr 

Arg Gly 

90 
Lys Tyr 
105 

Gly Ala 



30 

Glu Glu Ser Gin 
45 

Trp Met Ala Arg 
60 

Gin Pro Asp Leu 
75 

Pro Gly Ser Thr 

Arg Asp Gin Leu 
110 

Ser Asn Cys Pro 
125 



Gly Thr 

Cys Ala 

Gly Gin 

80 
Cys Gin 
95 

Thr He 
Pro Val 



<210> 2681 

<211> 585 

<212> DNA 

<213> Homo sapiens 



<400> 2681 

gattctctag tagccctaat tctacccatc tggctactaa ttcaaacttt cttccttcac 
60 

atctgtttgt ggacttctcc aatataacta gtatgcctgg gctcattctg cttcttctct 
120 

tctggaatag tttatttcat gaccatgtgc agagggggtg atggggcaag cctcacaagc 

cccggaggtc tgtggctgag gtgtaccttg gctttgttgc ctggaactgc tctgactctg 
240 

ctcttcgctc tttcctgggc tgtgtcacta cagctctgac tcctttccac cttggagttt 
300 

agcttccctg ccaggaaagc taaggagtag gagttgttct tggaaacaaa tgccgagcga 

tgtgtctgtg tcatctggcc tcgagaaggt tcttcattct ctgaatctga gagacgtgca 

ggacaacgtt ccagatttgt tttcagtact aatggttcat ctcttttttt ctgttcatcc 
480 

attttccttt tccctgtttc tgtatcctct ggtaacagct tgtggatttg atcttcagag 
540 

ggtttttcct cttgtaactt ttcttctctc agctttctca agctt 
585 



<210> 2682 

<211> 116 

<212> PRT 

<213> Homo sapiens 



<400> 2682 

Met Asp Glu Gin Lys Lys Arg Asp Glu Pro Leu Val Leu Lys Thr Asn 

X 5 10 15 

Leu Glu Arg Cys Pro Ala Arg Leu Ser Asp Ser Glu Asn Glu Glu Pro 

20 25 30 

Ser Arg Gly Gin Met Thr Gin Thr His Arg Ser Ala Phe Val Ser Lys 



1924 



WO 00/58473 PCTYUS00/08621 



35 40 45 

Asn Asn Ser Tyr Ser Leu Ala Phe Leu Ala Gly Lys Leu Asn Ser Lys 

50 55 60 

Val Glu Arg Ser Gin Ser Cys Ser Asp Thr Ala Gin Glu Arg Ala Lys 
65 70 75 80 

Ser Arg Val Arg Ala Val Pro Gly Asn Lys Ala Lys Val His Leu Ser 

85 90 95 

His Arg Pro Pro Gly Leu Val Arg Leu Ala Pro Ser Pro Pro Leu His 

100 105 110 

Met Val Met Lys 
115 

<210> 2683 

<211> 498 

<212> DNA 

<213> Homo sapiens 

<400> 2683 

nacgcgttac actgactcca aaactctcct tggtggccta ggtgaaacct catggccaac 
60 

atcacctgga tggccaacca cactggaagg ttggatttca tcctcatggg actcttcaga 
120 

cgatccaaac atccagctct acttagtgtg gtcatctttg tggttttcct gatggcgttg 
180 

tctgaaaatg ctgtcctgat ccttctgata cactgtgaca cctacctcca caccccgatg 
240 

tactttttca tcagtcaatt gtctctcatg gacatggcgt acatttctgt cactgtgccc 
300 

aagatgctcc tggaccaggt catgggtgtg aataagatct cagcccctga gtgtgggatg 
360 

cagatgttcc tctatctgac actagcaggt tcggaatttt tccttctagc caccatggcc 
420 

tatgaccgct acgtggccat ctgccatcct ctccgttacc ctgtcctcat gaaccatagg 
480 

gtctgtcttt tcctggca 
498 

<210> 2684 
<211> 149 
<212> PRT 

<213> Homo sapiens 
<400> 2684 

Met Ala Asn He Thr Trp Met Ala Asn His Thr Gly Arg Leu Asp Phe 

15 10 15 

He Leu Met Gly Leu Phe Arg Arg Ser Lys His Pro Ala Leu Leu Ser 

20 25 30 

Val Val He Phe Val Val Phe Leu Met Ala Leu Ser Glu Asn Ala Val 

35 40 45 

Leu He Leu Leu He His Cys Asp Thr Tyr Leu His Thr Pro Met Tyr 

50 55 60 

Phe Phe He Ser Gin Leu Ser Leu Met Asp Met Ala Tyr He Ser Val 
65 70 75 80 

Thr Val Pro Lys Met Leu Leu Asp Gin Val Met Gly Val Asn Lys He 
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8S 90 95 

Ser Ala Pro Glu Cys Gly Met Gin Met Phe Leu Tyr Leu Thr Leu Ala 

100 105 H° 

Gly Ser Glu Phe Phe Leu Leu Ala Thr Met Ala Tyr Asp Arg Tyr Val 

li5 120 125 

Ala lie Cys His Pro Leu Arg Tyr Pro Val Leu Met Asn His Arg Val 

130 "5 140 

Cys Leu Phe Leu Ala 
145 



<210> 2685 

<211> 391 

<212> DNA 

<213> Homo sapiens 



<400> 2685 

ngccggctgc acacgctgcc acctgggctg cctcgaaatg tccatgtgct gaaggtcaag 

cgcaatgagc tggctgccct ggcacgaggg gcgctggcgg gcatggctca gcttcgggaa 
120 

ctctacctca caggcaaccg actgcgaagc cgggccctgg gcccccgtgc ctgggtggac 
180 

ctcgcccatc tgcagttgct ggacatcgcc gggaatcagc tcacagagat cccggagggg 
240 

ctccccccat cgctggagta tctgtacctg cagaataaca agattagcgc tgttcctgcc 
300 

agcgcctttg actctactcc caacctcaag gggatctttc tcaggttcaa caagctggct 
360 

gcgggctccg tagtagaaag cgccttccgg a 
391 



<210> 2686 

<211> 130 

<212> PRT 

<213> Homo sapiens 



<400> 2686 

Xaa Arg Leu His Thr Leu Pro Pro Gly Leu Pro Arg Asn Val 

1 5 10 

Leu Lys Val Lys Arg Asn Glu Leu Ala Ala Leu Ala Arg Gly 

20 25 30 

Ala Gly Met Ala Gin Leu Arg Glu Leu Tyr Leu Thr Gly Asn 

35 40 45 

Arg Ser Arg Ala Leu Gly Pro Arg Ala Trp Val Asp Leu Ala 

50 55 60 

Gin Leu Leu Asp He Ala Gly Asn Gin Leu Thr Glu He Pro 
6S 70 75 

Leu Pro Pro Ser Leu Glu Tyr Leu Tyr Leu Gin Asn Asn Lys 

85 90 
Ala Val Pro Ala Ser Ala Phe Asp Ser Thr Pro Asn Leu Lys 
100 105 11° 

Phe Leu Arg Phe Asn Lys Leu Ala Val Gly Ser Val Val Glu 
115 120 I 25 

Phe Arg 



His Val 
15 

Ala Leu 

Arg Leu 

His Leu 

Glu Gly 

80 
He Ser 
95 

Gly He 
Ser Ala 



1926 



WO 00/58473 



PCTAJS00/08621 



130 

<210> 2687 

<211> 399 

<212> DNA 

<213> Homo sapiens 

<400> 2687 

nagtgcaaga aatgtttaat acaagagatt gaaccctacc aaaatgggag gtttagcctc 
60 

caggaatggg agtgcaataa atctctaata caagagattg agcctcacca acctccagga 
120 

tgggaaatga caggtaagac agggactaca aaagaccaag cagacaataa aattccccct 
180 

gacagtccgc taggccttat gttaagatac cggaaagata atgaaaggac caaacacaag 
240 

aaaagacagc aaatgataaa atattgctgg tttatttgga ctaaggaacc catcctgaaa 
300 

cctttggtct tttggccaca gttagggttg agcggggact ggatatgcca actcctaatc 
360 

cagtatgtaa aggataaaag tccagtttct caagaggag 
399 

<210> 2688 

<211> 91 

<212> PRT 

<213> Homo sapiens 

<400> 2688 

Met Thr Gly Lys Thr Gly Thr Thr Lys Asp Gin Ala Asp Asn Lys lie 

1 5 10 15 

Pro Pro Asp Ser Pro Leu Gly Leu Met Leu Arg Tyr Arg Lys Asp Asn 

20 25 30 

Glu Arg Thr Lys His Lys Lys Arg Gin Gin Met lie Lys Tyr Cys Trp 

35 40 45 

Phe He Trp Thr Lys Glu Pro He Leu Lys Pro Leu Val Phe Trp Pro 

50 55 60 

Gin Leu Gly Leu Ser Gly Asp Trp He Cys Gin Leu Leu lie Gin Tyr 
65 70 75 80 

Val Lys Asp Lys Ser Pro Val Ser Gin Glu Glu 
85 90 

<210> 2689 
<211> 560 
<212> DNA 

<213> Homo sapiens 
<400> 2689 

gcacccattc aagttgggtt agttggcttc tgtttggtgt ttgctacacc cctgtgttgt 
60 

gccctgtttc ctcagaaaag atacaaaaat gtgggtctca ccaagttgcc caggctggtc 
120 

tcaaactcct ggcctcaaga aatcctcctg gttcagcctc acaaagctcc gagattacag 
180 
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ttgcatgtct gtgacaagct tggaggccga gttgcaagct aagatccaag agagccatcc 
240 

tgaattgcga cgcgtgtact tcaataaggg attgtaaagc agggaggaaa cctctgcagc 
300 

tcattctgcc actgcaaagc tggtgtagcc atgctggtga gaaaaatcct gttcaacctg 
360 

ggttggtata tcgtctttga aaaacaatga ctataaaagc tacaggaaag gtatttcagg 
420 

acgtttattg aaggcattgg tggagctctc tgtatgtgtt ttgctctgca gggaactcaa 
480 

agttggcatt cccgtcacgg atgagaatgg gaaccgcttg ggggagtcgg cgaacgctgc 
S40 

gaaacaagcc atcacgccag 
560 



<210> 2690 

<211> 73 

<212> PRT 

<213> Homo sapiens 



<400> 2690 

Ala Pro He Gin Val Gly Leu Val Gly Phe Cys Leu Val Phe Ala Thr 

1 5 10 15 

Pro Leu Cys Cys Ala Leu Phe Pro Gin Lys Arg Tyr Lys Asn Val Gly 

20 25 30 

Leu Thr Lys Leu Pro Arg Leu Val Ser Asn Ser Trp Pro Gin Glu lie 

35 40 45 

Leu Leu Val Gin Pro His Lys Ala Pro Arg Leu Gin Leu His Val Cys 

50 55 60 

Asp Lys Leu Gly Gly Arg Val Ala Ser 
65 " 70 

<210> 2691 

<211> 532 

<212> DNA 

<213> Homo sapiens 

<400> 2691 

gatctcacct gtacacactt catggatggc atgaatgagc tggcgattgc ttacatcctg 
60 

cagggggcgc tgaaggccct cgactacatc caccacatgg gatatgtaca caggagtgtc 
120 

aaagccagcc acatcctgat ctctgtggat gggaaggtct acctgtctgg tttgcgcagc 
180 

aacctcagca tgataagcca tgggcagcgg cagcgagtgg tccacgattt tcccaagtac 
240 

agtgtcaagg ttctgccgtg gctcagcccc gaggtcctcc agcagaatct ccagggttat 
300 

gatgccaagt ctgacatcta cagtgtggga atcacagcct gtgaactggc caacggccat 
360 

gtccccttta aggatatgcc tgccacccag atgctgctag agaaactgaa cggcacagtg 
420 

ccctgcctgt tggataccag caccatcccc gctgaggagc tgaccatgag cccttcgcgc 
480 
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tcagtggcca actctggcct gagtgacagc ctgaccacca gcacaccccg gg 
532 



<210> 2692 
























<211> 177 
























<212> PRT 
























<213> Homo sapiens 






















<400> 2692 
























Asp Leu He Cys 


Thr 


His 


Phe 


Met 


Asp 


Gly 


Met 


Asn 


Glu 


Leu 


Ala He 


1 


5 










10 










15 


Ala Tyr He Leu 


Gin 


Gly 


Val 


Leu 


Lys 


Ala 


Leu Asp 


Tyr 


He 


His His 


20 










25 










30 




Met Gly Tyr Val 


His 


Arg 


Ser 


val 


Lys 


Ala 


Ser 


His 


He 


Leu 


He Ser 


35 








40 










45 






Val Asp Gly Lys 


Val 


Tyr 


Leu 


Ser 


Gly 


Leu 


Arg 


Ser 


Asn 


Leu 


Ser Met 


50 






55 










60 








He Ser His Gly 


Gin 


Arg 


Gin 


Arg 


val 


Val 


His 


Asp 


Phe 


Pro 


Lys Tyr 


65 




70 










75 








80 


Ser Val Lys Val 


Leu 


Pro 


Trp 


Leu 


Ser 


Pro 


Glu 


val 


Leu 


Gin 


Gin Asn 




85 










90 










95 


Leu Gin Gly Tyr 


Asp 


Ala 


Lys 


Ser 


Asp 


He 


Tyr 


Ser 


Val 


Gly 


He Thr 


100 










105 










110 




Ala Cys Glu Leu 


Ala 


Asn 


Gly 


His 


Val 


Pro 


Phe 


Lys 


Asp 


Met 


Pro Ala 


115 








120 










125 






Thr Gin Met Leu 


Leu 


Glu 


Lys 


Leu 


Asn 


Gly 


Thr 


Val 


Pro 


Cys 


Leu Leu 


130 






13S 










14 0 








Asp Thr Ser Thr 


He 


Pro 


Ala 


Glu 


Glu 


Leu 


Thr 


Met 


Ser 


Pro 


Ser Arg 


145 




150 










155 








160 


Ser Val Ala Asn 


Ser 


Gly 


Leu 


Ser 


Asp 


Ser 


Leu 


Thr 


Thr 


Ser 


Thr Pro 



165 170 175 



Arg 



<210> 2693 
<211> 798 
<212> DNA 

<213> Homo sapiens 
<400> 2693 

gcgttccaga atctcaccag ccttgtggtg ctgcatttgc ataacaaccg catccagcat 
60 

ctggggaccc acagcttcga ggggctgcac aatctggaga cactagacct gaattataac 
120 

aagctgcagg agttccctgt ggccatccgg accctgggca gactgcagga actggggttc 
180 

cataacaaca acatcaaggc catcccagaa aaggccttca tggggaaccc tctgctacag 
240 

acgatacact tttatgataa cccaatccag tttgtgggaa gatcggcatt ccagtacctg 
300 

cctaaactcc acacactatc tctgaatggt gccatggaca tccaggagtt tccagatctc 
360 

aaaggcacca ccagcctgga gatcctgacc ctgacccgcg caggcatccg gctgctccca 
420 
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tcggggatgt gccaacagct gcccaggctc cgagtcctgg aactgtctca caatcaaatt 
480 

gaggagctgc ccagcctgca caggtgtcag aaattggagg aaatcggcct ccaacacaac 
540 

cgcatctggg aaattggagc tgacaccttc agccagctga gctccctgca agccctggat 
600 

ttaaggtgga acgccatccg gtccatccac cccgaggcct tctccaccct gcactccctg 
660 

gtcaagctgg acctgacaga caaccagctg accacactgc ccctggctgg acttgggggc 
720 

ttgatgcatc tgaagctcaa agggaacctt gctctctccc aggccctctc caaggacagt 
780 

ttcccaaaac tgaggatc 
798 

<210> 2694 
<211> 266 
<212> PRT 

<213> Homo sapiens 
<400> 2694 



Ala 


Phe 


Gin 


Asn 


Leu 


Thr Ser 


Leu 


Val 


Val 


Leu 


His 


Leu His Asn 


Asn 


1 








5 








10 






15 




Arg 


He 


Gin 


His 


Leu 


Gly Thr 


His 


Ser 


Phe 


Glu Gly 


Leu His Asn 


Leu 






20 








25 








30 




Glu 


Thr 


Leu 


Asp 


Leu 


Asn Tyr 


Asn 


Lys 


Leu 


Gin 


Glu 


Phe Pro Val 


Ala 






35 








40 










45 




He 


Arg 


Thr 


Leu 


Gly 


Arg Leu 


Gin 


Glu 


Leu 


Gly 


Phe 


His Asn Asn 


Asn 




50 








55 










60 






He 


Lys 


Ala 


He 


Pro 


Glu Lys 


Ala 


Phe 


Met 


Gly Asn 


Pro Leu Leu 


Gin 


65 








70 








75 






80 


Thr 


He 


His 


Phe 


Tyr 


Asp Asn 


Pro 


He 


Gin 


Phe 


Val 


Gly Arg Ser 


Ala 










85 








90 






95 




Phe 


Gin 


Tyr 


Leu 


Pro 


Lys Leu 


His 


Thr 


Leu 


Ser 


Leu 


Asn Gly Ala 


Met 








100 








105 








110 




Asp 


He 


Gin 


Glu 


Phe 


Pro Asp Leu Lys Gly 


Thr 


Thr 


Ser Leu Glu 


He 






115 








120 










125 




Leu 


Thr 


Leu 


Thr 


Arg 


Ala Gly He Arg Leu 


Leu 


Pro 


Ser Gly Met 


Cys 




130 








135 










140 






Gin 


Gin 


Leu 


Pro 


Arg 


Leu Arg Val 


Leu 


Glu 


Leu 


Ser 


His Asn Gin 


He 


145 










150 








155 






160 


Glu 


Glu 


Leu 


Pro 


Ser 


Leu His Arg 


Cys 


Gin 


Lys 


Leu 


Glu Glu He 


Gly 










165 








170 






175 




Leu 


Gin 


His 


Asn 


Arg 


He Trp Glu He Gly 


Ala Asp 


Thr Phe Ser 


Gin 








180 








185 








190 




Leu 


Ser 


Ser 


Leu 


Gin 


Ala Leu Asp 


Leu Arg 


Trp 


Asn 


Ala He Arg 


Ser 






195 








200 










205 




He 


His 


Pro 


Glu 


Ala 


Phe Ser 


Thr 


Leu 


His 


Ser 


Leu 


Val Lys Leu 


Asp 




210 








215 










220 






Leu 


Thr 


Asj3 Asn 


Gin 


Leu Thr 


Thr 


Leu 


Pro 


Leu 


Ala 


Gly Leu Gly 


Gly 


225 










230 








235 






240 


Leu 


Met 


His 


Leu 


Lys 


Leu Lys Gly Asn 


Leu 


Ala 


Leu 


Ser Gin Ala 


Phe 










245 








250 






255 




Ser Lys 


Asp Ser 


Phe 


Pro Lys Leu Arg 


He 
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260 265 

<210> 2695 
<211> 2265 
<212> DNA 

<213> Homo sapiens 
<400> 2695 

nagccagagg gacgagctag cccgacgatg gcccagggga cattgatccg tgtgacccca 
60 

gagcagccca cccatgccgt gtgtgtgctg ggcaccttga ctcagcttga catctgcagc 
120 

tctgcccctg aggactgcac gtccttcagc atcaacgcct ccccaggggt ggtcgtggat 
180 

attgcccaca gccctccagc caagaagaaa tccacaggtt cctccacatg gcccctggac 
240 

cctggggtag aggtgaccct gacgatgaaa gcggccagtg gtagcacagg cgaccagaag 
300 

gttcagattt catactacgg acccaagact ccaccagtca aagctctact ctacctcacc 
360 

gcggtggaaa tctccctgtg cgcagacatc acccgcaccg gcaaagtgaa gccaaccaga 
420 

gctgtgaaag atcagaggac ctggacctgg ggcccttgtg gacagggtgc catcctgctg 
480 

gtgaactgtg acagagacaa tctcgaatct tctgccatgg actgcgagga tgatgaagtg 
540 

cctgacagcg aagacctgca ggacatgtcg ctgatgaccc tgagcacgaa gacccccaag 
600 

gacttcttca caaaccatac actggtgctc cacgtggcca ggtctgagat ggacaaagtg 
660 

agggtgtttc aggccacacg gggcaaactg tcctccaagt gcagcgtagt cttgggtccc 
720 

aagtggccct ctcactacct gatggtcccc ggtggaaagc acaacatgga cttctacgtg 
780 

gaggccctcg ctttcccgga caccgacttc ccggggctca ttaccctcac catctccctg 
840 

ctggacacgt ccaacctgga gctccccgag gctgtggtgt tccaagacag cgtggtcttc 
900 

cgcgtggcgc cctggatcat gacccccaac acccagcccc cgcaggaggt gtacgcgtgc 
960 

agtatttttg aaaatgagga cttcctgaag tcagtgacta ctctggccat gaaagccaag 
1020 

tgcaagctga ccatctgccc tgaggaggag aacatggatg accagtggat gcaggatgaa 
1080 

atggagatcg gctacatcca agccccacac aaaacgctgc ccgtggtctt cgactctcca 
1140 

aggaacagag gcctgaagga gtttcccatc aaacgagtga tgggtccaga ttttggctat 
1200 

gtaactcgag ggccccaaac agggggtatc agtggactgg actcctttgg gaacctggaa 
1260 

gtgagccccc cagtcacagt caggggcaag gaatacccgc tgggcaggat tctcttcggg 
1320 

gacagctgtt atcccagcaa tgacagccgg cagatgcacc aggccctgca ggacttcctc 
1380 
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agtgcccagc aggtgcaggc ccctgtgaag ctctattctg actggctgtc cgtgggccac 
1440 

gtggacgagt tcctgagctt tgtgccagca cccgacagga agggcttccg gctgctcctg 
1500 

gccagcccca ggtcctgcta caaactgttc caggagcagc agaatgaggg ccacggggag 
1560 

gccctgctgt tcgaagggat caagaaaaaa aaacagcaga aaataaagaa cattctgtca 
1620 

aacaagacat tgagagaaca taattcattt gtggagagat gcatcgactg gaaccgcgag 
1680 

ctgctgaagc gggagctggg cctggccgag agtgacatca ttgacatccc gcagctcttc 
1740 

aagctcaaag agttctctaa ggcggaagct tttttcccca acatggtgaa catgctggtg 
1800 

ctagggaagc acctgggcat ccccaagccc ttcgggcccg tcatcaacgg ccgctgctgc 
1860 

ctggaggaga aggtgtgttc cctgctggag ccactgggcc tccagtgcac cttcatcaac 
1920 

gacttcttca cctaccacat caggcatggg gaggtgcact gcggcaccaa cgtgcgcaga 
1980 

aagcccttct ccttcaagtg gtggaacatg gtgccctgag cccatcttcc ctggcgtcct 
2040 

ctccctcctg gccagatgtc gctgggtcct ctgcagtgtg gcaagcaaga gctcttgtga 
2100 

atattgtggc tccctggggg cggccagccc tcccagcagt ggcttgcttt cttctcctgt 
2160 

gatgtcccag tttcccactc tgaagatccc aacatggtcc tagcactgca cactcagttc 
2220 

tgctctaaga agctgcaata aagttttttt aagtcacttt gtaca 
2265 

<210> 2696 

<211> 663 

<212> PRT 

<213> Homo sapiens 



<400> 2696 



Met 


Ala 


Gin 


Gly 


Thr 


Leu 


He 


Arg Val 


Thr 


Pro Glu 


Gin 


Pro 


Thr 


His 


1 








5 








10 








15 




Ala 


val 


Cys 


Val 


Leu 


Gly 


Thr 


Leu Thr 


Gin 


Leu Asp 


He 


Cys 


Ser 


Ser 








20 








25 








30 






Ala 


Pro 


Glu 


Asp 


Cys 


Thr 


Ser 


Phe Ser 


He 


Asn Ala 


Ser 


Pro 


Gly 


Val 






35 










40 






45 








Val 


Val 


Asp 


He 


Ala 


His 


Ser 


Pro Pro 


Ala 


Lys Lys 


Lys 


Ser 


Thr 


Gly 




50 










55 






60 










Ser 


Ser 


Thr 


Trp 


Pro 


Leu 


Asp 


Pro Gly 


Val 


Glu Val 


Thr 


Leu 


Thr 


Met 


65 










70 








75 








80 


Lys 


Ala 


Ala 


Ser 


Gly 


Ser 


Thr 


Gly Asp 


Gin 


Lys Val 


Gin 


He 


Ser 


Tyr 










85 








90 








95 




Tyr 


Gly 


Pro 


Lys 


Thr 


Pro 


Pro 


Val Lys 


Ala 


Leu Leu 


Tyr 


Leu 


Thr 


Ala 








100 








105 








110 






Val 


Glu 


He 


Ser 


Leu 


Cys 


Ala 


Asp He 


Thr 


Arg Thr 


Gly 


Lys 


Val 


Lys 






115 










120 






125 








Pro 


Thr 


Arg 


Ala 


val 


Lys 


Asp 


Gin Arg 


Thr 


Trp Thr 


Trp 


Gly 


Pro 


Cys 
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130 135 140 

Gly Gin Gly Ala lie Leu Leu Val Asn Cys Asp Arg Asp Asn Leu Glu 
145 150 155 160 

Ser Ser Ala Met Asp Cys Glu Asp Asp Glu Val Leu Asp Ser Glu Asp 

165 170 175 

Leu Gin Asp Met Ser Leu Met Thr Leu Ser Thr Lys Thr Pro Lys Asp 

180 185 190 

Phe Phe Thr Asn His Thr Leu Val Leu His Val Ala Arg Ser Glu Met 

195 200 205 

Asp Lys Val Arg Val Phe Gin Ala Thr Arg Gly Lys Leu Ser Ser Lys 

210 215 220 

Cys Ser Val Val Leu Gly Pro Lys Trp Pro Ser His Tyr Leu Met Val 
22S 230 235 240 

Pro Gly Gly Lys His Asn Met Asp Phe Tyr Val Glu Ala Leu Ala Phe 

24 5 250 25S 

Pro Asp Thr Asp Phe Pro Gly Leu lie Thr Leu Thr lie Ser Leu Leu 

260 265 270 

Asp Thr Ser Asn Leu Glu Leu Pro Glu Ala Val Val Phe Gin Asp Ser 

275 280 285 

Val val Phe Arg Val Ala Pro Trp He Met Thr Pro Asn Thr Gin Pro 

290 295 300 

Pro Gin Glu Val Tyr Ala Cys Ser He Phe Glu Asn Glu Asp Phe Leu 
305 310 315 320 

Lys Ser Val Thr Thr Leu Ala Met Lys Ala Lys Cys Lys Leu Thr He 

325 330 335 

Cys Pro Glu Glu Glu Asn Met Asp Asp Gin Trp Met Gin Asp Glu Met 

340 345 350 

Glu lie Gly Tyr He Gin Ala Pro His Lys Thr Leu Pro Val Val Phe 

355 360 365 

Asp Ser Pro Arg Asn Arg Gly Leu Lys Glu Phe Pro He Lys Arg Val 

370 375 380 

Met Gly Pro Asp Phe Gly Tyr Val Thr Arg Gly Pro Gin Thr Gly Gly 
385 390 395 400 

He Ser Gly Leu Asp Ser Phe Gly Asn Leu Glu Val Ser Pro Pro Val 

405 410 415 

Thr Val Arg Gly Lys Glu Tyr Pro Leu Gly Arg He Leu Phe Gly Asp 

420 425 430 

Ser Cys Tyr Pro Ser Asn Asp Ser Arg Gin Met His Gin Ala Leu Gin 

435 440 445 

Asp Phe Leu Ser Ala Gin Gin Val Gin Ala Pro Val Lys Leu Tyr Ser 

450 455 460 

Asp Trp Leu Ser Val Gly His Val Asp Glu Phe Leu Ser Phe Val Pro 
465 470 475 480 

Ala Pro Asp Arg Lys Gly Phe Arg Leu Leu Leu Ala Ser Pro Arg Ser 

485 490 495 

Cys Tyr Lys Leu Phe Gin Glu Gin Gin Asn Glu Gly His Gly Glu Ala 

500 505 510 

Leu Leu Phe Glu Gly He Lys Lys Lys Lys Gin Gin Lys He Lys Asn 

515 520 525 

He Leu Ser Asn Lys Thr Leu Arg Glu His Asn Ser Phe Val Glu Arg 

530 535 540 

Cys He Asp Trp Asn Arg Glu Leu Leu Lys Arg Glu Leu Gly Leu Ala 
545 550 555 560 

Glu Ser Asp He He Asp He Pro Gin Leu Phe Lys Leu Lys Glu Phe 
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565 










570 






575 




Ser Lys Ala 


Glu 


Ala 


Phe 


Phe 


Pro 


Asn 


Met Val Asn 


Met 


Leu 


Val 


Leu 




580 










5B5 






590 






Gly Lys His 


Leu 


Gly 


lie 


Pro 


Lys 


Pro 


Phe Gly Pro Val 


He 


Asn 


Gly 


595 










600 






605 








Arg Cys Cys 


Leu 


Glu 


Glu 


Lys 


Val 


Cys 


Ser Leu Leu 


Glu 


Pro 


Leu 


Gly 


610 








61S 






620 










Leu Gin Cys 


Thr 


Phe 


He 


Asn 


Asp 


Phe 


Phe Thr Tyr 


His 


He 


Arg 


His 


625 






630 








635 








640 


Gly Glu Val 


His 


Cys 


Gly 


Thr 


Asn 


Val 


Arg Arg Lys 


Pro 


Phe 


Ser 


Phe 






645 










650 






655 




Lys Trp Trp 


Asn 


Met 


val 


Pro 

















660 



<210> 2697 

<211> 2468 

<212> DNA 

<213> Homo sapiens 

<400> 2697 

cagggcagcc cgggggaagc gtccgggacc atgtctggag aactaccacc aaacattaac 
60 

atcaaggaac ctcgatggga tcaaagcact ttcactggac gagccaatca tttcttcact 
120 

gtaactgacc ccaggaacat tctgttaacc aacgaacaac tcgagagtgc gagaaaaata 
180 

gtacatgatt acaggcaagg aattgttcct cctggtctta cagaaaatga attgtggaga 
240 

gcaaagtaca tctatgattc agcttttcat cctgacactg gtgagaagat gattttgata 
300 

ggaagaatgt cagcccaggt tcccatgaac atgaccatca caggttgtat gatgacgttt 
360 

tacaggacta cgccggctgt gctgttctgg cagtggatta accagtcctt caatgccgtc 
420 

gtcaattaca ccaacagaag tggagacgca cccctcactg tcaatgagtt gggaacagct 
480 

tacgtttctg caacaactgg tgccgtagca acagctctag gactcaatgc attgaccaag 
540 

catgtctcac cactgatagg acgttttgtt ccctttgctg ccgtagctgc tgctaattgc 
600 

attaatattc cattaatgag gcaaagggaa ctcaaagttg gcattcccgt cacggatgag 
660 

aatgggaacc gcttggggga gtcggcgaac gctgcgaaac aagccatcac gcaagttgtc 
720 

gtgtccagga ttctcatggc agcccctggc atggccatcc ctccattcac tatgaacact 
780 

ttggaaaaga aagccttttt gaagaggttc ccatggatga gtgcacccat tcaagttggg 
840 

ttagttggct tctgtttggt gtttgctaca cccctgtgtt gtgccctgtt tcctcagaaa 
900 

agttccatgt ctgtgacaag cttggaggcc gagttgcaag ctaagatcca agagagccat 
960 

cctgaattgc gacgcgtgta cttcaataag ggattgtaaa gcagggagga aacctctgca 
1020 
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gctcattctg ccactgcaaa gctggtgtag 
1080 

tgggttctcc cagttacgga aaccttttaa 
1140 

gctactttaa cagagcaccc ggcgtgggcc 
1200 

tgttatgatt tatagaaata cctttcctgt 
1260 

atataccagc cctcacccag gttttaaaaa 
1320 

tatatggtca gtaaatgttc tattgattat 
1380 

tactgaattt tcatctcact cccattgcaa 

1440 

aatacaaaag ctctgggcta atctataaaa 
1500 

ttctagtttg gggattgcgc tagcccaatg 
1560 

aaaagctcct tcacacccct tccaaaagtc 
1620 

gctggatcat tatatacatt cagattgtga 
1680 

tgttttttgt tcttataaag atgataatct 
1740 

tatttacatc aaataatgaa ataactgaaa 
1600 

caataccaat gctgtatgag tgggctgaat 
1860 

gtgagactac agttccagct acctacatgt 
1920 

gctttcagaa agatacagtg ataatgtgtg 
1980 

atattgtatg ttgcattcca cttcatttga 
2040 

tcatctgtag tgatttcata gataatatat 
2100 

agatgtttaa cgtcatagac agtcggccct 
2160 

caaccaagtt tggatgggaa aatttttttt 
2220 

cccaggctgg agtgcagtgg cgtagtctcg 
2280 

cgccgttctc ctgcctcagc ccctctgaga 
2340 

ccggctaatt tttttgtatt tttagtagag 
2400 

acctcgtgat ccgcccgcct tggcctccca 
2460 

cacccggg 
2466 



ccatgctggt gagaaaaatc ctgttcaacc 
agatccacat tagcctttta gaataaagct 
aagtgcctga tactccctta cactgaatca 
agcttttata gtcattgttt ttcaaagacg 
agcactggta ggcatagaat aggtgctcag 
caatcagtga aaaaagaaaC ctgtttaaaa 
atcaaggaga tctcagcagt gaactgggaa 
acttaccctg aaatattaag ggcagtttgc 
aaggtgatga agcttttgga tttggagggt 
agtcacagac cactgcaaca tgccttccct 
gtggattgcc ttggttgact tttaatttat 
taccttgcag ttattgactt tatattcaat 
tgtacaaatg tcaaattttg gaagtatatt 
ccagttcatt gtgttttttt ttggtaagaa 
cttttcttgt catccttata gatccctttg 
tatgaatcag tcacaatgaa ttttacttga 
aaataatgaa accatgtacc actgtttaca 
ttaatatgac agattatgtt tcaactctgt 
ctgtatccgt gagctctata tctgtgaatt 
ttttttttga gacggagtct cgctctgtca 
gctcactgca agctccgcct cccgggttca 
agctgggact acaggcgccc gccaccacgc 
acggggtttc actgtggtct cgatctcctg 
aggtgctggg attgcaggcg tgagccaccg 



<210> 2698 
<211> 332 
<212> PRT 
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<213> Homo sapiens 
<400> 2698 

Gin Gly Ser Pro Gly Glu Ala Ser Gly Thr Met Ser Gly Glu Leu Pro 

1 5 10 15 

Pro Asn lie Asn lie Lys Glu Pro Arg Trp Asp Gin Ser Thr Phe lie 

20 25 30 

Gly Arg Ala Asn His Phe Phe Thr Val Thr Asp Pro Arg Asn He Leu 

35 40 45 

Leu Thr Asn Glu Gin Leu Glu Ser Ala Arg Lys He Val His Asp Tyr 

50 S5 60 

Arg Gin Gly He Val Pro Pro Gly Leu Thr Glu Asn Glu Leu Trp Arg 
65 70 75 80 

Ala Lys Tyr lie Tyr Asp Ser Ala Phe His Pro Asp Thr Gly Glu Lys 

85 90 95 

Met He Leu He Gly Arg Met Ser Ala Gin Val Pro Met Asn Met Thr 

100 105 HO 

He Thr Gly Cys Met Met Thr Phe Tyr Arg Thr Thr Pro Ala Val Leu 

115 120 125 

Phe Trp Gin Trp lie Asn Gin Ser Phe Asn Ala Val Val Asn Tyr Thr 

130 13S 140 

Asn Arg Ser Gly Asp Ala Pro Leu Thr Val Asn Glu Leu Gly Thr Ala 
145 150 155 160 

Tyr Val Ser Ala Thr Thr Gly Ala Val Ala Thr Ala Leu Gly Leu Asn 

165 170 175 

Ala Leu Thr Lys His Val Ser Pro Leu He Gly Arg Phe Val Pro Phe 

180 185 190 

Ala Ala Val Ala Ala Ala Asn Cys He Asn He Pro Leu Met Arg Gin 

195 200 205 

Arg Glu Leu Lys Val Gly He Pro Val Thr Asp Glu Asn Gly Asn Arg 

210 215 220 

Leu Gly Glu Ser Ala Asn Ala Ala Lys Gin Ala He Thr Gin Val Val 
225 230 235 240 

Val Ser Arg He Leu Met Ala Ala Pro Gly Met Ala He Pro Pro Phe 

245 250 255 

He Met Asn Thr Leu Glu Lys Lys Ala Phe Leu Lys Arg Phe Pro Trp 

260 265 270 

Met Ser Ala Pro He Gin Val Gly Leu Val Gly Phe Cys Leu Val Phe 

275 280 285 

Ala Thr Pro Leu Cys Cys Ala Leu Phe Pro Gin Lys Ser Ser Met Ser 

290 295 300 

Val Thr Ser Leu Glu Ala Glu Leu Gin Ala Lys He Gin Glu Ser His 
305 310 315 320 

Pro Glu Leu Arg Arg Val Tyr Phe Asn Lys Gly Leu 
325 330 

<210> 2699 

<211> 974 

<212> DNA 

<213> Homo sapiens 

<400> 2699 

gaagcccgcg gaggagcggg taagagcccc gcgaatccgg ccccaacctc gggaacggga 
60 
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tgggaggcgg ccctggccgc aagccccgcg ctgctagcgg gtccaccgcg ccgcagccga 
120 

cagccgccct tcttcctcgc agcgcgccgc gattcaccag cctggtccct tctgcggaga 
180 

gcgatgccgc ttcccgacac catgttctgc gctcagcaga tccacattcc cccggagctg 
240 

ccggacatcc tgaagcaatt caccaaggct gccatccgca cccagccggc cgacgtgctg 
300 

cggtggtcgg cagggtattt ttcagctctg tcgagaggag atccacttcc tgtaaaggac 
360 

agaatggaaa tgcctgtggc aacccagaaa acagacacag gcctgactca aggactcctg 
420 

aaagttttgc acaagcagtg tcaccacaag cggtatgtgg aattaacaga tcttgagcag 
480 

aagtggaaga acttgtgcct gccgaaggaa aaattcaaag cgctcttaca actggatcct 
540 

tgtgaaaaca aaatcaagtg gataaacttt ttagcgcttg gatgcagcat gcttggtggg 
600 

tccttgaaca ctgcgctgaa gcacctgtgc gagatcctca cggacgatcc ggaggcgggc 
660 

ccgctcgcat ccccttcaag acgttttcct acgtttaccg ctacttggcc agattagact 
720 

cagatgtgtc tcccttggag acggaatcct accttgcctc tctaaaggaa aatatagacg 
780 

ccaggaagaa cggcatgata ggtctttcag atttcttctt tccaaagagg aaacttttag 
840 

aaagcattga aaactctgaa gatgtaggcc attaatacag agaagaatac attttaatgt 
900 

caaaatagtg ctctttaaaa ttctggcacc aaatacaact taccctgaat cacaaaaaaa 
960 

aaaaaaaaaa aaaa 
974 

<210> 2700 

<211> 177 

<212> PRT 

<213> Homo sapiens 



<400> 2700 



Met 


Pro 


Leu 


Pro 


Asp Thr 


Met 


Phe Cys Ala Gin Gin He 


His 


He 


Pro 


1 








5 




10 




15 




Pro 


Glu 


Leu 


Pro 


Asp lie 


Leu 


Lys Gin Phe Thr Lys Ala 


Ala 


He 


Arg 








20 




25 


30 






Thr 


Gin 


Pro 
35 


Ala 


Asp Val 


Leu 


Arg Trp Ser Ala Gly Tyr 
40 45 


Phe 


Ser 


Ala 


Leu 


Ser 


Arg 


Gly Asp Pro 


Leu 


Pro Val Lys Asp Arg Met 


Glu 


Met 


Pro 




50 








55 


60 








Val 


Ala 


Thr 


Gin 


Lys Thr 


Asp 


Thr Gly Leu Thr Gin Gly Leu 


Leu 


Lys 


65 








70 




75 






80 


Val 


Leu 


His 


Lys 


Gin Cys 


His 


His Lys Arg Tyr Val Glu 


Leu 


Thr 


Asp 








85 




90 




95 




Leu Glu 


Gin 


Lys 


Trp Lys 


Asn 


Leu Cys Leu Pro Lys Glu 


Lys 


Phe 


Lys 








100 




105 


110 






Ala 


Leu 


Leu 


Gin 


Leu Asp 


Pro 


Cys Glu Asn Lys He Lys 


Trp 


He 


Asn 
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115 120 
Phe Leu Ala Leu Gly Cys Ser Met 

130 "5 
Leu Lys His Leu Cys Glu lie Leu 
145 ISO 
Leu Ala Ser Pro Ser Arg Arg Phe 
165 

Asp 



125 

Leu Gly Gly Ser Leu Asn Thr Ala 
140 

Thr Asp Asp Pro Glu Ala Gly Pro 
155 160 
Pro Thr Phe Thr Ala Thr Trp Pro 
170 175 



<210> 2701 

<211> 646 

<212> DNA 

<213> Homo sapiens 



<400> 2701 

ncccaaggtg gaggaaggcc tgcgagaagg acagtaagag atgctgagaa caggaaaaca 
60 

aaatcagctt tgacctgaag agtctacagt ccagttgaga agacagtcca ggacacacgt 
120 

agcacactga gaggatgatt taagaaaaac tggctgggca cggtgtccca tgcctgtaat 
180 

cccagcactt tgggaggcca aaatgccagc agctcttcct tgccagagat gatctgaccc 
240 

ggtgggggca gctggaaagc aacactggcc cccagctgaa gggcccagct gcagccagac 
300 

agatggtgct tgagaaccga ggcccggtga tcctccagcc acagtccagc ccaaccactg 
360 

ccactttcca tgggacttag aacttcggag ttgctgcctt gcaattggag gaaggacctg 
420 

gggcccggag accaggagag ccgctggaag cagtacctgg aggacgagag gatcgcgctt 
480 

ttcctgcaga acgaggagtt catgaaggaa ctgcaacgga accgcgactt cctcctcgct 
540 

ctggagagag atcgattgaa atacgaatcc cagaaatcta aatccagcag cgtggctgtc 
600 

ggaaacgact ttggcttttc ctctcctgtc ccaggaactg gcgacg 
646 



<210> 2702 

<211> 92 

<212> PRT 

<213> Homo sapiens 



<400> 2702 

Met Gly Leu Arg Thr Ser Glu Leu 

1 5 
Leu Gly Pro Gly Asp Gin Glu Ser 
20 

Glu Arg He Ala Leu Phe Leu Gin 

35 40 
Gin Arg Asn Arg Asp Phe Leu Leu 

50 55 
Tyr Glu Ser Gin Lys Ser Lys Ser 



Leu Pro Cys Asn Trp Arg Lys Asp 

10 15 
Arg Trp Lys Gin Tyr Leu Glu Asp 
25 30 
Asn Glu Glu Phe Met Lys Glu Leu 
45 

Ala Leu Glu Arg Asp Arg Leu Lys 
60 

Ser Ser Val Ala Val Gly Asn Asp 
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6S 70 75 30 

Phe Gly Phe Ser Ser Pro Val Pro Gly Thr Gly Asp 
85 90 

<210> 2703 

<211> 610 

<212> DNA 

<213> Homo sapiens 

<400> 2703 

gaagacatgg gcaaaagcat cccccaatac ctggggcaac tggacatccg caaaagcgta 
60 

gtcagcctgg ccacaggcgc cggggcgatc tacctgccct acaaggccat caaggctggc 
120 

ataaaatgca aaccacccct ctgtagcaac tcacccatct gcatcgcccg tgaatgttcg 
180 

ggcccttggg gaaaagggct cttgccccca gaaggaacct tgctcccaag gcctttgctg 
240 

ggggaggggc ccaaagggga ggcctccaag ttccctcttt tctttgatct ttctcttgtc 
300 

catcttcctc aagcccaccc tgcagcgtcc taggcaaggc cctgccagag atgctagctc 
360 

agggtccctg gatctcactc aagtggatcc tcagactcat ctggcaggtc tccaaatact 
420 

acatttcctc tggctcccag gattccactt cttggaaact tggtgtcggc agctcccccc 
480 

atcccttttc tgccctagga acgtgaggct ttaaggaaag ggaagattgg aggacttact 
540 

atatgcccag agcttccact agtccacatg ttcttttgtg cagagtagga aaatgagccc 
600 

cttcacgcgC 
610 

<210> 2704 

<211> 108 

<212> PRT 

<213> Homo sapiens 

<400> 2704 



Met 


Gly 


Lys 


Ser 


He 


Pro 


Gin 


Tyr 


Leu 


Gly 


Gin Leu Asp 


He Arg Lys 


1 




5 










10 




15 


Ser 


Val 


Val 


Ser 
20 


Leu 


Ala 


Thr 


Gly 


Ala 
25 


Gly 


Ala He Tyr 


Leu Leu Tyr 
30 


Lys 


Ala 


He 


Lys 


Ala 


Gly 


He 


Lys 


Cys 


Lys 


Pro Pro Leu 


Cys Ser Asn 




35 










40 






45 




Ser 


Pro 
50 


He 


Cys 


He 


Ala 


Arg 
5S 


Glu 


Cys 


Ser 


Gly Pro Trp 
60 


Gly Lys Gly 


Leu 


Leu 


Pro 


Pro 


Glu 


Gly Thr 


Leu 


Leu 


Pro 


Arg Pro Leu 


Leu Gly Glu 


65 










70 










75 


80 


Gly Pro 


Lys 


Gly 


Glu 


Ala 


Ser 


Lys 


Phe 


Pro 


Leu Phe Phe 


Asp Leu Ser 








85 










90 




95 


Leu 


Val 


His 


Leu 
100 


Pro 


Gin 


Ala 


His 


Pro 
10S 


Ala 


Ala Ser 
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<210> 270S 
<211> 843 
<212> DNA 

<213> Homo sapiens 
<400> 2705 

nnacgcgtga cgtcccgcgt gatggctggg agggcccggc ggcgacagcg gaggcagaga 

ggaaggcggt tccgagagct ccagagagcg acggaaagca aaatgggtga attgccttta 

gacatcaaca tccaggaacc tcgctgggac caaagtactt tcccgggcag agcccggcac 
180 

tttttcactg ttactgatcc tcgaaatctg ctgctgtccg gggcacagct ggaagcttct 
240 

cggaacatcg tgcagaacta cagggccggc gtggtgaccc cagggatcac cgaggaccag 
300 

ctgtggaggg ccaagtatgt gtatgactcc gccttccatc cggacacagg ggagaaggtg 

gtcctgattg gccgcatgtc agcccaggtg cccatgaaca tgaccatcac tggctgcatg 
420 

ctcacattct acaggaagac cccaaccgtg gtgttctggc agtgggtgaa tcagtccttc 

aatgccattg ttaactactc caaccgcagt ggtgacactc ccatcactgt gaggcagctg 
540 

gggacagcct atgtgagtgc caccactgga gctgtggcca cggccctggg actcaaatcc 
600 

ctcaccaagc acctgccccc cttggtcggc agattcgtac cctttgcagc agtggcagct 
660 

gccaactgca tcaacatccc cctgatgagg cagagggagc tgcaggtggg catcccagtg 

Ictgatgaag ctggtcagag acctggccac tcggtgactg ctgccaaaca gggcatcttc 
780 

caggtggcgg tatcgagaat cggcatggcg atccccgcca tggccattcc cccggtgatc 
840 

atg 

843 

<210> 2706 
<211> 251 
<212> PRT 

<213> Homo sapiens 
<400> 2706 

Met Glu Ser Lys Met Gly Glu Leu Pro Leu Asp He Asn He Gin Glu 

! 5 10 15 

Pro Arg Trp Asp Gin Ser Thr Phe Leu Gly Arg Ala Arg His Phe Phe 

20 25 30 

Thr Val Thr Asp Pro Arg Asn Leu Leu Leu Ser Gly Ala Gin Leu Glu 

35 40 45 

Ala Ser Arg Asn lie Val Gin Asn Tyr Arg Ala Gly Val Val Thr Pro 

50 55 60 

Gly He Thr Glu Asp Gin Leu Trp Arg Ala Lys Tyr Val Tyr Asp Ser 
65 70 75 80 

Ala Phe His Pro Asp Thr Gly Glu Lys Val Val Leu He Gly Arg Met 
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85 


on 


95 


Ser 


Ala 


Gin Val 


Pro 


Mat- jicn Mo I* Thr T 1 p Thr 
nee Asn net a tit its 


Gly Cys Met Leu Thr 








100 




1U3 


110 


Phe 


Tyr 


Arg 


Lys 


Thr 


pro inr vax v^x rne 


Gin Tro Val Asn Gin 




US 






125 


Ser 


Phe 


Asn 


Ala 


He 


vax Asn Ayr oei /t&n /\ty 


Ser Gly Asp Thr Pro 




130 








135 


14 0 


lie 


Thr 


Val 


Arg 


Gin 


Leu Gly Thr Ala Tyr Val 


Ser Ala Thr Thr Gly 


145 










150 155 


160 


Ala 


Val 


Ala 


Thr 


Ala 


Leu Gly Leu Lys Ser Leu 


Thr Lys His Leu Pro 










165 


170 


175 


Pro 


Leu 


val 


Gly 


Arg 


Phe Val Pro Phe Ala Ala 


Val Ala Ala Ala Asn 








180 




185 


190 


Cys 


He 


Asn 


He 


Pro 


Leu Met Arg Gin Arg Glu 


Leu Gin Val Gly He 






195 






200 


205 


Pro 


Val 


Thr Asp 


Glu 


Ala Gly Gin Arg Leu Gly 


His Ser Val Thr Ala 




210 








215 


220 


Ala 


Lys 


Gin Gly 


He 


Phe Gin Val Val Val Ser 


Arg lie Gly Met Ala 


225 










230 235 


240 


He 


Pro 


Ala 


Met 


Ala 


He Pro Pro Val He Met 












245 


250 





<210> 2707 

<211> 2921 

<212> DNA 

<213> Homo sapiens 

<400> 2707 

nnggcgagtg gcgagtggcg agtgtcaggg gggcggccgg cgggggcggg gcggccggag 
60 

gaggcgttgg cagcgggctc ggacccacgc ggcgccgcgg cccgcctggc ctgcagcgct 
120 

cccacccccg gcggcggcac gatgcccttt gacttcagga ggtttgacat ctacaggaag 
180 

gtgcccaagg accttacgca gccaacgtac accggggcca ttatctccat ctgctgctgc 
240 

ctcttcatcc tcttcctctt cctctcggag ctcaccggat ttataacgac agaagttgtg 
300 

aacgagctct atgtcgatga cccagacaag gacagcggtg gcaagatcga cgtcagtctg 
360 

aacatcagtt tacccaatct gcactgcgag ttggttgggc ttgacattca ggatgagatg 
420 

ggcaggcacg aagtgggcca catcgacaac tccatgaaga tcccgctgaa caatggggca 
480 

ggctgccgct tcgaggggca gttcagcatc aacaaggtcc ccggcaactt ccacgtgtcc 
540 

acacacagtg ccacagccca gccacagaac ccagacatga cgcatgtcat ccacaagctc 
600 

tcctttgggg acacgctaca ggtccagaac atccacggag ctttcaatgc tctcggggga 
660 

gcagacagac tcacctccaa ccccctggcc tcccacgact acatcctgaa gattgtgccc 
720 

acggtttatg aggacaagag tggcaagcag cggtactcct accagtacac ggtggccaac 
780 
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aaggaatacg tcgcctacag ccacacgggc cgcatcatcc ctgcaatctg gttccgctac 
840 

gacctcagcc ccatcacggc caagtacaca gagagacggc agccgctgta cagattcatc 
900 

accacgatct gcgccatcat tggcgggacc ttcaccgtcg ccggcatcct ggactcatgc 
960 

atcttcacag cctctgaggc ctggaagaag atccagctgg gcaagatgca ttgacgccac 
1020 

acccagccta atggccgagg accctgggca tcgccagcct tgcctccagt gccctgtctc 
1080 

ctttggccct caacccggtc ccaaatctgg ctgtgtccca aagggtgtgt gggaagtggg 
1140 

gggaaagtag aggatggctc gatgttttgc agctacctct tttccccgtg tttcttttta 
1200 

gacaaactac actgcctgaa gttgcagttc ccctttccct ggggagcccc aagaacagag 
1260 

tcaggcaagg ggtggggagt ccagggatct tggggacccc tcctaggaga gctgcagtct 
1320 

cttccctcag gggaacatcc cagaatgcat atcgatcagc tctcagccag gcttcgacaa 
1380 

tctcgcagcc cccactaggt ggacacatta atgatttggt ttctcccctg ggcagccaac 
1440 

ctgccccaga ggcaccagac ctgggctttc agctttggga ccaggctgcc caaaggtact 
1500 

cctttataca cccggcacct tccacgaaag atggtacttc ccaagcaagc ccctatgatt 
1560 

tgtcactata gatggaaccc tgacttctgc cccatccctt cctgcccaac ctagaaccca 
1620 

ggcctcaagt ctttacccca cccctttctt gttcttccaa gaagcagatg cccagttgct 
1680 

cagcagcagc ggtagagact tgaatctgcc caccagtcac aaggcgggCc acagattcct 
1740 

cttcctctct tctcctcgtt cctctgaacc ctccaccaat gtgcctcagc ctgtgtgctg 
1800 

tgtggcaaca gcattctggt tcccactgcc aagatctccc accactctgc tgggatctgc 
1860 

agtggcaggg agtgggggtt gtgtaaaggg gaagtcatct tttgagatcc agatagacat 
1920 

ggtttgtgca cttacgtcca gatgggaagc atccttcctg caaccctaaa ataatcatgc 
1980 

agcctctcag acggacgcca tcggtcccaa ggccttaggt ggaggaagca aagcaggcca 
2040 

ggcctgtcct gtccgtggac ctctaccttc tggactccct acgggtgcag agcacttggg 
2100 

tttctctaca gccatcgtgg cccacttgac actgtgctcc tccatcagct ggtcacatgc 
2160 

caacacgttc ccagcccctg aggcagctcc agggtgcccc acctgctcct gaggtgggtc 
2220 

cctaccctgc tgctcctctt catcctttcc cttttgtcct gaaagggagg agcaatggtc 
2280 

caggcattaa ttccacccag ggaattttag ctatgccctc atgtcccagg gagagagcca 
2340 

cacgcctgtt ttccatttat agcaagattg tttgcatact tttgtaatga aggggagtgt 
240O 
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ccagtggaag gatttttaaa attatcttat ggatagctca agtctctgcc atttgtaatt 
2460 

tttggctcta agctccgatt ggagacgctt ctccttgtgc atgtgagttg actgatgttg 
2520 

tgagtgtaaa tgcatttggt tatttctggt atcggtggcc acttggatgg atttttttac 
2580 

actctgttcc ccagttacag gaaggagtcc ctttggtgtg tgaatatgtg tgcccgtaga 
2640 

gggtggggca gggtggggtg gggatggaaa tgtgtggcat gcacatgagt tgaaattctt 
2700 

ttatgcattt ttttgaagaa aaaaaaaaaa acaactctga ggacataggg gatgtcagtt 
2760 

tcctatggaa gagacacctc tgacccgtta ttcttataat caaaatctga agggaaaaaa 
2820 

atgttttagt tctttcccca ctcgttgggt tcaactagat taaaaggctg attttcagaa 
2880 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa a 
2921 

<210> 2708 

<211> 337 

<212> PRT 

<213> Homo sapiens 



<400> 2708 



Xaa 


Ala 


Ser 


Gly 


Glu 


Trp 


Arg 


val 


Ser 


Gly 


Gly Arg 


Pro 


Ala 


Gly 


Ala 


1 






5 










10 










15 




Gly Arg 


Pro 


Glu 


Glu 


Ala 


Leu 


Ala 


Ala 


Gly 


Ser 


Asp 


Pro 


Arg 


Gly 


Ala 








20 










25 










30 






Ala 


Ala 


Arg 
35 


Leu 


Ala 


Cys 


Ser 


Ala 
40 


Pro 


Thr 


Pro 


Gly 


Gly 
45 


Gly 


Thr 


Met 


Pro 


Phe 
50 


Asp 


Phe 


Arg 


Arg 


Phe 
55 


Asp 


He 


Tyr 


Arg 


Lys 
60 


Val 


Pro 


Lys 


Asp 


Leu 


Thr 


Gin 


Pro 


Thr 


Tyr 


Thr 


Gly Ala 


He 


He 


Ser 


He 


Cys 


Cys 


Cys 


65 










70 










75 










80 


Leu 


Phe 


He 


Leu 


Phe 
85 


Leu 


Phe 


Leu 


Ser 


Glu 
90 


Leu 


Thr 


Gly 


Phe 


He 
95 


Thr 


Thr 


Glu 


Val 


Val 
100 


Asn 


Glu 


Leu 


Tyr 


Val 
105 


Asp 


Asp 


Pro 


Asp 


Lys 
110 


Asp 


Ser 


Gly Gly 


Lys 


He 


Asp 


Val 


Ser 


Leu 


Asn 


He 


Ser 


Leu 


Pro 


Asn 


Leu 


His 






115 










120 










125 








Cys 


Glu 
130 


Leu 


Val 


Gly 


Leu 


Asp 
135 


He 


Gin 


Asp 


Glu 


Met 
140 


Gly 


Arg 


His 


Glu 


Val 


Gly 


His 


He 


Asp 


Asn 


Ser 


Met 


Lys 


He 


Pro 


Leu 


Asn 


Asn 


Gly 


Ala 


145 










150 










155 










160 


Gly Cys 


Arg 


Phe 


Glu 


Gly 


Gin 


Phe 


Ser 


He 


Asn 


Lys 


Val 


Pro 


Gly 


A3n 










16 5 










170 










175 




Phe 


His 


Val 


Ser 
180 


Thr 


His 


Ser 


Ala 


Thr 
185 


Ala 


Gin 


Pro 


Gin 


Asn 
190 


Pro 


Asp 


Met 


Thr 


His 


val 


He 


His 


Lys 


Leu 


Ser 


Phe 


Gly Asp 


Thr 


Leu 


Gin 


val 






195 










200 










205 








Gin 


Asn 


He 


His 


Gly 


Ala 


Phe 


Asn Ala 


Leu 


Gly Gly 


Ala 


Asp 


Arg 


Leu 




210 










215 










220 










Thr 


Ser 


Asn 


Pro 


Leu 


Ala 


Ser 


His 


Asp 


Tyr 


He 


Leu 


Lys 


He 


Val 


Pro 
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22S 

Thr Val 

Thr Val 

He Pro 

Tyr Thr 
290 
Ala lie 
305 

He Phe 
His 



230 

Tyr Glu Asp Lys 
245 

Ala Asn Lys Glu 
260 

Ala He Trp Phe 
275 

Glu Arg Arg Gin 



Ser Gly 
Tyr Val 



235 

Lys Gin Arg 

250 
Ala Tyr Ser 
265 

Asp Leu Ser 



Tyr Ser 
His Thr 



Arg Tyr 
280 

Pro Leu Tyr Arg Phe 
295 

Phe Thr 



240 

Tyr Gin Tyr 
255 

Gly Arg He 
270 

Thr Val Lys 



He Gly Gly Thr Phe Thr Val Ala Gly 
310 315 
Thr Ala Ser Glu Ala Trp Lys Lys He 
325 330 



Pro He 
285 

He Thr Thr He Cys 
300 

He Leu Asp Ser Cys 
320 

Gin Leu Gly Lys Met 
335 



<210> 2709 

<211> 984 

<212> DNA 

<213> Homo sapiens 

<400> 2709 

acgcgtgaag ggagcctagc tgaggctgat cacacagctc atgaagagat ggaagctcat 
60 

acgactgtga aagaagctga ggatgacaac atctcggtca caatccaggc tgaagatgcc 
120 

atcactctgg attttgatgg tgatgacctc ctataaacag gtaaaaatgt gaaaattaca 

gattctgaag caagtaagcc aaaagatggg caggacgcca ttgcacagag cccggagaag 

gaaagcaagg attatgagat gaatgcgaac cataaagatg gtaagaagga agactgcgtg 
300 

aagggtgacc ctgtcgagaa ggaagccaga gaaagttcta agaaagcaga atctggagac 
360 

aaagaaaagg atactctgaa gaaagggccc tcgtctactg gggcctctgg tcaagcaaag 
420 

agctcttcaa aggaatctaa agacagcaag acatcatcta aagatgacaa aggaagtaca 
480 

agtagtacta gtggtagcag tggaagctca actaaaaata tctgggttag tggactttca 
540 

tctaacacca aagctgctga tttgaagaac ctctttggca aatatggaaa ggttctgagt 
600 

gcaaaagtag ttacaaatgc tcgaagtcct ggggcaaaat gctatggcat tgtaactatg 
660 

tcttcaagca cagaggtgtc caggtgtatt gcacatcttc atcgcactga gctgcatgga 
720 

cagctgattt ctgttgaaaa agtaaaaggt gatccctcta agaaagaaat gaagaaagaa 
780 

aatgatgaaa agagtagttc aagaagttct ggagataaaa aaaatacgag tgatagaagt 
840 

agcaagacac aagcctctgt caaaaaagaa gagaaaagat cgtctgagaa atctgaaaaa 
900 

aaagaaagca aggacactaa gaaaatagaa ggtaaagatg agaagaatga taatggagca 
960 
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agtggccaaa catcagaatc gatt 
984 

<210> 2710 
<211> 242 
<212> PRT 

<213> Homo sapiens 
<400> 2710 

Met Asn Ala Asn His Lys Asp Gly Lys Lys Glu Asp Cys Val Lys Gly 

1 S 10 15 

Asp Pro Val Glu Lys Glu Ala Arg Glu Ser Ser Lys Lys Ala Glu Ser 

20 25 30 

Gly Asp Lys Glu Lys Asp Thr Leu Lys Lys Gly Pro Ser Ser Thr Gly 

35 40 45 

Ala Ser Gly Gin Ala Lys Ser Ser Ser Lys Glu Ser Lys Asp Ser Lys 

50 55 60 

Thr Ser Ser Lys Asp Asp Lys Gly Ser Thr Ser Ser Thr Ser Gly Ser 
65 70 75 80 

Ser Gly Ser Ser Thr Lys Asn He Trp Val Ser Gly Leu Ser Ser Asn 

85 90 95 

Thr Lys Ala Ala Asp Leu Lys Asn Leu Phe Gly Lys Tyr Gly Lys Val 

100 105 HO 

Leu Ser Ala Lys Val Val Thr Asn Ala Arg Ser Pro Gly Ala Lys Cys 

115 120 125 

Tyr Gly He Val Thr Met Ser Ser Ser Thr Glu Val Ser Arg Cys He 

130 135 140 

Ala His Leu His Arg Thr Glu Leu His Gly Gin Leu He Ser Val Glu 
14S 150 155 160 

Lvs Val Lys Gly Asp Pro Ser Lys Lys Glu Met Lys Lys Glu Asn Asp 

165 170 175 

Glu Lys Ser Ser Ser Arg Ser Ser Gly Asp Lys Lys Asn Thr Ser Asp 

180 185 190 

Arg Ser Ser Lys Thr Gin Ala Ser Val Lys Lys Glu Glu Lys Arg Ser 

195 200 205 

Ser Glu Lys Ser Glu Lys Lys Glu Ser Lys Asp Thr Lys Lys He Glu 

210 215 220 

Gly Lys Asp Glu Lys Asn Asp Asn Gly Ala Ser Gly Gin Thr Ser Glu 
225 230 235 240 

Ser He 



<210> 2711 

<211> 6536 

<212> DNA 

<213> Homo sapiens 

<400> 2711 

ttgttttaga aagctctttt attttcagtt ctggctgtgt tcaacatctt agcttacgtt 
60 

tttcatgttg taatgatctg ccgtacggac gatcacctct aagttagaga gttctgtaat 
120 

ttggcttgga ttaaagatgc ttggttagtg aaagctgctg ctttttttat agtcaaagga 
180 
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ctggttctga gagccttgtt gcagatggct gaggtcaccg tcccaagggt gtatgtcgtg 
240 

tttggcatcc attgcatcat ggcgaaggca tcttcagatg tgcaggtttc aggctttcat 
300 

cggaaaatcc agcacgtcaa aaacgaactt tgccacatgt tgagcttgga ggaggtggcc 
360 

ccagtgctgc agcagacatt acttcaggac aacctcttgg gcagggtaca ttttgaccaa 
420 

tttaaagaag cattaatact catcttgtcc agaactctgt cagatgaaga acacttccaa 
480 

gaaccagact gctcactaga agctcagccc agatatgtta gaggtgagaa gccttacgga 
540 

cgaaggtcct tgcccgagtt ccaagagtcc gtggaggagt ttcctgaggt gacggtgatt 
600 

gagcccctgg atgaagaagc gcggccttca cacatcccag ccggtgactg cagtgagcac 
660 

tggaagacgc aacgcagtga ggagtatgaa gcggaaggcc agttaaggtt ttggaaccca 
720 

gatgacttga atgcttcaca gagtggatct tcccctcccc aagactggat agaagagaaa 
780 

ctgcaacaag tttgtgaaga tttggggatc acccctgatg gtcacctgaa ccggaagaag 
840 

ctggtttcca tctgtgagca gtatggtttg cagaatgtgg atggagagat gctcgaggaa 
900 

gtattccata atcttgatcc tgacggtaca atgagtgtag aagattcttt ctatggtttg 
960 

tttaaaaatg gaaaatctct tacaccatca gcatctactc catatagaca actaaaaagg 
1020 

cacctttcca tgcagtcttt cgatgagagt ggacgacgta ccacaacctc atcagcaacg 
1080 

acaagtacca ttggctttcg ggtcttctcc tgcctggatg atgggatggg ccatgcatct 
1140 

gtggagagga tactcgacac ctggcaggaa gagggcattg agaacagcca ggagatcctg 
1200 

aaggccttgg atttcagcct cgatggaaac atcaatttga cagaattaac actggccctt 
1260 

gaaaatgaac ttttggttac caagaacagc attcaccagg cggctctggc cagctttaag 
1320 

gctgaaatcc ggcatttgtt ggaacgagtc gatcaggtgg tcagagaaaa gagaagctac 
1380 

ggtcggacct ggacagccga gaagctcaag tctttaatgg cctcggaggt ggatgatcac 
1440 

gatgcggcca tagagcggcg gaatgagtac aacctcagga aactggatga agagtacaag 
1500 

gagcgaatag cagccttaaa aaatgaactc cgaaaagaga gagagcagat cctgcagcag 
1560 

gcaggcaagc agcgtttaga acttgaacag gaaattgaaa aggcaaaaac agaagagaac 
1620 

tatatccggg accgccttgc cctctcttta aaggaaaaca gtcgtctgga aaatgagctt 
1680 

ctagaaaatg cagagaagtt ggcagaatat gagaatctga caaacaaact tcagagaaat 
1740 

ttggaaaatg tgttagcaga aaagtttggt gacctcgatc ctagcagtgc tgagttcttc 
1800 
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ctgcaagaag agagactgac acagatgaga 
I860 

caagaccaag tagatgaact ccagtctgag 
1920 

ctcaggcttc cgttgaagaa ctcaccgtca 
1980 

gagcccgaac acgggctcgg ttctgaagaa 
2040 

gagctggtca ttgaacagat gaaagaacaa 
2100 

gagctcgaag ataaagtgcg ccattatgaa 
2160 

aagaaggcac aggagaacat gaagcaaagg 
2220 

caaataagtg accttaaaat gaaaattgct 
2280 

gaggcacatc atgaggccac ttgcaggcat 
2340 

cttgaggagg aaaagactca cctgcaggag 
2400 

aaggctagac tgacacaggc tcaagcaagc 
2460 

agcgcctgga cagaagagaa ggtgagaggc 
2S20 

gagcagctga caagcctggt ggagaaacat 
2580 

ctcttggaaa agcaccaaag ggagcttcag 
2640 

aatagaagaa cctctcaaat agaagcccag 
2700 

aggtgtgaaa gcgctctgca aagcctggag 
2760 

caggaacagc agcgtgagga gaaatcccag 
^2820 

gagtgtgcgg aagcacagga gctgctgaaa 
2880 

ctggtcctga cccaggagag agagatgctg 
2940 

atggtcgtcg agagacagca gctactccaa 
3000 

acccagcaaa gcctgctgtc tgaccagata 
3060 

ctgagggagc gtgaggaggt cctgtgccag 
3120 

cggctggaaa gaccagaaat ggaacatgac 
3180 

ctagccatgg agaacattca caaagcgacc 
3240 

atgagcacag aaatctccag acttcagagt 
3300 

cctctctcta tgcttcagag tggttgccag 
3360 

ggagccctgt ccctgcttca gaaaggggag 
3420 



aatgaatatg agcggcagtg cagggtacta 
ctggaagaat atcgtgcaca aggcagagtg 
gaagaagttg aggctaacag cggtggcatt 
cgcaatccat tgaatatgag cattgaggca 
catcacaggg acatatgttg cctcagactg 
aagcagctgg acgaaaccgt ggtcagctgc 
catgagaacg aaacgcacac cttagaagaa 
gaacttcagg ggcaagcagc agtgctcaag 
gaggaggaga aaaaacaact gcaagtgaag 
aagctgaggc tgcaacatga gatggagctc 
tttgggcggg agagggaagg ccttcagagt 
ttgactcagg aactagagca gtttcaccag 
actcttgaga aagaggagtt aagaaaagag 
gagggaaggg aaaaaatgga aacagagtgt 
tttcagtctg attgtcagaa agtcactgag 
gggcgctacc gccaagagct gaaggacctc 
tgggaatttg agaaggacga gctcacccag 
gagactctta agagagagaa aacaacttct 
gagaaaacat acaaagacca tttgaacagc 
gacctggaag acctaagaaa tgtatctgaa 
cttgagctga agagcagtca caaaagggaa 
cagggggtct cggagcagct ggccagccag 
caggaaaggc aggaaatgat gtccaagctt 
tgtgagacag cagatcgaga aagagccgag 
aaaataaagg aaatgcagca ggcaacatct 
gtgataggag aggaggaggt ggaaggagat 
cagctgttgg aagaaaatgg ggacgtcctc 
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ttaagcctgc agagagctca tgaacaggca 
3480 

atttctagat tgcaacagag gctacaaaag 
3540 

ttggatgagc cagctactga gttttttgga 
3600 

cagcaaaacc gaacgaagca agtagaaggt 
3660 

gaagatgatg aggtccggga cctgggaagt 
3720 

gtcaaaatag aggagtctga agcttcagta 
3780 

gagaccagga ctgaatcctg ggagctgaaa 
3840 

atgatgtttt gtgcggactg tgatctagct 
3900 

gtttctgtgc tcaaaaagaa actgaaaatc 
3960 

tataagctgc tgtatgaaga tgtgagccga 
4020 

atgatggaga cacgctacga tgaggcacta 
4080 

ttcaggttgc aggatgagct gaagaaaatg 
4140 

gaaaagagtt acgatgaggt caaaatagaa 
4200 

cttcaaggca agattgagaa gcctnncacg 
4260 

tatgggaagn gcagtttaga gaacctggaa 
4320 

aatcagacac tggaagagtg tgtgcccagg 
4380 

tgtaagcaag aaaaccagta ccttgagggg 
4440 

catgaaattg cctggttaca tggaacaatt 
4500 

aatcaagtta tactggagga aaacactact 
4560 

catcaggcca ccatagcaga gttagaactg 
4620 

aagttgaagg agagagtccc tattttagtt 
4680 

aaggaggaag aactgaaggc aatgatgcat 
4740 

caaaaggttg aacttctgaa atatgaatct 
4800 

agaaatgaaa ttactacttt aaatgaagaa 
4860 

ttaaatggac ctcaggaaga aatgtggcaa 
4920 

gcagttctga agatggttga aaatttaaag 
4980 

caacaattgg atttggaaaa tacagaactt 
5040 



gtgaaggaaa atgtgaaaat ggctactgaa 
Ctagagccag ggttagtaat gtcttcttgt 
aatactgcgg aacaaacaga gccgttttta 
gtgaccaggc ggcatgtcct aagtgacctg 
acagggacga gctctgttca gagacaggaa 
gagggctttt ccgagcttga aaacagtgaa 
aatcacatta gtctgcttca ggaacagctc 
tctgaaaaga aacaggagct actttttgat 
cttgagagaa tccctgaggc ttctcccaga 
gaaaatgact gccttcagga agagctggag 
gaaaataaca aagaactcac tgcagaggtt 
gaggaagtca ctgaaacatt cctcagcctg 
aatgaggagc tgaatgttct ggttttgaga 
agagcgtggt caagcggtgt gactgctgct 
atcgaacctg atggaaatat actccagctc 
gttaggagtg tacatcatgc catagaggaa 
aacacacagc tcttggaaaa agtaaaagca 
cagacacatc aagaaaggcc aagagtacag 
ctcctaggct ttcaagacaa acattttcag 
gagaaaacaa agttacagga gctgactagg 
aagcaaaaag atgtactttc tcccggaaaa 
gacttgcaaa tcccttgcag tgagatgcag 
gaaaagcttc aacaggaaaa ttctattttg 
gatagcattt ctaacctgaa attagggaca 
aaaacggaat ctgtaaaaca agaaaatgct 
aaacagattt cagaattaaa aatcaaaaac 
agccaaaaga actctccaaa ccaggaaaaa 
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ctgcaagaac ttaatcaact gctaacagaa atgctatgcc agaaggaaaa agagccagga 
5100 

aacagtgcat tggaggaacg ggaacaagag aagtttaatc tgaaagaaga accggaacgt 
5160 

tgtaaagtgc agtcctccac tttagtgtct tctctggagg cggagctctc tgaagttaaa 
5220 

atacagaccc atattgtgca acaggaaaac ccccttctcc aagatgaact ggagaaaatg 
5280 

aaacagctgc acagatgtcc cgatctctcg aacttccagc aaaaaatctc tagtgttcta 
5340 

agctacaacg aaaaactgct gaaagaaaag gaagctctga gtgaggaatt aaatagctgt 
5400 

gtcgataagt tggcaaaatc aagtctttta gagcatagaa ttgcgacgat gaagcaggaa 
5460 

cagaaatcct gggaacatca gagtgcgagc ttaaagacac agctggtggc ttctcaggaa 
5520 

aaggttcaga atttagaaga caccgtgcag aatgtaaacc tgcaaatgtc ccggatgaaa 
5580 

tctgacccac gagtgactca gcaggaaaag gaggctttaa aacaagaagt gatgccttta 
5640 

cataagcaac ttcagaattc tgtgngcaag agctgggccc cagagatagc tactcatcca 
S700 

tcagggctcc ataaccagca gaaaaggctg tcctgggaca agttggatca tctgatgaat 
5760 

gaggaacagc agctgctttg gcaagagaat gagaggctcc agaccatggt acagaacacc 
5820 

aaagccgaac tcacgcactc ccgggagaag gtccgtcaat tggaatccaa tcttcttccc 
5880 

aagcaccaaa aacatctaaa cccatcaggt accatgaatc ccacagagca agaaaaattg 
5940 

agcttaaaga gagagtgtga tcagtttcag aaagaacaat ctcctgctaa caggaaggtc 
6000 

agccagatga attcccttga acaagaatta gaaacaattc atttggaaaa tgaaggcctg 
6060 

aaaaagaaac aagtaaaact ggatgagcag ctcatggaga tgcagcacct gaggtccact 
6120 

gcgacgccta gcccgtcccc tcatgcttgg gattcgcagc tgctccagca gcaagcctgt 
6180 

ccgatggtgc ccagggagca gtttctgcag cttcaacgcc agctgctgca ggcagaaagg 
6240 

ataaaccagc acctgcagga ggaacttgaa aacaggacct ccgaaaccaa cacaccacag 
6300 

ggaaaccagg aacaactggt aactgtcatg gaggaacgaa tgatagaagt tgaacagaaa 
6360 

ctgaaactag tgaaaaggct tcttcaagag aaagtgaatc agctcaaaga acaagtgagc 
6420 

ctacccggtc atctctgttc acccacctca cattccagct ttaactccag ttttacatcc 
6480 

ctttattgcc attaactcgt taacttatgt tgtctaataa aggcaaattc tattat 
6536 

<210> 2712 
<211> 2096 
<212> PRT 
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<213> Homo sapiens 

<400> 2712 , _ „. 

Met Ala Glu Val Thr Val Pro Arg Val Tyr Val Val Phe Gly lie Hxs 

1 5 10 15 

Cys lie Met Ala Lys Ala Ser Ser Asp Val Gin Val Ser Gly Phe His 

20 25 30 

Arg Lys lie Gin His Val Lys Asn Glu Leu Cys His Met Leu Ser Leu 

35 40 *5 

Glu Glu Val Ala Pro Val Leu Gin Gin Thr Leu Leu Gin Asp Asn Leu 

50 55 60 

Leu Gly Arg Val His Phe Asp Gin Phe Lys Glu Ala Leu He Leu He 
65 70 75 80 

Leu Ser Arg Thr Leu Ser Asp Glu Glu His Phe Gin Glu Pro Asp Cys 

85 90 95 

Ser Leu Glu Ala Gin Pro Arg Tyr Val Arg Gly Glu Lys Pro Tyr Gly 

100 105 110 

Arg Arg Ser Leu Pro Glu Phe Gin Glu Ser Val Glu Glu Phe Pro Glu 

115 120 I 25 

Val Thr Val He Glu Pro Leu Asp Glu Glu Ala Arg Pro Ser His He 

130 135 140 

Pro Ala Gly Asp Cys Ser Glu His Trp Lys Thr Gin Arg Ser Glu Glu 
14S 150 155 l fi0 

Tyr Glu Ala Glu Gly Gin Leu Arg Phe Trp Asn Pro Asp Asp Leu Asn 

165 170 175 

Ala Ser Gin Ser Gly Ser Ser Pro Pro Gin Asp Trp He Glu Glu Lys 

180 185 190 

Leu Gin Gin Val Cys Glu Asp Leu Gly He Thr Pro Asp Gly His Leu 

195 200 205 

Asn Arg Lys Lys Leu Val Ser He Cys Glu Gin Tyr Gly Leu Gin Asn 

210 215 220 

Val Asp Gly Glu Met Leu Glu Glu Val Phe His Asn Leu Asp Pro Asp 
225 230 235 240 

Gly Thr Met Ser Val Glu Asp Phe Phe Tyr Gly Leu Phe Lys Asn Gly 

245 250 255 

Lys Ser Leu Thr Pro Ser Ala Ser Thr Pro Tyr Arg Gin Leu Lys Arg 

260 265 270 

His Leu Ser Met Gin Ser Phe Asp Glu Ser Gly Arg Arg Thr Thr Thr 

275 280 285 

Ser Ser Ala Thr Thr Ser Thr He Gly Phe Arg Val Phe Ser Cys Leu 

290 295 300 

Asp Asp Gly Met Gly His Ala Ser Val Glu Arg He Leu Asp Thr Trp 
305 310 315 320 

Gin Glu Glu Gly He Glu Asn Ser Gin Glu He Leu Lys Ala Leu Asp 

325 330 335 

Phe Ser Leu Asp Gly Asn He Asn Leu Thr Glu Leu Thr Leu Ala Leu 

340 345 350 

Glu Asn Glu Leu Leu Val Thr Lys Asn Ser He His Gin Ala Ala Leu 

355 360 365 

Ala Ser Phe Lys Ala Glu He Arg His Leu Leu Glu Arg Val Asp Gin 

370 375 380 

Val Val Arg Glu Lys Arg Ser Tyr Gly Arg He Trp Thr Ala Glu Lys 
385 390 395 400 

Leu Lys Ser Leu Met Ala Ser Glu Val Asp Asp His Asp Ala Ala lie 



1950 



WO 00/58473 



PCMJSOO/08621 



405 410 415 

Glu Arg Arg Asn Glu Tyr Asn Leu Arg Lys Leu Asp Glu Glu Tyr Lys 

420 425 430 

Glu Arg He Ala Ala Leu Lys Asn Glu Leu Arg Lys Glu Arg Glu Gin 

43S 440 445 

lie Leu Gin Gin Ala Gly Lys Gin Arg Leu Glu Leu Glu Gin Glu He 

450 455 460 

Glu Lys Ala Lys Thr Glu Glu Asn Tyr He Arg Asp Arg Leu Ala Leu 
465 470 475 480 

Ser Leu Lys Glu Asn Ser Arg Leu Glu Asn Glu Leu Leu Glu Asn Ala 

485 490 495 

Glu Lys Leu Ala Glu Tyr Glu Asn Leu Thr Asn Lys Leu Gin Arg Asn 

500 505 510 

Leu Glu Asn Val Leu Ala Glu Lys Phe Gly Asp Leu Asp Pro Ser Ser 

515 520 S25 

Ala Glu Phe Phe Leu Gin Glu Glu Arg Leu Thr Gin Met Arg Asn Glu 

530 535 540 

Tyr Glu Arg Gin Cys Arg Val Leu Gin Asp Gin Val Asp Glu Leu Gin 
545 550 555 560 

Ser Glu Leu Glu Glu Tyr Arg Ala Gin Gly Arg Val Leu Arg Leu Pro 

565 570 575 

Leu Lys Asn Ser Pro Ser Glu Glu Val Glu Ala Asn Ser Gly Gly He 

580 S85 590 

Glu Pro Glu His Gly Leu Gly Ser Glu Glu Cys Asn Pro Leu Asn Met 

595 600 605 

Ser He Glu Ala Glu Leu Val He Glu Gin Met Lys Glu Gin His His 

610 615 620 

Arg Asp He Cys Cys Leu Arg Leu Glu Leu Glu Asp Lys Val Arg His 
625 630 635 640 

Tyr Glu Lys Gin Leu Asp Glu Thr Val Val Ser Cys Lys Lys Ala Gin 

645 650 655 

Glu Asn Met Lys Gin Arg His Glu Asn Glu Thr His Thr Leu Glu Glu 

660 665 670 

Gin He Ser Asp Leu Lys Met Lys He Ala Glu Leu Gin Gly Gin Ala 

$75 680 685 

Ala Val Leu Lys Glu Ala His His Glu Ala Thr Cys Arg His Glu Glu 

690 695 700 

Glu Lys Lys Gin Leu Gin Val Lys Leu Glu Glu Glu Lys Thr His Leu 
705 710 715 720 

Gin Glu Lys Leu Arg Leu Gin His Glu Met Glu Leu Lys Ala Arg Leu 

725 730 735 

Thr Gin Ala Gin Ala Ser Phe Gly Arg Glu Arg Glu Gly Leu Gin Ser 

740 745 750 

Ser Ala Trp Thr Glu Glu Lys Val Arg Gly Leu Thr Gin Glu Leu Glu 

755 760 765 

Gin Phe His Gin Glu Gin Leu Thr Ser Leu Val Glu Lys His Thr Leu 

770 775 780 

Glu Lys Glu Glu Leu Arg Lys Glu Leu Leu Glu Lys His Gin Arg Glu 
785 790 795 800 

Leu Gin Glu Gly Arg Glu Lys Met Glu Thr Glu Cys Asn Arg Arg Thr 

805 810 815 

Ser Gin He Glu Ala Gin Phe Gin Ser Asp Cys Gin Lys Val Thr Glu 

820 825 830 

Arg Cys Glu Ser Ala Leu Gin Ser Leu Glu Gly Arg Tyr Arg Gin Glu 
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835 840 845 

Leu Lys Asp Leu Gin Glu Gin Gin Arg Glu Glu Lys Ser Gin Trp Glu 

850 855 860 

Phe Glu Lys Asp Glu Leu Thr Gin Glu Cys Ala Glu Ala Gin Glu Leu 
870 875 880 

Leu Lys Glu Thr Leu Lys Arg Glu Lys Thr Thr Ser Leu Val Leu Thr 

885 890 895 

Gin Glu Arg Glu Met Leu Glu Lys Thr Tyr Lys Asp His Leu Asn Ser 

900 905 910 

Met Val Val Glu Arg Gin Gin Leu Leu Gin Asp Leu Glu Asp Leu Arg 

915 920 925 

Asn Val Ser Glu Thr Gin Gin Ser Leu Leu Ser Asp Gin lie Leu Glu 

930 935 940 

Leu Lys Ser Ser His Lys Arg Glu Leu Arg Glu Arg Glu Glu Val Leu 
945 950 955 960 

Cys Gin Gin Gly Val Ser Glu Gin Leu Ala Ser Gin Arg Leu Glu Arg 

965 970 975 

Leu Glu Met Glu His Asp Gin Glu Arg Gin Glu Met Met Ser Lys Leu 

980 985 990 

Leu Ala Met Glu Asn lie His Lys Ala Thr Cys Glu Thr Ala Asp Arg 

995 1000 1005 

Glu Arg Ala Glu Met Ser Thr Glu He Ser Arg Leu Gin Ser Lys He 

1010 1015 1020 

Lys Glu Met Gin Gin Ala Thr Ser Pro Leu Ser Met Leu Gin Ser Gly 
1025 1030 1035 1040 

Cys Gin Val He Gly Glu Glu Glu Val Glu Gly Asp Gly Ala Leu Ser 

1045 1050 1055 

Leu Leu Gin Lys Gly Glu Gin Leu Leu Glu Glu Asn Gly Asp Val Leu 

1060 1065 1070 

Leu Ser Leu Gin Arg Ala His Glu Gin Ala Val Lys Glu Asn Val Lys 

1075 1080 108S 

Met Ala Thr Glu He Ser Arg Leu Gin Gin Arg Leu Gin Lys Leu Glu 

1090 1095 1100 

Pro Gly Leu Val Met Ser Ser Cys Leu Asp Glu Pro Ala Thr Glu Phe 
110S 1110 1115 H20 

Phe Gly Asn Thr Ala Glu Gin Thr Glu Pro Phe Leu Gin Gin Asn Arg 

1125 1130 1135 

Thr Lys Gin Val Glu Gly Val Thr Arg Arg His Val Leu Ser Asp Leu 

1140 1145 1150 

Glu Asp Asp Glu Val Arg Asp Leu Gly Ser Thr Gly Thr Ser Ser Val 

1155 1160 1165 

Gin Arg Gin Glu Val Lys He Glu Glu Ser Glu Ala Ser Val Glu Gly 

1170 1175 1180 

Phe Ser Glu Leu Glu Asn Ser Glu Glu Thr Arg Thr Glu Ser Trp Glu 
1185 1190 H9S 1200 

Leu Lys Asn His He Ser Leu Leu Gin Glu Gin Leu Met Met Phe Cys 

1205 1210 1215 

Ala Asp Cys Asp Leu Ala Ser Glu Lys Lys Gin Glu Leu Leu Phe Asp 

1220 1225 1230 

Val Ser Val Leu Lys Lys Lys Leu Lys He Leu Glu Arg He Pro Glu 

1235 1240 1245 

Ala Ser Pro Arg Tyr Lys Leu Leu Tyr Glu Asp Val Ser Arg Glu Asn 

1250 1255 1260 

Asp Cys Leu Gin Glu Glu Leu Glu Met Met Glu Thr Arg Tyr Asp Glu 
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126S 1270 1275 1280 

Ala Leu Glu Asn Asn Lys Glu Leu Thr Ala Glu Val Phe Arg Leu Gin 

1285 1290 1295 

Asp Glu Leu Lys Lys Met Glu Glu Val Thr Glu Thr Phe Leu Ser Leu 

1300 1305 1310 

Glu Lys Ser Tyr Asp Glu Val Lys lie Glu Asn Glu Glu Leu Asn Val 

1315 1320 1325 

Leu Val Leu Arg Leu Gin Gly Lys He Glu Lys Leu Xaa Thr Arg Ala 

1330 1335 1340 

Trp Ser Ser Gly Val Thr Ala Ala Tyr Gly Lys Xaa Ser Leu Glu Asn 
1345 1350 1355 1360 

Leu Glu He Glu Pro Asp Gly Asn He Leu Gin Leu Asn Gin Thr Leu 

1365 1370 1375 

Glu Glu Cys Val Pro Arg Val Arg Ser Val His His Val He Glu Glu 

1380 1385 1390 

Cys Lys Gin Glu Asn Gin Tyr Leu Glu Gly Asn Thr Gin Leu Leu Glu 

1395 1400 1405 

Lys Val Lys Ala His Glu He Ala Trp Leu His Gly Thr He Gin Thr 

1410 1415 1420 

His Gin Glu Arg Pro Arg Val Gin Asn Gin Val He Leu Glu Glu Asn 
1425 ~ 1430 1435 1440 

Thr Thr Leu Leu Gly Phe Gin Asp Lys His Phe Gin His Gin Ala Thr 

1445 1450 14S5 

He Ala Glu Leu Glu Leu Glu Lys Thr Lys Leu Gin Glu Leu Thr Arg 

1460 1465 1470 

Lys Leu Lys Glu Arg Val Pro He Leu Val Lys Gin Lys Asp Val Leu 

1475 1480 1485 

Ser Pro Gly Lys Lys Glu Glu Glu Leu Lys Ala Met Met His Asp Leu 

1490 1495 1500 

Gin He Pro Cys Ser Glu Met Gin Gin Lys Val Glu Leu Leu Lys Tyr 
1505 1510 1515 1520 

Glu Ser Glu Lys Leu Gin Gin Glu Asn Ser He Leu Arg Asn Glu He 

1525 1530 1535 

Thr Thr Leu Asn Glu Glu Asp Ser He Ser Asn Leu Lys Leu Gly Thr 

1540 1545 1550 

Leu Asn Gly Ser Gin Glu Glu Met Trp Gin Lys Thr Glu Ser Val Lys 

1555 1560 1565 

Gin Glu Asn Ala Ala Val Leu Lys Met Val Glu Asn Leu Lys Lys Gin 

1570 1575 1580 

He Ser Glu Leu Lys He Lys Asn Gin Gin Leu Asp Leu Glu Asn Thr 
1585 1590 1595 1600 

Glu Leu Ser Gin Lys Asn Ser Pro Asn Gin Glu Lys Leu Gin Glu Leu 

1605 1610 1615 

Asn Gin Leu Leu Thr Glu Met Leu Cys Gin Lys Glu Lys Glu Pro Gly 

1620 1625 1630 

Asn Ser Ala Leu Glu Glu Arg Glu Gin Glu Lys Phe Asn Leu Lys Glu 

1635 1640 1645 

Glu Pro Glu Arg Cys Lys Val Gin Ser Ser Thr Leu Val Ser Ser Leu 

1650 1655 1660 

Glu Ala Glu Leu Ser Glu Val Lys He Gin Thr His He Val Gin Gin 
1665 1670 1675 1680 

Glu Asn Pro Leu Leu Gin Asp Glu Leu Glu Lys Met Lys Gin Leu His 

1685 1690 1695 

Arg Cys Pro Asp Leu Ser Asn Phe Gin Gin Lys He Ser Ser Val Leu 
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1700 1705 1710 

Ser Tyr Asn Glu Lys Leu Leu Lys Glu Lys Glu Ala Leu Ser Glu Glu 

1715 1720 1725 

Leu Asn Ser Cys Val Asp Lys Leu Ala Lys Ser Ser Leu Leu Glu His 

1730 1735 1740 

Arg lie Ala Thr Met Lys Gin Glu Gin Lys Ser Trp Glu His Gin Ser 
1745 1750 1755 1760 

Ala Ser Leu Lys Thr Gin Leu Val Ala Ser Gin Glu Lys Val Gin Asn 

1765 1770 1775 

Leu Glu Asp Thr Val Gin Asn Val Asn Leu Gin Met Ser Arg Met Lys 

1780 1785 1790 

Ser Asp Pro Arg Val Thr Gin Gin Glu Lys Glu Ala Leu Lys Gin Glu 

1795 1800 1805 

Val Met Pro Leu His Lys Gin Leu Gin Asn Ser Val Xaa Lys Ser Trp 

1810 1815 1820 

Ala Pro Glu lie Ala Thr His Pro Ser Gly Leu His Asn Gin Gin Lys 
1825 1830 1835 1840 

Arg Leu Ser Trp Asp Lys Leu Asp His Leu Met Asn Glu Glu Gin Gin 

1845 1850 1855 

Leu Leu Trp Gin Glu Asn Glu Arg Leu Gin Thr Met Val Gin Asn Thr 

I860 1865 1870 

Lys Ala Glu Leu Thr His Ser Arg Glu Lys Val Arg Gin Leu Glu Ser 

1875 1880 1885 

Asn Leu Leu Pro Lys His Gin Lys His Leu Asn Pro Ser Gly Thr Met 

1890 1895 1900 

Asn Pro Thr Glu Gin Glu Lys Leu Ser Leu Lys Arg Glu Cys Asp Gin 
1905 1910 1915 1920 

Phe Gin Lys Glu Gin Ser Pro Ala Asn Arg Lys Val Ser Gin Met Asn 

1925 1930 1935 

Ser Leu Glu Gin Glu Leu Glu Thr He His Leu Glu Asn Glu Gly Leu 

1940 1945 1950 

Lys Lys Lys Gin Val Lys Leu Asp Glu Gin Leu Met Glu Met Gin His 

1955 I960 1965 

Leu Arg Ser Thr Ala Thr Pro Ser Pro Ser Pro His Ala Trp Asp Leu 

1970 1975 1980 

Gin Leu Leu Gin Gin Gin Ala Cys Pro Met Val Pro Arg Glu Gin Phe 
1985 1990 1995 2000 

Leu Gin Leu Gin Arg Gin Leu Leu Gin Ala Glu Arg He Asn Gin His 

2005 2010 2015 

Leu Gin Glu Glu Leu Glu Asn Arg Thr Ser Glu Thr Asn Thr Pro Gin 

2020 2025 2030 

Gly Asn Gin Glu Gin Leu Val Thr Val Met Glu Glu Arg Met He Glu 

2035 2040 2045 

Val Glu Gin Lys Leu Lys Leu Val Lys Arg Leu Leu Gin Glu Lys Val 

2050 2055 2060 

Asn Gin Leu Lys Glu Gin Val Ser Leu Pro Gly His Leu Cys Ser Pro 
2065 2070 2075 2080 

Thr Ser His Ser Ser Phe Asn Ser Ser Phe Thr Ser Leu Tyr Cys His 
2085 2090 2095 



<210> 2713 

<211> 2066 

<212> DNA 

<213> Homo sapiens 
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<4O0> 2713 

ngcgctgggg cagccggggc agccggggca gcccggtcac cccgccccca ggcccacact 
60 

aagggtgtcc gcggcctgcc ctccaggcgg aggagcccgg actgcggaag gatggagctg 
120 

gccgccggaa gcttctcgga ggagcagttc tgggaggcct gcgccgagct ccagcagccc 
180 

gctctggccg gggccgactg gcagctccta gtggagacct cgggcatcag catctaccgg 
240 

ctgctggaca agaagactgg actttatgag cataaagtcc ttggtgttct ggaggactgc 
300 

tcaccaactc tactggcaga catctatatg gactcagatt acagaaaaca atgggaccag 
360 

tatgttaaag aactctatga acaagaatgc aacggagaga ctgtggtcta ctgggaagtg 
420 

aagtaccctt ttcccatgtc caacagagac tatgtctacc ttcggcagcg gcgagacctg 
480 

gacatggaag ggaggaagat ccatgtgatc ctggcccgga gcacctccat gcctcagctt 
540 

ggcgagaggt ctggggtgat ccgggtgaag caatacaagc agagcctggc gattgagagt 
600 

gacggcaaga aggggagcaa agttttcatg tattacttcg ataacccggg tggccaaatt 
660 

ccgtcctggc tcattaactg ggccgccaag aatggagttc ctaacttctt gaaagacatg 
720 

gcaagagcct gtcagaacta cctcaagaaa acctaagaaa gagaactggg aacattgcat 
780 

ccatgggttg atgtctctgg aagtgcaacc acccaatgtc tctggaagtg ccacctggaa 
840 

gtgccacctg gaagtgtctc tggaagagca cccaccactg ttcagccttc ccctgctgtt 
900 

tctgtcttca gaggcctaca caccaccaca tcctttctaa gcatgtttgc ctgacatcca 
960 

gctcactcgt ctgcttcctt tctcgctccc cccatcctgg gctgggctgc cttcttctac 
1020 

agttcaatat ggggcagact agggaaacct ttgcttgctt actattagga ggggaagtct 
1080 

tcagcaggga acacgatcat tccattgtgc aattttacgg ggatgggtgg gcggagggac 
1140 

acaacaaaat ttaagaatga ctatttgggc gggctggctc ttttgcagct tgtgatttct 
1200 

tccagcttgg gaggggctgc tggaagtggc atttcgttca gagctgactt tcagtgcacc 
1260 

caaactggat gacgtgccaa tgtccatttg ccttatgctt tgtggagctg atcaggctgg 
1320 

gatttgaggt gataatccag taagtctttc ctcgttccta cttgtggagg atcagtagct 
1380 

gttatgatgc cagaccattt ggagaagtat cagaggcctg accggacaca taatacgaca 
1440 

accacatttt tcctcatcat ccatgaggaa atggatgatt tctcttttcc atatgtcact 
1500 

gggggaaagg ctgcctgtac ctctcaagct ttgcatttta ctggaaactg aggcgtcaag 
1560 



1955 



WO 00/58473 



PCT/US00/08621 



atggctgtgg cagctagcaa aagcaaagat gctttgtgca tagccttgcg aaaaagtatc 
1620 

tttctatgca ataagatgaa ttttcctccc agaatattta gaaatgtaga agggataaca 
1680 

gttcacagcc aggtaaaatt taactggtgg cttaatgact ctgcaccttt ttctcaggaa 
1740 

ttctgcctaa gttgtctgcc ttttctacca ccaaaaagac ttttagtttt ctatgctttc 
1800 

tcctgaattt tggtagggta aggtatttct atgtcaaagg cacagccttg atgatctcag 
1860 

ggaaaaattt taatcactgt gtataatgat actgaacctt gattaataac agaaattcag 
1920 

gatgtaaagc cacagaatgg gatttattaa tgtgggatac ctcagactgt ttgttttctt 
1980 

tctgggaaga aaagtgtgtt ctataatgaa taaatataga gtggttttta aaaaaaaaaa 
2040 

aaaaaaaaaa aaaaaaaaaa aaaaaa 
2066 

<210> 2714 
<211> 214 
<212> PRT 

<213> Homo sapiens 



<400> 2714 



Met 


Glu 


Leu 


Ala 


Ala 


Gly 


Ser 


Phe 


Ser 


Glu 


Glu 


Gin Phe 


Trp 


Glu 


Ala 


1 








5 










10 








15 




Cys 


Ala 


Glu 


Leu 


Gin 


Gin 


Pro 


Ala 


Leu 


Ala 


Gly 


Ala Asp 


Trp 


Gin 


Leu 








20 










25 








30 






Leu 


Val 


Glu 


Thr 


Ser 


Gly 


He 


Ser 


He 


Tyr 


Arg 


Leu Leu 


Asp 


Lys 


Lys 






35 










40 








45 








Thr 


Gly 


Leu 


Tyr 


Glu 


Tyr 


Lys 


Val 


Phe 


Gly 


val 


Leu Glu 


Asp 


Cys 


Ser 




50 










55 










60 








Pro 


Thr 


Leu 


Leu 


Ala 


Asp 


He 


Tyr 


Met 


Asp 


Ser 


Asp Tyr 


Arg 


Lys 


Gin 


65 










70 










75 








80 


Trp 


Asp 


Gin 


Tyr 


Val 


Lys 


Glu 


Leu 


Tyr 


Glu 


Gin 


Glu Cys 


Asn 


Gly 


Glu 










85 










90 








95 




Thr 


Val 


Val 


Tyr 


Trp 


Glu 


Val 


Lys 


Tyr 


Pro 


Phe 


Pro Met 


Ser 


Asn 


Arg 








100 










105 








110 






Asp 


Tyr 


Val 


Tyr 


Leu 


Arg 


Gin 


Arg 


Arg 


Asp 


Leu 


Asp Met 


Glu 


Gly 


Arg 






115 










120 








125 








Lys 


lie 


His 


Val 


He 


Leu 


Ala 


Arg 


Ser 


Thr 


Ser 


Met Pro 


Gin 


Leu 


Gly 




130 










135 










140 








Glu 


Arg 


Ser 


Gly 


Val 


lie 


Arg 


Val 


Lys 


Gin 


Tyr 


Lys Gin 


Ser 


Leu 


Ala 


145 










150 










1S5 








160 


lie 


Glu 


Ser 


Asp 


Gly 


Lys 


Lys 


Gly 


Ser 


Lys 


Val 


Phe Met 


Tyr 


Tyr 


Phe 










165 










170 








175 




Asp 


Asn 


Pro 


Gly 


Gly 


Gin 


He 


Pro 


Ser 


Trp 


Leu 


He Asn 


Trp 


Ala 


Ala 








180 










185 








190 






Lys 


Asn 


Gly 


Val 


Pro 


Asn 


Phe 


Leu 


Lys 


Asp 


Met 


Ala Arg 


Ala 


Cys 


Gin 






195 










200 








205 








Asn 


Tyr 


Leu 


Lys 


Lys 


Thr 
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<210> 2715 

<211> 378 

<212> DNA 

<213> Homo sapiens 

<400> 2715 

atccaccatg tgaagaggca gacaggcatt cagaaggagg acaaatataa gataaaacaa 
60 

atcatgcatc attttattcc agatttgctc tttgcccaaa gaggtgatct ctcagatgtg 
120 

gaggaagagg aagaagaaga gatggatgta gatgaagcca caggggcagt taagaagcac 
180 

aatggtgttg gaggcagtcc ccctaagtcc aagttactgt ttagtaacac agcagctcaa 
240 

aaattaagag gaatggatga agtatacaac ctcttctatg tcaacaacaa ctggtatatt 
300 

tttatgcgac tgcaccagat tctctgcctg aggctgctac ggatttgttc ccaagccgaa 
360 

cggcaaattg aagaagaa 
378 

<210> 2716 
<211> 126 
<212> PRT 

<213> Homo sapiens 
<400> 2716 



He His 


His 


Val 


Lys 


Arg 


Gin 


Thr 


Gly 


He 


Gin 


Lys 


Glu 


Asp 


Lys 


Tyr 


1 






5 










10 










15 




Lys lie 


Lys 


Gin 


He 


Met 


His 


His 


Phe 


He 


Pro 


Asp 


Leu 


Leu 


Phe 


Ala 


20 










25 










30 






Gin Arg 


Gly 
35 


Asp 


Leu 


Ser 


ASp 


Val 
40 


Glu 


Glu 


Glu 


Glu 


Glu 

45 


Glu 


Glu 


Met 


Asp Val 


Asp 


Glu 


Ala 


Thr 


Gly 


Ala 


Val 


Lys 


Lys 


His 


Asn 


Gly Val 


Gly 


50 










55 










60 










Gly Ser 


Pro 


Pro 


Lys 


Ser 


Lys 


Leu 


Leu 


Phe 


Ser 


Asn 


Thr 


Ala 


Ala 


Gin 


65 








70 










75 










80 


Lys Leu 


Arg 


Gly 


Met 


Asp Glu 


Val 


Tyr 


Asn 


Leu 


Phe 


Tyr 


Val 


Asn 


Asn 








8S 










90 










95 




Asn Trp 


Tyr 


He 
100 


Phe 


Met 


Arg 


Leu 


His 
105 


Gin 


He 


Leu 


Cys 


Leu 
110 


Arg 


Leu 


Leu Arg 


He 
115 


Cys 


Ser 


Gin 


Ala 


Glu 
120 


Arg 


Gin 


He 


Glu 


Glu 
125 


Glu 







<210> 2717 
<211> 2076 
<212> DNA 

<213> Homo sapiens 
<400> 2717 

tttttttttt tttttttttt ccttacacgt ccatttatta aacaagttcc ttcatgacaa 
60 

tttaatacaa tagttattaa cgattagtgt tgagaaaatt atttccctct acatacaaaa 
120 



1957 
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atacagattt gaacactatg aaaaagatca 
180 

aatgaaaggg ggaaaatcga gggcaatgtg 
240 

tagcagcaaa gctttggggc cccaacccac 
300 

aggccagcca ggggacgccc acccagggct 
360 

acctaagttt gcccaacggg catcgcctca 
420 

gaaatgaaag agacttgatg agtaaaatgt 
480 

ccaccaggtg aagtaccacg gagaaatcat 
S40 

tgacttcctt ggttatcaaa taattacata 
600 

acaattctat gtttcaatcc atctgtacct 
660 

agggttttgg gaccagacat aactcacgtc 
720 

gaagagtacg tgtctgtgtc ttggtgtcat 
780 

ttcagcctga agcctggaaa aggccgccga 
840 

ctgagatccg agtggaagat gagagccccg 
900 

cactctgcag tggcaggaag gccatgcctc 
960 

cccaggccag agaatacact tgggctcagt 
1020 

ggacaccggc ctctcaccat tttacaccca 
1080 

cttctgtttg taaaatatgg aaccactttc 
1140 

aaactgagca agtggttaaa aaatgccaaa 
1200 

agaaatatac tcttactctc agactattta 
1260 

gcagcagaga ggaaagagga atagccaggg 
1320 

tacatacgaa gtgtaaagag aaaatggcca 
1380 

tattaaaagg acacaatcta aaatcatgct 
1440 

tgtacatctt tttttccaat tccatgattg 
1S00 

accagaggtg aagtgattat ttgccttaaa 
1560 

aaaatagtca tacttgtaaa taaatagtCt 
1620 

acaaatttca acatatacaa atagtttcaa 
1680 

caaacaaaat caagttagga aaagcactga 
1740 



agacaagtac catgaaaaac tggtccttca 
aggctttgcc tgctgtcggg gacaaatcaa 
tccatacata cagacttgaa cccaaaagcc 
tccacgtcag ccgaaaaacc aaacacataa 
gaaagcccac agttgtgtct ttaaactgcc 
gatagttgtt aacattgccc cccaaaagtg 
attggaaagt tactacttag ccatctgact 
Ctctgaccct tcagaaggac accaaaagct 
tcatttgcaa tggctcagct agtttactca 
ctgcaggaag gagaagcaaa aggagccggt 
ctagctcctc acagcaaaca gcctgttttg 
gcctagccag agcatccaca acgaaccaat 
gagctggctg aggtccccca ggaagcttcc 
tgcaggacgc tcgcactgat tctggaaggg 
tcaccagccc aaaccacagg ggaaggagcc 
aagacaggag gtcagggctc tgatgctact 
tttgtactgt ttgaggtgag cagtggctcc 
tgcaattata ctgacttata attatttcac 
aataagcagg aacaagatgc aggagaagca 
aatttttttt gttttttttc ttctttaaaa 
aaacctcaaa actaccattg ttgaaaacaa 
acaaaaatag tgttatcttg tttaactaaa 
acaagagtgc ttatgcgacg catggaaggc 
atatacaaag aattgcctac tttgaaaaaa 
agtgtttctg ccatgggttc ctgaacccct 
ttcctaccat tctcttagag ggaaccacgt 
ttttatccaa gtaggtcaat ttgaggcaag 
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attcaaaaac tcattttaaa atgggttaca gagtgaaaga gttgggaaca ggcagccccc 
1800 

tttgggcctg ggtcagccta cgagtccatc ccaggtgtcc tgccctcaca tctgccagcc 
1860 

cccaggccgg ccaggtctcc cttcaaaccc tgagtatttg ccttcctcac ttctgcgaag 
1920 

aggggaacag aatcttgaag cttgcaaaat cgattctgga aaaagcaggc aagcaaagca 
1980 

gggcctgtgg ggggaagcag cgtgagtcag gcctcaccct ggtgcaaggg caccagcagg 
2040 

tctccctcct ctcccctcct caccatccct acgcgt 
2076 

<210> 2718 
<211> 110 
<212> PRT 

<213> Homo sapiens 



<400> 2718 




















Met Arg 


Ala 


Pro 


Glu Leu Ala Glu Val 


Pro 


Gin 


Glu 


Ala 


Ser 


His 


Ser 


1 






5 


10 










15 




Ala Val 


Ala 


Gly 


Arg Pro Cys Leu Cys 


Arg 


Thr 


Leu 


Ala 


Leu 


He 


Leu 






20 


25 










30 






Glu Gly 


Pro 


Arg 


Pro Glu Asn Thr Leu 


Gly 


Leu 


Ser 


Ser 


Pro 


Ala 


Gin 




35 




40 








45 








Thr Thr 


Gly 


Glu 


Gly Ala Gly His Arg 


Pro 


Leu 


Thr 


He 


Leu 


His 


Pro 


50 






55 






60 










Lys Thr 


Gly 


Gly 


Gin Gly Ser Asp Ala 


Thr 


Leu 


Leu 


Phe 


Val 


Lys 


Tyr 


65 






70 




75 










80 


Gly Thr 


Thr 


Phe 


Phe Val Leu Phe Glu 


Val 


Ser 


Ser 


Gly 


Ser 


Lys 


Leu 








85 


90 










95 




Ser Lys 


Trp 


Leu 


Lys Asn Ala Lys Cys 


Asn 


Tyr 


Thr 


Asp 


Leu 










100 


105 










110 







<210> 2719 
<211> 546 
<212> DNA 

<213> Homo sapiens 
<400> 2719 

gtggttatca ccttcaacca aggactccgg 
60 

gtggatgagg ctgtgnaaca ctgccccacc 
120 

gacaacaagg tccacatggg ggatctggac 
180 

gaccctgttt gcgccccaga gagcatgggc 
240 

tcagggagca ccggaatgcc caagggcatc 
300 

gccgccccga ctcacaagct tgtgtttgac 
360 

gccgacatcg gttggactac aggacacagc 
420 



ggtgggcgcg 
gtgcagcatg 
gtcccgctgg 
agtgaggaca 
gtccataccc 
caccagccag 
tacgtggtgt 

1959 



tggtggagct 
tcctggtggc 
agcaggaaat 
tgctcttcat 
aggcaggcta 
gtgacatctt 
atgggcctct 



gaagaaaata 
tcacaggaca 
ggccaaggag 
gctgtacacc 
cctgctctat 
tggctgtgtg 
ctgcaatggt 
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gccaccagcg tcctttttga gagcacccca gtttatccca atgctggtcg gtactgggag 
480 

acagtagaga ggttgaagat caatcagttc tatggtgccc caacggctgt ccggctgttg 
540 

ctgaaa 
546 

<210> 2720 
<211> 182 
c212> PRT 

<213> Homo sapiens 
<400> 2720 

Val Val He Thr Phe Asn Gin Gly Leu Arg Gly Gly Arg Val Val Glu 

15 10 15 

Leu Lys Lys He Val Asp Glu Ala Val Xaa His Cys Pro Thr Val Gin 

20 25 30 

His Val Leu Val Ala His Arg Thr Asp Asn Lys Val His Met Gly Asp 

35 40 45 

Leu Asp Val Pro Leu Glu Gin Glu Met Ala Lys Glu Asp Pro Val Cys 

50 55 60 

Ala Pro Glu Ser Met Gly Ser Glu Asp Met Leu Phe Met Leu Tyr Thr 
65 70 75 80 

Ser Gly Ser Thr Gly Met Pro Lys Gly He Val His Thr Gin Ala Gly 

85 90 95 

Tyr Leu Leu Tyr Ala Ala Leu Thr His Lys Leu Val Phe Asp His Gin 

100 105 HO 

Pro Gly Asp lie Phe Gly Cys Val Ala Asp He Gly Trp He Thr Gly 

115 120 12S 

His Ser Tyr Val Val Tyr Gly Pro Leu Cys Asn Gly Ala Thr Ser Val 

130 135 140 

Leu Phe Glu Ser Thr Pro Val Tyr Pro Asn Ala Gly Arg Tyr Trp Glu 
145 150 155 160 

Thr Val Glu Arg Leu Lys He Asn Gin Phe Tyr Gly Ala Pro Thr Ala 

165 170 175 

Val Arg Leu Leu Leu Lys 
180 

<210> 2721 

<211> 5912 

<212> DNA 

<213> Homo sapiens 

<400> 2721 

aggcagctgc tgtcctatgc tttgatacat ccagccactt cgttagaaga ccgtagtgct 
60 

ttagccatgt ggctgaatca cttggaggac cgcacgtcga ccagctttgg tggccagaac 
120 

cgaggccgct cagactctgt ggattatgga cagacacact actatcacca aagacagaac 
180 

tctgatgaca agctcaatgg gtggcagaac tctcgggatt ctgggatttg catcaatgcc 
240 

tccaactggc aggacaaaag catggggtgt gagaatggcc atgtgcccct ctactcctcc 
300 
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tcatctgtcc ccaccacaat 
360 

tggctgaaaa gcctccgcct 
420 

gagatgacgg ccctcaccga 
480 

cacaaaattg tcatcagtat 
540 

gaaagggaca tcatcgaggg 
600 

atcctgactc cgatcaaggc 
660 

gagccccagg ccccgcgtca 
720 

aaagatgggg ccgcagccac 
780 

ctccagccgc accagctgag 
840 

ggggacctcc ccgggcagtt 
900 

tccagacctg atgaggaaaa 
960 

catgaggcat ttacagagac 
1020 

aagctctttc ggtctttccc 
1080 

agaaatcgag gctttgggca 
1140 

atgggcagac ggaacccgcg 
1200 

ctgggcccct tgggcaccag 
1260 

cccaccatca tgaaacaagg 
1320 

agcatgccaa gccgcaccca 
1380 

tccccacaga acatgctgat 
1440 

gacatcaaca acaggctgga 
1500 

ggggttgacc ggacctccac 
1S60 

aaatcgactg ctgcgggtcc 
1620 

tactttgcag ccttttttcc 
1680 

tcatcctcgt aaacatatca 
1740 

tgggatggtt tggtgtgtgg 
1800 

999t99 a 999 aatgcaggta 
1860 

atgaaagaga taggagacac 
1920 



caatacgatt ggaaccagca 
gcacaaatat gccgcgcttt 
gtgccagctg gaggcgcaga 
tcagaagctc aaagaaagac 
gggcagcctg cgcatcccgc 
ctacagctcc ccgagcacca 
gccctcactg atgggccccg 
tggcgccacg gccaccccct 
cagctgcgat ggggagctgg 
cacacgcgtc atggggaaag 
tataagttcc tatttacagc 
acagaaaaaa agattgttgt 
tcggaaaacc cttctagaca 
atccaactcc ctcccgacgg 
ccagtaccag atcccctctc 
tggattcgtc agctccaacc 
aagacagaac ctgtggtttg 
cagctcagtc cagaggaccc 
gttccagcag ccagaattcc 
gtcgttgtgc ctcagtatga 
catctagaag ctgaagacga 
agtgtccgcc atcttcaggg 
ccctggtccc tctcccgttt 
gtagacctgg ggttggttat 
ggtggggagg ggtctctagg 
gctctctgga tggaacgggg 
ataagaggac agcagaagcc 



caagtacaaa tgttccagcc 
tctcccagat gacctatgag 
atgttaccaa aggtgcaaga 
aaaatctcct gaagtctttg 
tccaggaact gcaccagatg 
cccccgaggc tcgccgccgg 
agagccagag ccccgactgc 
cggccggggc cagcgggggg 
ccgtcgcccc cctgccagag 
tgtgcacaca gctcttggtc 
tcatagacaa gtgtctaatt 
catggaaaca gcaggtgcag 
tatcaggata tcgacagcaa 
ctggctctgt gggcggtggc 
ggaacgtccc ttccgcccgc 
agcgcaacac cacagctacc 
ccaaccccgg gggcagcaat 
gctcgctgcc cgtgcacact 
agcttcccgt gaccgaacct 
ccgaacacgc cctgggagac 
gagtgaccgc gctggccgtg 
ttgcacagaa tcctccaaga 
tgattttgtg agagcgtagg 
tttgtcattt gtttctgtca 
gaattatgag actgggaggg 
acaggggaaa gagtactgcc 
ctggccctgg ggaggcttct 
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cggaaggcct ggcttcacag gcaggccaca 
1980 

caagatagtg gcttcccttt tatatccaat 
2040 

tgctggaaac agccatagga gagggcccat 
2100 

tgcaacaaaa cttcagctaa actttgattt 
2160 

tacataatgt gtaaagagtt tggatagaac 
2220 

tctgttgttg ttacggattc attttttccc 
2280 

tctcaaaacg gctgccaagc tctgcttctt 
2340 

gctgtccgtc tttcaccgtt aggtgggagg 
2400 

gtggctggaa tgagcacagc attgggtgag 
2460 

ttatgggttt gctcgcaggg cacccagaga 
2520 

gctggatttg cttgtcacgg agaggcctcc 
2580 

tcctgtcact cccagccttg ctccacacac 
2640 

gaaaaggcaa ggatggactt tttccccttg 
2700 

aaaaccttta cattagggtt gcttgtagga 
2760 

ctgtcactgc tgagggagag gaggggagaa 
2820 

tcagcaagtc cagagagcac atgcagggag 
2880 

tctccagtgg gcgatgaaag atgtaggaaa 
2940 

atccgcacag tatgaattag ggatttgctg 
3000 

ggaggaaaaa gacactcgtt acttggtggg 
3060 

gtaatagctc tgtttatgaa gggcaagaaa 
3120 

ggtattagag gaaatcaaag aggagttgtg 
3180 

gaatgctcag ccagaggcaa gatcagggag 
3240 

agtcgggtgc ctggttgtgt gtgtgtgtgt 
3300 

ttgaaattca gaagatcaga ctatggaaat 
3360 

actacataca gacctaaaag gccttaatga 
3420 

tcaaaaacat gcacccaacc cagccttgga 
3480 

agtctaagaa ggtgagaaca atgtaaccat 
3540 



gaaggatatc gcgggcacgt gcacccaaag 
ctaatcctga ttggatgtcc ctgaggcccc 
ggcagtaggg gaaagaagga agaaattccc 
gtgtactgtt tacataataa ttttaaaggg 
ctctcttcat actatggttt tcgtaaagga 
tctattttta taagagcagc agagttgtct 
gggaagatgg atgcagtcat gtaggcctga 
agcgtatggg tggacttgaa ggacatggac 
cgcgcaagga tgaggacatc atgtgatcag 
ttctcaaaga atcctgcagc ctctttctgt 
ctccctttcc accccaccca tggggcatta 
acacaggtgg gtacaagttc cactggagga 
tgagaggttt gatacccaga aaatgagctc 
actggagcct ggaggctgca tctacttcac 
aggcccagca acagcgtaca gaggggtcag 
atgtttggcc cacaccgcac agccccgcca 
ggttgatttc aagatggaaa tgacagcgct 
tgttagttga tttatccatc cacacagagg 
agattgagaa actgtggtac ctaccacaaa 
ggctacattt cagaatttga cacagtggag 
tggaaaatca ggttgtgtaa atgaaggtat 
atggtacaag gcctgtttgt tacatggatg 
gtgtgtgtgt gtgtgtgtgt gaagtcagag 
cactgccctt ttttttttaa aagctaatga 
aatccgaaca attttctttt actttcaaga 
tgccaccacc aggtttttga agcccttttg 
agaaagcctt tcgtgagcag agaaggcttg 
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aatccacaac ttcattcgct gaattaaaaa 
3600 

aagttctaaa gatgcaaatc catgtgcaga 
3660 

taaccaagtg ccattaacat tcatccccca 
3720 

ttggggaatg tgttgggatg gacgatcaca 
3780 

aaggccaaag gtaagaccag agggtttgcg 
3840 

aataaagagg agaaaaaacc atggtattac 
3900 

tctgctgcaa aaacacatat atccataaag 
3960 

cacaatcaca ttcgcatgaa tcctttaaaa 
4020 

gaatctctat ttattccttc actgaatata 
4060 

ttattttgga tatgttactt attaacttgc 
4140 

ttaataacaa cataattctt tttttaaaga 
4200 

agatttatct acttagttgt gttttgctat 
4260 

gtttgataaa ttttaagacc ctgtccccac 
4320 

atatagctca atttaaaaat cctaaagcaa 
4380 

ttgcatgcat gaggctgtga agtcagatat 
4440 

gtatttaccc attgaccccc accaaatgca 
4500 

tttaaaatct cagagtaaaa tctatttcac 
4560 

agcagtgtgt acttggcatc tctacattgt 
4620 

catgtatgat gttttattgg tgctttttat 
4680 

aagaaacaca tgaactgtgt acaagacatg 
4740 

catgcttttg agttttcact ttttaaacga 
4800 

tctgcctgtc cgggcggctc tttgcaccga 
4860 

ttttggtact caggattgga gctacagctg 
4920 

acactgaggg aaacaagggt ttcttttgag 
4980 

gccttctccg gatcttttgt tcttctgcac 
5040 

agatgtcatt ccccaggagc ctgggctggg 
5100 

caaccagaag gcgggcaagg ggaggaaaag 
5160 



aaaaaggttc agacctctcc ttgggtgact 
aagagatggc attttttagt tgattatttt 
catccctttt ctaaacaagc ttagtgttac 
tgtaaggcag gaagaatagg tcaaaggttg 
aatgtgggtt tgtaggatac tgagaaagtg 
acatcttgct gagaaaggaa agcattcgga 
actcatgtta ttcagaaaac agattgtgaa 
ggaagaagac cttaaagtat ctgcaaatct 
gaaacaatgg ttatctgatt attagagata 
tatggctggt aaccatgata aagcctgtta 
agaaaagctt atttttcatt gacagtgtat 
tagtgtttta attttttttt taagttgagt 
cttgttttga gtcctgtgtt gactacaggt 
aagaatttta tttataaaag aatcaaacag 
ttagtaataa aagcagcagt gccttttttt 
actgttttat attaagaaaa tagtaacaat 
tacatgcttt tccccccttg ttctgattta 
cctagggaca gtggcgttct acaatattat 
tcatagtggc ttcttaccag aaacagtagg 
aaacattgct gctgatatgt tgttttttca 
gagccagcaa gcaaaataga tgtggctggg 
gctctcaaat cctgtgtatt gagggttcct 
ggcccccctc tctcccattc gtttgaagag 
gtgtccttgg ctgcctttta cgggatggga 
ctcttgtagc tactgccggt gcaaggttgt 
gggctgagct gggctgaatg caaaagcacg 
caggcctggc ctcattggtc ccctggagat 
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gtctgtagca gtcagctcca gcttgggcct ggggaagcag cctgaccaag gcgctcaggt 

gtgcctgtta caagaagaac ctgcagaagg ataatttgca catggagctg cgataacact 

aatgttgatt tttttttttt ttacaagtca tcagagatgt ttgcaaagtg agttttattt 

ttttgtaatt cctttatctt tacttaaagg tgaatgtgta ttcctctggg aggaatagga 

agaaaacagg aatgttaata atgtcgaaca gaaaacttcc tcccttatta atatataatc 

ctcatgtatt tatgcctaat gtaagctgac ttttaaaaag ctttcttttg ttgcatgccc 

tgtgcaggca tctgtattgt acatgcatgc ctttcgtcct gttttcctgt ataaagttag 

tgaacaaaga aatatttttg cctagttcat gttgccaagc aatgcatatt tttcaaattt 

gtcatatatg gaaagagcat gttcgtcaca tgtaaaagct ttactgatat acagatatac 

tlatgtttga agatgctgtt ctttgcaagt gtacagtttt caaatgttgt taccagtgaa 

acacccttgt ggtttaaact tgctacaatg tatttattat tcatttcctc ccatgtaacc 

aagaatcatg gctatatttc atatcaacgt tatattgaaa gtgaagggaa atgattaata 
5880 

caaggttttg taacaaaaaa aaaaaaaaaa aa 
5912 

<210> 2722 
<211> 508 
<212> PRT 

<213> Homo sapiens 

<400> 2722 . „. 

Arg Gin Leu Leu Ser Tyr Ala Leu He His Pro Ala Thr Ser Leu Glu 

1 5 10 15 

Asp Arg Ser Ala Leu Ala Met Trp Leu Asn His Leu Glu Asp Arg Thr 

20 25 30 

Ser Thr Ser Phe Gly Gly Gin Asn Arg Gly Arg Ser Asp Ser Val Asp 

35 40 45 

Tyr Gly Gin Thr His Tyr Tyr His Gin Arg Gin Asn Ser Asp Asp Lys 

50 55 60 

Leu Asn Gly Trp Gin Asn Ser Arg Asp Ser Gly lie Cys He Asn Ala 
65 70 75 80 

Ser Asn Trp Gin Asp Lys Ser Met Gly Cys Glu Asn Gly His Val Pro 

85 90 9S 

Leu Tyr Ser Ser Ser Ser Val Pro Thr Thr lie Asn Thr lie Gly Thr 

100 105 110 

Ser Thr Ser Thr Asn Val Pro Ala Trp Leu Lys Ser Leu Arg Leu Hxs 

115 120 125 

Lys Tyr Ala Ala Leu Phe Ser Gin Met Thr Tyr Glu Glu Met Met Ala 

130 135 140 

Leu Thr Glu Cys Gin Leu Glu Ala Gin Asn Val Thr Lys Gly Ala Arg 
145 150 155 160 

His Lys lie Val He Ser He Gin Lys Leu Lys Glu Arg Gin Asn Leu 
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165 




170 










175 




Leu 


Lys 


Ser 


Leu 


Glu Arg 


Asp He He Glu 


Gly 


Gly 


Ser 


Leu 


Arg 


He 








180 






185 








190 






Pro 


Leu 


Gin 


Glu 


Leu 


His 


Gin Met He Leu 


Thr 


Pro 


He 


Lys 


Ala 


Tyr 






195 








200 






205 








Ser 


Ser 


Pro 


Ser 


Thr 


Thr 


Pro Glu Ala Arg 


Arg 


Arg 


Glu 


Pro 


Gin 


Ala 




210 










215 




220 










Pro 


Arg 


Gin 


Pro 


Ser 


Leu 


Met Gly Pro Glu 


Ser 


Gin 


Ser 


Pro 


Asp 


Cys 


225 










230 




235 










240 


Lys 


Asp 


Gly 


Ala 


Ala 


Ala 


Thr Gly Ala Thr 


Ala 


Thr 


Pro 


Ser 


Ala 


Gly 










245 




250 










255 




Ala 


Ser 


Gly 


Gly 


Leu 


Gin 


Pro His Gin Leu 


Ser 


Ser 


Cys 


Asp 


Gly 


Glu 








260 






265 








270 






Leu 


Ala 


Val 


Ala 


Pro 


Leu 


Pro Glu Gly Asp 


Leu 


Pro 


Gly 


Gin 


Phe 


Thr 






275 








280 






285 








Arg 


Val 


Met 


Gly 


Lys 


Val 


Cys Thr Gin Leu 


Leu 


Val 


Ser 


Arg 


Pro 


Asp 




290 










295 




300 










Glu 


Glu 


Asn 


He 


Ser 


Ser 


Tyr Leu Gin Leu 


He 


Asp 


Lys 


Cys 


Leu 


He 


30S 










310 




315 










320 


His 


Glu 


Ala 


Phe 


Thr 


Glu 


Thr Gin Lys Lys 


Arg 


Leu 


Leu 


Ser 


Trp 


Lys 










325 




330 










335 




Gin 


Gin 


val 


Gin 


Lys 


Leu 


Phe Arg Ser Phe 


Pro 


Arg 


Lys 


Thr 


Leu 


Leu 








340 






345 








350 






Asp 


He 


Ser 


Gly 


Tyr Arg 


Gin Gin Arg Asn 


Arg 


Gly 


Phe 


Gly 


Gin 


Ser 






355 








360 






365 








Asn 


Ser 


Leu 


Pro 


Thr 


Ala 


Gly Ser Val Gly 


Gly 


Gly 


Met 


Gly 


Arg 


Arg 




370 










375 




380 










Asn 


Pro 


Arg 


Gin 


Tyr Gin 


He Pro Ser Arg 


Asn 


Val 


Pro 


Ser 


Ala 


Arg 


385 










390 




395 










400 


Leu 


Gly 


Leu 


Leu 


Gly Thr 


Ser Gly Phe Val 


Ser 


Ser 


Asn 


Gin 


Arg 


Asn 










405 




410 










415 




Thr 


Thr 


Ala 


Thr 


Pro 


Thr 


He Met Lys Gin 


Gly 


Arg 


Gin 


Asn 


Leu 


Trp 








420 






425 








430 






Phe 


Ala 


Asn 


Pro 


Gly Gly 


Ser Asn Ser Met 


Pro 


Ser 


Arg 


Thr 


His 


Ser 






435 








440 






445 








Ser 


Val 


Gin 


Arg 


Thr 


Arg 


Ser Leu Pro Val 


His 


Thr 


Ser 


Pro 


Gin 


Asn 




450 










455 




460 










Met 


Leu 


Met 


Phe 


Gin 


Gin 


Pro Glu Phe Gin 


Leu 


Pro 


val 


Thr 


Glu 


Pro 


465 










470 




475 










480 


Asp 


He 


Asn 


Asn 


Arg 


Leu 


Glu Ser Leu Cys 


Leu 


Ser 


Met 


Thr 


Glu 


His 










485 




490 










495 




Ala 


Leu 


Gly 


Asp 


Gly Val 


Asp Arg Thr Ser 


Thr 


He 











500 505 

<210> 2723 
<211> 1221 
<212> DNA 

<213> Homo sapiens 
<400> 2723 

ntgatcacgg gggcagccga ctctaaggtg catgtgcacg acctgacagt aaaggagacc 
60 

atccacatgt ttggagacca cacaaaccgg gtgaagcgca tcgccacagc gcccatgtgg 
120 
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cccaacacat tctggagtgc tgctgaggat gggcttatcc gccagtatga ccttcgagag 
180 

aacagcaaac actcggaggt gctgatcgac ctgacagagt actgtggcca gctggtggag 
240 

gccaagtgcc tcactgtcaa cccccaggac aacaactgcc tggcagttgg ggccagcggg 
300 

cccttcgtga ggctctatga catccgcatg atccataacc acagaaagag catgaagcag 
360 

agcccttcag cgggtgtgca caccttctgt gaccggcaga aaccccttcc ggacggtgca 
420 

gcccagtatt acgtagcagg tcacctgcca gtgaagcttc ctgactacaa caaccgtttg 
480 

agagtgctgg ttgccaccta tgtgaccttc agccccaatg gcacagagct actagtcaac 
540 

atgggggggg aacaggtcta tttgtttgac ttgacttaca agcagcggcc gtacaccttc 
600 

ctcttgccta gaaaatgcca ctcctcgggg gaagtccaga atggcaagat gtccaccaac 
660 

ggtgtgtcca acggtgtgtc caatggcctg caccttcata gcaatggctt ccggctgccg 
720 

gagagtaggg gacatgtcag cccccaagta gagctaccac catacctgga gcgtgtgaaa 
780 

cagcaagcca atgaggcttt tgcctgccag cagtggaccc aagccattca gctttacagc 
840 

aaggctgtgc agagggcccc tcacaatgcc atgctttatg gaaaccgagc agcagcctac 
900 

atgaagcgca agtgggatgg tgaccactat gatgccctga gggactgcct caaggccatc 
960 

tccctaaacc catgccacct gaaggcacac tttcgcctgg cccgctgcct ctttgagctc 
1020 

aagtatgtgg ctgaagccct ggagtgcctg gacgacttca aagggaaatt tccggagcag 
1080 

gcccacagca gcgcttgtga tgcattgggc cgcgacacca cagctgccct cttctctaaa 
1140 

aatgatggtg aggagaagaa gggacctggt ggcggcgccc cagtccgcct ccgcagcacg 
1200 

agccgcaagg gatgcacgcg t 
1221 



<210> 2724 

<211> 404 

<212> PRT 

<213> Homo sapiens 



<400> 2724 

Gly Ala Ala Asp Ser Lys Val His 

1 5 
Thr lie His Met Phe Gly Asp His 
20 

Thr Ala Pro Met Trp Pro Asn Thr 

35 40 
Leu lie Arg Gin Tyr Asp Leu Arg 

SO 55 
Leu He Asp Leu Thr Glu Tyr Cys 



Val His Asp Leu Thr Val Lys Glu 

10 15 
Thr Asn Arg Val Lys Arg He Ala 
25 30 
Phe Trp Ser Ala Ala Glu Asp Gly 
45 

Glu Asn Ser Lys His Ser Glu Val 
60 

Gly Gin Leu Val Glu Ala Lys Cys 
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65 70 75 80 

Leu Thr Val Asn Pro Gin Asp Asn Asn Cys Leu Ala Val Gly Ala Ser 

85 90 95 

Gly Pro Phe Val Arg Leu Tyr Asp He Arg Met He His Asn His Arg 

100 105 HO 

Lys Ser Met Lys Gin Ser Pro Ser Ala Gly Val His Thr Phe Cys Asp 

115 120 125 

Arg Gin Lys Pro Leu Pro Asp Gly Ala Ala Gin Tyr Tyr Val Ala Gly 

130 135 140 

His Leu Pro Val Lys Leu Pro Asp Tyr Asn Asn Arg Leu Arg Val Leu 
145 150 155 160 

Val Ala Thr Tyr Val Thr Phe Ser Pro Asn Gly Thr Glu Leu Leu Val 

165 1*70 175 

Asn Met Gly Gly Glu Gin Val Tyr Leu Phe Asp Leu Thr Tyr Lys Gin 

180 185 190 

Arg Pro Tyr Thr Phe Leu Leu Pro Arg Lys Cys His Ser Ser Gly Glu 

195 200 205 

Val Gin Asn Gly Lys Met Ser Thr Asn Gly Val Ser Asn Gly Val Ser 

210 215 220 

Asn Gly Leu His Leu His Ser Asn Gly Phe Arg Leu Pro Glu Ser Arg 
225 230 235 240 

Gly His Val Ser Pro Gin Val Glu Leu Pro Pro Tyr Leu Glu Arg Val 

245 2S0 255 

Lys Gin Gin Ala Asn Glu Ala Phe Ala Cys Gin Gin Trp Thr Gin Ala 

260 265 270 

He Gin Leu Tyr Ser Lys Ala Val Gin Arg Ala Pro His Asn Ala Met 

275 280 285 

Leu Tyr Gly Asn Arg Ala Ala Ala Tyr Met Lys Arg Lys Trp Asp Gly 

290 295 300 

Asp His Tyr Asp Ala Leu Arg Asp Cys Leu Lys Ala He Ser Leu Asn 
305 310 31S 320 

Pro Cys His Leu Lys Ala His Phe Arg Leu Ala Arg Cys Leu Phe Glu 

325 330 335 

Leu Lys Tyr Val Ala Glu Ala Leu Glu Cys Leu Asp Asp Phe Lys Gly 

340 345 350 

Lys Phe Pro Glu Gin Ala His Ser Ser Ala Cys Asp Ala Leu Gly Arg 

3S5 360 365 

Asp He Thr Ala Ala Leu Phe Ser Lys Asn Asp Gly Glu Glu Lys Lys 

370 375 380 

Gly Pro Gly Gly Gly Ala Pro Val Arg Leu Arg Ser Thr Ser Arg Lys 
385 390 395 400 

Gly Cys Thr Arg 



<210> 2725 

<211> 856 

<212> DNA 

<213> Homo sapiens 

<400> 272S 

nacgcgtcca gtgtgccgca ggcacagcac caaccacagc ggccctacct cggccctggc 
60 

ctgaccccgg cggccctgcc cgcccctccc tccagcatca tggccagccc aagaaccagg 
120 
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aaggttctta aagaagtcag ggtgcaggat gagaacaacg tttgttttga gtgtggcgcg 
180 

ttcaatcccc agtgggtcag tgtgacctac ggcatctgga tctgcctgga gcgcccgggg 
240 

agacaccgcg ggcttggggt tcacctcagc tttgtgcgct ctgttactat ggacaagtgg 
300 

aaggacattg agcttgagaa gatgaaagct ggtgggaatg ctaagttccg agagttcctg 
360 

gagtctcagg aggattacga tccttgctgg tccttgcagg agaagtacaa cagcagagcc 
420 

gcggccctct ttagggataa ggtggtcgct ctggccgaag gcagagagtg gtctctggag 
480 

tcatcacctg cccagaactg gaccccacct cagcccagga cgctgccgtc catggtgcac 

cggtagctgc tcctcgtggg gccttagtac agtttccact gggtcctgaa cttagtagat 

tgggtttccc acagaattct ccccttcttt gctgttgtga cagctctttt cccagaagtc 

agtgggaaaa acagcttttt aaaattgcca aaacaataca agcttttagt aaatttggac 

Icccatagag ctgtctcaga tagcgcccca ggtaagctcc gcacgccttc caggtgtgca 

cacagccgtg tctgccgtgg cgctgtggga gttcacatct ccatctgctc accggggtgt 
840 

tgtctgccct tcacgc 
856 

<210> 2726 

c211> 148 

<212> PRT 

<213> Homo sapiens 

Met°Ala 7 Ser Pro Arg Thr Arg Lys Val Leu Lys Glu Val Arg Val Gin 

15 10 15 

Asp Glu Asn Asn Val Cys Phe Glu Cys Gly Ala Phe Asn Pro Gin Trp 

20 25 30 

Val Ser Val Thr Tyr Gly lie Trp lie Cys Leu Glu Cys Ser Gly Arg 

35 40 45 

His Arg Gly Leu Gly Val His Leu Ser Phe Val Arg Ser Val Thr Met 

50 55 60 

Asp Lys Trp Lys Asp He Glu Leu Glu Lys Met Lys Ala Gly Gly Asn 
65 70 75 80 

Ala Lys Phe Arg Glu Phe Leu Glu Ser Gin Glu Asp Tyr Asp Pro Cys 

85 90 95 

Trp Ser Leu Gin Glu Lys Tyr Asn Ser Arg Ala Ala Ala Leu Phe Arg 

100 105 HO 

Asp Lys val val Ala Leu Ala Glu Gly Arg Glu Trp Ser Leu Glu Ser 

115 120 125 

Ser Pro Ala Gin Asn Trp Thr Pro Pro Gin Pro Arg Thr Leu Pro Ser 

130 135 140 

Met Val His Arg 
145 
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<210> 2727 
<211> 1119 
<212> DNA 

<213> Homo sapiens 
<400> 2727 

ttttttttgc ttttataaac attcaaccaa catgttcttt aataatctct tctttaaaga 
60 

acaaaataat caagtacatg gcattaagtt aaatgtctct gcacatgaat ttccacctta 
120 

taaatctggt atattaaatt gtgctgtaaa tagatttgta tattttcttt tttgagtact 
180 

atgataggtg aaatggtatg actataaaaa ggatttgttt ctttttgtct cctggaatga 
240 

catgatgcct ttctagagaa agaaaaattg caggctacag gaaaatgata aaaactactg 
300 

gattcattta gactattcga tttaggaagg tacaaccact tctttaacat caagctaaaa 
360 

gtgggggaaa gtctcagtct cccaggtagg tctcctctca cactgtcctg ggtggcaggc 
420 

gctgtttata catgcccgct atcgctctgg ctgcactgta gatcatctgc cgacgggaca 
480 

tcccagtaaa tgccatgtgc caatcagtcc ggctgacatt cagtaaactc ttttccagga 
540 

cttcacccac tgtcaccaaa aggcctgacc acctcagatt atagccctgg ggagttagac 
600 

tttgagcctg ctgtacaaat tccaaaggca ctggtgtggc ttgtgtaaat gcttctagat 
660 

gaatgccatg gacaggatct tcaaccacca aacaaccaat gtcaaaccat ttgtcaggca 
720 

gcaattctgc aatgaagttt tccactgaca cagctgtctg tttttcatgg atcaccccag 
780 

ttcgacgcaa gctatctatc cgttcctgag caccttttaa tccagctgca tagcccactg 
840 

gttgtggggc aatattggac tgtccagcct cccctacaac cacagctagg ccgaagacct 
900 

cctggaaggc atctcggaca gcagccactt tcacttcttt atttgaggtc actacaatat 
960 

ccagttcacc tccagatttg atatagggag ccatgccagg gtccagcgtt gtaatcatgc 
1020 

tttctactga atgttttgtc ttatcaagca cagacttcac cataggattc ccagccacac 
1080 

ccttaataaa accccagatt ccaccagcag atgcttcat 
1119 

<210> 2728 
<211> 221 
<212> PRT 

<213> Homo sapiens 
<400> 2728 

Met Val Lys Ser Val Leu Asp Lys Thr Lys His Ser val Glu Ser Met 

15 10 IS 

lie Thr Thr Leu Asp Pro Gly Met Ala Pro Tyr lie Lys Ser Gly Gly 
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20 






25 


30 




Glu Leu Asp 


lie 


Val 


Val Thr 


Ser Asn 


Lys Glu Val Lys Val Ala 


Ala 


35 








40 


45 




Val Arg Asp 


Ala 


Phe 


Gin Glu 


Val Phe 


Gly Leu Ala Val Val Val 


Gly 


50 






55 




60 




Glu Ala Gly 


Gin 


Ser 


Asn He 


Ala Pro 


Gin Pro Val Gly Tyr Ala 


Ala 


65 






70 




75 


80 


Gly Leu Lys 


Gly 


Ala 


Gin Glu 


Arg He 


Asp Ser Leu Arg Arg Thr 


Gly 






85 






90 95 




Val lie His 


Glu 


Lys 


Gin Thr 


Ala Val 


Ser Val Glu Asn Phe He 


Ala 




100 






105 


110 




Glu Leu Leu 


Pro 


Asp 


Lys Trp 


Phe Asp 


He Gly Cys Leu Val Val 


Glu 


115 








120 


125 




Asp Pro Val 


His 


Gly lie His Leu Glu 


Thr Phe Thr Gin Ala Thr 


Pro 


130 






135 




140 




Val Pro Leu 


Glu 


Phe 


Val Gin 


Gin Ala 


Gin Ser Leu Thr Pro Gin 


Asp 


145 






ISO 




155 


160 


Tyr Asn Leu 


Arg 


Trp 


Ser Gly Leu Leu 


Val Thr Val Gly Glu Val 


Leu 






165 






170 175 




Glu Lys Ser 


Leu 


Leu 


Asn Val 


Ser Arg 


Thr Asp Trp His Met Ala 


Phe 




180 






185 


190 




Thr Gly Met 


Ser 


Arg 


Arg Gin 


Met He 


Tyr Ser Ala Ala Arg Ala 


He 


195 








200 


205 




Ala Gly Met 


Tyr 


Lys Gin Arg 


Leu Pro 


Pro Arg Thr Val 




210 






215 




220 





<210> 2729 

<211> 393 

<212> DNA 

<213> Homo sapiens 

<400> 2729 

nnggtggcac ggatcgtagg agccaaatgt ttgttttcct tcttatccct tcgagaccaa 
60 

atgcagcccc agcagtggtg aggcactact ttcttgaaga gttgtgcatc catgtaggtc 
120 

agctgctctg ccacgagatc ttctgagaag cacgtgaatt ctgctgactc tccaccctcc 
180 

agttcctctt cctcttccat actaagggcc tggcttgacc agtgtgcaga agacttccga 
240 

gagccccctc acttcccctg cttacagaaa ctgctggatt atctcacacg gatgatgccg 
300 

ggctctgacc cagaaagaag agcacaaaat cttcttgagc agtttcagaa gcaagaagtg 
360 

gaaactgaca atgggcttcc caacacgatc tec 
393 

<210> 2730 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 2730 

Val Ser Cys Ser Ala Thr Arg Ser Ser Glu Lys His Val Asn Ser Ala 
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15 10 15 

Asp Ser Pro Pro Ser Ser Ser Ser Ser Ser Ser He Leu Arg Ala Trp 

20 25 30 

Leu Asp Gin Cys Ala Glu Asp Phe Arg Glu Pro Pro His Phe Pro Cys 

35 40 45 

Leu Gin Lys Leu Leu Asp Tyr Leu Thr Arg Met Met Pro Gly Ser Asp 

50 55 60 

Pro Glu Arg Arg Ala Gin Asn Leu Leu Glu Gin Phe Gin Lys Gin Glu 
65 70 75 80 

Val Glu Thr Asp Asn Gly Leu Pro Asn Thr He Ser 
85 90 

<210> 2731 

<211> 447 

<212> DNA 

<213> Homo sapiens 

<400> 2731 

ncgcctccga cctgaaagca cgtccacctc tgcggctcct acctgggtgc aatcgagtta 
60 

aatggctgat aagcagatca gcctgccagc caagctcatc aatggcggca tcgcgggctg 
120 

atcggtgtca cctgcgtgtt tcccatcgac ctggccaaga ccaggctgca gaaccagcag 
180 

aacggccagc gcgtgtacac gagcatgtcc gactgcctca tcaagaccgt ccgctccgag 
240 

ggctacttcg gcatgtaccg gggagctgct gtgaacttga ccctcgtcac ccccgagaag 
300 

gccatcaagc tggcagccaa cgacttcttc cgacatcagc tctctaagga cgggcagaag 
360 

ctgaccctgc ttaaagagat gctggcgggc tgtggggctg gcacctgcca ggtgatcgtg 
420 

accacgccca tggagatgct gaagatc 
447 

<210> 2732 

<211> 125 

<212> PRT 

<213> Homo sapiens 



<400> 2732 



Ala 


Asp 


Gin 


Pro 


Ala 


Ser 


Gin 


Ala 


His 


Gin 


Trp 


Arg 


His 


Arg 


Gly 


Leu 


1 








5 










10 










15 




He 


Gly 


Val 


Thr 
20 


Cys 


Val 


Phe 


Pro 


He 
25 


ASp 


Leu 


Ala 


Lys 


Thr 
30 


Arg 


Leu 


Gin 


Asn 


Gin 
35 


Gin 


Asn 


Gly 


Gin 


Arg 
40 


Val 


Tyr 


Thr 


Ser 


Met 
45 


Ser 


Asp 


Cys 


Leu 


He 


Lys 


Thr 


Val 


Arg 


Ser 


Glu 


Gly 


Tyr 


Phe Gly 


Met 


Tyr 


Arg 


Gly 




50 










55 










60 










Ala 


Ala 


Val 


Asn 


Leu 


Thr 


Leu 


Val 


Thr 


Pro 


Glu 


Lys 


Ala 


He 


Lys 


Leu 


65 










70 










75 










80 


Ala 


Ala 


Asn 


Asp 


Phe 
85 


Phe 


Arg 


His 


Gin 


Leu 
90 


Ser 


Lys 


Asp 


Gly 


Gin 
95 


Lys 


Leu 


Thr 


Leu 


Leu 


Lys 


Glu 


Met 


Leu 


Ala 


Gly 


Cys 


Gly 


Ala 


Gly 


Thr 


Cys 
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100 105 HO 

Gin Val lie Val Thr Thr Pro Met Glu Met Leu Lys He 
115 120 125 



<210> 2733 

<211> 3619 

<212> DNA 

<213> Homo sapiens 

<400> 2733 

gaattctgcc gcaagttccg cgtgagtgcc tggtccttcc acccccatgg ggcgagactg 
60 

tcgggcatgg gtatggggtg ccagagggct ctggccacct ggggcttgct gtcctgagag 
120 

ccccagcacc catgtcaccc ccaacagccg gactgcccgc tggccatgga gcggatcaag 
180 

gaggaccggc ccatcaccat caaggacgac aagggcaacc tcaaccgctg catcgcagac 
240 

gtggtctcgc tcttcatcac ggtcatggac aagctgcgcc tggcggagct gacggtggac 
300 

gagttcctag cttcgggctt tgactccgag tccgaatccg agtccgaaaa ttctccacaa 
360 

gcggagacac gggaagcacg cgaggctgcc cggagtccgg ataagccggg cgggagcccc 
420 

tcggccagcc ggcgtaaagg ccgtgcctct gagcacaaag accagctctc tcggctgaag 
480 

gacagagacc ccgagttcta caagttcctg caggagaatg accagagcct gctaaacttc 
540 

agcgactcgg acagctctga ggaggaagag gggccgttcc actccctgcc agatgtgctg 
600 

gaggaagcca gtgaggagga ggatggagcg gaggaaggag aagatgggga cagagtcccc 
660 

agagggctga aggggaagaa gaattctgtt cctgtgaccg tcgccatggt tgagagatgg 
720 

aagcaggcag caaagcaacg cctcactcca aagctgttcc atgaagtggt acaggcgttc 
780 

cgagcagctg tggccaccac ccgaggggac caggaaagtg ctgaggccaa caaattccag 
840 

gtcacggaca gtgctgcatt caatgctctg gttaccttct gcatcagaga cctcattggc 
900 

tgtctccaga agctgctgtt tggaaaggtg gcaaaggata gcagcaggat gctgcagccg 
960 

tccagcagcc cgctctgggg gaagcttcgt gtggacatca aggcttacct gggctcggcc 
1020 

acacagctgg tgtcctgtct gtcggagacg acggtgttgg cggccgtgct gcggcacatc 
1080 

agcgtgccgg tgccctgctc cctgaccttc cccaagcagt gccgcatgct gctcaagaga 
1140 

atggtggtcg tatggagcac tggggaggag tctctgcggg tgctggcttt cctggtcctc 
1200 

agcagagtct gccggcacaa gaaggacact ttccttggcc ccgtcctcaa gcaaatgtac 
1260 

atcacgcatg tgaggaactg caagtccacc tcgcctggtg ccctcccctc catcagtttc 
1320 
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atgcagtgga ccttgacgga gctgctggcc 
1380 

ttcctctaca tccgccagct cgccatacac 
1440 

gaaacatacc agtctgtgta caactggcag 
1S00 

gtcctgagca ctgcgggccc cagcgaagcc 
1560 

gtcatcattg gctgtatcaa gctcatcccc 
1620 

tgcatccgtg ccctgacgct gctctcgggg 
1680 

ttcatcctgg agatgttcca gcaggtcgac 
1740 

aagcccatca acttctccgt gatcctgaag 
1800 

taccgggacg gcctggtgga gcagccgtac 
1860 

gcacactgca tcggcttccc ggagctggtg 
1920 

ctccgggagt gcaaggcggc caactactgc 
1980 

caggagaact cggcatacat ctgcagccgc 
2040 

cagcaggcag tggaagcctg ggagaagctg 
2100 

tactacagcc actggcgcaa gctgcgtgac 
2160 

gagcgggtgc ggctcggcga ggggacctgg 
2220 

cgaaggaaga tggctgacag gaaggatgag 
2280 

ctgaacagct ctgaagagga cgacaccgag 
2340 

ctgagcactc ggcatggggt ggaagacgat 
2400 

agcagcaact cggagggtga atggtcttgg 
2460 

gcccctgggg agctgcagca gctggcccag 
2520 

ctctcagagg acgactgagg cagcccatct 
2580 

gccagtgttt ccacctccct ggcagtcagg 
2640 

aggcagtaga cacgggacag gctttattat 
2700 

cgagagctgg gctgggctgg gctggtgtgg 
2760 

aagtcagccc cgcgggggag ctgaccctga 
2820 

agggggaggc ctgcaggccc ctggcccctt 
2880 

cgcccatctg caccaggctc tgccttcact 
2940 



ccggagccgg gtgtggccta ccagcacgcc 
ccgcgcaacg ccatgaccac ccgcaagaag 
tatgtgcact gcctcttcct gtggtgccgg 
ctccagccct tggtctaccc ccttgcccaa 
actgcccgct tctacccgct gcgaatgcac 
agctcggggg ccttcatccc ggtgctgcct 
ttcaacagga agccagggcg catgagctcc 
ctgtccaacg tcaacctgca ggagaaggcg 
gacctcaccc tggagtacct gcacagccag 
ctgcctgtgg tcctgcagct gaagtcgttc 
cggcaggtgc agcagctgct tgggaaggtt 
cgccagaggg tttccttcgg cgtctctgag 
acccgggaag aggggacacc cctgaccttg 
cgggagatcc agctggagat cagtggcaaa 
ctggaagacc tgaacttccc tgagatcaaa 
gacaggaagc aatttaaaga cctctttgac 
ggactcttgg aaagagggat actggggccc 
gaagaggacg aggaggaggg cgaggaggac 
gatggagacc cagacgcaga ggcgggactg 
gggccggagg acgagctgga ggatctgcag 
ggggggcctg taggggctgc cgggctggtg 
cctagaggct ggcgtctgtg cagttggggg 
ttatttttca gcatgaaaga ccaaacgtat 
ctgctgaagc cccagagctg cgggctgctg 
cgtcagcaga ccgagaccag tcccagttcc 
ccaccacctc tgccctccgt ctgcagacct 
cccccaagtc cttggaaatt tgttcttttc 
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ctttgaagtc acattttctt ttaaaatttt ttgttttgca tccgaaaccg aaagaaataa 
3000 

agcggtggga ggcaggtcca ttgtgttgag tggtgggaag gttgccgtcc tggctgcagg 
3060 

acgcctctcg gaaagagatg ttcacgtccc agtgggtgtg gactcttctc ttcatgatac 
3120 

ggatgtgcgg accatcctcc tgcttcaagc ctgccgccgc cacaggtggg gccactcccg 
3180 

tcgctgtcac catcgctggc agagaagctg ggagttcgct ccttcttcag gttccgggcg 
3240 

gcaggcaggg cgactgtcct cttgtctgcc agccgcaccg gttcaccggg gaggatattc 
3300 

ggcagcccgg gcagtcgcag atcggaggat gcacctgcag gatccccttg gacataagcg 
3360 

ccttcagact tttccctttg tggcggatgc tgcgcttcca gtccttggcc gtctcgcggg 
3420 

cgctgacgaa ctggaactcg ttgggcgtta gccactcgcc gcggtggcgg atggacgggc 
3480 

ccttnctgcc cttgcagagt ttgcgcacgt aaagcagcgc gcggttggcg ccgcactcca 
3540 

cctcgatnca cggctcgccg ttntccagca gcggctggaa atccggggcc gcgggcgcgg 
3600 

tggccgagaa gcgctcgag 
3619 

<210> 2734 
<211> 790 
<212> PRT 

<213> Homo sapiens 



<400> 2734 



Met 


Glu 


Arg 


lie 


Lys 


Glu 


Asp 


Arg 


Pro 


He 


Thr 


He 


Lys 


Asp 


Asp 


Lys 


1 








5 










10 










15 




Gly 


Asn 


Leu 


Asn 


Arg 


Cys 


lie 


Ala 


Asp 


Val 


Val 


Ser 


Leu 


Phe 


He 


Thr 








20 










25 










30 






Val 


Met 


Asp 


Lys 


Leu 


Arg 


Leu 


Ala 


Glu 


Leu 


Thr 


Val 


Asp 


Glu 


Phe 


Leu 






35 










40 










45 








Ala 


Ser 


Gly 


Phe 


Asp 


Ser 


Glu 


Ser 


Glu 


Ser 


Glu 


Ser 


Glu 


Asn 


Ser 


Pro 




50 










55 










60 










Gin 


Ala 


Glu 


Thr 


Arg 


Glu 


Ala 


Arg 


Glu 


Ala 


Ala 


Arg 


Ser 


Pro 


Asp 


Lys 


65 










70 










75 










80 


Pro 


Gly 


Gly 


Ser 


Pro 


Ser 


Ala 


Ser 


Arg 


Arg 


Lys 


Gly 


Arg 


Ala 


Ser 


Glu 










85 










90 










95 




His 


Lys 


Asp 


Gin 


Leu 


Ser 


Arg 


Leu 


Lys 


Asp 


Arg 


Asp 


Pro 


Glu 


Phe 


Tyr 








100 










105 










110 






Lys 


Phe 


Leu 


Gin 


Glu 


Asn 


Asp 


Gin 


Ser 


Leu 


Leu 


Asn 


Phe 


Ser 


Asp 


Ser 






115 










120 










125 








Asp 


Ser 


Ser 


Glu 


Glu 


Glu 


Glu 


Gly 


Pro 


Phe 


His 


Ser 


Leu 


Pro 


Asp 


Val 




130 










135 










140 










Leu 


Glu 


Glu 


Ala 


Ser 


Glu 


Glu 


Glu 


Asp 


Gly 


Ala 


Glu 


Glu 


Gly 


Glu 


Asp 


145 










150 










155 










160 


Gly 


Asp 


Arg 


val 


Pro 


Arg 


Gly 


Leu 


Lys 


Gly 


Lys 


Lys 


Asn 


Ser 


Val 


Pro 










165 










170 










175 




Val 


Thr 


Val 


Ala 


Met 


Val 


Glu 


Arg 


Trp 


Lys 


Gin 


Aia 


Ala 


Lys 


Gin 


Arg 
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180 18S 190 

Leu Thr Pro Lys Leu Phe His Glu Val Val Gin Ala Phe Arg Ala Ala 

195 200 205 

Val Ala Thr Thr Arg Gly Asp Gin Glu Ser Ala Glu Ala Asn Lys Phe 

210 215 220 

Gin Val Thr Asp Ser Ala Ala Phe Asn Ala Leu Val Thr Phe Cys He 
225 230 235 240 

Arg Asp Leu He Gly Cys Leu Gin Lys Leu Leu Phe Gly Lys Val Ala 

245 250 255 

Lys Asp Ser Ser Arg Met Leu Gin Pro Ser Ser Ser Pro Leu Trp Gly 

260 265 270 

Lys Leu Arg Val Asp He Lys Ala Tyr Leu Gly Ser Ala He Gin Leu 

275 280 285 

Val Ser Cys Leu Ser Glu Thr Thr Val Leu Ala Ala Val Leu Arg His 

290 295 300 

He Ser Val Leu Val Pro Cys Phe Leu Thr Phe Pro Lys Gin Cys Arg 
30S 310 315 320 

Met Leu Leu Lys Arg Met Val Val Val Trp Ser Thr Gly Glu Glu Ser 

325 330 335 

Leu Arg Val Leu Ala Phe Leu Val Leu Ser Arg Val Cys Arg His Lys 

340 345 350 

Lys Asp Thr Phe Leu Gly Pro Val Leu Lys Gin Met Tyr He Thr Tyr 

355 360 365 

Val Arg Asn Cys Lys Phe Thr Ser Pro Gly Ala Leu Pro Phe He Ser 

370 375 380 

Phe Met Gin Trp Thr Leu Thr Glu Leu Leu Ala Leu Glu Pro Gly Val 
385 390 39S 400 

Ala Tyr Gin His Ala Phe Leu Tyr He Arg Gin Leu Ala He His Leu 

405 410 415 

Arg Asn Ala Met Thr Thr Arg Lys Lys Glu Thr Tyr Gin Ser Val Tyr 

420 425 430 

Asn Trp Gin Tyr Val His Cys Leu Phe Leu Trp Cys Arg Val Leu Ser 

435 440 445 

Thr Ala Gly Pro Ser Glu Ala Leu Gin Pro Leu Val Tyr Pro Leu Ala 

450 455 460 

Gin Val He He Gly Cys He Lys Leu He Pro Thr Ala Arg Phe Tyr 
465 470 475 480 

Pro Leu Arg Met His Cys He Arg Ala Leu Thr Leu Leu Ser Gly Ser 

485 490 495 

Ser Gly Ala Phe He Pro Val Leu Pro Phe He Leu Glu Met Phe Gin 

500 50S 510 

Gin Val Asp Phe Asn Arg Lys Pro Gly Arg Met Ser Ser Lys Pro He 

515 520 525 

Asn Phe Ser Val He Leu Lys Leu Ser Asn Val Asn Leu Gin Glu Lys 

530 535 540 

Ala Tyr Arg Asp Gly Leu Val Glu Gin Leu Tyr Asp Leu Thr Leu Glu 
545 550 555 560 

Tyr Leu His Ser Gin Ala His Cys He Gly Phe Pro Glu Leu Val Leu 

565 570 575 

Pro Val Val Leu Gin Leu Lys Ser Phe Leu Arg Glu Cys Lys Val Ala 

580 585 590 

Asn Tyr Cys Arg Gin Val Gin Gin Leu Leu Gly Lys val Gin Glu Asn 

595 600 605 

Ser Ala Tyr He Cys Ser Arg Arg Gin Arg Val Ser Phe Gly Val Ser 
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610 615 620 

Glu Gin Gin Ala Val Glu Ala Trp Glu Lys Leu Thr Arg Glu Glu Gly 
625 630 635 640 

Thr Pro Leu Thr Leu Tyr Tyr Ser His Trp Arg Lys Leu Arg Asp Arg 

645 650 655 

Glu lie Gin Leu Glu lie Ser Gly Lys Glu Arg Val Arg Leu Gly Glu 

660 665 670 

Gly Thr Trp Leu Glu Asp Leu Asn Phe Pro Glu lie Lys Arg Arg Lys 

675 680 685 

Met Ala Asp Arg Lys Asp Glu Asp Arg Lys Gin Phe Lys Asp Leu Phe 

690 695 700 

Asp Leu Asn Ser Ser Glu Glu Asp Asp Thr Glu Gly Phe Leu Glu Arg 
705 710 715 720 

Gly He Leu Gly Pro Leu Ser Thr Arg His Gly Val Glu Asp Asp Glu 

725 730 735 

Glu Asp Glu Glu Glu Gly Glu Glu Asp Ser Ser Asn Ser Glu Gly Glu 

740 745 750 

Trp Ser Trp Asp Gly Asp Pro Asp Ala Glu Ala Gly Leu Ala Pro Gly 

755 760 765 

Glu Leu Gin Gin Leu Ala Gin Gly Pro Glu Asp Glu Leu Glu Asp Leu 

770 775 780 

Gin Leu Ser Glu Asp Asp 
785 790 

<210> 2735 

<211> 1666 

<212> DNA 

<213> Homo sapiens 

<400> 2735 



nncccgggcg ggcgcgggcc gcgatggcag 
60 

ccgcagttcc cggccccgct ggccccagtc 
120 

ctgctgctga tcggggactc cggggtgggc 
180 

aacgagttcc actcctcgca catctccacc 
240 

gaggtagacg gcatcaaagt gcggatacag 
300 

cagaccatca caaagcagta ctatcggcgg 
360 

agcagcgagc gctcttacca gcacatcatg 
420 

ccagaaggcg tccagaagat ccttattggg 
480 

gtgggaagag agcaagggca gcagaaatgt 
540 

atggacttct atgaaacaag tgcctgcacc 
600 

ctgacagagc tggtgctgca ggcccatagg 
660 

agcaatgagt tggcactggc agagctggag 
720 



cggcggagca gggctgagcc cgctgcccgc 
atggcgaagc agtacgatgt gctgttccgg 
aagacctgcc tgctgtgccg cttcaccgac 
atcggtgttg actttaagat gaagaccata 
atctgggaca ctgcagggca ggagagatac 
gcccagggga tatttttggt ctatgacatt 
aagtgggtca gtgacgtgga tgagtacgca 
aataaggctg atgaggagca gaaacggcag 
ccttctcttc agctggcgaa ggagtatggc 
aacctcaaca ttaaagagtc attcacgcgt 
aaggagccgg aaggcctccg gatgcgtgcc 
gaggaggagg gcaaacccga gggcccagcg 
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aactcttcga aaacctgctg gtgctgagtc 
780 

ttccctcagg aggcccgtgg gcagacaggg 
840 

tcgtgtgatg accctattga gtatcagtag 
900 

ggctctgctg tcatctcaag cagcccctgt 
960 

ttcagcctgt ttccccagcc acaggcctgc 
1020 

tctcaccatc ccgcacccac cagacaacag 
1080 

gctcctttct ccgtgcatcg tgtctcttct 
1140 

tctctgaccc ctcccctccg gtgcgtttcg 
1200 

gtgtcctgct gtgtgcagct cgctctttcc 
1260 

ccaggctcgt ggggaggttc cacccttgga 
1320 

ggtgggccaa aggctacagg gtgcttcttc 
1380 

gccatgggcc tgcctcccca gtgacctgcg 
1440 

gcaaccaggg agtcctcgag cctggggctg 
1500 

tttgcccttg cttggctgcc cgcctgcctc 
1560 

tcagagaagg aaacaaaatg aggggtggca 
1620 

cccatgcagc atgaacacaa tttctctcca 
1666 

<210> 2736 
<211> 218 
<212> PRT 

<213> Homo sapiens 



<400> 2736 



Met Ala 


Lys 


Gin 


Tyr Asp Val Leu 
5 


l 

Ser Gly 


Val 


Gly 


Lys Thr Cys Leu 






20 




Phe His 


Ser 


Ser 


His He Ser Thr 




35 




40 


Thr lie 


Glu 


Val 


Asp Gly He Lys 


50 






55 


Ala Gly 


Gin 


Glu 


Arg Tyr Gin Thr 


65 






70 


Ala Gin 


Gly 


He 


Phe Leu Val Tyr 
85 


Gin His 


lie 


Met 


Lys Trp Val Ser 






100 




Gly Val 


Gin 


Lys 


He Leu He Gly 



ctgtgtgggg caccccacac gacacccctc 
gagccggggc tttgccctgc tgctgtcctc 
ccactactcc ccctgcctgg ccctgagagc 
ccccagcccg tccaccctgg agtggtcttc 
tacgaccccc acgatgtgcc gcaagcactg 
ccagggctgg agtccaggcc actttcagct 
ctgctttttc tctcttcccc cacttctctt 
tatcaaagct cctcaaaccc cgtcccccgt 
ttccttccta agctatccaa ggggatggac 
tccaggaaga accctccacc ctgcctcgtg 
ctcttccccc acccccactg tccctcatgt 
aaagtggagc atcgaggtag gagggaaacg 
ccctacctct acccattccc cgaccagagc 
tttggggaac tgagctcgga ggcaggtgct 
gggataaaaa gtcacctcca ttctctacct 
cctggctccc aaattt 



Phe Arg 


Leu Leu 


Leu 


He 


Gly 


Asp 


10 








15 




Leu Cys 


Arg Phe 


Thr 


Asp 


Asn 


Glu 


25 






30 






He Gly 


Val Asp 


Phe 


Lys 


Met 


Lys 






45 








val Arg 


He Gin 


He 


Trp 


Asp 


Thr 




60 










He Thr 


Lys Gin 


Tyr 


Tyr 


Arg 


Arg 




75 








80 


Asp He 


Ser Ser 


Glu 


Arg 


Ser 


Tyr 


90 








95 




Asp Val 


Asp Glu 


Tyr 


Ala 


Pro 


Glu 


105 






110 






Asn Lys 


Ala Asp 


Glu 


Glu 


Gin 


Lys 
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120 

Arg Glu Gin Gly Gin Gin 
135 

Tyr Gly Met Asp Phe Tyr 
ISO 

Lys Glu Ser Phe Thr Arg 
165 170 
Lys Glu Leu Glu Gly Leu 
185 

Ala Glu Leu Glu Glu Glu 
200 

Ser Lys Thr Cys Trp Cys 
215 



125 

Lys Cys Pro Ser Leu Gin 
140 

Glu Thr Ser Ala Cys Thr 
155 160 
Leu Thr Glu Leu Val Leu 
175 

Arg Met Arg Ala Ser Asn 
190 

Glu Gly Lys Pro Glu Gly 
205 



115 

Arg Gin Val Gly 
130 

Leu Ala Lys Glu 
145 

Asn Leu Asn lie 

Gin Ala His Arg 
180 

Glu Leu Ala Leu 
195 

Pro Ala Asn Ser 
210 

<210> 2737 
<211> 898 
<212> DNA 
<213> Homo sapiens 

<400> 2737 

nnaccggtat gcgccacctg cgccgggttt 
60 

cgagcggagg agcacgctga ggagctgcgg 
120 

cagttacaga gtgctgccat caccaagtat 
180 

agagcagtga gcatggccag tgcagcgagg 
240 

aggagtcttt gcgagagcga ggagcagcgg 
300 

cgggcccacc agagcafccct gacacagcgg 
360 

gacaccatcc gcactggcct ggtgggcatg 
420 

cagaaggagc aagagatttt cgagaggacc 
480 

gagtcggaaa tgttaaactt taatgagaag 
540 

tgggcaacgg cggttcttgg gtctctctca 
600 

acagtcagcc ccttcctgca attgtcagat 
660 

agtcaaaggt gtgcagatgg cccggagcgc 
720 

acctccttcc agaatgggct ccatgcctgg 
780 

aaggtgggcg tggcttcagg ccacctgccc 
840 

ggccacaatg ccttctcctg ggtcttctct 
898 

<210> 2738 
<211> 299 
<212> PRT 



ggcggccgat gtcaccggca ccgcatccgc 
aacaagattg tggaccagtg tgagaggctg 
gtggcggacg tcctgccggg gaagaatcaa 
gaactggtta tccagcggtt gagtctggtg 
ttactggaac aggtgcatgg cgaagaggag 
gtgcactggg ccgaggcgct gcagaaactt 
cttactcacc tggatgacct ccagctgatt 
gaagaagcag agggcatttt ggatccccag 
tgcactcgga gcccactact gacccaactc 
ggcacagagg acatacggat cgatgagagg 
gatcgaaaga ccctgacctc agcaccaaga 
ttcgaccact ggcccaatgc cctggctgcc 
atggtgaatg tccagaacag ttgtgcctat 
cgcaagggtt ctggcagtga ctgccgtctg 
cgctatgatc aggagtttcg tttctcac 
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<213> Homo sapiens 



<400> 2738 



Xaa Pro Val Cys 


Ala 


Thr Cys Ala 


Gly 


Phe Gly Gly 


Arg 


vjy s nis Mrg 


1 


5 








10 








His Arg He Arg Arg 


Ala Glu 


Glu 


His 


Ala 


Glu Glu 


Leu 


Km Ben T \rc 

Arg Hon uysa 


20 








25 








30 


He Val Asp Gin 


Cys 


Glu Arg 


Leu 


Gin 


Leu 


Gin Ser 


Ala 


Ala lie inr 


35 






40 








45 




Lys Tyr Val Ala Asp 


val Leu 


Pro 


Gly 


Lys 


Asn Gin 


Arg 


Ala val ser 


50 




55 








60 






Met Ala Ser Ala 


Ala 


Arg Glu Leu 


Val 


lie Gin Arg 


Leu 


Ser Leu Val 


6S 




70 








75 




an 


Arg Ser Leu Cys 


Glu 


Ser Glu 


Glu 


Gin 


Arg 


Leu Leu 


Glu 


Gin Val His 


85 








90 






95 


Gly Glu Glu Glu Arg 


Ala His 


Gin 


Ser 


He 


Leu Thr 


Gin 


Arg Val His 


100 








105 








110 


Trp Ala Glu Ala Leu 


Gin Lys 


Leu 


Asp 


Thr 


He Arg 


Thr 


Gly Leu Val 


115 






120 








12 5 




Gly Met Leu Thr 


His 


Leu Asp 


Asp 


Leu 


Gin 


Leu He 


Gin 


Lys Glu Gin 


130 




135 








140 






Glu lie Phe Glu Arg 


Thr Glu 


Glu 


Ala 


Glu Gly He 


Leu 


Asp Pro Gin 


145 




150 








155 




160 


Glu Ser Glu Met 


Leu 


Asn Phe 


Asn 


Glu 


Lys 


Cys Thr 


Arg 


Ser Pro Leu 




165 








170 






17S 


Leu Thr Gin Leu 


Trp 


Ala Thr 


Ala 


Val 


Leu Gly Ser 


Leu 


Ser Gly Thr 


180 








185 








190 


Glu Asp He Arg 


He 


Asp Glu Arg 


Thr 


Val 


Ser Pro 


Phe 


Leu Gin Leu 


195 






200 








205 




Ser Asp Asp Arg 


Lys 


Thr Leu 


Thr 


Ser 


Ala 


Pro Arg 


Ser 


Gin Arg Cys 


210 




215 








220 






Ala Asp Gly Pro 


Glu 


Arg Phe 


Asp 


His 


Trp 


Pro Asn 


Ala 


Leu Ala Ala 


225 




230 








235 




240 


Thr Ser Phe Gin 


Asn 


Gly Leu 


His 


Ala 


Trp 


Met Val 


Asn 


Val Gin Asn 




245 








250 






255 


Ser Cys Ala Tyr 


Lys 


val Gly val 


Ala 


Ser 


Gly His 


Leu 


Pro Arg Lys 


260 








265 








270 


Gly Ser Gly Ser Asp 


Cys Arg 


Leu 


Gly 


His 


Asn Ala 


Phe 


Ser Trp Val 


27S 






280 








285 




Phe Ser Arg Tyr Asp 


Gin Glu 


Phe 


Arg 


Phe 


Ser 







290 29S 



<210> 2739 
<211> 1501 
<212> DNA 

<213> Homo sapiens 
<400> 2739 

gagagccgcc gagagtgggg ggcgatggcg aagctccggg tggcttacga gtacacggaa 
60 

gecgaggaca agagcatccg geteggcttg tttctcatca tctccggcgt cgtgtcgctc 
120 

ttcatcttcg gettctgetg gctgagtccc gegctgeagg atetgeaage cacggaggcc 
180 
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aattgcacgg tgctgtcggt gcagcagatc ggcgaggtgt tcgagtgcac cttcacctgt 
240 

ggcgccgact gcaggggcac ctcgcagtac ccctgcgtcc aggtctacgt gaacaactct 
300 

gagtccaact ctagggcgct. gctgcacagc gacgagcacc agctcctgac caaccccaag 
360 

tgctcctata tccctccctg taagagagaa aatcagaaga atttggaaag tgtcatgaac 
420 

tggcaacagt actggaaaga tgagattggt tcccagccat ttacttgcta ttttaatcaa 
480 

catcaaagac cagatgacgt gcttctgcat cgcactcatg atgagattgt cctcctgcat 
540 

tgcttcctct ggcccctggc gacatttgtg gtgggcgttc tcattgtggt cctgaccatc 
600 

tgtgccaaga gcttggcggt caaggcggaa gccatgaaga agcgcaagtt ctcttaaagg 
660 

ggaaggaggc ttgtagaaag caaagtacag aagctgtact catcggcacg cgtccacctg 
720 

cggaacctgt gtttcctggc gcaggagatg gacagggcca cgacagggct ctgagaggct 
780 

catccctcag tggcaacaga aacaggcaca actggaagac ctggaacctc aaagcttgta 
840 

ttccatctgc tgtagcaatg gctaaagggt caagatctta gctgtatgga gtaactattt 
900 

cagaaaaccc tataagaagt tcattttctt tcaaaagtaa cagtatatta tttgtacagt 
960 

gtagtataca aaccattatg atttatgcta cttaaaaata ttaaaataga gtggtctgtg 
1020 

ttattttcta tttccttttt tatgcttaga acaccagggt tctaaaaaaa aaaaaaggtg 
1080 

aggacatctg ggtctcattt gcttctgcta ggttaaactt ttacttgaca acaaggattc 
1140 

ctgctgaagt ctgaacctta ctgtgtaacc ctcagtttcc actattaaag agtatctttt 
1200 

gacgtcccgc tcggaaaatg aatagtatac tggtaactca gtctccagtc acctctgtgt 
1260 

ctcttaagca agagattcta aaagattggg aaaacatatc ctccaaaacc tgcctttgcc 
1320 

taaccattat ctttcaccag attacttctt aagagaggga ggtgattctg aagaaggctt 
1380 

ctatctcaaa aagcactggg cttccttatt catctgttct tgttgttttt gacggagtta 

1440 

aaaaagtttg tgtgcaatac aatataaatg atgtgaagga cactcttaaa aaaaaaaaaa 

1500 

a 

1501 

<210> 2740 

<211> 218 

<212> PRT 

<213> Homo sapiens 

<400> 2740 

Glu Ser Arg Arg Glu Trp Gly Ala Met Ala Lys Leu Arg Val Ala Tyr 
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1 




c 

3 




10 


15 




Glu 


Tyr Thr Glu 


nla uiU nop uy» 


Ser 


lie Arg Leu 


Gly Leu Phe 


Leu 




20 




25 




30 




lie 


lie Ser Gly 


\» a 1 Wal Cap I.pn 

Vdl Voi Oct ucu 


Phe 


He Phe Gly 


Phe Cys Trp 


Leu 




35 


40 






45 




Ser 


Pro Ala Leu 


/^l n R cn Toil fll T\ 
OXn Hbp IjtSU Ul" 


Ala 


Thr Glu Ala 


Asn Cys Thr 


Val 




50 


55 




60 






Leu 


Ser val Gin 


bin lie uiy \^xu 


val 


Phe Glu Cys 


Thr Phe Thr 


Cys 


65 




7 0 




75 




80 


Gly 


Ala Asp Cys 


Arg Giy inr oer 


Gin Tyr Pro Cys 


Val Gin Val 


Tyr 






90 


95 




Vol 


Asn Asn Ser 




Arg 


Ala Leu Leu 


His Ser Asp 


Glu 








105 




110 




His 


Gin Leu Leu 


Thr Asn Pro Lys 


Cys 


Ser Tyr He 


Pro Pro Cys 


Lys 




115 


120 






125 




Arg 


Glu Asn Gin 


Lys Asn Leu Glu 


Ser 


Val Met Asn 


Trp Gin Gin 


Tyr 


130 


135 




140 






Trp 


Lys Asp Glu 


He Gly Ser Gin 


Pro Phe Thr Cys 


Tyr Phe Asn 


Gin 


145 


ISO 




155 




160 


His 


Gin Arg Pro 


Asp Asp Val Leu 


Leu His Arg Thr 


His Asp Glu 


He 




16S 




170 


175 




Val 


Leu Leu His 


Cys Phe Leu Trp 


Pro 


Leu Val Thr 


Phe Val Val 


Gly 




180 




185 




190 




Val 


Leu He Val 


Val Leu Thr He 


Cys 


Ala Lys Ser 


Leu Ala Val 


Lys 




195 


200 






205 




Ala 


Glu Ala Met 


Lys Lys Arg Lys 


Phe 


Ser 








210 


215 











<210> 2741 

<211> 1487 

<212> DNA 

<213> Homo sapiens 

<400> 2741 

aaggctcgag ggaaagtgag tgagatcatc aacaatgcca ttgtgcacta ccgagatgac 
60 

ttggatctgc agaacctcat tgattttggc cagaaaaagt ttagctgctg tggagggatt 
120 

tcctacaagg actggtctca gaacatgtat ttcaactgct cagaagacaa ccccagtcga 
180 

gagcgctgct ctgtgcctta ctcctgttgc ttgcctactc ctgaccaggc agtgatcaac 
240 

actatgtgtg gccaaggtat gcaggccttt gactacttgg aagctagcaa agtcatctac 
300 

accaatggct gtattgacaa gttggtcaac tggatacaca gcaacctatt cttacttggt 
360 

ggtgtggctc taggcctggc catcccccag ctggtgggaa ttctgctgtc ccagatccta 
420 

gtgaatcaga tcaaagatca gatcaagcta cagctctaca accagcagca ccgggctgac 
480 

ccatggtact gagaatccat cctgcacctc ctcaccatgg aaactggcaa gcctcataaa 
540 

cgaacagcag tgggtgctga aagcagcacc aaatggagat ttggattcca gccccccagt 
600 
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gacagcccag tgggaagaag caaactccag atgggcagaa ggcagggtgc acaggtggct 
660 

ccagtctcag gaggatgcgc ctcctctccc ccatcccagc cctcagcatt gtgccagagt 
720 

gacaccctta agtgtttggg tttatgtttt cagttttgtt tgggaaacag cagttgcaca 
780 

gagagttggg ggtactgctg ctgccttttc accgaggcac tgccaccacc agctctagca 
S40 

gggatgctcc tgagcttggc ggacatactt agatcctaac gtgccagtga gacctggctg 
900 

tggagagtag cactggcagc cctgcctgga ctccacttgg catgatacca gctccagaag 
960 

ggaagggagt ggagcaggca gtgaggagag agcctggggg tcggctgggg acagccgtat 
1020 

gtgctaggta ggagtggagg gagatatgtt taccaaatgc ctgtcctgcc atcctcccag 
1080 

gtagtcagag tgagctacat cctgccccgc cttcatttcc atggaaacat ggcagctagg 
1140 

acacggggta tacaacagca gccaaattct tccccacctc ccttacttcg aaaaaaagtt 
1200 

tggaaccctg gtccctatac tctgcagtca gaagtgggac tgagccatac atgcccttga 
1260 

attcctccct gtctggccct ccctctccag caagcagggt tttctttaac ttggcagtgt 
1320 

gcagaggaga agtggtaaca cccccacccc attcccctgc atcggagctc agtattccta 
1380 

cagggtaaga ggtaggaatc ttgctgggac gaggggagcc agaagtggca ataaaagcgt 
1440 

gttgacctgg gcaaaaaaaa aaaaaaaaaa aaagaaaaaa aaaaaaa 
1487 

<210> 2742 

<211> 163 

<212> PRT 

<213> Homo sapiens 



<400> 2742 



Lys 


Ala 


Arg 


Gly 


Lys 


Val 


Ser 


Glu 


He 


He 


Asn 


Asn 


Ala 


He 


Val 


His 


l 








5 










10 










15 




Tyr 


Arg 


Asp 


Asp 
20 


Leu 


Asp 


Leu 


Gin 


Asn 
25 


Leu 


He 


Asp 


Phe 


Gly 
30 


Gin 


Lys 


Lys 


Phe 


Ser 
35 


Cys 


Cys 


Gly 


Gly 


He 
40 


Ser 


Tyr 


Lys 


Asp 


Trp 
45 


Ser 


Gin 


Asn 


Met 


Tyr 
50 


Phe 


Asn 


Cys 


Ser 


Glu 
55 


Asp 


Asn 


Pro 


Ser 


Arg 
60 


Glu 


Arg 


Cys 


Ser 


Val 


Pro 


Tyr 


Ser 


Cys 


Cys 


Leu 


Pro 


Thr 


Pro 


Asp 


Gin 


Ala 


Val 


He 


Asn 


65 










70 










75 










80 


Thr 


Met 


Cys 


Gly 


Gin 
85 


Gly 


Met 


Gin 


Ala 


Phe 
90 


Asp 


Tyr 


Leu 


Glu 


Ala 
95 


Ser 


Lys 


Val 


lie 


Tyr 
100 


Thr 


Asn 


Gly 


Cys 


He 
105 


Asp 


Lys 


Leu 


Val 


Asn 
110 


Trp 


He 


His 


Ser 


Asn 
115 


Leu 


Phe 


Leu 


Leu 


Gly 
120 


Gly 


val 


Ala 


Leu 


Gly 
125 


Leu 


Ala 


He 


Pro 


Gin 


Leu 


Val 


Gly 


lie 


Leu 


Leu 


Ser 


Gin 


He 


Leu 


Val 


Asn 


Gin 


He 
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130 135 140 

Lys Asp Gin lie Lys Leu Gin Leu Tyr Asn Gin Gin His Arg Ala Asp 
145 150 155 160 

Pro Trp Tyr 



<210> 2743 

<211> 384 

<212> DNA 

<213> Homo sapiens 

<400> 2743 

ngaattctcc cctcggcctc ccgagactcg ggtgtcctgt ctccccccgg agcctcccaa 
60 

gactccggtg tccagtctcc gcccggagcc tccagagact ggagtgtccc atctccgccc 
120 

acagcctccc aagactcagg tgtccagtct ccacctggag cctccagaga ctggagtgtc 
180 

ccatctccgc ccagagccta ccaagactga ggtgtccagt ctccacctgg agcctcccga 
240 

gactggagtg gcccatctct acctggagcc tcctgggact ggagtgtctc atctctgccc 
300 

agagcctccc aagactcgcg tatctcatct ccatcgggag cctcctgaga ctggagtgcc 
360 

tgatctctgc ctggagcctc ccaa 
384 

<210> 2744 

<211> 69 

c212> PRT 

<213> Homo sapiens 

<400> 2744 

Xaa He Leu Pro Ser Ala Ser Arg Asp Ser Gly Val Leu Ser Pro Pro 

15 10 IS 

Gly Ala Ser Gin Asp Ser Gly Val Gin Ser Pro Pro Gly Ala Ser Arg 

20 25 30 

Asp Trp Ser Val Pro Ser Pro Pro Thr Ala Ser Gin Asp Ser Gly Val 

35 40 45 

Gin Ser Pro Pro Gly Ala Ser Arg Asp Trp Ser Val Pro Ser Pro Pro 

50 55 60 

Arg Ala Tyr Gin Asp 
65 

<210> 2745 

<211> 769 

<212> DNA 

<213> Homo sapiens 

<400> 2745 

gaattccacc ttccctcctg cagtgctgag aggcagcgag gacggagagg acagcggcat 
60 

ctctaggctc ttctgagagg gacagagaaa gaatagaaat gtgccctaaa agcataaatg 
120 
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agtatcacct gagaaaatta ggcattcccg tcttggaaac acgtctctgt gagtttgcat 
180 

ttcatttggc ttggagccct ggctcgatgc ctcacggatc tttctcccca aggagggacg 
240 

tcttgagggg tccgagcctc aggccaagga cccctgatgc agactctgga atccctggcc 
300 

caaaggcctg tctgggccca tctggggctg aggacacaca gatacataat gacacctgca 
360 

gaaatgtatt ctctgaggac acttagaata tgaggaagag ggtgtggccc aaccctcact 
4 20 

tcacctgggg aggggcttct tccggacagt agacaccctg cccgtgcaga gagatgtcat 
4 80 

gggggcacct gctctccctg atagatgctg agagcatcca gaaacttcca gaccagccct 
540 

ctcaccacac ccagaagagg cctttcccat ctggagagaa gcttccagac cagcccttca 
600 

cacaccacag ccaggagggg cctttcccac ctgggagaga aacttccaga ccagcccctc 
660 

ataccacagc caagaggggc ctttctcacc tggagagaaa cttccagacc agcccctcac 
720 

accacagcca agaggggcct ttccccccgg gagagaaact tccagacca 
769 

<210> 2746 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 2746 

Met Ser Trp Gly His Leu Leu Ser Leu lie Asp Ala Glu Ser lie Gin 

1 5 10 15 

Lys Leu Pro Asp Gin Pro Ser His His Thr Gin Lys Arg Pro Phe Pro 

20 25 30 

Ser Gly Glu Lys Leu Pro Asp Gin Pro Phe Thr His His Ser Gin Glu 

35 40 4S 

Gly Pro Phe Pro Pro Gly Arg Glu Thr Ser Arg Pro Ala Pro His Thr 

50 55 60 

Thr Ala Lys Arg Gly Leu Ser His Leu Glu Arg Asn Phe Gin Thr Ser 
65 70 75 80 

Pro Ser His His Ser Gin Glu Gly Pro Phe Pro Pro Gly Glu Lys Leu 
85 90 95 

Pro Asp 



<210> 2747 

<211> 1100 

<212> DNA 

<213> Homo sapiens 

<400> 2747 

tttttcttct ccaggcccag ggccccggcc agtgcccagc cccgctggga gccccggcca 
60 

gcaccacgga cggcgcccag gaagcccgag tccccctgga cgggggcctt ctggattccg 
120 
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aggcccccgg caggttcgcc caagggctgc ttcgcttgcg tgtccaagcc ccctgccctg 
180 

caggctccgg cggcccctgc ccctgagccc tcggcctctc ccccgatggc gcccacactg 
240 

ttccccatgg agtccaagag cagcaagacc gacagcgtgc gggctgccgg cgcgccccct 
300 

gcctgcaagc acctagccga gaagaagacg atgaccaacc ccacgaccgt catcgaggtc 
360 

tacccggaca ccaccgaggt gaacgactat tacctgtggt ccatcttcaa cttcgtctac 
420 

ctcaacttct gctgcctggg cttcatcgcc ttggcctact ccctcaaagt gcgagacaag 
480 

aagcttctca atgacctgaa tggagccgtg gaggatgcaa agacggcccg gctgttcaac 
540 

atcaccagtt ctgccctggc agcctcctgc atcatcctcg tcttcatctt cctgcggtac 
600 

cccctcaccg actactaagg cccgccaggc acggctgctg gcggagacaa gcactgagac 
660 

atgttcattc tcatggtccc tgaaacgcag gatcccatga ggttggggca gggcagggct 
720 

tcttgtcctg gggccccctt gagctgtgaa ctgggcagca aggccatcag aagctgagta 
780 

cagcaagggg gcagtgagct tggccctcag tccaccccct ccgcctcctg gcctccaccc 
840 

tgcctgtgtc tggggcctgg gggcttctcc cctcgctgct gcaccctggc ttccagcgtc 
900 

tgtgtccctg ccctcacgtg ccccttccca ggctcctggg gccccttgga cctgacacct 
960 

agcaggaagg gcttatgcaa aattgtccca ggttgggagg actcactctg tgctccccga 
1020 

ccctgcctcc tccacgatgt gaccccgctc agagcccttg tgtctgtgaa ctttcaatga 
1080 

aatacccatg cagctccaaa 
1100 

<210> 2748 
<211> 205 
<212> PRT 

<2l3> Homo sapiens 



<400> 2748 



Phe Phe 


Phe 


Ser 


Arg 


Pro 


Arg 


Ala 


Pro 


Ala 


Ser 


Ala 


Gin 


Pro 


Arg 


Trp 


l 






5 










10 










15 




Glu Pro 


Arg 


Pro 


Ala 


Pro 


Arg 


Thr 


Ala 


Pro 


Arg 


Lys 


Pro 


Glu 


Ser 


Pro 






20 










25 










30 






Trp Thr 


Gly 


Ala 


Phe 


Trp 


He 


Pro 


Arg 


Pro 


Pro 


Ala 


Gly 


Ser 


Pro 


Lys 




35 










40 










45 








Gly Cys 


Phe 


Ala 


Cys 


Val 


Ser 


Lys 


Pro 


Pro 


Ala 


Leu 


Gin 


Ala 


Pro 


Ala 


50 










55 










60 










Ala Pro 


Ala 


Pro 


Glu 


Pro 


Ser 


Ala 


Ser 


Pro 


Pro 


Met 


Ala 


Pro 


Thr 


Leu 


65 








70 










75 










80 


Phe Pro 


Met 


Glu 


Ser 


Lys 


Ser 


Ser 


Lys 


Thr 


Asp 


Ser 


Val 


Arg 


Ala 


Ala 








85 










90 










95 




Gly Ala 


Pro 


Pro 


Ala 


Cys 


Lys 


His 


Leu 


Ala 


Gau 


Lys 


Lys 


Thr 


Met 


Thr 
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100 




105 










110 






Asn 


Pro 


Thr 
115 


Thr 


Val lie Glu Val 
120 


Tyr 


Pro 


Asp 


Thr 


Thr 
125 


Glu 


Val 


Asn 


Asp 


Tyr 
130 


Tyr 


Leu 


Trp Ser He Phe 
135 


Asn 


Phe 


Val 


Tyr 
14 0 


Leu 


Asn 


Phe 


Cys 


Cys 


Leu 


Gly 


Phe 


He Ala Leu Ala 


Tyr 


Ser 


Leu 


Lys 


Val 


Arg 


Asp 


Lys 


145 








150 






155 










160 


Lys 


Leu 


Leu 


Asn 


Asp Leu Asn Gly 
16S 


Ala 


Val 
170 


Glu 


Asp 


Ala 


Lys 


Thr 
175 


Ala 


Arg 


Leu 


Phe 


Asn 
180 


He Thr Ser Ser 


Ala 
185 


Leu 


Ala 


Ala 


Ser 


Cys 
190 


He 


He 


Leu 


Val 


Phe 
195 


He 


Phe Leu Arg Tyr 
200 


Pro 


Leu 


Thr 


Asp 


Tyr 
205 









<210> 2749 
<211> 2050 
<212> DNA 

<213> Homo sapiens 
<400> 2749 

nnacgcgtgt ccctgaacct acctgcgctt cttgtcccaa ctctaaaatg ggaatgataa 
60 

gcgccattcg gcagcgcctt gtgggtctat aatctactta gcacagagag tgtcttctaa 
120 

gtacttcaca tccttctctg cagatgctct gacctttgac ccctgccgtt cagctctagg 
180 

gcccgtgcag gccacaccat gaacacctcc ccaggcacgg tgggcagtga cccggtcatc 
240 

ctggccactg caggctacga ccacaccgtg cgcttctggc aggcccacag cggcatctgc 
300 

acccggacgg tgcagcacca ggactcccag gtgaatgcct tggaggtcac accggaccgc 
360 

agcatgattg ctgctgcagt tcagcctgtg tccctaggtt accagcacat ccgcatgtat 
420 

gatctcaact ccaataaccc taaccccatc atcagctacg acggcgtcaa caagaacatc 
480 

gcgtctgtgg gcctccacga agacggccgc tggatgtaca cgggcggcga ggactgcaca 
540 

gccaggatct gggacctcag gtcccggaac ctgcagtgcc agcggatctt ccaggtgaac 
600 

gcacccatta actgcgtgtg cctgcacccc aaccaggcag agctcatcgt gggtgaccag 
660 

agcggggcta tccacatctg ggacttgaaa acagaccaca acgagcagct gatccctgag 
720 

cccgaggtct ccatcacgtc cgcccacatc gatcccgacg ccagctacat ggcagctgtc 
780 

aatagcaccg gaaactgcta tgtctggaat ctgacggggg gcattggtga cgaggtgacc 
840 

cagctcatcc ccaagactaa gatccctgcc cacacgcgct acgccctgca gtgtcgcttc 
900 

agccccgact ccacgctcct cgccacctgc tcggctgatc agacgtgcaa gatctggagg 
960 

acgtccaact tctccctgat gacggagctg agcatcaaga gcggcaaccc cggggagtcc 
1020 
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tcccgcggct ggatgtgggg ctgcgccttc tcgggggact cccagtacat cgtcactgct 
1080 

tcctcggaca acctggcccg gctctggtgt gtggagactg gagagatcaa gagagagtat 

1140 

ggcggccacc agaaggctgt tgtctgcctg gccttcaatg acagcgtgct gggctagcct 
1200 

gtgacccctc gggactgcct ggtgcaggtg gtggcagctg gagggaccca tgcagcaccc 
1260 

aggtcagagc agaccctccc ctgccggcct gcgccagctg gacctgatgg ccccctgtgg 
1320 

cgccttgacc tgctgggcca ggctgccctg ggactctcag cccccagttg cttatccaga 
1380 

tgtgacagag ctcgacccaa gccaggctgc acactcctgg actgggctag cctgcactgc 
1440- 

ctgggaaagt cggccgaggg cccaaagctg ctgaggggtc tgaggctggt gcccaccccc 
1500 

aagctagtgt gttctctgcc cctccctgcc cgcgtttcag ggcctcggtc catagagaac 
1560 

accaccacca tggccaggtg gaagggttta ttagtccctg ccagcagctg tcctccctgg 
1620 

tgcaggtggc ctggccagcc cactggattg gggacgggcc aggctgggcc aggtcggggg 
1680 

ctcagtctgg gaggtaataa aagcagaccg acacgcagat gttgctcggg aagcagatgt 
1740 

cgatgcagag ataaatcagc cgctgtctcc ggggcccctc tgctcgccgg gcccagtaga 
1800 

tgggggtcct catgcacagg cgctgcacca aagcccccgc ctgggcggta gccacttacg 
1860 

aggctcccct gcactgccag cagctcctgg gtgtggtggg tgtcctggct ggggacccaa 
1920 

gcctcttgga ccttggaggt atccaccagc agccgcaggt ctcccgatca ctgtcctcca 
1980 

tcaggcggag gaagcagacc tggtgctcct cagggcggta acagatgcag ccgctctgcc 
2040 

cgtcgaacag 
2050 

<210> 2750 
<211> 332 
<212> PRT 

<213> Homo sapiens 
<400> 2750 

Met Asn Thr Ser Pro Gly Thr Val Gly Ser Asp Pro Val He Leu Ala 

1 5 10 15 

Thr Ala Gly Tyr Asp His Thr Val Arg Phe Trp -Gin Ala His Ser Gly 

20 25 30 

He Cys Thr Arg Thr Val Gin His Gin Asp Ser Gin Val Asn Ala Leu 

35 40 45 

Glu Val Thr Pro Asp Arg Ser Met lie Ala Ala Ala Val Gin Pro Val 

50 55 60 

Ser Leu Gly Tyr Gin His He Arg Met Tyr Asp Leu Asn Ser Asn Asn 
65 70 75 80 

Pro Asn Pro He He Ser Tyr Asp Gly Val Asn Lys Asn He Ala Ser 
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85 90 95 

Val Gly Phe His Glu Asp Gly Arg Trp Met Tyr Thr Gly Gly Glu Asp 

100 105 110 

Cys Thr Ala Arg lie Trp Asp Leu Arg Ser Arg Asn Leu Gin Cys Gin 

115 120 125 

Arg He Phe Gin Val Asn Ala Pro He Asn Cys Val Cys Leu His Pro 

130 135 140 

Asn Gin Ala Glu Leu He Val Gly Asp Gin Ser Gly Ala He His He 
145 ISO 155 160 

Trp Asp Leu Lys Thr Asp His Asn Glu Gin Leu He Pro Glu Pro Glu 

16 5 170 175 

Val Ser He Thr Ser Ala His He Asp Pro Asp Ala Ser Tyr Met Ala 

180 185 190 

Ala Val Asn Ser Thr Gly Asn Cys Tyr Val Trp Asn Leu Thr Gly Gly 

195 200 205 

He Gly Asp Glu Val Thr Gin Leu He Pro Lys Thr Lys He Pro Ala 

210 215 220 

His Thr Arg Tyr Ala Leu Gin Cys Arg Phe Ser Pro Asp Ser Thr Leu 
225 230 235 240 

Leu Ala Thr Cys Ser Ala Asp Gin Thr Cys Lys He Trp Arg Thr Ser 

245 250 255 

Asn Phe Ser Leu Met Thr Glu Leu Ser He Lys Ser Gly Asn Pro Gly 

260 265 270 

Glu Ser Ser Arg Gly Trp Met Trp Gly Cys Ala Phe Ser Gly Asp Ser 

275 280 285 

Gin Tyr He Val Thr Ala Ser Ser Asp Asn Leu Ala Arg Leu Trp Cys 

290 295 300 

Val Glu Thr Gly Glu He Lys Arg Glu Tyr Gly Gly His Gin Lys Ala 
305 310 315 320 

Val Val Cys Leu Ala Phe Asn Asp Ser Val Leu Gly 
325 330 



<210> 2751 

<211> 1877 

<212> DNA 

<213> Homo sapiens 



<400> 2751 

nntcatgagc cagcacaact gctccaagga tggccccacc tcgcagccac gcctgcgcac 
60 

gctcccaccn ggccggagac agccaggagc gctcggacag ccccgagatc tgccattacg 
120 

agaagagctt tcacaagcac tcggccaccc ccaactacac gcactgtggc ctcttcgggg 
180 

acccacacct caggactttc accgaccgct tccagacctg caaggtgcag ggcgcctggc 
240 

cgctcatcga caataattac ctgaacgtgc aggtcaccaa cacgcctgtg ctgcccagct 
300 

cagcggccac tgccaccagc aagctcacca tcatcttcaa gaacttccag gagtgtgtgg 
360 

accagaaggt gtaccaggct gagatggacg agctcccggc cgccttcgtg gatggctcta 
420 

agaacggtgg ggacaagcac ggggccaaca gcctgaagat cactgagaag gtgtcaggcc 
480 
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agcacgtgga gatccaggcc aagtacatcg gcaccaccat cgtggtgcgc caggtgggcc 
540 

gctacctgac ctttgccgtc cgcatgccag aggaagtggt caatgctgtg gaggactggg 
600 

acagccaggg tctctacctc tgcctgcggg gctgccccct caaccagcag atcgacttcc 
660 

aggccttcca caccaatgct gagggcaccg gtgcccgcag gctggcagcc gccagccctg 
720 

cacccacagc ccccgagacc ttcccatacg agacagccgt ggccaagtgc aaggagaagc 
780 

tgccggtgga ggacctgtac taccaggcct gcgtcttcga cctcctcacc acgggcgacg 
840 

tgaacttcac actggccgcc tactacgcgt tggaggatgt caagatgctc cactccaaca 
900 

aagacaaact gcacctgtat gagaggactc gggacctgcc aggcagggcg gctgcggggc 
960 

tgcccccggc cccccggccc ctcctgggcg ccctcgtccc gctcctggcc ctgctccctg 
1020 

tgttctgcta gacgcgtaga tgtggaggga ggcgcgggct ccgtcctctc ggcttcccca 
1080 

tgtgtgggct gggaccgccc acggggtgca gatctcctgg cgtgtccacc atggccccgc 
1140 

agaacgccag ggaccgcctg ctgccaaggg ctcaggcatg gacccctccc cttctagtgc 
1200 

acgtgacaag gttgtggtga ctggtgccgt gatgtttgac agtagagctg tgtgagaggg 
1260 

agagcagctc ccctcgcccc gcccctgcag tgtgaatgtg tgaaacatcc cctcaggctg 
1320 

aagcccccca cccccaccag agacacactg ggaaccgtca gagtcagctc cttccccctc 
1380 

gcaatgcact gaaaggcccg gccgactgct gctcgccgat ccgtggggcc ccctgcgccc 
1440 

gccacacgca cgcacacact cttacacgag agcacactcg atccccctag gccagcgggg 
1500 

acaccccagc cacacaggga ggcatccttg gggcttggcc ccaggcaggg caaccccggg 
1560 

gcgctgcttg gcaccttagc agactgctgg aaccttttgg ccagtaggtc gtgcccgcct 
1620 

ggtgccttct ggcctgtggc ctccctgccc atgttcacct ggctgctgtg ggtaccagtg 
1680 

caggtcccgg ttttcaggca cctgctcagc tgcccgtctc tggcctgggc cctgcccctt 
1740 

ccaccctgtg cttagaaagt cgaagtgctt ggttctaaat gtctaaacag agaagagatc 
1800 

cttgacttct gttcctctcc ctcctgcaga tgcaagagct cctggggcag gggtgcctgg 
1860 

ggccccaggg tgttggc 
1877 

<210> 2752 
<211> 87 
<212> PRT 

<213> Homo sapiens 



1989 



WO 00/58473 



PCT/US00/08621 



<400> 2752 

Xaa His Glu Pro Ala Gin Leu Leu Gin Gly Trp Pro His Leu Ala Ala 

15 10 15 

Thr Pro Ala His Ala Pro Thr Xaa Pro Glu Thr Ala Arg Ser Ala Arg 

20 2S 30 

Thr Ala Pro Arg Ser Ala He Thr Arg Arg Ala Phe Thr Ser Thr Arg 

35 40 45 

Pro Pro Pro Thr Thr Arg Thr Val Ala Ser Ser Gly Thr His Thr Ser 

50 55 60 

Gly Leu Ser Pro Thr Ala Ser Arg Pro Ala Arg Cys Arg Ala Pro Gly 
65 70 75 80 

Arg Ser Ser Thr He He Thr 
85 

<210> 2753 

<211> 2561 

<212> DNA 

<213> Homo sapiens 

<400> 2753 

nngccgtctt cagatgactt ctgtcggatg cctcctccct gtagtgattc ctgtgacttt 
60 

gatgacccca ggctgttgaa gaacattgag gatcgccatc ccacagcccc ttgcattcag 
120 

gagttcctca cccttctggc cgtgtgccac acggttgttc ctgagaagga tggagataac 
180 

atcatctacc aggcctcttc cccagatgaa gctgctttgg tgaaaggagc taaaaagctg 
240 

ggctttgtct tcacagccag aacaccattc tcagtcatca tagaagcgat gggacaggaa 
300 

caaacatttg gaatccttaa tgtcctggaa ttttctagtg acagaaaaag aatgtctgta 
360 

attgttcgaa ctccttcagg acgacttcgg ctttactgta aaggggctga taatgtgatt 
420 

tttgagagac tttcaaaaga ctcaaaatat atggaggaaa cattatgcca tctggaatac 

480 ^ 
tttgccacgg aaggcttgcg gactctctgt gtggcttatg ctgatctctc tgagggcaat 

540 

gagtatgagg agtggctgaa agtctatcag gaagccagca ccatattgaa ggacagagct 
600 

caacggttgg aagagtgtta cgagatcatt gagaagaatt tgctgctact tggagccaca 
660 

gccatagaag atcgccttca agcaggagtt ccagaaacca tcgcaacact gttgaaggca 
720 

gaaattaaaa tatgggtgtt gacaggagac aaacaagaaa ctgcgattaa tatagggtat 
780 

tcctgccgat tggtatcgca gaatatggcc cttatcctat tgaaggggga ctctttggat 
840 

gccacaaggg cagccattac tcagcactgc actgaccttg ggaatttgct gggcaaggaa 
900 

aatgacgtgg ccctcatcat cgatggccac accctgaagt acgcgctctc cttcgaagtc 
960 

cggaggagtt tcctggattt ggcactctcg tgcaaagcgg tcatatgctg cagagtgtct 
1020 
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cctctgcaga agtctgagat agtggatgtg 
1080 

gccatcggag acggcgccaa cgatgtcggg 
1140 

atcagtggga atgaaggcat gcaggccacc 
1200 

tcctacttag agaagcttct gttggttcat 
1260 

tgcatcttgt actgcttcta taagaacgtg 
1320 

tttgttaatg gattttctgg gcagatttta 
1380 

gtgattttca ccgctttgcc gcccttcact 
1440 

gagagcatgc tcaggtttcc ccagctctac 
1500 

acaaaggttt tctggggtca ctgcatcaac 
1560 

tttcccatga aagctctgga gcatgatact 
1620 

ttatttgttg gaaatattgt ttacacatac 
1680 

ttggagacca cagcttggac taaattcagt 
1740 

tggctggtgt tttttggcat ctactcgacc 
1800 

atgagaggac aggcaactat ggtcctgagc 
I860 

gttcctactg cctgtttgat tgaagatgtg 
1920 

aagacattgc tggaggaggt gcaggagctg 
1980 

gtgctgcggg atagcaatgg aaagaggctg 
2040 

ggccggaaga cgcccccgac gctgttccgg 
2100 

gggtatgctt tttctcaaga agaacacgga 
2160 

tatgacacca ccaaaaagaa atccaggaag 
2220 

taggaaagag attcagtttg ttgcacccag 
2280 

cgtcagcagc caaaacacca ggaaacacat 
2340 

ttacatattc cctcgcaaac ctggagtgca 
2400 

aactcgtctg cagtgcttag cctaactttt 
2460 

ctctgtgagg tgtgaaatta aaaacattat 
2520 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2561 

<210> 2754 



gtgaagaagc gggtgaaggc catcaccctc 
atgatccaga cagcccacgt gggtgtggga 
aacaactcgg attacgccat cgcacagttt 
ggagcctgga gctacaaccg ggtgaccaag 
gtcctgtaca ttattgagct ctggttcgcc 
tttgaacgtt ggtgcatcgg cctgtacaat 
ctgggaatct ttgagaggtc ctgcactcag 
aaaatcaccc agaatggcga aggcttcaac 
gccttggtcc actccctcat cctcttctgg 
gtgttgacaa gtggtcatgc taccgactat 
gttgttgtta ctgtttgtct gaaagctggt 
catctggctg tctggggaag catgctgacc 
atctggccca ccattcccat tgctccagat 
cccgcacacc tctggttggg attatttctg 
gcatggagag cagccaagca cacctgcaaa 
gaaaccaagt ctcgagtcct gggaaaagcg 
aacgagcgcg accgcctgat caagaggctg 
ggcagctccc tgcagcaggg cgtcccgcat 
gctgttagtc aggaagaagt catccgtgct 
aaataagaca tgaattttcc tgactgatct 
tgttaacaca tctttgtcag agaagactgg 
tcctgtggcc ttagccaagc agtttgttag 
gaccacaggg gaagctatct ttgccctccc 
gtttatgtcg ttatgaagca ttcaactgtg 
gtttcaccaa taaaaaaaaa aaaaaaaaaa 
aaaaaaaaaa a 
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<211> 731 
<212> PRT 
<213> Homo sapiens 



<400> 2754 

Xaa Pro Ser Ser Asp Asp Phe Cys Arg Met Pro Pro Pro Cys Ser Asp 

15 10 15 

Ser Cys Asp Phe Asp Asp Pro Arg Leu Leu Lys Asn lie Glu Asp Arg 

20 25 30 

His Pro Thr Ala Pro Cys lie Gin Glu Phe Leu Thr Leu Leu Ala Val 

35 40 45 

Cys His Thr Val Val Pro Glu Lys Asp Gly Asp Asn lie lie Tyr Gin 

50 55 60 

Ala Ser Ser Pro Asp Glu Ala Ala Leu Val Lys Gly Ala Lys Lys Leu 
65 70 75 80 

Gly Phe Val Phe Thr Ala Arg Thr Pro Phe Ser Val lie lie Glu Ala 

85 90 95 

Met Gly Gin Glu Gin Thr Phe Gly He Leu Asn Val Leu Glu Phe Ser 

100 105 HO 

Ser Asp Arg Lys Arg Met Ser Val He Val Arg Thr Pro Ser Gly Arg 

115 120 125 

Leu Arg Leu Tyr Cys Lys Gly Ala Asp Asn Val He Phe Glu Arg Leu 

130 135 140 

Ser Lys Asp Ser Lys Tyr Met Glu Glu Thr Leu Cys His Leu Glu Tyr 
145 150 155 160 

Phe Ala Thr Glu Gly Leu Arg Thr Leu Cys Val Ala Tyr Ala Asp Leu 

165 170 175 

Ser Glu Gly Asn Glu Tyr Glu Glu Trp Leu Lys Val Tyr Gin Glu Ala 

180 185 190 

Ser Thr He Leu Lys Asp Arg Ala Gin Arg Leu Glu Glu Cys Tyr Glu 

195 200 205 

He He Glu Lys Asn Leu Leu Leu Leu Gly Ala Thr Ala He Glu Asp 

210 215 220 

Arg Leu Gin Ala Gly Val Pro Glu Thr He Ala Thr Leu Leu Lys Ala 
225 230 235 240 

Glu He Lys He Trp Val Leu Thr Gly Asp Lys Gin Glu Thr Ala He 

245 250 255 

Asn He Gly Tyr Ser Cys Arg Leu Val Ser Gin Asn Met Ala Leu He 

260 265 270 

Leu Leu Lys Gly Asp Ser Leu Asp Ala Thr Arg Ala Ala He Thr Gin 

275 280 285 

His Cys Thr Asp Leu Gly Asn Leu Leu Gly Lys Glu Asn Asp Val Ala 

290 295 300 

Leu He He Asp Gly His Thr Leu Lys Tyr Ala Leu Ser Phe Glu Val 
305 310 315 320 

Arg Arg Ser Phe Leu Asp Leu Ala Leu Ser Cys Lys Ala Val He Cys 

325 330 335 

Cys Arg Val Ser Pro Leu Gin Lys Ser Glu He Val Asp Val Val Lys 

340 345 350 

Lys Arg Val Lys Ala He Thr Leu Ala He Gly Asp Gly Ala Asn Asp 

355 360 365 

Val Gly Met He Gin Thr Ala His Val Gly Val Gly He Ser Gly Asn 

370 375 380 

Glu Gly Met Gin Ala Thr Asn Asn Ser Asp Tyr Ala He Ala Gin Phe 
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Glv 
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Phe Phe Gly He 


Tyr 


Ser 
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He 


Trn 














585 
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ro 
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lie 


Pro 


He Ala 


Pro 




Gin 


Ala 


Thr 


Met 


Val 






595 








600 




605 








Leu 


Ser 


Ser 


Ala 


His Phe 


Trp 


Leu Gly Leu Phe 


Leu 


val 


Pro 


Thr 


Ala 




610 








615 




620 










Cys 


Leu 


lie 


Glu 


Asp Val Ala 


Trp Arg Ala Ala 


Lys 


His 


Thr 


Cys 


Lys 


625 








630 




635 










640 


Lys 


Thr 


Leu 


Leu 


Glu Glu 


Val 


Gin Glu Leu Glu 


Thr 


Lys 


Ser 


Arg 


Val 










645 




650 








655 




Leu 


Gly 


Lys 


Ala 


Val Leu Arg 


Asp Ser Asn Gly 


Lys 


Arg 


Leu 


Asn 


Glu 








660 






665 






670 






Arg 


Asp 


Arg 


Leu 


He Lys 


Arg 


Leu Gly Arg Lys 


Thr 


Pro 


Pro 


Thr 


Leu 






675 








680 




685 








Phe 


Arg 


Gly 


Ser 


Ser Leu 


Gin 


Gin Gly Val Pro 


His 


Gly 


Tyr 


Ala 


Phe 




690 








695 




700 










Ser 


Gin 


Glu 


Glu 


His Gly Ala 


Val Ser Gin Glu 


Glu 


Val 


He 


Arg 


Ala 


70S 








710 




715 










720 


Tyr 


Asp 


Thr 


Thr 


Lys Lys 


Lys 


Ser Arg Lys Lys 













725 730 

c210> 2755 

<211> 4795 

<212> DNA 

<213> Homo sapiens 

<400> 2755 

atteggtcat atagagatgt catgaagttg tgtgctgctc atctccctac tgaatcagat 
60 

gcaccaaatc attatcaggc agtatgtcgt gcactgtttg cagaaacaat ggagctccat 
120 
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acatttctga ccaaaattaa gagtgcgaaa gagaatctta agaagattca agaaatggaa 
180 

aagagcgatg aatctagcac agacttggaa gagctgaaaa acgctgactg ggcacgattc 
240 

tgggtacagg tgatgaggga tttgaggaat ggggtaaaac ttaagaaggt ccaagagcgg 
300 

cagtacaacc ctttgcccat tgaatatcag ctcacccctt atgagatgtt aatggatgac 
360 

attcgccgca aaagatacac cttgcgaaaa gtgatggtga atggtgatat tccccctcgg 
420 

ttaaaaaaga gtgctcatga aatcatcctc gacctcatca gatccagacc tcctttaaat 
480 

ccagtctcag ccagaaaact gaaaccaact ccaccacggc cacggagcct ccatgaaaga 
S40 

atattagaag aaattaaagc agaaagaaag ctgcggcctg tatcaccaga ggagattaga 
600 

cgtagcagat tagatgtgac tacccctgaa tctacaaaga atcttgtgga gtcatctatg 
660 

gtgaatggag gtttgacatc acaaacaaaa gaaaacgggt taagtacctc acagcaggtg 
720 

cctgcacagc ggaagaagct cctcagagcc ccaactctgg ccgaactgga cagctctgag 
780 

tctgaggaag aaacgctgca caagtcgacc agcagcagca gcgtgtctcc ctctttccct 
840 

gaagagccag tcctggaggc cgtgtccaca aggaagaagc ctccaaaatt cctgcccata 
900 

tcatcaacac cccagccaga gagacggcag ccaccccaga gacgacattc cattgaaaag 
960 

gaaacgccta ctaacgtgag gcagttcctg ccgccttcca ggcagagttc ccgctctctt 
1020 

gaggaattct gctacccagt ggaatgcctc gctcttactg tggaagaagt gatgcatatt 
1080 

cgccaggtcc tggtgaaggc agagctggaa aaataccaac agtataaaga catctacacc 
1140 

gccttgaaaa aaggaaagct ctgcttttgt tgccgaacca ggaggttttc cttcttcact 
1200 

tggtcttata cctgtcagtt ctgtaagagg ccggtgtgct cacagtgttg caaaaagatg 
1260 

cggctgccct ccaaaccata ctccactctt cctatctttt cattgggacc ttctgctctg 
1320 

caaagagggg aaagtagtat gaggtcagaa aaaccctcca ctgcccatca tcggccactt 
1380 

cggagcattg ccaggttctc ctcaaaatct aagtctatgg acaaatcaga tgaagaactc 
1440 

cagtttccca aagagttgat ggaggactgg agcaccatgg aggtgtgtgt ggactgcaag 
1500 

aagttcattt cggaaatcat cagttcaagc cggcgcagtc tggtgttggc caacaaaagg 
1560 

gcccgattga aaaggaaaac gcagtctttc tacatgtcct cgccaggccc ctcggagtac 
1620 

tgcccttcag agaggacgat cagtgagatc tgagcctcgt gcctttcagc tgcttttgtg 
1680 

ctacgagtca gcgtccgtgc gcgaggacac tgagccgggc tggctctcct ttctgtggtt 
1740 
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ttatttaacg ggcttgaatt tgcattagat 
1600 

gactgaatgc tgtgttcgta tcgattgatg 
1860 

gcactgagag aggacaacag tttgaaactt 
1920 

gtagctactt ccttagttca gttctttact 
1980 

aaaaaaaaag cttctcctac gagaatcagt 
2040 

taagcagtaa gtcatattgg cacttccacg 
2100 

atccagagcc ctacactcca cgacctgggg 
2160 

tgacactctt caactgattt ttaaatgttg 
2220 

tttttgcctg cattctagtg caaaacatct 
2280 

ttcccctgag tggccgtgtt gtcccagtgc 
2340 

ggtcttcatt ctctatcttg aatgtattat 
2400 

agaattaaag ttgtgtggga gtttcaggac 
2460 

gagcgtattt tggttaccta tgagaagggt 
2520 

acgctgcaga aatgagctgg agctcatggg 
2580 

tacatccatc ttgagtaaat taagccacaa 
2640 

atttttataa atgaatttta aaagaaaaaa 
2700 

taacctgctg acaggcaaca tttttggggt 
2760 

tttgagtgag taggtttggt ttctgacgaa 
2820 

aaatgtctca gtgtgtttgg ctcatacgtg 
2880 

aaatgactaa ccaaccaaat tgtcattaat 
2940 

ataatttcct gaaagccata ggacatgtct 
3000 

gaaaggcatg gcggctgcat ttcataccac 
3060 

ttaacagtaa tacctcaaaa ctgctccggt 
3120 

ttagtaaaag gcttaaaatt acttatactt 
3180 

aatgcatgtt aacagttggt ctgtatttgc 
3240 

ttgattactt aagtgtttac attatcttaa 
3300 

actgggtgaa tctcatttat aaaacttcct 
3360 



cagatttttg ccgcatcaca ttgttccaca 
aaacgtgaca ggtccgccaa ttgctcgttt 
acttttgtgt gtgtgtggct ttggaagcca 
gttcctcgaa taatctcctg actaaggcaa 
ccaacagaga tgccgatgtc agcacagccc 
tgactgtgtt tctatcccgt gtacagagag 
gctcacagca cagaacctag aagcacctgc 
ttgcttggag ataaaaatta cataagggac 
gaagagctgt acacccacaa gggtgactat 
cctggttcag tgtctcctga gcggatgaca 
ggttactaat agttttataa tggaggtcta 
aaaggaaggc caaaagtttg tcaagacgtt 
tgtgacagtg tacagtggca gctgttggcc 
ttttcagcta catttttcat aactttgtag 
tttggtacct agggtctcaa actaaaattt 
tatctacttc ttttaaagtt agaagaaaat 
gctttctgca ctagttttcc ttgtaaatga 
agtagactgg agggtagcat tgtatgcctc 
ggccatactt tattattttg gtatgcttac 
gtttggaaaa tctgttaatg cacatgcaca 
gtagtcagca ccacgatagc accgtttcat 
atcaaaatac agtaacattt ctatactaaa 
agtagttttt aatggattga aatttacagt 
atgaaataaa ctttaccagt tgactaaaat 
atgtaaaagt gggccaccag agaaccctca 
agactcctgt ttaagagctt tcagaattgt 
aagagactat ctgaactcta tactccagac 
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agttaggtgg gagtataaat ctaccccttt 
3420 

actacccaga agggcacaag ggggaaggaa 
3480 

cctaggagaa tgtgtttttt aaaataatga 
3540 

cacccccaaa ataagacttt cattcacatt 
3600 

acttcacttt atgatagtgt attggatgat 
3660 

acagaacata cattcttcaa cagcattaac 
3720 

gtggagggta cgttcatatg aaacaatctg 
3780 

acagttaaag ttgtagaaat caaattacta 
3840 

atttaacccc cctttctacc accccccctc 
3900 

agggtaattc actaagagct tgtggagctt 
3960 

taggcatagc ttccagttct tccttccttg 
4020 

atccaacaac aaaagaaatg tctggctggt 
4080 

tgtgtgcgta tctgaaccat catccctgct 
4140 

cggttccttt tgtcccatac gtcatgaagt 
4200 

ccatggctta actccctgtc agtgtcggag 
4260 

tatttattaa tatttgaaag gcattcattc 
4320 

caagtgaaaa tgaatgattg acgtacgttg 
4380 

aaggatttca aatgaaacca gaaggtggtt 
4440 

aaagagattc tgttattagc accatgaact 
4500 

ttctaactat attactgtag gactggatat 
4560 

tgctgtttgc taaagcaaaa tagcagaaaa 
4620 

tagagaaatg tgtactactg acggggcttt 
4680 

ggtattgctg gcattcaggg tgacatgatg 
4740 

ttttaaaatt tagagaaaaa taaaatggct 
4795 

<210> 2756 

<211> 550 

<212> PRT 

<213> Homo sapiens 



tgatgacccc aggcttgagt ttttaaaatg 
atggtatttg tatatgtaca taaatatgca 
ctactgtttt tactaaaaca taagaaacta 
cacaaagcaa acatctagta catgtctttc 
ttgggcatta cgatcacctc ttaccacagc 
ggagtttgcc aagtgcatta aagaggtcac 
cagaaagtgg ggtaagaaag ggcacatggc 
tcattttttg ctgccaaaac aaagtcttac 
cacacttcac gtcagctaca tagtttccac 
ggttttaaaa tccttagcct ggtctgactt 
tcctggtttc ttgttcagct tttacttcta 
ctcagctaga gtctgatgtg tcttagagca 
ctcatctcag ctccctccag gcctgagcac 
cacactattg ggaaacctgt gcttccctct 
tgtataagaa tgcttgtaaa tactgtaata 
agtggacagt gggaattaac tctcccaagg 
atttaacaat cttactagat tttaattctt 
atgtaagagg cttaaaatga tcttatgttt 
cgtactatga aatttttaag ccttttattt 
taggtgtcat ataggaaaca caaaagttat 
ttttgtatat gcaaaactgt tgaaggacca 
tactaggctt cctgcgtgtg taaaagtcga 
gtactaaatg ttttccatta aagtcttcta 
ttccatgcag aaaaaaaaaa aaaaa 
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295 










300 










Gin 


Pro 


Glu 


Arg 


Arg 


Gin 


Pro 


Pro 


Gin 


Arg 


Arg His 


Ser 


He 


Glu 


Lys 


305 










310 










315 










320 


Glu 


Thr 


Pro 


Thr 


Asn 


Val 


Arg 


Gin 


Phe 


Leu 


Pro 


Pro 


Ser 


Arg 


Gin 


Ser 










325 










330 










335 




Ser Arg 


Ser 


Leu 


Glu 


Glu 


Phe 


Cys 


Tyr 


Pro 


Val Glu Cys 


Leu 


Ala 


Leu 








340 










345 










350 






Thr 


Val 


Glu 


Glu 


Val 


Met 


His 


He 


Arg 


Gin 


val 


Leu 


Val 


Lys 


Ala 


Glu 






355 










360 










365 








Leu 


Glu 


Lys 


Tyr 


Gin 


Gin 


Tyr 


Lys 


Asp 


He 


Tyr 


Thr 


Ala 


Leu 


Lys 


Lys 




370 










375 










380 










Gly Lys 


Leu 


Cys 


Phe 


Cys 


Cy3 


Arg 


Thr 


Arg 


Arg 


Phe 


Ser 


Phe 


Phe 


Thr 


385 










390 










395 










400 


Trp 


Ser 


Tyr 


Thr 


Cys 


Gin 


Phe 


Cys 


Lys 


Arg 


Pro 


Val 


Cys 


Ser 


Gin 


Cys 










405 










410 










415 




Cys 


Lys 


Lys 


Met 


Arg 


Leu 


Pro 


Ser 


Lys 


Pro 


Tyr 


Ser 


Thr 


Leu 


Pro 


lie 
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420 










425 










430 




Phe Ser 


Leu 


Gly 


Pro 


Ser 


Ala 


Leu 


Gin 


Arg 


Gly Glu 


Ser 


Ser Met Arg 




43S 










440 










445 






Ser Glu 


Lys 


Pro 


Ser 


Thr 


Ala 


His 


His 


Arg 


Pro 


Leu 


Arg 


Ser 


He Ala 


4S0 








455 










460 








Arg Phe 


Ser 


Ser 


Lys 


Ser 


Lys 


Ser 


Met 


Asp 


Lys 


Ser 


Asp 


Glu 


Glu Leu 


465 








470 










475 








480 


Gin Phe 


Pro 


Lys 


Glu 


Leu 


Met 


Glu 


Asp 


Trp 


Ser 


Thr 


Met 


Glu 


Val Cys 








485 










490 










495 


Val Asp 


Cys 


Lys 


Lys 


Phe 


He 


Ser 


Glu 


He 


lie 


Ser 


Ser 


Ser 


Arg Arg 






500 










505 










510 




Ser Leu 


Val 


Leu 


Ala 


Asn 


Lys 


Arg 


Ala 


Arg 


Leu 


Lys 


Arg 


Lys 


Thr Gin 




515 










520 










525 






Ser Phe 


Tyr 


Met 


Ser 


Ser 


Pro 


Gly 


Pro 


Ser 


Glu 


Tyr 


Cys 


Pro 


Ser Glu 


530 










535 










540 








Arg Thr 


lie 


Ser 


Glu 


He 




















545 








550 





















<210> 2757 
<211> 449 
<212> DNA 

<213> Homo sapiens 
<400> 2757 

ggcagcggca gggacttttc acttaggaga tcagcatttg ccctgatgga aactgggcga 
60 

tcctgcaggg actgacctct gagttatcca aaggccgacc tggggaaaga ctgattttga 
120 

ggttttaata gttttcagat gcttcaagtg ttgtgaacag agacttgttt ggattatgca 
180 

tttctcagct agactaaata aatgctagca atggatacgt gcaaacatgt tgggcagctg 
240 

cagcttgctc aagaccattc cagcctcaac cctcagaaat ggcactgtgt ggactgcaac 
300 

acgaccgagt ccatttgggc ttgccttagc tgctcccatg ttgcctgtgg aagatatatt 
360 

gaagagcatg cactcaagca ctttcaagaa agcagtcatc ctgttgcatt ggaggtgaat 
420 

gagatgtacg ttttttgtta cctttgtga 
449 

<210> 2758 
<211> 82 
<212> PRT 

<213> Homo sapiens 
<400> 2758 

Met Leu Ala Met Asp Thr Cys Lys His Val Gly Gin Leu Gin Leu Ala 

15 10 15 

Gin Asp His Ser Ser Leu Asn Pro Gin Lys Trp His Cys Val Asp Cys 

20 25 .30 

Asn Thr Thr Glu Ser He Trp Ala Cys Leu Ser Cys Ser His Val Ala 

35 40 45 

Cys Gly Arg Tyr He Glu Glu His Ala Leu Lys His Phe Gin Glu Ser 
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50 55 60 

Ser His Pro VaX Ala Leu Glu Val Asn Glu Met Tyr Val Phe Cys Tyr 
65 70 75 80 

Leu Cys 



<210> 2759 
<211> 688 
<212> DNA 

<213> Homo sapiens 
<400> 2759 

taccgaagtc ctttccgccc caggccacgc cagcagccta ccacagaagg tggggatggt 
60 

gagaccaagc ccagccaagg tcccgctgat ggttcccggc ctgagcccca gcgcccacga 
120 

aaccgcccct acttccagcg gagacggcag caggcccctg gcccccagca ggcccctggc 
180 

ccccggcagc ccgcagcccc tgagacctca gcccctgtca acagtgggga ccccaccacc 
240 

accatcctgg agtgattcca actcaactca aaggacaccc agagctgcca tctggtatct 
300 

gccagttttt ccaaatgacc tgtaccctac ccagtaccct gctccccctt tcccataatt 
360 

catgacatca aaacatcagc ttttcacctt ttccttgaga ctcaggaggg ccaaagcaac 
420 

agcctctggc ttttttctct ttttcttccc tctcccctag catgggttga aggaagggag 
480 

ccatccttac tgttcagaga cagcaactcc ctcccgtaac tcaggctgag aaggaaccag 
S40 

ccagctctta cctccccctg gttgcttttc ttgcccccac cccaagttta tttttgtttt 
600 

cccccggccc cctacctctg aagccatctt atgatctgtc atgtgccacc tgagcctcca 
660 

gtaaaaacaa aaacaggaaa aaaaaaaa 
688 

<210> 2760 
<211> 84 
<212> PRT 

<213> Homo sapiens 
<400> 2760 

Tyr Arg Ser Pro Phe Arg Pro Arg Pro Arg Gin Gin Pro Thr Thr Glu 

15 10 15 

Gly Gly Asp Gly Glu Thr Lys Pro Ser Gin Gly Pro Ala Asp Gly Ser 

20 25 30 

Arg Pro Glu Pro Gin Arg Pro Arg Asn Arg Pro Tyr Phe Gin Arg Arg 

35 40 45 

Arg Gin Gin Ala Pro Gly Pro Gin Gin Ala Pro Gly Pro Arg Gin Pro 

50 55 60 

Ala Ala Pro Glu Thr Ser Ala Pro Val Asn Ser Gly Asp Pro Thr Thr 
65 70 75 80 

Thr He Leu Glu 
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<210> 2761 
<211> 922 
<212> DNA 

<213> Homo sapiens 
<400> 2761 

acgcgtgaag ggccacaggt atctgaaaat ttgcagaaaa cagaattaag tgatggaaaa 
60 

agcattgaac cagggggaat agacattacc cttagtagtt ctctttccca ggcgggtgat 
120 

cccataactg agggcaataa agagccagat aagacctggg tgaaaaaggg agagcccctc 
180 

ccggtaaaac tgaactcttc tacagaagca aatgtgatta aagaggctct agactcctct 
240 

ttggaatcta ctctggacaa cagctgtcaa ggtgcacaaa tggataataa atctgaagtt 
300 

cagttgtggc tgttaaagag aattcaggta cccattgaag atatacttcc ttcaaaagaa 
360 

gaaaaaagca agaccccacc catgttcctg tgcatcaaag tgggaaaacc aatgagaaaa 
420 

tcctttgcca ctcacactgc agccatggtc cagcagtacg gcaaacggag aaagcagcca 
480 

gagtactggt ttgctgttcc tcgggagagg gtggatcatt tgtacacatt ctttgttcag 
540 

tggtctcccg atgtctatgg aaaagatgcc aaagagcaag gctttgtggt ggtggagaag 
600 

gaagaactga acatgattga caacttcttc agtgagccaa caaccaagag ctgggagatc 
660 

atcactgttg aagaggcaaa gcgcaggaag agcacatgca gctactatga agacgaggac 
720 

gaagaggtgc tgcctgtcct ccggcccccc agggcgttct gggagaataa gcccctgaac 
780 

cgctgggccc gcccctttcc tgcaagggtg caagggtatc catggagact ggcctatagc 
840 

acgttagagc acgggaccag cttaaagacg ctctaccgga aatcggcatc actagacagt 
900 

cctgtcctat tggtcatcaa ag 
922 

<210> 2762 
<211> 307 
<212> PRT 

<213> Homo sapiens 
<400> 2762 

Thr Arg Glu Gly Pro Gin Val Ser Glu Asn Leu Gin Lys Thr Glu Leu 

15 10 IS 

Ser Asp Gly Lys Ser He Glu Pro Gly Gly He Asp He Thr Leu Ser 

20 25 30 

Ser Ser Leu Ser Gin Ala Gly Asp Pro lie Thr Glu Gly Asn Lys Glu 

35 40 45 

Pro Asp Lys Thr Trp Val Lys Lys Gly Glu Pro Leu Pro Val Lys Leu 
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50 






5S 


60 




Asn Ser 


Ser Thr Glu 


Ala 


Asn Val 


He Lys Glu Ala 


Leu Asp Ser Ser 


65 




70 




75 


80 


Leu Glu 


Ser Thr Leu Asp 


Asn Ser 


Cys Gin Gly Ala 


Gin Met Asp Asn 




85 






90 


95 


Lys Ser 


Glu Val Gin 


Leu 


Trp Leu 


Leu Lys Arg He 


Gin Val Pro He 


100 






105 


110 


Glu Asp 


lie Leu Pro 


Ser 


Lys Glu 


Glu Lys Ser Lys 


Thr Pro Pro Met 




115 




120 




125 


Phe Leu 


Cys He Lys 


val 


Gly Lys 


Pro Met Arg Lys 


Ser Phe Ala Thr 


130 






135 


140 




His Thr 


Ala Ala Met 


val 


Gin Gin 


Tyr Gly Lys Arg 


Arg Lys Gin Pro 


145 




150 




155 


160 


Glu Tyr Trp Phe Ala 


Val 


Pro Arg 


Glu Arg Val Asp 


His Leu Tyr Thr 




165 






170 


175 


Phe Phe 


Val Gin Trp 


Ser 


Pro Asp 


Val Tyr Gly Lys 


Asp Ala Lys Glu 




180 






185 


190 


Gin Gly 


Phe Val Val 


Val 


Glu Lys 


Glu Glu Leu Asn 


Met He Asp Asn 


195 




200 




205 


Phe Phe 


Ser Glu Pro 


Thr 


Thr Lys 


Ser Trp Glu He 


lie Thr Val Glu 


210 






215 


220 




Glu Ala 


Lys Arg Arg 


Lys 


Ser Thr 


Cys Ser Tyr Tyr 


Glu Asp Glu Asp 


225 




230 




235 


240 


Glu Glu 


Val Leu Pro 


Val 


Leu Arg 


Pro Pro Arg Ala 


Phe Trp Glu Asn 




245 






250 


25S 


Lys Pro 


Leu Asn Arg Trp 


Ala Arg 


Pro Phe Pro Ala 


Arg Val Gin Gly 


260 






265 


270 


Tyr Pro 


Trp Arg Leu 


Ala 


Tyr Ser 


Thr Leu Glu His 


Gly Thr Ser Leu 




275 




280 




285 


Lys Thr 


Leu Tyr Arg 


Lys 


Ser Ala 


Ser Leu Asp Ser 


Pro Val Leu Leu 


290 






295 


300 




Val He 


Lys 











305 



<210> 2763 

<211> 2210 

<212> DNA 

<213> Homo sapiens 



<400> 2763 

gtgttttttt ttgtgcaaag aaagcttttt atttgagaac acctagatac ttttggaaat 
60 

gttcttgttg gatcacaaac aacctaattg acagtctatc gccaacatcc acaaacacag 
120 

caaacagtcc agtcctgcag accacacagg gtacatctag agggttctac ttgcatcacc 
180 

cacacttcca ctcctgtgaa acaactgtct tgggcatgag aagggccagg ataggccagg 
240 

tgaatggcag gctgcccaac aaccccaatc ccaaaccaac ctcccaggcc atgggcccaa 
300 

gtccctgcag gaagatgcta ataggtacaa caggtagaac atgtagacac aaacatctag 
360 

tttatttttt ctgactgtaa ccaaagtcag caaaagaaac aacaaaactt cagtgcccta 
420 
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gaaatcctcc tggattcaat 
480 

tatgaaatca ccttataatc 
540 

tctttaatag ctacaccaca 
600 

tccaagagca tcaggttaga 
660 

cacgacatca ttcataaata 
720 

aggactggag ggcgattttg 
780 

ttctcacttt ggttgggagt 
840 

aaatcaatca ctgcctttag 
900 

tctgtgagct gtattcgcat 
960 

tactctccaa tgggtaatat 
1020 

caaacttctg gtacagtagc 
1080 

tgcccatgca ggtctgaatc 
1140 

attcagggtg gacgaacaga 
1200 

tgaagccaaa ggcaatgatg 
1260 

gcagacactc agacaggtca 
1320 

ttgggatgtg atttggccgc 
1380 

agtgagggtc gctcctgtgc 
1440 

gctttgtttc ataatcacgc 
1500 

caatactctg gtccacagcc 
1560 

tctggtgtcg aaatcccttc 
1620 

agtcctgaca ggtggttctg 
1680 

ctttggctcc ataaatcccg 
1740 

caaaaagtgg taacccccta 
1800 

tccgagcttc cggagtcatg 
I860 

gcttttcctc gtagatgctc 
1920 

ccagctgagg cttcctcttt 
1980 

cttcaccgtc aatatccatc 
,2040 



gacaacacat caatggccgg 
tctcatcatc ccaggacagt 
ttttctcatc ctttaagtta 
tgctctttca ctcttacaaa 
actgtggagc ctgggatgct 
ctaaagggct gctcactgct 
ttgaaggacc atgtaatcac 
atctccacaa agacctgttc 
cagcgccgga gcctcagaaa 
ttatcataga aatctaatac 
atagcggggt tgcttgctga 
agatgataga tcatgaaagt 
aatgaaatgt aagcttcatt 
acttttttat aaagaacaac 
atgccaggcc aaaaaaactc 
acataacagt aatcgagagg 
aggtgggaac gaatctgtga 
ctgatataag gcttcaagat 
atatcttctg atcctaccaa 
ctggacggca aggaagtctg 
tacgtggctt gtccagctgg 
tcaactaaca aaagagcagc 
tcccttttcg ctcgtctgac 
gcaacagcac cgggacaagc 
acgggagtat acctgggctc 
tctctagccc ttgtttgcaa 
ctgtcgggtt tttcctcctc 



gcacagggcc ggattccttt 
gccttttggg actgcatgaa 
tgacagacag gttatctctc 
ctgtcaggtg gagggagaat 
ggctgaaggc atctccagga 
catttcactg catgccgctt 
agagattaga gctccctgtg 
tccaatagca catgcgtttc 
gaatgcgtgt ttacactctg 
atattcttca gtcttgaatc 
gacgtgaagg gttacgtcct 
tgcaatccct gctcttctcc 
gtatttcaca tcaggaacca 
aacactgaag tctgggtact 
ctgacacatg gagttgatcg 
tgcgtcgggc tccggcgtcc 
caggagctgc agtttgggtg 
ccgagaggta taagggctga 
gcgatacaaa aacttggtgg 
gtatcggtca aggattctga 
aagtctggaa attcctcctt 
attaacaact tgatccaagt 
aatcagtttg cgtttcagtc 
ttccagcctc ttgagcagca 
tttcggcttt gtgtccttct 
agatgtgttt gaatctgtgt 
actctctacc tcctgcttta 
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tctgttcagg gcctctgacc ttctttctgc ccccaaccac tggcccagaa gctactgacc 
2100 

cagcaggggg tgggacgtac tccatccctg ggtctatgac tccatcgcct tccatctcat 
2160 

cgtcatcatg aaacaaggct tgtgggggca tcacatctgg aatcagatct 
2210 



<210> 2764 

<211> 423 

<212> PRT 

<213> Homo sapiens 



<400> 2764 

Met Pro Pro Gin Ala Leu Phe His Asp Asp Asp Glu Met Glu Gly Asp 

IS 10 15 

Gly Val He Asp Pro Gly Met Glu Tyr Val Pro Pro Pro Ala Gly Ser 

20 25 30 

Val Ala Ser Gly Pro Val Val Gly Gly Arg Lys Lys Val Arg Gly Pro 

35 40 45 

Glu Gin He Lys Gin Glu Val Glu Ser Glu Glu Glu Lys Pro Asp Arg 

SO 55 60 

Met Asp He Asp Ser Glu Asp Thr Asp Ser Asn Thr Ser Leu Gin Thr 
65 70 75 80 

Arg Ala Arg Glu Lys Arg Lys Pro Gin Leu Glu Lys Asp Thr Lys Pro 

85 90 95 

Lys Glu Pro Arg Tyr Thr Pro Val Ser He Tyr Glu Glu Lys Leu Leu 

100 105 HO 

Leu Lys Arg Leu Glu Ala Cys Pro Gly Ala Val Ala Met Thr Pro Glu 

115 120 125 

Ala Arg Arg Leu Lys Arg Lys Leu He Val Arg Gin Ala Lys Arg Asp 

130 135 140 

Arg Gly Leu Pro Leu Phe Asp Leu Asp Gin Val Val Asn Ala Ala Leu 
145 ISO 155 160 

Leu Leu Val Asp Gly He Tyr Gly Ala Lys Glu Gly Gly He Ser Arg 

165 170 175 

Leu Pro Ala Gly Gin Ala Thr Tyr Arg Thr Thr Cys Gin Asp Phe Arg 

180 185 190 

He Leu Asp Arg Tyr Gin Thr Ser Leu Pro Ser Arg Lys Gly Phe Arg 

195 200 20S 

His Gin Thr Thr Lys Phe Leu Tyr Arg Leu Val Gly Ser Glu Asp Met 

210 215 220 

Ala Val Asp Gin Ser He Val Ser Pro Tyr Thr Ser Arg He Leu Lys 
225 230 235 240 

Pro Tyr He Arg Arg Asp Tyr Glu Thr Lys Pro Pro Lys Leu Gin Leu 

245 250 255 

Leu Ser Gin He Arg Ser His Leu' His Arg Ser Asp Pro His Trp Thr 

260 265 270 

Pro Glu Pro Asp Ala Pro Leu Asp Tyr Cys Tyr Val Arg Pro Asn His 

275 280 285 

He Pro Thr He Asn Ser Met Cys Gin Glu Phe Phe Trp Pro Gly He 

290 295 300 

Asp Leu Ser Glu Cys Leu Gin Tyr Pro Asp Phe Ser Val Val Val Leu 
305 310 315 320 

Tyr Lys Lys Val He He Ala Phe Gly Phe Met Val Pro Asp Val Lys 
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325 








330 335 




Tyr Asn 


Glu 


Ala 


Tyr 


He 


Ser 


Phe 


Leu Phe Val His Pro Glu Trp 


Arg 






340 










345 3S0 


Arg Ala 


Gly 
355 


He 


Ala 


Thr 


Phe 


Met 
360 


He Tyr His Leu He Gin Thr 
365 


Cys 


Met Gly 


Lys 


Asp 


Val 


Thr 


Leu 


His 


Val Ser Ala Ser Asn Pro Ala 


Met 


370 










375 




380 




Leu Leu 


Tyr 


Gin 


Lys 


Phe 


Gly 


Phe 


Lys Thr Glu Glu Tyr Val Leu 


Asp 


385 








390 






395 


400 


Phe Tyr 


Asp 


Lys 


Tyr 
405 


Tyr 


Pro 


Leu 


Glu Ser Thr Glu Cys Lys His 
410 41S 


Ala 


Phe Phe 


Leu 


Arg 
420 


Leu 


Arg 


Arg 









<210> 2765 

<211> 582 

<212> DNA 

<213> Homo sapiens 

<400> 2765 

tctgggtgtg gagccttatt attcaccact ttggcaggtg tctcagtggc ttacttaccc 
60 

ttgttcatcc cactggtgct cggctgctgg ctggcccaca aacatgttct catagtcggg 
120 

agtggagggg caggatggca cggccacttg gggcttgggg gcgctccggc tgccgtaccg 
180 

tggctgcaag cctaaaccgg gcttgggccc atcctgagca gcccagggtt tgttcagctc 
240 

ccggcttctg gccactcggc atcgccagag tctccaggcc agcacagggc cagcgatggc 
300 

aagtccaaga agcaggcacc cgctgaccac cactgccccg atagttgcag aggccaggcc 
360 

aggggcgcag ctgacctcca ggaaggcaga gaggttgtgc tgggagctgg ttgtgtccca 
420 

gcagagcaga ggcttctggc cagagcagtt gtctcggcgg atgtcgtgcc aggactccag 
480 

ggcacagttg cagtcggcct gcaggtcaag gtcacagcgg gcggccagcg ccccatccac 
540 

acgagacaag gggttgcgta gcacgttcag gacctcaagc tt 
582 

<210> 2766 

<211> 100 

<212> PRT 

<213> Homo sapiens 

<400> 2766 

Met Gly Arg Trp Pro Pro Ala Val Thr Leu Thr Cys Arg Pro Thr Ala 

15 io is 

Thr Val Pro Trp Ser Pro Gly Thr Thr Ser Ala Glu Thr Thr Ala Leu 

' 20 25 30 

Ala Arg Ser Leu Cys Ser Ala Gly Thr Gin Pro Ala Pro Ser Thr Thr 

35 40 45 

Ser Leu Pro Ser Trp Arg Ser Ala Ala Pro Leu Ala Trp Pro Leu Gin 
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50 55 
Leu Ser Gly Gin Trp Trp Ser Ala Gly Ala Cys 
65 70 75 

Ser Leu Ala Leu Cys Trp Pro Gly Asp Ser Gly 
85 90 

Glu Ala Gly Ser 
100 

<210> 2767 
<211> 1202 
<212> DNA 

<213> Homo sapiens 
<400> 2767 

gaattcctca ttgataactg ctttgaaata tttggggaga acattccagt gcattccagt 
60 

atcacttctg atgactccct ggagcacact gacagttcag atgtgtcgac cctgcagaat 
120 

gactcagcct acgacagcaa cgaccctgat gtggaatcca acagcagcag tggcatcagc 
180 

tctcccagca ggcagcccca ggtgcccatg gccacagctg ctggcttgga tagcgcgggc 
240 

ccacaggacg cccgagaggt cagcccagag cccattgtga gcaccgtggc caggctgaaa 
300 

agctccctcg cacagcccga taggagatac tcagagccca gcatgccatc ctcccaggag 
360 

tgccccgaga gccgggtgac aaaccaaaca ctaacaaaga gtgaagggga cttccccgtg 
420 

ccccgggtag gctctcgttt ggaaagtgag gaggctgaag acccatttcc agaggaggtc 
480 

ttccctgcag tgcaaggcaa aaccaagagg ccggtggacc tgaagatcaa gaacttggcc 
540 

ccgggttcgg tgctcccgcg ggcactggtt ctcaaagcct tctccagcag ctcgctggac 
600 

gcgtcctctg acagctcgcc cgtggcttct ccttccagtc ccaaaagaaa tttcttcagc 
660 

agacatcagt ctttcaccac aaagacagag aaaggcaagc ccagccgaga aattaaaaag 
720 

cactccatgt ctttcacctt tgcccctcac aaaaaagtgc cgaccaaaaa cctcagcgcg 
780 

ggctctggga aatcgcaaga ctttaccagg gaccacgtcc cgaggggtgt cagaaaggaa 
840 

agccagcttg ccggccgaat cgtgcaggaa aatgggtgtg aaacccacaa ccaaacagcc 
900 

cgcggcttcc gcctgagacc ccacgccctc tcggtggatg atgtgttcca gggagctgac 
960 

cgggagaggc ctggaagccc accctcttat gaagaggcca tgcagggccc ggcagccaga 
1020 

ctagtggcct cccagcaatt tcaatttcta gcttgacact aaaatggtta tttttcagta 
1080 

acggggggag aagtggggag gcagagtgtg aagggaaata aaaccaatta gtaattttta 
1140 

actatcaaat gcactccagc aatcagtcaa aacaggcccg aggaaacctg ttccaactta 
1200 



60 

Phe Leu Asp Leu Pro 
80 

Asp Ala Glu Trp Pro 
95 
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ag 
1202 

<210> 2768 

<211> 282 

<212> PRT 

<213> Homo sapiens 



<400> 2768 



Met 


Ala 


Thr 


Ala 


Ala Gly Leu Asp Ser Ala 


Gly Pro Gin Asp Ala 


Arg 


1 








5 




10 


15 




Glu 


Val 


Ser 


Pro 


Glu Pro lie Val 


Ser 


Thr 


Val Ala Arg Leu Lys 


Ser 








20 




25 




30 




Ser 


Leu 


Ala 


Gin 


Pro Asp Arg Arg 


Tyr 


Ser 


Glu Pro Ser Met Pro 


Ser 






35 




40 






45 




Ser 


Gin 


Glu 


Cys 


Leu Glu Ser Arg 


val 


Thr 


Asn Gin Thr Leu Thr 


Lys 




50 






55 






60 




Ser 


Glu 


Gly 


Asp 


Phe Pro Val Pro 


Arg 


Val 


Gly Ser Arg Leu Glu 


Ser 


65 








70 






75 


80 


Glu 


Glu 


Ala 


Glu 


Asp Pro Phe Pro 


Glu 


Glu 


Val Phe Pro Ala Val 


Gin 










85 




90 


95 




Gly 


Lys 


Thr 


Lys 


Arg Pro Val Asp 


Leu 


Lys 


He Lys Asn Leu Ala 


Pro 








100 




105 




110 




Gly 


Ser 


Val 


Leu 


Pro Arg Ala Leu 


val 


Leu 


Lys Ala Phe Ser Ser 


Ser 






115 




120 






125 




Ser 


Leu 


Asp 


Ala 


Ser Ser Asp Ser 


Ser 


Pro 


Val Ala Ser Pro Ser 


Ser 




130 






135 






140 




Pro 


Lys 


Arg 


Asn 


Phe Phe Ser Arg 


His 


Gin 


Ser Phe Thr Thr Lys 


Thr 


145 








150 






155 


160 


Glu 


Lys 


Gly 


Lys 


Pro Ser Arg Glu 


lie 


Lys 


Lys His Ser Met Ser 


Phe 










165 




170 


175 




Thr 


Phe 


Ala 


Pro 


His Lys Lys Val 


Leu 


Thr 


Lys Asn Leu Ser Ala 


Gly 








180 




185 




190 




Ser 


Gly 


Lys 


Ser 


Gin Asp Phe Thr Arg Asp 


His Val Pro Arg Gly 


Val 






195 




200 






205 




Arg 


Lys 


Glu 


Ser 


Gin Leu Ala Gly Arg 


He 


Val Gin Glu Asn Gly 


Cys 




210 






215 






220 




Glu 


Thr 


His 


Asn 


Gin Thr Ala Arg Gly Phe 


Cys Leu Arg Pro His 


Ala 


225 








230 






235 


240 


Leu 


Ser 


Val 


Asp 


Asp Val Phe Gin Gly Ala 


Asp Trp Glu Arg Pro 


Gly 










245 




2S0 


255 




Ser 


Pro 


Pro 


Ser 


Tyr Glu Glu Ala Met Gin 


Gly Pro Ala Ala Arg 


Leu 








260 




265 




270 




Val 


Ala 


Ser 


Gin 


Gin Phe Gin Phe 


Leu 


Ala 







275 280 



<210> 2769 

<211> 1286 

<212> DNA 

<213> Homo sapiens 

<400> 2769 

atctgcaaca tgtacaccat gtacagcatg atgaacgtcg gccagacagc cgagaaggtg 
60 



2006 
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gaggccctcc cggagcaggt agcccccgag tcccgaaatc gcatccgggt tcggcaagac 
120 

ctggcgtctc tcccggctga acttatcaac cagattggga accgctgcca ccccaagctc 
180 

tacgacgagg gcgacccctc tgagaagctg gagctggtga caggcaccaa cgtgtacatc 
240 

acaagggcgc agctgatgaa ctgccacgtc agcgcaggca cgcggcacaa ggtcctactg 
300 

cggcggctcc tggcctcctt ctttgaccgg aacacgctgg ccaacagctg cggcaccggc 
360 

atccgctctt ctaccaacga tccccgtcgg aagcccctgg acagccgcgt gctccacgct 
420 

gtcaagtact actgccagaa cttcgccccc aacttcaagg agagcgagat gaatgccatc 
480 

gcggccgaca tgtgcaccaa cgcccgccgc gtcgtgcgca agagctggat gcccaaggtc 
540 

aaggtgctca aggctgagga tgacgcctac accaccttca tcagtgaaac gggcaagatc 
600 

gagccggaca tgatgggtgt ggagcatggc ttcgagaccg ccagccacga gggcgaggcg 
660 

ggtcccatcg ctgaagccct gcagtaaccc gcccagcctc ccgcggggcc gcacacttcc 
720 

cctcccaaca cacacacaca cctgccatct tggtcatgag ctactgtctg tccctcccca 
780 

ggacccgcgg tgggtgctgc atgttcccgg ccctctgccc ctcctgtcct accccctttc 
840 

cccaccgaga gctgggccgg gagaggaccg cagggcaggt ggcgtgaggt ccgtgttgcc 
900 

ttctttaaca cacactcgtg cagtggggga gttctggctc cccaacctaa cccctagccg 
960 

tcatctccac actcaccagg cccaccaggg gagggggctg gcctgggggt cttgggaagg 
1020 

cccctcccca ggcctnaggc cacctcgcgg aagccttcag cctccgcccc tcactgcagc 
1080 

cccttgggac ttgagggggg ccccaggggt tctcaggacc cctcccacca cctcccagtg 
1140 

cttccacgtc tccaaaagcg ccttcctgtc accctcgtct atccctgcgc ctgggggctg 
1200 

gggtaggcga ggccgtgggg actacccatt ttatagctgg ggaaacaggc tccgagaaat 
1260 

tgcacaaccg acctcaggtg gccggc 
1286 



<210> 2770 
<211> 228 
<212> PRT 

<213> Homo sapiens 
<400> 2770 

He Cys Asn Met Tyr Thr Met Tyr 

1 5 
Ala Glu Lys Val Glu Ala Leu Pro 
20 

Asn Arg He Arg Val Arg Gin Asp 



Ser Met Met Asn Val Gly Gin Thr 

10 15 
Glu Gin Val Ala Pro Glu Ser Arg 
25 30 
Leu Ala Ser Leu Pro Ala Glu Leu 



2007 
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35 40 45 

He Asn Gin He Gly Asn Arg Cys His Pro Lys Leu Tyr Asp Glu Gly 

50 55 60 

Asp Pro Ser Glu Lys Leu Glu Leu Val Thr Gly Thr Asn Val Tyr He 
65 70 75 80 

Thr Arg Ala Gin Leu Met Asn Cys His Val Ser Ala Gly Thr Arg His 

85 90 95 

Lys Val Leu Leu Arg Arg Leu Leu Ala Ser Phe Phe Asp Arg Asn Thr 

100 105 110 

Leu Ala Asn Ser Cys Gly Thr Gly He Arg Ser Ser Thr Asn Asp Pro 

115 120 125 

Arg Arg Lys Pro Leu Asp Ser Arg Val Leu His Ala Val Lys Tyr Tyr 

130 135 140 

Cys Gin Asn Phe Ala Pro Asn Phe Lys Glu Ser Glu Met Asn Ala He 
145 150 155 160 

Ala Ala Asp Met Cys Thr Asn Ala Arg Arg Val Val Arg Lys Ser Trp 

165 170 175 

Met Pro Lys Val Lys Val Leu Lys Ala Glu Asp Asp Ala Tyr Thr Thr 

180 185 190 

Phe He Ser Glu Thr Gly Lys He Glu Pro Asp Met Met Gly Val Glu 

195 200 205 

His Gly Phe Glu Thr Ala Ser His Glu Gly Glu Ala Gly Pro He Ala 

210 215 220 

Glu Ala Leu Gin 
225 

<210> 2771 

<211> 1668 

<212> DNA 

<213> Homo sapiens 

<400> 2771 

gtgatctgca tgtggcaggg ctgcgcagtg gagcggccag tgggcaggat gacgagccag 
60 

acccctctgc cccagtcccc ccggcccagg cggccaacga tgtctactgt tgtggagctg 
120 

aacgtcgggg gtgagttcca caccaccacc ctgggtaccc tgaggaagtt tccgggctca 
180 

aagctggcag agatgttctc tagcttagcc aaggcctcca cggacgcgga gggccgcttc 
240 

ttcatcgacc gccccagcac ctatttcaga cccatcctgg actacctgcg cactgggcaa 
300 

gtgcccacac agcacatccc tgaagtgtac cgtgaggctc agttctacga aatcaagcct 
360 

ttggtcaagc tgctggagga catgccacag atctttggtg agcaggtgtc tcggaagcag 
420 

tttttgctgc aagtgccggg ctacagcgag aacctggagc tcatggtgcg cctggcacgt 
480 

gcagaagcca taacagcacg gaagtccagc gtgcttgtgt gcctggtgga aactgaggag 
540 

caggatgcat attattcaga ggtcctgtgt tttctgcagg ataagaagat gttcaagtct 
600 

gttgtcaagt ttgggccctg gaaggcggtc otagacaaca gcgacctcat gcactgcctg 
660 



2008 
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gagatggaca ttaaggccca ggggtacaag gtattctcca agttctacct gacgtacccc 
720 

accaaaagaa acgaattcca ttttaacatt tattcattca ccttcacctg gtggtgatcc 
780 

tcaggagcag agactgttat gaattctggc gtggcttatg aaattaaaag ttgccatcaa 
840 

agccattttc ttttaatttc acaaacatca ggcaatttcc agggttggtc tagagtcttg 
900 

ccactaaata ttgatcactc gtttaaggac tttccactcc attgcaactg atgccactat 
960 

atttgcctag caacttgcag cttcttcctt ttcaaagcct catgtatctc ccagaccctt 
1020 

ctcttgaagt ccaataacaa gaccaagtaa gaatgtttca acaatgcgtt ggcaagagat 
1080 

gtgagatgac aacaggaaca tacaagatac tgtgaatcta gatgttctga cctaaagatg 
1140 

tagtctacat agccccagct tggggtccaa tccatctgtc cctggcatgt gccttcatgt 
1200 

agtaggtgct ttcctgatcc cctttgcgag atgctgtggg tgctaacacc tcagagctgt 
1260 

cctcttctct agagtggagg ttttcaaagt gcatcatcag cattacctgt gaacttgctg 
1320 

gaaatacaaa tcctcaggcc ccacctcaga cctactgaat cagaatctct gggggttggc 
1380 

acagcattct gatttaccaa accctccaag tgattttgat gtattctaat tttgagacca 
1440 

tctctagaaa agaattgcta cctcttgtat ggaggtacaa aagactgacc tcttacatca 
1500 

aggaacttcc tttcccagag ctcctcatgg aatcaagctg aagtcagtct tcttctgaga 
1560 

gcacattctt actcagtttt tttcctctgt cctacgctgc ttccctcact ccccttctcc 
1620 

taagagcact ccatcaataa accacttgca cgagaaaaaa aaaacaaa 
1668 

<210> 2772 
<211> 258 
<212> PRT 

<213> Homo sapiens 



,<400> 2772 



Val 


He 


Cys 


Met 


Trp 


Gin 


Gly 


Cys 


Ala 


Val 


Glu Arg 


Pro Val 


Gly 


Arg 


l 








5 










10 






15 




Met 


Thr 


Ser 


Gin 


Thr 


Pro 


Leu 


Pro 


Gin 


Ser 


Pro Arg 


Pro Arg 


Arg 


Pro 








20 










2S 






30 






Thr 


Met 


Ser 


Thr 


Val 


Val 


Glu 


Leu 


Asn 


Val 


Gly Gly 


Glu Phe 


His 


Thr 






35 










40 








45 






Thr Thr 


Leu 


Gly 


Thr 


Leu 


Arg 


Lys 


Phe 


Pro 


Gly Ser 


Lys Leu 


Ala 


Glu 




50 










55 








60 








Met 


Phe 


Ser 


Ser 


Leu 


Ala 


Lys 


Ala 


Ser 


Thr 


Asp Ala 


Glu Gly 


Arg 


Phe 


65 










70 










75 






80 


Phe 


He 


Asp 


Arg 


Pro 


Ser 


Thr 


Tyr 


Phe 


Arg 


Pro He 


Leu Asp 


Tyr 


Leu 










85 










90 






95 




Arg 


Thr 


Gly 


Gin 


val 


Pro 


Thr 


Gin 


His 


He 


Pro Glu 


Val Tyr 


Arg 


Glu 



2009 
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100 










105 










110 






Ala 


Gin 


Phe 
115 


Tyr 


Glu 


lie 


Lys 


Pro 
120 


Leu 


Val 


Lys 


Leu 


Leu 
125 


Glu 


Asp 


Met 


Pro 


Gin 
130 


lie 


Phe 


Gly 


Glu 


Gin 
135 


Val 


Ser 


Arg 


Lys 


Gin 
140 


Phe 


Leu 


Leu 


Gin 


Val 


Pro 


Gly 


Tyr 


Ser 


Glu 


Asn 


Leu 


Glu 


Leu 


Met 


Val 


Arg 


Leu 


Ala 


Arg 


145 










150 










155 










160 


Ala 


Glu 


Ala 


lie 


Thr 
165 


Ala 


Arg 


Lys 


Ser 


Ser 
170 


Val 


Leu 


Val 


Cys 


Leu 
175 


Val 


Glu 


Thr 


Glu 


Glu 
180 


Gin 


Asp 


Ala 


Tyr 


Tyr 
185 


Ser 


Glu 


val 


Leu 


Cys 
190 


Phe 


Leu 


Gin 


Asp 


Lys 
195 


Lys 


Met 


Phe 


Lys 


Ser 
200 


Val 


Val 


Lys 


Phe 


Gly 
205 


Pro 


Trp 


Lys 


Ala 


Val 
210 


Leu 


Asp 


Asn 


Ser 


Asp 
215 


Leu 


Met 


His 


Cys 


Leu 
220 


Glu 


Met 


Asp 


lie 


Lys 


Ala 


Gin 


Gly 


Tyr 


Lys 


Val 


Phe 


Ser 


Lys 


Phe 


Tyr 


Leu 


Thr 


Tyr 


Pro 


225 










230 










235 










240 


Thr 


Lys 


Arg 


Asn 


Glu 
245 


Phe 


His 


Phe 


Asn 


lie 
250 


Tyr 


Ser 


Phe 


Thr 


Phe 
255 


Thr 


Trp 


Trp 































<210> 2773 
<211> 593 
<212> DNA 

<213> Homo sapiens 
<400> 2773 

nacagtcaga cagggaatga tgaagaggct ttcgactttt ttgaggagca agaccaagtg 
60 

gcagaagagg gtccgcccgt ccagagcctg aagggcgagg atgctgagga atccttggag 
120 

gaggaggagg cgctggaccc tctgggcatt atgcgctcca agaagcccaa gaaacatccc 
180 

aaagtggccg tgaaagccaa gccctcgccc cggctcacca tctttgacga ggaggtggac 
240 

cctgatgagg ggctctttgg cccgggcagg aagctgtctc cacaggaccc ctcggaggac 
300 

gtgtcatcca tggaccccct gaagctattt gatgatcctg acctcggcgg ggccatcccc 
360 

ctgggtgact ccctcctgct gccggccgcc tgtgagagtg gagggcccac acccagcctc 
420 

agccacaggg acgcctccaa ggaactgttc agacaaattc aaaaagagcc gtaacactgg 
480 

gattagcttc ttgagagcag gaaccacatt cattctttgt gtctgccctg tgactatcca 
540 

gggagtagtt ggacttcctc ataataaaga atgttctgat agccaaaaaa aaa 
593 

<210> 2774 
<211> 157 
<212> PRT 

<213> Homo sapiens 



2010 
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PCT/USOO/08621 



<400> 2774 

Xaa Ser Gin Thr Gly Asn Asp Glu Glu Ala Phe Asp Phe Phe Glu Glu 

15 10 15 

Gin Asp Gin Val Ala Glu Glu Gly Pro Pro Val Gin Ser Leu Lys Gly 

20 25 30 

Glu Asp Ala Glu Glu Ser Leu Glu Glu Glu Glu Ala Leu Asp Pro Leu 

35 40 45 

Gly lie Met Arg Ser Lys Lys Pro Lys Lys His Pro Lys Val Ala Val 

50 55 60 

Lys Ala Lys Pro Ser Pro Arg Leu Thr lie Phe Asp Glu Glu Val Asp 
65 70 75 80 

Pro Asp Glu Gly Leu Phe Gly Pro Gly Arg Lys Leu Ser Pro Gin Asp 

85 90 95 

Pro Ser Glu Asp Val Ser Ser Met Asp Pro Leu Lys Leu Phe Asp Asp 

100 105 110 

Pro Asp Leu Gly Gly Ala He Pro Leu Gly Asp Ser Leu Leu Leu Pro 

115 120 125 

Ala Ala Cys Glu Ser Gly Gly Pro Thr Pro Ser Leu Ser His Arg Asp 

130 135 140 

Ala Ser Lys Glu Leu Phe Arg Gin lie Gin Lys Glu Pro 
145 150 155 

<210> 2775 

<211> 3139 

<212> DNA 

<213> Homo sapiens 



<400> 2775 

nacgcgtgtg tgctagtgag ccggagccgg 
60 

gagcccgacg gggtctctgc catgggggag 
120 

gcggcgagac atgaggagac cccgcgacag 
180 

atggaggaga aatacggcgg ggacgtgctg 
240 

ccggtggacg tacccagcgc tcgattaaca 
300 

tttttgaagg ctgtgggact tttcgaatca 
360 

cagttcattt ttatattaaa acttgggact 
420 

ttttcttctg ggaaaactat taccaaacac 
480 

gctgggtgta ttatttcact cttgtggttt 
540 

actttgctgc tatttgagca cagtgatatt 
600 

accagttctg gaggaggacc agcaaagaca 
660 

atctgtttat tgctttttga caatgatgat 
720 

cttttggaat agatcagagt tgtttcaagt 
780 



cgacggcggc agtggcggcc cggcctgcag 
tgacgcgcct gcacccgctg ttccgcggca 
gggcagcggc ggcggctcgt gagccccggg 
gccggccccg gcggcggcgg cggccttggg 
aaatatattg tgttactatg tttcactaaa 
tatgatctcc taaaagctgt tcacattgtt 
gcatttttta tggttttgtt tcaaaagcca 
cagtggatca aaatatttaa acatgcagtt 
tttggcctca ctctttgtgg accactaagg 
gttgtcattt cactactcag tgttttgttc 
aggggagctg cttttttcat tattgctgtg 
ctcatggcta aaatggctga acaccgtatc 
cttgaggaaa actagaagca gggtggagta 



2011 
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ttattgctag tactggcttt gtgttgtaaa gttggttttc atacagcttc cagaaagctc 
840 

tctgtcgacg ttggtggagc taaacgtctt caagctttat ctcatcttgt ttctgtgctt 
900 

ctcttgtgcc catgggtcat tgttctttct gtgacaactg agagtaaagt ggagtcttgg 
960 

ttttctctca ttatgccttt tgcaacggtt atcttttttg tcatgatcct ggatttctac 
1020 

gtggattcca tttgttcagt caaaatggaa gtttccaaat gtgctcgtta tggatccttt 
1080 

cccattttta ttagtgctct cctttttgga aatttttgga cacatccaat aacagaccag 
1140 

cttcgggcta tgaacaaagc agcacaccag gagagcactg aacacgtcct gtctggagga " 
1200 

gtggtagtga gtgctatatt cttcattttg tctgccaata tcttatcatc tccctctaag 
1260 

agaggacaaa aaggtaccct tattggatat tctcctgaag gaacacctct ttataacttc 
1320 

atgggcgatg cttttcagca tagctctcaa tcgatcccta ggtttattaa ggaatcacta 
1380 

aaacaaattc ttgaggagag tgactctagg cagatctttt acttcttgtg cttgaatctg 
1440 

cttttcaccc ttgtggaatt atcctatggc gtgctgacca atagtctggg cctgatctcg 
1500 

gatggattcc acatgctttt tgactgctct gctttagtca tgggactttt tgctgccctg 
1560 

atgagtaggt ggaaagccac tcggattttc tcctatgggt acggccgaat agaaattctg 
1620 

tctggattta ttaatggact ttttctaata gtaatagcgt cttttgtgtt tatggagtca 
1680 

gtggctagat tgattgatcc tccagaatta gacactcaca tgttaacacc agtctcagtt 
1740 

ggagggctga tagtaaacct tattggtatc tgtgccttta gccatgccca tagccatgcc 
1800 

catggagctt ctcaaggaag ctgtcactca tctgatcaca gccattcaca ccatatgcat 
1860 

ggacacagtg accatgggca tggtcacagc cacggatctg cgggtggagg catgaatgct 
1920 

aacatgaggg gtgtaatttc tacatgtttt ggcagatact cttggcagca ttggtgtgat 
1980 

cgtatccaca gtcttataga gcagtttgga tggttcatcg ctgactctac tctgttctct 
2040 

ttttattgct atattaatat ttctcagtgt tgttccactg attaaagatg cctgccaggt 
2100 

tctactcctg agattgccac cagaatatga aaaagaacta catattgctt tagaaaagat 
2160 

acagaaaatt gaaggattaa tatcataccg agaccctcat ttttggcgtc attctgctag 
2220 

tattgtggca ggaacaattc atatacaggt gacatctgat gtgctagaac aaagaatagt 
2280 

acagcaggtt acaggaatac ttaaagatgc tggagtaaac aatttaacaa ttcaagtgga 
2340 

aaaggaggca tactttcaac atatgtctgg cctaagtact ggatttcatg atgttctggc 
2400 



2012 



WO 00/58473 



PCT/US00/08621 



tatgacaaaa caaatggaat ccatgaaata ctgcaaagat ggtacttaca tcatgtgaga 
2460 

taactcaaga attacccctg gagaataaac aatgaagatt aaatgactca gtatttgtaa 
2520 

tattgccaga aggataaaaa ttacacatta actgtacaga aacagagttc cctactactg 
2580 

gatcaaggaa tctttcttga aggaaattta aatacagaat gaaacattaa tggtaaaagt 
2640 

ggagtaatta tttaaattat gtgtataaaa ggaatcaaat tttgagtaaa catgatgtat 
2700 

tacatcatct tcaaaaatag atatgatgga ttctagtgaa gaccaaaatt acttctgttt 
2760 

actttctatc aggaagcatc tccattgtaa atatgtattt acatgtttat tacaaagacc 
2820 

caaatgaaaa atttttagtc cattttttgc atagcctaaa gataaaatag gaataaaagt 
2880 

tctatattta tggattttct gtatataaaa ctggtttcta attataactt aagtccatta 
2940 

agtaaaatct gtattgccac tttaaatgta aactaaatta tttgggagaa acttcaacca 
3000 

ctgatatgag ataagcaatg agaataggga agtgtataac atcacagttt ttgatgtatt 
3060 

acaaaaatca accactctat aaaataaatt ttttttactt ttggtaaaaa aaaaaaaaaa 
3120 

aaaaaaaaaa aaaaaaaaa 
3139 



<210> 2776 

<211> 370 

<212> PRT 

<213> Homo sapiens 



<400> 2776 
Met Pro Phe 
1 

Val Asp Ser 

Tyr Gly Ser 
35 

Trp Thr His 
50 

His Gin Glu 
65 

Ala He Phe 

Arg Gly Gin 

Leu Tyr Asn 
115 

Pro Arg Phe 
130 

Ser Arg Gin 
145 

Val Glu Leu 



Ala Thr 
5 

He Cys 
20 

Phe Pro 

Pro He 

Ser Thr 

Phe He 

85 
Lys Gly 
100 

Phe Met 
He Lys 
He Phe 
Phe Tyr 



Val He 

Ser Val 

He Phe 

Thr Asp 

55 
Glu His 
70 

Leu Ser 

Thr Leu 

Gly Asp 

Glu Ser 
135 
Tyr Phe 
ISO 

Gly val 



Phe Phe Val 
10 

Lys Met Glu 
25 

He Ser Ala 
40 

Gin Leu Arg 

Val Leu Ser 

Ala Asn He 
90 

He Gly Tyr 
105 

Ala Phe Gin 
120 

Leu Lys Gin 
Leu Cys Leu 
Leu Thr Asn 



Met He Leu Asp 
Val Ser 
Leu Leu 



Ala Met 

60 
Gly Gly 
75 

Leu Ser 

Ser Pro 

His Ser 

He Leu 
140 
Asn Leu 
155 

Ser Leu 



Lys Cys 
30 

Phe Gly 
45 

Asn Lys 



Val Val 

Ser Pro 

Glu Gly 
110 
Ser Gin 
125 

Glu Glu 
Leu Phe 
Gly Leu 



Phe Tyr 
15 

Ala Arg 

Asn Phe 

Ala Ala 

Val Ser 

80 
Ser Lys 
95 

Thr Pro 

Ser He 

Ser Asp 

Thr Phe 
160 
He Ser 
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165 




170 










175 




Asp 


Gly 


Phe 


His 


Met 


Leu Phe Asp 


Cys Ser 


Ala 


Leu 


Val 


Met 


Gly 


Leu 








180 






185 








190 






Phe 


Ala 


Ala 


Leu 


Met 


Ser Arg Trp 


Lys Ala 


Thr 


Arg 


He 


Phe 


Ser 


Tyr 






195 






200 








205 








Gly 


Tyr 


Gly 


Arg 


He 


Glu He Leu 


Ser Gly 


Phe 


He 


Asn 


Gly 


Leu 


Phe 




210 








215 






220 










Leu 


lie 


Val 


He 


Ala 


Phe Phe Val 


Phe Met 


Glu 


Ser 


Val 


Ala 


Arg 


Leu 


225 










230 




235 










240 


He 


Asp 


Pro 


Pro 


Glu 


Leu Asp Thr 


His Met 


Leu 


Thr 


Pro 


Val 


Ser 


Val 










245 




250 










255 




Gly 


Gly 


Leu 


He 


Val 


Asn Leu He 


Gly He 


Cys 


Ala 


Phe 


Ser 


His 


Ala 








260 






265 








270 






His 


Ser 


His 


Ala 


His 


Gly Ala Ser 


Gin Gly 


Ser 


Cys 


His 


Ser 


Ser 


Asp 






27S 






280 








285 








His 


Ser 


His 


Ser 


His 


His Met His 


Gly His 


Ser 


Asp 


His 


Gly 


His 


Gly 




2 90 








295 






300 










His 


Ser 


His 


Gly 


Ser Ala Gly Gly 


Gly Met 


Asn 


Ala 


Asn 


Met 


Arg 


Gly 


305 










310 




315 










320 


Val 


lie 


Ser 


Thr 


Cys Phe Gly Arg 


Tyr Ser 


Trp 


Gin 


His 


Trp 


Cys 


Asp 










325 




330 










335 




Arg 


He 


His 


Ser 


Leu 


He Glu Gin 


Phe Gly 


Trp 


Phe 


He 


Ala 


Asp 


Ser 








340 






345 








350 






Thr 


Leu 


Phe 


Ser 


Phe Tyr Cys Tyr 


He Asn 


He 


Ser 


Gin 


Cys 


Cys 


Ser 



355 360 365 



Thr Asp 
370 

<210> 2777 

<211> 8625 

c212> DNA 

<213> Homo sapiens 

<400> 2777 

tcatgagcat ctcattttca ccattggaat cataaaattg gaagtcttgt atgaattctt 
60 

tctcagtcct gattctttcc ttgttctctt tgcttatagg tggttttcgg atggtttacc 
120 

cttcagcatt tgtttgattc ttctcagaat gacatcccgg ttcctcagag tgttgccagt 
160 

gctggagacc acattgcagt tgggcagcaa gggcttggta gtgtgaagga cccaaataac 
240 

tgtgggatgc ctctgacccc tcccacctct ccagaacagg ctatcctagg tgagagtgga 
300 

ggtatgcaga gtgctgccag tcacctggtt tcccaagatg gagggatgat aacgatgcac 
360 

agtccaaaga gatcggggaa gattcctcca aaactccaca atcatatggt ccatcgagtc 
420 

tggaaggaat gcatcctcaa cagaacccag tccaagagga gccaaatgtc aactccaact 
480 

cttgaagaag agcctgctag caatcctgct acttgggatt ttgtggatcc aacccaaaga 
540 

gtcagctgtt cttgttccag gcataagctt ttaaaacgtt gtgcagtcgg gcccaatcga 
600 
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cctcccacag tatctcaacc 
660 

cctcctgctt cttctaagca 
720 

aagagaccct taataccatt 
780 

caagatacac caggacagaa 
840 

agcagtagga aatatgataa 
900 

aatctgaatc ctatggattc 
960 

cctcagccac gaggtcagga 
1020 

gccctttatg gaaatggact 
1OB0 

ctcgtaggcc aaagactgcc 
1140 

attaggccct cgaacccgga 
1200 

agtgatgatg ctgagttcag 
1260 

gaggtaaact cagagagcac 
1320 

aaaatctggc aagacaaaca 
1380 

ctatcacaac aacctggaga 
1440 

ggcgacataa aatacatctt 
1500 

tccctgaaaa agaataagtc 
1S60 

cattccacgc cggtgcctga 
1620 

acagatgtcc ggcaggataa 
1680 

acagatttgg caccttccct 
1740 

gaacttgggg ctgtatcacc 
1800 

gaccgacctc ttgggaagga 
1860 

ttgcaaagga tgtttcccac 
1920 

atgaattata aagatgggat 
1980 

cctatggtca gtatggtttc 
2040 

ttaggaagtc ccaagcccga 
2100 

tttcaacctt ttgtgggatc 
2160 

ttgctacctc tgaagatacc 
2220 



agggttcagt gcaggaccat 
caaaacagca gaaagacagg 
tcaccatagg ccctctgtgg 
actagggttg gcagggatag 
gcaaacggcc gtgccttcca 
acctcattcc cctatatccc 
aacagagagt ttggacccac 
agaactccag cagttgtcta 
tctcatggca gaggtcagcg 
gtcatcagaa aagtggtggc 
gcctccagag ctccagggtg 
tgcattgcaa agactcttag 
gccccagctg cagccactcc 
cagtttggga gaagtgaatg 
tacagccaac aagaaatgca 
agaggatgga tttggtacca 
tgggaaaaat gccatgtcta 
tgctgctggc agagctggct 
gcatgactta gacaacatct 
tgctctgcgc tcatcaaaaa 
tggaagagct gctgttcctt 
tccaccatct ttggaacagc 
cagctcagag acagtgacag 
aacacaactc acagaattca 
ggaaattaag gacttttcat 
ctccatgttt gctccactga 
tgatgcctgt ctgtttcggc 



catcatcttc atctttacca 

aaaaaggaga caagctgcaa 

ccgaagaatt atgcatggag 

actcctcctt agaggtgtct 

gaaatacaag caagcaaatg 

ctctgccacc aacactcagc 

catcggtccc tgtgaatcca 

ctctggatga cagaactgtc 

agacagcctt atattgtggg 

atagttatcg tctcccaccc 

agagatgtga tgccaaaatg 
* 

cacaacctaa caaacggttt 
acttccttga cccattgcct 
acccatatac ctttgaagat 
aacaagggac ggagaaagat 
aggatgtcac tacaccaggt 
ttttcagctc tgctactaaa 
ccagtagcct tacacaggta 
ttgataattc tgatgacgac 
tgcctgcagt tgggacagaa 
atccaccaac agttgcagac 
atcctgcatt ttctcctgtg 
cattaggcat gatggagagc 
aaacggaagt ggaagatgga 
atgtgcacaa agttccatcc 
agatgttgcc gagccattgt 
cttcatgggc aattcctcct 
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aaaattgaac aactgcccac gccccctgca gccactttca ttagagatgg ctacaataac 
2280 

gtgcctagtg ttgggagcct agcagatcca gactatctga acacaccaca gatgaacaca 
2340 

cccgtgacgt tgaacagcgc tgccccagcc agcaatagtg gggcaggagt cctaccatct 
2400 

ccagcaaccc ctcgcttctc tgtccccaca ccacgaaccc ccaggacccc aagaactccc 
2460 

agaggtgggg gcactgccag tggtcaaggg tctgttaagt atgatagcac cgatcaagga 
2520 

tcaccagcct ccaccccctc tactacacgg cccctcaact ctgtggagcc cgccaccatg 
2S80 

cagccaattc ccgaagccca cagcctctat gttaccctga ttctctccga ttccgtgatg 
2640 

aatatcttta aagacagaaa ctttgacagc tgttgcatct gtgcctgcaa catgaacatc 
2700 

aaaggggcgg atgtcgggct ttacatcccc gattcttcca atgaggacca gtaccgctgt 
2760 

acctgtgggt ttagtgcgat tatgaaccgc aaacttggct acaattcagg actcttcctt 
2820 

gaagatgagt tggacatttt tgggaagaat tctgatattg gtcaggctgc agagaggcgc 
2880 

ttaatgatgt gtcagtccac cttccttcct caggtggaag gaaccaaaaa accccaggag 
2940 

ccacccataa gccttctcct cctcctccag aatcaacaca cacaaccttt tgcttcactg 
3000 

aatttcctgg actacatttc ctctaacaat cgccaaactc Ctccctgtgt aagctggagt 
3 060 

tatgaccggg tgcaagcaga taataatgat tactggacgg aatgctttaa tgcgttggag 
3120 

caggggcggc agtatgtgga taaccccact ggtggaaaag tggacgaagc tctggtgaga 
3180 

agtgccactg tgcactcttg gcctcacagc aatgtgctgg acatcagcat gctctcctcc 
3240 

caggatgtgg ttcgtatgct gttgtccctg cagccctttc cccaagatgc catccaaaaq 
3300 

aagcgcacgg gcaggacctg ggagaacatc cagcatgtgc agggaccact cacttggcag 
336 0 

cagttccata aaatggcagg acggggaacc tacggttcgg aagaatctcc tgagccgttq 
3420 

cccatcccca ctctgctggt aggctatgac aaggatttcc tcaccatctc gccattctcc 
3480 

ttgccgtttt gggagaggct cttgttggac ccatatgggg gccaccgtga tgttgcctat 
3540 

attgtggtgt gtccagaaaa tgaggccttg ctcgaaggag ccaaaacttt cttcagggac 
3600 

ttgagtgctg tatacgagat gtgtaggctt gggcagcaca agcccatctg caaagtgcta 
3660 

cgtgacggga tcatgcgcgt gggaaaaact gtggcacaga agctgacaga tgagcttgtg 
3720 

agtgagtggt ttaaccagcc ttggagcggc gaggagaatg acaatcattc cagactcaaa 
3780 

ctttatgcgc aagtttgccg ccatcaccta gcaccttatt tagccactct gcagcttgat 
3840 
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agcagcctat tgataccacc taaataccag 
3900 

acgccaggga atgctgggcc cttagctcca 
3960 

gcatttaatc ccaccccgaa tagtagttct 
4020 

ggttcctctg tgccaccggt ctcatcgtct 
4080 

actacctctt cttcaggatt cagtggtagt 
4140 

atttctgcgg atagaacgca acggaacata 
4200 

agctcttctc agccctcaca ggatggacaa 
4260 

attcccacgg agcctgactc tgcagacagc 
4320 

acggtggacc cgttcacgta tgctgcagag 
4380 

ttgagcttga tgcgctgcta cacagaaatg 
4440 

tctttcattc cccagattgt gccttgccag 
4500 

gttttctaca ttcaatactt gaagtccatg 
4560 

ccactgccta cacagatcca cattaaaccc 
4620 

gagatgaccc tcaagaaccc tgagcggccc 
4680 

atattggccc caatcaaaga caagcagaca 
4740 

cagaaataca atgtgctctt cgtgggctat 
4800 

gcttcctgca ctgacctcca tggggaatta 
4860 

ccaaacaggt cacggaggag taaagtatct 
4920 

gagtggtgca tagggattgt ccaaatgaca 
4980 

cttgggcgtc ttggccatgg ggagcttaaa 
5040 

ctacagacaa tcagcaaaaa gctcaaggat 
5100 

gactctcctt ctatccttag tgcctgcctg 
5160 

gtgatgccag atgctgtcac aatgggctct 
5220 

cagtcatctc agctcaacac ccctcaagat 
5280 

acatcatcaa ccatccaggt ggctccagcc 
5340 

aacaatgatg atatgtttgt tgaccttcca 
5400 

atatcaatga ctgggaacct ccattcctct 
5460 



accccaccag cagcagcaca gggacaagct 
aatggatcag cagctccccc agctggcagt 
acaaatcctg cagcaagtag ttctgcatct 
gcccctgctc ctggtattag ccagataagc 
gttggagggc agaaccccag cactgggggc 
ggctgtggtg gagacactga ccctgggcag 
gagagtgtta cagaaaggga gagaatagga 
catgcccacc ctccagctgt tgtcatttac 
gaggactcca cttctgggaa ctcttggctg 
ctggataatt tacctgagca tatgagaaat 
tacatgctgc agacaatgaa ggatgagcaa 
gcattttcag tgtactgcca gtgcaggcga 
ctcacgggat ttgggcctgc agccagcatt 
agcccaatcc agctttactc ccctcccttt 
gagctgggag agacgtttgg tgaggcgagc 
tgtctgtctc acgaccagcg ctggcttttg 
ttagagacct gcgttgtaaa tattgcttta 
gcacgtaaaa ttggactaca gaagttatgg 
tctctaccct ggagagttgt aatcgggcga 
gattggagta tcctccttgg agaatgttca 
gtgtgccgga tgtgtggaat ctctgccgca 
gttgccatgg agccccaggg gtcctttgta 
gtttttggcc gaagtaccgc actgaacatg 
gcttctcgta cacacatctt ggtgttccca 
aactacccca atgaagatgg gtttagcccc 
ttcccagatg atatggacaa tgatactggc 
cccaactctt ccccagtacc ctccccaggc 
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tctccttctg gaattggtgt 
5520 

cttctttcta gagaagcacc 
5580 

gtatcaactg ccaaagctga 
5640 

caaaaccagt gccctctctt 
5700 

acagacgaac ttctgcctgc 
5760 

accacgtcgg atgttttaag 
5820 

tgcaatccgg ccacccagga 
5880 

cagttgtaca atgccatcat 
5940 

cagtcccttc tccctgcaac 
6000 

atccttttct tcagaccact 
6060 

tgtcaattct gcagtgttca 
6120 

aaacttccat aagtggtgac 
6180 

tccccaggaa gtggtggtgg 
6240 

tttgcacaag agtctgtgtt 
6300 

gatgaaatcc tcttagttac 
6360 

gactttttaa aaataagaac 
6420 

ctagtgttcc catccagatt 
6480 

gcagaaggtc tggagacagc 
6540 

Cttttgtgac tttatttttt 
6600 

agatccacca taggattctt 
6660 

aaacacattg gggagatcat 
6720 

ttgttaacaa caaactggat 
6780 

aggataacat ttttatacag 
6840 

cttaattagt tttatatagt 
6900 

ccaggtctct cctctcatta 
6960 

ttgctcatga aatcagttat 
7020 

caaagaaata ttacaactta 
7080 



gggctctcac ttccagcata 
agaggagcta aagcagcagc 
gaatcttccc cagtggtttt 
cttaaaggct tcgctgcatc 
caggaattct cagcgggttc 
gtttgttttg gagcagtaca 
ccgtacttcc tgccttcccg 
gaatatactt taattggaaa 
ctcagtccaa ggaacctgct 
ctccacagtc ctgcactgtg 
ttaccagagt gactccttga 
tttcagccag tgcggcggtg 
ttgatggctt ttcagcggga 
ttcagcctct gtatacaatt 
tggtgtatgg cctgtgggtt 
cagctcaagt acatggtttc 
agcatgagtg ctttggttga 
ttcattttgt ttatttattt 
taattcacaa ggaccaggta 
tgactacata cctctgtcct 
gcctaaaagt aatatattca 
tttaaaagtt ctgccatgtt 
aaggcagtca agctcaactc 
cacaacggaa atatattttc 
gatcaaaagg gacttatgta 
aaatatggtg aattttttct 
accattaaat tagtacttga 



gtcggagcca gggtgagcgt 
ccctggccct tgggtatttt 
ggtcatcgtg tccccaggct 
accacacttc agtagcacag 
cacaccctct tgactccaaa 
acgctctgtc ctggctcacg 
tccactttgt ggtgctcact 
agcacttgtt ctctctggct 
acactccgca aataacccac 
attccttctc agcaggcaca 
cacttctctc atggacctgg 
tgtgtagccc caaccactgg 
aacagaagag acagtgtcct 
gagggcagtc tagccctttg 
acctgaactc cataatcggg 
atactggggt ttctgtctcc 
cttcaaacct gtgtgtcaat 
taatttgttt tgtcatatgg 
cagtagctga aacccaattc 
agaagccgga aaaggagtaa 
aaaccaccca gcagtaggtt 
aagtggccag catttcatga 
agagccatgg aggcaagtac 
tagtgaattc ttattggaag 
catacaacaa ttgaaagtgt 
ggaccatagg aatattattt 
agttgagcct ttgtggtggg 
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actttttaaa aaaatgcctt 
7140 

tcattcctgg cccagagggt 
7200 

tctgtctgag gacagtgggt 
7260 

agctcttgtc atctgtggag 
7320 

atgtcctggt tattaacaaa 
7380 

tttttcttga aataatctaa 
7440 

aatgtgaaag cagagaaata 
7500 

aagggggggt tgactttcgc 
7560 

atctaatgtg tacagtgtaa 
76*20 

cagaaaggaa aattctcaag 
7680 

tataaaatta tcttggtgag 
7740 

tttggggttg cttttttccc 
7800 

gtttttaatg caggggcttt 
7860 

aacacaaaaa ataaaaaacc 
7920 

ttttcatctg gtgtctttta 
7980 

tacgtttttg tgcaaaaata 
8040 

tctgtgtgaa aaagtctgta 
8100 

tttcactgaa ttaatctgaa 
8160 

ttattttttt ttatttttaa 
8220 

tgaacaaaaa aaggggaaat 
8280 

gtatatttca gaaccttttt 
8340 

cttttgtttc cttttttcct 
8400 

aatttgaaag aatacaaaaa 
8460 

tggtacagta cactaaaaga 
8520 

aatgtcattc atatatacct 
8580 

gaataaatta ttgaattact 
8625 

<210> 2778 



tttaaagcat taatggctaa 
tgtctttgaa accctgtttc 
gtgcactggc ctcccgggag 
agaatcatgc aaattttaaa 
aaaggaaaaa tgtaataatt 
agtttaaaac attatattaa 
acttgtaaat ggataatttt 
aatgtatagg ataaaaaatc 
aattgacttt aaaaatattg 
gccttttgaa gagcataaga 
aagacaaatt gtaaagtaga 
ggaattcatc agaactttga 
tcttccctag aaacccaatt 
cctacaaaaa aactttaaaa 
tttaagcttt ttaagttaag 
aatgaatggc aatagatttt 
taatatttcc cttaaatatg 
atgtacaagc cctggatttg 
ttttggaaat tctgcagaaa 
ggggagggga aaagggtggg 
taaatgtaaa agctgtacat 
tcaagcatct tgcagtgagc 
tatgtgaagt tcatttaaaa 
ctttgataaa aagaaacaat 
tgtggatgag agctatatac 
gaaaaaagaa aaaaaaaaaa 



ttgaagtatt ttatgactcc 
taacccttgt gttgtgtgtt 
ccactgtgac caggcctttg 
agttcttcca agagacttcc 
gatatgattt tgtaaaagta 
aaaaaaagtt gtgtggtggg 
gttctctgta ccaccagttg 
tgatatatca aaccatttgt 
cagtgctatt ttttcttaat 
agatgaagat tgtaaacttg 
tatttgtaat cttttaccac 
attttttttt taaatgggct 
ctaagcagaa aaagaaaaaa 
aaaatggcag caaagggtag 
aaaagctggt gacatattta 
aaaaaatctt attatgtact 
cattatttta cttgtgagtt 
ctacagagtg agaagttatt 
tcagaactct taccatggtt 
attgtccagc atgcttgtat 
ttctgggaag ttctgaattt 
ttcttttata tatagcaaac 
aaataactac agtatagcgc 
aataaaaggc ctccatttta 
ttttacacac ttttttagag 
aaaaa 
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<211> 1146 

<212> PRT 

<213> Homo sapiens 

<400> 2778 

Thr Ala Ser Gly Gin Gly Ser Val Lys Tyr Asp Ser Thr Asp Gin Gly 

15 10 IS 

Ser Pro Ala Ser Thr Pro Ser Thr Thr Arg Pro Leu Asn Ser Val Glu 

20 25 30 

Pro Ala Thr Met Gin Pro lie Pro Glu Ala His Ser Leu Tyr Val Thr 

35 40 45 

Leu lie Leu Ser Asp Ser Val Met Asn He Phe Lys Asp Arg Asn Phe 
50 55 €0 



Asp 


Ser 


Cys Cys 


He Cys Ala 


Cys 


Asn 


Met Asn He Lys Gly Ala Asp 


65 






70 






75 


80 


Val 


Gly 


Leu Tyr 


He Pro Asp 


Ser 


Ser 


Asn Glu Asp Gin Tyr 


Arg Cys 








85 






90 


95 


Thr 


Cys 


Gly Phe 


Ser Ala He 


Met 


Asn Arg Lys Leu Gly Tyr 


Asn Ser 






100 






105 


110 




Gly 


Leu 


Phe Leu 


Glu Asp Glu 


Leu Asp 


He Phe Gly Lys Asn 


Ser Asp 






115 




120 




125 




He 


Gly 


Gin Ala 


Ala Glu Arg 


Arg 


Leu 


Met Met Cys Gin Ser 


Thr Phe 




130 




135 






140 




Leu 


Pro 


Gin val 


Glu Gly Thr 


Lys 


Lys 


Pro Gin Glu Pro Pro 


He Ser 


145 






150 






155 


160 


Leu 


Leu 


Leu Leu 


Leu Gin Asn 


Gin 


His 


Thr Gin Pro Phe Ala 


Ser Leu 








165 






170 


175 


Asn 


Phe 


Leu Asp 


Tyr He Ser 


Ser Asn Asn Arg Gin Thr Leu Pro Cys 






180 






185 


190 




Val 


Ser 


Trp Ser 


Tyr Asp Arg 


Val 


Gin 


Ala Asp Asn Asn Asp Tyr Trp 






195 




200 




205 




Thr 


Glu 


Cys Phe 


Asn Ala Leu 


Glu Gin Gly Arg Gin Tyr Val Asp Asn 




210 




215 






220 




Pro 


Thr 


Gly Gly 


Lys Val Asp 


Glu 


Ala 


Leu Val Arg Ser Ala 


Thr Val 


225 






230 






235 


240 


His 


Ser 


Trp Pro 


His Ser Asn 


Val 


Leu Asp He Ser Met Leu 


Ser Ser 








245 






250 


255 


Gin 


Asp 


Val Val 


Arg Met Leu 


Leu 


Ser 


Leu Gin Pro Phe Leu Gin Asp 






260 






265 


270 




Ala 


He 


Gin Lys 


Lys Arg Thr 


Gly Arg Thr Trp Glu Asn He 


Gin His 






275 




280 




285 




Val 


Gin 


Gly Pro 


Leu Thr Trp 


Gin 


Gin 


Phe His Lys Met Ala Gly Arg 




290 




295 






300 




Gly 


Thr 


Tyr Gly 


Ser Glu Glu 


Ser 


Pro 


Glu Pro Leu Pro He 


Pro Thr 


305 






310 






315 


320 


Leu 


Leu 


Val Gly 


Tyr Asp Lys 


Asp 


Phe 


Leu Thr He Ser Pro 


Phe Ser 








325 






330 


335 


Leu 


Pro 


Phe Trp 


Glu Arg Leu 


Leu 


Leu 


Asp Pro Tyr Gly Gly 


His Arg 






340 






345 


350 




Asp 


Val 


Ala Tyr 


He Val Val 


Cys 


Pro 


Glu Asn Glu Ala Leu 


Leu Glu 






355 




360 




365 




Gly 


Ala 


Lys Thr 


Phe Phe Arg 


Asp 


Leu 


Ser Ala Val Tyr Glu 


Met Cys 




370 




375 






380 




Arg 


Leu 


Gly Gin 


His Lys Pro 


He 


Cys 


Lys Val Leu Arg Asp Gly He 
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385 




3 90 


3 95 








400 


Met Arg vai Giy 


Lys 


Thr 


vai. ftia tj-in uyta ucu 


Thr 


Asp 


Glu 


Leu val 




405 




410 








415 


Ser Glu Trp Phe 


Asn 


Gin 


D rr\ Tm Cpr (Z"\ V Hill 
(TO up Set uiy «iu 


Glu 


Asn 


ASD 


Asn His 


4 20 












430 




Ser Arg Leu Lys 


Leu 


Tyr 


AXa vji.il vdi \~ys> niy 


His 


His 


Leu 


Ala Pro 


435 






440 




445 






1 yr licU AX a i nr 


Leu 


Gin 


T *»n Hen Qpr Leu 

bCU r*.s>p OCI oti ucu 


Leu 


He 


Pro 


Pro Lys 


4 50 






4SS 


460 








Tyr Gin Thr Pro 


Pro 


Ala 


Aia Aia oin *jiy uin 


Ala 


Thr 


Pro 


Gly Asn 


465 




470 










4 80 


Ala Gly Pro Leu 


Ala 


Pro 


ASn biy act Aia 


Pro 


Pro 


Ala 


Gly Ser 




485 




4 90 








4 95 


Ala Phe Asn Pro 


Thr 


Ser 


ft**** Cav* Cat- Cay Thr 

Asn ber ser aer inr 


sn 


Pro 


Ala 


Ala Ser 


500 






505 






rift 
DXU 




Ser Ser Ala Ser 


Gly Ser 


Ser Val Pro Pro Val 


C a y 

aer 


C A v 


Car- 

aer 


aia Cor 

Hia aer 


515 






520 




3^3 






Ala Pro Gly lie 


Ser 


Gin 


He Ser Thr Thr Ser 


Ser 


Ser 


Giy 


Phe Ser 


530 






535 


540 








Gly Ser Val Gly 


Gly Gin 


Asn Pro Ser Thr Gly 


Gly 


Tl A 

lie 


Ser 


Ala Asp 


545 




550 


555 








560 


Arg Thr Gin Arg 


Asn 


He 


Gly Cys Gly Gly Asp 


Thr 


Asp 


Pro 


Gly Gin 




565 




570 








575 


Ser Ser Ser Gin 


Pro 


Ser 


Gin Asp Gly Gin giu 


Ser 


Val 


Thr 


Glu Arg 


580 






585 






590 




Glu Arg lie Gly 


He 


Pro 


Thr Glu Pro Asp Ser 


Ala 


Asp 


Ser 


His Ala 


59S 






600 




605 






His Pro Pro Ala 


Val 


Val 


He Tyr Met Val Asp 


Pro 


Phe 


Thr 


Tyr Ala 


610 






615 


620 








Ala Glu Glu Asp 


Ser 


Thr 


Ser Gly Asn Phe Trp 


Leu 


Leu 


Ser 


Leu Met 


625 




630 


63 5 








640 


Arg Cys Tyr Thr 


Glu 


Met 


Leu Asp Asn Leu Pro 


Glu 


His 


Met 


Arg Asn 




645 




6 50 








655 


Ser Phe lie Leu 


Gin 


He 


Val Dt-i-1 r*yrc d 1 n Tut* 

vol r ro \_ys uiu i y x 


Met 


Leu 


Gin 


Thr Met 


660 






DDI 






670 




Lys Asp Glu Gin 


Val 


Phe 


iyr lie vjiri iy* ijcu 


Lys 


Ser 


Met 


Ala Phe 


675 






can 




685 






£>ei vai lyt \*.y& 


Gin 


Cys 


a T n Arcr Pro Lf»u Pro 


Thr 


Gin 


He 


His He 


c on 
o y u 






6 95 


700 








Lys Ser Leu Thr 


Gly 


Phe 


Gly Pro Ala Ala Ser 


He 


Glu 


Met 


Thr Leu 


705 




710 


715 








720 


Lys Asn Pro Glu 


Arg 


Pro 


Ser Pro He Gin Leu 


Tyr 


Ser 


Pro 


Pro Phe 




725 




730 








735 


lie Leu Ala Pro 


He 


Lys 


Asp Lys Gin Thr Glu 


Leu 


Gly 


Glu 


Thr Phe 


740 






745 






750 




Gly Glu Ala Ser 


Gin Lys 


Tyr Asn Val Leu Phe 


Val 


Gly 


Tyr 


Cys Leu 


755 






760 




765 






Ser His Asp Gin 


Arg Trp 


Leu Leu Ala Ser Cys 


Thr 


Asp 


Leu 


His Gly 


770 






775 


780 








Glu Leu Leu Glu 


Thr 


Cys 


Val Val Asn He Ala 


Leu 


Pro 


Asn 


Arg Ser 


78S 




790 


795 








800 


Arg Arg Ser Lys 


Val 


Ser 


Ala Arg Lys He Gly 


Leu 


Gin 


Lys 


Leu Trp 




80S 




810 








815 


Glu Trp Cys lie 


Gly 


lie 


val Gin Met Thr Ser 


Leu 


Pro 


Trp 


Arg Val 
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820 


825 


830 


Val 


lie 


Gly Arg Leu Gly Arg Leu 


Gly His Gly Glu Leu 


Lys Asp Trp 






83S 840 


845 


Ser 


lie 


Leu Leu Gly Glu Cys Ser 


Leu Gin Thr lie Ser 


Lys Lys Leu 




850 


855 


860 




Lys 


Asp 


Val Cys Arg Met Cys Gly 


He Ser Ala Ala Asp 


Ser Pro Ser 


865 




870 


875 


880 


lie 


Leu 


Ser Ala Cys Leu Val Ala 


Met Glu Pro Gin Gly 


Ser Phe Val 






885 


890 


895 


Val 


Met 


Pro Asp Ala Val Thr Met 


Gly Ser Val Phe Gly 


Arg Ser Thr 






900 


905 


910 


Ala 


Leu 


Asn Met Gin Ser Ser Gin 


Leu Asn Thr Pro Gin 


Asp Ala Ser 






915 920 


925 




Cys 


Thr 


His lie Leu Val Phe Pro 


Thr Ser Ser Thr He 


Gin Val Ala 




930 


935 


940 




Pro 


Ala 


Asn Tyr Pro Asn Glu Asp 


Gly Phe Ser Pro Asn 


Asn Asp Asp 


94 5 




950 


955 


960 


Met 


Phe 


Val Asp Leu Pro Phe Pro 


Asp Asp Met Asp Asn 


Asp He Gly 






965 


970 


975 


lie 


Leu 


Met Thr Gly Asn Leu His 


Ser Ser Pro Asn Ser 


Ser Pro Val 






980 


985 


990 


Pro 


Ser 


Pro Gly Ser Pro Ser Gly 


He Gly Val Gly Ser 


His Phe Gin 






995 1000 1005 


His 


Ser 


Arg Ser Gin Gly Glu Arg Leu Leu Ser Arg Glu Ala Pro Glu 




1010 1015 


1020 




Glu 


Leu Lys Gin Gin Pro Leu Ala 


Leu Gly Tyr Phe Val 


Ser Thr Ala 


1025 


1030 


1035 


1040 


Lys 


Ala 


Glu Asn Leu Pro Gin Trp Phe Trp Ser Ser Cys 


Pro Gin Ala 






104S 


1050 


1055 


Gin 


Asn 


Gin Cys Pro Leu Phe Leu 


Lys Ala Ser Leu His 


His His He 






1060 


1065 


1070 


Ser 


Val 


Ala Gin Thr Asp Glu Leu Leu Pro Ala Arg Asn Ser Gin Arg 



1075 1080 1085 

Val Pro His Pro Leu Asp Ser Lys Thr Thr Ser Asp Val Leu Arg Phe 

1090 1095 1100 

Val Leu Glu Gin Tyr Asn Ala Leu Ser Trp Leu Thr Cys Asn Pro Ala 
H05 mo 1115 1120 

Thr Gin Asp Arg Thr Ser Cys Leu Pro Val His Phe Val Val Leu Thr 

1125 1130 1135 

Gin Leu Tyr Asn Ala He Met Asn He Leu 
1140 1145 

<210> 2779 

<211> 2461 

<212> DNA 

<213> Homo sapiens 

<400> 2779 

gaggcggatc acttgaggtc aggagttcga gagcagcctg accaacatag tgaaaccctg 
60 

tctctactaa aaatacaaaa aacattagtt gggcatggtg gcaggcacct gtaatctcag 
120 

ctacttggga ggctgaggca ggagaatcgc ttgatcctaa gaggcagagg ctgcagtgat 
180 
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ctgagatcac gccactgcac tccagccttt 
240 

aaaaaaaaaa agcatatata tataaacata 
300 

atgcactccg agcaggaggg ccagcatgtg 
360 

ctgtttgagg agctgagtga aggctcattt 
420 

ttcaagggct tggcaggggt cgacagcagc 
480 

agcttctcgc tgaattccga gggggctgag 
540 

gaccgaggcg acgcagccgc cacagatgac 
600 

tcgtgggacg ggctccggag catcatccac 
660 

aacaaggcgc cccacgactt ccagtttgtg 
720 

caccgcctcc actacctggg aatgccatat 
780 

gagattccca agaaggtccg gaaagaggct 
840 

gatcatttcc aggccacgcc ccaccatggg 
900 

gagcggaaac gcctgggggt cttcggcatc 
960 

ctcttcctct tccaggccag caacagcctc 
1020 

ttcatggtga gccctggccc tggctgtgtg 
1080 

cagtgctcag ggccccggat ggaccccaaa 
1140 

ttcatcaata acagcgacct gtgggtggcc 
1200 

accttctgcc accaaggttt atccaatgtc 
1260 

accttcgtca tacaggaaga gttcgaccgc 
1320 

tcctgggaag gttcagaggg cctcaagacg 
1380 

tccgaggtgg aggtcattca cgtcccctct 
1440 

tatcggtacc ccaggacagg cagcaagaat 
1500 

cagactgaca gccagggcaa gatcgtctcg 
1560 

agctcgctgt tcccgaaggt ggagtacatc 
1620 

tacgcctggg ccatgttcct ggaccggccc 
1660 

ccggccctgt tcatcccgag cacagagaat 
1740 

gtccccagga atgtccagcc gtatgtggtg 
1800 



ggagactctg tctccaaaaa aaaaaaaaaa 
tatcaaagaa gttaagcaaa gtgaggaaaa 
caaaggccct gcggtggaaa ggaatttggc 
ggctgggtca cagggataag aaggatgaga 
cttgaggtgg tgtctttgct tcctccccgc 
aggatggcca ccaccgggac cccaacggcc 
ccggccgccc gcttccaggt gcagaagcac 
ggcagccgca agtactcggg cctcattgtc 
cagaagacgg atgagtctgg gccccactcc 
ggcagccgag agaactccct cctctactct 
ctgctgctcc tgtcctggaa gcagatgctg 
gtctactctc gggaggagga gctgctgagg 
acctcctacg acttccacag cgagagtggc 
ttccactgcc gcgacggcgg caagaacggc 
tcccctatga aaccgctgga aatcaagacc 
atctgccctg ccgaccctgc cttcttctcc 
aacatcgaga caggcgagga gcggcggctg 
ctggatgacc ccaagcctgc gggtgtggcc 
ttcactgggt actggtggtg ccccacagcc 
ctgcgaatcc tgtatgagga agtcgatgag 
cctgcgctag aagaaaggaa gacggactcg 
cccaagattg ccttgaaact ggctgagttc 
acccaggaga aggagctggt gcagcccttc 
gccagggccg ggtggacccg ggatggcaaa 
cagcagtggc tccagctcgt cctcctcccc 
gaggagcagc ggctagcctc tgccagagct 
tacgaggagg tcaccaacgt ctggatcaat 
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gttcatgaca tcttctatcc cttcccccaa tcagagggag aggacgagct ctgctttctc 
1860 

cgcgccaatg aatgcaagac cggcttctgc catttgtaca aagtcaccgc cgttttaaaa 
1920 

tcccagggct acgattggag tgagcccttc agccccgggg aagatgaatt taagtgcccc 
1980 

attaaggaag agattgctct gaccagcggt gaatgggagg ttttggcgag gcacggctcc 
2040 

aagatctggg tcaatgagga gaccaagctg gtgtacttcc agggcaccaa ggacacgccg 
2100 

ctggagcacc acctctacgt ggtcagctat gaggcggccg gcgagatcgt acgcctcacc 
2160 

acgcccggct tctcccatag ctgctccatg agccagaact tcgacatgtt cgtcagccac 
2220 

tacagcagcg tgagcacgcc gccctgcgtg cacgtctaca agctgagcgg ccccgacgac 
2280 

gaccccctgc acaagcagcc ccgcttctgg gctagcatga tggaggcagc cagctgcccc 
2340 

ccggattatg ttcctccaga gatcttccat ttccacacgc gctcggatgt gcggctctac 
2400 

ggcatgatct acaagcccca cgccttgcag cacatcacca aaaaatctac cgtcttcgag 
2460 



2461 

<210> 2780 
<211> 720 
<212> PRT 

<213> Homo sapiens 
<400> 2780 

Met His Ser Glu Gin Glu Gly Gin His Val Gin Arg Pro Cys Gly Gly 

1 5 10 IS 

Lys Glu Phe Gly Leu Phe Glu Glu Leu Ser Glu Gly Ser Phe Gly Trp 

20 25 30 

Val Thr Gly lie Arg Arg Met Arg Phe Lys Gly Leu Ala Gly Val Asp 

35 40 45 

Ser Ser Leu Glu Val Val Ser Leu Leu Pro Pro Arg Ser Phe Ser Leu 

50 S5 60 

Asn Ser Glu Gly Ala Glu Arg Met Ala Thr Thr Gly Thr Pro Thr Ala 
6S 70 75 80 

Asp Arg Gly Asp Ala Ala Ala Thr Asp Asp Pro Ala Ala Arg Phe Gin 

85 90 95 

Val Gin Lys His Ser Trp Asp Gly Leu Arg Ser lie lie His Gly Ser 

100 105 no 

Arg Lys Tyr Ser Gly Leu lie Val Asn Lys Ala Pro His Asp Phe Gin 

US 120 125 

Phe Val Gin Lys Thr Asp Glu Ser Gly Pro His Ser His Arg Leu Tyr 

130 135 140 

Tyr Leu Gly Met Pro Tyr Gly Ser Arg Glu Asn Ser Leu Leu Tyr Ser 
145 150 155 160 

Glu He Pro Lys Lys Val Arg Lys Glu Ala Leu Leu Leu Leu Ser Trp 

165 170 175 

Lys Gin Met Leu Asp His Phe Gin Ala Thr Pro His His Gly Val Tyr 
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180 










185 










190 






Ser 


Arg 


Glu 


Glu 


Glu 


Leu 


Leu 


Arg 


Glu 


Arg 


Lys 


Arg 


Leu 


Gly 


Val 


rne 






195 










200 










20S 








Gly 


lie 


Thr 


Ser 


Tyr 


Asp 


Phe 


HIS 


Ser 


Glu 


Ser 


Gly 


Leu 


t*ne 


Leu 


Fne 




210 










215 










220 










Gin 


Ala 


Ser 


Asn 


Ser 


Leu 


Phe 


His 


Cys 


Arg 


Asp 


Gly 


Gly 


Lys 


Asn 


Gly 


225 










230 










235 










240 


Phe 


Met 


Val 


Ser 


Pro 


Gly 


Pro 


Gly 


Cys 


Val 


Ser 


Pro 


Met 


Lys 


Pro 


Leu 










245 










250 










255 




Glu 


lie 


Lys 


Thr 


Gin 


Cys 


Ser 


Gly 


Pro 


Arg 


Met 


Asp 


Pro 


Lys 


He 


Cys 








260 










265 










270 






Pro 


Ala 


Asp 


Pro 


Ala 


Phe 


Phe 


Ser 


Phe 


He 


Asn 


Asn 


Ser 


Asp 


Leu 


Trp 






275 










280 










285 








Val 


Ala 


Asn 


lie 


Glu 


Thr 


Gly 


Glu 


Glu 


Arg 


Arg 


Leu 


Thr 


Phe 


Cys 


His 




2 90 










295 










300 










Gin 


Gly 


Leu 


Ser 


Asn 


Val 


Leu 


Asp 


Asp 


Pro 


Lys 


Ser 


Ala 


Gly 


Val 


Ala 


305 










310 










315 










320 


Thr 


Phe 


Val 


lie 


Gin 


Glu 


Glu 


Phe 


Asp 


Arg 


Phe 


Thr 


Gly 


Tyr 


Trp 


Trp 










325 










330 










33S 




Cys 


Pro 


Thr 


Ala 


Ser 


Trp 


Glu 


Gly 


Ser 


Glu 


Gly 


Leu 


Lys 


Thr 


Leu 


Arg 








340 










345 










350 






lie 


Leu 


Tyr 


Glu 


Glu 


Val 


Asp 


Glu 


Ser 


Glu 


Val 


Glu 


Val 


He 


His 


Val 






355 










360 










365 








Pro 


Ser 


Pro 


Ala 


Leu 


Glu 


Glu 


Arg 


Lys 


Thr 


Asp 


Ser 


Tyr 


Arg 


Tyr 


Pro 




370 










375 










380 










Arg 


Thr 


Gly 


Ser 


Lys 


Asn 


Pro 


Lys 


He 


Ala 


Leu 


Lys 


Leu 


Ala 


Glu 


Phe 


385 










390 










395 










400 


Gin 


Thr 


Asp 


Ser 


Gin 


Gly 


Lys 


He 


Val 


Ser 


Thr 


Gin 


Glu 


Lys 


Glu 


Leu 










405 










410 










415 




Val 


Gin 


Pro 


Phe 


Ser 


Ser 


Leu 


Phe 


Pro 


Lys 


Val 


Glu 


Tyr 


He 


Ala 


Arg 








420 










425 










430 






Ala 


Gly 


Trp 


Thr 


Arg 


Asp 


Gly 


Lys 


Tyr 


Ala 


Trp 


Ala 


Met 


Phe 


Leu 


Asp 






435 










440 










445 








Arg 


Pro 


Gin 


Gin 


Trp 


Leu 


Gin 


Leu 


Val 


Leu 


Leu 


Pro 


Pro 


Ala 


Leu 


Phe 




450 










455 










460 










lie 


Pro 


Ser 


Thr 


Glu 


Asn 


Glu 


Glu 


Gin 


Arg 


Leu 


Ala 


Ser 


Ala 


Arg 


Ala 


465 










470 










475 










480 


Val 


Pro 


Arg 


Asn 


Val 


Gin 


Pro 


Tyr 


Val 


Val 


Tyr 


Glu 


Glu 


Val 


Thr 


Asn 










485 










490 










495 




Val 


Trn 

irp 


lie 


Asn 


Val 


His 


Asp 


He 


Phe 


Tyr 


Pro 


Phe 


Pro 


Gin 


Ser 


Glu 








500 










505 










510 






Gly 


Glu 


Asp 


Glu 


Leu 


Cys 


Phe 


Leu 


Arg 


Ala 


Asn 


Glu 


Cys 


Lys 


Thr 


Gly 






515 










520 










525 








Phe 


Cys 


His 


Leu 


Tyr 


Lys 


Val 


Thr 


Ala 


Val 


Leu 


Lys 


Ser 


Gin 


Gly 


Tyr 




530 










535 










540 










Asp 


Trp 


Ser 


Glu 


Pro 


Phe 


Ser 


Pro 


Gly 


Glu 


Asp 


Glu 


Phe 


Lys 


Cys 


Pro 


545 










550 










555 










560 


lie 


Lys 


Glu 


Glu 


He 


Ala 


Leu 


Thr 


Ser 


Gly 


Glu 


Trp 


Glu 


Val 


Leu 


Ala 










565 










570 










575 




Arg 


His 


Gly 


Ser 


Lys 


He 


Trp 


Val 


Asn 


Glu 


Glu 


Thr 


Lys 


Leu 


Val 


Tyr 








580 










585 










590 






Phe 


Gin 


Gly 


Thr 


Lys 


Asp 


Thr 


Pro 


Leu 


Glu 


His 


His 


Leu 


Tyr 


val 


Val 






S95 










600 










605 








Ser 


Tyr 


Glu 


Ala 


Ala 


Gly 


Glu 


He 


Val 


Arg 


Leu 


Thr 


Thr 


Pro 


Gly 


Phe 
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610 615 620 

Ser His Ser Cys Ser Met Ser Gin Asn Phe Asp Met Phe Val Ser His 
625 630 635 640 

Tyr Ser Ser Val Ser Thr Pro Pro Cys Val His Val Tyr Lys Leu Ser 

645 650 655 

Gly Pro Asp Asp Asp Pro Leu His Lys Gin Pro Arg Phe Trp Ala Ser 

660 665 670 

Met Met Glu Ala Ala Ser Cys Pro Pro Asp Tyr Val Pro Pro Glu lie 

675 680 685 

Phe His Phe His Thr Arg Ser Asp Val Arg Leu Tyr Gly Met lie Tyr 

690 695 700 

Lys Pro His Ala Leu Gin His He Thr Lys Lys Ser Thr Val Phe Glu 
705 710 715 720 

<210> 2781 

<211> 1268 

<212> DNA 

<213> Homo sapiens 

<400> 2781 

gtcgacggac ttcaggaagt gcagcgccag gcacaagagg ggaagaatat aggcaccacc 
60 

aagaagggaa tcggaccaac ctactcttcc aaagctgccc ggacaggcct ccgcatctgc 
120 

gacctcctgt cagattttga tgagttttct tccagattca agaacctggc ccaccagcac 
180 

cagtcgatgt tccccaccct ggaaatagac attgaaggcc aactcaaaag gctcaagggc 
240 

tttgctgagc ggatcagacc catggtccga gatggtgttt actttatgta tgaggcactc 
300 

cacggccccc ccaagaagat cctggtggag ggtgccaacg ccgccctcct cgacattgac 
360 

ttcgggacct acccctttgt gacttcatcc aactgcaccg tgggcggtgt gtgcacgggc 
420 

ctgggcatcc ccccgcagaa cataggtgac gtgtatggcg tggtgaaagc ctataccaca 
480 

cgtgtgggca tcggggcctt ccccaccgag cagatcaacg agattggagg cctgctgcag 
540 

acccgcggcc acgagtgggg agtgaccaca ggcaggaaga ggcgctgcgg ctggctcgac 
600 

ctgatgattc taagatatgc tcacatggtc aacggattca ctgcgctggc cctgacgaag 
660 

ctggacatcc tggacgtact gggtgaggtt aaagtcggtg tctcatacaa gctgaacggg 
720 

aaaaggattc cctatttccc agctaaccag gagatgcttc agaaggtcga agttgagtat 
780 

gaaacgctgc ctgggtggaa agcagacacc acaggcgcca ggaggtggga ggacctgccc 
840 

ccacaggccc agaactacat ccgctttgtg gagaatcacg tgggagtcgc agtcaaatgg 
900 

gttggtgttg gcaagtcaag agagtcgatg atccagctgt cttagtcgca gactgagctg 
960 

atcccaacag gccctggcag cgtctggact tgtgtaaaca gcagcagtca cgttcctcgg 
1020 
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ccgccacaac caacaccaaa gcaggaaaac cattttctgt 
1080 

cctgttggtt tctacaatga ttttaaacat tggaaagcca 
1140 

aattatattc aaaatgagcc aaagtgctca gagaccttct 
1200 

ggttgcgtgt ccagccgaag cagtgtaata aacatctcca 
1260 

aaaaaaaa 
1268 

<210> 2782 
<211> 314 
<212> PRT 

<213> Homo sapiens 



<400> 2782 



Val 


Asp 


Gly 


Leu 


Gin 


Glu 


Val 


Gin 


Arg 


Gin 


Ala 


1 








5 










10 




He 


Gly 


Thr 


Thr 


Lys 


Lys 


Gly 


He 


Gly 


Pro 


Thr 








20 










25 






Ala 


Arg 


Thr 


Gly 


Leu 


Arg 


He 


Cys 


Asp 


Leu 


Leu 






35 










40 








Phe 


Ser 


Ser 


Arg 


Phe 


Lys 


Asn 


Leu 


Ala 


His 


Gin 




50 










55 










Pro 


Thr 


Leu 


Glu 


He 


Asp 


He 


Glu 


Gly 


Gin 


Leu 


65 










70 










75 


Phe 


Ala 


Glu 


Arg 


He 


Arg 


Pro 


Met 


Val 


Arg 


Asp 










85 










90 




Tyr 


Glu 


Ala 


Leu 


His 


Gly 


Pro 


Pro 


Lys 


Lys 


He 








100 










105 






Asn 


Ala 


Ala 


Leu 


Leu 


Asp 


He 


Asp 


Phe 


Gly 


Thr 






115 










120 








Ser 


Ser 


Asn 


Cys 


Thr 


Val 


Gly 


Gly 


val 


Cys 


Thr 




130 










135 










Pro 


Gin 


Asn 


He 


Gly 


Asp 


Val 


Tyr 


Gly 


val 


val 


145 










150 










155 


Arg 


val 


Gly 


He 


Gly 


Ala 


Phe 


Pro 


Thr 


Glu 


Gin 










165 










170 




Gly 


Leu 


Leu 


Gin 


Thr 


Arg 


Gly 


His 


Glu 


Trp 


Gly 








180 










185 






Lys 


Arg 


Arg 


Cys 


Gly 


Trp 


Leu 


Asp 


Leu 


Met 


He 






195 










200 








Met 


Val 


Asn 


Gly 


Phe 


Thr 


Ala 


Leu 


Ala 


Leu 


Thr 




210 










215 










Asp 


Val 


Leu 


Gly 


Glu 


Val 


Lys 


Val 


Gly 


Val 


Ser 


22S 










230 










235 


Lys 


Arg 


He 


Pro 


Tyr 


Phe 


Pro 


Ala 


Asn 


Gin 


Glu 










245 










250 




Glu 


Val 


Glu 


Tyr 


Glu 


Thr 


Leu 


Pro 


Gly 


Trp 


Lys 








260 










265 






Ala 


Arg 


Arg 


Trp 


Glu 


Asp 


Leu 


Pro 


Pro 


Gin 


Ala 






275 










280 








Phe 


Val 


Glu 


Asn 


His 


Val 


Gly 


Val 


Ala 


Val 


Lys 



acttttatat ttctgttcaa 
gccttgtgta tatttttaaa 
atgacacact agtgtcacat 
atggccactg aaaaaaaaaa 



Gin 


Glu 


Gly 


Lys 
15 


Asn 


Tyr 


Ser 


Ser 
30 


Lys 


Ala 


Ser 


Asp 
45 


Phe 


Asp 


Glu 


His 


Gin 


Ser 


Met 


Phe 


60 










Lys 


Arg 


Leu 


Lys 


Gly 
80 


Gly 


Val 


Tyr 


Phe 
95 


Met 


Leu 


Val 


Glu 
110 


Gly 


Ala 


Tyr 


Pro 
125 


Phe 


Val 


Thr 


Gly 


Leu 


Gly 


He 


Pro 


140 










Lys 


Ala 


Tyr 


Thr 


Thr 
160 


He 


Asn 


Glu 


He 
17S 


Gly 


Val 


Thr 


Thr 
190 


Gly 


Arg 


Leu 


Arg 
205 


Tyr 


Ala 


His 


Lys 


Leu 


Asp 


He 


Leu 


220 










Tyr 


Lys 


Leu 


Asn 


Gly 
240 


Met 


Leu 


Gin 


Lys 
255 


Val 


Ala 


Asp 


Thr 
270 


Thr 


Gly 


Gin 


Asn 
285 


Tyr 


He 


Arg 


Trp 


Val 


Gly 


Val 


Gly 
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290 29S 300 

Lys Ser Arg Glu Ser Met lie Gin Leu Phe 
305 310 

<210> 27B3 
<211> 2376 
<212> DNA 

<213> Homo sapiens 
<400> 2783 

gccgaacggc aaattgaaga agaaaaccga gagagagaat gggaacggga agtgctgggc 
60 

ataaagcgag acaagagtga cagccctgcc attcagctac gtctcaaaga acctatggat 
120 

gttgatgtag aagattatta cccagctttc ctggacatgg tgcggagcct gctggatggc 
180 

aacatagact catcacagta tgaagattca ctgagagaga tgttcaccat tcatgcctac 
240 

attgccttta ccatggacaa actgatccag agcattgtca gacagctgca gcatatcgtg 
300 

agcgatgaga tctgtgtgca ggtgactgac ctttacctgg cagaaaataa taatggggcc 
360 

accggaggcc agctgaacac acagaactca aggagcctcc tggagtcaac gtatcagcgg 
420 

aaagctgagc agctaatgtc agatgagaat tgctttaagc ttatgtttat tcagagccaa 
480 

ggccaggtcc agctgactat tgagcttctg gacacagaag aggagaattc ggatgaccct 
540 

gtggaagcag agcgctggtc agactacgtg gagcgataca tgaattcaga tactacctcg 
600 

cctgagcttc gtgaacatct agcacagaaa ccagtatttc tccccaggaa tctacggcgg 
660 

atccggaagt gtcaacgtgg tcgagagcag caggaaaagg aagggaagga aggaaacagc 
720 

aagaagacca tggagaatgt ggatagtctg gataagctgg agtgtagatt caagctgaat 
780 

tcctacaaga tggtgtatgt gatcaaatca gaggactata tgtatcggag gaccgccctg 
840 

ctccgggctc atcagtccca tgagcgtgta agcaagcgtc tacatcagag attccaggcc 
900 

tgggtagata aatggaccaa ggagcatgtg ccccgtgaaa tggcagcaga gaccagcaag 
960 

tggctcatgg gtgaggggct ggagggcctg gtgccctgta ccaccacctg tgatacagag 
1020 

accctgcatt ttgtgagcat taacaagtat cgtgtcaaat acggcacagt attcaaagcc 
1080 

ccttaactgc aaagccagag cagataactt ggggtgtgtg tggggatgtg tgtgtgggcc 
1140 

tatgcactca cacactgaag aaacaaggaa gatgcctttc aagcctcact gggcctctct 
1200 

gggacatggc cacctgacct gtgtgtggct ggtgcagcct ggcaccaagt gggctacctg 
1260 

ttaggaacat gaatacctta caaagctgaa gctggaactt ttcccaaagg gttttgggta 
1320 
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tagcctgccc tggaggggaa ggaagtccat gcaagcaaag acatgcagtt tgcttgcaca 
1380 

caccagcaga gctaagactg gagtctcctg tggcctaact ttcaatgagg gaaccggatg 
1440 

ctgttcacac tttgactgga tggagatgca tttacaaaac agactggaga aggacttaat 
1500 

actcagatgg attggaacta tcatggtcac tgctcctctc ccctccccac aaaaggaaaa 
1560 

aaaagctgga tttgattttt tttttctggt cacccgagca catctaagat cacccattag 
1620 

gttttatctg ggacctgcag tttggctttg ggattgatca tcttgtggat tttattcctg 
1680 

acgattccct tgctgcctac ccttttctct cctctggttc tcaacctcaa cgagttcaaa 
1740 

tcagttgtcc tttttagctc ccgtggaact gttttgtatc tgcctcttta ctagtctacc 
1800 

ttagcgccat ccaccagctt tactctctga cacacacacg cacacacaca cacacaattt 
1860 

taacttgttt ttttgtacat aatgtacata ctgtcaattt tttattaaaa gaaatatgct 
1920 

ttgatgtgct agcataactg ctctagcttc ttgtgtacca tagtactgtg gcttcagatt 
1980 

tagtacctat gaacagatgt acaagacatt tattacactt tttaccaaag ggagttacca 
2040 

ttgtagtact tttgtgtaaa acttgtcttc ccctttgccc ccaacttttt tttttttttt 
2100 

ttgtaaataa ataaagcttg gttcttactt aaggaaaaaa ctctcaaccc acgtcccttg 
2160 

tcctcaccag aaaatactgt gaagcaggga ttttgacttc agttccttat ccagggtaga 
2220 

aacaggattt tgcttaaaat acttgttact tgtcccaaat caaaatattc caaaatctta 
2280 

gaatacttaa gtcttttagt acgtgttttt ttcccttgtt caaataatct gaaaatattt 
2340 

tatatttggg taagttgtca agctatgtag tttgta 
2376 

<210> 2784 
<211> 361 
<212> PRT 

<213> Homo sapiens 



<400> 2784 



Ala 


Glu 


Arg 


Gin 


lie 


Glu 


Glu 


Glu 


Asn 


Arg 


Glu 


Arg 


Glu 


Trp 


Glu 


Arg 


1 








5 










10 










15 




Glu 


Val 


Leu 


Gly 
20 


He 


Lys 


Arg 


Asp 


Lys 
25 


Ser 


Asp 


Ser 


Pro 


Ala 
30 


He 


Gin 


Leu Arg 


Leu 


Lys 


Glu 


Pro 


Met 


Asp 


Val 


Asp 


Val 


Glu 


Asp 


Tyr 


Tyr 


Pro 






35 










40 










45 








Ala 


Phe 


Leu 


Asp 


Met 


Val 


Arg 


Ser 


Leu 


Leu 


Asp Gly 


Asn 


He 


Asp 


Ser 




50 










55 










60 










Ser 


Gin 


Tyr 


Glu 


Asp 


Ser 


Leu 


Arg 


Glu 


Met 


Phe 


Thr 


He 


His 


Ala 


Tyr 


65 










70 










75 










80 


lie 


Ala 


Phe 


Thr 


Met 


Asp 


Lys 


Leu 


He 


Gin 


Ser 


He 


val 


Arg 


Gin 


Leu 
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85 








90 


95 




Gin 


His 


lie 


Val 


Ser Asp Glu 


He 


Cys 


val 


Gin Val Thr Asp Leu 


Tyr 








100 








105 




110 




Leu 


Ala 


Glu 


Asn 


Asn Asn Gly Ala 


Thr Gly 


Gly Gin Leu Asn Thr 


Gin 






US 








120 






125 




Asn 


Ser 


Arg 


Ser 


Leu 


Leu Glu 


Ser 


Thr 


Tyr 


Gin Arg Lys Ala Glu 


Gin 




130 








135 








140 




Leu 


Met 


Ser 


Asp 


Glu Asn Cys 


Phe 


Lys 


Leu 


Met Phe lie Gin Ser 


Gin 


145 










150 








155 


160 


Gly 


Gin 


Val 


Gin 


Leu 


Thr He 


Glu 


Leu 


Leu 


Asp Thr Glu Glu Glu 


Asn 










165 








170 


175 




Ser 


Asp 


Asp 


Pro 


Val 


Glu Ala 


Glu 


Arg 


Trp 


Ser Asp Tyr Val Glu 


Arg 








180 








185 




190 




Tyr 


Met 


Asn 


Ser 


Asp 


Thr Thr 


Ser 


Pro 


Glu 


Leu Arg Glu His Leu 


Ala 






195 








200 






205 




Gin 


Lys 


Pro 


Val 


Phe 


Leu Pro 


Arg 


Asn 


Leu 


Arg Arg He Arg Lys 


Cys 




210 








21S 








220 




Gin 


Arg 


Gly 


Arg 


Glu 


Gin Gin 


Glu 


Lys 


Glu 


Gly Lys Glu Gly Asn 


Ser 


225 










230 








235 


240 


Lys 


Lys 


Thr 


Met 


Glu 


Asn Val 


Asp 


Ser 


Leu 


Asp Lys Leu Glu Cys 


Arg 










245 








250 


255 




Phe 


Lys 


Leu 


Asn 


Ser Tyr Lys 


Met 


Val 


Tyr 


Val lie Lys Ser Glu 


Asp 








260 








265 




270 




Tyr 


Met 


Tyr 


Arg 


Arg Thr Ala 


Leu 


Leu Arg 


Ala His Gin Ser His 


Glu 






275 








260 






285 




Arg 


Val 


Ser 


Lys 


Arg 


Leu His 


Gin 


Arg 


Phe 


Gin Ala Trp Val Asp 


Lys 




290 








295 








300 




Trp 


Thr 


Lys 


Glu 


His 


Val Pro Arg 


Glu 


Met 


Ala Ala Glu Thr Ser 


Lys 


305 










310 








315 


320 


Trp 


Leu 


Met 


Gly 


Glu Gly Leu 


Glu 


Gly Leu 


Val Pro Cys Thr Thr 


Thr 










325 








330 


335 




Cys 


Asp 


Thr 


Glu 


Thr 


Leu His 


Phe 


Val 


Ser 


He Asn Lys Tyr Arg 


Val 








340 








345 




350 




Lys 


Tyr 


Gly 


Thr 


Val 


Phe Lys 


Ala 


Pro 












355 








360 











<210> 2785 

<211> 492 

<212> DNA 

<213> Homo sapiens 

<400> 2785 

gccgcggttc ggacccgccg gcgacatggc cagctccgga gaggacatat ccaatgatga 
60 

tgatgacatg caccctgcag cagccgggat ggcagacggg gtccacctcc tagggttctc 
120 

tgatgagatc ctccttcaca tcctgagtca cgtccccagc acagatctga ttctgaacgt 
180 

ccggcgtacc tgtcggaagc ttgcagccct gtgccttgac aagagcctca tccacaccgt 
240 

gttgctgcaa aaggactatc aggcgagcga ggacaaagtg aggcagctgg tgaaggagat 
300 

cggccgggag atccagcagc tgagcatggc tggctgctac tggctgcctg gctccaccgt 
360 
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ggaacacgtg gcccgctgcc cgcagcctgg tgaaggtgaa cctctcgggc tgccacctca 
420 

cttccctgcg cctctacaag atgctctcgg ccctgcagca cctgcgctcg ctggccatcg 
480 

acgtgagccc eg 
492 

<210> 2786 

<211> 155 

<212> PRT 

<213> Homo sapiens 

<400> 2786 



Met 


Ala 


Ser 


Ser 


Gly 


Glu 


Asp 


He 


Ser 


Asn 


Asp Asp 


Asp 


Asp 


Met 


His 


1 








5 










10 








IS 




Pro 


Ala 


Ala 


Ala 
20 


Gly 


Met 


Ala 


Asp 


Gly 
25 


Val 


His Leu 


Leu 


Gly 
30 


Phe 


Ser 


Asp Glu 


He 


Leu 


Leu 


His 


He 


Leu 


Ser 


His 


Val Pro 


Ser 


Thr 


Asp 


Leu 






35 










40 








4S 








He 


Leu 
50 


Asn 


Val 


Arg 


Arg 


Thr 
55 


Cys 


Arg 


Lys 


Leu Ala 
60 


Ala 


Leu 


Cys 


Leu 


Asp 


Lys 


Ser 


Leu 


He 


His 


Thr 


Val 


Leu 


Leu 


Gin Lys 


Asp 


Tyr 


Gin 


Ala 


65 










70 










75 








80 


Ser 


Glu 


Asp 


Lys 


Val 
85 


Arg 


Gin 


Leu 


val 


Lys 
90 


Glu He 


Gly 


Arg 


Glu 
95 


He 


Gin 


Gin 


Leu 


Ser 
100 


Met 


Ala 


Gly 


Cys 


Tyr 
105 


Trp 


Leu Pro 


Gly 


Ser 
110 


Thr 


Val 


Glu 


His 


Val 
115 


Ala 


Arg 


Cys 


Pro 


Gin 
120 


Pro 


Gly 


Glu Gly 


Glu 
12S 


Pro 


Leu 


Gly 


Leu 


Pro 
130 


Pro 


His 


Phe 


Pro 


Ala 
135 


Pro 


Leu 


Gin 


Asp Ala 

140 


Leu 


Gly 


Pro 


Ala 


Ala 


Pro 


Ala 


Leu 


Ala 


Gly 


His 


Arg 


Arg 


Glu 


Pro 











145 150 155 

<210> 2787 
<211> 299 
<212> DNA 

<213> Homo sapiens 
<400> 2787 

ngtctttaga caatgactcg ggacagtgga atgaaacaga ageatgetge atcaacctca 
60 

atgtggggag aagagccgta ctctgacata teagttgeta aaacacgtgc agggcatgee 
120 

acaatgeaca gacatggcag tatccttctg gtgggaggga gtcaccattt gctctgccct 
180 

gccctctgct gggtgctctt acaggtgeta ctgcatccag cgcttgaaac aattctgtgg 
240 

ggtattgatt ctgaagagat cactgatggc cgtgatttct tgcctcagct tacccagat 
299 

<210> 2788 
<211> 95 
<212> PRT 
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c213> Homo sapiens 



<400> 2788 

Met Thr Arg Asp Ser Gly Met Lys 

l 5 
Met Trp Gly Glu Glu Pro Tyr Ser 
20 

Ala Gly His Ala Thr Met His Arg 

35 40 
Gly Ser His His Leu Leu Cys Pro 

50 55 
Val Leu Leu His Pro Ala Leu Glu 
65 70 
Glu Glu lie Thr Asp Gly Arg Asp 
85 



Gin Lys His Ala Ala Ser Thr Ser 

10 15 
Asp He Ser Val Ala Lys Thr Arg 
25 30 
His Gly Ser He Leu Leu val Gly 
45 

Ala Leu Cys Trp Val Leu Leu Gin 
60 

Thr He Leu Trp Gly He Asp Ser 

75 80 
Phe Leu Pro Gin Leu Thr Gin 
90 95 



<210> 2789 

<2X1> 492 

<212> DNA 

<213> Homo sapiens 



<400> 2789 

nggaccccag ctgctcccct ttgaaggaaa tctgctcgct cagggagtcg atgcggccga 
60 

gctgctggaa ggagtgcacc aggaggctgc cggggtccgg gagcccatgc tccagtgcct 
120 

gcgaggccag gctgtgcagt ggggccagca ccagctgcag cttctcctcc agcaggtcca 
180 

ccctggactg cagcctctgc acttcttcct tcattgcact gtccactcct gcgggcagag 
240 

ccaggcgctg ggtcacggcc ggccggctcc ccacccacac ccccagggct ccctcctgtc 
300 

cccagggaga ggcagagcca gaagactcag gcccaggcct ctgccacccc cgctgcctgc 
360 

ctggcgctgg ccagaggtct caggctatgc cgcctaagta cgtcggggcg ggtggctctg 
420 

cgcagaggct cagggccccg gccacgctga gggaggtcaa ggctgaggtc tcagcggccc 
480 

tcgttccgaa tt 
492 



<210> 2790 

<211> 141 

<212> PRT 

<213> Homo sapiens 



<400> 2790 

Arg Lys Ser Ala Arg Ser Gly Ser 

1 5 
Ser Ala Pro Gly Gly Cys Arg Gly 
20 

Ala Arg Pro Gly Cys Ala Val Gly 

35 40 
Pro Ala Gly Pro Pro Trp Thr Ala 



Arg Cys Gly Arg Ala Ala Gly Arg 

10 15 
Pro Gly Ala His Ala Pro Val Pro 
25 30 
Pro Ala Pro Ala Ala Ala Ser Pro 
45 

Ala Ser Ala Leu Leu Pro Ser Leu 
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50 55 60 

His Cys Pro Leu Leu Arg Ala Glu Pro Gly Ala Gly Ser Arg Pro Ala 
65 70 7S 80 

Gly Ser Pro Pro Thr Pro Pro Gly Leu Pro Pro Val Pro Arg Glu Arg 

85 90 95 

Gin Ser Gin Lys Thr Gin Ala Gin Ala Ser Ala Thr Pro Ala Ala Cys 

100 105 HO 

Leu Ala Leu Ala Arg Gly Leu Arg Leu Cys Arg Leu Ser Thr Ser Gly 

115 120 125 

Arg Val Ala Leu Arg Arg Gly Ser Gly Ser Arg Pro Arg 
130 135 140 

<210> 2791 

<211> 1271 

<212> DNA 

<213> Homo sapiens 

<400> 2791 

nntgtacagg ggatgcagaa tcaatgaaag agataaacaa acatcagagt actgtcagac 
60 

atagaggact ggataataca tttgtgtctt tctacatagt ggtatagaaa tatcaggtcc 
120 

ccaaattccc atttttcttc caatcacatt taaaatttca atatgttgca ggcagtatgt 
180 

gtaagattat atccaaatat ttactcctgg ttgctcctct tgggcaagct gtgaatatga 
240 

tcaaaatatt taaagaagga agaaggtaaa gatctaaaat atgacatgaa aatacccaga 
300 

gaagtgtgcc taaattagca ttagggtttg agggatccta aggatgacaa aaagggactc 
360 

ttctattgaa ttcgtggttg atgctcagcg atagtaacaa tcctgcctcc cctaacatct 
420 

tcctccccct ccagcagctt cacagaacat ggttgatgag gtaacttagg ggatgcacag 
480 

ggtgtggcca gaagacccct ttccctatag accactatga gccctgaaag atttatgagg 
540 

taatgttcac ttcatcctgt gcttcttttc ctagatgtga actatgaaga ctttactttc 
600 

accataccag atgtagagga ctcaagtcag agaccagatc agggacccca gagacctcct 
660 

cctgaaggac tcctacctag accccctggt gatagtggta accaagatga tggtcctcag 
720 

cagagaccac caaaaccagg aggccatcac cgccatcctc ccccacctcc ttttcaaaat 
780 

cagcaacgac caccccaacg aggacaccgt caactctctc taccccgatt tccttctgtc 
840 

agcctgcagg aagcatcatc attcttccgg agggacagac cagcaagaca tccccaggag 
900 

caaccactct ggtaatctag aattcagtgg cagaaaataa ataagaagat aacttccttc 
960 

agaaagccat gacattgaaa taatgtggtc ataactcttt cttcagtata ccaataaaat 
1020 

attaacagca tgcggaagaa agaatggttt gcatccacat ggagagtgta ccatttagag 
1080 
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gtaacaggga gaggagaggg tgtgccatca agaggcaaca tggaggtgtt tcaaacctat 



1140 



gcatcttgtt ataaatatat ctttgctcac atgaatttta cttgttaatt agcctggctg 



1200 

gggtgaatgg taacaggaga gaaatggaag agaataggga gcactgcgcc agcattaaca 
1260 

gctcactgtc t 
1271 



<210> 2792 

<211> 123 

<212> PRT 

<213> Homo sapiens 



c400> 2792 
Cys Ser Leu His 
1 

Phe Thr Phe Thr 
20 

Gin Gly Pro Gin 
35 

Gly Asp Ser Gly 
50 

Pro Gly Gly His 
65 

Gin Arg Pro Pro 

Pro Ser Val Ser 
100 

Pro Ala Arg His 
115 



Pro Val Leu Leu 
5 

lie Pro Asp Val 

Arg Pro Pro Pro 
40 

Asn Gin Asp Asp 
55 

His Arg His Pro 
70 

Gin Arg Gly His 
85 

Leu Gin Glu Ala 

Pro Gin Glu Gin 
120 



Phe Leu Asp Val 
10 

Glu Asp Ser Ser 
25 

Glu Gly Leu Leu 

Gly Pro Gin Gin 
60 

Pro Pro Pro Pro 

75 

Arg Gin Leu Ser 
90 

Ser Ser Phe Phe 
105 

Pro Leu Trp 



Asn Tyr Glu Asp 
IS 

Gin Arg Pro Asp 
30 

Pro Arg Pro Pro 
45 

Arg Pro Pro Lys 

Phe Gin Asn Gin 
80 

Leu Pro Arg Phe 
95 

Arg Arg Asp Arg 
110 



<210> 2793 

<211> 847 

<212> DNA 

<213> Homo sapiens 



<400> 2793 

gcgcgccgac ttcgggctcc tcctcccggc 
60 

gtggtccctc gggtgaaaca gaaagcggga 
120 

tgaggcggcg gcgtcactgc caggaaacaa 
180 

cggccctgag agctgactct gcagctgagg 
240 

gaggcgccag aggagccgcc ttctgcctca 
300 

attcagtata ttaatgtctt attgataatg 
360 

cagatcttaa gtagtgatat ttctcttttg 
420 

caacaggtta ttctggtaca agttaaccca 
480 



tccgtagtaa gcatggcggc ggcggcgttc 
gctacgcgga gagggagcga agagcggggc 
ccccaacagt cagcgcgccg gcggccgcgg 
tagagagaca acgatcagga accctaagaa 
gaacggcgtg actcggagaa ttggagcgtt 
gcagaacatc caccactact ggatacaact 
tctgccccta ttgtaagtgc agatggaaca 
ggagaagcat ttacaataag aagagaagat 
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ggacagtttc agtgcattac aggtcctgct caggttccaa tgatgtcccc aaatggttct 
540 

gtgcctccta tctatgtgcc tcctggatat gccccacagg ttattgaaga caatggtgtt 
600 

cgaagagttg tcgtggtccc tcaggcacca gagtttcacc ctggtagtca cacagttctc 
660 

caccgttctc cacatcctcc tctacctggt ttcattcctg tcccaactat gatgccgcct 
720 

caccacgtca tatgtactca cccgtgactg gagctggaga catgacaaca cagtatatgc 
780 

cncagtatca gtcttcacaa gtctatggag atgtagatgc tcactctaca catggccctt 
840 

cacgcgt 
847 

<210> 2794 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 2794 

Met Ala Glu His Pro Pro Leu Leu Asp Thr Thr Gin He Leu Ser Ser 

15 10 15 

Asp He Ser Leu Leu Ser Ala Pro He Val Ser Ala Asp Gly Thr Gin 

20 25 30 

Gin Val He Leu Val Gin Val Asn Pro Gly Glu Ala Phe Thr He Arg 

35 40 45 

Arg Glu Asp Gly Gin Phe Gin Cys He Thr Gly Pro Ala Gin val Pro 

50 55 60 

Met Met Ser Pro Asn Gly Ser Val Pro Pro He Tyr Val Pro Pro Gly 
65 70 75 80 

Tyr Ala Pro Gin Val He Glu Asp Asn Gly Val Arg Arg Val Val Val 

85 90 95 

Val Pro Gin Ala Pro Glu Phe His Pro Gly Ser His Thr Val Leu His 

100 105 110 

Arg Ser Pro His Pro Pro Leu Pro Gly Phe He Pro Val Pro Thr Met 

115 120 125 

Met Pro Pro His His Val He Cys Thr His Pro 
130 135 

<210> 2795 
<211> 1022 
<212> DNA 

<213> Homo sapiens 
<400> 2795 

ngccggcgct gccagcagtt gtagagcagg ccaagcgcaa tgatgatgat gcagatggcc 
60 

ccaatgacca ccagcaccac gaagagcgtg ccgtagtcgc tgcgcacctg gctggcccgc 
120 

gcctggcagc tgctggttgt ggaatagttc tggatgccaa tctcctccag gctcctgcgg 
180 

atgtcaccca gcatggaaag gacatcttga gtgggcacca ccccctgctc gcccaccagt 
240 
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gtcatgagaa ggtgctgctc cttctcgctg ggcttgctca gagagatgtg ccaggcccca 
300 

tggtggccac tgccatggcg gggcagcacc tcttccacca gggccaggag ctgtggcccc 
360 

cggtgctgcc ggaacacctc acagtctatg ttctctgtca tgttcagaat gatgtagttt 
420 

ttcccagcca gattgctcca gtccttgcag atcacctgcg tagaatccca gggtatcctg 
480 

gattgagctt cagctgcctg cccttctagg agctgctggt tgagatcttc ttgtcccaag 
540 

gtagcagagg aaggtgtcag ttccatgtct ccaggggcca gtggggaaga ggctgaggtt 
600 

ctagagccaa ggggatcttc atctgggtgc tcggccccac tgggagctgt ggtttgaggg 
660 

aatgaaggca aggccggcac ctcctcgtgc tggccagaca aaccagctgc tcctgcagtg 
720 

gcttcctcgc ttgcttcctg aggagcctcg aactctaccc caagccctgc agctggcagc 
780 

actgtggcct ctgcctcttg gctggtggag tcctggtccc ccggagtcac tgtagttggg 
840 

gtgactgaag gcagcagcaa gctgggcccc atgctgctct ccacctcatc aggtgagnna 
900 

gaaaagtcac ggacctgagg cttggcttct tcttgggatc cattcacagg gagcagctcc 
960 

tcctcttcct cctcctcttg tttctctacc tcttccttct ccctctcctc cccttcacgc 
1020 

gt 

1022 

<210> 2796 

<211> 56 

<212> PRT 

<213> Homo sapiens 



<400> 2796 

Ala Ser Ala Ala Cys Pro Ser Arg Ser Cys Trp Leu Arg Ser Ser Cys 

15 10 15 

Pro Lys Val Ala Glu Glu Gly Val Ser Ser Met Ser Pro Gly Ala Ser 

20 25 30 

Gly Glu Glu Ala Glu Val Leu Glu Pro Arg Gly Ser Ser Ser Gly Cys 

35 40 45 

Ser Ala Pro Leu Gly Ala Val Val 
50 SS 

<210> 2797 

<211> 475 

<212> DNA 

<213> Homo sapiens 

<400> 2797 

cggccgctgc tgattgcctt cagcgcctgc accacggtgc tggtggccgt gcacctgttc 
60 

gccctcctca tcagcacctg catcctgccc aatgtggagg ccgtgagcaa catccacaac 
120 
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ctgaactcca tcagcgagtc cccgcatgag cgcatgcacc cctacatcga gctggcctgg 
180 

ggcttctcca ccgtgcttgg catcctactc ttcctggccg aggtggtgct gctctgctgg 
240 

atcaagttcc tccccgtgga tgcccggcgc cagcctggcc ccccacctgg ccctgggagt 
300 

cacacgggct ggcaggccgc cctggtgtcc accatcatca tggtgcccgt gggcctcatc 
360 

ttcgtggtct tcaccatcca cttctaccgc tccctggtgc gccacaaaac ggagcgccac 
420 

aaccgcgaga tcgaggagct ccacaagctc aaggtccagc tggacgggca tgagc 
475 

<210> 2798 
<211> 156 
<212> PRT 

<213> Homo sapiens 
<400> 2798 



Arg Pro 


Leu 


Leu 


He 


Ala 


Phe 


Ser 


Ala 


Cys 


Thr 


Thr 


val 


Leu 


Val 


Ala 


1 






5 










10 










15 




Val His 


Leu 


Phe 


Ala 


Leu 


Leu 


He 


Ser 


Thr 


Cys 


He 


Leu 


Pro 


Asn 


Val 






20 










25 










30 






Glu Ala 


Val 


Ser 


Asn 


He 


His 


Asn 


Leu 


Asn 


Ser 


He 


Ser 


Glu 


Ser 


Pro 




35 










40 










45 








His Glu 


Arg 


Met 


His 


Pro 


Tyr 


He 


Glu 


Leu 


Ala 


Trp 


Gly 


Phe 


Ser 


Thr 


50 










55 










60 










Val Leu 


Gly 


He 


Leu 


Leu 


Phe 


Leu 


Ala 


Glu 


Val 


Val 


Leu 


Leu 


Cys 


Trp 


65 








70 










75 










80 


lie Lys 


Phe 


Leu 


Pro 


Val 


Asp 


Ala 


Arg 


Arg 


Gin 


Pro 


Gly 


Pro 


Pro 


Pro 








85 










90 










95 




Gly Pro 


Gly Ser 


His 


Thr 


Gly 


Trp 


Gin 


Ala 


Ala 


Leu 


val 


Ser 


Thr 


He 






100 










105 










110 






He Met 


Val 


Pro 


Val 


Gly 


Leu 


He 


Phe 


Val 


Val 


Phe 


Thr 


He 


His 


Phe 




115 










120 










125 








Tyr Arg 


Ser 


Leu 


Val 


Arg 


His 


Lys 


Thr 


Glu 


Arg 


His 


Asn 


Arg 


Glu 


He 


130 










135 










140 










Glu Glu 


Leu 


His 


Lys 


Leu 


Lys 


val 


Gin 


Leu 


Asp Gly 


His 


Glu 






145 








150 










155 













<210> 2799 

<211> 2872 

<212> DNA 

<213> Homo sapiens 

<400> 2799 

ntatctttcg attcatctgt ggggtttcgg tttggaatga ccagcttgca aggcagggcc 
60 

aatgggatga tggagtgctg gtagaccagg gcagacagcg atccgaagtt tggctcattg 
120 

gggcagccct tgagcttgac tcctctgggg ccagtctcta tcagaaaatg cctgaccagc 
180 

tcatgggtca tgtctccttt tttattctgc tgcatgatgg ttggaggtgg cgaagacacc 
240 



2037 



WO 00/58473 



PCT/USOO/08621 



ttcatggcca gcccgtacaa gcctgagatc 
300 

gaccaggagc cgggggcctt catcatccgc 
360 

ctggccatga aggtgtcttc gccacctcca 
420 

atgacccatg agctggtcag gcattttctg 
480 

aagggctgcc ccaatgagcc aaacttcgga 
540 

atcatcccat tggccctgcc ttgcaagctg 
600 

tcgaaagata gctccggccc tgccaactca 
660 

tgcaatgtgc tcttcatcaa ctctgtggac 
720 

tctaaagcca catctgagac gttggctgca 
7B0 

ttcaaagtct ctgcccaggg aatcactctg 
840 

cgccactacc ctctcaacac tgtcaccttc 
900 

atgaaaacag agggtggtgc ccctgctaag 
960 

agcaccacgg acaacgcctg ccacctcttt 
1020 

gccatcgtca acttcgtctc caaggtcatg 
1080 

ccccttgccc agggccagtg ccatggggaa 
1140 

tgaccactct tgaacccaga aggaggactt 
1200 

caacgtgggg agagggaagt gaattgcaga 
1260 

gagagagaga gagagagaga gagaaagatg 
1320 

atggaaactg caaaaaccca aagcctccaa 
1380 

ctcccctaag aagatggatg tcctcaaaag 
1440 

ttttttgggg gaatggaaaa gctctgtctc 
1S00 

aagctgggag aatctttttc tggccacctg 
1560 

ccgtgggaca tcaagtggaa gaacttgttt 
1620 

caggtctctt tgctgtgcct ccactatatt 
1680 

ctcacacatt gatctagatc tgcctttatc 
1740 

ttgtcccatg tgtttgtaga cacacatgca 
1800 

agtgcagcag gggagggaca aacaaccaag 
1860 



tccagggagc aggccatcgc gctcctcaag 
gacagtcact ccttccgagg cgcgtacggg 
accatcatgc agcagaataa aaaaggagac 
atagagactg gccccagagg agtcaagctc 
tcgctgtctg ccctggtcta ccagcactcc 
gtcattccaa accgagaccc cacagatgaa 
actgcagacc tgctgaaaca aggggcagcc 
atggagtcac tcactgggcc acaggccatc 
gaccccacgc cagctgccac catcgttcac 
actgacaacc agagaaagct ctttttcaga 
tgtgacctgg atccacagga aagaaagtgg 
ctcttcggct tcgtggcccg gaagcagggc 
gctgagcttg accccaacca gccggcctct 
ctgaatgccg gccaaaagag atgaaccctg 
ggggcttgtg gggaggggac ccatgaatcc 
tgggccaatt tcggaggaga gaagaaagtg 
ggggaggggg aaaagagaga gagagagaga 
gaggagaaga acttggattc ccctgggtag 
aactaaccag gtccacctaa caccccctcc 
agaaggaaca aacctccttg ggaatccaca 
cctaactcaa ctgctttgca aggggaaatc 
tggggtaggt tgtcaaacca aacagagcca 
gcttgaaagt atctcagacc caaggcacct 
gtcgtgtggg tgtgtgtctg cacccacatc 
cactcgaatt ataaacagct cggcttgtcc 
tactgtccaa agattagggt tggtggtggc 
ctatgggtga cagaggctct ctcctggtgc 
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ctgcacctgc actctagtga ccctgggtgc cgccagaccc ttctcttcta caaagacccc 
1920 

agcaggagtg ggagggtctg caatggcatc gccctgtcct gccttggcca gaagcctgga 
I960 

gctttggttt gaggaggcag agatatgtgt atccatagga agagatctgt cagaacaggc 
2040 

agctgttgag ctcggggtgt cttccccaag gcatgtggct cagcagcaag aaaggcaagt 
2100 

tgctcctgct ggggccctgg actctgcctt agctcccacc tctcagcctt gttattgggt 
2160 

ttcatgcccc tggaccagcc ttatctcaga cctgcttacc tgcatgatgc ctttttgggg 
2220 

gctggggatt gagtcttgct gctctgccca gccctgttct attctgcagg gtccctgtgt 
2280 

tggaattctc cctggggaac ctactttctg ctcagtgagg ctccggccag aaacctggag 
2340 

tccttatcct cccctctgta agtgttttag ggtctggctt ttgcaggcac cctctgacct 
2400 

cagcagagcc cctgggcctg ctgcctgcac accacatcgc ctacctacaa tgccaaagcc 
2460 

tcactgtcac cctttctgcc ttggtttccc tagctgagcc acgctgccca tgcagcagag 
2520 

ggcagaaggc ttgcacttgg gccaaagggc ctaaggtcca ctggacagtt gggaaaacac 
2580 

ctgaccacca tttaaggact ctaagccaga atggaaaatt caccaggact ccattcttaa 
2640 

gcctatgcga gtcccccaga gagaggcatt gtactgatat ataaatatta tataatatat 
2700 

acatgagaca tactgacaga atctgtaagc taataaaatg taagaaaagg ttaaaaaaag 
2760 

aataggtaaa ttgacaagaa gtatttattg tttttccata ttgctttatt gccttccttg 
2820 

gggataaacc aattcctatc cttttttata tgtgtaagta aagcctgaag tg 
2872 

<210> 2800 
<211> 294 
<212> PRT 

c2l3> Homo sapiens 



<400> 2800 



Met 


Ser 


Pro 


Phe 


Leu 


Phe 


Cys 


Cys 


Met 


Met 


Val Gly 


Gly 


Gly 


Glu 


Asp 


1 








5 










10 








15 




Thr 


Phe 


Met 


Ala 


Ser 


Pro 


Tyr 


Lys 


Pro 


Glu 


He Ser 


Arg 


Glu 


Gin 


Ala 








20 










25 








30 






He 


Ala 


Leu 


Leu 


Lys 


Asp 


Gin 


Glu 


Pro 


Gly 


Ala Phe 


He 


He 


Arg 


Asp 






35 










40 








45 








Ser 


His 


Ser 


Phe 


Arg 


Gly 


Ala 


Tyr 


Gly 


Leu 


Ala Met 


Lys 


Val 


Ser 


Ser 




50 










55 








60 










Pro 


Pro 


Pro 


Thr 


He 


Met 


Gin 


Gin 


Asn 


Lys 


Lys Gly 


Asp 


Met 


Thr 


His 


65 










70 










75 








80 


Glu 


Leu 


Val 


Arg 


His 


Phe 


Leu 


He 


Glu 


Thr 


Gly Pro 


Arg 


Gly 


Val 


Lys 










85 










90 








95 




Leu Lys 


Gly 


Cys 


Pro 


Asn 


Glu 


Pro 


Asn 


Phe 


Gly Ser 


Leu 


Ser 


Ala 


Leu 
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100 

Val Tyr Gin His Ser 
115 

lie Pro Asn Arg Asp 
130 

Ala Asn Ser Thr Ala 
145 

Leu Phe lie Asn Ser 
165 

lie Ser Lys Ala Thr 
180 

Ala Thr lie Val His 
195 

Asp Asn Gin Arg Lys 
210 

Val Thr Phe Cys Asp 
225 

Glu Gly Gly Ala Pro 
24S 

Gly Ser Thr Thr Asp 
260 

Asn Gin Pro Ala Ser 
275 

Asn Ala Gly Gin Lys 
290 

<210> 2801 
<211> 549 
<212> DNA 
<213> Homo sapiens 

<400> 2801 

ggggcaagtg tcagtcagga cgggagtccg gcgggttaca gcggaggcct aggtggcaga 
60 

cagggggccc gggccgctgc gtgttgtcca cccaagatgg agttcctcct ggggaacccg 
120 

ttcagcacac cagtggggca gtgcctcgaa aaggcaacag atggctccct gcaaagtgag 
180 

gattggacgt tgaatatgga gatctgtgac atcatcaatg agacggagga agggccaaag 
240 

gatgccattc gagccctgaa gaagcggctc aacgggaacc ggaactacag agaggtgatg 
300 

ctggcattaa cagtgctgga gacatgtgtg aagaactgtg gccaccgctt ccacatcctt 
360 

gtggccaacc gagatttcat cgacagtgtt ctggtcaaaa ttatatctcc caagaacaac 
420 

cctcccacca ttgtacagga caaagtgctt gctctgatcc aggcatgggc tgatgccttt 
480 

cgaagcagtc ctgatctcac cggcgttgtg cacatatatg aggagctgaa gaggaaaggg 
540 

gttgaattc 
S49 

<210> 2802 



2040 



He He 

Pro Thr 
135 
Asp Leu 
ISO 

Val Asp 

Ser Glu 

Phe Lys 

Leu Phe 
215 
Leu Asp 
230 

Ala Lys 
Asn Ala 
Ala He 
Arg 



105 
Pro Leu 
120 

Asp Glu 

Leu Lys 

Met Glu 

Thr Leu 
185 
Val Ser 
200 

Phe Arg 

Pro Gin 

Leu Phe 

Cys His 
26S 
val Asn 
280 



Ala Leu 

Ser Lys 

Gin Gly 
155 
Ser Leu 
170 

Ala Ala 

Ala Gin 

Arg His 

Glu Arg 
235 
Gly Phe 
250 

Leu Phe 
Phe Val 



Pro Cys 
125 
Asp Ser 
140 

Ala Ala 

Thr Gly 

Asp Pro 

Gly He 
205 
Tyr Pro 
220 

Lys Trp 

Val Ala 

Ala Glu 

Ser Lys 
285 



110 

Lys Leu Val 

Ser Gly Pro 

Cys Asn Val 
160 

Pro Gin Ala 

175 
Thr Pro Ala 
190 

Thr Leu Thr 

Leu Asn Thr 

Met Lys Thr 
240 

Arg Lys Gin 

255 
Leu Asp Pro 
270 

Val Met Leu 
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<211> 151 
<212> PRT 

<213> Homo sapiens 
<400> 2802 

Met Glu Phe Leu Leu Gly Asn Pro Phe Ser Thr Pro Val Gly Gin Cys 

15 10 15 

Leu Glu Lys Ala Thr Asp Gly Ser Leu Gin Ser Glu Asp Trp Thr Leu 

20 25 30 

Asn Met Glu lie Cys Asp He He Asn Glu Thr Glu Glu Gly Pro Lys 

35 40 45 

Asp Ala He Arg Ala Leu Lys Lys Arg Leu Asn Gly Asn Arg Asn Tyr 

50 55 60 

Arg Glu Val Met Leu Ala Leu Thr Val Leu Glu Thr Cys Val Lys Asn 
65 70 75 80 

Cys Gly His Arg Phe His He Leu Val Ala Asn Arg Asp Phe He Asp 

85 90 95 

Ser Val Leu Val Lys He He Ser Pro Lys Asn Asn Pro Pro Thr He 

100 105 110 

Val Gin Asp Lys val Leu Ala Leu He Gin Ala Trp Ala Asp Ala Phe 

115 120 125 

Arg Ser Ser Pro Asp Leu Thr Gly Val Val His He Tyr Glu Glu Leu 

130 135 140 

Lys Arg Lys Gly Val Glu Phe 
145 150 

<210> 2803 

<211> 459 

<212> DNA 

<213> Homo sapiens 

<400> 2803 

nccatggcca cgcctgggct ccagcagcat cagcagcccc caggaccggg gaggcacagg 
60 

tggcccccac cacccggagg agcagctcct gcccctgtcc gggggatgac tgattctcct 
120 

ccgccagccg tagggtgtgt gctgtccggg ctcacgggga ccctgtctcc gagtcgttcg 
180 

tgcagcgtgt gtaccagccc ttcctcacca cctgcgacgg gcaccgggcc tgcagcacct 
240 

accgcaatat gccagccgcc atgccggaac ggagggagct gtgtccagcc tggccgctgc 
300 

cgctgccctg caggatggcg gggtgacact tgccagtcag atgtggacna gtgcaatgaa 
360 

ggaagaagtg cagaggctgc agtccagggt ggacctgctg gaggagaagc tgcagctggt 
420 

actggcccca ctgcacagcc tggcctcgca ggcactgga 
459 

<210> 2804 
<211> 153 
<212> PRT 

<213> Homo sapiens 
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<400> 2804 



Xaa Met: 


Ala 


Thr 


Pro 


Gly 


Leu 


Gin 


Gin 


His 


Gin 


Gin 


Pro 


Pro 


Gly 


Pro 


1 






5 










10 










15 




Gly Arg 


His 


Arg 


Trp 


Pro 


Pro 


Pro 


Pro 


Gly 


Gly 


Ala 


Ala 


Pro 


Ala 


Pro 






20 










25 










30 






val Arg 


Gly 


Met 


Thr 


Asp 


Ser 


Pro 


Pro 


Pro 


Ala 


Val 


Gly 


Cys 


Val 


Leu 




35 










40 










45 








Ser Gly 


Leu 


Thr 


Gly 


Thr 


Leu 


Ser 


Pro 


Ser 


Arg 


Ser 


Cys 


Ser 


Val 


Cys 


50 










55 










60 










Thr Ser 


Pro 


Ser 


Ser 


Pro 


Pro 


Ala 


Thr 


Gly 


Thr 


Gly 


Pro 


Ala 


Ala 


Pro 


65 








70 










75 










80 


Thr Ala 


He 


Cys 


Gin 


Pro 


Pro 


Cys 


Arg 


Asn 


Gly 


Gly 


Ser 


Cys 


Val 


Gin 








85 










90 










9S 




Pro Gly 


Arg 


Cys 


Arg 


Cys 


Pro 


Ala 


Gly 


Trp 


Arg 


Gly 


Asp 


Thr 


Cys 


Gin 






100 










105 










110 






Ser Asp 


Val 


Asp 


Xaa 


Cys 


Asn 


Glu 


Gly 


Arg 


Ser 


Ala 


Glu 


Ala 


Ala 


Val 




115 










120 










12S 








Gin Gly 


Gly 


Pro 


Ala 


Gly 


Gly 


Glu 


Ala 


Ala 


Ala 


Gly 


Thr 


Gly 


Pro 


Thr 


130 










135 










140 










Ala Gin 


Pro 


Gly 


Leu 


Ala 


Gly 


Thr 


Gly 

















145 150 

<210> 2805 

<211> 771 

<212> DNA 

<213> Homo sapiens 

<400> 2805 

nnaaatttct gtgtggtgga gctgctgcct agtgatcctg agtacaacac ggtggcaagc 
60 

aagtttaatc agacctgctc acacttcaga atagagaaga ttgagaggat ccagaatcca 
120 

gatctctgga atagctacca ggcaaagaaa aaaactatgg atgccaagaa tggccagaca 
160 

atgaatgaga agcaactctt ccatgggaca gatgccggct ccgtgccaca cgtcaatcga 
240 

aatggcctta accgcagcta tgccggaaag aatgctgtgg catatggaaa gggaacctat 
300 

tttgctgtca atgccaatta ttctgccaat gatacgtact ccagaccaga tgcaaatggg 
360 

agaaagcatg tgtattatgt gcgagtactt actggaatct atacacatgg aaatcattca 
420 

ttaattgtgc ctccttcaaa gaaccctcaa aatcctactg acctgtatga cactgtcaca 
480 

gataatgtgc accatccaag tttatttgtg gcattttatg actaccaagc atacccagag 
540 

taccttatta cgtttagaaa ataacacttt ggtatccttc ccacaaaact attctccatt 
600 

tgtacatatc tagttgtaaa acaagtttta gctttttttt ttaattcctc ttaacagatt 
660 

tttctaatat ccaaggatca ttctttgtcg ctgcagtcag atctttcttc agcttctctt 
720 

tcataatgga aatgaactta ttatcttgag agccaaataa cttggaaatt t 
771 
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<210> 2806 
<211> 187 
<212> PRT 

<213> Homo sapiens 
<400> 2806 



Xaa Asn 


Phe 


Cys 


Val Val Glu Leu Leu Pro Ser Asp 


Pro Glu Tyr Asn 


1 




5 10 




15 


Thr Val 


Ala 


Ser 


Lys Phe Asn Gin Thr Cys Ser 


His 


Phe Arg lie Glu 






20 


25 




30 


Lys lie 


Glu Arg 


lie Gin Asn Pro Asp Leu Trp Asn 


Ser Tyr Gin Ala 




3S 




40 




45 


Lys Lys 


Lys 


Thr 


Met Asp Ala Lys Asn Gly Gin 


Thr 


Met Asn Glu Lys 


SO 






55 


60 




Gin Leu 


Phe 


His 


Gly Thr Asp Ala Gly Ser Val 


Pro 


His val Asn Arg 


65 






70 75 




80 


Asn Gly 


Phe 


Asn 


Arg Ser Tyr Ala Gly Lys Asn 


Ala 


Val Ala Tyr Gly 








85 90 




95 


Lys Gly 


Thr Tyr 


Phe Ala Val Asn Ala Asn Tyr 


Ser 


Ala Asn Asp Thr 




100 


105 




110 


Tyr Ser 


Arg 


Pro 


Asp Ala Asn Gly Arg Lys His 


Val 


Tyr Tyr Val Arg 




115 




120 




125 


Val Leu 


Thr 


Gly 


lie Tyr Thr His Gly Asn His 


Ser 


Leu He Val Pro 


130 






135 


140 




Pro Ser 


Lys 


Asn 


Pro Gin Asn Pro Thr Asp Leu Tyr 


Asp Thr Val Thr 


145 






150 1S5 




160 


Asp Asn 


Val 


His 


His Pro Ser Leu Phe Val Ala 


Phe 


Tyr Asp Tyr Gin 






165 170 




175 


Ala Tyr 


Pro 


Glu 


Tyr Leu lie Thr Phe Arg Lys 










180 


IBS 







<210> 2807 

<211> 1660 

<212> DNA 

<213> Homo sapiens 

<400> 2807 

tttttttttt ttttttttta 
60 

caccatcacc ccacagcgag 
120 

cccaggtgct cagggccgcc 
180 

atagggccat gatttcctgt 
240 

aagaagggaa attatagtgg 
300 

gaacaagtag ggagaggagc 
360 

caggccatcc ttgcagttca 
420 

ctctgactct cggatagaaa 
480 



aatgacacca gagggcttca 
caagtctttt gttccctcag 
tgtgaatgca ggtgccttgt 
tgccacaatt ttgccaaggc 
agtagcagtt tgtgaatctg 
caggacctag gccttcaggt 
gttaacagga ggaagcaagg 
ggcaggacaa tcggagcctg 



ttgcaggtca ataggcctgt 
ctcctgcgac aaagtcagaa 
cccaaacaga ggacatatta 
aggctggcac cagaacacca 
gagtccttgg ttcaatcaca 
tttcagcaag gaaggactct 
atccccagag agctggagta 
gggttcacgt gagtcaggaa 
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agggagctct ccacactgga atcgctgtag 
540 

cggtttcctt tccagctcaa aagaaagcac 
600 

aagtgtccag aggaacatgg tcatgggctc 
660 

tccaggccct gcaaactgca agaccactct 
720 

ggcccactct ctaggacaca gccctagtgc 
780 

cacggcttcg gcagtcccat cctccaccag 
840 

ctgcgtaggg caagtggagc ccaggcgagt 
900 

ataagcacac acccagaaga gctgaaggct 
960 

ggcctggaat ggggactgac caccctgcag 
1020 

aacgctgatg gtggtctcag ggggaaaact 
1080 

acaacaataa acattgtgag atctggaaac 
1140 

ggctcctgga agtagtccta gtgagggagg 
1200 

gtgagggggg aattcacatt cagcagtctc 
1260 

catggccccc gtgttcccca gtttcatcca 
1320 

ccgtgacaaa atctcagcgg agaaagacac 
1380 

gtcggtcagt gaggattcag gcaatgactt 
1440 

ggagctttca agctccagag tccagttgtc 
1500 

caactccaga ggacgccgag atatgcagga 
1560 

agcggggcca ggagctacga gtcggtacac 
1620 

gactgaagag ccaaagaaaa tgaggtgaac 
1660 



ccgaggaggt tctaatggga cgatcttcga 
aataggacgg aggacagagg ggctagtaca 
gtcaaccctg gctgaagact caagttgggc 
gcctggcact tggacgaaat ctaggaggga 
tgctgccaca tggtgattcc tacaggtcac 
gagcctgatg atggcctggc ttatagctgt 
gcactttccc tgccggcaga tgctggtraca 
gaagacagag acgatatggc aagaggcagt 
aagttcagcc aggtagatgt ggggcagggg 
caggacctgc acataagtgg atgaccggaa 
ccctttctcc aactggctga agtggacccg 
caagtgtggg tcttctatat atacatccag 
aagagcgact gttagcttca cacaccttct 
gagagacgcc acaaggggtt cacatagtgt 
caaggaatct gtgaaattgt cactgagcag 
gtttgcatcc agcacatctt ggatatcctg 
ctggacagtg aggcaggatg cacaaccagc 
tgaaccatcc ttttcaaaca acattggtgt 
ctgtcccggg tgcaagaact caaaccagcg 
cctctgatca 



<210> 2808 

<211> 390 

<212> PRT 

<213> Homo sapiens 

<400> 2808 

Met Leu Phe Glu Lys Asp Gly Ser Ser Cys He Ser Arg Arg Pro Leu 

15 10 15 

Glu Leu Ala Gly Cys Ala Ser Cys Leu Thr Val Gin Asp Asn Trp Thr 

20 25 30 

Leu Glu Leu Glu Ser Ser Gin Asp He Gin Asp Val Leu Asp Ala Asn 

35 40 4S 

Lys Ser Leu Pro Glu Ser Ser Leu Thr Asp Leu Leu Ser Asp Asn Phe 
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50 55 60 

Thr Asp Ser Leu Val Ser Phe Ser Ala Glu He Leu Ser Arg Thr Leu 
65 70 75 80 

Cys Glu Pro Leu Val Ala Ser Leu Trp Met Lys Leu Gly Asn Thr Gly 

65 90 95 

Ala Met Arg Arg Cys Val Lys Leu Thr Val Ala Leu Glu Thr Ala Glu 

100 105 HO 

Cys Glu Phe Pro Pro His Leu Asp Val Tyr He Glu Asp Pro His Leu 

US 120 12S 

Pro Pro Ser Leu Gly Leu Leu Pro Gly Ala Arg Val His Phe Ser Gin 

130 135 140 

Leu Glu Lys Arg Val Ser Arg Ser His Asn Val Tyr Cys Cys Phe Arg 
145 150 155 160 

Ser Ser Thr Tyr Val Gin Val Leu Ser Phe Pro Pro Glu Thr Thr He 

165 170 175 

Ser Val Pro Leu Pro His He Tyr Leu Ala Glu Leu Leu Gin Gly Gly 

180 185 190 

Gin Ser Pro Phe Gin Ala Thr Ala Ser Cys His He Val Ser Val Phe 

195 200 205 

Ser Leu Gin Leu Phe Trp Val Cys Ala Tyr Cys Thr Ser He Cys Arg 

210 215 220 

Gin Gly Lys Cys Thr Arg Leu Gly Ser Thr Cys Pro Thr Gin Thr Ala 
225 230 235 240 

He Ser Gin Ala He He Arg Leu Leu Val Glu Asp Gly Thr Ala Glu 

24S 2S0 25S 

Ala Val Val Thr Cys Arg Asn His His Val Ala Ala Ala Leu Gly Leu 

260 265 270 

Cys Pro Arg Glu Trp Ala Ser Leu Leu Asp Phe Val Gin Val Pro Gly 

275 260 285 

Arg Val Val Leu Gin Phe Ala Gly Pro Gly Ala Gin Leu Glu Ser Ser 

290 295 300 

Ala Arg Val Asp Glu Pro Met Thr Met Phe Leu Trp Thr Leu Cys Thr 
305 310 315 320 

Ser Pro Ser Val Leu Arg Pro He Val Leu Ser Phe Glu Leu Glu Arg 

325 330 335 

Lys Pro Ser Lys He Val Pro Leu Glu Pro Pro Arg Leu Gin Arg Phe 

340 345 350 

Gin Cys Gly Glu Leu Pro Phe Leu Thr His Val Asn Pro Arg Leu Arg 

355 360 365 

Leu Ser Cys Leu Ser He Arg Glu Ser Glu Tyr Ser Ser Ser Leu Gly 

370 375 380 

He Leu Ala Ser Ser Cys 
385 390 



<210> 2809 
<211> 1502 
<212> DNA 

<213> Homo sapiens 
<400> 2809 

ncattttttg gcatttgtgt ttagaaccag gaggaaggcg gaaggtaggg agggagggct 
60 

ggtccccctc tgagggggct ctagtgcctg accctgatct gtcctcattc gacagctgaa 
120 
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actgttaagc gctggcccag tccccccacc ccacccagcc gtgtactgcc tgggctcccc 
180 

tcaaagggaa atttttacgg aaacatcttg gcagcaagtg gaaaaagacc tatggcccat 
240 

gaaccaactg aaaactccaa gaaccctctg tctgcctctg ccagcagcga gtcctaagcg 
300 

cagaatccag agctcgtagc tgtcctcagc tgtaactact gtttcagaat gttgctgctg 
360 

catacatttg tcatgtcagc cagccagctc cgtgggtgag agtgtgcgtg tgcgcgtgtc 
420 

tgtgtgtgtg tgcgtctgtg tgtgcgtgtc tgtgtgtgtg cacgtctgtg cgtctgtgtg 
480 

tgcgcgtctg tgtgcgcgtg tgtctgtgcg tgtgtgcgtc tgtgtgtgcg tctgtgcgcg 
540 

tgtgtgtgcg cgtctgtgtg tatgtgtgca cgcgccngcg tctgtgtgtg cacgtgcgtg 
600 

nntctctgca cgcgtgtctg tgtatgtgtg cacgcgtgtg tctgtgtgtg tgcacgcgcg 
660 

tgcacgtcac caccggagca tttagggttt ggtacaagat ggttctaaaa tggcaaaggt 
720 

ttttcgtgtt tgtttgtttt gtttctttgg aaaaagaaaa ggaaaggaaa atcatgcaga 
780 

atcgcaagca ttcagactgg acgaccggct cgtattccga tcagtcgctt ccattgttag 
840 

catcgtacac gattgtgatt tttatgtcaa aagaagccaa aacttgcaat actattttta 
900 

gcagacaaaa aaaagaacta agtataaaat gtataaatat ttttgacttg aacatttgga 
960 

tggcactggg tgcaagtaga gcatccatcc ttcggatgga atgtttggaa aaaagagact 
1020 

tttaaaaagg agacggttgt tttaaagagt ctgtttaggg gttaaagtac tgtaactcac 
1080 

gactgttaaa aaataaattt tcctgtgctg taaaggaagg tttcacagta ccactgagtt 
1140 

agatttcagc cacagatgct tagctttttt tttttgtctt ttttttaagg aggaagcctt 
1200 

tgttttgttt tcctgagccc tcactctgtt tttgtgctgt tactcggtag agtcaagact 
1260 

gttacttttt agccatggct gacattgtat caataactaa aactgaaaca ttcaaaagcg 
1320 

aacagggaaa ccgagggctt caagcgtgct cagagccgtt tcagacagtg gaaatccatg 
1380 

acaaacaaaa ggatgtgatc attaattgta aagcgctttg taaaattcac atttacaaaa 
1440 

taataaagtc agttcaaacc taaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

1S00 

aa 

1502 

<210> 2310 

<211> 102 

<212> PRT 

<213> Homo sapiens 
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<400> 2810 


















Glu Cys Ala Cys 


Ala 


Arg Val 


Cys Val Cys 


Val Arg Leu Cys 


Val 


Arg 


1 


5 






10 






15 




Val Cys Val Cys 


Ala 


Arg Leu 


Cys 


Val Cys 


val Cys Ala 


Ser 


Val 


Cys 


20 








25 




30 






Ala Cys Val Cys 


Ala 


Cys Val 


Arg 


Leu Cys 


Val Arg Leu 


Cys 


Ala 


Cys 


35 






40 




45 








Val Cys Ala Ser 


Val 


Cys Met 


Cys 


Ala Arg 


Ala Xaa Val 


Cys 


Val 


Cys 


50 




55 






60 








Thr Cys Val Xaa 


Leu 


Cys Thr 


Arg 


Val Cys 


Val Cys Val 


His 


Ala 


Cys 


65 




70 






75 






80 


Val Cys Val Cys 


Ala 


Arg Ala 


Cys 


Thr Ser 


Pro Pro Glu 


His 


Leu 


Gly 


85 






90 






95 




Phe Gly Thr Arg 


Trp 


Phe 















100 



<210> 2811 
<211> 591 
<212> DNA 

<213> Homo sapiens 
<400> 2811 

nnacgcgtgt aggttgggtg cacttacaag taagtataaa ctgctcttca attcaagttt 
60 

attaatgctg ccccacccca gggttttaat ccggtctggg cagaagcggg cgataaaagc 
120 

caaaggagac cataaagtgt aggatatttc ctggttagtg gctgccgggt aatcacgatg 
180 

catccatctt cctcggcgtc gcagccctca gtagccagaa ggcagtctcc ttccctgggg 
240 

ggcaaaagcc ccgagcccag cctgcccngt tgccccgctc ccgcggtgga tgaacctcaa 
300 

cccnnttccc aggctcctcc tggccccagg gtcccaggac ccccgagacc ctggggtgcg 
360 

gcgccactga ggcccagacc gggggaagga gaccctgtca ctcgggagcg gagccctgtc 
420 

ccgggagcga cggaaatgcc tcctccacgc cccaaggttc ctgctccgcc aggcccaacc 
480 

ggaaggagcc ctcgggccgc agtggggcac caccgggccg ccggccctcc aggctgcgtg 
S40 

gggccttctc tcagtgggca actggggagc tagcccgggg cggccgcaag c 
591 

<210> 2812 
<211> 131 
<212> PRT 

<213> Homo sapiens 
<400> 2812 

Met His Pro Ser Ser Ser Ala Ser Gin Pro Ser Val Ala Arg Arg Gin 

15 10 15 

Ser Pro Ser Leu Gly Gly Lys Ser Pro Glu Pro Ser Leu Pro Xaa Cys 

20 25 30 

Pro Ala Pro Ala Val Asp Glu Pro Gin Pro Xaa Ser Gin Ala Pro Pro 
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35 


40 


Gly Pro 


Arg Val 


Pro Gly Pro Pro 


50 




55 


Arg Pro 


Arg Pro 


Gly Glu Gly Asp 


65 




70 


Val Pro 


Gly Ala 


Thr Glu Met Pro 






85 


Pro Pro 


Gly Pro 


Thr Gly Arg Ser 




100 




Arg Ala 


Ala Gly 


Pro Pro Gly Cys 




115 


120 


Leu Gly 


Ser 




130 







45 

Arg Pro Trp Gly Ala Ala Pro Leu 
60 

Pro Val Thr Arg Glu Arg Ser Pro 

75 80 
Pro Pro Arg Pro Lys Val Pro Ala 

90 95 
Pro Arg Ala Ala Val Gly His His 
105 110 
Val Gly Pro Ser Leu Ser Gly Gin 
12S 



<210> 2813 

<211> 2417 

<212> DNA 

<213> Homo sapiens 



<400> 2813 

ntcatgatct cattcacaat attggtggtc cctgagagtg gagcagtgga gtgattgacg 
60 

tgcctgagtt tgaagagagt taaccactgg aatctctcat gttgtttatt ccctccaaaa 
120 

tgctgcagtt cagtgttgtc ccagatttta tgcttgtgct tagatttctc tgttctctaa 
180 

tttgttaagt ttgtctttaa tatttcacag gctttcttga tcatggatgg tgaagatata 
240 

ccagattttt caagtttaaa ggaggaaact gcttattgga aggaactttc cttgaagtat 
300 

aagcaaagct tccaggaagc tcgggatgag ctagttgaat tccaggaagg aagcagagaa 
360 

ttagaagcag agttggaggc acaattagta caggctgaac aaagaaatag agacctgcag 
420 

gctgataacc aaagactgaa atatgaagtg gaggcattaa aggagaagct agagcatcaa 
480 

tatgcacaga gctataagca ggtctcagtg ttagaagatg atttaagtca gactcgggcc 
540 

attaaggagc agttgcataa gtatgtgaga gagctggagc aggccaacga cgacctggag 
600 

cgagccaaaa gggcaacaat agtttcactg gaaactttga acaaactaaa ccaggccatt 
660 

gaacgaaatg catttttaga aagtgaactt gatgaaaagg aatctttgtt ggtctctgta 
720 

cagaggttaa aggatgaagc aagagattta aggcaagaac tagcagttcg ggaaagacaa 
780 

caggaagtaa ctagaaagtc ggctcctagc tctccaactc tagactgtga aaagacggac 
840 

tccgccgtcc aagcatcact ttctttgcca gctacccctg ttggcaaagg aacggagaac 
900 

acttttcctt caccgaaagc tataccaaat ggttttggta ccagtccact aactccctct 
960 

gctaggatat cagcactaaa catcgtgggg gatctcttac ggaaagtagg ggctttagaa 
1020 . 
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tccaaattag cagcttgcag 
1080 

tcagggaacg ttaactgtgg 
1140 

catacatctt tcttcgacaa 
1200 

ggtctgggct cctcgcgtcc 
1260 

ctagcctcca ggggggctcc 
1320 

tcggtgcctg ggcccagccc 
1380 

ggctgcatgc agtggcggct 
1440 

tactggctat tttctcttct 
1500 

ggtcgcaagg tgatacatac 
1560 

cacacctgcc ccatagcccc 
1620 

attgcaaatc ttctagaagt 
1680 

cacccaggca tctccagtgc 
1740 

ggcctgtttc tggcaaagag 
1800 

ctgattttac ttaagcagct 
1860 

gtctgagccc cacgtggcag 
1920 

ctgtctcctc ctctgtgcgc 
1980 

ccttcccgtc cttcagttca 
2040 

cgtcccgttg tgttaggaag 
2100 

gggtggactg aacagcggcg 
2160 

tactgtttac atttgtttta 
2220 

tatataactt gggctttgta 
2280 

ctgatggtgt cctcctctgg 
2340 

ccctcaaaaa aattctttta 
2400 

aaaaaaaaaa aaaaaaa 
2417 



gaattttgca aaggaccaag 
ggtgctgaat ggcaatggca 
aggggcagta aacggctttg 
atcgtcagcg ccgggtatgt 
tgccctcctc caacaaccca 
cgtgcccctc cgtctgcctc 
actgggccct gcccagcccc 
cgccgtagtg ccgttggttt 
gtgtattact tggtcactgg 
cactctgctg tactgatagg 
cctcccccaa atcaggtcaa 
tcatgatcat gtgtccccca 
tcaggaaggt tactgaatta 
accattccat ggactcgcct 
gagcctctgg gacggggcac 
ctcagactcg gggtgaggga 
acgacatctt tggagtgttc 
ggtgagtggc tggttccagg 
gctgtccctg tgcatccttt 
ttgtacatag gtttgtaaac 
gcttttattt attcagaacg 
gcagctgtat aggatcatca 
atgtggaaac aataaatttc 



catcacgaaa atcctatatt 
caaagttctc tcgatcaggg 
accccgctcc tcctcctcct 
gcctctcagt gtgtgagtgc 
ggacacccac gcctcacccc 
cgcacggctg gcagagggca 
ggaactctgc gcgatatcaa 
cacatgattg cacttttgtg 
atgcagaagt acccattcat 
atttagttgt gttttaggac 
tgtgtgccct cctgagctcc 
actccacccc tcacagtttg 
gggaacattt tctgcacctt 
cccagagcag cacaatgccc 
acacaggccc agcctctgtg 
ggcgggcagc ctctcgccag 
ttgttttctc ttccaagggc 
gtgggccggt gccagctccg 
gattactctc atgctgcatt 
attattgcct gagatatttg 
catacggcat gttaatgact 
tgtggttaca aaaaatactt 
acagaaaaaa aaaaaaaaaa 



<210> 2814 

<21l> 471 

<212> PRT 

<213> Homo sapiens 
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<400> 2814 

Phe Val Lys Phe Val Phe Asn lie Ser Gin Ala Phe Leu lie Met Asp 

1 1 5 10 IS 

Gly Glu Asp He Pro Asp Phe Ser Ser Leu Lys Glu Glu Thr Ala Tyr 

20 25 30 

Trp Lys Glu Leu Ser Leu Lys Tyr Lys Gin Ser Phe Gin Glu Ala Arg 

3S 40 45 

Asp Glu Leu Val Glu Phe Gin Glu Gly Ser Arg Glu Leu Glu Ala Glu 

50 55 60 

Leu Glu Ala Gin Leu Val Gin Ala Glu Gin Arg Asn Arg Asp Leu Gin 
65 70 75 80 

Ala Asp Asn Gin Arg Leu Lys Tyr Glu Val Glu Ala Leu Lys Glu Lys 

85 90 95 

Leu Glu His Gin Tyr Ala Gin Ser Tyr Lys Gin Val Ser Val Leu Glu 

100 105 HO 

Asp Asp Leu Ser Gin Thr Arg Ala He Lys Glu Gin Leu His Lys Tyr 

115 120 125 

Val Arg Glu Leu Glu Gin Ala Asn Asp Asp Leu Glu Arg Ala Lys Arg 

130 135 140 

Ala Thr He Val Ser Leu Glu Thr Leu Asn Lys Leu Asn Gin Ala He 
145 150 155 160 

Glu Arg Asn Ala Phe Leu Glu Ser Glu Leu Asp Glu Lys Glu Ser Leu 

165 170 175 

Leu Val Ser Val Gin Arg Leu Lys Asp Glu Ala Arg Asp Leu Arg Gin 

180 185 190 

Glu Leu Ala Val Arg Glu Arg Gin Gin Glu Val Thr Arg Lys Ser Ala 

195 200 205 

Pro Ser Ser Pro Thr Leu Asp Cys Glu Lys Met Asp Ser Ala Val Gin 

210 215 220 

Ala Ser Leu Ser Leu Pro Ala Thr Pro Val Gly Lys Gly Thr Glu Asn 
22S 230 235 240 

Thr Phe Pro Ser Pro Lys Ala He Pro Asn Gly Phe Gly Thr Ser Pro 

245 250 255 

Leu Thr Pro Ser Ala Arg He Ser Ala Leu Asn He Val Gly Asp Leu 

260 265 270 

Leu Arg Lys Val Gly Ala Leu Glu Ser Lys Leu Ala Ala Cys Arg Asn 

275 280 285 

Phe Ala Lys Asp Gin Ala Ser Arg Lys Ser Tyr He Ser Gly Asn Val 

290 295 300 

Asn Cys Gly Val Leu Asn Gly Asn Gly Thr Lys Phe Ser Arg Ser Gly 
305 310 31S 320 

His Thr Ser Phe Phe Asp Lys Gly Ala Val Asn Gly Phe Asp. Pro Ala 

325 330 335 

Pro Pro Pro Pro Gly Leu Gly Ser Ser Arg Pro Ser Ser Ala Pro Gly 

340 345 350 

Met Cys Leu Ser Val Cys Glu Cys Leu Ala Ser Arg Gly Ala Pro Ala 

355 360 365 

Leu Leu Gin Gin Pro Arg Thr Pro Thr Pro His Pro Ser Val Pro Gly 

370 375 380 

Pro Ser Pro Val Pro Leu Arg Leu Pro Pro His Gly Trp Gin Arg Ala 
385 390 395 400 

Gly Cys Met Gin Trp Arg Leu Leu Gly Pro Ala Gin Pro Arg Asn Ser 

405 410 415 

Ala Arg Tyr Gin Tyr Trp Leu Phe Ser Leu Leu Ala Val Val Pro Leu 
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420 425 430 

Val Ser His Asp Cys Thr Phe Val Gly Arg Lys Val He His Thr Cys 

435 440 445 

He Thr Trp Ser Leu Asp Ala Glu Val Pro He His His Thr Cys Pro 

450 455 460 

lie Ala Pro Thr Leu Leu Tyr 
465 470 

<210> 2815 

<211> 1421 

<212> DNA 

<213> Homo sapiens 

<400> 2815 



ncagcggagg 


agagagtggg 


cgccaccgtg 


60 






agatgagctg 


ggcaggcctc 


gcggagcaag 


120 






tgcggggaga 


cttaggggtc 


atgctttgcg 


180 






cgcctggagg 


cacaggccat 


gaggggctct 


240 






ttggcagtgg 


gcggcacaga 


gcacgcctac 


300 






gctcacgggg 


accctgtccc 


cgagtcgttc 


360 






acctgcgacg 


ggcaccgggc 


ctgcagcacc 


420 






cgcagccctg 


ggctggcccc 


tgccaggcct 


480 






accagcgggc 


ctcctggggc 


ccgtggagca 


540 






gggagctgtg 


cccagcctgg 


ccgctgccgc 


600 






cagtcagatg 


tggatgaatg 


cagtgctagg 


660 






accgccggca 


gttactggtg 


ccagtgttgg 


720 






ctctgtgtgc 


ccaagggagg 


gccccccagg 


780 






gcaatgaagg 


aagaagtgca 


gaggctgcag 


840 






cagctggtgc 


tggccccact 


gcacagcctg 


900 






ccccggcagc 


ctcctggtgc 


actccttcca 


960 






gcagatttcc 


ttcctggagg 


agcagctggg 


1020 






tgcccagcgc 


cccaggctgg 


actgagcccc 


1080 






cccaacatgc 


tgggggtcca 


gaagccacct 


1140 






ccttcctcct 


cttcctcctc 


cccttcctca 


1200 







gggctgtccc accggtggag gctccagcgg 
tgcaaactgc acccgcgtcc tgggggcatc 
ccccaggcca cccagaggag aaggccaccc 
caggaggtgc tgctgatgtg gcttctggcg 
cggcccggcc gtagggtgtg tgctgtccgg 
gtgcagcgtg tgtaccagcc cttcctcacc 
taccgaacca tctataggac cgcctaccgc 
cgctacgcgt gctgccccgg ctggaagagg 
gcaatatgcc agccgccatg ccggaacgga 
tgccctgcag gatggcgggg tgacacttgc 
aggggcggct gtccccagcg ctgcgtcaac 
gaggggcaca gcctgtctgc agacggtaca 
gtggccccca acccgacagg agtggacagt 
tccagggtgg acctgctgga ggagaagctg 
gcctcgcagg caggagcatg ggctcccgga 
gcagctcggc cgcatcgact ccctgagcga 
gtcctgctcc tgcaagaaag actcngtgac 
tcacgccgcc ctgcagcccc catgcccctg 
cggggtgact gagcggaagg ccaggcaggg 
ggaggctccc cagaccctgg catgggatgg 
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gctgggatct tctctgtgaa tccacccctg gctaccccca ccctggctac cccaacggca 
1260 

tcccaaggcc aggtgggccc tcagctgagg gaaggtacga gctccctgct ggagcctggg 
1320 

acccatggca caggccaggc agcccggagg ctgggtgggg cctcagtggg ggctgctgcc 
1380 

tgacccccag cacaataaaa atgaaacgtg aaaaaaaaaa a 
1421 

<210> 2816 

<211> 307 

<212> PRT 

<213> Homo sapiens 



<400> 2816 



Met 


Arg 


Gly 


Ser 


Gin 


Glu 


Val 


Leu 


Leu 


Met 


Trp Leu 


Leu 


Val 


Leu 


Ala 


l 








5 










10 








IS 




Val 


Glv 


Gly 


Thr 


Glu 


His 


Ala 


Tvr 


Ara 


Pro 


Gly Arg 


Arg 


Val 


Cys 


Ala 








20 










25 








30 






Val 


Arg 


Ala 


His 


Gly 


Asp 


Pro 


val 


Ser 


Glu 


Ser Phe 


Val 


Gin 


Arg 


Val 






35 










40 








45 








Tyr 


Gin 


Pro 


Phe 


Leu 


Thr 


Thr 


Cys 


Asp 


Gly 


His Arg 


Ala 


Cys 


Ser 


Thr 




50 










55 








60 










Tvr 


Ara 


Thr 


lie 


Tyr 


Arcr 


Thr 


Ala 


Tvr 


Arg 


Arg Ser 


Pro 


Gly 


Leu 


Ala 


65 










70 










75 








80 


Pro 


Ala 


Arg 


Pro 


Arg 


Tyr 


Ala 


Cys 


Cys 


Pro 


Gly Trp 


Lys 


Arg 


Thr 


Ser 










85 










90 








95 




Gly 


Leu 


Pro 


Gly 


Ala 


Cys 


Gly 


Ala 


Ala 


lie 


Cys Gin 


Pro 


Pro 


Cys 


Arg 








100 










105 








110 






Asn 


Gly 


Gly 


Ser 


Cys 


Val 


Gin 


Pro 


Gly 


Arg 


Cys Arg 


Cys 


Pro 


Ala 


Gly 






115 










120 








125 








Trp 


Arg 


Gly 


Asp 


Thr 


Cys 


Gin 


Ser 


Asp 


Val 


Asp Glu 


Cys 


Ser 


Ala 


Arg 




130 










135 








140 










Arg 


Gly 


Gly 


Cys 


Pro 


Gin 


Arg 


Cys 


Val 


Asn 


Thr Ala 


Gly 


Ser 


Tyr 


Trp 


145 










150 










1S5 








160 


Cys 


Gin 


Cys 


Trp 


Glu 


Gly 


His 


Ser 


Leu 


Ser 


Ala Asp 


Gly 


Thr 


Leu 


Cys 










165 










170 








175 




Val 


Pro 


Lys 


Gly 


Gly 


Pro 


Pro 


Arg 


Val 


Ala 


Pro Asn 


Pro 


Thr 


Gly 


Val 








180 










185 








190 






Asp 


Ser 


Ala 


Met 


Lys 


Glu 


Glu 


Val 


Gin 


Arg 


Leu Gin 


Ser 


Arg 


Val 


Asp 






195 










200 








205 








Leu 


Leu 


Glu 


Glu 


Lys 


Leu 


Gin 


Leu 


Val 


Leu 


Ala Pro 


Leu 


His 


Ser 


Leu 




210 










215 








220 










Ala 


Ser 


Gin 


Ala 


Gly 


Ala 


Trp 


Ala 


Pro 


Gly 


Pro Arg 


Gin 


Pro 


Pro 


Gly 


225 










230 










235 








240 


Ala 


Leu 


Leu 


Pro 


Ala 


Ala 


Arg 


Pro 


His 


Arg 


Leu Pro 


Glu 


Arg 


Ala 


Asp 










245 










250 








255 




Phe 


Leu 


Pro 


Gly 


Gly 


Ala 


Ala 


Gly 


Val 


Leu 


Leu Leu 


Gin 


Glu 


Arg 


Leu 








260 










265 








270 






Xaa 


Asp 


Cys 


Pro 


Ala 


Pro 


Gin 


Ala 


Gly 


Leu 


Ser Pro 


Ser 


Arg 


Arg 


Pro 






275 










280 








285 








Ala 


Ala 


Pro 


Met 


Pro 


Leu 


Pro 


Asn 


Met 


Leu 


Gly Val 


Gin 


Lys 


Pro 


Pro 




290 










295 








300 











Arg Gly Asp 
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305 

<210> 2817 

<211> 219 

<212> DNA 

<213> Homo sapiens 

<400> 2817 

nntggctttt ctgtctctct ctcttttttt cttgtagatc acgagctgct caggcaagag 
60 

ctgaacacgc ggtttctggt gcagagcgcc gagcggcctg gcgcctccct gggcccgggg 
120 

gttctgccgc gggcggagtt ccatcagcac cagcacacac accagcacac gcaccaacac 
1B0 

acacaccagc accaacacac attcgccccc ctcacgcgt 
219 

<210> 2818 

<211> 73 

<212> PRT 

<213> Homo sapiens 

<400> 2818 

Xaa Gly Phe Ser Val Ser Leu Ser Phe Phe Leu Val Asp His Glu Leu 

15 10 15 

Leu Arg Gin Glu Leu Asn Thr Arg Phe Leu Val Gin Ser Ala Glu Arg 

20 25 30 

Pro Gly Ala Ser Leu Gly Pro Gly Val Leu Leu Arg Ala Glu Phe His 

35 40 45 

Gin His Gin His Thr His Gin His Thr His Gin His Thr His Gin His 

50 55 60 

Gin His Thr Phe Ala Pro Phe Thr Arg 
65 70 

<210> 2819 

<211> 730 

<212> DNA 

c2l3> Homo sapiens 

<400> 2819 

ncgaccgccg tgccccagat caacatcact atcttgaaag gggagaaggg tgaccgcgga 
60 

gatcgaggcc tccaagggaa atatggcaaa acaggctcag caggggccag gggccacact 
120 

ggacccaaag ggcagaaggg ctccatgggg gcccctgggg agcggtgcaa gagccactac 
180 

gccgcctttt cggtgggccg ggaagcccat gcacagcaac cactactacc agacgtgatc 
240 

ttcgacacgg agttcgtgaa cctctacgac cacttcaaca tgttcaccgg caagttctac 
300 

tgctacgtgc ccggcctcta cttcttcagc ctcaacgtgc acacctggaa ccagaaggag 
360 

acctacctgc acatcatgaa gaacgaggag gaggtggtga tcttgttcgc gcaggtgggc 

420 
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gaccgcagca tcatgcaaag ccagagcctg atgctggagc tgcgagagca ggaccaggtg 
480 

tgggtacgcc tctacaaggg cgaacgtgag aacgccatct tcagcgagga gctggacacc 
540 

tacatcacct tcagtggcta cctggtcaag cacgccaccg agccctagct ggccggccac 
600 

ctcctttcct ctcgccacct tccacccctg cgctgtgctg accccaccgc ctcttccccg 
660 

atccctggac tccgactccc tggctttggc attcagtgag acgccctgca cacacagaaa 
720 

gccaaagcga 
730 



<210> 2820 
<211> 195 
<212> PRT 

<213> Homo sapiens 



<400> 2820 
Xaa Thr Ala Val 
1 

Gly Asp Arg Gly 
20 

Ser Ala Gly Ala 
35 

Met Gly Ala Pro 
50 

Val Gly Arg Glu 
65 

Phe Asp Thr Glu 

Gly Lys Phe Tyr 
100 

Val His Thr Trp 
115 

Glu Glu Glu Val 
130 

Met Gin Ser Gin 
145 

Trp Val Arg Leu 

Glu Leu Asp Thr 
180 

Thr Glu Pro 
195 



Pro Gin 
5 

Asp Arg 

Arg Gly 

Gly Glu 

Ala His 

70 
Phe Val 
85 

Cys Tyr 

Asn Gin 

Val He 

Ser Leu 
ISO 
Tyr Lys 
165 

Tyr He 



He Asn 

Gly Leu 

His Thr 

40 
Arg Cys 
55 

Ala Gin 

Asn Leu 

Val Pro 

Lys Glu 
120 
Leu Phe 
135 

Met Leu 
Gly Glu 
Thr Phe 



He Thr 

10 
Gin Gly 
25 

Gly Pro 

Lys Ser 

Gin Pro 

Tyr Asp 

90 
Gly Leu 
105 

Thr Tyr 

Ala Gin 

Glu Leu 

Arg Glu 
170 
Ser Gly 
185 



He Leu Lys 

Lys Tyr Gly 

Lys Gly Gin 
45 

His Tyr Ala 

60 

Leu Leu Pro 

75 

His Phe Asn 

Tyr Phe Phe 

Leu His He 
125 

Val Gly Asp 

140 
Arg Glu Gin 
155 

Asn Ala He 
Tyr Leu Val 



Gly Glu Lys 
15 

Lys Thr Gly 
30 

Lys Gly Ser 

Ala Phe Ser 

Asp val He 
80 

Met Phe Thr 
95 

Ser Leu Asn 
110 

Met Lys Asn 

Arg Ser He 

Asp Gin Val 
160 

Phe Ser Glu 
175 

Lys His Ala 
190 



<210> 2821 

<211> 1746 

<212> DNA 

<213> Homo sapiens 



<400> 2821 

nnagactgca gttcctcgct tacctgtgca gtctaatttt gagctgcctc tttgtagtct 
60 
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taaaaggcag gagcttcgtg ttgtgggtct gctaacccgt acgtttccgt gggcaagtcg 
120 

tgtgtactcc tcgccatggc acaactccaa acacgcttct acactgataa caagaaatat 
180 

gcagtagatg atgttccttt ctcaatccct gccacctcag aagttgctga ccttagtaat 
240 

attatcaata aattgctgga gaccaaaaat gagctccaca aacatgtgga gtttgatttc 
300 

ctcatcaagg gccagtttct tcgaatgccc ttggacaaac acatggaaat ggaagacatc 
360 

tcatcagaag aagttgtgga aatagaatac gtggagaagt atactgcacc ccagccagag 
420 

caatgcatgc tccatgatga ctggatcagt tcaattaaag gggcagagga atggatcttg 
480 

actggttctt atggtaagac ttctcggatc tggtccttgg aaggaaagtc aataatgaca 
540 

attgtgggac atacggatgt tgtaaaagat gtggcctggg tgaaaaaaga cagtttgtcc 
600 

tgcttattan ttgagtgctt ctatggatca gactattctc ttatgggagt ggaatgtaga 
660 

gagaaacaaa gtgaaagccc tacactgctg nntagaggtc atgctggaag tgtagattct 
720 

atagctgttg atggctcagg aactaaattt tgcagtggct cctgggataa gatgctaaag 
780 

atctggtcta cagtccctac agatgaagaa gatgaaatgg aggagtccac aaatcgacca 
840 

agaaagaaac agaagacaga acagttggga ctaacaagga ctcccatagt gaccctctct 
900 

ggccacatgg aggcagtttc ctcagttccg tggtcagatg ctgaagaaat ctgcagtgca 
960 

tcttgggacc atacaattag agtgtgggat gttgagtctg gcagtcttaa gtcaactttg 
1020 

acaggaaata aagtgtttaa ttgtatttcc tattctccac tttgtaaacg tttagcatct 
1080 

ggaagcacag ataggcatat cagactgtgg gatccccgaa ctaaagatgg ttctttggtg 
1140 

tcgctgtccc taacgtcaca tactggttgg gtgacatcag taaaatggtc tcctacccat 
1200 

gaacagcagc tgatttcagg atctttagat aacattgtta agctgtggga tacaagaagt 
1260 

tgcaaggctc ctctctatga tctggctgct catgaagaca aagttctgag tgtagactgg 
1320 

acagacacag ggctacttct gagtggagga gcagacaata aattgtattc ctacagatat 
1380 

tcacctacca cttcccatgt tggggcatga aagtgaacaa taatttgact atagagatta 
1440 

tttctgtaaa tgaaattggt agagaaccat gaaattacat agatgcagat gcagaaagca 
1500 

gccttttgaa gtttatataa tgttttcacc cttcataaca gctaacgtat cactttttct 
1560 

tattttgtat ttataataag ataggttgtg tttataaaat acaaactgtg gcatacattc 
1620 

tctatacaaa cttgaaatta aactgagttt tacatttctc tttaaaggta tcggtttgaa 
1680 
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ttcagatttg cttttttatt tttatttgtt ttttttttga gatggagtat tgctctgttg 

1740 

cctagg 

1746 

<210> 2822 

<211> 424 

<212> PRT 

<213> Homo sapiens 

<400> 2822 

Met Ala Gin Leu Gin Thr Arg Phe Tyr Thr Asp Asn Lys Lys Tyr Ala 

! 5 10 15 

Val Asp Asp Val Pro Phe Ser lie Pro Ala Thr Ser Glu Val Ala Asp 

20 25 30 

Leu Ser Asn He lie Asn Lys Leu Leu Glu Thr Lys Asn Glu Leu His 

35 40 45 

Lys His val Glu Phe Asp Phe Leu lie Lys Gly Gin Phe Leu Arg Met 

50 55 60 

Pro Leu Asp Lys His Met Glu Met Glu Asp He Ser Ser Glu Glu Val 

65 70 75 ? 

Val Glu lie Glu Tyr Val Glu Lys Tyr Thr Ala Pro Gin Pro Glu Gin 

85 90 95 

Cys Met Phe His Asp Asp Trp lie Ser Ser He Lys Gly Ala Glu Glu 

100 105 11° 

Trp lie Leu Thr Gly Ser Tyr Gly Lys Thr Ser Arg He Trp Ser Leu 

115 120 i2S 

Glu Gly Lys Ser lie Met Thr He Val Gly His Thr Asp Val Val Lys 

130 135 140 

Asp Val Ala Trp Val Lys Lys Asp Ser Leu Ser Cys Leu Leu Xaa Glu 
145 150 155 160 

Cys Phe Tyr Gly Ser Asp Tyr Ser Leu Met Gly Val Glu Cys Arg Glu 

165 170 I 75 

Lys Gin Ser Glu Ser Pro Thr Leu Leu Xaa Arg Gly His Ala Gly Ser 

180 185 190 

Val Asp Ser lie Ala Val Asp Gly Ser Gly Thr Lys Phe Cys Ser Gly 

!95 200 205 

Ser Trp Asp Lys Met Leu Lys lie Trp Ser Thr Val Pro Thr Asp Glu 

210 215 220 

Glu Asp Glu Met Glu Glu Ser Thr Asn Arg Pro Arg Lys Lys Gin Lys 
225 230 235 240 

Thr Glu Gin Leu Gly Leu Thr Arg Thr Pro He Val Thr Leu Ser Gly 

245 250 255 

His Met Glu Ala Val Ser Ser Val Leu Trp Ser Asp Ala Glu Glu He 

260 265 270 

Cys Ser Ala Ser Trp Asp His Thr He Arg Val Trp Asp Val Glu Ser 

275 280 285 

Gly Ser Leu Lys Ser Thr Leu Thr Gly Asn Lys Val Phe Asn Cys He 

290 295 300 

Ser Tyr Ser Pro Leu Cys Lys Arg Leu Ala Ser Gly Ser Thr Asp Arg 
305 310 315 320 

His He Arg Leu Trp Asp Pro Arg Thr Lys Asp Gly Ser Leu Val Ser 

325 330 335 

Leu Ser Leu Thr Ser His Thr Gly Trp Val Thr Ser Val Lys Trp Ser 
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340 


345 


350 




Val 


Pro Thr His Glu Gin Gin 


Leu He Ser Gly Ser Leu Asp Asn 


He 


3S5 


360 


365 




Ala 


Lys Leu Trp Asp Thr Arg 


Ser Cys Lys 


Ala Pro Leu Tyr Asp 


Leu 


370 


375 


380 






Ala His Glu Asp Lys Val 


Leu Ser Val 


Asp Trp Thr Asp Thr 


Gly 


Leu 


385 390 




395 




400 


Leu Leu Ser Gly Gly Ala 


Asp Asn Lys 


Leu Tyr Ser Tyr Arg 


Tyr 


Ser 


405 




410 


415 




Pro Thr Thr Ser His val 


Gly Ala 









420 



<210> 2823 

<211> 461 

<212> DNA 

<213> Homo sapiens 

<400> 2823 

cggccgcagc cttccccttt actcctggct gacaccatga actgctccca cgttcacccc 
60 

gttgtgtctg tcagtggggg aagggggcgg aaccctcatg ctggggttcg ggtggacgtg 
120 

ggtgggtggt gacccctgtt gggaggcaga cacagtcaca ggcgtcgccc ttgggaaggg 
180 

cagccggaga agctggccct gtgtgggcct gggcctgtag ggtttcccag tggctttgcg 
240 

gagccagaga gctggatggc acctggtcca gccaagcaaa gccccgaggg caggggctgg 
300 

atggggacac gcacatgtcc cttggccacg acaaaatggc agtgatgctg cttgccttcc 
360 

tgcagcatct gtgaggatca aatgcgtgca cctacgcaaa gcatccgcac atagcaagtg 
420 

ctcacctagc acaggagccc cgtgctcctc ccaagtctca g 
461 

<210> 2824 
<211> 81 
<212> PRT 

<213> Homo sapiens 
<400> 2824 

Met Cys Val Ser Pro Ser Ser Pro Cys Pro Arg Gly Phe Ala Trp Leu 

IS 10 15 

Asp Gin Val Pro Ser Ser Ser Leu Ala Pro Gin Ser His Trp Glu Thr 

20 25 30 

Leu Gin Ala Gin Ala His Thr Gly Pro Ala Ser Pro Ala Ala Leu Pro 

35 40 45 

Lys Gly Asp Ala Cys Asp Cys Val Cys Leu Pro Thr Gly Val Thr Thr 

50 55 60 

His Pro Arg Pro Pro Glu Pro Gin His Glu Gly Ser Ala Pro Phe Pro 
65 70 75 80 

His 
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<210> 2825 . 

<211> 1S20 

<212> DNA 

<213> Homo sapiens 

<400> 2825 

tgtctaacac ttgcttgcta caaaggccat ttggatatgg ttcgctttct acttgaagct 
60 

ggtgcagatc aagagcacaa aacagatgag atgcacactg ccttaatgga ggcctgcatg 
120 

gatggacatg tagaggtggc acgtttgctt ttggatagtg gtgctcaagt gaacatgcct 
18° 

gcagattcat ttgaatctcc attgacgcta gctgcctgcg gaggacatgt tgaattggca 
240 

gctctactta ttgaaagggg agcaaatctt gaagaagtta atgatgaagg atacactccc 
300 

ttgatggaag cagctcgaga aggacatgaa gaaatggtgg cattacttct tagcacaagg 
360 

agcnaaatat caatgcacag acagaagaaa ctcaagaaac tgctcttgac tctggcttgc 
420 

tgtggaggct ttctggaagt ggcagacttt ctaattaagg caggagccga tatagaacta 
480 

gggtgttcta cccctttaat ggaagctgct caagagggtc atttggagtt agttaaatac 
540 

ttattagctg caggagctaa cgttcatgca acaacagcaa caggggatac agcactaaca 
600 

tatgcctgtg aaaatggtca tactgatgta gcagatgtct tacttcaggc aggcgcagat 
660 

ttagacaagc aggaggacat gaagactatt ctggagggca tagatccggc caagcatctg 
720 

gaacatgaat ctgaaggtgg aagaactcct ttaatgaaag ctgcaagagc tggtcatgtt 
780 

tgtactgttc agttcttaat tagtaaagga gcgaatgtga atagaaccac agctaataat 
840 

gaccataccg tactgtccct ggcttgtgca gggggtcatc tggcagtggt ggaactactt 
900 

ttggctcatg gggcagatcc tactcaccgt ttgaaagatg gctcaactat gttgatagaa 
960 

gcagcaaaag gtggccatac aagtgttgtt tgctatctct tggattatcc taataacttg 
1020 

ctttcagccc ctccaccaga cgtcactcag ttaactcccc catcccacga tttaaatagg 
1080 

gctcctcgtg taccagttca agcactgccc atggttgttc cacctcagga gcctgacaaa 
1140 

ccacctgcca atgttgccac cactcttccc atcaggaata aagctgcttc taaacaaaag 
1200 

tccagcagcc atttgccagc aaacagccag gatgtacagg gttacatcac caatcagtct 
1260 

ccagagagca ttgtagaaga ggctcaggga aagttaacag aactggaaca gaggataaaa 
1320 

gaagccatag aaaagaacgc acagctgcag tccttggaac tggctcatgc tgaccaactt 
1380 

accaaggaga agatcgagga gctcaacaaa acaagggagg aacaaattca gaagaaacaa 

1440 
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aagattttgg aggaactaca gaaagtagaa cgagagttac aactgaaaac tcagcagcag 
1500 

ctaaaaaagc agtatctaga 
1520 



<210> 2826 
<211> 506 
<212> PRT 

<213> Homo sapiens 



<400> 2826 

Cys Leu Thr Leu Ala Cys Tyr Lys Gly His Leu Asp Met Val Arg Phe 

1 5 10 15 

Leu Leu Glu Ala Gly Ala Asp Gin Glu His Lys Thr Asp Glu Met His 

20 25 30 

Thr Ala Leu Met Glu Ala Cys Met Asp Gly His Val Glu Val Ala Arg 

35 40 45 

Leu Leu Leu Asp Ser Gly Ala Gin Val Asn Met Pro Ala Asp Ser Phe 

50 55 60 

Glu Ser Pro Leu Thr Leu Ala Ala Cys Gly Gly His Val Glu Leu Ala 
65 70 75 80 

Ala Leu Leu He Glu Arg Gly Ala Asn Leu Glu Glu Val Asn Asp Glu 

85 90 95 

Gly Tyr Thr Pro Leu Met Glu Ala Ala Arg Glu Gly His Glu Glu Met 

100 105 HO 

Val Ala Leu Leu Leu Ser Thr Arg Ser Xaa He Ser Met His Arg Gin 

115 120 125 

Lys Lys Leu Lys Lys Leu Leu Leu Thr Leu Ala Cys Cys Gly Gly Phe 

130 135 140 

Leu Glu Val Ala Asp Phe Leu He Lys Ala Gly Ala Asp lie Glu Leu 
145 150 155 160 

Gly Cys Ser Thr Pro Leu Met Glu Ala Ala Gin Glu Gly His Leu Glu 

165 170 175 

Leu Val Lys Tyr Leu Leu Ala Ala Gly Ala Asn Val His Ala Thr Thr 

180 185 190 

Ala Thr Gly Asp Thr Ala Leu Thr Tyr Ala Cys Glu Asn Gly His Thr 

195 200 205 

Asp Val Ala Asp Val Leu Leu Gin Ala Gly Ala Asp Leu Asp Lys Gin 

210 215 220 

Glu Asp Met Lys Thr He Leu Glu Gly He Asp Pro Ala Lys His Leu 
225 230 235 240 

Glu His Glu Ser Glu Gly Gly Arg Thr Pro Leu Met Lys Ala Ala Arg 

245 250 255 

Ala Gly His Val Cys Thr Val Gin Phe Leu He Ser Lys Gly Ala Asn 

260 265 270 

Val Asn Arg Thr Thr Ala Asn Asn Asp His Thr Val Leu Ser Leu Ala 

275 280 285 

Cys Ala Gly Gly His Leu Ala Val Val Glu Leu Leu Leu Ala His Gly 

290 295 300 

Ala Asp Pro Thr His Arg Leu Lys Asp Gly Ser Thr Met Leu He Glu 
305 310 315 320 

Ala Ala Lys Gly Gly His Thr Ser Val Val Cys Tyr Leu Leu Asp Tyr 

325 330 335 

Pro Asn Asn Leu Leu Ser Ala Pro Pro Pro Asp Val Thr Gin Leu Thr 
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340 345 350 



Pro 


Pro 


Ser 


His 


Asp 


Leu Asn Arg Ala 


Pro 


Arg 


Val 


Pro 


Val 


Gin 


Ala 






355 








360 








36S 








Leu 


Pro 


Met 


Val 


Val 


Pro 


Pro Gin Glu 


Pro 


Asp 


Lys 


Pro 


Pro 


Ala 


Asn 




370 










375 






380 










Val 


Ala 


Thr 


Thr 


Leu 


Pro 


He Arg Asn 


Lys 


Ala 


Ala 


Ser 


Lys 


Gin 


Lys 


385 










390 






395 










400 


Ser 


Ser 


Ser 


His 


Leu 


Pro 


Ala Asn Ser 


Gin 


Asp 


Val 


Gin 


Gly 


Tyr 


He 










405 






410 










415 




Thr 


Asn 


Gin 


Ser 


Pro 


Glu 


Ser He Val 


Glu 


Glu 


Ala 


Gin 


Gly 


Lys 


Leu 








420 






425 










430 






Thr 


Glu 


Leu 


Glu 


Gin 


Arg 


lie Lys Glu 


Ala 


He 


Glu 


Lys 


Asn 


Ala 


Gin 






435 








440 








445 








Leu 


Gin 


Ser 


Leu 


Glu 


Leu 


Ala His Ala 


Asp 


Gin 


Leu 


Thr 


Lys 


Glu 


Lys 




450 










455 






460 










lie 


Glu 


Glu 


Leu 


Asn 


Lys 


Thr Arg Glu 


Glu 


Gin 


He 


Gin 


Lys 


Lys 


Gin 


465 










470 






475 










480 


Lys 


lie 


Leu 


Glu 


Glu 


Leu 


Gin Lys Val 


Glu 


Arg 


Glu 


Leu 


Gin 


Leu 


Lys 










465 






490 










49S 




Thr 


Gin 


Gin 


Gin 


Leu 


Lys 


Lys Gin Tyr 


Leu 















S00 505 

<210> 2827 

<211> 481 

<212> DNA 

<213> Homo sapiens 

<400> 2827 

cgggaggcag ctgctgccgc aggagatgct tcagaggatt cggacgcagg gtccagggcg 
60 

ctgcctttcc tgggcggcaa ccggctgagc ttggacctgt accccggggg ctgccagcag 
120 

ctgctgcacc tgtgtgtcca gcagcctctt cagctgctgc aggtggaatt cttgcgtctg 
180 

aacactcacg aagaccctca actgctggag gccaccctgg cccagctgcc tcaaaacctg 
240 

tcctgcctcc gctccctggt cctcaaaaga gggcaacgcc gggacacact gggtgcctgt 
300 

ctccggggtg ccctgaccaa cctgcccgct ggtctgagtg gcctggccca tctggcccac 
360 

ctggacctga gcttcaacag cctggagaca ctgccggcct gtgtcctgca gatgcgaggt 
420 

ctgggtgcgc tcttgctgtc tcacaactgc ctctctgagc tgcctgaggc tctgggggcc 

480 

C 

481 

<210> 2828 

<211> 160 

<212> PRT 

<213> Homo sapiens 

<400> 2828 

Arg Glu Ala Ala Ala Ala Ala Gly Asp Ala Ser Glu Asp Ser Asp Ala 
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1 








5 


10 


15 


Gly 


Ser 


Arg 


Ala 


Leu 


Pro Phe Leu Gly Gly Asn 


Arg Leu Ser Leu Asp 








20 




25 


30 


Leu 


Tyr 


Pro 


Gly 


Gly 


Cys Gin Gin Leu Leu His 


Leu Cys Val Gin Gin 






35 






40 


45 


Pro 


Leu 


Gin 


Leu 


Leu 


Gin Val Glu Phe Leu Arg 


Leu Asn Thr His Glu 




50 








55 


60 


Asp 


Pro 


Gin 


Leu 


Leu 


Glu Ala Thr Leu Ala Gin 


Leu Pro Gin Asn Leu 


65 










70 75 


80 


Ser 


Cys 


Leu 


Arg 


Ser 


Leu Val Leu Lys Arg Gly 


Gin Arg Arg Asp Thr 










as 


90 


95 


Leu 


Gly 


Ala 


Cys 


Leu 


Arg Gly Ala Leu Thr Asn 


Leu Pro Ala Gly Leu 








100 




105 


110 


Ser 


Gly 


Leu 


Ala 


His 


Leu Ala His Leu Asp Leu 


Ser Phe Asn Ser Leu 






115 






120 


125 


Glu 


Thr 


Leu 


Pro 


Ala 


Cys Val Leu Gin Met Arg 


Gly Leu Gly Ala Leu 




130 








135 


140 


Leu 


Leu 


Ser 


His 


Asn 


Cys Leu Ser Glu Leu Pro 


Glu Ala Leu Gly Ala 


145 










150 1S5 


160 



<210> 2829 

<211> 3648 

<212> DNA 

<213> Homo sapiens 

<400> 2829 

nntttttttt tttttttttt aatgtagcaa ttatatattt cgtcaattag aggtttgctc 
60 

tctaaaagca gatacttttc attttaaagt acataggata attctcaaga agtatttgct 
120 

gcagtactgg tggttatggc taaaaataga gcaatagtga aaataaaaat aagtgcctac 
180 

tccaaaacca ggaagatgca cagtgaaaac tttgaaaaat tattttgcca tgaaataatt 
240 

ttctaagcgt tttccttggg atattgattt tattgtatcg attgtattat attgtatggt 
300 

attagattag attagattgg attggattta tagcacccag gctacctcct tgagaaacag 
360 

caacttacct agcaaatcca cctttttcgc ctttaagaat acgttttcat tgaattccta 
420 

tttgtccaaa gatactaagt atgcccggtg gacctaagag acaaacccaa attagggaaa 
480 

gtaagctcag atggaaagag acctttggga tttcatttta ttatgtttta tatatgtttt 
540 

aatacctttt cacagattta aatccccagg gtgaatactc ccttctttgt tagtacctgg 
600 

cgtgtgttca gtagtcaaag taattaaaat tagcacctat ataatgagct tgtcattttt 
660 

aatgttcttt accaaccaga atcctaatga agtctaaaag gtttaggctg ggcacgttgg 
720 

ctcacgcctg caatcccagc ccaagaagtt cctttggcca agacgcacac acacacacca 
780ttctatttcc ttccagtgta acgacaacca caagctgtca gcacttcact 840 
atttgctgtc ccctcagcgg gatcgggatg cagctacgca gcgggcccct ggcgagccgc 
900 
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ggtgtcaggg 


cccttctctc 


960 




ccaagagcca 


gacctgagtt 


1020 




ccttccgccc 


cctctgatct 


1080 




ccctgagtca 


gccccgaatc 


1140 




aggcagattc 


ccctctacat 


1200 




gtgttaaatc 


tcgatggaca 


1260 




catggtatgc 


ttaagcaaca 


1320 




ctgagtgcac 


tttctcagct 


1380 




ttttcccagc 


ttgtagagtc 


1440 




ggagtcctgt 


ctgtaactag 


1500 




tatgtacatg 


ggtccaaact 


1560 




aagagatgtc 


agttgcactc 


1620 




atggatgtat 


gggaactaat 


1680 




agttgtcttt 


tagaaacact 


1740 




aaaaataaag 


tcctccgagc 


1800 




aagggctact 


gtgctgcact 


1860 




catgtctgct 


gtgaaacaga 


1920 




gcaggagggt 


atgagcgaag 


1980 




gttctgacct 


gcttgggaat 


2040 




cgggcagaag 


agcagacatg 


2100 




agttttgaga 


tgaccgtgga 


2160 




gaattttcag 


aagaggaacg 


2220 




aagaatagac 


gaaaaaataa 


2280 




gaaaaggaag 


taagccaaga 


2340 




tgtggcagca 


ctgaagatgg 


2400 




tcatgtacct 


gtcctagcag 


2460 




tctccacact 


gtaatggtag 


2520 





ctcctcccac cgtgggaagc 
tgtctctcac cccccgatgc 
cgacttctcg caacctatcc 
agacgggctt gactcgctga 
agacgacacc ctgacgatgg 
tcagaataat ggtgcacagc 
ggatctaagt attgccatgg 
tgtcccatgt gttggttgtc 
tggaaatcct gctcttgaac 
aagctgcatg actgatgcaa 
aaatgacatg atagatgcta 
cttagatacg cacaagccaa 
gtcgcaggaa tgcagggatg 
agaaacatat ctgcgaaaac 
atacaatatc cttattggtg 
ttatgaagg'c ttgcggtgct 
cttcattgca catcttttgg 
agaaaggcat gcaaagacaa 
tcatctttat gaaagactgc 
gcagatgctt ttctatcttg 
aaaagtacag ggtattagca 
agtaagagaa ctcaagcaag 
gtgtgtgtgt gatattccta 
gaaggaaaca gacttcatag 
taatacttgt gtagaagtaa 
tggcaatctt tcggggtccc 
tgattgtgga tattcatcta 



gaattcagtg 


gcgtcaaggg 


tcgtctccct 


tttctcactg 


aggtcctctc 


tgggcctctg 


aagaattccc 


cttcgagagg 


tgatggaatt 


tcctgataat 


taaagcagtt 


cattcagcga 


tggtgacatc 


acgcgaagtc 


gtcgcagtgt 


ggagcgtctc 


ccctaacagt 


agggcccaag 


agaagcttta 


tacactattt 


ttccaaaaag 


taagaagaat 


aacctttggg 


aggttgttgg 


aagtagtttt 


aattgactcg 


acaggttttg 


cactgattgc 


aacttgactg 


cagcaaagaa 


gtccacatga 


acgacacata 


gtcgtgctga 


gccagagttc 


tagatatagc 


tcaagaagaa 


atcgaatctg 


gcagaagcta 


gtgttgatgc 


tttacgcaag 


gattggaaca 


actttgtgag 


aaaagaaacg 


ccaaaaacgg 


ctcccttaca 


aacagcagat 


aaaatagcag 


ctgcaaagcc 


ttgttaccaa 


tgaaaataca 


ctaaaataaa 


gaaaggctta 


gcatggaagg 


gagtgaaaca 
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ggttctcggg agggttcgga tgttgcctgc 
2580 

ggtgatgact cttgtgttca tcactgtgaa 
2640 

gaatgttggg caaattctga agagaacgac 
2700 

aaaagcaaga tactgaaatg tgatgaacat 
2760 

ccaggcaatc gagagacctc aggaaatacc 
2820 

aaagatacac atcctgaaag ctgttgcagc 
2860 

tttgagcata ggaaaaatgt accacagttc 
2940 

gattccggaa aaggtgccaa gagcttagtt 
3000 

gatgaggaaa tctttatctc acaagatgaa 
3060 

ttctacagca atagagaaca ataccgacag 
3120 

cggttaaatg atcacaagag gcccatttgt 
3180 

taaataaata aaatagctct gtctttcaat 
3240 

ctttcgaaaa actcttaatt tagtgactta 
3300 

tctttcttgt tttgggagac ggtggaggta 
3360 

ctttagttgc gtggctgcgc aggcctgcca 
3420 

gtttctcttc ctgtgagact tactaaagca 
3480 

taattctgta cagaaacgac aatgagctga 
3540 

tgcaaaatgt ttggatgtaa tgttaaagcg 
3600 

tattaatacg cacaaaaaaa aaaaaaaaaa 
3648 



actgaaggca tttgtaatca tgatgaacac 
gacaaagagg atgatggtga tagttgtgtt 
acaaaaggaa aaaataaaaa gaagaagaag 
atccagaagc ttggaagctg tattacagat 
atgcacacag tgtttcaccg tgacaagacc 
tctgaaaagg gtgggcagcc attgccttgg 
gcagaaccta cagaaacgtt gtttggtccc 
gaactccttg atgagtctga atgtacttca 
atacagtcat ttatggctaa taaccagtct 
catctgaagg agaaatttaa taaatactgc 
agtggctggt tgacaacggc tggagcaaat 
gaaacactca cgatgactac tgcgccttct 
tggcaaaatt ttatcttaaa tcaatgtgat 
tcctcactag ttctttcttc aggcttgtgt 
tatgatttaa gccatctctt ttcattaaat 
acttagtggc aaaaagtaat gttgtactta 
atatatggtt ttacaaagta gacatccact 
caatgtgcaa aatttaaaat aaagaatatt 
aaaaaaaaaa aaaaaaaa 



<210> 2830 
<211> 668 
<212> PRT 

<213> Homo sapiens 
<400> 2830 

Met Val Met Glu Phe Pro Asp Asn 

1 S 
Asn Asn Gly Ala Gin Leu Lys Gin 
20 

Lys Gin Gin Asp Leu Ser lie Ala 

35 40 
Leu Ser Ala Leu Ser Gin Leu Val 

50 55 
Val Glu Arg Leu Phe Ser Gin Leu 



Val Leu Asn Leu Asp Gly His Gin 

10 15 
Phe He Gin Arg His Gly Met Leu 
25 30 
Met Val Val Thr Ser Arg Glu Val 
45 

Pro Cys Val Gly Cys Arg Arg Ser 
60 

Val Glu Ser Gly Asn Pro Ala Leu 
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65 70 75 80 

Glu Pro Leu Thr Val Gly Pro Lys Gly Val Leu Ser Val Thr Arg Ser 

85 90 95 

Cys Met Thr Asp Ala Lys Lys Leu Tyr Thr Leu Phe Tyr Val His Gly 

100 10S no 

Ser Lys Leu Asn Asp Met lie Asp Ala lie Pro Lys Ser Lys Lys Asn 

US 120 125 

Lys Arg Cys Gin Leu His Ser Leu Asp Thr His Lys Pro Lys Pro Leu 

130 135 140 

Gly Gly Cys Trp Met Asp Val Trp Glu Leu Met Ser Gin Glu Cys Arg 
145 150 155 160 

Asp Glu Val Val Leu lie Asp Ser Ser Cys Leu Leu Glu Thr Leu Glu 

165 170 175 

Thr Tyr Leu Arg Lys His Arg Phe Cys Thr Asp Cys Lys Asn Lys Val 

160 185 190 

Leu Arg Ala Tyr Asn lie Leu lie Gly Glu Leu Asp Cys Ser Lys Glu 

195 200 205 

Lys Gly Tyr Cys Ala Ala Leu Tyr Glu Gly Leu Arg Cys Cys Pro His 

210 215 220 

Glu Arg His He His Val Cys Cys Glu Thr Asp Phe He Ala His Leu 
225 230 235 240 

Leu Gly Arg Ala Glu Pro Glu Phe Ala Gly Gly Tyr Glu Arg Arg Glu 

245 250 255 

Arg His Ala Lys Thr He Asp He Ala Gin Glu Glu Val Leu Thr Cys 

260 265 270 

Leu Gly He His Leu Tyr Glu Arg Leu His Arg He Trp Gin Lys Leu 

275 280 285 

Arg Ala Glu Glu Gin Thr Trp Gin Met Leu Phe Tyr Leu Gly Val Asp 

290 295 300 

Ala Leu Arg Lys Ser Phe Glu Met Thr Val Glu Lys Val Gin Gly He 
305 310 315 320 

Ser Arg Leu Glu Gin Leu Cys Glu Glu Phe Ser Glu Glu Glu Arg Val 

325 330 335 

Arg Glu Leu Lys Gin Glu Lys Lys Arg Gin Lys Arg Lys Asn Arg Arg 

340 345 350 

Lys Asn Lys Cys Val Cys Asp He Pro Thr Pro Leu Gin Thr Ala Asp 

355 360 365 

Glu Lys Glu Val Ser Gin Glu Lys Glu Thr Asp Phe He Glu Asn Ser 

370 375 380 

Ser Cys Lys Ala Cys Gly Ser Thr Glu Asp Gly Asn Thr Cys Val Glu 
395 390 395 400 

Val He Val Thr Asn Glu Asn Thr Ser Cys Thr Cys Pro Ser Ser Gly 

405 410 415 

Asn Leu Leu Gly Ser Pro Lys He Lys Lys Gly Leu Ser Pro His Cys 

420 425 430 

Asn Gly Ser Asp Cys Gly Tyr Ser Ser Ser Met Glu Gly Ser Glu Thr 

435 440 445 

Gly Ser Arg Glu Gly Ser Asp Val Ala Cys Thr Glu Gly He Cys Asn 

450 455 460 

His Asp Glu His Gly Asp Asp Ser Cys Val His His Cys Glu Asp Lys 
465 470 475 480 

Glu Asp Asp Gly Asp Ser Cys Val Glu Cys Trp Ala Asn Ser Glu Glu 

485 490 495 

Asn Asp Thr Lys Gly Lys Asn Lys Lys Lys Lys Lys Lys Ser Lys He 
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S05 






510 






Leu 


Lys Cys Asp 
515 


Glu 


His 


He Gin 
520 


Lys 


Leu 


Gly Ser Cys 
525 


He 


Thr 


Asp 


Pro 


v»iy Asn Aty 


Glu 


Thr 


Ser Gly Asn 


Thr 


Met His Thr 


Val 


Phe 


His 




530 






535 






540 








Arg 


Asp Lys Thr 


Lys 


Asp 


Thr His 


Pro 


Glu 


Ser Cys Cys 


Ser 


Ser 


Glu 


545 






550 








555 






560 


Lys 


Gly Gly Gin 


Pro 


Leu 


Pro Trp 


Phe 


Glu 


His Arg Lys 


Asn 


Val 


Pro 




565 








570 






575 




Gin 


Phe Ala Glu 


Pro 


Thr 


Glu Thr 


Leu 


Phe 


Gly Pro Asp 


Ser Gly Lys 




580 








585 






590 






Gly 


Ala Lys Ser 


Leu 


Val 


Glu Leu 


Leu 


Asp 


Glu Ser Glu 


Cys 


Thr 


Ser 


595 






600 






605 








Asp 


Glu Glu He 


Phe 


lie 


Ser Gin Asp 


Glu 


lie Gin Ser 


Phe 


Met 


Ala 


610 






615 






620 








Asn 


Asn Gin Ser 


Phe Tyr 


Ser Asn 


Arg 


Glu 


Gin Tyr Arg 


Gin 


His 


Leu 


625 






630 








635 






640 


Lys 


Glu Lys Phe 


Asn 


Lys 


Tyr Cys 


Arg 


Leu 


Asn Asp His 


Lys 


Arg 


Pro 




645 








650 






655 




He 


Cys Ser Gly 
660 


Trp 


Leu 


Thr Thr 


Ala 
665 


Gly 


Ala Asn 









<210> 2831 

<211> 3986 

<212> DNA 

<213> Homo sapiens 

<400> 2831 

nnctcctgcc tcaacctccc aaattgctag ttggcccggg gccttcagtg gcctttgtgt 
60 

ctgggtgaga ggaaccctgg atggccactc tgccctgagt gtgtgggtcc ccagaagtgc 
120 

tgggttaggg ggcacggagg gccagaaagt cccctttgga gcgctggact ctctcgctga 
180 

ctcctacccc accccggcct ggggtttcag agaaggggtc caggcaggag tgtcatcttt 
240 

tctcaatggg gatgtggctt cagtctctgt ccaggaggca cgcggacctc cagtggccgg 
300 

ctccggaggc ttggtgactc cagtggccca gccttgaaaa gatcttttga ggtcgaggag 
360 

gtcgagacac ccaactccac cccaccccgg agggtccaga ctcccctact ccgagccact 
420 

gtggccagct ccacccagaa attccaggac ctgggcgtga agaactcaga accctcggcc 
480 

cgccatgtgg actccctaag ccaacgctcc cccaaggcgt ccctgcggag ggtggagctc 
540 

tcgggcccca aggcggccga gccggtgtcc cggcgcactg agctgtccat tgacatctcg 
600 

tccaagcagg tggagaacgc cggggccatc ggcccgtccc ggttcgggct caagagggcc 
660 

gaggtgttgg gccacaagac gccagaaccg gcccctcgga ggacggagat caccatcgtc 
720 

aaaccccagg agtcagccca ccggaggatg gagccccctg cctccaaggt ccccgaggtg 
780 
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cccactgccc ctgccaccga cgcagccccc aagagggtgg agatccagat gcccaagcct 
840 

gctgaggcgc ccaccgcccc cagcccagcc cagaccttgg agaattcaga gcctgcccct 
900 

gtgtctcagc tgcagagcag gctggagccc aagccccagc cccctgtggc tgaggctaca 
960 

ccccggagcc aggaggccac tgaggcggct cccagctgcg ttggcgacat ggccgacacc 
1020 

cccagagatg ccgggctcaa gcaggcgcct gcaccacgga acgagaaggc cccggtggac 
1080 

ttcggctacg tggggattga ctccatcctg gagcagatgc gccggaaggc catgaagcag 

1140 

ggcttcgagt tcaacatcat ggtggtcggg cagagcggct tgggtaaatc caccttaatc 
1200 

aacaccctct tcaaatccaa aatcagccgg aagtcggtgc agcccacctc agaggagcgc 
1260 

atccccaaga ccatcgagat caagtccatc acgcacgata ttgaggagaa aggcgtccgg 
1320 

atgaagctga cagtgattga cacaccaggg ttcggggacc acatcaacaa cgagaactgc 
1380 

tggcagccca tcatgaagtt catcaatgac cagtacgaga aatacctgca ggaggaggtc 

1440 

aacatcaacc gcaagaagcg catcccggac acccgcgtcc actgctgcct ctacttcatc 
1500 

cccgccaccg gccactccct caggcccctg gacatcgagt ttatgaaacg cctgagcaag 
1560 

gtggtcaaca tcgtccctgt catcgccaag gcggacacac tcaccctgga ggagagggtc 
1620 

cacttcaaac agcggatcac cgcagacctg ctgtccaacg gcatcgacgt gtacccccag 
1680 

aaggaatttg atgaggactc ggaggaccgg ctggtgaacg agaagttccg ggagatgatc 
1740 

ccatttgctg tggtgggcag tgaccacgag taccaggtca acggcaagag gatccttggg 
1600 

aggaagacca agtggggtac catcgaagtt gaaaacacca cacactgtga gtttgcctac 
1860 

ctgcgggacc ttctcatcag gacgcacatg cagaacatca aggacatcac cagcagcatc 
1920 

cacttcgagg cgtaccgtgt gaagcgcctc aacgagggca gcagcgccat ggccaacggc 
1980 

gtggaggaga aggagccaga agccccggag atgtagacgc caccctgccc acccccggga 
2040 

tcctgccccc aagccacttc cgtccccccc ccaggccctc ccaccacccc attttatttt 
2100 

atatgatttt ctccatttgt catcgttccc caccccttcg acatgctgcc aggaaacaag 
2160 

ggaaggggcc tccctccgag tgagtcagtg atgaggccgc ggcctccccg aggttgtggg 
2220 

gaggctgcac tggagccaca ggcaggggtg agagcaccca ctgaattgac atgaccctct 
2280 

gtccccaggc ctggctcccc gagggctcag aagagcagct tcggtgtgca gatcatccgt 
2340 

ccgtgtgggg ttctcagtgc cggaggcctt ggggtggggg ccaggcctcg cacttgcaga 
2400 
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ggagcccagt gggctgcacg ctcccctcca 
2460 

cagagcccag gggagaatgc agcccaccag 
2520 

tgtggccatc actcagcccc tacccctgcc 
2580 

ccctgccacc gactgcccag ccactccaag 
2640 

aagtgccttt atctcagcca tccgcagact 
2700 

gagggaggcg tcttcatctc cctgccatcc 
2760 

ctgcaggtgc tgctgatgcg ctgggatctg 
2820 

cctaccccct catcccccag ctctgaaaag 
2860 

gagggaggga gccatggaag gtgccagaag 
2940 

gcttgggctg gtcagagtgg cgtgagctgc 
3000 

aagtgtgtgt gtgtccatgt gtatgcgtgt 
3060 

ccaagactgg gctgtagtta cattaatgcc 
3120 

tggcccaggc cttgctgact ctctgagctg 
3180 

tgttgatcta cccgtgcctg ggcccctccc 
3240 

aggagagaac gggcgtcagg ggtgcacagt 
3300 

cacggcccgg cccctcaccc tctgtcccca 
3360 

ggcacagatg accaaagtcc cttcctgctt 
3420 

gaggggcctg acgagactcc actcaggtgc 
3480 

ggctggctgc ttgcagccag gagaaggtca 
3540 

gcgcatggaa gttggggcac tgggcgtctg 
3600 

cctcaccacc cccactggcg agacagttta 
3660 

ccaagatttt gaaggaaatg agtggccagc 
3720 

cctcaatgtc acttggtggc ggggtggggt 
3780 

acgcttcact ttccttctct gtaaccagac 
3640 

gttcctcaat ggccttttgc tacgtgcctc 
3900 

aaagtgttga aaatgtattt cctgaaataa 
3960 

aaaaaaaaaa aaaaaaaaaa aaaaaa 
3986 



tccccatcgg ccctgtcccc tggagtgtgt 
gagcacctgg accccctgcc cgccacatgg 
ctgctcctaa gggtagaaaa ctccagggtc 
ccccctggca gctgcccctc ctggagcaga 
gctcggccag atgcggggac aggctggaat 
ccctctcacg ccacccccgc ccccaccggg 
attgaggata aaaaggaagg agagatgacc 
gtctaagcaa gtgagtctgg tggaggagct 
gaaggttggc gggggcacgt gtgggccgtg 
ccggcgcctg ccctgcccaa gtgaccaggg 
ccgtctgtct gtctagtgtc tgggtttggc 
cagccagcca cccctgccac tcacccctcc 
gggaggtggg aggccaggcg agcctgactc 
ctcagagccc atggtaacga acccctagaa 
ccacagctga agagcaaggt ttcgtggcag 
cgaggggacc catgggggct gtctttgcag 
cctgttacct gtcttgctcc tggggagaaa 
acacatcacc aggtgcatct gcaggcaccg 
gcgagaagga gtgtatgagt gtgagtgtgt 
actccctccc cacccaagag aggaaggacc 
ctttgccgac ttgccatgtt tttgccaaaa 
gccagggccc aggccatgtg gcctgcccag 
gggngtgggc agcagcatcc cagccttgag 
tttgaaaaat tgttcgtttc atcaggctct 
ccgagaaatt tgtctttttg tataaatgac 
atgtttcaaa tgcagaaacc caaaaaaaaa 
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<210> 2832 

<211> 611 

*212> PRT 

<213> Homo sapiens 



<400> 2632 



Leu 


Leu 


Pro 


His 


Pro Gly Leu Gly Phe Gin Arg Arg Gly Pro 


Gly Arg 


1 








5 


10 








15 




Ser 


Val 


He 


Phe 


Ser Gin Trp Gly Cys Gly Phe 


Ser 


Leu 


Cys 


Pro Gly 








20 


25 








30 






Gly Thr 


Arg 


Thr 


Ser Ser Gly Arg Leu 


Arg Arg 


Leu Gly Asp 


Ser 


Ser 






3S 




40 






45 








Gly Pro 


Ala 


Leu 


Lys Arg Ser Phe Glu 


Val Glu 


Glu 


Val 


Glu 


Thr 


Pro 




50 






55 




60 










Asn 


Ser 


Thr 


Pro 


Pro Arg Arg Val Gin 


Thr Pro 


Leu 


Leu 


Arg 


Ala 


Thr 


65 








70 


75 










80 


Val 


Ala 


Ser 


Ser 


Thr Gin Lys Phe Gin Asp Leu Gly Val 


Lys 


Asn 


Ser 










85 


90 








95 




Glu 


Pro 


Ser 


Ala 


Arg His Val Asp Ser Leu Ser Gin Arg Ser 


Pro 


Lys 








100 


105 








110 






Ala 


Ser 


Leu 




Arg Val Glu Leu Ser Gly Pro Lys Ala Ala 


Glu 


Pro 






11S 




120 






125 








Val 


Ser 




Ara 


Thr Glu Leu Ser He 


Asp He 


Ser 


Ser 


Lys 


Gin 


Val 




130 






135 




140 










Glu 


Asn 


Ala 


Gly 

7 


Ala He Gly Pro Ser Arg Phe Gly Leu Lys 


Arg Ala 


145 








150 


155 










160 


Glu 


Val 


Leu 


Gly 


His Lys Thr Pro Glu 


Pro Ala 


Pro Arg Arg 


Thr 


Glu 










165 


170 








175 




He 


Thr 


He 


Val 


Lys Pro Gin Glu Ser 


Ala His Arg Arg Met 


Glu 


Pro 








180 


185 








190 






Pro 


Ala 


Ser 


Lys 


Val Pro Glu Val Pro 


Thr Ala 


Pro 


Ala 


Thr 


Asp Ala 






195 




200 






205 








Ala 


Pro 


Lys 


Arg 


Val Glu He Gin Met 


Pro Lys 


Pro 


Ala 


Glu 


Ala 


Pro 




210 






215 




220 










Thr 


Ala 


Pro 


Ser 


Pro Ala Gin Thr Leu 


Glu Asn 


Ser 


Glu 


Pro 


Ala 


Pro 


225 








230 


235 










240 


Val 


Ser 


Gin 


Leu 


Gin Ser Arg Leu Glu 


Pro Lys 


Pro 


Gin 


Pro 


Pro 


Val 










245 


250 








2S5 




Ala 


Glu 


Ala 


Thr 


Pro Arg Ser Gin Glu 


Ala Thr 


Glu 


Ala 


Ala 


Pro 


Ser 








260 


265 








270 






Cy3 


Val 


Gly 


Asp 


Met Ala Asp Thr Pro Arg Asp 


Ala 


Gly 


Leu 


Lys 


Gin 






275 




280 






285 








Ala 


Pro 


Ala 


Ser 


Arg Asn Glu Lys Ala 


Pro Val 


Asp 


Phe 


Gly 


Tyr 


Val 




290 






295 




300 










Gly 


He 


Asp 


Ser 


He Leu Glu Gin Met 


Arg Arg 


Lys 


Ala 


Met 


Lys 


Gin 


305 








310 


315 










320 


Gly Phe 


Glu 


Phe 


Asn He Met Val Val Gly Gin Ser Gly Leu 


Gly 


Lys 










325 


330 








335 




Ser 


Thr 


Leu 


lie 


Asn Thr Leu Phe Lys 


Ser Lys 


He 


Ser Arg 


Lys 


Ser 








340 


345 








350 






Val 


Gin 


Pro 


Thr 


Ser Glu Glu Arg He 


Pro Lys 


Thr 


He 


Glu 


He 


Lys 






355 




360 






365 








Ser 


He 


Thr 


His 


Asp He Glu Glu Lys Gly Val Arg Met Lys 


Leu 


Thr 
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370 




37S 






380 




Val lie Asp Thr 


Pro Gly Phe Gly Asp 


His 


lie 


Asn 


Asn Glu Asn Cys 


385 




390 




395 




400 


Trp Gin Pro He 


Met 


Lys Phe He Asn 


Asp 


Gin 


Tyr 


Glu Lys T.y r Le u 


405 




410 






415 


Gin Glu Glu Val 


Asn 


He Asn Arg Lys 


Lys 


Arg 


He 


Pro Asp Thr Arg 


420 




425 








430 


Val His Cys Cys 


Leu 


Tyr Phe He Pro 


Ala Thr Gly 


His Ser Leu Arg 


435 




440 








445 


Pro Leu Asp He 


Glu 


Phe Met Lys Arg 


Leu 


Ser 


Lys 


Val Val Asn He 


450 




45S 






460 




Val Pro Val He 


Ala 


Lys Ala Asp Thr 


Leu 


Thr 


Leu 


Glu Glu Arg Val 


465 




470 




475 




480 


His Phe Lys Gin 


Arg 


He Thr Ala Asp 


Leu 


Leu 


Ser 


Asn Gly He Asp 




485 




490 






495 


Val Tyr Pro Gin 


Lys Glu Phe Asp Glu 


Asp 


Ser 


Glu 


Asp Arg Leu Val 


500 




505 








510 


Asn Glu Lys Phe 


Arg 


Glu Met He Pro 


Phe 


Ala 


Val 


Val Gly Ser Asp 


515 




520 








525 


His Glu Tyr Gin 


Val 


Asn Gly Lys Arg 


He Leu Gly 


Arg Lys Thr Lys 


530 




535 






540 




Trp Gly Thr He 


Glu 


Val Glu Asn Thr 


Thr 


His 


Cys 


Glu Phe Ala Tyr 


545 




550 




555 




560 


Leu Arg Asp Leu 


Leu 


He Arg Thr His 


Met 


Gin 


Asn 


He Lys Asp He 


56 5 




570 






575 


Thr Ser Ser He 


His 


Phe Glu Ala Tyr 


Arg 


Val 


Lys 


Arg Leu Asn Glu 


580 




585 








590 


Gly Ser Ser Ala 


Met Ala Asn Gly Val 


Glu 


Glu 


Lys 


Glu Pro Glu Ala 


595 




600 








605 



Pro Glu Met 
610 



<210> 2833 

<211> 420 

<212> DNA 

<213> Homo sapiens 

<400> 2833 

nncggcagcc atgttggacg tggtcagcac aggggccggc accacggggt tatcgaagca 
60 

gctgtcaaga tgctggggtc cctggtgttg aggagaaaag cactggcgcc acggctactc 
120 

ctccggctgc tcaggtcccc aacgctccgg ggccatggag gtgcttccgg ccggaatgtg 
180 

actactggga gtctcgggga gccgcagtgg ctgagggtag ccaccggggg gcgccctgga 
240 

acatcgccgg ccttgttctc cggacgtggg gcagccaccg gggggcgcca gggaggacgc 
300 

ttcgatacca aatgcctcgc ggctgccact tggggacgcc ttcctggtcc cgaagaaaca 
360 

ctcccaggac aggacagctg gaacggggtc cccagcaggg ccggactggg catgtgcgcc 
420 

c210> 2834 
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<211> 117 
<212> PRT 

<213> Homo sapiens 



<400> 2834 

Met Leu Gly Ser Leu Val Leu Arg Arg Lys Ala Leu Ala Pro Arg Leu 

1*5 10 15 

Leu Leu Arg Leu Leu Arg Ser Pro Thr Leu Arg Gly His Gly Gly Ala 

20 25 30 

Ser Gly Arg Asn Val Thr Thr Gly Ser Leu Gly Glu Pro Gin Trp Leu 

35 40 45 

Arg Val Ala Thr Gly Gly Arg Pro Gly Thr Ser Pro Ala Leu Phe Ser 

50 55 60 

Gly Arg Gly Ala Ala Thr Gly Gly Arg Gin Gly Gly Arg Phe Asp Thr 
65 70 75 80 

Lys Cys Leu Ala Ala Ala Thr Trp Gly Arg Leu Pro Gly Pro Glu Glu 

85 90 95 

Thr Leu Pro Gly Gin Asp Ser Trp Asn Gly Val Pro Ser Arg Ala Gly 

100 105 110 

Leu Gly Met Cys Ala 
115 

<210> 2835 

<211> 938 

<212> DNA 

<213> Homo sapiens 

<400> 2835 

tttttttttt tttttttttt ttctgggtgc aagaggttta tttgggagcc atcccaggaa 
60 

gcccaaggcg ggggagtggg gaagagaggg aagggagagc ccccgcagga agtacatgaa 
120 

tgagtgggtt actgctgcgg gcaactggga ctccatcctg ctgggcatcc tctgagagtt 
180 

tatgtagaat acacttcaga attgtcctgc tcaaggacaa tgaagctgag gtcctgctcc 
240 

ttattgactc agggttgctg ctcctgggga cattaacccc ccaacacttc tagcttgccc 
300 

agtgcactga ctgagcacac agctgtggcc accagagaac ctctttgggc tgtgatacag 
360 

gaaaccatcg gtgtgcatgg taactctcta gcagtgtcct tcatgccggg acatggggac 
420 

acgggcaggc actgctggca tctgctaacc ccggaggccc atacttcaga accggtcagc 
480 

tgggccaagg cctctctaag gcccagcggc tctcatgggc aaatgtcagg tgacacagag 
540 

tcagagaccc tgagtgtgcg aggggaagat attggtgaag acctgttctc tgaggccctg 
600 

ggccgggcag tggggcagtg ggcgggggcc aagctgctgg accatggctg tgtggagagc 
660 

agcattctgg attcctctgc gggctctgct ccccactacg aggtgtttgt ggcgctgagg 
720 

gggctgagga atctgtcaga ggaaaatcga gacaagctgg accactgcct tcaggaagcc 
780 
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tctccccgct acaagtccct gcggttctgg ggcagcgtgg gccctgcaga gtccacctgg 
640 

tggtgtcctg agtcaagtcc tgccccaccg cccagctccc cccagaggcc acctcgcccc 
900 

tccctctggg acctctccgg atggggagtc cttggcca 
938 

<210> 2836 
<211> 178 
<212> PRT 

<213> Homo sapiens 



<400> 2836 



Met 


Pro 


Gly 


His 


Gly 


Asp 


Thr 


Gly 


Arg 


His 


Cys 


Trp 


His 


Leu 


Leu 


Thr 


1 








5 










10 










15 




Pro 


Glu 


Ala 


His 


Thr 


Ser 


Glu 


Pro 


val 


Ser 


Trp 


Ala 


Lys 


Ala 


Ser 


Leu 








20 










25 










30 






Arg 


Pro 


Ser 


Gly 


Ser 


His 


Gly 


Gin 


Met 


Ser 


Gly 


Asp 


Thr 


Glu 


Ser 


Glu 






35 










40 










45 








Thr 


Leu 


Ser 


Val 


Arg 


Gly 


Glu 


Asp 


He 


Gly 


Glu 


Asp 


Leu 


Phe 


Ser 


Glu 




50 










55 










60 










Ala 


Leu 


Gly 


Arg 


Ala 


Val 


Gly 


Gin 


Trp 


Ala 


Gly 


Ala 


Lys 


Leu 


Leu 


Asp 


65 










70 










75 










60 


His 


Gly 


Cys 


Val 


Glu 


Ser 


Ser 


He 


Leu 


Asp 


Ser 


Ser 


Ala 


Gly 


Ser 


Ala 










85 










90 










95 




Pro 


His 


Tyr 


Glu 


Val 


Phe 


Val 


Ala 


Leu 


Arg 


Gly 


Leu 


Arg 


Asn 


Leu 


Ser 








100 










105 










110 






Glu 


Glu 


Asn 


Arg 


Asp 


Lys 


Leu 


Asp 


His 


Cys 


Leu 


Gin 


Glu 


Ala 


Ser 


Pro 






115 










120 










125 








Arg 


Tyr 


Lys 


Ser 


Leu 


Arg 


Phe 


Trp 


Gly 


Ser 


val 


Gly 


Pro 


Ala 


Glu 


Ser 




130 










135 










140 










Thr 


Trp 


Trp 


Cys 


Pro 


Glu 


Ser 


Ser 


Pro 


Ala 


Pro 


Pro 


Pro 


Ser 


Ser 


Pro 


145 










150 










1S5 










160 


Gin 


Arg 


Pro 


Pro 


Arg 


Pro 


Ser 


Leu 


Trp 


Asp 


Leu 


Ser 


Gly 


Trp 


Gly 


Val 



165 170 175 



Leu Gly 



<210> 2837 
<211> 1250 
<212> DNA 

<213> Homo sapiens 
<400> 2837 

nntttaccct cttctcccct tctcgaacac catgccacaa gaagagtgat ctcttcccct 
60 

gctttcacaa tggaggactc cggaaagact ttcagctccg aggaggaaga agctaactat 
120 

tggaaagatc tggcgatgac ctacaaacag agggcagaaa atacgcaaga ggaactccga 
180 

gaatcccagg agggaagccg agaatatgaa gctgaattgg agacgcagct gcaacaaatt 
240 

gaaaccagga acagagacct cctgtccgaa aataaccgcc ttcgcatgga gctggaaacc 
300 
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atcaaggaga agtttgaagt gcagcactct gaaggctacc ggcagatctc agccttggag 
360 

gatgacctcg cgcagaccaa agccattaaa gaccaattgc agaaatacat cagagagctg 
420 

gagcaagcaa atgacgccct ggaaagagcc aagcgcgcca cgatcatgtc tctcgaagac 
480 

tttgagcagc gcttgaatca ggccatcgaa agaaatgcct tcctggaaag tgaacttgat 
540 

gaaaaagaga atctcctgga atctgttcag agactgaagg atgaagccag agatttgcgg 
600 

caggaactgg ccgtgcagca gaagcaggag aaacccagga cccccatgcc cagctcagtg 
660 

gaagctgaga ggacagacac agctgtgcag gccacgggct ccgtgccgtc cacgcccatt 
720 

gctcaccgag gacccagctc aagtttaaac acacctggga gcttcagacg tggcctggac 
780 

gacntccacc gggggacccc cctcacacct gcggcccgga tatcagccct caacattgtg 
840 

ggagacctac tgcggaaagt cggggcactg gagtccaaac tcgcttcctg ccggaacctc 
900 

gtgtacgatc agtccccaaa ccgaacaggt ggcccagcct ctgggcggag cagcaagaac 
960 

agagatggcg gggagagacg gccaagcagc accagcgtgc ctttgggtga taaggggtca 
1020 

gtaccttcta ataaacctct cgctggcggg gagaacccgc ctgccccagg caagagacac 
1080 

tcacccccag cccacagcca tgtgtctttt taaattatag gattatttca gcaaacctta 
1140 

tcctctcctc tgctccctgc aggcagcatt aggtggtgtc ttgtggcttg aacaaagggc 
1200 

tagagagagg gtcttgtttt gtgagacagg gtctcgctct gtcacctagg 
1250 

<210> 2838 
<211> 370 
<212> PRT 

<2l3> Homo sapiens 
<400> 2838 

Xaa Leu Pro Ser Ser Pro Leu Leu Glu His His Ala Thr Arg Arg Val 

15 10 15 

lie Ser Ser Pro Val Phe Thr Met Glu Asp Ser Gly Lys Thr Phe Ser 

20 25 30 

Ser Glu Glu Glu Glu Ala Asn Tyr Trp Lys Asp Leu Ala Met Thr Tyr 

35 40 45 

Lys Gin Arg Ala Glu Asn Thr Gin Glu Glu Leu Arg Glu Phe Gin Glu 

50 55 60 

Gly Ser Arg Glu Tyr Glu Ala Glu Leu Glu Thr Gin Leu Gin Gin lie 
65 70 75 80 

Glu Thr Arg Asn Arg Asp Leu Leu Ser Glu Asn Asn Arg Leu Arg Met 

8 5 90 95 

Glu Leu Glu Thr He Lys Glu Lys Phe Glu Val Gin His Ser Glu Gly 

100 10S 110 

Tyr Arg Gin He Ser Ala Leu Glu Asp Asp Leu Ala Gin Thr Lys Ala 
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115 








120 










125 








He 


Lys 


Asp 


Gin 


Leu Gin 


Lys Tyr 


lie 


Arg 


Glu 


Leu 


Glu 


bin 


Ala 


Aon 




130 








135 










140 










Asp 


Ala 


Leu 


Glu 


Arg Ala Lys Arg 


Ala 


Thr 


lie 


Met 


Ser 


Leu 


ulu 


Asp 


145 








150 










155 










160 


Phe 


Glu 


Gin 


Arg 


Leu Asn 


Gin 


Ala 


lie 


Glu 


Arg 


Asn 


Ala 


Phe 


Leu 












165 








170 










175 




Ser 


Glu 


Leu 


Asp 


Glu Lys 


Glu 


Asn 


Leu 


Leu 


Glu 


Ser 


vai 


bin 


Arg 


Leu 








180 








185 










190 






Lys 


Asp 


Glu 


Ala 


Arg Asp 


Leu Arg 


Gin 


Glu 


Leu 


Ala 


Val 


cin 


Gin 


Lys 






195 








200 










205 








Gin 


Glu 


Lys 


Pro 


Arg Thr 


Pro 


Met 


Pro 


Ser 


Ser 


val 


Glu 


Ala 


Glu 


Arg 




210 








21S 










220 










Thr 


Asp 


Thr 


Ala 


Val Gin 


Ala 


Thr 


Gly 


Ser 


Val 


Pro 


Ser 


Thr 


Pro 


lie 


225 








230 










235 










240 


Ala 


His 


Arg 


Gly 


Pro Ser 


Ser 


Ser 


Leu 


Asn 


Thr 


Pro 


Gly 


Ser 


Phe 


Arg 










245 








250 










255 




Arg 


Gly 


Leu 


Asp 


Asp Xaa 


His 


Arg 


Gly 


Thr 


Pro 


Leu 


Thr 


Pro 


Ala 


Ala 








260 








265 










270 






Arg 


He 


Ser 


Ala 


Leu Asn 


He 


Val 


Gly 


Asp 


Leu 


Leu 


Arg 


Lys 


Val 


Gly 






275 








280 










285 








Ala 


Leu 


Glu 


Ser 


Lys Leu 


Ala 


Ser 


Cys 


Arg 


Asn 


Leu 


Val 


Tyr 


Asp 


Gin 




290 








295 










300 










Ser 


Pro 


Asn 


Arg 


Thr Gly Gly 


Pro 


Ala 


Ser 


Gly 


Arg 


Ser 


Ser 


Lys 


Asn 


305 








310 










315 










320 


Arg 


Asp 


Gly 


Gly 


Glu Arg Arg 


Pro 


Ser 


Ser 


Thr 


Ser 


Val 


Pro 


Leu 


Gly 










325 








330 










335 




Asp 


Lys 


Gly 


Ser 


Val Pro 


Ser 


Asn 


Lys 


Pro 


Leu 


Ala 


Gly 


Gly 


Glu 


Asn 








340 








345 










350 






Pro 


Pro 


Ala 


Pro 


Gly Lys Arg His 


Ser 


Pro 


Pro 


Ala 


His 


Ser 


His 


Val 






355 








360 










365 









Ser Phe 



370 

<210> 2839 

<211> 606 

<212> DNA 

<213> Homo sapiens 

<400> 2839 

attctgaatc tgtgcaagat tcacaagatg cattctttct tggactacat catgggtggc 
60 

tgccaaatcc agtttacagt agctatagat ttcgccgcca caaacgggga ccccaggaac 
120 

agctgttcct tgcactacat ccacccttac caacccaatg agtatctgaa agctttggta 
180 

gctgtggggg agatttgcca agactatgac agtgacaaaa tgttccctgc ctttgggttt 
240 

ggcgccagga tacctccaga gtacacggtc tctcatgact ttgcaatcaa ctttaatgaa 
300 

gacaacccag aatgtgcagg aattcaagga gttgtggaag cctatcagag ctgtcttcct 
360 

aagctccaac tctacggtcc caccaacatt gcccccatca tccagaaggt tgccaagtca 
420 
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gcgtcagagg aaactaacac caaagaggca tcgcaatact 
480 

gatggtgtta tcacagacat gggcgacacc cgggaggcca 
540 

cccatgtcag tcatcatcgt gggagtaggg aacgctgact 
600 

gacggc 
606 

<210> 2840 
<211> 202 
<212> PRT 

<213> Homo sapiens 
c400> 2840 



He 


Leu 


Asn 


Leu 


Cys 


Lys 


He 


His 


Lys 


Met 


His 


Ser 


Phe 


Leu 


Asp 


Tyr 


1 








5 










10 










15 




He 


Met 


Gly 


Gly 
20 


Cys 


Gin 


He 


Gin 


Phe 
25 


Thr 


Val 


Ala 


He 


Asp 
30 


Phe 


Ala 


Ala 


Thr 


Asn 
35 


Gly 


Asp 


Pro 


Arg 


Asn 
40 


Ser 


Cys 


Ser 


Leu 


His 
45 


Tyr 


He 


His 


Pro 


Tyr 
50 


Gin 


Pro 


Asn 


Glu 


Tyr 
55 


Leu 


Lys 


Ala 


Leu 


Val 
60 


Ala 


Val 


Gly 


Glu 


He 


Cys 


Gin 


Asp 


Tyr 


ASp 


Ser Asp 


Lys 


Met 


Phe 


Pro 


Ala 


Phe 


Gly 


Phe 


65 










70 










75 










80 


Gly 


Ala 


Arg 


He 


Pro 


Pro 


Glu Tyr 


Thr 


Val 


Ser 


His 


Asp 


Phe 


Ala 


He 










85 










90 










95 




Asn 


Phe 


Asn 


Glu 
100 


Asp 


Asn 


Pro 


Glu 


Cys 
105 


Ala 


Gly 


He 


Gin 


Gly 
110 


Val 


Val 


Glu 


Ala 


Tyr 
115 


Gin 


Ser 


Cys 


Leu 


Pro 
120 


Lys 


Leu 


Gin 


Leu 


Tyr 
125 


Gly 


Pro 


Thr 


Asn 


He 
130 


Ala 


Pro 


He 


He 


Gin 
135 


Lys 


Val 


Ala 


Lys 


Ser 
140 


Ala 


Ser 


Glu 


Glu 


Thr 


Asn 


Thr 


Lys 


Glu 


Ala 


Ser 


Gin 


Tyr 


Phe 


He 


Leu 


Leu 


He 


Leu 


Thr 


145 










150 










155 










160 


Asp 


Gly 


Val 


He 


Thr 
165 


Asp 


Met 


Gly 


Asp 


Thr 
170 


Arg 


Glu 


Ala 


He 


Val 
175 


His 


Ala 


Ser 


His 


Leu 
180 


Pro 


Met 


Ser 


Val 


He 
185 


He 


Val 


Gly 


Val 


Gly 
190 


Asn 


Ala 


Asp 


Phe 


Ser 


Asp 


Met 


Gin 


Met 


Leu 


Asp 


Gly 















195 200 



<210> 2841 

<211> 2065 

<212> DNA 

<213> Homo sapiens 

<400> 2841 

nnctcctagc tgctgtcctc tgctgacatt tggcaggcag cttctgccag ccaaatggtc 
60 

tcaccccagc cccccggctc tgcacccact gtgctgccca caggagtggt cctgcccatg 
120 

gaagggccag ttcaggtggc cggagctcct gagctgccct aggggactgc tgtgggtctg 
180 



tcatcctgct gatcctgaca 
ttgtccatgc ctcccacctc 
tcagtgacat gcagatgctg 
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aggtggtgat gccccccacg 
240 

cactctgctg ttcaggagca 
300 

cctggcatca ggatctcagg 
360 

ctggacaggc tcctgccacc 
420 

cagtgcaagt cagagcctcc 
480 

cggccgccct ggtacaatga 
540 

ggaggcggca gtgcctctgg 
600 

gtgccctggg tggtcttgct 
660 

caccaggtgc tgactgagca 
720 

cacccagatg cctctgactt 
780 

aagagtgtca aggtgcccat 
840 

acactgtatg gtgcaaacgt 
900 

ctgttggagc tcctggacat 
960 

cggcggctgc gccgggacat 
1020 

tacaacaagt ttgtcaagcc 
1080 

gacatcgtgg tccccagagg 
1140 

gtgcacagcc agctggagga 
1200 

cagtgccacc cgctgccccg 
1260 

atgcacacca tcatcaggga 
1320 

agactgatgc ggctgctcat 
1380 

gtacagaccc cgcaggggca 
1440 

ggtgtgtcca ttctgcgcgc 
1500 

gacgtgcgca tcggcaccat 
1560 

cactacctga ggctgcccaa 
1620 

gtgtccacgg gcgcggcggc 
1680 

gaggacaaga tctttttgct 
1740 

tatgcatttc cgcgagtgag 
1800 



gctgcctgcg cctgagcccc 
cccacccgtg tcctcgacca 
gtgccgggcc cttggagcag 
tgtgggcact gggcgctctc 
cctgctgcgc acaagcaagc 
acacggcacg caatccaaag 
gaagaccact gtggccagaa 
gtccatggac tccttctaca 
gcagcaggaa caggccgcac 
cgacctcatc atttccaccc 
ttatgacttc accacgcaca 
catcatcttt gagggcatca 
gaagatcttt gtggacacag 
cagtgagcgc ggccgggaca 
ctccttcgac cagtacatcc 
gagcggcaac acggtggcca 
gcgtgaactc agcgtcaggg 
gacgctgagc gtcctgaaga 
caaggagacc agtcgcgacg 
cgagcacgcg ctctccttcc 
ggactatgcg ggcaagtgct 
cggtgaaacc atggagcccg 
cctcatccag accaaccagc 
gg a cat cage gatgaccacg 
catgatggca gtgcgcgtgc 
gtcgctgctc atggcagaga 
aatcatcacc acggcggtgg 



cacgcatcca 


cccc toaacrc 


t gag cag c c c 


cccagcttac 


aaggcagcaa 


tgeagagtec 


cccaaaaaca 


gaccaccagc 


gtaccatcta 


eo^Ly ^**y y y 


**yy v»w u^y v 




c y d L- e d Ley a 


yy^wv-Lyyc*L 


ay y uy i_ \_ t_ t.i 


Lay L>C LLLLL 


aCaal-aaULU 


CadCCtCyaC 


uv„cic*y<iayt- u 


gaagcagggg 


geeggaagda 


ggaccggaaa 


tggcett tgc 


hrraraa/ra^a 


dLCLCydCdt. 


tcyLL tyycd 


ccy ay yy cy (_ 


at hraafir'an 




gLgwwtyyca 


t cgacc tga t 


tatacacreac 

^- y ^-y vc*y ^c*L- 


i_ i-yuy e i_y y *- 




gcacgccgca 


yy *'<**-yyy 


agttcatct. t 


ctactccaag 


tgccccctca 


ggactgcgtc 


atgcggggaa 


gcagatcacc 


cgctgcgcgc 


tgtgtgcaaa 


ttaccgggga 


gcccgagctc 


tgatcctcat 


ggactgcacc 


tcctggacca 


cgacgtgcct 


tgggcgtgca 


ctcagtggcc 


acaagegggt 


caatgacctt 
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ttccgcatca tcccaggcat tgggaacttt ggcgaccgct actttgggac agacgcggtc 
I860 

cccgatggca gtgacgagga ggaagtggcc tacacgggtt agctgcccag tgagccatcc 
1920 

cgtccccacc acccccctcc tgcctcctga cccaggactg ctgaatacaa agatgttaat 
1980 

ttttaaaatg ttactagtat aatttattct atgcatttta taaaataaat aaagctttag 
2040 

aaaaatgaaa aaaaaaaaaa aaaaa 
2065 

<210> 2842 

<211> S40 

<212> PRT 

<213> Homo sapiens 



<400> 2842 



Met 


Ser 


Ser 


Pro Pro Ala Tyr Pro 


Gly He Arg He Ser Gly Cys Arg 


l 






5 




10 




15 


Ala 


Leu Gly Ala Glu Gly Ser Asn 


Ala Glu Ser Leu Asp Arg Leu Leu 








20 


25 






30 


Pro 


Pro 


Val 


Gly Thr Gly Arg Ser 


Pro Arg Lys Arg Thr Thr Ser Gin 






35 


40 








45 


Cys 


Lys 


Ser 


Glu Pro Pro Leu Leu 


Arg Thr Ser Lys Arg Thr He Tyr 




50 




55 






60 




Thr 


Ala Gly Arg Pro Pro Trp Tyr 


Asn 


Glu His Gly Thr Gin Ser Lys 


65 






70 






75 


60 


Glu 


Ala 


Phe 


Ala He Gly Leu Gly 


Gly Gly Ser Ala Ser Gly Lys Thr 








85 




90 




95 


Thr 


Val 


Ala 


Arg Met He He Glu 


Ala 


Leu Asp Val 


Pro Trp Val Val 








100 


105 






110 


Leu 


Leu 


Ser 


Met Asp Ser Phe Tyr 


Lys 


Val 


Leu His 


Ser Leu Pro His 






115 


120 








125 


Gin 


Val 


Leu 


Thr Glu Gin Gin Gin 


Glu 


Gin 


Ala Ala 


His Asn Asn Phe 




130 




135 






140 




Asn 


Phe 


Asp 


His Pro Asp Ala Phe 


Asp 


Phe 


Asp Leu 


He He Ser Thr 


145 






150 






155 


160 


Leu 


Lys 


Lys 


Leu Lys Gin Gly Lys 


Ser 


Val 


Lys Val 


Pro He Tyr Asp 








165 




170 




175 


Phe 


Thr 


Thr 


His Ser Arg Lys Lys 


Asp 


Trp 


Lys Thr 


Leu Tyr Gly Ala 








180 


185 






190 


Asn 


Val 


He 


He Phe Glu Gly He 


Met 


Ala 


Phe Ala 


Asp Lys Thr Leu 






195 


200 








205 


Leu 


Glu 


Leu 


Leu Asp Met Lys He 


Phe 


Val 


Asp Thr Asp Ser Asp He 




210 




215 






220 




Arg 


Leu 


val 


Arg Arg Leu Arg Arg 


Asp He Ser Glu Arg Gly Arg Asp 


225 






230 






235 


240 


lie 


Glu Gly Val lie Lys Gin Tyr 


Asn Lys 


Phe val 


Lys Pro Ser Phe 








245 




250 




255 


Asp 


Gin Tyr 


lie Gin Pro Thr Met 


Arg Leu Ala Asp He Val Val Pro 








260 


265 






270 


Arg 


Gly Ser 


Gly Asn Thr Val Ala 


He Asp Leu He 


Val Gin His Val 






275 


280 








28S 


His 


Ser 


Gin Leu Glu Glu Arg Glu 


Leu 


Ser Val Arg Ala Ala Leu Ala 



2076 



WO 00/58473 



PCT7US00/08621 



290 295 300 

Ser Ala His Gin Cys His Pro Leu Pro Arg Thr Leu Ser Val Leu Lys 
305 310 315 320 

Ser Thr Pro Gin Val Arg Gly Met His Thr lie He Arg Asp Lys Glu 

325 330 335 

Thr Ser Arg Asp Glu Phe He Phe Tyr Ser Lys Arg Leu Met Arg Leu 

340 345 350 

Leu He Glu His Ala Leu Ser Phe Leu Pro Phe Gin Asp Cys Val Val 

355 360 365 

Gin Thr Pro Gin Gly Gin Asp Tyr Ala Gly Lys Cys Tyr Ala Gly Lys 

370 375 380 

Gin He Thr Gly Val Ser lie Leu Arg Ala Gly Glu Thr Met Glu Pro 
385 390 395 400 

Ala Leu Arg Ala Val Cys Lys Asp Val Arg He Gly Thr He Leu He 

405 410 415 

Gin Thr Asn Gin Leu Thr Gly Glu Pro Glu Leu His Tyr Leu Arg Leu 

420 425 430 

Pro Lys Asp He Ser Asp Asp His Val He Leu Met Asp Cys Thr Val 

435 440 445 

Ser Thr Gly Ala Ala Ala Met Met Ala Val Arg Val Leu Leu Asp His 

450 455 460 

Asp Val Pro Glu Asp Lys He Phe Leu Leu Ser Leu Leu Met Ala Glu 
465 470 475 480 

Met Gly Val His Ser Val Ala Tyr Ala Phe Pro Arg Val Arg He He 

48S 490 495 

Thr Thr Ala Val Asp Lys Arg Val Asn Asp Leu Phe Arg He He Pro 

500 505 510 

Gly He Gly Asn Phe Gly Asp Arg Tyr Phe Gly Thr Asp Ala Val Pro 

515 520 525 

Asp Gly Ser Asp Glu Glu Glu Val Ala Tyr Thr Gly 
530 535 540 

<:210> 2843 

<211> 497 

<212> DNA 

<213> Homo sapiens 

<400> 2843 

cctaggtatg aaccccaaag ccctggctat gaacctcgga gccccgggta tgaaccccgg 
60 

agccctggct atgaatctga gagctctaga tatgaatccc agaacactga gctcaaaacc 
120 

caaagcccag aatttgaagc tcaaagttcc aaattccagg aaggtgcgga gatgcttctg 
180 

aaccccgagg aaaagagtcc tttgaatatc tccgtaggag ttcaccccct ggactccttc 
240 

actcaggggt ttggggagca gcccacaggg gacctgccca tagggccacc ttttgagatg 
300 

cccacagggg ccctgctgtc tacaccgcag tttgagatgc ttcagaatcc cctgggtctc 
360 

acaggagccc ttcgaggtcc aggtcggcgg ggtggccggg cccggggtgg gcagggccct 
420 

cggcctaaca tctgtggcat ctgggggaag agcttcgggc gggactaccc tgatccagca 
480 
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caggcatcca caccggt 
497 

<210> 2644 
<2X1> 165 
<212> PRT 

<213> Homo sapiens 



<400> 2844 



Pro 


Arg 


Tyr Glu 


Pro Gin Ser Pro Gly Tyr Glu 


Pro 


Arg Ser 


Pro Gly 


l 






5 10 






IS 




Tyr Glu 


Pro Arg 


Ser Pro Gly Tyr Glu Ser Glu 


Ser 


Ser Arg 


Tyr 


Glu 






20 


25 




30 






Ser 


Gin 


Asn Thr 


Glu Leu Lys Thr Gin Ser Pro 


Glu 


Phe Glu 


Ala 


Gin 






35 


40 




45 






Ser 


Ser 


Lys Phe 


Gin Glu Gly Ala Glu Met Leu 


Leu 


Asn Pro 


Glu 


Glu 




50 




5S 


60 








Lys 


Ser 


Pro Leu 


Asn lie Ser Val Gly Val His 


Pro 


Leu Asp 


Ser 


Phe 


65 






70 75 








80 


Thr 


Gin 


Gly Phe 


Gly Glu Gin Pro Thr Gly Asp 


Leu 


Pro He Gly 


Pro 








85 90 






95 




Pro 


Phe 


Glu Met 


Pro Thr Gly Ala Leu Leu Ser 


Thr 


Pro Gin 


Phe 


Glu 






100 


105 




110 






Met 


Leu 


Gin Asn 


Pro Leu Gly Leu Thr Gly Ala 


Leu Arg Gly Pro Gly 






115 


120 




125 






Arg Arg 


Gly Gly 


Arg Ala Arg Gly Gly Gin Gly 


Pro Arg Pro 


Asn 


lie 




130 




135 


140 








Cys 


Gly 


lie Trp 


Gly Lys Ser Phe Gly Arg Asp 


Tyr 


Pro Asp 


Pro 


Ala 


145 






150 155 








160 


Gin 


Ala 


Ser Thr 


Pro 











165 



<210> 2845 

<211> 934 

<212> DNA 

<213> Homo sapiens 

<400> 2845 

ctggatggga tggacggttg cccaagcggc agtggcagtg gaggtagccc tcttgctcct 
60 

accgtgtgcg cacgggctgt gcttctcggc tggacacaga gtttggggag gccacttccc 
120 

ttcaccaagg ctcggggttc tatagcccct ttctgggaca gctgcatggg atccggcctc 
180 

tcaggcccca cggtgggtgc gggggctgtg gaaaggtctc agctgcaggg ggatgaatgt 
240 

gacctccagt tgcaacgcct ccccccgcgt gagtggggtt atcaggccta gctcaccttg 
300 

tgtgcagtca gtgtcgagtg ccacctgcgt actggatgct gctctcagtg ctgcggtgcc 
360 

acagcacaca aaaatagttc tcacgttgcc gtggagagac aagcagtcaa cgcagatata 
420 

tcctgtggca agtgatggta aatgctgtgg caagaaagca ggttctggag gtgaagggcg 
480 
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gtgggggaga cagggcaggg aaggtgagca gcggtctgag agtcccttgt ggcacctcgt 
540 

gggcattagc caaagccgtc ctgatcccaa gggacagggc agggaaggtg agtagtggtc 
600 

cgagagtccc ttgtggcacc tcatgggcat cggtcaaagc cgtcatgacc ccgaggatgt 
660 

gccaggagtc agggcctctc ctcctacgtg ggcctgaagg ggctgctgta attcaggagg 
720 

gtaggcttgg gatgaagggt ctggaatttc tgtctgccag cattagccta atgcaaatct 
780 

tttcctattc ttttctattg agttaaaggt cctggtggca ttgtcgggtg gggcacattg 
840 

ctgttgtcat agggctgttt gccttgtgtt tcgtggagcc ccattgctga gcttacaacg 
900 

tcactctgct ctcagctccc acggcctaac catg 
934 

<210> 2846 

<211> 149 

<212> PRT 

<213> Homo sapiens 

<400> 2846 



Met 


Pro 


Met 


Arg 


Cys 


His 


Lys 


Gly 


Leu 


Ser 


Asp 


His 


Tyr 


Ser 


Pro 


Ser 


1 








5 










10 










15 




Leu 


Pro 


Cys 


Pro 


Leu. 


Gly 


Ser 


Gly 


Arg 


Leu 


Trp 


Leu 


Met 


Pro 


Thr 


Arg 








20 










25 










30 






Cys 


His 


Lys 


Gly 


Leu 


Ser 


Asp 


Arg 


Cys 


Ser 


Pro 


Ser 


Leu 


Pro 


Cys 


Leu 






35 










40 










45 








Pro 


His 


Arg 


Pro 


Ser 


Pro 


Pro 


Glu 


Pro 


Ala 


Phe 


Leu 


Pro 


Gin 


His 


Leu 




50 










55 










60 










Pro 


Ser 


Leu 


Ala 


Thr 


Gly 


Tyr 


He 


Cys 


Val 


Asp 


Cys 


Leu 


Ser 


Leu 


His 


65 










70 










75 










80 


Gly 


Asn 


Val 


Arg 


Thr 


He 


Phe 


Val 


Cys 


Cys 


Gly 


Thr 


Ala 


Ala 


Leu 


Arg 










85 










90 










95 




Ala 


Ala 


Ser 


Ser 


Thr 


Gin 


Val 


Ala 


Leu 


Asp 


Thr 


Asp 


Cys 


Thr 


Gin 


Gly 








100 










105 










110 






Glu 


Leu 


Gly 


Leu 


He 


Thr 


Pro 


Leu 


Thr 


Arg 


Gly 


Glu 


Thr 


Leu 


Gin 


Leu 






115 










120 










125 








Glu 


Val 


Thr 


Phe 


He 


Pro 


Leu 


Gin 


Leu 


Arg 


Pro 


Phe 


His 


Ser 


Pro 


Arg 




130 










135 










140 










Thr 


His 


Arg 


Gly 


Ala 

























145 

<210> 2847 

<211> 2830 

<212> DNA 

<213> Homo sapiens 

<400> 2847 

nntgatcatg atattgcaca tatccctgcc tctgctgtta tatcagcctc tacctctcag 
60 

gtcccctcca tagcaacagt tcctccttgc ctcacaactt cagctccatt aattcgccgt 
120 
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cagctctcac atgaccacga atctgttggc cctcctagcc tggatgctca gcccaactca 
180 

aagacagaaa gatcaaaatc atatgatgag ggtctggatg attacagaga agatgcaaaa 
240 

ttgtccttta agcacgtatc tagtctgaag ggaatcaaga tcgcagacag ccaaaagtca 
300 

tcagaagact ctgggtccag aaaagattct tcctcagagg tcttcagtga tgctgccaag 
360 

gaagggtggc ttcatttccg accccttgtc accgataagg gcaagcgagt tggtggaagt 
420 

attcggccat ggaaacagat gtatgttgtc cttcggggtc attcacttta cctgtacaaa 
480 

gataaaagag agcagacgac tccgtctgag gaagagcagc ccatcagtgt taatgcttgc 
540 

ttgatagaca tctcttacag tgagaccaag aggaaaaatg tgtttcgact caccacgtcc 
600 

gactgtgaat gcctgtttca ggctgaagac agagatgata tgctagcttg gatcaagacg 
660 

atccaggaga gcagcaacct aaacgaagag gacactggag tcactaacag ggatctaatt 
720 

agtcgaagaa taaaagaata caacaatctg atgagcaaag cagaacagtt gccaaaaaca 
780 

cctcgccaga gtctcagcat caggcaaact ttgcttggtg ctaaatcaga gccaaagact 
840 

caaagcccac actctccgaa ggaagagtcg gaaaggaaac ttctcagtaa agatgatacc 
900 

agtcccccaa aagacaaagg cacatggaga aaaggcattc caagtatcat gagaaagaca 
960 

tttgagaaaa agccaactgc tacaggaact ttcggcgtcc gactagatga ctgcccacca 
1020 

gctcatacta atcggtatat tccattaata gttgacatat gttgcaaatt agttgaagaa 
1080 

agaggtcttg aatatacagg tatttataga gttcctggaa ataatgcagc catctcaagt 
1140 

atgcaagaag aactcaacaa gggaatggct gatattgata tacaagatga taaatggcga 
1200 

gatttgaatg tgataagcag tttactaaaa tccttcttca gaaaactccc tgagcctctc 
1260 

ttcacaaatg ataaatatgc tgattttatt gaagccaatc gtaaagaaga tcctctagat 
1320 

cgtctgaaaa cattaaaaag actaattcac gatttgcctg aacatcatta tgaaacactt 
1380 

aagttccttt cagctcatct gaagacagtg gcagaaaatt cagaaaaaaa taagatggaa 
1440 

ccaagaaacc tagcaatagt gtttggtccc acccttgttc gaacatcaga agacaacatg 
1500 

acccacatgg tcacccacat gcctgaccag tacaagattg tagaaacgct catccagcac 
1560 

catgactggt ttttcacaga agaaggtgct gaagagcctc ttacaacagt gcaggaggaa 
1620 

agcacagcag actcccagcc agtgccaaac atagatcatt tactcaccaa cattggaagg 
1680 

acaggagtct ccccaggaga tgtatcagat tcagctacta gtgactcaac aaaatctaag 
1740 
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ggttcttggg gatctggaaa ggatcagtat agcagggaac tgcttgtgtc ctccatcttt 
1800 

gcagctgcta gtcgcaagag gaagaagccg aaagaaaaag cacagcctag cagctcagaa 
1860 

gatgaactgg acaatgtatt ttttaagaaa gaaaatgtgg aacagtgtca caatgatact 
1920 

aaagaggagt ccaaaaaaga aagtgagaca ctgggcagaa aacagaagat catcattgcc 
1980 

aaagaaaaca gcactaggaa agaccccagc acgacaaaag atgaaaagat atcactagga 
2040 

aaagagagca cgccttctga agaaccctca ccaccacaca actcaaaaca caacaagtca 
2100 

ccaactctca gctgtcgctt tgccatcctg aaagagagcc ccaggtcact tctggcacag 
2160 

aagtcctccc accttgaaga gacaggctct gactctggca ctttgctcag cacgtcttcc 
2220 

caggcctccc tggcaaggtt ttccatgaag aaatcaacca gtccagaaac gaaacatagc 
2280 

gagtttttgg ccaacgtcag caccatcacc tcagattatt ccaccacatc gtctgctaca 
2340 

tacttgacta gcctggactc cagtcgactg agccctgagg tgcaatccgt ggcagagagc 
2400 

aagggggacg aggcagatga cgagagaagc gaactcatca gtgaagggcg gcctgtggaa 
2460 

accgacagcg ggaacgagtt tcccattttc cccacagcct tgacttcaga gaggcttttc 
2520 

cgaggagaac tgcaaaaagt gactaagagc agccggagaa attctgaatg aagtgaagta 
2580 

agttgcaccg agggaagttt aacatcaagt ttagatagcc ggagacagct cttcagttcc 
2640 

cataaactca tcacatgtga tactctctcc aggaaaaaat cagcgagatt caagtcagac 
2700 

agtggaagtc taggagatgc caagaacgag aaagaaacac cttcattaac taaagtgttt 
2760 

gatgttatga aaaaaggaaa gtcaactggg agtttactga cacccaccag aggcgaatcc 
2820 

gaaaaacagg 
2830 

<210> 2848 
<211> 856 
<212> PRT 

<213> Homo sapiens 
<400> 2848 

Xaa Asp His Asp lie Ala His He Pro Ala Ser Ala Val He Ser Ala 

1 5 10 15 

Ser Thr Ser Gin Val Pro Ser He Ala Thr Val Pro Pro Cys Leu Thr 

20 25 30 

Thr Ser Ala Pro Leu lie Arg Arg Gin Leu Ser His Asp His Glu Ser 

35 40 45 

Val Gly Pro Pro Ser Leu Asp Ala Gin Pro Asn Ser Lys Thr Glu Arg 

50 55 60 

Ser Lys Ser Tyr Asp Glu Gly Leu Asp Asp xyr Arg Glu Asp Ala Lys 
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65 70 7S 80 

Leu Ser Phe Lys His Val Ser Ser Leu Lys Gly He Lys He Ala Asp 

85 90 95 

Ser Gin Lys Ser Ser Glu Asp Ser Gly Ser Arg Lys Asp Ser Ser Ser 

100 105 HO 

Glu Val Phe Ser Asp Ala Ala Lys Glu Gly Trp Leu His Phe Arg Pro 

115 120 125 

Leu Val Thr Asp Lys Gly Lys Arg Val Gly Gly Ser He Arg Pro Trp 

130 135 140 

Lys Gin Met Tyr Val Val Leu Arg Gly His Ser Leu Tyr Leu Tyr Lys 
145 150 155 160 

Asp Lys Arg Glu Gin Thr Thr Pro Ser Glu Glu Glu Gin Pro He Ser 

165 170 175 

Val Asn Ala Cys Leu He Asp He Ser Tyr Ser Glu Thr Lys Arg Lys 

180 185 190 - 

Asn Val Phe Arg Leu Thr Thr Ser Asp Cys Glu Cys Leu Phe Gin Ala 

195 200 20S 

Glu Asp Arg Asp Asp Met Leu Ala Trp He Lys Thr He Gin Glu Ser 

210 215 220 

Ser Asn Leu Asn Glu Glu Asp Thr Gly Val Thr Asn Arg Asp Leu He 
225 230 235 240 

Ser Arg Arg He Lys Glu Tyr Asn Asn Leu Met Ser Lys Ala Glu Gin 

245 250 255 

Leu Pro Lys Thr Pro Arg Gin Ser Leu Ser He Arg Gin Thr Leu Leu 

260 265 270 

Gly Ala Lys Ser Glu Pro Lys Thr Gin Ser Pro His Ser Pro Lys Glu 

275 280 285 

Glu Ser Glu Arg Lys Leu Leu Ser Lys Asp Asp Thr Ser Pro Pro Lys 

290 295 300 

Asp Lys Gly Thr Trp Arg Lys Gly He Pro Ser He Met Arg Lys Thr 
305 310 315 320 

Phe Glu Lys Lys Pro Thr Ala Thr Gly Thr Phe Gly Val Arg Leu Asp 

325 330 335 

Asp Cys Pro Pro Ala His Thr Asn Arg Tyr He Pro Leu He Val Asp 

340 345 350 

lie Cys Cys Lys Leu Val Glu Glu Arg Gly Leu Glu Tyr Thr Gly He 

355 360 365 

Tyr Arg Val Pro Gly Asn Asn Ala Ala He Ser Ser Met Gin Glu Glu 

370 375 380 

Leu Asn Lys Gly Met Ala Asp He Asp He Gin Asp Asp Lys Trp Arg 
385 390 395 400 

Asp Leu Asn Val He Ser Ser Leu Leu Lys Ser Phe Phe Arg Lys Leu 

405 410 415 

Pro Glu Pro Leu Phe Thr Asn Asp Lys Tyr Ala Asp Phe He Glu Ala 

420 42S 430 

Asn Arg Lys Glu Asp Pro Leu Asp Arg Leu Lys Thr Leu Lys Arg Leu 

43S 440 445 

He His Asp Leu Pro Glu His His Tyr Glu Thr Leu Lys Phe Leu Ser 

450 455 460 

Ala His Leu Lys Thr Val Ala Glu Asn Ser Glu Lys Asn Lys Met Glu 
465 470 475 480 

Pro Arg Asn Leu Ala He Val Phe Gly Pro Thr Leu Val Arg Thr Ser 

485 490 495 

Glu Asp Asn Met Thr His Met Val Thr His Met Pro Asp Gin Tyr Lys 
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500 SOS 510 

He Val Glu Thr Leu He Gin His His Asp Trp Phe Phe Thr Glu Glu 

515 520 525 

Gly Ala Glu Glu Pro Leu Thr Thr Val Gin Glu Glu Ser Thr Val Asp 

530 53S 540 

Ser Gin Pro Val Pro Asn He Asp His Leu Leu Thr Asn He Gly Arg 
545 550 555 560 

Thr Gly Val Ser Pro Gly Asp Val Ser Asp Ser Ala Thr Ser Asp Ser 

565 570 575 

Thr Lys Ser Lys Gly Ser Trp Gly Ser Gly Lys Asp Gin Tyr Ser Arg 

580 585 590 

Glu Leu Leu Val Ser Ser He Phe Ala Ala Ala Ser Arg Lys Arg Lys 

595 600 605 

Lys Pro Lys Glu Lys Ala Gin Pro Ser Ser Ser Glu Asp Glu Leu Asp 

610 615 620 

Asn Val Phe Phe Lys Lys Glu Asn Val Glu Gin Cys His Asn Asp Thr 
625 630 635 640 

Lys Glu Glu Ser Lys Lys Glu Ser Glu Thr Leu Gly Arg Lys Gin Lys 

645 650 655 

He lie He Ala Lys Glu Asn Ser Thr Arg Lys Asp Pro Ser Thr Thr 

660 665 670 

Lys Asp Glu Lys He Ser Leu Gly Lys Glu Ser Thr Pro Ser Glu Glu 

675 680 685 

Pro Ser Pro Pro His Asn Ser Lys His Asn Lys Ser Pro Thr Leu Ser 

690 695 700 

Cys Arg Phe Ala He Leu Lys Glu Ser Pro Arg Ser Leu Leu Ala Gin 
705 710 715 720 

Lys Ser Ser His Leu Glu Glu Thr Gly Ser Asp Ser Gly Thr Leu Leu 

725 730 73S 

Ser Thr Ser Ser Gin Ala Ser Leu Ala Arg Phe Ser Met Lys Lys Ser 

740 745 750 

Thr Ser Pro Glu Thr Lys His Ser Glu Phe Leu Ala Asn Val Ser Thr 

755 760 765 

He Thr Ser Asp Tyr Ser Thr Thr Ser Ser Ala Thr Tyr Leu Thr Ser 

770 775 780 

Leu Asp Ser Ser Arg Leu Ser Pro. Glu Val Gin Ser Val Ala Glu Ser 
785 790 795 BOO 

Lys Gly Asp Glu Ala Asp Asp Glu Arg Ser Glu Leu He Ser Glu Gly 

805 810 815 

Arg Pro Val Glu Thr Asp Ser Gly Asn Glu Phe Pro He Phe Pro Thr 

820 825 830 

Ala Leu Thr Ser Glu Arg Leu Phe Arg Gly Glu Leu Gin Lys Val Thr 

835 840 845 

Lys Ser Ser Arg Arg Asn Ser Glu 
850 855 

<210> 2849 
<211> 380 
<212> DNA 

<213> Homo sapiens 
<400> 2849 

gcgcgcgtgg agagggcgcg ggagttggca ttcggtggtc ctggcagtta gctgagcacg 
60 
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ccctctgagc cgctcggtgg acaccaggca ctctagtagg cctggcctac ccagaaacag 
120 

caggagagag aagaaacagg ccagctgtga gaagccaagg acaccgagtc ggtcatggca 
180 

cctaaggcgg caaagggggc caagccagag ccagcaccag ctccacctcc acccggggcc 
240 

aaacccgagg aagacaagaa ggacggtaag gagccatcgg acaaacctca aaaggcggtg 
300 

caggaccata aggagccatc ggacaaacct caaaaggcgg tgcagcccaa gcacgaagtg 
360 

ggcacgaagg aggggtgtcg 
380 

<210> 2850 

<211> 76 

<212> PRT 

<213> Homo sapiens 

<400> 28S0 

Glu Ala Lys Asp Thr Glu Ser Val Met Ala Pro Lys Ala Ala Lys Gly 

15 10 15 

Ala Lys Pro Glu Pro Ala Pro Ala Pro Pro Pro Pro Gly Ala Lys Pro 

20 25 30 

Glu Glu Asp Lys Lys Asp Gly Lys Glu Pro Ser Asp Lys Pro Gin Lys 

35 40 45 

Ala Val Gin Asp His Lys Glu Pro Ser Asp Lys Pro Gin Lys Ala Val 

50 55 60 

Gin Pro Lys His Glu Val Gly Thr Lys Glu Gly Cys 
65 70 75 

<210> 2B51 

<211> 2459 

<212> DNA 

<213> Homo sapiens 

<400> 2851 

nntgatcaga gttcgactct tgcccaacac tctgttgaac tgactttacc caatcatcat 
60 

ccatttcata gagatttgct ccgatatgcc aagctgatgg agtggctaaa gagtacagat 
120 

tatggaaaat atgaaggact aacaaagaat tacatggatt atttatcccg actatatgaa 
180 

agagaaatca aagatttctt tgaagttgca aagatcaaga tgactggcac aactaaagaa 
240 

agcaagaagt ttggtcttca tggaagttcg gggaaattaa ctggatctac ttctagtcta 
300 

aataagctca gtgttcagag ttcagggaat cgcagatctc agtcatcttc cctgttggat 
360 

atgggaaaca tgtctgcctc tgatctcgat gttgctgaca ggaccaaatt tgataagatc 
420 

tttgaacagg tactaagtga actggagccc ctatgtctgg cagaacagga cttcataagt 
480 

aaacttctca aactacagca acatcaaagt gtgcctggaa ctatgaaatt ttaagactga 
540 
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gcaggctttt gctatatcaa 
600 

gaataatttt tgcaggctga 
660 

aattgtggca caccactgcc 
720 

aaaatatttc gctgcattga 
780 

gatagcttta actctcttta 
840 

aatgtggacc ctgcttcttt 
900 

aggaactttg acaaatgcat 
960 

aaaaagagta aagttggaat 
1020 

gcagaatcaa tcttcaaaaa 
1080 

cttatcagag gagtatttgt 
1140 

agggatgtgg ttatgatgga 
1200 

atctcatgtc tagaagcaga 
1260 

tcttatgtca tttactcttt 
1320 

gttgaagctc gcgtggcaca 
1380 

aacaaacaag aacttcgtaa 
1440 

ctagataacc tctacaagaa 
1500 

gtggtgtggc actccatgca 
1560 

atagctcgct gttatcctgg 
1620 

gattattgtt ccagcattgc 
1680 

aatgaagcat ttgagtataa 
1740 

ccagacttaa aattttatgt 
1800 

atatttaaat gcaaaattac 
1860 

ctaacttaag cattcatgtc 
1920 

aaattttcct ttattgccta 
1980 

tggagttctt cagctttcac 
2040 

ctgtacaaaa ttgttttttt 
2100 

atgatcattt gtgaacttag 
2160 



tactagtcaa attgctggtc 
agcagaggac ctggatggag 
tgtttcatct gagaaagata 
gccagagctg aacaacctaa 
tatgttagtc aaaatgagtc 
cctaagtact acatcgggaa 
tagtaaccaa ataaggcaaa 
tcttccattt gttgctgaat 
tgctgagcgt cgtggagacc 
taatgtggag aaagtagcaa 
aaactttcac catatttttg 
aaaaaaagaa gccaaacaaa 
aggacaacct cttgaaaaac 
gggcataagg gaggaggaag 
agtcattaag gagtaccctg 
agttgataaa catttatgtg 
agatgaattt atacgccagt 
atctggtgtt acaatggaat 
acagtcccac taaaccttgt 
cagacactat accaaaatac 
attattaaac gttagataaa 
caacctatat agcagtttta 
accataaaat gcctttagca 
gctgcttgtg tttgagtggt 
tacttctctg ttgcttgcta 
cacactaaca aatgtgtata 
atttttgagg attatgtgac 



ttttattatg taaagtgcct 
gaacattatc acggcaacat 
tgatccgcca gatgatgatt 
ttgcatcagg agacaaaatt 
atcatgtgtg gactgcacaa 
atgttttggt gactgtcaaa 
tggaagaagt aaagatctca 
ttgaagaact tgctggactt 
tggacaaagc atacaccaaa 
atgaaagcca gaagaccccc 
caactccttc tcgattgaaa 
aatacacaga tcaccttcag 
taaatcattt ctttgaaggt 
taagttacca acttgcattt 
gaaaggaagt aaaaaaaggt 
aagaagagaa cttacttcag 
ataagcactt tgaaggtttg 
tcactattca ggacattctg 
gaaagaagaa aagataactg 
caagcaactg ttttgagaac 
tgggtagtac catactacaa 
tttgccctat aggttgcata 
tctctcaatg actggatggg 
tgtcctatga gcaatgcatt 
atcatgtaac tactaaaata 
tggagaagag ggctcatgtg 
tagtaataaa tgtgaaataa 
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attttcaaaa aagttgacat ttgaaaaaaa aattagtaac caaataaggc aaatggaaga 
2220 

agtaaagatc tcaaaaaaga gtaaagttgg aattcttcca tttgttgctg aatttgaaga 
2280 

atttgctgga cttgcagaat caatcttcaa aaatgctgag cgtcgtggag acctggataa 
2340 

agcatacacc aaacttatca gaggagtatt tgtcaatgtg gagaaagtag caaatgaaag 
2400 

ccagaagacc cccagggatg tggttatgat ggaaaacttt caccatattt ttgcaactc 
2459 



<210> 2852 
<211> 317 
<212> PRT 

<213> Homo sapiens 



<400> 2852 
Met lie Arg Gin 
1 

Leu Asn Asn Leu 
20 

Leu Tyr Met Leu 
35 

Val Asp Pro Ala 
50 

Thr Val Lys Arg 
65 

Met Glu Glu Val 

Phe Val Ala Glu 
100 

Lys Asn Ala Glu 
115 

lie Arg Gly Val 
130 

Lys Thr Pro Arg 
145 

Ala Thr Leu Ser 

Glu Ala Lys Gin 
180 

Ser Leu Gly Gin 
195 

Glu Ala Arg Val 
210 

Leu Ala Phe Asn 
225 

Gly Lys Glu Val 

Lys His Leu Cys 
260 

Met Gin Asp Glu 
275 

Ala Arg Cys Tyr 



Met Met He 
5 

He Ala Leu 

Val Lys Met 

Ser Phe Leu 
55 

Asn Phe Asp 
70 

Lys He Ser 
85 

Phe Glu Glu 

Arg Arg Gly 

Phe Val Asn 
135 

Asp Val Val 

150 
Arg Leu Lys 
165 

Lys Tyr Thr 

Pro Leu Glu 

Ala Gin Gly 
21S 

Lys Gin Glu 

230 
Lys Lys Gly 
245 

Glu Glu Glu 
Phe He Arg 
Pro Gly Ser 



Lys He 

Gly Asp 

25 
Ser His 
40 

Ser Thr 

Lys Cys 

Lys Lys 

Phe Ala 
105 
Asp Leu 
120 

Val Glu 

Met Met 

He Ser 

Asp His 
185 
Lys Leu 
200 

He Arg 

Leu Arg 

Leu Asp 

Asn Leu 
265 
Gin Tyr 
280 

Gly Val 



Phe Arg 
10 

Lys He 
His Val 
Thr Leu 
He Ser 

75 

Ser Lys 
90 

Gly Leu 

Asp Lys 

Lys Val 

Glu Asn 
155 
Cys Leu 
170 

Leu Gin 

Asn His 

Glu Glu 

Lys Val 
235 
Asn Leu 
250 

Leu Gin 
Lys His 
Thr Met 



Cys He Glu 

Asp Ser Phe 
30 

Trp Thr Ala 
45 

Gly Asn Val 
60 

Asn Gin He 

Val Gly He 

Ala Glu Ser 
110 

Ala Tyr Thr 

125 
Ala Asn Glu 
140 

Phe His His 

Glu Ala Glu 

Ser Tyr Val 
190 

Phe Phe Glu 

205 
Glu val Ser 
220 

He Lys Glu 

Tyr Lys Lys 

Val Val Trp 
270 

Phe Glu Gly 

285 
Glu Phe Thr 



Pro Glu 
15 

Asn Ser 

Gin Asn 

Leu Val 

Arg Gin 

80 
Leu Pro 
95 

He Phe 

Lys Leu 

Ser Gin 

He Phe 
160 
Lys Lys 
175 

He Tyr 

Gly Val 

Tyr Gin 

Tyr Pro 
240 
Val Asp 
255 

His Ser 
Leu He 
He Gin 



2086 



WO 00/58473 



PCTYUS00/08621 



290 295 
Asp He Leu Asp Tyr Cys Ser Ser lie Ala Gin 
305 310 315 



300 

Ser His 



<210> 2853 
<211> 4993 
<212> DNA 

<213> Homo sapiens 
<400> 2653 

cgcggacgag accggggctg tggtgcggag agaggctgag acggagaaga ggagaggcag 
60 

agagggcgcg gggaccgtca gcagcacctt agctacaatc gttcagctat tctcggaaga 
120 

gagaagggag agggaggagg ccggggcggg agtgggggct gtcaccctcg gaccccggcg 
160 

tgagaggggc cgtgcggccg gacgtcctcg gggtgggccc ccagtcggtg gccgaagacc 
240 

tacagctcag gcccctgggt cccaaatttc caggctttgc .ccctcctcct ttctcagata 
300 

cccgggtaac agtcctcata gtccagatat ccgggactcg ggtcccaacc tctctaaacc 
360 

tgggtctctg tttcatagat tttcaaatat caggttcagg cccctgcgtg caccagtatc 
420 

cggggttcat tccccgggcg tttcaaatat cggattcagt ctccatcccg ttcagatatt 
4B0 

cggggttcag accccacaat cagaaatccg gaattcggca gctgtcgccc tcgacgaggg 
540 

ggaggactgg accgcgaggt cagattaggt tgtcaccccc tcccctccag gggaggcttc 
600 

ccgggcccgc ccctcaggaa gggcgaaagc cgaggaagag gtggcaaggg gaaaggtctc 
660 

cttgcccctc tccctgcttg gcagagccgc tggaggaccc caggcggaag cggaggcgct 
720 

ggggcaccat agtgacccct accaggccag gccccactct cagggccccc aggggccacc 
780 

atgccagctg ggggccgggc cgggagcctg aaggacccag atgtggctga gctcttcttc 
640 

aaggatgacc cagaaaagct cttctctgac ctccgggaaa ttggccatgg cagctttgga 
900 

gccgtatact ttgcccggga tgtccggaat agtgaggtgg tggccatcaa gaagatgtcc 
960 

tacagtggga agcagtccaa tgagaaatgg caagacatca tcaaggaggt gcggttctta 
1020 

cagaagctcc ggcatcccaa caccattcag taccggggct gttacctgag ggagcacacg 
1080 

gcttggctgg taatggagta ttgcctgggc tcagcttctg accttctaga agtgcacaag 
1140 

aaaccccttc aggaggtaga gatcgcagct gtgacccatg gggcgcttca gggcctggca 
12O0 

tatctgcact cccacaacat gatccatagg gatgtgaagg ctggaaacat cctgctgtca 
1260 

gagccagggt tagtgaagct aggggacttt ggttctgcgt ccatcatggc acctgccaac 
1320 
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tccttcgtgg gcaccccata 
1380 

cagtacgatg gcaaagtgga 
1440 

cggaaaccac cgctctttaa 
1500 

gaatcccccg tgctccagtc 
1560 

tgtcttcaga aaatccctca 
1620 

gtgctccggg agcggccacc 
1680 

gtgcgggagc tggacaacct 
1740 

cccaacggcc ctggtgccga 
1800 

cgggccggga ctctgaccag 
1860 

gcctccagcc agagcagctc 
1920 

gaggaggagg aggaggaaga 
1980 

atgatgcagg agggggagca 
2040 

ggctctgaca acctatatga 
2100 

ccgcctgcag ccccagctcc 
2160 

cgtaaccgag accactttgc 
2220 

gagcatgagc aggactctgc 
2280 

cagcaccaga agcagctgct 
2340 

agtgcacggc tgcagcggga 
2400 

aagctggccc ggcggcacca 
2460 

gagcggaagt tccagcagca 
2520 

gaggcacaga agcggaccta 
2580 

aaccccagca ctcccaagcg 
2640 

cagcagtgcc aggcggagga 
2700 

ctgcagtgtc gccagtacaa 
2760 

ctgctgcggg aggacctgaa 
2820 

cttcggcagc acgaggccac 
2880 

acgcgggctg agctcacccg 
2940 



ctggatggca cccgaggtga 
cgtctggtcc ttggggataa 
catgaatgcg acgagtgcct 
aggacactgg tctgagtact 
agacagacca acctcagagg 
cacagtcatc atggacctga 
gcagtaccgc aagatgaaga 
ggccccagag gaggaagagg 
cctcgagagt agccactcag 
cgtcaacagc ctagcagatg 
ggaggaggag gaagaaggcc 
cacagtcacc tctcacagct 
tgacccctac cagccagaga 
cacttccacc acctcttccg 
caccatccga accgcctccc 
gctgcgggag cagctgagcg 
ggccctggag tcacggctga 
gcttgaggcg cagcgggctg 
ggccataggt gagaaggagg 
catccttggg cagcagaaga 
caaacttcgc aaggaacagc 
ggagaaggcc gagtggctgc 
ggaagcaggg ctgctgcggc 
gcgcaagatg ttgctggctc 
caagaagcag acccagaagg 
gcgggagctg gagctgcggc 
cctgcagcac cagacggagc 



tcctggccat ggatgagggg 
cctgcatcga gctggctgaa 
tataccacat tgcacagaac 
tccggaattt tgtcgactcc 
ttctcctgaa gcaccgcttt 
tccagaggac caaggatgcc 
agatcctgtt ccaagaggca 
aggccgagcc ctacatgcac 
tgcccagcat gtccatcagc 
cctcagacaa cgaggaagag 
ctgaagcccg ggagatggcc 
ccattatcca ccggctgccg 
taacccccag ccctctccag 
cccgccgccg ggcctactgc 
tggtcagccg tcagatccag 
gctataagcg gatgcgacga 
ggggtgaacg ggaggagcac 
gctttggggc agaggcagaa 
cacgagctgc ccaggccgag 
aggagctggc tgccctgctg 
tgaaggagga gctccaggag 
tgcggcagaa ggagcagctc 
ggcagcgcca gtactttgag 
ggcacagcct ggaccaggac 
acttggagtg tgcactgctg 
agctccaggc cgtgcagcgc 
tgggcaacca gctggagtac 
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aacaagcggc gtgagcaaga gttgcggcag 
3000 

aagagcctca aagtacgtgc aggccagcgc 
3060 

gctctgggcc cacccaacac aggcacccct 
3120 

gaggcagtcc tggaccaaag aatgcttggc 
3180 

attctgggaa aggaaggggc cactttggag 
3240 

tcaggagccc ctagtcccag tccacaaaaa 
3300 

ggtctgcctg aggagataga ggagcttagg 
3360 

attgttggcc aggaggaggc tgggacgtgg 
3420 

ctggatgagg agtttgagct tggctgggtc 
3480 

gaggaggaag aagaggaaga gggggctccg 
3S40 

tgtccttccc ccgacatccc tcctgaaccc 
3600 

agccagctcc ctggactcct gtcccatggc 
3660 

tcctcctctg gcctcctgcc cctcctgctg 
3720 

ggtgggggtg gcctgcaggc agcgctgctg 
3780 

gcctcctacc tgctcctttg tacagccctg 
3840 

gcccagggta ccgcactggg ggccgtcctg 
3900 

gttcccctgg gccttggagc tgcctggctc 
3960 

gtggctatgg cagcgggggg cagatgggtg 
4020 

atatctcgac tctggttgcg ggttctgctg 
4080 

cagggccgtg gggctgtggg ggaccggggt 
4140 

gatggcttcc gcagccgcct gcccgtccct 
4200 

caacacccat tagctctgtt ggcaagggtc 
4260 

ctggcacggg ccagccaggg tttagcatcc 
4320 

gccagctggg gcctgcttcg gggtgaacgg 
4380 

agccagcgcc agctagggcc ccctgcctcc 
4440 

cggaggtcac gcacccgcca gtcccgggcc 
4S00 

cttccagccc aaatctagag cattgagcac 
4560 



aagcatgcgg cccaggttcg ccagcagccc 
cccccgggcc ttccactccc cattcctggg 
atagaacagc agccctgctc acctggccag 
gaggaggagg aagcagttgg agagagaagg 
cccaagcagc agaggattct gggggaagaa 
catgggagcc tggttgatga ggaagtttgg 
gtgccctccc ttgtacccca ggagaggagc 
agcttgtggg ggaaggagga tgagagtctt 
cagggcccag cactgactcc cgtccctgag 
attgggaccc ctagggatcc tggagatggt 
cctccaacac acctgaggcc ctgccctgcc 
ctcctggccg gcctctcctt tgcagtgggg 
ctgctgctgc ttccattgct ggcagcccag 
gcccttgagg tggggctggt gggtctgggg 
cacctgccct ccagtctttt cctactcctg 
ggcctgagct ggcgccgagg cctcatgggt 
ttagcttggc caggcctagc tctacctctg 
cggcagcagg gcccccgggt gcgccggggc 
cgcctgtcac ccatggcctt ccgggccctg 
ctgtttgcac tgtaccccaa aaccaacaag 
gggccccggc ggcgtaatcc ccgcaccacc 
tgggtcctgt gcaagggctg gaactggcgt 
cacttgcccc cgtgggccat ccacacactg 
cccacccgaa tcccccggct actaccacgc 
caccagccac tgccagggac tctagccggg 
ctgcccccct ggaggtagct gactccagcc 
tttatctccc acgactcagt gaagtctctc 
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cagtccctag tcctctcttt tcacccacct tcctcagttt gctcacttac cccaggccca 
4620 

gcccttcgga cctctagaca ggcagcctcc tcagctgtgg agtccagcag tcactctgtg 
4680 

ttctcctggc gctcctcccc taagttattg ctgttcgccc gctgtgtgtg ctcatcctca 
4740 

ccctcattga ctcaggcctg gggccagggg tggtggaggg tgggaagagt catgcttttt 
4800 

ttctcctctc tgattttgtt tttctgtctc ccttccaacc tgtccccttc cccccaccaa 
4860 

aaaaagaaaa agacaaacac aaataaaata tctgagcgga actgtgaaaa aaaaaaaaaa 
4 920 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
4980 

aaaaaaaaaa aaa 
4993 

<210> 2854 
<211> 1235 
<212> PRT 

<213> Homo sapiens 



<400> 2854 



Met 


Pro 


Ala 


Gly 


Gly 


Arg 


Ala 


Gly 


Ser 


Leu 


Lys 


Asp 


Pro 


Asp 


Val 


Ala 


1 








5 










10 










15 




Glu 


Leu 


Phe 


Phe 


Lys 


Asp 


Asp 


Pro 


Glu 


Lys 


Leu 


Phe 


Ser 


Asp 


Leu 


Arg 








20 










2S 










30 






Glu 


lie 


Gly 


His 


Gly 


Ser 


Phe 


Gly 


Ala 


Val 


Tyr 


Phe 


Ala 


Arg 


Asp 


Val 






35 










40 










45 








Arg 


Asn 


Ser 


Glu 


Val 


val 


Ala 


lie 


Lys 


Lys 


Met 


Ser 


Tyr 


Ser 


Gly 


Lys 




50 










55 










60 










Gin 


Ser 


Asn 


Glu 


Lys 


Trp 


Gin 


Asp 


He 


He 


Lys 


Glu 


Val 


Arg 


Phe 


Leu 


65 










70 










75 










80 


Gin 


Lys 


Leu 


Arg 


His 


Pro 


Asn 


Thr 


lie 


Gin 


Tyr 


Arg 


Gly 


Cys 


Tyr 


Leu 










85 










90 










95 




Arg 


Glu 


His 


Thr 


Ala 


Trp 


Leu 


Val 


Met 


Glu 


Tyr 


Cys 


Leu 


Gly 


Ser 


Ala 








100 










105 










110 






Ser 


Asp 


Leu 


Leu 


Glu 


Val 


His 


Lys 


Lys 


Pro 


Leu 


Gin 


Glu 


Val 


Glu 


He 






115 










120 










125 








Ala 


Ala 


Val 


Thr 


His 


Gly 


Ala 


Leu 


Gin 


Gly 


Leu 


Ala 


Tyr 


Leu 


His 


Ser 




130 










135 










140 










His 


Asn 


Met 


He 


His 


Arg 


Asp 


Val 


Lys 


Ala 


Gly 


Asn 


He 


Leu 


Leu 


ser 


145 










ISO 










155 










160 


Glu 


Pro 


Gly 


Leu 


Val 


Lys 


Leu 


Gly 


Asp 


Phe 


Gly 


Ser 


Ala 


Ser 


He 


Met 










165 










170 










175 




Ala 


Pro 


Ala 


Asn 


Ser 


Phe 


val 


Gly 


Thr 


Pro 


Tyr 


Trp 


Met 


Ala 


Pro 


Glu 








180 










185 










190 






Val 


lie 


Leu 


Ala 


Met 


Asp 


Glu 


Gly 


Gin 


Tyr 


Asp 


Gly 


Lys 


Val 


Asp 


Val 






195 










200 










205 








Trp 


Ser 


Leu 


Gly 


He 


Thr 


Cys 


He 


Glu 


Leu 


Ala 


Glu 


Arg 


Lys 


Pro 


Pro 




210 










215 










220 










Leu 


Phe 


Asn 


Met 


Asn 


Ala 


Met 


Ser 


Ala 


Leu 


Tyr 


His 


He 


Ala 


Gin 


Asn 


225 










230 










235 










240 


Glu 


Ser 


Pro 


val 


Leu 


Gin 


Ser 


Gly 


His 


Trp 


Ser 


Glu 


Tyr 


Phe 


Arg 


Asn 
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Phe Val 

Glu Val 

Val lie 
290 
Asp Asn 
305 

Pro Asn 

Pro Tyr 

Ser Val 

Asn Ser 
370 
Glu Glu 
385 

Met Met 

His Arg 

Glu He 

Ser Thr 
450 
His Phe 
465 

Glu His 

Arg Met 

Leu Arg 

Glu Ala 
530 
Arg His 
545 

Glu Arg 

Ala Ala 

Gin Leu 

Lys Ala 
610 
Ala Glu 
625 

Leu Gin 
Leu Asp 
Lys Asp 



Asp Ser 
260 
Leu Leu 
275 

Met Asp 

Leu Gin 

Gly Pro 

Met His 
340 
Pro Ser 
355 

Leu Ala 

Glu Glu 

Gin Glu 

Leu Pro 
420 
Thr Pro 
435 

Thr Ser 

Ala Thr 

Glu Gin 

Arg Arg 
500 
Gly Glu 
515 

Gin Arg 

Gin Ala 

Lys Phe 

Leu Leu 
580 
Lys Glu 
595 

Glu Trp 

Glu Glu 

Cys Arg 

Gin Asp 
660 
Leu Glu 



245 

Cys Leu 

Lys His 

Leu He 

Tyr Arg 
310 
Gly Ala 
325 

Arg Ala 

Met Ser 

Asp Ala 

Glu Glu 
390 
Gly Glu 
405 

Gly Ser 

Ser Pro 

Ser Ala 

He Arg 
470 
Asp Ser 
485 

Gin His 

Arg Glu 

Ala Gly 

He Gly 
550 
Gin Gin 
56S 

Glu Ala 

Glu Leu 

Leu Leu 

Ala Gly 
630 
Gin Tyr 
645 

Leu Leu 
Cys Ala 



Gin Lys He 
265 

Arg Phe Val 

280 
Gin Arg Thr 
295 

Lys Met Lys 

Glu Ala Pro 

Gly Thr Leu 
345 

He Ser Ala 

360 
Ser Asp Asn 
375 

Glu Glu Gly 

His Thr Val 

Asp Asn Leu 
425 

Leu Gin Pro 

440 
Arg Arg Arg 
455 

Thr Ala Ser 

Ala Leu Arg 

Gin Lys Gin 
505 

Glu His Ser 

520 
Phe Gly Ala 
535 

Glu Lys Glu 

His He Leu 

Gin Lys Arg 
585 

Gin Glu Asn 

600 
Arg Gin Lys 
615 

Leu Leu Arg 

Lys Arg Lys 

Arg Glu Asp 
665 

Leu Leu Leu 



250 

Pro Gin 

Leu Arg 

Lys Asp 

Lys He 
315 
Glu Glu 
330 

Thr Ser 

Ser Ser 

Glu Glu 

Pro Glu 
395 
Thr Ser 
410 

Tyr Asp 

Pro Ala 

Ala Tyr 

Leu Val 
475 
Glu Gin 
490 

Leu Leu 

Ala Arg 

Glu Ala 

Ala Arg 
5S5 
Gly Gin 
570 

Thr Tyr 

Pro Ser 

Glu Gin 

Arg Gin 
635 
Met Leu 
650 

Leu Asn 
Arg Gin 



Asp Arg Pro 
270 

Glu Arg Pro 
285 

Ala Val Arg 
300 

Leu Phe Gin 

Glu Glu Glu 

Leu Glu Ser 
350 

Gin Ser Ser 

365 
Glu Glu Glu 
380 

Ala Arg Glu 

His Ser Ser 

Asp Pro Tyr 
430 

Ala Pro Ala 

445 
Cys Arg Asn 
460 

Ser Arg Gin 

Leu Ser Gly 

Ala Leu Glu 
510 

Leu Gin Arg 

525 
Glu Lys Leu 
540 

Ala Ala Gin 

Gin Lys Lys 

Lys Leu Arg 
590 

Thr Pro Lys 

605 
Leu Gin Gin 
620 

Arg Gin Tyr 

Leu Ala Arg 

Lys Lys Gin 
670 

His Glu Ala 



255 

Thr Ser 

Pro Thr 

Glu Leu 

Glu Ala 
320 
Ala Glu 
335 

Ser His 

Ser Val 

Glu Glu 

Met Ala 
400 
He He 
415 

Gin Pro 

Pro Thr 

Arg Asp 

He Gin 
480 
Tyr Lys 
495 

Ser Arg 

Glu Leu 

Ala Arg 

Ala Glu 
560 
Glu Leu 
575 

Lys Glu 

Arg Glu 

Cys Gin 

Phe Glu 
640 
His Ser 
655 

Thr Gin 
Thr Arg 
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675 




680 








685 








Glu 


Leu 


Glu 


Leu Arg Gin Leu 


Gin 


Ala 


Val 


Gin 


Arg Thr 


Arg 


Ala 


Glu 




690 




695 










700 








Leu 


Thr 


Arg 


Leu Gin His Gin 


Thr 


Glu 


Leu 


Gly 


Asn Gin 


Leu 


Glu 


Tyr 


70S 






710 








715 








720 


Asn 


Lys 


Arg 


Arg Glu Gin Glu 


Leu 


Arg 


Gin 


Lys 


His Ala 


Ala 


Gin 


Val 








725 






730 








735 




Arg 


Gin 


Gin 


Pro Lys Ser Leu 


Lys 


Val 


Arg 


Ala 


Gly Gin 


Arg 


Pro 


Pro 








740 




745 








750 






Gly 


Leu 


Pro 


Leu Pro He Pro 


Gly 


Ala 


Leu 


Gly 


Pro Pro 


Asn 


Thr 


Gly 






755 




760 








765 








Thr 


Pro 


He 


Glu Gin Gin Pro 


Cys 


Ser 


Pro 


Gly 


Gin Glu 


Ala 


Val 


Leu 




770 




775 










780 








Asp 


Gin 


Arg 


Met Leu Gly Glu 


Glu 


Glu 


Glu 


Ala 


Val Gly 


Glu 


Arg 


Arg 


785 






7 90 








795 








800 


He 


Leu 


Gly 


Lys Glu Gly Ala 


Thr 


Leu 


Glu 


Pro 


Lys Gin 


Gin 


Arg 


He 








805 






810 








815 




Leu 


Gly 


Glu 


Glu Ser Gly Ala 


Pro 


Ser 


Pro 


Ser 


Pro Gin 


Lys 


His 


Gly 








820 




825 








B30 






Ser 


Leu 


Val 


Asp Glu Glu Val 


Trp 


Gly 


Leu 


Pro 


Glu Glu 


He 


du 


Glu 






835 




840 








845 








Leu 


Arg 


Val 


Pro Ser Leu Val 


Pro 


Gin 


Glu 


Arg 


Ser He 


Val 


Gly 


Gin 




850 




855 










860 








Glu 


Glu 


Ala 


Gly Thr Trp Ser 


Leu 


Trp 


Gly 


Lys 


Glu Asp 


Glu 


Ser 


Leu 


865 






870 








875 








880 


Leu 


Asp 


Glu 


Glu Phe Glu Leu 


Gly 


Trp 


Val 


Gin 


Gly Pro 


Ala 


Leu 


Thr 








885 






890 








895 




Pro 


Val 


Pro 


Glu Glu Glu Glu 


Glu 


Glu 


Glu 


Glu 


Gly Ala 


Pro 


He 


Gly 








900 




905 








910 






Thr 


Pro 


Arg 


Asp Pro Gly Asp 


Gly 


Cys 


Pro 


Ser 


Pro Asp 


He 


Pro 


Pro 






915 




920 








925 








Glu 


Pro 


Pro 


Pro Thr His Leu 


Arg 


Pro 


Cys 


Pro 


Ala Ser 


Gin 


Leu 


Pro 




930 




935 










940 








Gly 


Leu 


Leu 


Ser His Gly Leu 


Leu 


Ala 


Gly 


Leu 


Ser Phe 


Ala 


Val 


Gly 


945 






950 








955 








960 


Ser 


Ser 


Ser 


Gly Leu Leu Pro 


Leu 


Leu 


Leu 


Leu 


Leu Leu 


Leu 


Pro 


Leu 








965 






970 








975 




Leu 


Ala 


Ala 


Gin Gly Gly Gly 


Gly 


Leu 


Gin 


Ala 


Ala Leu 


Leu 


Ala 


Leu 








980 




985 








990 






Glu 


Val 


Gly 


Leu Val Gly Leu 


Gly 


Ala 


Ser 


Tyr 


Leu Leu 


Leu 


Cys 


Thr 






995 




1000 






1005 






Ala 


Leu 


His 


Leu Pro Ser Ser 


Leu 


Phe 


Leu 


Leu 


Leu Ala 


Gin 


Gly 


Thr 




1010 


1015 








1020 








Ala 


Leu Gly 


Ala val Leu Gly 


Leu 


Ser 


Trp 


Arg 


Arg Gly Leu 


Met 


Gly 


1025 




1030 








1035 






1040 


Val 


Pro 


Leu 


Gly Leu Gly Ala Ala Trp 


Leu 


Leu 


Ala Trp 


Pro 


Gly 


Leu 








1045 






1050 






1055 


Ala 


Leu 


Pro 


Leu Val Ala Met 


Ala 


Ala 


Gly Gly Arg Trp Val 


Arg Gin 








1060 




1065 






1070 




Gin Gly 


Pro 


Arg Val Arg Arg Gly 


He 


Ser Arg 


Leu Trp Leu Arg Val 






1075 


1080 






1085 






Leu Leu Arg Leu Ser Pro Met Ala Phe Arg Ala Leu Gin Gly Cys Gly 




1090 


1095 








1100 








Ala Val Gly Asp Arg Gly Leu Phe Ala Leu Tyr Pro Lys Thr Asn Lys 
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1105 1110 1115 H20 

Asp Gly Phe Arg Ser Arg Leu Pro Val Pro Gly Pro Arg Arg Arg Asn 

1125 1130 H35 

Pro Arg Thr Thr Gin His Pro Leu Ala Leu Leu Ala Arg Val Trp Val 

1140 H4S H50 

Leu Cys Lys Gly Trp Asn Trp Arg Leu Ala Arg Ala Ser Gin Gly Leu 

1155 1160 1165 

Ala Ser His Leu Pro Pro Trp Ala lie His Thr Leu Ala Ser Trp Gly 

1170 1175 1180 

Leu Leu Arg Gly Glu Arg Pro Thr Arg lie Pro Arg Leu Leu Pro Arg 
1185 1190 1195 1200 

Ser Gin Arg Gin Leu Gly Pro Pro Ala Ser His Gin Pro Leu Pro Gly 

1205 1210 1215 

Thr Leu Ala Gly Arg Arg Ser Arg Thr Arg Gin Ser Arg Ala Leu Pro 
1220 1225 1230 

Pro Trp Arg 
1235 

<210> 2855 
<211> 1676 
<212> DNA 

<213> Homo sapiens 
<400> 2855 

ctgaccacat ctcccaactt catggtgctg atcgccacct ccgtggagac ctcagccgcc 
60 

agtggcagcc ccgagggagc tagaatgacc acagttcaga ccatcacagg cagtgatccc 
120 

gaggaagcca tctttgacac cctttgcacc gatgacagct ctgaagaggc aaagacactc 
180 

acaatggaca tattgacatt ggctcacacc tccacagaag ctaagggcct gtcctcagag 
240 

agcagcgcct cttccgacgg cccccatcca gtcatcaccc cgtcacgggc ctcagagagc 
300 

agcgcctctt ccgacggccc ccatccagtc atcaccccgt cacgggcctc agagagcagc 
360 

gcctcttccg acggccccca tccagtcatc accccgtcat ggtccccggg atctgatgtc 
420 

actctcctcg ctgaagccct ggtgactgtc acaaacatcg aggttattaa ttgcagcatc 
4B0 

acagaaatag aaacaacgac ttccagcatc cctggggcct cagacacaga tctcatcccc 
54 0 

acggaagggg tgaaggcctc gtccacctcc gatccaccag ctctgcctga ctccnnactg 
600 

aagcaaaacc acacatcact gaggtcanca gcctctgccg agaccctgtc cacagccggc 
660 

accacagagt cagctgcacc tgatgccacg gttgggaccc cactccccac taacagcacc 
720 

atagaaagag aagtgacagc acccagggcc acgaccctca gtggagctct ggtcacagtt 
780 

agcaggaatc ccctggaaga aacctcagcc ctctctgttg agacaccaag ttacgtcaaa 
840 

gtctcaggag cagctccggt ctccatagag gctgggtcag cagtgggcaa aacaacttcc 
900 
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tttgctggga gccctgcttc ctcctacagc ccctcggaag ccgccctcaa gaacttcacc 
960 

ccttcagaga caccgaccat ggacatcgca accaaggggc ccttccccac cagcagggac 
1020 

cctcttcctt ctgtccctcc gactacaacc aacagcagcc gagggacgaa cagcacctta 
1080 

gccaagatca caacctcagc gaagaccacg atgaagcccc caacagccac gcccacgact 
1140 

gctcggacga ggccgaccac agacgtgagt gcaggtgaaa atggaggttc ctcctcctgc 
1200 

ggctgagtgt ggcttccccg gaagacctca ctgaccccag agtggcagaa aggctgatgc 
1260 

agcagctcca ccgggaactc cacgcccacg cgcctcactt ccaggtctcc ttactgcgtg 
1320 

tcaggagagg ctaacggaca tcagctgcag ccaggcatgt cccgtatgcc aaaagagggt 
1380 

gctgccccta gcctgggccc ccaccgacag actgcagctg cgttactgtg ctgagaggta 
1440 

cccagaaggt tcccatgaag ggcagcatgt ccaagcccct gaccccagat gtggcaacag 
1500 

gaccctcgct cacatccacc ggagtgtatg tgtggggagg ggcttcacct gttcccagag 
1560 

gtgtccttgg actcaccttg gcacatgttc tgtgtttcag taaagagaga cctgatcacc 
1620 

catctgtgtg cttccatcct gcattaaaat tcactcagtg tggcccagaa aaaaaa 
1676 

<210> 2856 

<211> 401 

<212> PRT 

<213> Homo sapiens 

<400> 2856 

Leu Thr Thr Ser Pro Asn Phe Met Val Leu lie Ala Thr Ser Val Glu 

IS 10 15 

Thr Ser Ala Ala Ser Gly Ser Pro Glu Gly Ala Arg Met Thr Thr Val 

20 25 30 

Gin Thr He Thr Gly Ser Asp Pro Glu Glu Ala He Phe Asp Thr Leu 

35 40 45 

Cys Thr Asp Asp Ser Ser Glu Glu Ala Lys Thr Leu Thr Met Asp He 

50 55 60 

Leu Thr Leu Ala His Thr Ser Thr Glu Ala Lys Gly Leu Ser Ser Glu 
65 70 75 80 

Ser Ser Ala Ser Ser Asp Gly Pro His Pro Val He Thr Pro Ser Arg 

85 90 95 

Ala Ser Glu Ser Ser Ala Ser Ser Asp Gly Pro His Pro Val He Thr 

100 105 HO 

Pro Ser Arg Ala Ser Glu Ser Ser Ala Ser Ser Asp Gly Pro His Pro 

115 120 125 

Val He Thr Pro Ser Trp Ser Pro Gly Ser Asp Val Thr Leu Leu Ala 

130 135 140 

Glu Ala Leu Val Thr Val Thr Asn He Glu Val He Asn Cys Ser He 
145 150 155 160 

Thr Glu He Glu Thr Thr Thr Ser Ser He Pfo Gly Ala Ser Asp Thr 
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165 








170 








17 5 


Asp Leu 


lie 


Pro 


Thr 


Glu 


Gly Val Lys Ala 


Ser 


Ser 


Thr 


Ser Asp Pro 








180 








185 










190 


Pro 


Ala 


Leu 


Pro 


Asp 


Ser 


Xaa 


Leu Lys 


Gin 


Asn 


His 


Thr 


Car lai) Aj*CI 
OCI. uCU y-Vi.y 






195 










200 








205 




Ser 


Xaa 


Ala 


Ser 


Ala 


Glu 


Thr 


Leu Ser 


Thr 


Ala Gly Thr 


inr uiu oct 




210 










215 








220 






Ala 


Ala 


Pro 


Asp 


Ala 


Thr 


Val Gly Thr 


Pro 


Leu 


Pro 


Thr 


Asn Ser Thr 


225 








230 








235 






240 


lie 


Glu 


Arg 


Glu 


Val 


Thr 


Ala Pro Arg Ala 


Thr 


Thr 


Leu 


&cr «iy Mia 








245 








250 








255 


Leu 


Val 


Thr 


Val 


Ser 


Arg 


Asn 


pro Leu 


Glu 


Glu 


Thr 


Ser 


Ala Leu Ser 








260 








265 










270 


Val 


Glu 


Thr 


Pro 


Ser 


Tyr 


val 


Lys Val 


Ser 


Gly Ala Ala 


pro vai oer 






275 










280 








285 




lie 


Glu 


Ala 


Gly 


Ser 


Ala 


Val 


Gly Lys 


Thr 


Thr 


Ser 


Phe 


Ala Gly Ser 




290 










295 








300 






Ser Ala 


Ser 


Ser 


Tyr 


Ser 


Pro 


Ser Glu 


Ala 


Ala 


Leu 


Lys 


Asn Phe Thr 


305 










310 








315 






320 


Pro 


Ser 


Glu 


Thr 


Pro 


Thr 


Met 


Asp lie 


Ala 


Thr 


Lys 


Gly 


Pro Phe Pro 










325 








330 








335 


Thr 


Ser 


Arg 


Asp 


Pro 


Leu 


Pro 


Ser Val 


Pro 


Pro 


Thr 


Thr 


Thr Asn Ser 








340 








345 










350 


Ser 


Arg 


Gly 


Thr 


Asn 


Ser 


Thr 


Leu Ala 


Lys 


lie 


Thr 


Thr 


Ser Ala Lys 






355 










360 








365 




Thr 


Thr 


Met 


Lys 


Pro 


Pro 


Thr 


Ala Thr 


Pro 


Thr 


Thr 


Ala 


Arg Thr Arg 




370 










375 








380 






Pro 


Thr 


Thr 


Asp 


Val 


Ser 


Ala Gly Glu Asn 


Gly Gly Ser 


Ser Ser Cys 


385 










390 








395 






400 



Gly 



<210> 2857 

<211> 1668 

<212> DNA 

<213> Homo sapiens 

<400> 2857 

ctggttggga gttggtaggg tcgcaccggg acagcccgga agagttcgtt tggggctggg 
60 

ggctgggcgg gaggaggtga ctcgggtttc tgtgtaaact tggccgcggt tgccgcagga 
120 

aggctagcca gagggtaatt acacaggtgt aggccggcgg ggcgggcgga gggctcggga 
180 

ggcgcagggg actggaagag ttggctgcgc ccaggcacca ggtggaagaa tttccatacc 
240 

agccctgcgg aggtgcctct gtttccagag gcgtttttgt acgaagggca ttttgaaagc 
300 

gaagcagaag ccgtagaatc agcggcgagc ctgttgaaag aacccacagg tgcatttcac 
360 

agcactctgg gcgaaaattg gatgtgaaaa tgaagccaga ccgagatact ctggatgaat 
420 

attttgaaca tgatgcagag gagttcttgg tctctttggc cttgctgata acagaaggac 
480 
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gaacacctga 


atgctctgta 


540 




cttgttaccc 


agtaactacc 


600 




ccagacgaac 


taggtctgag 


660 




aaatgatgct 


actaccagac 


720 




atctaaatga 


tcctgcgatt 


780 




cagttcctcg 


acagaatggt 


840 




gctcatttgt 


gtttttttct 


900 




cacgaaatat 


tctctacaga 


960 




agactccaat 


cgagcatQtq 


1020 




tcagtggtca 


a tccctggcc 


1080 




actaatattg 


gcctttatga 


1140 




cataacccaa 


a tga age aga 


1200 




caaacttgga 


ccatggcacc 


1260 




tatactgcag 


ctgtcaaaaa 


1320 




gggacatctc 


aagccaatat 


1380 




acatcagtga 


gaactttaaa 


1440 




agtttctggc 


agtcagctgg 


1500 




caagaaatca 


Ctgcaagaat 


1560 




gtttctggac 


gtccatttaa 


1620 




gtttcacaag 


aaaatgagaa 


1668 





aaaggtcgaa cagaaagctt 
aaacatgaat gtagtgacaa 
gtcacattgt tgtggaagaa 
tgctgctaca gcgatgatgg 
aagcaagatg cattattatt 
gaccgattta ttgaagagaa 
cagttaagtg catggctgag 
atcagtgctg ctgatgtaga 
tttcctgttc ccaatgtttc 
caaacaatct aattatccag 
gaaaagaatc caacaacata 
acaatgtggt acaaacagtt 
tgaaagtgtg ttacatgcaa 
tatcaaacta tatccaggca 
tctaggcttt agtggtatag 
atcattttca atggttgatt 
tgagactaac cctttaatag 
tgctcaacat ttgattcatt 
tactcaagag tctagttcac 
cgtggggaaa aggtaaagaa 



tcattgccct ccagcacagt 
gctggcccag tgccgccaag 
taaccttcca atcatggtgg 
gcccaccaca gagggaattg 
agaaagatgg atcttggagc 
gacgcttctg ttggctgtcc 
tgcttctcat ggtgctattc 
cctacagtgg aatttttcac 
tcacaatgtt gccttgaaag 
ttctgacgtg cagtattcac 
aacttaaaac tcatcagcac 
cacagcgtct gtgtagcaaa 
aaagtggccc aagtccagaa 
ctggcagtaa atctgaccat 
gtgatataaa atcacaagaa 
ccagtatctc taaccgccag 
gctctttaat tcaggagcgg 
gtgatccaag cacttcacat 
tccattcaaa acttttccgg 
gctttctc 



<210> 2858 
<211> 220 
c212> PRT 

<213> Homo sapiens 
<400> 2858 

Met Lys Pro Asp Arg Asp Thr Leu 

1 5 
Glu Glu Phe Leu Val Ser Leu Ala 
20 

Pro Glu Cys Ser Val Lys Gly Arg 

35 40 
Ala Gin Ser Cys Tyr Pro Val Thr 



Asp Glu Tyr Phe Glu Tyr Asp Ala 

10 15 
Leu Leu lie Thr Glu Gly Arg Thr 
25 30 
Thr Glu Ser Phe His Cys Pro Pro 
45 

Thr Lys His Glu Cys Ser Asp Lys 
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50 
Leu Ala 
65 

Leu Trp 

Asp Cys 

Asn Asp 

Leu Glu 
130 
Thr Leu 
145 

Ala Trp 

Arg lie 

Pro He 

Leu Lys 
210 



Gin Cys 

Lys Asn 

Cys Tyr 
100 
Pro Ala 
115 

Pro Val 

Leu Leu 

Leu Ser 

Ser Ala 
180 
Glu His 
195 

Val Ser 



Arg Gin 
70 

Asn Leu 
85 

Ser Asp 

He Lys 

Pro Arg 

Ala Val 
150 
val Ser 
165 

Ala Asp 
Val Phe 
Gly Gin 



55 

Ala Arg 

Pro lie 

Asp Gly 

Gin Asp 
120 
Gin Asn 
135 

Arg Ser 

His Gly 

Val Asp 

Pro Val 
200 
Ser Leu 
215 



Arg Thr Arg 
75 

Met Val Glu 
90 

Pro Thr Thr 
10S 

Ala Leu Leu 

Gly Asp Arg 

Phe Val Phe 
155 

Ala He Pro 
170 

Leu Gin Trp 
185 

Pro Asn Val 

Ala Gin Thr 



60 

Ser Glu val 

Met Met Leu 

Glu Gly He 
110 

Leu Glu Arg 
125 

Phe He Glu 
140 

Phe Ser Gin 

Arg Asn He 

Asn Phe Ser 
190 

Ser His Asn 
205 

He 
220 



Thr Leu 

80 
Leu Pro 
95 

Asp Leu 

Trp He 

Glu Lys 

Leu Ser 
160 
Leu Tyr 
175 

Gin Thr 
Val Ala 



<210> 2859 

<211> 1029 

<212> DNA 

<213> Homo sapiens 



<400> 2859 

ntgcagaagg aaattgcact cgtctcctcc gcgcccccgg gacccaacac aatgcaccag 
60 

ccgcctgagt ccaccgccgc ggccgccgcc gctgcagaca ttagcgctag gaagatggcg 
120 

cacccggcaa tgttccctcg aaggggcagc ggtagtggca gcgcctctgc tctcaatgca 
180 

gcaggtaccg gcgtcggtag taatgccaca tcttccgagg attttccgcc tccgtcgctg 
240 

cttcagccgc cgccccctgc agcatcttct acgtcgggac cacagcctcc gcctccacaa 
300 

agcctgaacc tcctttcgca ggctcagctg caggcacagc ctcttgcgcc aggcggaact 
360 

caaatgaaaa agaaaagtgg cttccagata actagcgtta ctcctgctca gatctccgct 
420 

agtatcagct ctaacaacag tatagcagag gacactgaga gctatgatga tctggatgaa 
480 

tctcacacgg aagatctctc ttcttcggag atccttgatg tgtcactttc cagggctact 
540 

gacttagggg agcccgaacg cagctcctca gaagagaccc taaataactt ccaggaagcc 
600 

gagacacctg gggcagtctc tcccaaccag ccccaccttc ctcagcctca tttgcctcac 
660 

cttccacaac agaatgttgt gatcaatggg aatgctcatc cacaccacct ccatcaccac 
720 

catcagattc atcatgggca ccacctccaa catggtcacc accatccatc tcatgttgct 
780 
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gtggccagtg catccattac tggtgggcca ccctcaagcc cagtatctag aaaactctct 
840 

acaactggaa gctctgacag tatcacacca gttgcaccaa cttctgctgt atcatccagt 
900 

ggttcacctg catctgtaat gactaatatg cgtgctccaa gtactacagg tggaataggt 
960 

ataaattctg ttactggcac tagtacagta aataatgtta acattactgc tgtgggtagt 
1020 

tttaattcc 
1029 

<210> 2860 
<211> 343 
<212> PRT 

<213> Homo sapiens 
<400> 2860 

Xaa Gin Lys Glu lie Ala Leu Val Ser Ser Ala Pro Pro Gly Pro Asn 

15 10 15 

Thr Met His Gin Pro Pro Glu Ser Thr Ala Ala Ala Ala Ala Ala Ala 

20 25 30 

Asp lie Ser Ala Arg Lys Met Ala His Pro Ala Met Phe Pro Arg Arg 

35 40 45 

Gly Ser Gly Ser Gly Ser Ala Ser Ala Leu Asn Ala Ala Gly Thr Gly 

50 55 60 

Val Gly Ser Asn Ala Thr Ser Ser Glu Asp Phe Pro Pro Pro Ser Leu 
65 70 75 80 

Leu Gin Pro Pro Pro Pro Ala Ala Ser Ser Thr Ser Gly Pro Gin Pro 

85 90 95 

Pro Pro Pro Gin Ser Leu Asn Leu Leu Ser Gin Ala Gin Leu Gin Ala 

100 105 110 

Gin Pro Leu Ala Pro Gly Gly Thr Gin Met Lys Lys Lys Ser Gly Phe 

115 120 125 

Gin He Thr Ser Val Thr Pro Ala Gin lie Ser Ala Ser He Ser Ser 

130 135 140 

Asn Asn Ser lie Ala Glu Asp Thr Glu Ser Tyr Asp Asp Leu Asp Glu 
145 150 155 160 

Ser His Thr Glu Asp Leu Ser Ser Ser Glu He Leu Asp Val Ser Leu 

165 170 175 

Ser Arg Ala Thr Asp Leu Gly Glu Pro Glu Arg Ser Ser Ser Glu Glu 

180 185 190 

Thr Leu Asn Asn Phe Gin Glu Ala Glu Thr Pro Gly Ala Val Ser Pro 

195 200 205 

Asn Gin Pro His Leu Pro Gin Pro His Leu Pro His Leu Pro Gin Gin 

210 215 220 

Asn Val Val He Asn Gly Asn Ala His Pro His His Leu His His His 
225 230 235 240 

His Gin He His His Gly His His Leu Gin His Gly His His His Pro 

245 250 255 

Ser His Val Ala Val Ala Ser Ala Ser He Thr Gly Gly Pro Pro Ser 

260 265 270 

Ser Pro Val Ser Arg Lys Leu Ser Thr Thr Gly Ser Ser Asp Ser He 

275 280 285 

Thr Pro Val Ala Pro Thr Ser Ala Val Ser Ser Ser Gly Ser Pro Ala 
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290 295 300 

Ser Val Met Thr Asn Met Arg Ala Pro Ser Thr Thr Gly Gly He Gly 
305 310 315 320 

He Asn Ser Val Thr Gly Thr Ser Thr Val Asn Asn Val Asn He Thr 

325 330 335 

Ala Val Gly Ser Phe Asn Ser 
340 

<210> 2861 

<211> 756 

<212> DNA 

<2l3> Homo sapiens 

<400> 2861 

gctagctcta gctctgcacc agcccaagaa accatctgcc tcgacgactc actagatgaa 
60 

gacctttctt tccattcacc ttcactggat cttgtttctg aagctttagc ggttatcaac 
120 

aatgggaaca agggccctcc agttggctca aggataagca tgccaaccac aaagcctcgt 
180 

ccaggactga gagaagaaaa attagcaagt atcatgagta agctgccact agctactccc 
240 

aaaaaactag attctactca gactacacat tcttcaagtc ttattgctgg tcacacaggg 
300 

ccagtaccaa agaaacccca ggatttagct catactggca tctcttcagg ccttattgct 
360 

ggttcttcca ttcagaaccc taaagtttct ttagaacctt tgccagccag gctacttcaa 
420 

caaggacttc agaggtcaag ccagattcac acttcttcct cttcacagac ccatgtctcc 
480 

tcttcttccc aagcccaaat tgctgcctct tctcatgctc tgggaacatc cgaggcccaa 
540 

ga'tgcttctt cgttaacaca agtaacaaag gtgcaccagc attcagctgt ccagcagaac 
600 

tatgtgtctc cattacaggc caccatcagt aaatcccaga ccaaccccgt cgtgaagtta 
660 

agtaataatc cccaactctc ctgttcctcc tcacttatta agacttcaga taagccactt 
720 

atgtaccgcc ttcccttatc tacccccttc acgcgt 
756 

<210> 2862 
<211> 252 
<212> PRT 

<213> Homo sapiens 
<400> 2862 

Ala Ser Ser Ser Ser Ala Pro Ala Gin Glu Thr He Cys Leu Asp Asp 
15 10 IS 

■ Ser Leu Asp Glu Asp Leu Ser Phe His Ser Pro Ser Leu Asp Leu Val 
20 25 30 

Ser Glu Ala Leu Ala Val He Asn Asn Gly Asn Lys Gly Pro Pro Val 

35 40 45 

Gly Ser Arg He Ser Met Pro Thr Thr Lys Pro Arg Pro Gly Leu Arg 
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50 
Glu Glu 
65 

Lys Lys 

Gly His 

Gly He 

Val Ser 
130 
Arg Ser 
145 

Ser Ser 

Ser Glu 

Gin His 

lie Ser 
210 
Gin Leu 
225 

Met Tyr 



Lys Leu Ala 

Leu Asp Ser 
85 

Thr Gly Pro 

100 
Ser Ser Gly 
115 

Leu Glu Pro 

Ser Gin He 

Ser Gin Ala 
165 

Ala Gin Asp 

180 
Ser Ala Val 
195 

Lys Ser Gin 

Ser Cys Ser 

Arg Leu Pro 
245 



55 

Ser He Met 
70 

Thr Gin Thr 

Val Pro Lys 

Leu He Ala 
120 

Leu Pro Ala 

135 
His Thr Ser 
ISO 

Gin He Ala 

Ala Ser Ser 

Gin Gin Asn 
200 

Thr Asn Pro 

215 
Ser Ser Leu 
230 

Leu Ser Thr 



Ser Lys 

Thr His 

90 
Lys Pro 
105 

Gly Ser 

Arg Leu 

Ser Ser 

Ala Ser 
170 
Leu Thr 
185 

Tyr Val 

Val Val 

He Lys 

Pro Phe 
250 



60 

Leu Pro Leu 
75 

Ser Ser Ser 

Gin Asp Leu 

Ser He Gin 
125 

Leu Gin Gin 

140 
Ser Gin Thr 
155 

Ser His Ala 

Gin Val Thr 

Ser Pro Leu 
205 

Lys Leu Ser 

220 
Thr Ser Asp 
235 

Thr Arg 



Ala Thr Pro 
80 

Leu He Ala 
95 

Ala His Thr 
110 

Asn Pro Lys 

Gly Leu Gin 

His Val Ser 
160 

Leu Gly Thr 

175 
Lys Val His 
190 

Gin Ala Thr 

Asn Asn Pro 

Lys Pro Leu 
240 



<210> 2863 

<211> 711 

<212> DNA 

<213> Homo sapiens 



<400> 2863 

naccgacgtc gaatatccat gcagcgcgct ccgggagctg cacggngctg cgtggaaaga 
60 

gcgccgagcg gtggcgtcgt tgtcgccccc tcctcgtcgg gaagaatcgt ttggtctcct 
120 

gccgtgcccg gaatcccagt cagaagttcc agcctgccac tgttctctga tgccatgcca 
180 

gcaccaactc aactgttttt tcctctcatc cgtaactgtg aactgagcag gatctatggc 
240 

actgcatgtt actgccacca caaacatctc tgttgttcct catcgtacat tcctcagagt 
300 

cgactgagat acacacctca tccagcatat gctacctttt gcaggccaaa ggagaactgg 
360 

tggcagtaca cccaaggaag gagatatgct tccacaccac agaaatttta cctcacacct 
420 

ccacaagtca atagcatcct taaagctaat gaatacagtt tcaaagtgcc agaatttgac 
480 

ggcaaaaacg tcagttctat ccttggattt gacagcaatc agctgcctgc aaatgcaccc 
540 

attgaggacc ggagaagtgc agcaacctgc ttgcagacca gagggatgct tttgggggtt 
600 

tttgatggcc atgcaggttg tgcttgttcc caggcagtca gtgaaagact cttttattat 
660 
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attgctgtct ctttgctacc ccatgagact ttgctagaga ccgaaaatgc a 
711 

<210> 2864 
<211> 237 
<212> PRT 

<213> Homo sapiens 
<400> 2864 

Xaa Arg Arg Arg He Ser Met Gin Arg Ala Pro Gly Ala Ala Arg Xaa 

15 10 15 

Cys Val Glu Arg Ala Pro Ser Gly Gly Val Val Val Ala Pro Ser Ser 

20 25 30 

Ser Gly Arg He Val Trp Ser Pro Ala Val Pro Gly He Pro Val Arg 

35 40 45 

Ser Ser Ser Leu Pro Leu Phe Ser Asp Ala Met Pro Ala Pro Thr Gin 

50 55 60 

Leu Phe Phe Pro Leu lie Arg Asn Cys Glu Leu Ser Arg He Tyr Gly 
6S 70 75 80 

Thr Ala Cys Tyr Cys His His Lys His Leu Cys Cys Ser Ser Ser Tyr 

85 90 95 

He Pro Gin Ser Arg Leu Arg Tyr Thr Pro His Pro Ala Tyr Ala Thr 

100 105 110 

Phe Cys Arg Pro Lys Glu Asn Trp Trp Gin Tyr Thr Gin Gly Arg Arg 

115 120 125 

Tyr Ala Ser Thr Pro Gin Lys Phe Tyr Leu Thr Pro Pro Gin Val Asn 

130 135 140 

Ser He Leu Lys Ala Asn Glu Tyr Ser Phe Lys Val Pro Glu Phe Asp 
14S 150 155 160 

Gly Lys Asn Val Ser Ser He Leu Gly Phe Asp Ser Asn Gin Leu Pro 

165 170 175 

Ala Asn Ala Pro He Glu Asp Arg Arg Ser Ala Ala Thr Cys Leu Gin 

180 185 190 

Thr Arg Gly Met Leu Leu Gly Val Phe Asp Gly His Ala Gly Cys Ala 

195 200 205 

Cys Ser Gin Ala Val Ser Glu Arg Leu Phe Tyr Tyr He Ala Val Ser 

210 215 220 

Leu Leu Pro His Glu Thr Leu Leu Glu He Glu Asn Ala 
225 230 235 

<210> 2865 

<211> 585 

<212> DNA 

<213> Homo sapiens 

<400> 2865 

nggatccttc caaggtatcc aggtaaccgc cacagtttgg aatagagatg ttaggagaga 
60 

agaagtagta gaagacaaag acagttcttt aaattcttga gaagtatgag ctctgtgtat 
120 

ctgcagtgta aagttttgat atgtgatagc agtgaccacc agtctcgctg caatcaaggt 
180 

tgtgtctcca gaagcaaacg agacatttct tcatataaat ggaaaacaga ttccatcata 
240 
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ggacccattc gcctgaaaag ggatcgaagt gcaagtggca attcaggatt tcagcatgaa 
300 

acacatgcgg aagaaactcc aaaccagcct ttcaacagtg tgcatctgtt ttccttcatg 
360 

gttctagctc tgaatgtggt gaccgtagcg acaatcacag tgaggcattt tgtaaatcaa 
420 

cgggcagact acaaatacca gaagctgcag aactattaac taacaggtcc aaccctaagt 
460 

gagacatgtt tctccaggat gccaaaggaa atgctacctc gtggctacac atattatgaa 
540 

taaatgagga agggcctgaa agtggcacac aggcctgcaa aaaaa 
585 

<210> 2866 
<211> 134 
<212> PRT 

<213> Homo sapiens 
<400> 2866 



Glu Arg 


Arg 


Ser 


Ser Arg Arg Gin Arg Gin Phe Phe 


Lys 


Phe 


Leu 


Arg 


1 








S 10 






15 




Ser 


Met 


Ser 


Ser 
20 


Val Tyr Leu Gin Cys Lys Val Leu 
25 


He 


Cys 
30 


Asp 


Ser 


Ser 


Asp 


His 


Gin 


Ser Arg Cys Asn Gin Gly Cys Val 


Ser 


Arg 


Ser 


Lys 




35 




40 


45 








Arg 


Asp 


He 


Ser 


Ser Tyr Lys Trp Lys Thr Asp Ser 


He 


He 


Gly 


Pro 


50 






55 60 








Gin 


He 


Arg 


Leu 


Lys 


Arg Asp Arg Ser Ala Ser Gly Asn 


Ser 


Gly 


Phe 


65 






70 75 








60 


His 


Glu 


Thr 


His 


Ala Glu Glu Thr Pro Asn Gin Pro 
85 90 


Phe 


Asn 


Ser 
95 


Val 


His 


Leu 


Phe 


Ser 


Phe Met Val Leu Ala Leu Asn Val Val 


Thr 


Val 


Ala 








100 


105 




110 






Thr 


He 


Thr 


Val 


Arg His Phe Val Asn Gin Arg Ala Asp 


Tyr 


Lys 


Tyr 






115 




120 


125 








Gin 


Lys 
130 


Leu 


Gin 


Asn Tyr 











<210> 2867 

<211> 444 

<212> DNA 

<213> Homo sapiens 

<400> 2867 

atgctgttca gcctcaagta cctgggcatg acgctagtgg agcagcccaa gggtgaggag 
60 

ctgtcggccg ccgccatcaa gaggatcgtg gctacagcta aggccagtgg gaagaagctg 
120 

cagaaggtga ctctgaaggt gtcgccacgg ggaattatcc ttcatccagg ccatcatcca 
180 

gctcccagac aacactgctg ccactcaagg cttgtggccg cggcacctcg tccatgttgg 
240 

tggtgttggc gctgaccgtg gacagcgggg ccttagccgt ctcctctaag tccagcaggt 
300 
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tcccagtggc gaccaagctc ttcaaggggg gggtgcagtc ttggcgggcc cccaggacgt 
360 

cccctccctc ttggctggct ttgtccctct tctctttctc ttccttggac acctgccaaa 
420 

actcaaaggc gactttgaag gcct 

444 

<210> 2868 

c211> 84 

<212> PRT 

<213> Homo sapiens 



<400> 2868 



Met Leu Phe 


Ser 


Leu 


Lys Tyr Leu Gly Met Thr 


Leu Val 


Glu Gin 


Pro 


1 




5 


10 




15 




Lys Gly Glu 


Glu 


Leu 


Ser Ala Ala Ala He Lys 


Arg He 


Val Ala 


Thr 




20 




25 




30 




Ala Lys Ala 


Ser 


Gly 


Lys Lys Leu Gin Lys Val 


Thr Leu 


Lys Val 


Ser 


35 






40 


45 






Pro Arg Gly 


He 


lie 


Leu His Pro Gly His His 


Pro Ala Pro Arg Gin 


50 






5S 


60 






His Cys Cys 


His 


Ser 


Arg Leu Val Ala Ala Ala 


Pro Arg 


Pro Cys 


Trp 


65 






70 7S 






80 


Trp Cys Trp 


Arg 













<210> 2869 
<211> 5811 
<212> DNA 

<213> Homo sapiens 
<400> 2B69 

ntcacatcac catgacaacc ccctgccctt tctccattcc tacagcccaa ctatggaaac 
60 

cagcaatatg gaccaaacag ccagttcccc acccagccag gccagtaccc tacccccaac 
120 

cccccaaggc cactcacctc ccccaactac ccaggacaaa ggatgcccag ccaacccagc 
180 

tccggacagt acccaccccc cacagtcaac atggggcagt attacaagcc agaacagttt 
240 

aatggacaaa ataacacgtt ctcgggaagc agctacagta actacagcca agggaatgtc 
300 

aacaggcctc ccaggccggt tcctgtggca aattaccccc actcacctgt tccagggaac 
360 

cccacacccc ccatgacccc tgggagcagc atccctccat acctgtcccc cagccaagac 
420 

gtcaaaccac ccttcccgcc tgacatcaag ccaaatatga gcgctctgcc accaccccca 
480 

gccaaccaca atgacgagct gcggctcaca ttccctgtgc gggatggcgt ggtgctggag 
540 

cccttccgcc tggagcacaa cctggctgta agcaaccatg tgttccagct gcgagactca 
600 

gtctacaaga ccctgataat gaggcctgac ctggagctgc aattcaagtg ctaccaccac 
660 
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gaggaccggc agatgaacac caactggccc 
720 

ccgctcacca tcgagcgcgg cgacaacaag 
780 

gtgtgccagc caggccgcaa caccatccag 
840 

ctcttcgtgc tgcagctagt gcaccggccc 
900 

aagaagcgcc tcctgcccgc agagcactgt 
960 

gtggctgcct cctcgggcaa cacgaccctc 
1020 

atcaaggtgt ctctgaagtg ccccatcaca 
1080 

cacgattgca agcatgtgca gtgctttgat 
1140 

agagggacct ggaggtgtcc tgtgtgcaat 
1200 

gatcagtaca tgtggggaat cctgaatgcc 
1260 

atcgatccca cgtgcagctg gcggccggtg 
1320 

gaccctgatg gcatcccctc caagcggttc 
1380 

cccaatgtca tggagatgat cgcagccctg 
1440 

cctcccccag ggggcaccaa ctccaacgac 
1S00 

catggcaact ttgacttccc ccacgggaac 
1560 

cacgggcccc cccagctctc ccaccccccg 
1620 

aaacccctca gccaccccat gcaggaaact 
1680 

cacccctcca tacaacaagg tttgcacgta 
1740 

ttacatcaca gtggggctcc tcctcctcct 
1800 

gccgctccca gcagccatcc acacagcgac 
1860 

ggtcaggccg gagcgcaggg agcgtccgac 
1920 

gaactcacaa atcctgacga gctcctgtct 
1980 

agtaacgatg acctcctgtc tctatttgag 
2040 

ccctccacac tctgcatcct accccaccta 
2100 

gccctcagac cgccccgcac cagagccacg 
2160 

cagccctctc agaacagagg ggtagggagg 
2220 

gtctggagcc cacgtcccac ctccacaccc 
2280 



gccccggtgc aggtcagcgt gaacgccacg 
acctcccaca agcccctgca cctgaagcac 
atcaccgtca cggcctgctg ctgctcccac 
tccgtccgct ctgtgctgca aggactcctc 
atcacgaaaa tcaagcggaa tttcagcagc 
aacggggagg atggggtgga gcagacggcc 
Ctccggcgca tccagctgcc tgctcgagga 
ctggagtcat acctgcagct gaattgcgag 
aaaaccgctc tgctggaggg cctggaggtg 
atccaacact ccgagtttga agaggtcacc 
cccatcaagc cggacttaca catcaaggat 
aagaccatga gtcccagcca gatgatcatg 
ggccccggcc cgtcccccta tcccctcccg 
tacagcagcc aaggcaacaa ctaccaaggc 
cctggaggga catccatgaa tgacttcatg 
gacatgccca acaacatggc cgccctcgag 
atgccacacg ctggcagctc cgaccagccc 
ccacacccca gcagccagtc agggcctcca 
ccttcccagc ctccccggca gccgccacag 
ctgaccttta acccctcctc agccttagag 
atgccggagc cttcgctgga tctccttccc 
tatctggacc cccccgacct gccgagcaat 
aacaactgag ggccacccgg tcggggccat 
cccaacacac ttttccacct gggagcctgt 
ggctgtgggg cggggagccc tcccccgctg 
gtgcaccagt gcaccaggaa ggctgtgtgg 
Ctggcttggg cccatgccca gcgcaggcct 
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gaagaccacc ctcccgagag gaaccagccc 
2340 

cggtccctcc gcgtgtgccg attccagatg 
2400 

ttctagactg taaccctgcc tccctgcttc 
2460 

gagcctgaga aggcccccgg gccccagcat 
2520 

ttggtggcag tgagaccagc ccacccacca 
2580 

ggaaagacaa cgtctctcgg gggccagggg 
2640 

agatacccca taaacacact cagaaagcag 
2700 

ggggtctgcc attcctgctt ggggactggt 
2760 

aggacgtccc tgaggctcca cccccaagct 
2820 

gagcaggtgt acacccaacc aaagtgattg 
2880 

cctgtcagaa gcaaacagga gcggcaactt 
2940 

aacagcaaca atttaaagct atgaagtcac 
3000 

caagcaaacc atttctctcc gtctgttctg 
3060 

tccaagactt ccgtgggaca cccacttccc 
3120 

ggcaagggca gtgcgtggaa aggccgggga 
3180 

gtctgtccag cccctccctc tgtccctgtg 
3240 

catggacatg tgcaccagta tgtacctgca 
3300 

gcctgcccca gacactgccc ttggctgcca 
3360 

caatctcacc caaactcctg ctcactcaag 
3420 

ctttgctcca tctggcttac cactctccag 
3480 

tttgtttcag gctggtctgt gccccgtgag 
3540 

ccgtcactgg ggtcccatct gtaaattctt 
3600 

tttcctgctc tcccgtccgc tgtgggtggt 
3660 

aaggtggccc cagctgttga cttccagtca 
3720 

gaaagctgcc attgccccgg ccccttttct 
3780 

atagcgtgtt gttcagtatg caaatcaatt 
3840 

gtgaatattt tagtatcgtc tttgataata 
3900 



ggtaagaggg cacacgctga tgcggcttcc 
accttccagt gtccccaagg ttcttccatc 
ctggtccaga gcctccctcc agtgactgtg 
gggccccgag ccttggagga gcactggcag 
ccacccacca cagaaaagca caaacctctg 
tcatcggttt gacccctgac ctataagcca 
agaaaaagga caagagtctg tgtttgagag 
ggggaagagg gccaggacat cttctgagcc 
cagacagggc ccaggcttgg ggaacagaga 
tgcccttggt tggggggcgc gggcatataa 
ctaactttgc tccaagccac tctcttttta 
ctggagaaaa ggaacgctgc tcttggacag 
tttttctcct agtccctctc ctgccacctc 
tctgtcctag ttctctttgt ccaatcagat 
ggtgcagaaa ccagagccca gggcaatggt 
ctccaagctg cccccggctg cagcccaggc 
ggcacggggg ggaggggggc gtgtttctgg 
gcctaccctg cctgcactcc tccaccatca 
caaaagcagc ctctggcctt ccctccaccg 
ggcctcctgg ggagcctgtc ctgtgttcac 
ccacatggcc tagggtgatg ccaggttgtc 
tgcgcccttc ccggctgctg cctggggccc 
ccccagcact cctctgtggg ttttaccgga 
ctgtcccaga cggcacaagg ttttctgtag 
tcctttgtcc cgttgtcgag gttttttcaa 
atttcaagaa tcgcttttgt aaatatcttt 
Ctcaacattt tcatgacctg gctatagcct 
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ttgctggtgt ttttaaaata cctggactca 
3960 

acaaaaacaa aaaaagcaac cagggctatt 
4020 

ggctgtgctg ggagttggaa gaccgggcag 
4080 

tggcagggac aagccaacgc caggtagcat 
4140 

ggcaagtggc cacgccctgt gtcagaccat 
4200 

atgccttcct taggagttct tgcttcttgc 
4260 

ttcattctgg ctcttatcag ggtgtgtcca 
4320 

ccagcgcgga gagtcgagat gctccctgca 
4380 

ctctgggctc agcacctgag gcgggtttcc 

4440 

caagctcggc ccagagcttc ccttccggct 
4500 

tgcagtctgg agacaagctc ttccggagtg 
4560 

gtgcagaggc atccggggcg ggagcaagcc 
4620 

cccataaaca gagatggtcc tgaactctgg 
4680 

tacttggagc cataagtaac ctcagcaaaa 
4740 

caagcatcca cccggcccac aggcatgttt 
4800 

ccagcaggca ggcgggaagg gccaagtaca 
4860 

ctttatccat gtatcatgtt ccgtgtagcc 
4920 

tctccctaat ggaagccctg atcccccaga 
4980 

ggcctgaccc gtccacacag ggccgtgtca 
5040 

atgtaaatga gaaatagaga cgtgtcaaca 
5100 

gtttttattt tgcgaaacaa aacaaaacaa 
5160 

aaaactagat cctgttggtt atagcatctg 
S220 

tgtaatatac tctgaccctg agtggaaagg 
5280 

tgtactattt agcttcagtg tactagtcct 
5340 

aataatgaaa agaaacgggg atttcagaag 
5400 

atttttgata tcatgatcac aggtgattca 
5460 

cagcctgaag taactcccac agaaaccatc 
5520 



atgacaaaga ccgagtcttc ttttctttaa 
tgtacagttg aaggggtgaa cagaatgggc 
cccgctattt agagccatcc ctcagtcagc 
gtggccaccc ttgcccagtg tctgtggcct 
ctgggaatta agctccagac agacttacag 
gttgatactt tgccccagaa aggcctggga 
cactctgctc acaggtggat ccacggcttt 
gcccaggccc cgggcacctc ctgcaaccat 
tgggtcccct ctccagcaag cctccaccag 
ggctctgaac cgtgcgtggt gcctacagcc 
ctctgggagc caggccaggg tgtgagggag 
ccaggttgtg acaggtgcag gtagacaacg 
agagatcctt ccctgatcct ttcggacgac 
acgaggcctc tgcaagccac ttttccatgc 
ctgccgccac tccgcaagat ggacagggag 
ggcaatcacc cccatcttct tggtttgaag 
attttatttt ttaagaaact gctaatactt 
gagccacagg tctgcccccg acgggcctcg 
acagcagcga ctcaagggac gtgtgtacat 
gatgcattca tttctcttgg aatgtgtatt 
aaaaaaaagc ttggaactcc atcacgtgga 
tgagttctcc acgtctgtct ctctcgctca 
ggttcttgtt ctgtttttat tttacctaca 
gccacctgtg tatttttagg gtgctatgga 
aaaattgtaa ccaaattcat actttgtata 
cacgtacaca cataaacaca cccaccagtg 
atcgtctttg tacatcgtat gtacaatgca 
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atcatttcat actttaaact ggtcaaaaaa ctaattgtga tttctagtct tgcaaagctg 
5S80 

tatgtagtta gatgatgtga caacctctaa tatttatcta ataaatatgt attcagatga 
5640 

aacctgtata ttaggtgttc atgtggCtat tttgtattta aagatcaaat tatttgacta 
5700 

ttgctagaca tttctatact ctgttgtaac actgaggtat ctcatttgcc catgttaatt 
5760 

tttttctaaa taaattgaca aaaacaaaaa aaaaaaaaaa aagggcggcc g 
5811 

<210> 2870 
<211> 258 
<212> PRT 

<213> Homo sapiens 
<400> 2870 

Glu Phe Glu Glu Val Thr He Asp Pro Thr Cys Ser Trp Arg Pro Val 

IS 10 15 

Pro He Lys Ser Asp Leu His He Lys Asp Asp Pro Asp Gly He Pro 

20 2S 30 

Ser Lys Arg Phe Lys Thr Met Ser Pro Ser Gin Met He Met Pro Asn 

35 40 45 

Val Met Glu Met He Ala Ala Leu Gly Pro Gly Pro Ser Pro Tyr Pro 

SO 55 60 

Leu Pro Pro Pro Pro Gly Gly Thr Asn Ser Asn Asp Tyr Ser Ser Gin 
65 70 75 80 

Gly Asn Asn Tyr Gin Gly His Gly Asn Phe Asp Phe Pro His Gly Asn 

85 90 95 

Pro Gly Gly Thr Ser Met Asn Asp Phe Met His Gly Pro Pro Gin Leu 

100 105 HO 

Ser His Pro Pro Asp Met Pro Asn Asn Met Ala Ala Leu Glu Lys Pro 

115 120 125 

Leu Ser His Pro Met Gin Glu Thr Met Pro His Ala Gly Ser Ser Asp 

130 135 140 

Gin Pro His Pro Ser He Gin Gin Gly Leu His Val Pro His Pro Ser 
145 150 1SS 160 

Ser Gin Ser Gly Pro Pro Leu His His Ser Gly Ala Pro Pro Pro Pro 

165 170 175 

Pro Ser Gin Pro Pro Arg Gin Pro Pro Gin Ala Ala Pro Ser Ser His 

180 185 190 

Pro His Ser Asp Leu Thr Phe Asn Pro Ser Ser Ala Leu Glu Gly Gin 

195 200 205 

Ala Gly Ala Gin Gly Ala Ser Asp Met Pro Glu Pro Ser Leu Asp Leu 

210 215 220 

Leu Pro Glu Leu Thr Asn Pro Asp Glu Leu Leu Ser Tyr Leu Asp Pro 
22S 230 235 240 

Pro Asp Leu Pro Ser Asn Ser Asn Asp Asp Leu Leu Ser Leu Phe Glu 
245 250 255 

Asn Asn 



<210> 2871 
<211> 786 
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<212> DNA 

<213> Homo sapiens 
<400> 2871 

ggtaccatga cccgttgcag ccatcagcag tctccctatc agcttctgtt tggggaaccc 
60 

tacatctttg aagaacttct gggcttgaag atccgcatct ctccagatgc ctttttccag 
120 

attaacactg ctggtgcaga gatgctgtat tggactgtag gggagctgac tggagtgaac 
180 

tctgacacca tccttcttga catccgctgt ggaactggtg tgattggcct ccctctggct 
240 

cagcatacat ctcgggtcct tgggattgaa ttgttggagc aggcagtgga ggacgcaaga 
300ccttcaatgg catcaccaac tctgaatttc atactggtca agcagagaag 360 
attttgccag ggctgctaaa gtcaaaggaa gatggacagt caattgttgc tgtggtgaac 
420 

ccagcccgtg ccggactgcg taaggatgaa cagctatttt gatgttccca gtattgtcca 
480 

tcaactttgg ttcttctttt ccacaccatg ctacgggtgc tcccagtggg ctggctctga 
540 

acctgtttcc cctctatttc taatcaatcc tgagttctgg tcagttggaa gtttgtgata 
600 

acagagacca tggtagttaa ttatactaat agcaaggtgt ttcttccttc agattacaag 
660 

gtgattcaag ccattcgaaa cttcagggcc atccacacgc tagtttttgt ttcctgcaag 
720 

ctccatggtg aatccactag gaatgtcatt gagctgtgct gtcctccaga ccccgccctg 
780 

gcgcgc 
786 

<210> 2872 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 2872 

Gly Thr Met Thr Arg Cys Ser His Gin Gin Ser Pro Tyr Gin Leu Leu 

15 10 IS 

Phe Gly Glu Pro Tyr He Phe Glu Glu Leu Leu Gly Leu Lys lie Arg 

20 25 30 

He Ser Pro Asp Ala Phe Phe Gin He Asn Thr Ala Gly Ala Glu Met 

35 40 4S 

Leu Tyr Trp Thr Val Gly Glu Leu Thr Gly Val Asn Ser Asp Thr lie 

50 55 60 

Leu Leu Asp He Cys Cys Gly Thr Gly Val He Gly Leu Pro Leu Ala 
65 70 75 80 

Gin His Thr Ser Arg Val Leu Gly He Glu Leu Leu Glu Gin Ala Val 

85 90 95 

Glu Asp Ala Arg Trp Thr Ala Ala Phe Asn Gly He Thr Asn Ser Glu 

100 105 110 

Phe His Thr Gly Gin Ala Glu Lys He Leu Pro Gly Leu Leu Lys Ser 

115 120 125 

Lys Glu Asp Gly Gin Ser He Val Ala Val Val Asn Pro Ala Arg Ala 
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130 135 140 

Gly Leu Arg Lys Asp Glu Gin Leu Phe 
145 150 

<210> 2873 
<211> 1187 
<212> DNA 

<213> Homo sapiens 
<400> 2873 

ncggactgga tcggccagag ttactccgag gtgatgagcc tcaacgagca ctccatgcag 
60 

gcgctgtcct ggcgcaagct ctacttgagc cgcgccaagc ttaaagcctc cagccggacc 
120 

tcggctctgc tctccggctt cgccatggtg gcaatggtgg aggtgcagct ggacgctgac 
180 

cacgactacc caccggggct gctcatcgcc ttcagtgcct gcaccacagt gctggtggct 
240 

gggcacctgt ttgcgctcat gatcagcacc tgcatcctgc ccaacatcga ggcggtgagc 
300 

aactgcacaa tctcaactcg gaaggagtcc ccccatgagc gcatgcaccg ccacatcgag 
360 

ctggcctggg ccttctccac cgtcatcggc acgctgctct tcctagctga ggtggtgctg 
420 

ctctgctggg tcaagttctt gcccctcaag aagcagccag gccagccaag gcccaccagc 
480 

aagccccccg ccagtggcgc agcagccaac gtcagcacca gcggcatcac cccgggccag 
540 

gcagctgcca tcgcctcgac caccatcatg gtgcccttcg gcctgatctt tatcgtcttc 
600 

gccgtccact tctaccgctc actggttagc cataagactg accgacagtt ccaggagctc 
660 

aacgagctgg cggagtttgc ccgcttacag gaccagctgg accacagagg ggaccacccc 
720 

ctgacgcccg gcagccacta tgcctaggcc catgtggtct gggcccttcc agtgctttgg 
780 

ccttacgccc ttccccttga ccttgtcctg ccccagcctc acggacagcc tgcgcagggg 
840 

gctgggcttc agcaaggggc agagcgtgga gggaagagga tttttataag agaaatttct 
900 

gcactttgaa actgtcctct aagagaataa gcatttcctg ttcttccagc tccaggtcca 
960 

cctcctgtcg ggaggcggtg gggggccaaa gtggggccac acactcgctg tgtcccctct 
1020 

cctcccctgt gccagtgcca cctgggtgcc tcctcctgtc ctgtccgtct caacctccct 
1080 

cccgtccagc attgagtgtg tacatgtgtg tgtgacacat aaatatactc ataaggacac 
1140 

ctccaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaa 
1187 

<210> 2874 
<211> 248 
<212> PRT 
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<213> Homo sapiens 



<400> 2874 

Xaa Asp Trp lie Gly Gin Ser Tyr Ser Glu Val Met Ser Leu Asn Glu 

1 5 10 15 

His Ser Met Gin Ala Leu Ser Trp Arg Lys Leu Tyr Leu Ser Arg Ala 

20 25 30 

Lys Leu Lys Ala Ser Ser Arg Thr Ser Ala Leu Leu Ser Gly Phe Ala 

35 40 45 

Met Val Ala Met Val Glu Val Gin Leu Asp Ala Asp His Asp Tyr Pro 

50 55 60 

Pro Gly Leu Leu lie Ala Phe Ser Ala Cys Thr Thr Val Leu Val Ala 
65 70 75 80 

Gly His Leu Phe Ala Leu Met He Ser Thr Cys lie Leu Pro Asn lie 

85 90 95 

Glu Ala Val Ser Asn Cys Thr He Ser Thr Arg Lys Glu Ser Pro His 

100 105 HO 

Glu Arg Met His Arg His He Glu Leu Ala Trp Ala Phe Ser Thr Val 

115 120 125 

lie Gly Thr Leu Leu Phe Leu Ala Glu Val Val Leu Leu Cys Trp Val 

130 135 140 

Lys Phe Leu Pro Leu Lys Lys Gin Pro Gly Gin Pro Arg Pro Thr Ser 
145 150 155 160 

Lys Pro Pro Ala Ser Gly Ala Ala Ala Asn Val Ser Thr Ser Gly He 

165 170 17S 

Thr Pro Gly Gin Ala Ala Ala He Ala Ser Thr Thr He Met Val Pro 

180 IBS 190 

Phe Gly Leu He Phe He Val Phe Ala Val His Phe Tyr Arg Ser Leu 

195 200 205 

Val Ser His Lys Thr Asp Arg Gin Phe Gin Glu Leu Asn Glu Leu Ala 

210 215 220 

Glu Phe Ala Arg Leu Gin Asp Gin Leu Asp His Arg Gly Asp His Pro 
225 230 235 240 

Leu Thr Pro Gly Ser His Tyr Ala 
245 



<210> 2875 

<211> 593 

<212> DNA 

<213> Homo sapiens 



<400> 2875 

nntccagcct ctctccgacc gcgtcggact ggtctgtctg agggagatgg tgacaagctc 
60 

aaggcctgcg aggtctcaaa aaataaagat ggaaaagaac aaagtgaaac tgtatcactg 
120 

tctgaagatg aaacattctc ctggccaggt cccaaaacag ttacgttgaa aagaacatct 
180 

caaggctttg gttttacatt aagacatttt attgtttatc ccccagagtc tgcaattcaa 
240 

ttttcatata aggatgaaga aaatggaaac agaggaggaa aacaaagaaa ccgcttggaa 
300 

ccaatggata ccatatttgt taagcaagtt aaagaaggag gacctgcttt tgaagctgga 
360 
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ttatgtacag gtgaccgaat tataaaagtc aatggagaaa gtgttattgg caaaacctat 
420 

tcccaagtaa ttgctttaat tcaaaacagt gatacaacat tggaacttag tgttatgcca 
480 

aaagatgaag acattctcca agtggtaagt tttatttatt catatatgag ttgttttaca 
540 

gtcatgaatg ttcggaaaat atttttgaga tggaagtatt aaagatggaa ttc 
593 



<210> 2876 

<211> 193 

<212> PRT 

<213> Homo sapiens 



<400> 2876 

Xaa Pro Ala Ser Leu Arg Pro Arg Arg Thr Gly Leu Ser Glu Gly Asp 

15 10 15 

Gly Asp Lys Leu Lys Ala Cys Glu Val Ser Lys Asn Lys Asp Gly Lys 

20 25 30 

Glu Gin Ser Glu Thr Val Ser Leu Ser Glu Asp Glu Thr Phe Ser Trp 

35 40 45 

Pro Gly Pro Lys Thr Val Thr Leu Lys Arg Thr Ser Gin Gly Phe Gly 

50 55 60 

Phe Thr Leu Arg His Phe lie Val Tyr Pro Pro Glu Ser Ala He Gin 
65 70 75 80 

Phe Ser Tyr Lys Asp Glu Glu Asn Gly Asn Arg Gly Gly Lys Gin Arg 

85 90 95 

Asn Arg Leu Glu Pro Met Asp Thr He Phe Val Lys Gin Val Lys Glu 

100 105 110 

Gly Gly Pro Ala Phe Glu Ala Gly Leu Cys Thr Gly Asp Arg He He 

115 120 125 

Lys Val Asn Gly Glu Ser Val He Gly Lys Thr Tyr Ser Gin Val He 

130 135 140 

Ala Leu He Gin Asn Ser Asp Thr Thr Leu Glu Leu Ser Val Met Pro 
145 150 155 160 

Lys Asp Glu Asp He Leu Gin Val Val Ser Phe He Tyr Ser Tyr Met 

165 170 175 

Ser Cys Phe Thr Val Met Asn Val Arg Lys He Phe Leu Arg Trp Lys 
180 185 190 

Tyr 



c210> 2877 

<211> 1921 

<212> DNA 

<213> Homo sapiens 

<400> 2877 

ngctgatgct gccgtgcggc acttgtcatg gagctggcac tgcggcgctc tcccgtcccg 
60 

cggtggttgc tgctgctgcc gctgctgctg ggcctgaacg caggagctgt cattgactgg 

cccacagagg agggcaagga agtatgggat tatgtgacgg tccgcaagga tgcctacatg 
180 
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ttctggtggc tctattatgc caccactcct gcaagaactt cagaactgcc cctggtcatg 
240 

tggcttcagg gcggtccagg cggttctagc actggatttg gaaactttga ggaaattggg 
300 

ccccttgaca gtgatctcaa accacggaaa accacctggc tccaggctgc cagtctccta 
360 

tttgtggata atcccgtggg cactgggttc agttatgtga atggtagtgg tgcctatgcc 
420 

aaggacctgg ctatggtggc ttcagacatg atggttctcc tgaagacctt cttcagttgc 
480 

cacaaagaat tccagacagt tccattctac attttctcag agtcctatgg aggaaaaatg 
540 

gcagctggca ctggtctaga gctttataag gccattcagc gagggaccat caagtgcaac 
600 

tttgcggggg ttgccttggg tgattcctgg atctcccctg ttgattcggt gctctcctgg 
660 

ggaccttacc tgtacagcat gtctcttctc gaagacaaag gtctggcaga ggtgtctaag 
720 

gttgcagagc aagtactgaa tgccgtaaat aaggggctct acagagaggc cacagagctg 
780 

tgggggaaag cagaaatgat cattgaacag aacacagatg gggtgaactt ctataacatc 
640 

ttaactaaaa gcactcccac gtctacaatg gagtcgagtc tagaattcac acagagccac 
900 

ctagtttgtc tctgtcagcg ccacgtgaga cacctacaac gagacgcctt aagccagctc 
960 

atgaatggcc ccatcagaaa gaagctcaaa attattcctg aggatcaatc ctggggaggc 
1020 

caggctacca acgtctttgt gaacatggag gaggacttca tgaagccagt catcgacatt 
1080 

gtggatacgt tgctggaggc aggggtcaat gtgactgtgt ataatgggca gctggatctc 
1140 

attgtggaca ccataggtca ggaggcctgg gtgcggaaac tgaagtggcc agaactgtcc 
1200 

agattcaatc agctgaagtg gaaggccctg tacagtgacc ctaaatcttt ggaaacatct 
1260 

gcttttgtca agtcctacaa gaaccttgct ttctactgga ttctgaaagc tggtcatatg 
1320 

gttccttctg accaagggga catggctctg aagatgatga gactggtgac tcagcaagaa 
1360 

taggatggat ggggctggag atgagctggt ttggccttgg ggcacagagc tgagctgagg 
1440 

ccgctgaagc tgtaggaagc gccattcttc cctgtatcta actggggctg tgatcaagaa 
IS 00 

ggttctgacc agcttctgca gaggataaaa tcattgtctc tggaggcaat ttggaaatta 
1560 

tttctgcttc ttaaaaaaac ctaagatttt ttaaaaaatt gatttgtttt gatcaaaata 
1620 

aaggatgata atagatatta ttttttctta tgacagaagc aaatgatgtg atttatagaa 
1680 

aaactgggaa atacaggtac ccaaagagta aatcaacatc tgtatacccc cttcccaggg 
1740 

gtaagcactg ttaccaattt agcatatgtc cttgcagaat ttttttttct atatatacat 
1800 
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"atatattttt taccaaaatg aatcattact ctatgttgtt ttactatttg tttgacatat 
1860 

cagtatatct gaaacacctt ttcatgtcaa caaatgttct tctctaacat ttaaaaaaaa 

1920 

a 

1921 

c210> 2878 
<211> 451 
<212> PRT 

<213> Homo sapiens 



<400> 2878 



Met Glu 


Leu Ala 


Leu Arg 


Arg 


Ser 


Pro 


Val 


Pro 


Arg Trp 


Leu 


Leu 


Leu 


1 






5 








10 










15 




Leu Pro 


Leu 


Leu 


Leu Gly 


Leu 


Asn 


Ala 


Gly 


Ala 


Val 


He 


Asp 


Trp 


Pro 






20 








25 










30 






Thr Glu 


Glu Gly 


Lys Glu 


val 


Trp 


Asp 


Tyr 


val 


Thr 


Val 


Arg 


Lys 


Asp 




35 








40 










45 








Ala Tyr 


Met 


Phe 


Trp Trp 


Leu 


Tyr 


Tyr 


Ala 


Thr 


Thr 


Pro 


Ala 


Arg 


Thr 


50 








SS 










60 










Ser Glu 


Leu 


Pro 


Leu val 


Met 


Trp 


Leu 


Gin 


Gly 


Gly 


Pro 


Gly 


Gly 


Ser 


65 






70 










7 5 










80 


Ser Thr 


Gly 


Phe 


Gly Asn 


Phe 


Glu 


Glu 


He 


Gly 


Pro 


Leu 


Asp 


Ser 


Asp 








85 








90 










QC 

JO 




Leu Lys 


Pro 


Arg 


Lys Thr 


Thr 


Trp 


Leu 


Gin 


Ala 


Ala 


Ser 


Leu 


Leu 








100 








105 










110 






Val Asp 


Asn 


Pro 


Val Gly 


Thr 


Gly Phe 


Ser 


Tyr 


Val 


Asn 


Gly 


Ser 


Gly 




115 








120 










125 








Ala Tyr 


Ala 


Lys 


Asp Leu 


Ala 


Met 


Val 


Ala 


Ser 


Asp Met 


Met 


Val 


Leu 


130 








135 










140 










Leu Lys 


Thr 


Phe 


Phe Ser 


Cys 


His 


Lys 


Glu 


Phe 


Gin 


Thr 


Val 


Pro 


Phe 


145 






150 










155 










160 


Tyr He 


Phe 


Ser 


Glu Ser 


Tyr 


Gly Gly 


Lys 


Met 


Ala 


Ala 


Gly 


He 


Gly 








165 








170 










17S 




Leu Glu 


Leu 


Tyr 


Lys Ala 


He 


Gin Arg 


Gly 


Thr 


He 


Lys 


Cys 


Asn 


Phe 






180 








18S 










190 






Ala Gly 


Val 


Ala 


Leu Gly 


Asp 


Ser Trp 


He 


Ser 


Pro 


Val 


Asp 


Ser 


val 




195 








200 










205 








Leu Ser 


Trp Gly 


Pro Tyr 


Leu 


Tyr 


Ser 


Met 


Ser 


Leu 


Leu 


Glu 


Asp 


Lys 


210 








215 










220 










Gly Leu 


Ala 


Glu 


val Ser 


Lys 


val 


Ala 


Glu 


Gin 


Val 


Leu 


Asn 


Ala 


Val 


225 






230 










235 










240 


Asn Lys 


Gly Leu 


Tyr Arg 


Glu 


Ala 


Thr 


Glu 


Leu 


Trp Gly 


Lys 


Ala 


Glu 








245 








250 










255 




Met He 


He 


Glu 


Gin Asn 


Thr 


Asp Gly 


Val 


Asn 


Phe 


Tyr 


Asn 


He 


Leu 






260 








265 










270 






Thr Lys 


Ser 


Thr 


Pro Thr 


Ser 


Thr 


Met 


Glu 


Ser 


Ser 


Leu 


Glu 


Phe 


Thr 




275 








280 










285 








Gin Ser 


His 


Leu 


Val Cys 


Leu 


Cys 


Gin 


Arg 


His 


Val 


Arg 


His 


Leu 


Gin 


290 








295 










300 










Arg Asp 


Ala 


Leu 


Ser Gin 


Leu 


Met 


Asn 


Gly 


Pro 


He 


Arg 


Lys 


Lys 


Leu 


30S 






310 










315 










320 


Lys lie 


He 


Pro 


Glu Asp 


Gin 


Ser Trp 


Gly 


Gly 


Gin Ala 


Thr 


Asn 


Val 
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325 


330 








335 




Phe Val 


Asn 


Met 


Glu Glu Asp 


Phe Met Lys Pro 


Val 


He 


Asp 


lie 


Val 






340 




345 






350 






Asp Thr 


Leu 


Leu 


Glu Ala Gly 


Val Asn Val Thr 


Val 


Tyr 


Asn Gly 


Gin 




355 






360 




365 








Leu Asp 


Leu 


He 


Val Asp Thr 


lie Gly Gin Glu Ala Trp 


Val 


Arg 


Lys 


370 






375 




380 










Leu Lys 


Trp 


Pro 


Glu Leu Ser 


Arg Phe Asn Gin 


Leu 


Lys 


Trp 


Lys 


Ala 


38S 






390 


395 










400 


Leu Tyr 


Ser 


Asp 


Pro Lys Ser 


Leu Glu Thr Ser 


Ala 


Phe 


Val 


Lys 


Ser 








405 


410 








415 




Tyr Lys 


Asn 


Leu 


Ala Phe Tyr 


Trp He Leu Lys 


Ala 


Gly 


His 


Met 


Val 






420 




425 






430 






Pro Ser 


Asp 


Gin 


Gly Asp Met 


Ala Leu Lys Met 


Met 


Arg 


Leu 


Val 


Thr 




435 






440 




445 









Gin Gin Glu 
450 

<210> 2879 
<211> 1352 
<212> DNA 

<213> Homo sapiens 
<400> 2879 

nacgcgtgtt cacactgaga cgggcgcacg ggcctcccct cctggggcca ggcctccccc 
60 

gcagcctgct gggtcctgag ccctgggagg agggggccgc acatcaagca ggcgccatcc 
120 

cagtggaacc ccgaccgcga aggcttcctc cctcggcccc caggcgcttc ctgaggctcc 
180 

gagtcagccc ggcccaggct ggggacggcc ccgtgtcccg ggatgggacc aggatgctgg 
240 

cctgcgggtg gctggaccct ggctcccggg gaggggctca ccgtgttctc tcttgcctct 
300 

agatgccagc ctggcggtct cattcagcca gccaatcatg tattgccagc ctcattcggg 
360 

aattctgatt ggtacttggt cacaggctcc tctcttacct gcacccctgg gcccgcacgt 
420 

ggcgagcggc caccccggct tggcctgccg accccgggag tgccagttnn tgacaagtat 
480 

gcgcccaagc tggacagccc ctacttccga cattccagcg tgagtttctt cccgtccttc 
540 

cctcctgcca tcccgggact gcccaccctg ctcccacacc ccggcccctt cgggtccctg 
600 

cagggcgctt ttcagcctaa gacttcaagc cccattgagg tggcccgccg ggctggtgcg 
660 

gttcacacac tcctgcagaa agcgcctggg gtgtctgacc cgtaccgggc ggtggtcaag 
720 

aagccgggga ggtggtgtgc cgtgcacgtg cagatcgcct ggcagatcta ccgtcaccag 
780 

cagaagataa aggagatgca gctggacccc cacaagctgg aggtgggtgc aaagctggac 
840 

ctgttcggca gaccccctgc cccgggcgtg tttgcaggct tccactaccc acaggacctg 
900 
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gcccggcccc tcttccccag cacaggtgcc gcccatcctg cctccaaccc atttggaccc 
960 

tcagcccatc ctggcagctt cccgcccact ggccccctga cagacccttt cagcagaccg 
1020 

agcacctttg ggggcctggg cagcctgagc agccacgcct ttgggggcct gggcagccat 
1060 

gcactggctc ccggtggcag catctttgcc cccaaggagg gctcctccgt gctcggcctg 
1140 

cccagccccc atgaggcctg gagccgactg caccgggccc cgccatcctt cccggctccg 
1200 

cccccgtggc ccaagtccgt ggacgcggag cgggtgtcag ccctgaccaa ccatgaccga 
1260 

gagccggtca atggcaagga ggagcaggaa cgggacctcc tggagaagac gcgcctgctg 
1320 

agccgggcct cgcccgccac ccccgctggc ca 
1352 

<210> 2880 
<211> 376 
<212> PRT 

<213> Homo sapiens 



<400> 2880 



Met Gly 


Pro 


Gly 


Cys 


Trp 


Pro 


Ala 


Gly 


Gly 


Trp Thr 


Leu 


Ala 


Pro 


Gly 


1 






5 










10 








15 




Glu Gly 


Leu 


Thr 


Val 


Phe 


Ser 


Leu 


Ala 


Ser 


Arg Cys 


Gin 


Pro 


Gly 


Gly 




20 










25 








30 






Leu lie 


Gin 


Pro 


Ala 


Asn 


His 


Val 


Leu 


Pro 


Ala Ser 


Phe 


Gly 


Asn 


Ser 




35 










40 








45 








Asp Trp 


Tyr 


Leu 


Val 


Thr 


Gly 


Ser 


Ser 


Leu 


Thr Cys 


Thr 


Pro 


Gly 


Pro 


50 










55 








60 










Ala Arg 


Gly 


Glu 


Arg 


Pro 


Pro 


Arg 


Leu 


Gly 


Leu Pro 


Thr 


Pro 


Gly 


Val 


65 








70 










75 








80 


Pro Val 


Xaa 


Asp 


Lys 


Tyr 


Ala 


Pro 


Lys 


Leu 


Asp Ser 


Pro 


Tyr 


Phe 


Arg 








85 










90 








9S 




His Set 


Ser 


Val 


Ser 


Phe 


Phe 


Pro 


Ser 


Phe 


Pro Pro 


Ala 


He 


Pro 


Gly 






100 










105 








110 






Leu Pro 


Thr 


Leu 


Leu 


Pro 


His 


Pro 


Gly 


Pro 


Phe Gly 


Ser 


Leu 


Gin 


Gly 




115 










120 








125 








Ala Phe 


Gin 


Pro 


Lys 


Thr 


Ser 


Ser 


Pro 


He 


Glu Val 


Ala 


Arg 


Arg 


Ala 


130 










135 








140 










Gly Ala 


Val 


His 


Thr 


Leu 


Leu 


Gin 


Lys 


Ala 


Pro Gly 


Val 


Ser 


Asp 


Pro 


14 5 








150 










1S5 








160 


Tyr Arg 


Ala 


val 


Val 


Lys 


Lys 


Pro 


Gly 


Arg 


Trp Cys 


Ala 


Val 


His 


Val 








165 










170 








175 




Gin He 


Ala 


Trp 


Gin 


lie 


Tyr 


Arg 


His 


Gin 


Gin Lys 


He 


Lys 


Glu 


Met 






180 










185 








190 






Gin Leu 


ASp 


Pro 


His 


Lys 


Leu 


Glu 


val 


Gly 


Ala Lys 


Leu 


Asp 


Leu 


Phe 




19S 










200 








205 








Gly Arg 


Pro 


Pro 


Ala 


Pro 


Gly 


val 


Phe 


Ala 


Gly Phe 


His 


Tyr 


Pro 


Gin 


210 










215 








220 










Asp Leu 


Ala 


Arg 


Pro 


Leu 


Phe 


Pro 


Ser 


Thr 


Gly Ala 


Ala 


His 


Pro 


Ala 


225 








230 










235 








240 


Ser Asn 


Pro 


Phe 


Gly 


Pro 


Ser 


Ala 


His 


Pro 


Gly Ser 


Phe 


Leu 


Pro 


Thr 
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245 

Gly Pro Leu Thr Asp Pro Phe Ser 
260 

Gly Ser Leu Ser Ser His Ala Phe 
275 280 
Ala Pro Gly Gly Ser He Phe Ala 

290 295 
Gly Leu Pro Ser Pro His Glu Ala 
305 310 
Pro Ser Phe Pro Ala Pro Pro Pro 
32S 

Arg Val Ser Ala Leu Thr Asn His 
340 

Glu Glu Gin Glu Arg Asp Leu Leu 
355 360 
Ala Ser Pro Ala Thr Pro Ala Gly 
370 375 

<210> 2881 

<211> 3021 

<212> DNA 

<213> Homo sapiens 

<400> 2881 

cctagggagg ccaggcaaga agcagaggac 
60 

gaaaccgacc aagatgctgg ggacgtgggt 
120 

cttcttggga ccttgccctg ccaggaagca 
180 

gtcctgaggc acgtgtttgc cttcctcccg 
240 

gtgtgccact tgtggaggga gaccatcagt 
300 

taccatcgat acctgatgaa tgaagagcaa 
360 

aactgtggca tagaaaagga gtcagacctg 
420 

accactaagt gctctccgag tgtggatccc 
480 

cccctcctcc ccgaggctga ggcgtgtgtg 
540 

gccgggggtg tcaacatctg ggccctggtg 
600 

aatgacatcc agcgactgct cttctgcctc 
660 

gatgtcaccg agaccctgta ctgcatagcc 
720 

attaacatca gcaataggat tcactacaac 
780 

tcctgcactc aggccacaaa agttaaagag 
840 

atccaactta cacatgaaca acagctgatt 
900 





250 


255 




Arg 


Pro Ser Thr Phe 


Gly Gly 


Leu 


265 




270 




Gly 


Gly Leu Gly Ser 


His Ala 


Leu 




285 






Pro 


Lys Glu Gly Ser 


Ser val 


Leu 




300 






Trp 


Ser Arg Leu His 


Arg Ala 


Pro 




315 




320 


Trp 


Pro Lys Ser Val 


Asp Ala 


Glu 




330 


335 




Asp 


Arg Glu Pro Val 


Asn Gly 


Lys 


345 




350 




Glu 


Lys Thr Arg Leu 


Leu Ser 


Arg 



365 



agtacgtctc ggctctctgc ggagtctggt 
cctgatccca ttcctgactc atactatggg 
ctgagccaca tttgcagcct gcctagtgag 
gtggaagacc tctattggaa cctgagcttg 
gacccgctgt tcattccttg gaagaagctg 
gctgtcagca aagtggacgg catcctgtct 
tgtgtgctga acctcatacg atacacagcc 
gagagggtgc tgtggagtct gagggaccac 
cggcaacacc tccccgacct ctacgctgct 
gcggctgtgg tgctcctctc cagcagtgtg 
cggagaccca gctccacggt gaccatgcca 
gcgcttctct acgccatgag ggagaagggg 
attttctatt gcctatatct tcaggagaat 
gagccacctg tctggccagg caagaaaacc 
ctgaatcaca agatggaacc tctccaggtg 
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gtgaaaatta tggcctttgc 
960 

aagtggtctc agagcaggtc 
1020 

gaacgcgtct tccccagcaa 
10B0 

atagggcgga agtaccagtc 
1140 

gtcaactccg tccttgctga 
1200 

actctagaaa acttctttgc 
1260 

tggtgtaaga acagccaagg 
1320 

gtccttgaag cgagccgcct 
1380 

gcgcaccaga tgactcatga 
1440 

gcctcttttg acgccatctt 
1500 

atagttctgt ctcagccatg 
1560 

accttccggg gtgcggtcaa 
1620 

acgcagagtt ttcggtttgg 
1680 

tgcaagagag tcaggaaaaa 
1740 

gacgcaaagg ggcaagtggc 
1800 

gtacgggtga cggaagggga 
1860 

tttggattgg acagaatcat 
1920 

aaacaaaacc tcgtcattaa 
1980 

agtggcttca agaggtatgt 
2040 

gttgttgaaa agtataacat 
2100 

atagaagact tggactttgc 
2160 

gagtttgaca ctgtgcatgt 
2220 

ctgccccagc ttccgcactt 
2280 

tatgttgcag taactcgagc 
2340 

ttgactttgg ctggggagta 
2400 

ggcgtggtgc gctgctgcgt 
2460 

accatgaaga agctgcccat 
2S20 



cggcactggg aagacctcaa 
tctgtatgtg acattcaaca 
cgtcatctgc aaaaccttcc 
aaagaagaag ttgaatctct 
agggaagggt ggattcataa 
ctcggctgac gaagagctga 
acagagagtc atggttgagc 
ctgggataac atgcggaagc 
cggctacttg aaactctggc 
tgtggatgag gcccaggact 
tgggaaaatc tttgtagggg 
cgccctgttc acagtgcccc 
tgtggaaata gcttatgtgg 
gactttggtt ggaggaaacc 
cttgttgtcc cggaccaacg 
attcccttca aggatacatt 
tgacatttgg atccctcttc 
agacaaattt atcagaagat 
gaccgctgcc gaggacaagg 
caggattcca gagctggtgc 
agagtacatt ctgggcactg 
tttggatgat tttgtgaaag 
cagagttgag tcattttctg 
caagaagcgt ctcatcatga 
cttcttgcaa gcagagctga 
gggacagtgc aacaatgcca 
cacctatagc aacaggaagg 



cgctggtcaa gtatgcagag 
agagcatcgc aaagcaggcc 
actccatggc ctacgggcac 
tcaagttaac acccttcatg 
gagccaagct tgtgtgtaag 
ccattgatca cgtgcctatt 
agagtgaaaa actgaatggt 
tgggggagtg cacagaagag 
agctgagcaa gccttcgctg 
gcacaccagc tatcatgaac 
acccgcacca gcagatctat 
acacccacgt cttctatctc 
gagctactat cttggatgtt 
atcagagtgg cattagaggt 
ccaacgtgtt tgatgaggcc 
tgattggggg gattaaatca 
agccagagga agaacggagg 
gggtgcacaa agaaggcttt 
agcttgaagc caagatcgca 
aaaggataga aaaatgccat 
tgcacaaagc caaaggcctg 
tgccttgtgc ccggcataac 
aggatgaatg gaatttactg 
ccaaatcatt ggaaaacatt 
caagcaacgt cttaaaaaca 
tccctgttga caccgtcctt 
aaaacaaggg gggctacctc 
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tgccactcct gtgcggagca gcgcatcggg cccctggcgt tcctgacagc ctccccggag 
25BO 

caggtgcgcg ccatggagcg cactgtggag aacatcgtac tgccccggca tgaggccctg 
2640 

ctcttcctcg tcttctgagg acaaggcgca cgttctccgc agtgcagagc agcttgccga 
2700 

ggaccccgcg tgaagaaagc cagcgagggg ggcttctgct ccctgagact ctgggttcac 
2760 

ccacagcact ctctgaggaa gaggacacca gcccaagctg gacctgccat ttctccactc 
2820 

cctacagaca gccagtctcc acttgcctcc cctctggatg tatctggtca gggaagtggg 
2880 

ggatgttctt ttgataaaaa aaaaaaaaaa ttttatgtat ttaaactttt attacaagat 
2940 

ttcaattaaa caggcaccat agcactggca aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
3000 

aaaaaaaaaa aaaaaaaaaa a 
3021 



<210> 2882 
<211> 96 
<212> PRT 

<213> Homo sapiens 



<400> 2882 

Gly Gin Gly Ala Arg Ser Pro Gin Cys Arg Ala Ala Cys Arg Gly Pro 

1 5 10 15 

Arg Val Lys Lys Ala Ser Glu Gly Gly Phe Cys Ser Leu Arg Leu Trp 

20 25 30 

Val His Pro Gin His Phe Leu Arg Lys Arg Thr Pro Ala Gin Ala Gly 

35 40 45 

Pro Ala lie Ser Pro Leu Pro Thr Asp Ser Gin Ser Pro Leu Ala Ser 

50 55 60 

Pro Leu Asp Val Ser Gly Gin Gly Ser Gly Gly Cys Ser Phe Asp Lys 
65 70 75 80 

Lys Lys Lys Lys Phe Tyr Val Phe Lys Leu Leu Leu Gin Asp Phe Asn 
85 90 95 

<210> 2883 
<211> 516 
c212> DNA 

<213> Homo sapiens 
<400> 2883 

gagaaggagg acaggggtga gtactccccc gcacttgccc tgcccagcct ccggggctgc 
60 

taccacgagg ggccggctgg tggtgcggcg gcggcaccga gcagtgtgga cacgtacccg 
120 

tacgggctgc ccacacctcc tgaaatgtct cccctggacg tgctggagcc ggagcagacc 
180 

ttcttctccc ccccctgcca ggaggagcat ggccatcccc gccgcatccc ccacctgcca 
240 

gggcacccgt actcaccgga gtacgcccca agccctctcc actgtagcca ccccctgggc 
300 
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tccctggccc ttggccagtc ccccggcgtc tccatgatgt cccctgtacc cggccgtccc 
360 

ccatctcctg cctattactc cccggccacc taccacccac tccaccccaa cctccaagcc 
420 

cacctgggcc agctttcccc gcctcctgag caccctggct tcgacgccct ggatcaactg 
480 

• aaccagggtg aactcctggg ggacatggat cgcaat 
516 

<210> 2884 
<211> 172 
<212> PRT 

<213> Homo sapiens 



<400> 2864 



Glu Lys 


Glu 


Asp 


Arg 


Gly 


Glu 


Tyr 


Ser 


Pro 


Ala 


Leu 


Ala 


Leu 


Pro 


Ser 


1 






5 










10 










15 




Leu Arg 


Gly 


Cys 


Tyr 


His 


Glu 


Gly 


Pro 


Ala 


Gly Gly 


Ala 


Ala 


Ala 


Ala 






20 










25 










30 






Pro Ser 


Ser 


Val 


Asp 


Thr 


Tyr 


Pro 


Tyr 


Gly 


Leu 


Pro 


Thr 


Pro 


Pro 


Glu 




35 










40 










45 








Met Ser 


Pro 


Leu 


Asp 


Val 


Leu 


Glu 


Pro 


Glu 


Gin 


Thr 


Phe 


Phe 


Ser 


Ser 


SO 










55 










60 










Pro Cys 


Gin 


Glu 


Glu 


His 


Gly 


His 


Pro 


Arg 


Arg 


He 


Pro 


His 


Leu 


Pro 


65 








70 










75 










80 


Gly His 


Pro 


Tyr 


Ser 


Pro 


Glu 


Tyr 


Ala 


Pro 


Ser 


Pro 


Leu 


His 


Cys 


Ser 








85 










90 










95 




His Pro 


Leu 


Gly 


Ser 


Leu 


Ala 


Leu 


Gly 


Gin 


Ser 


Pro 


Gly 


Val 


Ser 


Met 






100 










105 










110 






Met Ser 


Pro 


Val 


Pro 


Gly 


Cys 


Pro 


Pro 


Ser 


Pro 


Ala 


Tyr 


Tyr 


Ser 


Pro 




115 










120 










125 








Ala Thr 


Tyr 


His 


Pro 


Leu 


His 


Ser 


Asn 


Leu 


Gin 


Ala 


His 


Leu 


Gly 


Gin 


130 










135 










140 










Leu Ser 


Pro 


Pro 


Pro 


Glu 


His 


Pro 


Gly 


Phe 


Asp Ala 


Leu 


Asp 


Gin 


Leu 


145 








150 










155 










160 


Asn Gin 


Gly 


Glu 


Leu 


Leu 


Gly 


Asp 


Met 


Asp 


Arg Asn 











165 170 



<210> 2885 
<211> 807 
<212> DNA 

<213> Homo sapiens 
<400> 2885 

aagcttcagg gcattgggca tttcangaat accattcgag aaatgttttc tcagttcgca 
60 

gagtttgatg atgaactgga tagcatggct ccagtgggga gagatgcaga aacattgcaa 
120 

aagcaaaagg aaactataaa agcctttcta aagaaaccag aagccctcat agcaagcaat 
180 

gacaatgcca ataaaacctg caagatgatg ttagccacag aagaaacctc tcctgacctt 
240 

gttggaatca aaagggactt ggaggcctta agcaaacaat gcaacaagtt actggaccga 
300 
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gcccaagcca 


gagaagagca 


qqttqaaggg 


360 






aaattgaaag 


aattttctac 


tctgctccag 


420 






cctgttggta 


tggaaacgga 


gacaattaat 


480 






aaagaagaga 


ttgaaccctt 


gcaaggtaaa 


540 






cttattcaga 


gtgctgccaa 


aagcactagc 


600 






gtcaatgcac 


ggtggaagac 


tctcaataag 


660 






gaggccttgc 


tgcactgtgg 


gaggttccag 


720 






gtggacaccg 


aggagcttgt 


ggccaatcag 


780 






aaggacaaga 


tacaagaaca 


aaagctt 


807 







acaattaagc 


gccttgaaga 


attttacagc 


aaagccgaag 


aacatgaaga 


gtcacaaggt 


cagcagctta 


acatgttcaa 


ggtattccag 


cagcaagatg 


taaactggtt 


aggtcaaggc 


actcagggct 


tggagcatga 


cctggatgat 


aaggtggctc 


agcgagcagc 


ccagctgcag 


gatgccctgg 


agtccctgct 


cagctggatg 


aagcccccgt 


cggccgagtt 


caaagtggta 



<210> 2886 

<211> 269 

<212> PRT 

<213> Homo sapiens 



<400> 2886 
Lys Leu Gin 
1 

Ser Gin Phe 

Gly Arg Asp 
35 

Phe Leu Lys 
50 

Lys Thr Cys 
65 

Val Gly lie 

Leu Leu Asp 

Lys Arg Leu 
115 

Leu Gin Lys 
130 

Glu Thr Glu 
145 

Lys Glu Glu 

Leu Gly Gin 

Gly Leu Glu 
195 

Asn Lys Lys 

210 
His Cys Gly 



Gly lie 
5 

Ala Glu 
20 

Ala Glu 

Lys Leu 

Lys Met 

Lys Arg 

85 
Arg Ala 
100 

Glu Glu 

Ala Glu 

Thr He 

He Glu 
165 
Gly Leu 
180 

His Asp 
Val Ala 
Arg Phe 



Gly His Phe Xaa 
Phe Asp 
Thr Leu 



Glu Ala 

55 
Met Leu 
70 

Asp Leu 

Gin Ala 

Phe Tyr 

Glu His 
135 
Asn Gin 
150 

Pro Leu 

He Gin 

Leu Asp 

Gin Arg 
215 
Gin Asp 



Asp Glu 

25 
Gin Lys 
40 

Leu He 



Ala Thr 

Glu Ala 

Arg Glu 
105 
Ser Lys 
120 

Glu Glu 

Gin Leu 

Gin Gly 

Ser Ala 
185 
Asp Val 
200 

Ala Ala 
Ala Leu 



Asn Thr 
10 

Leu Asp 

Gin Lys 

Ala Ser 

Glu Glu 

75 
Leu Ser 
90 

Glu Gin 

Leu Lys 

Ser Gin 

Asn Met 
1S5 
Lys Gin 
170 

Ala Lys 
Asn Ala 
Gin Leu 
Glu Ser 



He Arg 

Ser Met 

Glu Thr 

45 
Asn Asp 
60 

Thr Ser 

Lys Gin 

Val Glu 

Glu Phe 
125 
Gly Pro 
140 

Phe Lys 

Gin Asp 

Ser Thr 

Arg Trp 
205 
Gin Glu 
220 

Leu Leu 



Glu Met Phe 
15 

Ala Pro Val 
30 

He Lys Ala 

Asn Ala Asn 

Pro Asp Leu 
80 

Cys Asn Lys 
95 

Gly Thr He 
110 

Ser He Leu 

Val Gly Met 

Val Phe Gin 
160 

Val Asn Trp 
175 

Ser Thr Gin 
190 

Lys Thr Leu 
Ala Leu Leu 
Ser Trp Met 
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225 230 235 240 

Val Asp Thr Glu Glu Leu Val Ala Asn Gin Lys Pro Pro Ser Ala Glu 

245 250 255 

Phe Lys Val Val Lys Asp Lys lie Gin Glu Gin Lys Leu 
260 265 

<210> 2887 
<211> 1945 
<212> DNA 

<213> Homo sapiens 
<400> 2887 

nngggggccg tttaaagatg gcggcggagg aacctcagca gcagaagcag gagccgctgg 
60 

gcagcgactc cgaaggtgtt aactgtctgg cctatgatga agccatcatg gctcagcagg 
120 

accgaattca gcaagagatt gctgtgcaga accctctggt gtcagagcgg ctggagctct 
180 

cggtcctaca caaggagtat gctgaagatg acaacatcta tcaacagaag atcaaggacc 
240 

tccacaaaaa gtactcgtac atccgcaaga ccaggcctga cggcaactgt ttctatcggg 
300 

ctttcggatt ctcccacttg gaggcactgc tggatgacag caaggagttg cagcggtgag 
360 

aagggtgggc actgggcacc gaggcaggtg ggtgtctacc tcctccccgg gcgagtagga 
420 

tgtgtctcga gtagggtgtc tccctccttc ccgggcgatg ggctggactc tggccttgcc 
480 

aggcggggca gtgctgtctc ggccctggcg tctgggctgg tcgaggagcc catgctgggc 
540 

ccgcctttcc atcccacccc caggttcaag gctgtgtctg ccaagagcaa ggaagacctg 
600 

gcgtcccagg gcttcactga attcacaatt gaggatttcc acaacacgtt catggacctg 
660 

attgagcagg tggagaagca gacctctgtc gccgacctgc tggcctcctt caacgaccag 
720 

agcacctccg actaccttgt ggtctacctg cggctgctca cctcgggcta cctgcagcgc 
780 

gagagcaagt tcttcgagca cttcatcgag ggtggacgga ctgtcaagga gttctgccag 
840 

caggaggtgg agcccatgtg caaggagagc gaccacatcc acatcattgc gctggcccag 
900 

gccctcagcg tgtccatcca ggtggagtac atggaccgcg gcgagggcgg caccaccaat 
960 

ccgcacatct tccctgaggg ctccgagccc aaggtctacc ttctctaccg gcctggacac 
1020 

tacgatatcc tctacaaata gggctggctc cagcccgctg ctgccctgct gcccccctct 
1080 

gccaggcgct agacatgtac agaggttttt ctgtggttgt aaatggtcct atttcacccc 
1140 

cttcttcctg tcacatgacc cccccccatg ttttattaaa gggggtgctg gtggtgagcc 
1200 

gtgtgtgcgt gtccctgctc tgctgcccgc ctggctgctc tgtctgctgc cccctccccc 
1260 
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caggtgggtc 


cccctgcttt 


tcacctatct 


1320 






tgaggggcca 


ggcctcttgg 


aggcccctcc 


1380 






ttagctggct 


caggggcttc 


tatgggatcc 


1440 






ccagggccac 


ccacacttca 


tctgccccct 


1500 






ccccagaccc 


cagcttcctg 


ccctccaccg 


1560 






aggggccttt 


gtgaggctgg 


acccggctca 


1620 






ggtgcccggg 


cagtgccatc 


ctggtggggg 


1680 






gtcctcaggt 


ctaggcaggg 


ctgccggttc 


1740 






cctgtgcctg 


ccttgcaccc 


cctctgcttg 


1800 






ttgccttcac 


ctcttttctt 


ccccgccccc 


1860 






tgagctcctt 


gggggcaggc 


cctcaataaa 


1920 






aaaaaaaaaa 


aaaaaaaaaa 


aaaaa 


1945 







actcctgagc ttccccaaca ggagcaggtt 
tgcttcgttg ggttctgctt ccttcccttc 
tggaagttcc ttagggactt gcccagggtc 
cataggcccc acctccacgt cccggctggg 
ggagtctgca tggttgggag tcctgggtgg 
gggcaggtgg aggagctggg cctcccacag 
agggcagcct tcaaacgtgt ggggtctaca 
tccacctccc catccgcccc aggccccctg 
ggccacggtg tctctgcatt gcctgccttt 
tgcacattcg gggtctcagc ccccaggctg 
tgtgaactgc tgctgccaaa aaaaaaaaaa 



<210> 2888 
<211> 315 
<212> PRT 

<213> Homo sapiens 



<400> 2888 

Met Met Lys Pro Ser Trp Leu Ser Arg Thr Glu Phe Ser Lys Arg Leu 

15 10 15 

Leu Cys Arg Thr Leu Trp Cys Gin Ser Gly Trp Ser Ser Arg Ser Tyr 

20 25 30 

Thr Arg Ser Met Leu Lys Met Thr Thr Ser He Asn Arg Arg Ser Arg 

35 40 45 

Thr Ser Thr Lys Ser Thr Arg Thr Ser Ala Arg Pro Gly Leu Thr Ala 

50 55 60 

Thr Val Ser He Gly Leu Ser Asp Ser Pro Thr Trp Arg His Cys Trp 
65 70 75 80 

Met Thr Ala Arg Ser Cys Ser Gly Glu Lys Gly Gly His Trp Ala Pro 

85 90 95 

Arg Gin Val Gly Val Tyr Leu Leu Pro Gly Arg Val Gly Cys Val Ser 

100 105 HO 

Ser Arg Val Ser Pro Ser Phe Pro Gly Asp Gly Leu Asp Ser Gly Leu 

115 120 125 

Ala Arg Arg Gly Ser Ala Val Ser Ala Leu Ala Ser Gly Leu Val Glu 

130 135 140 

Glu Pro Met Leu Gly Pro Pro Phe His Pro Thr Pro Arg Phe Lys Ala 
145 ISO 1S5 160 

Val Ser Ala Lys Ser Lys Glu Asp Leu Val Ser Gin Gly Phe Thr Glu 

165 170 175 

Phe Thr He Glu Asp Phe His Asn Thr Phe Met Asp Leu He Glu Gin 
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180 


185 






190 


Val Glu 


Lys Gin Thr 


Car Ua 1 A 1 a &qn 

afir vdi Mio txstfj 


Leu Leu Ala 


Ser 


Phe Asn Asp 




195 


200 




205 




Gin Ser 


Thr Ser Asp 


Tyr Leu Val Val 


Tyr Leu Arg 


Leu 


Leu Thr Ser 


210 


215 


220 






Gly Tyr 


Leu Gin Arg 


Glu Ser Ly3 Phe 


Phe Glu His 


Phe 


He Glu Gly 


225 




230 


235 




240 


Gly Arg 


Thr val Lys 


Glu Phe Cys Gin 


Gin Glu Val 


Glu 


Pro Met Cys 


245 




250 




255 


Lys Glu 


Ser Asp His 


He His He He 


Ala Leu Ala 


Gin 


Ala Leu Ser 


260 


265 






270 


Val Ser 


He Gin Val 


Glu Tyr Met Asp 


Arg Gly Glu 


Gly 


Gly Thr Thr 




275 


280 




285 




Asn Pro 


His He Phe 


Pro Glu Gly Ser 


Glu Pro Lys 


Val 


Tyr Leu Leu 


290 




295 


300 






Tyr Arg 


Pro Gly His 


Tyr Asp He Leu 


Tyr Lys 






305 




310 


315 







<210> 2889 
<211> 614 
<212> DNA 

<213> Homo sapiens 
<400> 2889 

gtgcacctcc ccgaggtgca gctgccgaaa gtgtcagaga ttcggctgcc ggaaatgcaa 
60 

gtgnccgaag ttcccgacgt gcatcttccg aagncaccag aggtgaagct gcccagggct 
120 

ccggaggtgc agctaaaggc caccaaggca gaacaggcag aagggatgga atttggcttc 
180 

aagatgccca agatgaccat gcccaagcta gggagggcag agtccccatc acgtggcaag 
240 

ccaggcgagg cgggtgctga ggtctcaggg aagctggtaa cacttccctg tctgcagcca 
300 

gaggtggatg gtgaggctca tgtgggtgtc ccctctctca ctctgccttc agtggagcta 
360 

gacctgccag gagcacttgg cctgcagggg caggtcccag ccgctaaaat gggcaaggga 
420 

gagcgggcgg agggccccga ggtggcagca ggggtcaggg aagtgggctt ccgagtgccc 
480 

tctgttgaaa ttgtcacccc acagctgccc gccgtggaaa ttgaggaagg gcggctggag 
540 

atgatagaga caaaagtcaa gccctcttcc aagttctcct tacctaagtt tggactctcg 
600 

ggaccaaagg tggc 
614 

<210> 2890 
<211> 204 
<212> PRT 

<213> Homo sapiens 
<400> 2890 

Val His Leu Pro Glu Val Gin Leu Pro Lys Val Ser Glu He Arg Leu 
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1 








5 10 


15 




Pro 


Glu 


Met 


Gin 


Val Xaa Glu Val Pro Asp Val 


His Leu Pro Lys 


Xaa 








20 


2S 


30 




Pro 


Glu 


Val 


Lys 


Leu Pro Arg Ala Pro Glu Val 


Gin Leu Lys Ala 


Thr 






35 




40 


45 




Lys 


Ala 


Glu 


Gin 


Ala Glu Gly Met Glu Phe Gly 


Phe Lys Met Pro 


Lys 




50 






55 


60 




Met 


Thr 


Met 


Pro 


Lys Leu Gly Arg Ala Glu Ser 


Pro Ser Arg Gly 


Lys 


65 








70 75 




80 


Pro 


Gly 


Glu 


Ala 


Gly Ala Glu Val Ser Gly Lys 


Leu Val Thr Leu 


Pro 










85 90 


95 




Cys 


Leu 


Gin 


Pro 


Glu Val Asp Gly Glu Ala His 


Val Gly Val Pro 


Ser 








100 


105 


110 




Leu 


Thr 


Leu 


Pro 


Ser Val Glu Leu Asp Leu Pro 


Gly Ala Leu Gly 


Leu 






115 




120 


125 




Gin 


Gly 


Gin 


Val 


Pro Ala Ala Lys Met Gly Lys 


Gly Glu Arg Ala 


Glu 




130 






135 


140 




Gly 


Pro 


Glu 


Val 


Ala Ala Gly Val Arg Glu Val 


Gly Phe Arg Val 


Pro 


14 S 








150 155 




160 


Ser 


Val 


Glu 


He 


Val Thr Pro Gin Leu Pro Ala 


Val Glu He Glu 


Glu 










165 170 


175 




Gly 


Arg 


Leu 


Glu 


Met He Glu Thr Lys Val Lys 


Pro Ser Ser Lys 


Phe 








180 


185 


190 




Ser 


Leu 


Pro 


Lys 


Phe Gly Leu Ser Gly Pro Lys 


Val 








195 




200 







<210> 2891 

<211> 565 

<212> DNA 

<213> Homo sapiens 

<400> 2891 

tttttttttt tttttttttt tttttttttt tttttttttc ccatgctccc actggtttat 
60 

ttcaacccca aatattttcc aacagaagta gaaaacaggg catattaaac aaacaacaaa 
120 

ccaaccaacc aacaaaacta aaagtgatac tgacacagtt caggtgataa gcaggaaaat 
180 

gggattatca gacaccggct ctttggcaca cactgcgaag tcagcccctc tgcccagtct 
240 

ggaaaagcaa cggcgtaagt caatgtgatg aagaggtcca gcctctcgtc gggaacttgg 
300 

ccgcaaaatg ggtaatgctt ttctgtagga tgtggagtgt agctggtgtt gcaatggtgt 
360 

tttgctcagg gctcggcaca gacgtcctcc ggccttccac tgcgatgttg ctctttggtc 
420 

tcttaacaac atggggacga ggtgggcgca cctttccaaa gtggactgtg atttggccgc 
480 

cgttcttctc ggagcttggg gttccttgcc ctccaccagt ggggacggtg cagtctttgg 
540 

cagctgctct tctggggtgg gggcc 
565 

<210> 2892 
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<211> 90 

<212> PRT 

<213> Homo sapiens 



<400> 2892 

Met Leu Leu Arg Asp Gin Arg Ala 

1 5 
Arg Leu Cys Arg Ala Leu Ser Lys 
20 

Ser Thr Ser Tyr Arg Lys Ala Leu 

35 40 
Arg Glu Ala Gly Pro Leu His His 

SO 55 
Arg Leu Gly Arg Gly Ala Asp Phe 
65 70 
Ser Asp Asn Pro lie Phe Leu Leu 
85 



Thr Ser Gin Trp Lys Ala Gly Gly 

10 15 
Thr Pro Leu Gin His Gin Leu His 
25 30 
Pro He Leu Arg Pro Ser Ser Arg 
45 

lie Asp Leu Arg Arg Cys Phe Ser 
60 

Ala Val Cys Ala Lys Glu Pro Val 
7S 80 

He Thr 
90 



<210> 2893 

<211> 2270 

<212> DNA 

<213> Homo sapiens 



<400> 2893 

cacaactctt cacccattcc 
60 

agccctgtcc aagctctatg 
120 

tcaattctgg cctgtgctct 
180 

gtagggagca ccctacaggc 
240 

gcacccgaca ggcagagttt 
300 

aggggttact gcaggcaggt 
360 

ttttgttctg tccctctctg 
420 

ccatctgcat ctcttcatct 
480 

tgcctcttcc tctgccattc 
540 

cactctccct ataactggcc 
600 

gggcagctgc actctatgtc 
660 

cgctttgcca acatgctggg 
720 

gtggaggagt tgaaggcacg 
780 

gaccggggct tctgcgtgga 
840 

tttgacaaga gggctgccgc 
900 



ctgccccctt ctggatacgc 
agacctctct ctgcctgcag 
tctagggaga ctagatgtat 
atgacttggc agctaggcca 
attccctcag cttgggggtg 
ttctgtttct ttgcatcccg 
gtgtatttac tttctctctt 
ctgcctctct tgcctgcatt 
cctctcttcc ccctcagtct 
tctccctgcc cagaccttcc 
cacctggatg gagctatatc 
ccagccgggc tccacccctc 
attccatgat gaaaagaaga 
ggtgaacacg gcctttgagg 
actggacgca ggcaacatca 



cgcctgttct ttctgtgcct 
tctgtttctg ctgtacctcc 
gcaccaccca gaaactgcca 
tgtttatttc ccttggtggg 
gcagtggtgg tggtagtgct 
ggactggctt gttctcacct 
tttgcattgt tctcagcctt 
tcctcaatct tgattgtccc 
gtggctctgc ctccctgtct 
tggacgagct gcatgagaca 
cagcagtcag cactgatgtc 
tggacttatc caagttctat 
tcattaagga catccttaag 
acttcgccca cgtcataagc 
agctgacctt caatagtctg 
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ctggagaaag cagaggcacg ggagagggag cgggagaagg aggaggcacg caggatgcgg 
960 

cgcagggaag ctgcccttcg aagcatgctg aggcaggctg tgcctgctct ggagctaggc 
1020 

actgcctggg aagaggtccg tgagcgtttt gtgtgtgact cagcctttga gcagatcacc 
1080 

ctggagtcgg agcggatccg gctcttccgg gagttcctac aggtgctgga gactgaatgc 
1140 

cagcacctcc acaccaaagg ccgaaagcat ggcaggaaag gcaagaagca ccatcacaag 
1200 

cgttcccact caccctcagg ctctgagtca gaagaagagg agctgccccc accatctctc 
1260 

cggcccccca agcggaggag gcggaacccc tcagagtcag gctctgagcc ctcttcctca 
1320 

cttgattcag ttgaaagtgg gggtgctgcc cttggaggac ggggctcccc ttcctcccat 
1380 

cttcttggag cagatcatgg ccttcggaaa gccaagaaac caaaaaagaa aactaagaag 
1440 

agaagacaca agtcgaatag tcctgagagt gagacagacc ctgaggagaa agctggcaag 
1500 

gagagcgatg agaaagaaca agaacaggac aaggacaggg agctccaaca ggcagagctc 
1560 

cctaaccgtt ccccaggctt tggaatcaag aaggagaaga caggctggga cacgtcagaa 
1620 

agtgagctga gtgagggtga gctggagagg cggcggcgga cactcctaca gcagctggat 
1680 

gatcaccagt gacccaatga gctgttctct gcctcgggtc tgtgtgaggc catggctcct 
1740 

gggccaccct caccgtctgc ctcagacttc ttccttagtc tggtccgtgt ccactttttc 
1800 

taaagtaacc ccacccccag cacaccattg ttggcacctc tcaaggttgc tcttggtgtt 
1860 

caagggtccc ctactccctg gactagtgca gtccttgccc tcagccccag accagagatg 
1920 

ggtggtatat gccatgtggg gtgggtgatg ccagtagata aaagtgtgag agaaggggtc 
1980 

tccagggaag agtcacaggc tgttggacgc agcctgggtg gcagagggca gggtcatcac 
2040 

cctctagcat cagtgcctgc tcctgcctgc cctggccctg aggctccacc acttcttcct 
2100 

ccacccagga cctaatgtac gtgtgttttg ttttttgttt tttaaataac aatatttata 
2160 

acatgaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2220 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaag 
2270 

<210> 2894 
<211> 490 
<212> PRT 

<213> Homo sapiens 
<400> 2894 

Met Phe lie Ser Leu Gly Gly Ala Pro Asp Airg Gin Ser Leu Phe Pro 
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X S 10 15 

Gin Leu Gly Gly Gly Ser Gly Gly Gly Ser Ala Arg Gly Tyr Cys Arg 

20 25 30 

Gin Val Ser Val Ser Leu His Pro Gly Thr Gly Leu Phe Ser Pro Phe 

35 40 45 

Cys Ser Val Pro Leu Trp Cys He Tyr Phe Leu Ser Phe Cys He Val 

50 55 60 

Leu Ser Leu Pro Ser Ala Ser Leu His Leu Cys Leu Ser Cys Leu His 
65 70 75 80 

Phe Leu Asn Leu Asp Cys Pro Cys Leu Phe Leu Cys His Ser Leu Ser 

85 90 95 

Ser Pro Ser Val Cys Gly Ser Ala Ser Leu Ser His Ser Pro Tyr Asn 

100 105 HO 

Trp Pro Leu Pro Ala Gin Thr Phe Leu Asp Glu Leu His Glu Thr Gly 

115 120 125 

Gin Leu His Ser Met Ser Thr Trp Met Glu Leu Tyr Pro Ala Val Ser 

130 135 140 

Thr Asp Val Arg Phe Ala Asn Met Leu Gly Gin Pro Gly Ser Thr Pro 
145 150 15S 160 

Leu Asp Leu Phe Lys Phe Tyr Val Glu Glu Leu Lys Ala Arg Phe His 

165 170 175 

Asp Glu Lys Lys He He Lys Asp He Leu Lys Asp Arg Gly Phe Cys 

180 185 190 

Val Glu val Asn Thr Ala Phe Glu Asp Phe Ala His Val He Ser Phe 

195 200 205 

Asp Lys Arg Ala Ala Ala Leu Asp Ala Gly Asn He Lys Leu Thr Phe 

210 215 220 

Asn Ser Leu Leu Glu Lys Ala Glu Ala Arg Glu Arg Glu Arg Glu Lys 
225 230 235 240 

Glu Glu Ala Arg Arg Met Arg Arg Arg Glu Ala Ala Phe Arg Ser Met 

245 250 255 

Leu Arg Gin Ala Val Pro Ala Leu Glu Leu Gly Thr Ala Trp Glu Glu 

260 26S 270 

Val Arg Glu Arg Phe Val Cys Asp Ser Ala Phe Glu Gin He Thr Leu 

275 280 285 

Glu Ser Glu Arg He Arg Leu Phe Arg Glu Phe Leu Gin Val Leu Glu 

290 295 300 

Thr Glu Cys Gin His Leu His Thr Lys Gly Arg Lys His Gly Arg Lys 
305 310 315 320 

Gly Lys Lys His His His Lys Arg Ser His Ser Pro Ser Gly Ser Glu 

325 330 335 

Ser Glu Glu Glu Glu Leu Pro Pro Pro Ser Leu Arg Pro Pro Lys Arg 

340 345 350 

Arg Arg Arg Asn Pro Ser Glu Ser Gly Ser Glu Pro Ser Ser Ser Leu 

355 360 365 

Asp Ser Val Glu Ser Gly Gly Ala Ala Leu Gly Gly Arg Gly Ser Pro 

370 375 380 

Ser Ser His Leu Leu Gly Ala Asp His Gly Leu Arg Lys Ala Lys Lys 
385 390 395 400 

Pro Lys Lys Lys Thr Lys Lys Arg Arg His Lys Ser Asn Ser Pro Glu 

405 410 415 

Ser Glu Thr Asp Pro Glu Glu Lys Ala Gly Lys Glu Ser Asp Glu Lys 

420 425 430 

Glu Gin Glu Gin Asp Lys Asp Arg Glu Leu Gin Gin Ala Glu Leu Pro 
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435 440 445 

Asn Arg Ser Pro Gly Phe Gly He Lys Lys Glu Lys Thr Gly Trp Asp 

4S0 455 460 

Thr Ser Glu Ser Glu Leu Ser Glu Gly Glu Leu Glu Arg Arg Arg Arg 
465 470 475 480 

Thr Leu Leu Gin Gin Leu Asp Asp His Gin 
485 490 

<210> 2895 
<211> 697 
<212> DNA 

<213> Homo sapiens 
<400> 2895 

nntctagatg taactgctat cgttgtcttt tctctcaagt gccgagagag aagcgctaac 
60 

ttctgctcca gcatcatctc cagcttctgg ccctgtttgg agatccagtg gtccactccg 
120 

tgcaggcggt agcacgtctc cagcatcaac ctgaagtccg ccacgaactc ggtgatgccc 
180 

ccgtactggc cgctggcgaa cttctcttcc atctgcagca gacacatgcc ctgtccgggc 
240 

tgctgcggga aggcgcgacc gccccggccc ccgctgcgcg gcccttctgc cacctcctcc 
300 

tgccgcggtg gcaacgcccc ccaagggctg cagaaagggg gcggtgaggc cccggtgctt 
360 

ctcctgcagg aactcgccca ggatgcggta gcccctgctg tagctcgtag gtcagctcct 
420 

gctccttgca gcaaccgcct ccgatcccca tcgcctccat ctcttcctcc tgatcgtccg 
480 

cgtcctccag cgaggaggca ctccttccgt gggccggccc tgaggtctgg gccgccgctg 
540 

ccacctcctc ctcgtcgtcc tctccttcgg ccgccggtgg cggccgctct tcctccccag 
600 

ccggctccat cgctcccggc gtcccgggca cactcatgcc ccggcaggcc taggctgggc 
660 

ggtgtggaac agccgctcga ggtgctgggg gacgcgt 
697 

<210> 2896 
<211> 174 
<212> PRT 

<213> Homo sapiens 
<400> 2896 

Met Pro Pro Tyr Trp Pro Leu Ala Asn Phe Ser Ser He Cys Ser Arg 

IS 10 IS 

His Met Pro Cys Pro Gly Cys Cys Gly Lys Ala Arg Pro Pro Arg Pro 

20 25 30 

Pro Leu Arg Gly Pro Ser Ala Thr Ser Ser Cys Arg Gly Gly Asn Ala 

35 40 45 

Pro Gin Gly Leu Gin Lys Gly Gly Gly Glu Ala Pro Val Leu Leu Leu 

50 55 60 

Gin Glu Leu Ala Gin Asp Ala Val Ala Pro Ala Val Ala Arg Arg Ser 
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65 70 75 80 

Ala Pro Ala Pro Cys Ser Asn Arg Leu Arg Ser Pro Ser Pro Pro Ser 

85 90 95 

Leu Pro Pro Asp Arg Pro Arg Pro Pro Ala Arg Arg His Ser Phe Arg 

100 105 110 

Gly Pro Ala Leu Arg Ser Gly Pro Pro Leu Pro Pro Pro Pro Arg Arg 

115 120 125 

Pro Leu Leu Arg Pro Pro Val Ala Ala Ala Leu Pro Pro Gin Pro Ala 

130 135 140 

Pro Ser Leu Pro Ala Ser Arg Ala His Ser Cys Pro Gly Arg Pro Arg 
145 150 155 160 

Leu Gly Gly Val Glu Gin Pro Leu Glu Val Leu Gly Asp Ala 
165 170 

<210> 2897 
<211> 3184 
<212> DNA 

<213> Homo sapiens 
<400> 2897 

tttttttttt tttttttttt tttttttttt tttttttttt tttttgtagt tataatgttt 
60 

aatatggaat agatatttca tatctatatt tggaaaacac ataataggga aataactgcc 
120 

ctataattgt atgagaagaa taaaaacagt tcctttagaa ttcttattgt tttctctatt 
180 

ctttttcagg ctaagacaat gcatagcttt tggttgatac aggtaaccct ggttaccact 
240 

aaagggtgat ccccttcaga taataaaccc atttaactcc agtctcactc ccttcaccag 
300 

gagggcagct cacagccagc ttggtggtga tgggggtttt gctgccagat gggtttcctt 
360 

caaaggagac tgtgatgttg ttgatcttct tgggccgcac agactctcca gcgcgaatgg 

420 

tgaaggctgg gttatccacg atgatggaga aggtcaccat gtgatagaag acattcttga 
480 

aggggatgat tatgctgtac ccggctcgga tcgagaaggg accttggggc ttgggaggca 
S40 

gagccattcc aaagaggggg atgatatact ctccacctgc gagcgatgat aggatcagga 
600 

tgcccttggt ctcacccagg tggctgggct cgaataagac ctccacactg gcttcagtgc 
660 

ctccctggcc tcctggggct gcattaatga gtttttctgc gtggaagtct gtacagtcgg 
720 

tcctgcagca gtattctgtc ctctgccgtg tgtaattgat gaacttcaca aggatgattt 
780 

ggctgctgcc aaggacagtc tggaagtgaa caggcttttc cggaagtgct ggcgtggctt 
840 

tcagatagag ctcatattgg tagtaaccca agtcagtgtt gtgcaaagtt agtcttccga 
900 

aggtttctcc agctttcagg ggctgaaatt caaatgagaa cgtgccctcg gagttggcag 
960 

gcaccacaaa ctgggagggc agggcgatgt cgggcatccg gcatcccgtg gagaaggcca 
1020 
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ccgagtaggg cagagggttc tccaacttga tggaggctga cgcaacttgc cggactgggg 
1080 

tcaccatctc gatggttttg atgatgcctg aagggatgac cctgaaactc acattgtagt 
1140 

acaagaactc atttgtcacc tcgtttcgga agatcacctt tgcagcgtac gttccctcct 
1200 

tgcgggaaaa gaagttcagc ttgtagtctt ccttagagcc agacagtaca tcaatgtaat 
1260 

caaggccctt catagtgatg cttaggtccg gcttctctgg tttcagtatt tccacgatga 
1320 

cccggaatct ctggggcttg ttcagccagt tggtgattgg cagaagctca gtgtaggggg 
1380 

tcttacatgg cacttcacga tagatattgg ctacagcttt ggggagctca gaagtcccat 

1440 i 

gcagagcata cagccagccg gtcccatctg ggagggggaa gaagagggtg ccctggtgct 

1500 

tgcggttctc caagttcatg gtgcggggcc tgtaggtgat ctcatagggc ttgttttgct 
1560 

ggtgggcctc cagggtgatg aactcaggcc cctcccagtg ctcgccctca aagatggggt 
1620 

gcagattcca ggtctggttg gtgcggtttg acagcaggat ggtctgcgtg tgcttggagc 
1680 

gcacctggca cgtgaaattc actacctctt ttaccgcagg tggtcccacg cagactccag 
1740 

acagggttag actcagagga ctgcctccct ggatgtagca gagaatgttt ttacaaaggc 
1800 

tctcctttcc cacctcggtg ggatggtagg tcacttcaaa agaaacctcc atgcctgagg 
1860 

taatatagcc ttcttctggg ctaatggaga aatgaggctc aaattttttg atgtcccatt 
1920 

taaaccttgc acccacatcg cctgtgttca acatgaggat gcgacgcgtg gcttgcgtct 
1980 

gatacaccac gggtccaaag ggaatatgtt cctggtccag tgagatctcc agggcctggc 
2040 

agcagccgct aaggaggaag agggggcgca ggagccccat gcattccatg aacacttcct 
2100 

cagagaaggg agggacacgc ttcttcgggg caaagatgac ttccagttta cagacttctt 
2160 

tgggcttcag tgtgatgttg tggaagggcg ccagggtgag gaccttgggt tcctggagtt 
2220 

ctggaattgt gaacagaatg gactgattaa atgtgagctg ggccaggctg ttgttcatga 
2280 

tggaaactgt tcttttcaca acctgccctg gtaggacagc tcccaacttc acaatcctgt 
2340 

tggctggatc taggactaaa atcttcattt cggtaccctt ccctttgatt tcgactgttt 
2400 

gttgtgagag cccattgatt tcaaagggaa tgagttcttg atagttgata ctttctcgag 
2460 

gataaaaagt tattggaatc tccaatgtgt ttcctggctt taccacatca acacgggagt 
2520 

tcacctcgag gtgagtggtg ttggtgtaca gacaatctat gctcataggt gtttcttcct 
2580 

tgttggtaat taccagggtt tgtctgtatg ggggcatccc agcttgatag ataaagcagg 
2640 
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tcccaaagtt gtagctggtg aaggagaaat ggatagccgg gctcacagca cagcctgaga 
2700 

tgttgcacat aaatgttgga ccatggctga tcttgattat gagttccagg tctgtcaaga 
2760 

cacacttctt taatggttga aaagacaggg cggcatgtac actctgtcct acatccacag 
2820 

tgctgtcgat gggtgaaaat tccaagtact gcagcaaggt tttggagcca cacagctgtg 
2880 

cctggaagct gaaggtgaac tttccagtgt tgataaagtt gaattcacac tggacacatt 
2940 

catttaactc cacctcatag aagttgatga tgttagtctg gttgggagtc aacagagtga 
3000 

tggagcctgt cctgtccttg cacttgatct ccacattcat agtgtagccc tcggccttga 
3060 

catttaatgt cacagggtgg actttcttct ccacattgca gatcaaatta aagttcacat 
3120 

ctccttcctg ctttggtgtg aagaaaatat caattgggaa cctggacagt ggtgggatcc 

3180 

agcc 

3184 

<210> 2898 
c211> 933 
<212> PRT 

<213> Homo sapiens 
<400> 2898 

Met Asn Val Glu He Lys Cys Lys Asp Arg Thr Gly Ser He Thr Leu 

15 10 15 

Leu Thr Pro Asn Gin Thr Asn He lie Asn Phe Tyr Glu Val Glu Leu 

20 25 30 

Asn Glu Cys Val Gin Cys Glu Phe Asn Phe lie Asn Thr Gly Lys Phe 

35 40 45 

Thr Phe Ser Phe Gin Ala Gin Leu Cys Gly Ser Lys Thr Leu Leu Gin 

50 55 60 

Tyr Leu Glu Phe Ser Pro lie Asp Ser Thr Val Asp Val Gly Gin Ser 
65 70 75 80 

Val His Ala Thr Leu Ser Phe Gin Pro Leu Lys Lys Cys Val Leu Thr 

8S 90 95 

Asp Leu Glu Leu He He Lys lie Ser His Gly Pro Thr Phe Met Cys 

100 105 110 

Asn He Ser Gly Cys Ala Val Ser Pro Ala He His Phe Ser Phe Thr 

115 120 125 

Ser Tyr Asn Phe Gly Thr Cys Phe He Tyr Gin Ala Gly Met Pro Pro 

130 135 140 

Tyr Lys Gin Thr Leu Val He Thr Asn Lys Glu Glu Thr Pro Met Ser 
145 150 155 160 

He Asp Cys Leu Tyr Thr Asn Thr Thr His Leu Glu Val Asn Ser Arg 

165 170 175 

Val Asp Val Val Lys Pro Gly Asn Thr Leu Glu lie Pro lie Thr Phe 

180 185 190 

Tyr Pro Arg Glu Ser lie Asn Tyr Gin Glu Leu lie Pro Phe Glu lie 

195 200 205 

Asn Gly Leu Ser Gin Gin Thr Val Glu lie Lys Gly Lys Gly Thr Glu 
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210 215 220 

Met Lys lie Leu Val Leu Asp Pro Ala Asn Arg He Val Lys Leu Gly 
22S 230 235 240 

Ala Val Leu Pro Gly Gin Val Val Lys Arg Thr Val Ser He Met Asn 

245 250 255 

Asn Ser Leu Ala Gin Leu Thr Phe Asn Gin Ser lie Leu Phe Thr He 

260 265 270 

Pro Glu Leu Gin Glu Pro Lys Val Leu Thr Leu Ala Pro Phe His Asn 

275 2B0 28S 

lie Thr Leu Lys Pro Lys Glu Val Cys Lys Leu Glu Val lie Phe Ala 

290 29S 300 

Pro Lys Lys Arg Val Pro Pro Phe Ser Glu Glu Val Phe Met Glu Cys 
305 310 315 320 

Met Gly Leu Leu Arg Pro Leu Phe Leu Leu Ser Gly Cys Cys Gin Ala 

325 330 335 

Leu Glu He Ser Leu Asp Gin Glu His He Pro Phe Gly Pro Val Val 

340 345 350 

Tyr Gin Thr Gin Ala Thr Arg Arg He Leu Met Leu Asn Thr Gly Asp 

3 55 360 365 

val Gly Ala Arg Phe Lys Trp Asp He Lys Lys Phe Glu Pro His Phe 

370 375 380 

Ser He Ser Pro Glu Glu Gly Tyr He Thr Ser Gly Met Glu Val Ser 
385 390 395 400 

Phe Glu val Thr Tyr His Pro Thr Glu Val Gly Lys Glu Ser Leu Cys 

405 410 415 

Lys Asn He Leu Cys Tyr He Gin Gly Gly Ser Pro Leu Ser Leu Thr 

420 425 430 

Leu Ser Gly Val Cys Val Gly Pro Pro Ala Val Lys Glu Val Val Asn 

435 440 445 

Phe Thr Cys Gin Val Arg Ser Lys His Thr Gin Thr He Leu Leu Ser 

450 455 460 

Asn Arg Thr Asn Gin Thr Trp Asn Leu His Pro He Phe Glu Gly Glu 
465 470 475 480 

His Trp Glu Gly Pro Glu Phe He Thr Leu Glu Ala His Gin Gin Asn 

485 490 495 

Lys Pro Tyr Glu He Thr Tyr Arg Pro Arg Thr Met Asn Leu Glu Asn 

500 505 510 

Arg Lys His Gin Gly Thr Leu Phe Phe Pro Leu Pro Asp Gly Thr Gly 

515 520 525 

Trp Leu Tyr Ala Leu His Gly Thr Ser Glu Leu Pro Lys Ala Val Ala 

530 535 540 

Asn He Tyr Arg Glu Val Pro Cys Lys Thr Pro Tyr Thr Glu Leu Leu 
545 550 555 560 

Pro He Thr Asn Trp Leu Asn Lys Pro Gin Arg Phe Arg Val He Val 

565 570 575 

Glu He Leu Lys Pro Glu Lys Pro Asp Leu Ser He Thr Met Lys Gly 

580 585 S90 

Leu Asp Tyr He Asp Val Leu Ser Gly Ser Lys Lys Asp Tyr Lys Leu 

595 600 605 

Asn Phe Phe Ser His Lys Glu Gly Thr Tyr Ala Ala Lys Val He Phe 

610 615 620 

Arg Asn Glu Val Thr Asn Glu Phe Leu Tyr Tyr Asn Val Ser Phe Arg 
S2S 630 635 640 

Val He Pro Ser Gly He He Lys Thr He Glu Met Val Thr Pro Val 
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645 650 655 

Arg Gin Val Ala Ser Ala Ser He Lys Leu Glu Asn Pro Leu Pro Tyr 

660 665 670 

Ser Val Thr Phe Ser Thr Glu Cys Arg Met Pro Asp He Ala Leu Pro 

675 680 685 

Ser Gin Phe Val Val Pro Ala Asn Ser Glu Gly Thr Phe Ser Phe Glu 

690 695 700 

Phe Gin Pro Leu Lys Ala Gly Glu Thr Phe Gly Arg Leu Thr Leu His 
705 710 715 720 

Asn Thr Asp Leu Gly Tyr Tyr Gin Tyr Glu Leu Tyr Leu Lys Ala Thr 

725 730 735 

Pro Ala Leu Pro Glu Lys Pro Val His Phe Gin Thr Val Leu Gly Ser 

740 745 750 

Ser Gin He He Leu Val Lys Phe He Asn Tyr Thr Arg Gin Arg Thr 

755 760 765 

Glu Tyr Tyr Cys Arg Thr Asp Cys Thr Asp Phe His Ala Glu Lys Leu 

770 775 780 

He Asn Ala Ala Pro Gly Gly Gin Gly Gly Thr Glu Ala Ser Val Glu 
78S 790 795 800 

Val Leu Phe Glu Pro Ser His Leu Gly Glu Thr Lys Gly He Leu He 

805 810 815 

Leu Ser Ser Leu Ala Gly Gly Glu Tyr He He Pro Leu Phe Gly Met 

820 825 830 

Ala Leu Pro Pro Lys Pro Gin Gly Pro Phe Ser He Arg Ala Gly Tyr 

835 840 845 

Ser He He He Pro Phe Lys Asn Val Phe Tyr His Met Val Thr Phe 

850 855 860 

Ser He He Val Asp Asn Pro Ala Phe Thr He Arg Ala Gly Glu Ser 
865 870 875 880 

Val Arg Pro Lys Lys He Asn Asn He Thr Val Ser Phe Glu Gly Asn 

885 890 895 

Pro Ser Gly Ser Lys Thr Pro He Thr Thr Lys Leu Thr Val Ser Cys 

900 905 910 

Pro Pro Gly Glu Gly Ser Glu Thr Gly Val Lys Trp Val Tyr Tyr Leu 

915 920 925 

Lys Gly He Thr Leu 
930 



<210> 2899 

<211> 876 

<212> DNA 

<213> Homo sapiens 



<400> 2899 

ngcggctgac gggcccgcgg tctgggcgtg agtgcaggga agtggagtat ttgctgggcc 
60 

gggtaccatg gacgtgggcg aacttctgag ctaccaggag ggtcattgcg aggagcagta 
120 

gagctgcact gccgaatgtc gtagccacta gccacatagg ctgttgattg cttgaaatgt 
180 

gactagtctg aattgagaaa tactcccaac aggggcacaa aacgtccccg ggatgatgag 
240 

gaagaagaac tgaagacacg ccgcaagcaa actggtactc gagaacgcgg ccgctatcgg 
300 
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gaagaagaaa tgactgtggt 
360 

attgacagag atggggaaga 
420 

aagaaaatga tcctcacatt 
480 

tttccagaca atccagagaa 
540 

gagatgcacg tggtggccac 
600 

gtacagtcgc ttctcggctt 
660 

gatttgcttc aggaattaac 
720 

gtgctcatcg atgctctggt 
780 

cgcctggatg agtctgtgaa 
840 

gaaaacatgg ctgagttccg 
876 



ggaggaagcg gatgatgaca 
ggaagaggaa gaggaggagc 
tgaaaagaga tcatataaaa 
gttcacggaa tccgagctgg 
catgccagac ctgtaccacc 
gctcggacac gataatacag 
agatatagac accctccatg 
ggatgggcag gtggtagcac 
agaggaggca gatggcgtcc 
gcctgagatg tgtaca 



aaaaaaggct gctgcagact 
cattggatga aagctcagtg 
accaagaatt gcggattaag 
acctaaatga catcattcag 
ttctggtgga gctgaatgct 
atgtgtccat agctgtggtc 
agagtgaaga gggagcagaa 
tgctggtaca gaatctggag 
acaacactcc ggctattgtg 



<210> 2900 

<211> 189 

<212> PRT 

<213> Homo sapiens 



<400> 2900 
Met Thr Val 
1 

He He Asp 

ASp Glu Ser 
35 

Tyr Lys Asn 
50 

Phe Met Glu 
65 

Val Val Ala 

Ala Val Gin 

Ser He Ala 
115 

Leu His Glu 
130 

Asp Gly Gin 
145 

Glu Ser Val 
Val Glu Asn 



Val Glu 
5 

Arg Asp 
20 

Ser Val 

Gin Glu 

Ser Glu 

Thr Met 

85 
Ser Leu 
100 

Val Val 

Ser Glu 

val val 

Lys Glu 
165 
Met Ala 
180 



Glu Ala 

Gly Glu 

Lys Lys 

Leu Arg 

55 
Leu Asp 
70 

Pro Asp 

Leu Gly 

Asp Leu 

Glu Gly 
135 
Ala Leu 
150 

Glu Ala 
Glu Phe 



Asp Asp Asp 
10 

Glu Glu Glu 
25 

Met He Leu 
40 

He Lys Phe 

Leu Asn Asp 

Leu Tyr His 
90 

Leu Leu Gly 

105 
Leu Gin Glu 
120 

Ala Glu Val 

Leu Val Gin 

Asp Gly Val 
170 

Arg Pro Glu 
185 



Lys Lys Arg 

Glu Glu Glu 

Thr Phe Glu 
45 

Pro Asp Asn 
60 

He He Gin 
75 

Leu Leu Val 

His Asp Asn 

Leu Thr Asp 
125 

Leu He Asp 
140 

Asn Leu Glu 
155 

His Asn Thr 
Met Cys Thr 



Leu Leu Gin 
15 

Glu Pro Leu 
30 

Lys Arg Ser 

Pro Glu Lys 

Glu Met His 
80 

Glu Leu Asn 
95 

Thr Asp Val 
110 

He Asp Thr 

Ala Leu Val 

Arg Leu Asp 
160 

Leu Ala He 
175 



<210> 2901 
<211> 756 
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<212> DNA 

<213> Homo sapiens 
<400> 2901 

acgcgtcgga gaggggcttt cgactttttt gagaagcaag accaagtggc agaagagggt 
60 

ccgcccgtcc agagcctgaa gggcgaggat gctgaggaat ccttggagga ggaggaggcg 
120 

ctggaccctc tgggcattat gcgctccaag aagcccaaga aacatcccaa agtggccgtg 
180 

aaagccaagc cctcgccccg gctcaccatc tttgacgagg aggtggaccc tgatgagggg 
240 

ctctttggcc cgggcaggaa gctgtctcca caggacccct cggaggacgt gtcatccatg 
300 

gaccccctga agctatttga tgatcctgac ctcggcgggg ccatccccct gggtgactcc 
360 

ctcctgctgc cggccgcctg tgagagtgga gggcccacac ccagcctcag ccacagggac 
420 

gcctccaagg aactgttcag gtaccacctg tccccagcgg cgcttggcca gctctgagag 
480 

tgtcctggac agagccaagg gcccggctca ttgcccagtc tcagccccag cctcctctga 
540 

ggggaggacc ccaggcctgt gaaaagtaga agcctgtggg tgcacattgg gtgagaggcg 
600 

gtgaaggggg ctgaggggga ggnaantcgc ccagggctgc tcagctagtt ccagaaagag 
660 

agaactttgt gtgcacaacc agtctttctt ttcacaatca tattttaaca gtttatgtaa 
720 

agaataatta aattatataa ttgccagggc aaaaaa 
756 

<210> 2902 
c211> 158 
<212> PRT 

<213> Homo sapiens 



<400> 2902 



Thr 


Arg 


Arg 


Arg 


Gly 


Ala 


Phe 


Asp 


Phe 


Phe 


Glu 


Lys 


Gin 


Asp 


Gin 


Val 


1 








5 










10 










IS 




Ala 


Glu 


Glu 


Gly 


Pro 


Pro 


Val 


Gin 


Ser 


Leu 


Lys Gly 


Glu 


Asp 


Ala 


Glu 








20 










25 










30 






Glu 


Ser 


Leu 


Glu 


Glu 


Glu 


Glu 


Ala 


Leu 


Asp 


Pro 


Leu 


Gly 


He 


Met 


Arg 






35 










40 










45 








Ser 


Lys 


Lys 


Pro 


Lys 


Lys 


His 


Pro 


Lys 


val 


Ala 


Val 


Lys 


Ala 


Lys 


Pro 




50 










55 










60 










Ser 


Pro 


Arg 


Leu 


Thr 


lie 


Phe 


Asp 


Glu 


Glu 


Val 


Asp 


Pro 


Asp 


Glu 


Gly 


65 










70 










75 










80 


Leu 


Phe 


Gly 


Pro 


Gly 


Arg 


Lys 


Leu 


Ser 


Pro 


Gin 


Asp 


Pro 


Ser 


Glu 


Asp 










85 










90 










95 




Val 


Ser 


Ser 


Met 


Asp 


Pro 


Leu 


Lys 


Leu 


Phe 


Asp 


Asp 


Pro 


Asp 


Leu 


Gly 








100 










105 










110 






Gly 


Ala 


lie 


Pro 


Leu 


Gly 


Asp 


Ser 


Leu 


Leu 


Leu 


Pro 


Ala 


Ala 


Cys 


Glu 






115 










120 










125 








Ser 


Gly 


Gly 


Pro 


Thr 


Pro 


Ser 


Leu 


Ser 


His 


Arg 


Asp 


Ala 


Ser 


Lys 


Glu 
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130 135 140 

Leu Phe'Arg Tyr His Leu Ser Pro Ala Ala Leu Gly Gin Leu 
145 ISO 155 



<210> 2903 

<211> 542 

<212> DNA 

<213> Homo sapiens 



<400> 2903 

aagcttatgt tctctcttta tccaaggctt cgacacctcg gactggggaa ggagggaatc 
60 

accacctatt tctctgggaa ttgtaccatg gaagatgcca aattggccca ggactttctg 
120 

gactcacaga acctcagtgc ctacaacacc cggctcttca aagaggtcga tggagaaggg 
180 

aagccctact acgaggtgcg gctggcttct gtgcttggct cagagccttc cctggactct 
240 

gaggtgactt ccaagctgaa gagctatgaa ttccggggaa gccctttcca ggtgacccgg 
300 

ggggactacg cgcccatcct ccagaaggtg gtggagcagc tggagaaagc caaggcctat 
360 

gcagccaaca gccaccaggg gcagatgctg gcccagtata tagagagctt cacccagggc 
420 

tccatcgagg cccacaagag gggctcccgc ttctggatcc aggacaaagg cccccatcgt 
480 

ggagaggtga ggcgccagct ccaccccacc tgccccctcc tgcctgcccc tccttcacgc 
540 

gt 

542 



<210> 2904 
<211> 180 
<212> PRT 

<213> Homo sapiens 
c400> 2904 

Lys Leu Met Phe Ser Leu Tyr Pro Arg Leu Arg His Leu Gly Leu Gly 

15 10 15 

Lys Glu Gly lie Thr Thr Tyr Phe Ser Gly Asn Cys Thr Met Glu Asp 

20 25 30 

Ala Lys Leu Ala Gin Asp Phe Leu Asp Ser Gin Asn Leu Ser Ala Tyr 

35 40 45 

Asn Thr Arg Leu Phe Lys Glu Val Asp Gly Glu Gly Lys Pro Tyr Tyr 

50 55 60 

Glu Val Arg Leu Ala Ser Val Leu Gly Ser Glu Pro Ser Leu Asp Ser 
65 70 75 80 

Glu Val Thr Ser Lys Leu Lys Ser Tyr Glu Phe Arg Gly Ser Pro Phe 

85 90 95 

Gin Val Thr Arg Gly Asp Tyr Ala Pro lie Leu Gin Lys Val Val Glu 

100 105 110 

Gin Leu Glu Lys Ala Lys Ala Tyr Ala Ala Asn Ser His Gin Gly Gin 

115 120 125 

Met Leu Ala Gin Tyr lie Glu Ser Phe Thr Gin Gly Ser lie Glu Ala 
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130 

His Lys Arg Gly Ser 
145 

Gly Glu Val Arg Arg 
165 

Pro Pro Ser Arg 
180 

<210> 2905 
<211> 814 
<212> DNA 
<213> Homo sapiens 

<400> 2905 

ttttcatatc ccagttttgt ttatttggga acatttactc ttgtggataa cagaatacca 
60 

gtcacaagat ccttcttctg tattacaaat tctgccactt tgtttcagaa ccgggtatca 
120 

ggattcctcc tctgcccagg tttctgctgt ccccccaaaa gaaagacatg tagctgggca 
180 

tggtggtaca catctgtggt cccagttact caggaggctg aggcaggagg attgcttgag 
240 

cccaggtgtt caaggttgca gtgggctgtg aatgctctac ttcactccag cctgagcaac 
300 

agagcaagac cccggccctc ttctcgactt tctatccctc ctcctcaaca ccctttcctt 
360 

ctggaaatgg gcttcggggt ggttaaccaa gcccagggaa acttgcgtgg cccagcatct 
420 

tccgtccgct gcaggaggag cacacgcccc cggcccgggt cagcaagacg cgagaaagcg 
480 

gccacgccgg gcgtccggga gctgaggctg gagggcgcct ggcaggcagg gcggggccca 
540 

ggcggcggga gtgcttatga ccggcgctgg ggggaacttc tggacgtcaa ggggccacta 
600 

taaagcggca cagtcttgag ccttcgctct tcacctaagt cagtgagcgc ccttcgcaaa 
660 

gcctctgtgg aggtaaccat cgggggttcg cctccaaatc caggaatgca cctcaaaaat 

720 

gctcctacac cgtaagaccg tgtccttcaa tgcaaagggg actgtgcggc gaggcaccga 
780 

caagccgtag ccctgagacc actcaaagcc tgca 
814 

<210> 2906 

<211> 200 

<212> PRT 

<213> Homo sapiens 

<400> 2906 

Phe Ser Tyr Pro Ser Phe Val Tyr Leu Gly Thr Phe Thr Leu Val Asp 

15 10 15 

Asn Arg lie Pro Val Thr Arg Ser Phe Phe Cys He Thr Asn Ser Ala 

20 25 30 

Thr Leu Phe Gin Asn Trp Val Ser Gly Phe Leu Leu Cys Pro Gly Phe 



135 140 
Arg Phe Trp lie Gin Asp Lys Gly Pro His Arg 
150 155 160 

Gin Leu His Pro Thr Cys Pro Leu Leu Pro Ala 
170 175 
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35 40 45 

Cys Cys Pro Pro Lys Arg Lys Thr Cys Ser Trp Ala Trp Trp Tyr Thr 

50 55 60 

Ser Val Val Pro Val Thr Gin Glu Ala Glu Ala Gly Gly Leu Leu Glu 
65 70 75 80 

Pro Arg Cys Ser Arg Leu Gin Trp Ala Val Asn Ala Leu Leu His Ser 

85 90 95 

Ser Leu Ser Asn Arg Ala Arg Pro Arg Pro Ser Ser Arg Leu Ser lie 

100 X05 110 

Pro Pro Pro Gin His Pro Phe Leu Leu Glu Met Gly Phe Gly Val Val 

115 120 125 

Asn Gin Ala Gin Gly Asn Leu Arg Gly Pro Ala Ser Ser Val Arg Cys 

130 135 140 

Arg Arg Ser Thr Arg Pro Arg Pro Gly Ser Ala Arg Arg Glu Lys Ala 
145 150 155 160 

Ala Thr Pro Gly Val Arg Glu Leu Arg Leu Glu Gly Ala Trp Gin Ala 

165 170 175 

Gly Arg Gly Pro Gly Gly Gly Ser Ala Tyr Asp Arg Arg Trp Gly Glu 

180 185 190 

Leu Leu Asp Val Lys Gly Pro Leu 
195 200 

<210> 2907 

<211> 379 

<212> DNA 

<213> Homo sapiens 

<400> 2907 

ntgagaccct gtctcaaagt aaaaaattct gaaaaatgct atgaccgtga gtgaccggcc 
60 

atcagcaggc tgtgatctgc cgaaactcat gacagcgagc ctcaatggct gggtcttaag 
120 

aaacagcatc ttcacttttc ccaggctgct ttccaatttc caacactgtc cccaagatta 
180 

caaaggcaaa ggaattcttc ccttaatgtt ggacggtcct gagactgctc caccctgggc 
240 

tcattacact gggaccagct ttaagcttcc ctgttcaacg cggagagctc cacagcccag 
300 

gacgacagag cagatgatgg cacgacgccc tcaaaaccca gacaggcctt cttggcttgc 
360 

cctggccgat gccaccggt 
379 

<210> 2908 
<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 2908 

Met Thr Val Ser Asp Arg Pro Ser Ala Gly Cys Asp Leu Pro Lys Leu 

15 10 15 

Met Thr Ala Ser Leu Asn Gly Trp Val Leu Arg Asn Ser He Phe Thr 

20 25 30 

Phe Pro Arg Leu Leu Ser Asn Phe Gin His Cys Pro Gin Asp Tyr Lys 
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35 40 45 

Gly Lys Gly lie Leu Pro Leu Met Leu Asp Gly Pro Glu Thr Ala Pro 

SO 55 60 

Pro Trp Ala His Tyr Thr Gly Thr Ser Phe Lys Leu Pro Cys Ser Thr 
65 70 75 80 

Arg Arg Ala Pro Gin Pro Arg Thr Thr Glu Gin Met Met Ala Arg Arg 

85 90 95 

Pro Gin Asn Pro Asp Arg Pro Ser Trp Leu Ala Leu Ala Asp Ala Thr 
100 105 110 

Gly 



<210> 2909 
<211> 2420 
<212> DNA 

<213> Homo sapiens 
<400> 2909 

tttttttttt tttaatttat aaaatatcct 
60 

gctttaaaaa aaaaaaaaaa gacacatttt 
120 

cattgggccc ctgtgagcgg gacggtggct 
180 

ctgcactcac tggcaggggt ttggtgggaa 
240 

ttgcttataa tcaagaataa tgagttttga 
300 

cggctggcat ttgacaaaag attgctgata 
360 

tttaaaggaa tgataatttg tacttactgt 
420 

catcattatg gggacatagt gtttccctat 
480 

tcatacttcc tggttttact taattagtaa 
540 

caggtagagt tactcctttt tccccttctt 
600 

tttacccaaa aagagagttt gagaatgttc 
660 

gctgttatat cagaaaaatc cataaacata 
720 

ctgctaataa acacaacact ttctcctcca 
780 

agatgtgcca actaactata ggctcgttgc 
84 0 

caaattcgat tgtacagtgg gatggcgtct 
900 

tctgtgctgc tgtcccctga ggcaggtcga 
960 

ggttctcatg ggttagaaca taagggcttt 
1020 

tggaggccta tgtgaatctg tttacatgga 
1080 



ttatttattc taaggaacag tcaagcagta 
ttgaaagata ttcttagtgt tgtgacctgg 
gagaccgcct gctgtggctt tgcgagttct 
acggggaagc tttggcatgg ttctgtccag 
ggtttacaaa gagcagaagt aacatttata 
atatactcat tccaggaagt gtaaaaatgc 
ttatggggac tagatatatt agaattatag 
aaattcagaa attctctggt tgatgtaaaa 
agaaataaat aaattagagt aacatttagt 
tattaataaa ttttattttt agcacaatca 
gagaatctct accactcggt aaccatgctg 
cacagcagcg agctgttttc acaagacttc 
ctcagatggg agcctcagat gccaaaacgc 
taagcagaga aacctatcaa gtttgtccag 
gctctgcggc cttggacagg gagccactgg 
agctggtggc ccttagaggg caggtaaaat 
gagaaaaaat gcaaaaggtc tcattgaaat 
ggcatactga gatctcgttc tgtgcttagg 
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tgaactgcag gtctcacgct ggctgcatga cttggtgccc cctggctggc tgagccactg 
1140 

cctgccacct tctcatacca ttacgtgggg gtctaaagag gacaccatcc ccaaccaaag 
1200 

aatagtgaga gagaaaatcc caaacatttg agacagggtt caaaagcacc cagacgcctt 
1260 

ctgtctcttc cccagttccc atctggctag ggactgtgaa tcagaattca gaatctgtgc 
1320 

tgccctgagg ggacaggcac ccaaatgcaa taaataacac caagcccagg acccagccac 
1380 

tgaccttcct ccaccactgc tgcgggttat tcctcgatgg gaactgaagg atccaaggga 
1440 

ggaatccgtt ccgcccccaa acctccctgc acaacatcga acgcgggagt ctggctgctg 
1500 

cttctgcaca ggacagagcc tccagtcttt tgcttgagag catcatttat ggcatggact 
1560 

gggaacgcaa tgtgttcaca caaatgcacg acaattgtac atcagcatct ttacaatatt 
1620 

aaaggagtca tatacaagtc tacagccatt gtacacagga tggtgatggc tggggagccc 
1680 

cgcccaccag tcctctgcag tttctccacc ggagaacact tggggagctg tcacaaggcc 
1740 

agggggggtc catctttggg cctgtcgtgg ggcaggcagc aggtctgcaa ggactcctca 
1800 

gggccagtcc tcactggaat caggggtcaa gagcgccagg tctgcctgtg tctgggtctc 
1860 

atcggcaggc tagtgtaaca acgtgaatta aaactgtgca tattcgcatg agaaaactgg 
1920 

agctggggat ggctccctga gctggggacc tagaagacgc tgctgacaga tgggcccctt 
1980 

catggtgggg cccattcctg aggtaacgtg cagccctgag gctggcccga acgggaggag 
2040 

acttctccag cagcccaggt gccagtccac acagacagga ctggaagccc ctgggcagca 
2100 

ggtcaggtga cccggggagt gcagcctgag cccccaacgg cagcaaacgt gaaggtctca 
2160 

ggtggttaca gaatcactca gccctcaggc ccccaccact ctcctcccag cagccctgca 
2220 

gcacacatcc ctgcatctgt cccgagagcc ccagccctgc aggcatctgg gcctgaatgc 
2280 

caggcagctg gtccaccctg cagccatgct gcacgtctga ctgagaactg agcaccagat 
2340 

aaagaagcat tggtccttgt cagcctctct gacttttgca gttagggctg catccattta 
2400 

aatatgtaga aaaatagcca 
2420 

<210> 2910 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 2910 

Met Gly Thr Glu Gly Ser Lys Gly Gly He Arg Ser Ala Pro Lys Pro 
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1 




5 


10 


15 






Cys Thr Thr 


Ser 


Asn Ala Gly Val Trp Leu 


Leu Leu Leu His 


Arg 




20 




2S 


30 




Thr 


Glu Pro Pro 


Val 


Phe Cys Leu Arg Ala Ser 


Phe Met Ala Trp 


Thr 




35 




40 


45 




Gly 


Asn Ala Met 


Cys 


Ser His Lys Cys Thr Thr 


He Val His Gin 


His 




50 




55 


60 




Leu 


Tyr Asn He 


Lys 


Gly Val He Tyr Lys Ser 


Thr Ala He Val 


His 


65 






70 75 




80 


Arg 


Met Val Met 


Ala 


Gly Glu Pro Arg Pro Pro 


Val Leu Cys Ser 


Phe 






85 


90 


95 




Ser 


Thr Gly Glu His 


Leu Gly Ser Cys His Lys 


Ala Arg Gly Gly 


Pro 




100 




105 


110 




Ser 


Leu Gly Leu 


Ser 


Trp Gly Arg Gin Gin Val 


Cys Lys Asp Ser 


Ser 




115 




120 


125 




Gly 


Pro Val Leu 


Thr 


Gly He Arg Gly Gin Glu 


Arg Gin Val Cys 


Leu 




130 




135 


140 




Cys 


Leu Gly Leu 


He 


Gly Arg Leu Val 






145 






150 







<210> 2911 
<211> 1327 
<212> DNA 

<213> Homo sapiens 
<400> 2911 

nngcaaggcg gcacgtcctg ctccccctgg tgaagaagct gccctgggct tgtcgtccta 
60 

gggtctccag acatgtctga ggtgaagagc cggaagaagt cggggcccaa gggagcccct 
120 

gctgcggagc ccgggaagcg gagcgagggc gggaagaccc ccgtggcccg gagcagcgga 
180 

ggcgggggct gggcagaccc ccgaacgtgc ctgagcctgc tgtcgctggg gacgtgcctg 
24 0 

ggcctggcct ggtttgtatt tcagcagtca gaaaaatttg caaaggtgga aaaccaatac 
300 

cagttactga aactagaaac caatgaattc caacaacttc aaagtaaaat cagtttaatt 
360 

tcagaaaagt ggcagaaatc tgaagctatc atggaacaat tgaagtcttt tcaaataatt 
420 

gctcatctaa agcgtctaca ggaagaaatt aatgaggtaa aaacttggtc caataggata 
480 

actgaaaaac aggatatact gaacaacagt ctgacgacgc tttctcaaga cattacaaaa 
540 

gtagaccaaa gtacaacttc catggcaaaa ,gatgttggtc tcaagattac aagtgtaaaa 
600 

acagatatac gacggatttc aggtttagta actgatgtaa tatcattgac agattctgtg 
660 

caagaactag aaaataaaat agagaaagta gaaaaaaata cagtaaaaaa tataggtgat 
720 

cttctttcaa gcagtattga tcgaacagca acgctccgaa agacagcatc tgaaaattca 
780 

caaagaatta actctgttaa gaagacgcta accgaactaa agagtgactt cgacaaacat 
840 
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acagatagat ttctaagctt agaaggtgac agagccaaag ttctgaagac agtgactttt 
900 

gcaaatgatc taaaaccaaa ggtgtataat ctaaagaagg acttttcccg tttagaacca 
960 

ttagtaaatg atttaacact acgcattggg agattggtta ccgacttact acaaagagag 
1020 

aaagaaattg ctttcttaag tgaaaaaata tctaatttaa caatagtcca agctgagatt 
1080 

aaggatatta aagatgaaat agcacacatt tcagatatga attagtttga cattattgag 
1140 

attagactaa ggtaattttt ttaatgggac ctctcatgag aagactggta aatcaaaaat 
1200 

aatgatattt tggagcaaaa gtcattttat atttaatcct attttgtaca gtaaaaataa 
1260 

aactttaaaa caggttgatt ttccaaaata aatatgctaa aacctatttt tgcaacttta 

1320 

aaaaaaa 

1327 



<210> 2912 

<211> 350 

<212> PRT 

<213> Homo sapiens 



<400> 2912 

Met Ser Glu Val Lys Ser Arg Lys Lys Ser Gly Pro Lys Gly Ala Pro 

15 10 15 

Ala Ala Glu Pro Gly Lys Arg Ser Glu Gly Gly Lys Thr Pro Val Ala 

20 25 30 

Arg Ser Ser Gly Gly Gly Gly Trp Ala Asp Pro Arg Thr Cys Leu Ser 

35 40 45 

Leu Leu Ser Leu Gly Thr Cys Leu Gly Leu Ala Trp Phe Val Phe Gin 

50 55 60 

Gin Ser Glu Lys Phe Ala Lys Val Glu Asn Gin Tyr Gin Leu Leu Lys 
65 70 75 80 

Leu Glu Thr Asn Glu Phe Gin Gin Leu Gin Ser Lys lie Ser Leu He 

85 90 95 

Ser Glu Lys Trp Gin Lys Ser Glu Ala He Met Glu Gin Leu Lys Ser 

100 105 HO 

Phe Gin He He Ala His Leu Lys Arg Leu Gin Glu Glu He Asn Glu 

115 120 12S 

Val Lys Thr Trp Ser Asn Arg He Thr Glu Lys Gin Asp He Leu Asn 

130 135 140 

Asn Ser Leu Thr Thr Leu Ser Gin Asp He Thr Lys Val Asp Gin Ser 
145 150 155 160 

Thr Thr Ser Met Ala Lys Asp Val Gly Leu Lys He Thr Ser Val Lys 

165 170 17S 

Thr Asp He Arg Arg He Ser Gly Leu Val Thr Asp Val He Ser Leu 

180 185 190 

Thr Asp Ser Val Gin Glu Leu Glu Asn Lys He Glu Lys Val Glu Lys 

195 200 205 

Asn Thr Val Lys Asn He Gly Asp Leu Leu Ser Ser Ser He Asp Arg 

210 215 220 

Thr Ala Thr Leu Arg Lys Thr Ala Ser Glu Asn Ser Gin Arg He Asn 
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225 230 235 240 

Ser Val Lys Lys Thr Leu Thr Glu Leu Lys Ser Asp Phe Asp Lys His 

245 250 255 

Thr Asp Arg Phe Leu Ser Leu Glu Gly Asp Arg Ala Lys Val Leu Lys 

2S0 265 270 

Thr val Thr Phe Ala As n Asp Leu Lys Pro Lys Val Tyr Asn Leu Lys 

275 280 285 

Lys Asp Phe Ser Arg Leu Glu Pro Leu Val Asn Asp Leu Thr Leu Arg 

290 295 300 

lie Gly Arg Leu Val Thr Asp Leu Leu Gin Arg Glu Lys Glu lie Ala 
30S 310 315 320 

Phe Leu Ser Glu Lys lie Ser Asn Leu Thr He Val Gin Ala Glu He 

325 330 335 

Lys Asp He Lys Asp Glu He Ala His He Ser Asp Met Asn 
340 345 350 

c210> 2913 
c211> 361 
<212> DNA 

<213> Homo sapiens 
<400> 2913 

gtcatccagg gcatcgtgaa cgaagtgcgc cagtccatgc agctgatgct gagccagctg 
60 

atccagcaac tgaggaccaa catccagctt cctgcctgcc tccgtgtcat tggctacctg 
120 

cggcgcatgg acgtcttcac tgaggctgag ttgagggtga agtttcttca ggcccgagat 
180 

gcttggctcc ggtccatcct gactgccatt cctaatgatg atccctattt ccatattaca 
240 

aaaaccatcg agggcctccc gtgtccatct ctttgatatc atcacccagt accgggccat 
300 

cttctcagac gaggacccac tgctgccccc tgccatgggt gagcacactg ggatgagagt 
360 

g 

361 

<210> 2914 
<211> 112 
<212> PRT 

<213> Homo sapiens 



<400> 2914 



Met Ala 


Gly Gly Ser 


Ser Gly 


Ser 


Ser 


Ser 


Glu Lys 


Met 


Ala Arg Tyr 


1 


5 








10 






15 


Trp Val 


Met He Ser 


Lys Arg 


Trp 


Thr 


Arg 


Glu Ala 


Leu 


Asp Gly Phe 




20 






25 








30 


Cys Asn 


Met Glu Xle 


Gly He 


He 


He 


Arg 


Asn Gly 


Ser 


Gin Asp Gly 




35 




40 








45 




Pro Glu 


Pro Ser He 


Ser Gly 


Leu 


Lys 


Lys 


Leu His 


Pro 


Gin Leu Ser 


50 




55 








60 






Leu Ser 


Glu Asp Val 


His Ala 


Pro 


Gin 


val 


Ala Asn 


A3p 


Thr Glu Ala 


65 




70 








75 




80 


Gly Arg 


Lys Leu Asp 


Val Gly 


Pro 


Gin 


Leu 


Leu Asp 


Gin 


Leu Ala Gin 
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85 90 95 

His Gin Leu His Gly Leu Ala His Phe Val His Asp Ala Leu Asp Asp 
100 105 HO 



<210> 2915 
<211> 1782 
<212> DNA 

<213> Homo sapiens 
<400> 2915 

caagaggatc accttaaaca cttaagaacc ctcgaaaaaa cattagaaaa aatggagaga 
60 

caaaaaaggc agcagcaggc agcacagata agactgatcc aagaggtgga actcaaagct 
120 

tcagctgccg atagagaaat atacttactt agaacttccc ttcatcgaga aagagaacaa 
180 

gcgcaacaac ttcatcaact tcttgcattg aaagaacagg aacacaggaa ggaacttgaa 
240 

acaagggagt tttttactga tgctgacttc caggatgcct tagctaaaga aatagccaaa 
300 

gaagagaaaa agcatgagca aatgataaaa gaataccaag agaaaattga cgtgttaagc 
360 

cagcagtata tggatttaga aaatgaactc cgtattgctt taactgtcga agccagaaga 
420 

tttcaagatg ttaaagatgg ttttgaaaat gttgcaactg agttagcaaa gagcaaacat 
480 

gctctcattt gggctcaacg aaaagaaaat gagtcttcct ctttaattaa agatctgacc 
540 

tgtatggtaa aggaacaaaa aacaaaactg gcagaagttt ctaaattgaa acaagaaaca 
600 

gcagcaaact tacagaatca aatcaacacc cttgaaattt taattgaaga tgacaagcag 
660 

aagagtattc aaatagaact tctcaagcac gaaaaagtcc agcttatttc tgagctagca 
720 

gccaaggaat cactaatatt tggtttaagg acagaaagaa aagtatgggg acatgagctg 
780 

gcacaacaag gatcttctct agcccaaaat cgtggaaaat tggaggctca aattgagagt 
840 

ttatctagag agaatgaatg tctgcgaaag acaaatgaaa gtgatagtga tgcattaaga 
900 

ataaagtgca aaatcataga cgaccaaact gaaactatta gaaaattaaa agattgttta 
960 

caagaaaaag atgaacacat caaaagatta caagaaaaga tcacagaaat agaaaaatgc 
1020 

actcaagaac aacttgatga aaaatcttca caactggatg aggtacttga gaagttggaa 
1080 

aggcacaatg aaagaaaaga aaaactaaaa caacagttga aaggaaagga agtagaactt 
1140 

gaagaaatca gaaaagctta cagtacactg aatcggaagt ggcatgataa aggagaactt 
1200 

ctatgtcatc ttgaaacaca agtaaaagaa gtgaaagaaa aatttgaaaa caaggaaaag 
1260 

aaacttaaag cggaaagaga caaaagtatt gaactacaaa agaatgcaat ggaaaaactt 
1320 
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catagtatgg atgacgcctt taaaagacaa gttgatgcaa ttgttgaagc tcatcaagct 
1380 

gaaatagcac agctggccaa tgaaaagcag aagtgtattg attctgcaaa tttaaaggtc 
1440 

catcaaattg aaaaagaaat gcgtgaactt ttggaagaaa catgcaagaa caaaaaaaca 
ISOOaaattaagca acttgctttt gctttaaatg aaattcagca agatatgtga 1560 
tggttctgag aatgaattta attgaaatag accagcagac ctattgtaaa aatgattaaa 
1620 

tattgtaata gtagtaactg ctatgacttt gaaatgtctc tttctataca tttcattatg 
1680 

aatatatttt taaagacttt tgatcaagta tttattaatt gtataggttt tttataataa 
1740 

attgttgaca attttgtcta ttagaaaaaa ctaaaaaaaa aa 
1782 

<210> 2916 

<211> 519 

<212> PRT 

<213> Homo sapiens 



<400> 2916 



Gin Glu 


Asp 


His 


Leu 


Lys 


His 


Leu 


Arg 


Thr 


Leu 


Glu 


Lys 


Thr 


Leu 


Glu 


1 






5 










10 










15 




Lys Met 


Glu 


Arg 


Gin 


Lys 


Arg 


Gin 


Gin 


Gin 


Ala 


Ala 


Gin 


He 


Arg 


Leu 






20 










25 










30 






He Gin 


Glu 


Val 


Glu 


Leu 


Lys 


Ala 


Ser 


Ala 


Ala 


Asp 


Arg 


Glu 


He 


Tyr 




35 










40 










45 








Leu Leu 


Arg 


Thr 


Ser 


Leu 


His 


Arg 


Glu 


Arg 


Glu 


Gin 


Ala 


Gin 


Gin 


Leu 


50 










55 










60 










His Gin 


Leu 


Leu 


Ala 


Leu 


Lys 


Glu 


Gin 


Glu 


His 


Arg 


Lys 


Glu 


Leu 


Glu 


65 








70 










75 










80 


Thr Arg 


Glu 


Phe 


Phe 


Thr 


Asp 


Ala 


Asp 


Phe 


Gin 


Asp 


Ala 


Leu 


Ala 


Lys 








85 










90 










95 




Glu He 


Ala 


Lys 


Glu 


Glu 


Lys 


Lys 


His 


Glu 


Gin 


Met 


He 


Lys 


Glu 


Tyr 






100 










105 










110 






Gin Glu 


Lys 


He 


Asp 


Val 


Leu 


Ser 


Gin 


Gin 


Tyr 


Met 


Asp 


Leu 


Glu 


Asn 




115 










120 










125 








Glu Phe 


Arg 


He 


Ala 


Leu 


Thr 


Val 


Glu 


Ala 


Arg 


Arg 


Phe 


Gin 


Asp 


val 


130 










135 










140 










Lys Asp 


Gly 


Phe 


Glu 


Asn 


Val 


Ala 


Thr 


Glu 


Leu 


Ala 


Lys 


Ser 


Lys 


His 


145 








150 










155 










160 


Ala Leu 


He 


Trp 


Ala 


Gin 


Arg 


Lys 


Glu 


Asn 


Glu 


Ser 


Ser 


Ser 


Leu 


He 








165 










170 










175 




Lys Asp 


Leu 


Thr 


Cys 


Met 


Val 


Lys 


Glu 


Gin 


Lys 


Thr 


Lys 


Leu 


Ala 


Glu 






180 










185 










190 






Val Ser 


Lys 


Leu 


Lys 


Gin 


Glu 


Thr 


Ala 


Ala 


Asn 


Leu 


Gin 


Asn 


Gin 


He 




195 










200 










205 








Asn Thr 


Leu 


Glu 


He 


Leu 


He 


Glu 


ASp 


Asp 


Lys 


Gin 


Lys 


Ser 


He 


Gin 


210 










215 










220 










lie Glu 


Leu 


Leu 


Lys 


His 


Glu 


Lys 


Val 


Gin 


Leu 


He 


Ser 


Glu 


Leu 


Ala 


22S 








230 










235 










240 


Ala Lys 


Glu 


Ser 


Leu 


He 


Phe 


Gly 


Leu 


Arg 


Thr 


Glu 


Arg 


Lys 


Val 


Trp 








245 










250 










255 




Gly His 


Glu 


Leu 


Ala 


Gin 


Gin 


Gly 


Ser 


Ser 


Leu 


Ala 


Gin 


Asn 


Arg 


Gly 
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260 265 270 

Lys Leu Glu Ala Gin He Glu Ser Leu Ser Arg Glu Asn Glu Cys Leu 

275 280 285 

Arg Lys Thr Asn Glu Ser Asp Ser Asp Ala Leu Arg lie Lys Cys Lys 

290 295 300 

lie lie Asp Asp Gin Thr Glu Thr He Arg Lys Leu Lys Asp Cys Leu 
30S 310 31S 320 

Gin Glu Lys Asp Glu His He Lys Arg Leu Gin Glu Lys He Thr Glu 

325 330 335 

He Glu Lys Cys Thr Gin Glu Gin Leu Asp Glu Lys Ser Ser Gin Leu 

340 345 350 

Asp Glu Val Leu Glu Lys Leu Glu Arg His Asn Glu Arg Lys Glu Lys 

355 360 365 

Leu Lys Gin Gin Leu Lys Gly Lys Glu Val Glu Leu Glu Glu He Arg 

370 375 380 

Lys Ala Tyr Ser Thr Leu Asn Arg Lys Trp His Asp Lys Gly Glu Leu 
385 390 395 400 

Leu Cys His Leu Glu Thr Gin Val Lys Glu Val Lys Glu Lys Phe Glu 

405 410 415 

Asn Lys Glu Lys Lys Leu Lys Ala Glu Arg Asp Lys Ser He Glu Leu 

420 42S 430 

Gin Lys Asn Ala Met Glu Lys Leu His Ser Met Asp Asp Ala Phe Lys 

435 440 445 

Arg Gin Val Asp Ala He Val Glu Ala His Gin Ala Glu He Ala Gin. 

450 455 460 

Leu Ala Asn Glu Lys Gin Lys Cys He Asp Ser Ala Asn Leu Lys Val 
46S 470 475 480 

His Gin He Glu Lys Glu Met Arg Glu Leu Leu Glu Glu Thr Cys Lys 

485 490 495 

Asn Lys Lys Thr Met Glu Ala Lys He Lys Gin Leu Ala Phe Ala Leu 

500 505 510 

Asn Glu He Gin Gin Asp Met 
515 

<210> 2917 
<211> 2636 
<212> DNA 

<213> Homo sapiens 
<400> 2917 

ncctgcgtgt gccaccgctg gttccagccg gccatcccct cctggctgca gaagacgtac 
60 

aacgaggccc tggcgcgggt gcagcggnct gtgcagatgg atgagctggt gcccctgggt 
120 

gaactgacca agcacagcac atcagcggtg gatctatcca ctngctttgc ccagatcagc 
180 

cacactgccc ggcagctgga ctggccagac ccagaggagg ccttcatgat taccgtcaag 
240 

tttgtggagg acacctgtcg cctggccctg gtgtactgca gccttataaa ggcccgggcc 
300 

cgcgagctct cttcaggcca gaaggaccaa ggccaggcag ccaacatgct gtgtgtggtg 
360 

gtgaatgaca tggagcagct gcggctggtg atcggcaagt tgcccgccca gctggcatgg 
420 
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gaggccctgg agcagcgggt 
480 

catgcccagc tgcagagcgc 
540 

accccggccg agcagttgga 
600 

agggagtctg tcctgcctga 
660 

ctttgctaca tgaacaccaa 
720 

tggacccaca cactcacagt 
780 

gcttccaaca ggctgaagat 
840 

cgtggcctgc cacccaaggc 
900 

gagctgcagg cggcctccag 
960 

cagcaggcag aaaccacctc 
1020 

gcctctgagc agaagctgcg 
1080 

tccaatggct ccagcgaccc 
1140 

gagctggccg cccgggagac 
1200 

acctttgaat tcctggtgcc 
1260 

accgtgctgg actacgacac 
1320 

ctgcgtgagg tgcccgggct 
1380 

ctgcccctca cgtaccccgc 
1440 

aagggtgacc gagaagccca 
1S00 

tcccagcatg ccttgcggcc 
1560 

cggtggggac ttgcaagggc 
1620 

ctccagcccg gcctaacact 
1680 

cccctgcctc ccatggtgat 
1740 

tccagccctg gctgcaatgt 
1800 

ctgcccgcct cccagaaaag 
1860 

ccctggccca tctgcctcct 
1920 

ctgggaccag ggctacaggc 
1980 

atgaggctcc agctgccctg 
2040 



aggggccgtg ctggagcagg 
gctggccggg ctgggccatg 
ggtgggcatc gccaagcaca 
ggatgccatt ctgcccctga 
cttggtgcag gagaacttca 
gctggtggag gcggccgcct 
tgccctgcag aacctggaga 
cctgcacact gccaccttcc 
ccgggaactc atccggaagt 
tgaggagctg ggggctgtga 
tgtggagctg ctcagcgcct 
ctttgtccag ctgaccttgg 
ccagaagcac aagaaggacc 
tgctgagccg tgccgcaagg 
gctgggggcc gacgacctgg 
gagtggctct gaggagcctg 
acccaacggg gacccaatcc 
ggtctttgtg aggctgcggc 
ggcaccgtag ccgtagaggt 
cttcctgtag ggtctggggc 
tggggagccc cagcacgcgg 
gggggctcag cagcgacatc 
ctctaccaca tcccagcacc 
ctgccgtggt gggcagggga 
ggccttcctg ttccagccac 
acagagcctc ctggaaaagg 
gggggagggt ggtggccatt 



ggcagctgca gaacacgctg 
agatccgcac tggcgtccgc 
tccagaaact ggtgggcgtc 
tgaagttcct ggaggcggag 
gcagcctcct gaccctgctc 
cccagcgcag ctcatccctg 
tctgcttcca cgctgagggc 
aggctctgca gagggacctg 
acttctgcag ccgaatccag 
cagtcaaggc ctcctaccgc 
ccagcctgct gcccctggac 
agcccaggca tgagttccct 
ttcacccatt gtttgatgag 
ctggggcatg cctcctgctc 
aaggcgaggc cttcctgccg 
gtgaggtgcc tcagacccgc 
tgcagctgct ggagggccgg 
ggcaccgggc caagcaggcc 
ttgcggtggg gctgggtccc 
ttccccgcca catcgcggcc 
agtgcccaga gtgcagacct 
tctactcccg cctccctgcc 
agggggagca aaccctgccc 
ttgggccatc tgtctcctgg 
tggggtgggg gccaggttca 
gagaggggac cctgccaaag 
actagagggg gcctgggtcc 
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tctccccagg ggctgccagc atccaggcca ggaagcctgg agccaagaac cttctggctc 
2100 

tgagggagca agagctggca ggcggcaggg ctggcacaga cagacggaag cagaaaggac 
2160 

agtttggctg ctgtgtctgt gcgcacgccc cctccccgga cagcacctgc cacctagaaa 
2220 

ctttcttagc aaaaaaatta ataaaaacaa atccattgtc ctcttaaaat atcctttggc 
2280 

ctacagtggg gcctggaatg cgagccaggc cgggtagctt cctcctccag ccctcagggg 
2340 

actttgagta ccgccacctt ggggtagcta caaagcaggg gggtaggtgt ggaaataact 
2400 

gaggcagagg cagggctagg gtgatttttg gccgtgggct ttgaataaat tgctttacca 
2460 

ggcataccag ttcctgtggt gacacccagg acagggaccc gttcctcggg ggagcacagt 
2520 

gagcaggggc ctccccaggg tgcaggttga ggcctgaggg ctgctcttga gacagtaggg 
2580 

cgtagaggaa ctgggtcctt cccctccctg gggggtcaaa acctgagcct gggctg 
2636 



<210> 2918 

<211> 509 

<212> PRT 

<213> Homo sapiens 



<400> 2918 

Xaa Cys Val Cys His Arg Trp Phe Gin Pro Ala He Pro Ser Trp Leu 

15 10 15 

Gin Lys Thr Tyr Asn Glu Ala Leu Ala Arg Val Gin Arg Xaa Val Gin 

20 25 30 

Met Asp Glu Leu Val Pro Leu Gly Glu Leu Thr Lys His Ser Thr Ser 

35 40 45 

Ala Val Asp Leu Ser Thr Xaa Phe Ala Gin He Ser His Thr Ala Arg 

50 55 60 

Gin Leu Asp Trp Pro Asp Pro Glu Glu Ala Phe Met He Thr Val Lys 
65 70 75 80 

Phe Val Glu Asp Thr Cys Arg Leu Ala Leu Val Tyr Cys Ser Leu He 

85 90 95 

Lys Ala Arg Ala Arg Glu Leu Ser Ser Gly Gin Lys Asp Gin Gly Gin 

100 105 HO 

Ala Ala Asn Met Leu Cys Val Val Val Asn Asp Met Glu Gin Leu Arg 

115 120 125 

Leu Val He Gly Lys Leu Pro Ala Gin Leu Ala Trp Glu Ala Leu Glu 

130 135 140 

Gin Arg Val Gly Ala Val Leu Glu Gin Gly Gin Leu Gin Asn Thr Leu 
145 150 155 160 

His Ala Gin Leu Gin Ser Ala Leu Ala Gly Leu Gly His Glu He Arg 

165 170 175 

Thr Gly Val Arg Thr Leu Ala Glu Gin Leu Glu Val Gly He Ala Lys 

180 185 190 

His He Gin Lys Leu Val Gly Val Arg Glu Ser Val Leu Pro Glu Asp 

195 200 205 

Ala He Leu Pro Leu Met Lys Phe Leu Glu Val Glu Leu Cys Tyr Met 
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210 










215 




220 










Asn 


Thr 


Asn 


Leu 


Val 


Gin 


Glu Asn 


Phe 


Ser Ser Leu 


Leu 


Thr 


eu 


Leu 


225 










230 






235 








24 0 


Trp 


Thr 


His 


Thr 


Leu 


Thr 


Val Leu 


Val 


Glu Ala Ala 


Aia 


Ser 


Gin 


Arg 








245 








250 






255 




Ser 


Ser 


Ser 


Leu 


Ala 


Ser Asn Arg 


Leu 


Lys lie Ala 


Leu 


vjin 


Asn 


Leu 








260 








265 






270 






Glu 


lie 


Cys 


Phe 


His 


Ala Glu Gly Cys 


Gly Leu Pro 


Pro 


Lys 


Aid 


r on 






275 








280 






285 








His 


Thr 


Ala 


Thr 


Phe 


Gin 


Ala Leu 


Gin 


Arg Asp Leu 


Glu 


Leu 


Gin 


Ala 




290 










295 




300 










Ala 


Ser 


Ser 


Arg 


Glu Leu lie Arg Lys 


Tyr Phe Cys 


Ser 


Arg 


lie 


Gin 


305 










310 






315 








320 


Gin 


Gin 


Ala 


Glu 


Thr 


Thr 


Ser Glu 


Glu 


Leu Gly Ala 


Val 


Thr 


Val 


Lys 










325 








330 






335 




Ala 


Ser 


Tyr 


Arg 


Ala 


Ser 


Glu Gin 


Lys 


Leu Arg Val 


Glu 


Leu 


Leu 


Ser 








340 








345 






350 






Ala 


Ser 


Ser 


Leu 


Leu 


Pro 


Leu Asp 


Ser 


Asn Gly Ser 


Ser 


Asp 


Pro 


Phe 






355 








360 






365 








Val 


Gin 


Leu 


Thr 


Leu 


Glu 


Pro Arg 


His 


Glu Phe Pro 


Glu 


Leu 


Ala 


Ala 




370 










375 




380 










Arg 


Glu 


Thr 


Gin 


Lys 


His 


Lys Lys 


Asp 


Leu His Pro 


Leu 


rile 




Glu 


385 










390 






395 








400 


Thr 


Phe 


Glu 


Phe 


Leu 


Val 


Pro Ala 


Glu 


Pro Cys Arg 


Lys 


Ala 


Gly 


Ala 










405 








410 






415 




Cys 


Leu 


Leu 


Leu 


Thr 


Val 


Leu Asp Tyr 


Asp Thr Leu 


Gly 


Ala 


Asp 


Asp 








420 








425 






430 






Leu 


Glu 


Gly 


Glu 


Ala 


Phe 


Leu Pro 


Leu 


Arg Glu val 


Pro 


Gly 


Leu 


Ser 






435 








440 






445 








Gly 


Ser 


Glu 


Glu 


Pro Gly Glu Val 


Pro 


Gin Thr Arg 


Leu 


Pro 


Leu 


Thr 




450 










455 




460 










Tyr 


Pro 


Ala 


Pro 


Asn Gly Asp Pro 


lie 


Leu Gin Leu 


Leu 


Glu 


Gly 


Arg 


465 










470 






475 








480 


Lys 


Gly 


Asp 


Arg 


Glu 


Ala 


Gin Val 


Phe 


Val Arg Leu 


Arg 


Arg 


His 


Arg 










485 








490 






495 




Ala 


Lys 


Gin 


Ala 


Ser 


Gin 


His Ala 


Leu 


Arg Pro Ala 


Pro 









500 505 



<210> 2919 

<211> 455 

<212> DNA 

<213> Homo sapiens 

<400> 2919 

ggatcctcct gctcactgtt taaggagggg acagagtagc tccagggtgg gagctccacg 
60 

tttccacagt cttctacgct catcaggggc agcgccgccc ggcacagctg gagaataata 
120 

aggactagct ttggagacgg gcgttggtca agcagcaggg agaggagttt ggacacacaa 
180 

gctggctggc tcaggatggc tttacctatg tggctccttg agagatcatt gagaagacta 
240 

aggacatcct ggagcgcgtc attcccagca gcctggttgc cacagcactc tgtggctcgg 
300 
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gcaagatggt tagtgagaag gctggacacc tgccgggcca gacctgagtg cacagcctct 
360 

gtggagccac cttcctcttt ttcccactca aaacaacgga cggcaagcac ctggaaggca 
420 

gcccaagcca tggtggccac cttctc 
455 

<210> 2920 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 2920 

Met Ala Trp Ala Ala Phe Gin 

1 5 
Glu Lys Glu Glu Gly Gly Ser 
20 

Arg Gin Val Ser Ser Leu Leu 
35 

Cys Cys Gly Asn Gin Ala Ala 

50 55 
Ser Leu Leu Asn Asp Leu Ser 
65 70 
Ser Gin Pro Ala Cys Val Ser 
85 

Arg Pro Ser Pro Lys Leu Val 
100 

Ala Leu Pro Leu Met Ser Val 
115 

Pro Trp Ser Tyr Ser Val Pro 
130 135 

<210> 2921 

<211> 1855 

<212> DNA 

<213> Homo sapiens 

<400> 2921 

gggcccggag cggggccttg gaggcccagc ccgcgcggcg acgtctccgc gtggcgtcac 
60 

ggcaccgact gacggccacc caccatggcc gcagaccagc gcccgaaggc cgacacgctg 
120 

gccctgaggc aacggctcat cagctcttcc tgcagactct tttttcccga ggatcctgtt 
180 

aagattgtcc gggcccaagg gcagtacatg tacgatgaac agggggcaga atacatcgat 
240 

tgcatcagca atgtggcgca cgttgggcac tgccaccctc tcgtggtcca agcagcacat 
300 

gagcagaacc aggtgctcaa caccaacagc cggtacctgc atgacaacat cgtggactat 
360 

gcgcagaggc tgtcagagac cctgccggag cagctctgtg tgttctattt cctgaattct 
420 

gggtcagaag ccaatgacct ggccctgagg ctggctcgcc actacacggg acaccaggac 
480 



2150 



gcttc ttggt 



Val Leu Ala lie Arg Cys Phe Glu Trp 

10 15 
Thr Glu Ala Val His Ser Gly Leu Ala 

25 30 
Thr Asn His Leu Ala Arg Ala Thr Glu 
40 45 
Gly Asn Asp Ala Leu Gin Asp Val Leu 
60 

Arg Ser His He Gly Lys Ala He Leu 

75 80 
Lys Leu Leu Ser Leu Leu Leu Asp Gin 

90 95 
Leu He He Leu Gin Leu Cys Arg Ala 

105 HO 
Glu Asp Cys Gly Asn Val Glu Leu Pro 
120 125 
Ser Leu Asn Ser Glu Gin Glu Asp 
140 
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gtggtggcat 


tagatcatgc 


540 




tacaagttcc 


gcaacctgga 


600 




acctaccggg 


gcccctaccg 


660 




gaggtgaaac 


gtgtggtcag 


720 




gctgagtctc 


tgcccagtgt 


7B0 




gtggcagagc 


acatccgcaa 


840 




tttggccggg 


taggcaagca 


900 




gacatcgtca 


ccatgggcaa 


960 




acccagcctg 


tggcgagggc 


1020 




ggcagcccag 


tgtcctgcgc 


1080 




ctccaggatc 


atgccaccag 


1140 




atcagacatc 


ccatcgtcgg 


1200 




atcaaagatg 


aggccacaag 


1260 




aggctgaagg 


agaactacgc 


1320 




tttaagcccc 


caatgtgctt 


1380 




gccattctga 


ctgacatgga 


1440 




taagccagcc 


ctgctctgcc 


1500 




gctattgaga 


aggcgagcct 


1560 




gggtgggggg 


gcctgcccga 


1620 




tgttggaata 


acccagatgt 


1680 




gggggtggaa 


tggggtaggg 


1740 




agaccagtgt 


atttctaaag 


1800 




acagtgtccc 


agtcatactt 


18S5 




<210> 2922 




<211> 452 




<212> PRT 




<213> Homo 


sapiens 



<400> 2922 

Met Ala Ala Asp Gin 



gtatcacggc cacctgagct 
tggccagaag gagtgggccc 
gnngaggacc accccaaccc 
cagtgcacag gagaagggca 
gggagggcag atcattcccc 
ggccggaggg gtctttgttg 
cttctgggcc ttccagctcc 
gtccattggc aacggccacc 
atttgaagcc accggcgttg 
tgtggggctg gccgtcctga 
tgtaggcagc ttcctgatgc 
ggatgtcagg ggtgttgggc 
gacaccagca actgaagagg 
tttgctgagc actgatggcc 
cagcctggac aatgcacggc 
agagaaggtg agaagttgtg 
taagtgtact ccagaagaaa 
gacctccctc ttacagataa 
ggccataatg ctacccaccc 
ctgcatcccc tcaagtcagt 
tgggatactt taaagtgctc 
aaaaccctga catgcacacc 
ttaattggca aattaaaata 



Pro Lys Ala Asp Thr 



ccctgattga catcagtccc 
acgtggcacc tctcccagac 
agctatggnc ctatgccaac 
ggaagattgc agccttcttc 
ctgctggcta cttctcccaa 
cagatgagat ccaggttggc 
agggaaaaga cttcgtccct 
ccgttgcctg cgtggccgca 
agtacttcaa cacgtttggg 
atgtcttgga gaaggagcag 
agctcctctg gcagcaaaaa 
tcttcattgg tgtggatctg 
canntgtcta ctcggtatca 
ctgggaggaa catcctgaag 
aggtggtggc aaagctggat 
aaacgctgag gctccagccc 
ctcatctcat ccaaatacac 
agtcagcttt cagaggctca 
cctcctccta accactggtc 
caatttcctt tctgtccact 
ctgcttaaat aaattagacc 
cattaaaaat agtacatttt 
atgcaatctg aaaaa 



Leu Ala Leu Arg Gin 
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15 10 15 

Arg Leu lie Ser Ser Ser Cys Arg Leu Phe Phe Pro Glu Asp Pro Val 

20 25 30 

Lys He Val Arg Ala Gin Gly Gin Tyr Met Tyr Asp Glu Gin Gly Ala 

35 40 45 

Glu Tyr lie Asp Cys He Ser Asn Val Ala His Val Gly His Cys His 

50 55 60 

Pro Leu Val Val Gin Ala Ala His Glu Gin Asn Gin Val Leu Asn Thr 
65 70 75 80 

Asn Ser Arg Tyr Leu His Asp Asn He Val Asp Tyr Ala Gin Arg Leu 

85 90 95 

Ser Glu Thr Leu Pro Glu Gin Leu Cys Val Phe Tyr Phe Leu Asn Ser 

100 105 110 

Gly Ser Glu Ala Asn Asp Leu Ala Leu Arg Leu Ala Arg His Tyr Thr 

115 120 125 

Gly His Gin Asp Val Val Val Leu Asp His Ala Tyr His Gly His Leu 

130 135 140 

Ser Ser Leu He Asp He Ser Pro Tyr Lys Phe Arg Asn Leu Asp Gly 
145 150 155 160 

Gin Lys Glu Trp val His Val Ala Pro Leu Pro Asp Thr Tyr Arg Gly 

165 170 175 

Pro Tyr Arg Xaa Arg Thr Thr Pro Thr Gin Leu Trp Xaa Tyr Ala Asn 

180 185 190 

Glu Val Lys Arg Val Val Ser Ser Ala Gin Glu Lys Gly Arg Lys He 

195 200 205 

Ala Ala Phe Phe Ala Glu Ser Leu Pro Ser Val Gly Gly Gin He He 

210 215 220 

Pro Pro Ala Gly Tyr Phe Ser Gin Val Ala Glu His He Arg Lys Ala 
225 230 235 240 

Gly Gly Val Phe Val Ala Asp Glu He Gin Val Gly Phe Gly Arg Val 

24S 250 255 

Gly Lys His Phe Trp Ala Phe Gin Leu Gin Gly Lys Asp Phe Val Pro 

260 265 270 

Asp He Val Thr Met Gly Lys Ser He Gly Asn Gly His Pro Val Ala 

275 280 285 

Cys Val Ala Ala Thr Gin Pro Val Ala Arg Ala Phe Glu Ala Thr Gly 

290 295 300 

Val Glu Tyr Phe Asn Thr Phe Gly Gly Ser Pro Val Ser Cys Ala Val 
305 310 315 320 

Gly Leu Ala Val Leu Asn Val Leu Glu Lys Glu Gin Leu Gin Asp His 

325 330 335 

Ala Thr Ser Val Gly Ser Phe Leu Met Gin Leu Leu Trp Gin Gin Lys 

340 345 350 

He Arg His Pro He Val Gly Asp Val Arg Gly Val Gly Leu Phe He 

355 360 365 

Gly Val Asp Leu He Lys Asp Glu Ala Thr Arg Thr Pro Ala Thr Glu 

370 375 380 

Glu Ala Xaa Val Tyr Leu Val Ser Arg Leu Lys Glu Asn Tyr Val Leu 
385 390 395 400 

Leu Ser Thr Asp Gly Pro Gly Arg Asn He Leu Lys Phe Lys Pro Pro 

405 410 41S 

Met Cys Phe Ser Leu Asp Asn Ala Arg Gin Val Val Ala Lys Leu Asp 

420 425 430 

Ala He Leu Thr Asp Met Glu Glu Lys Val Arg Ser Cys Glu Thr Leu 
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435 440 445 

Arg Leu Gin Pro 
450 

<210> 2923 
<211> 572 
<212> DNA 

<213> Homo sapiens 
<400> 2923 

gcccctccag gagtcacaga tgaggccccc gcagagactg gtgattggtg accctgtcat 
60 

gtacaggagg gaccctgaaa atgtccttaa agcctcctcc atgtaagaaa ctggcaggcc 
120 

tggagcccct cccccgtggg accaccctcc ttccagcaaa atgccggcca agctcaagga 
180 

gaaacagcgt ttattgtgga ggggagctgg gcggggctca gcctcggaga actggcagta 
240 

cagccgcccc agcctcggct ccacccacag ccggaacggg atctccagga tggcagagaa 
300 

gccttcagcc agcgttgggg cctcgaactg cttcctggca gtggtgggaa cagtgaggga 
360 

cagcctggat catgtggccc agccagtgcc cctgccccct gctatcccca acagtacctg 
420 

tagccataca tgaccatgtc tgacacgggg atatgagagg agcccgtcat ctctcgaaac 
480 

cggttgttgt ggcgcgcctg ctccagagtg gcggtgaaga ggaagcagcg gcaggggacg 
540 

cccgcggctc gggcacactg gacgtacctg gc 
-572 

<210> 2924 
<211> 91 
<212> PRT 

<213> Homo sapiens 
<400> 2924 

Met Ser Leu Lys Pro Pro Pro Cys Lys Lys Leu Ala Gly Leu Glu Pro 

15 10 15 

Leu Pro Arg Gly Thr Thr Leu Leu Pro Ala Lys Cys Arg Pro Ser Ser 

20 25 30 

Arg Arg Asn Ser Val Tyr Cys Gly Gly Glu Leu Gly Gly Ala Gin Pro 

35 40 45 

Arg Arg Thr Gly Ser Thr Ala Ala Pro Ala Ser Ala Pro Pro He Ala 

50 55 60 

Gly Thr Gly Ser Pro Gly Trp Gin Arg Ser Leu Gin Pro Ala Leu Gly 
65 70 75 80 

Pro Arg Thr Ala Ser Trp Gin Trp Trp Glu Gin 
85 90 

<210> 2925 
<211> 1999 
<212> DNA 

<213> Homo sapiens 
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<40O> 2925 

ngcgcgccag gggggggctg ctggggtgtt 
60 

ggagctgcta ggatggagca ggttgcggag 
120 

gctgccgaca gcactgagga gttggccgaa 
180 

gataatgacg cagccgcgag aggagcggag 
240 

gatgtgttcg aggtggagaa gatcctggac 
300 

aaagttcgct ggaaaggcta tacatcggat 
360 

gaggactgta aagaagtgct tcttgaattt 
420 

gcagtcagga aggatattca gagactatcc 
460 

gatagcgatc agcaaagtga gacaaaagaa 
540 

ttgaggcaga gagaagagaa aagcccagat 
600 

aagccaaaag acaagtccaa accagacctg 
660 

ttaaggacaa agaaaagaat ttctgaagcc 
720 

aaaaaagatg aagtaaaaga aacaaaagaa 
780 

gacttaaaga cgaaaacaag agaagatccc 
840 

tttgtcgaat cccaggtgga atctgaatca 
900 

gatgacaatg aagggctaca ttccgacagc 
960 

agagagagag cagggcagga catggggctg 
1020 

gccatgagtg ctgaggagga taccgatgtc 
1080 

aaggctgagg acactagaga gaacaggaag 
1140 

aaaactgtgc ctaaaaagca gaggaatcaa 
1200 

aagctgatgc ctgtatctgc ccaaacgcca 
1260 

ggcctctggt ccacggactc agccgaggag 
1320 

gaaaaatatc agaaaaggca tgattctgac 
1380 

ggattaaaga cacttaagga aatcagaaat 
1440 

gaaaaaaatg atgtttctga gaataatcgg 
1500 

accatagacg atcacaaaac caaggaaaac 
1560 



tgtcgcagcg ggttttcctc ggcggtttgc 
ggagcaaggg tgaccgcagt ccctgtgtca 
gtcgaagaag gagttggagt agtgggcgaa 
gcctttggcg acagtgagga ggacggagag 
atgaagaccg aggggggtaa agttctttac 
gatgatacct gggagcccga gattcacctg 
aggaagaaaa ttgcagagaa caaagccaaa 
ttaaataacg acatatttga ggcgaactct 
gatacttccc caaagaagaa aaagaaaaaa 
gatctgaaaa agaaaaaagc aaaggccggg 
gagagctcct tggaaagttt agtttttgat 
aaagaagaac taaaggagtc caaaaagccc 
tcaaagaaag ttaaaaaggg tgaaataaga 
aaagaaaata gaaaaacaaa aaaagaaaaa 
agtgtactta atgattctcc ctttccagag 
agagaagaga aacaaaacac taagagtgca 
gagcatggct ttgagaagcc cctagacagt 
agaggcagga ggaaaaagaa gaccccgaga 
ctagagaaca agaacgcttt cttagagaag 
gacagaagca aaagtgctgc agagttagag 
aagggccgga ggttgagcgg ggaagagaga 
gacaaagaaa ccaaaagaaa tgaatccaaa 
aaggaagaaa aaggcagaaa agagccaaaa 
gcatttgatt tatttaaatt aactccagaa 
aaaagggaag aaataccact ggattttaaa 
aaacagtcac ttaaagaaag gagaaacacc 
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agagacgaaa cggatacttg ggcatacatt gctgcagaag gtgatcagga ggttttagac 
1620 

agcgtgtgcc aagcagatga gaattcaggt gagtttggaa tcattttgta gaatttttca 
1680 

aggtagtgca ccatattatt ttactgtact cttctctgta tttctgatct caacgatcaa 
1740 

aaaataatgg agtcgaagag tttatttgga tctcctgaat aaataacatt ttatattgaa 
1800 

gacgggtcat tctgtgactt ctcaatggat caaacaattt ctctgagttc ctataatgtt 
1860 

ctcagcacgt atagaaatta aaagatttct gattttctac cttacctact cttacctggc 
1920 

agccccattt tatatcttac tatttaatag atttctttca ggaaattatc aaatataaac 
1980 

ttatttgtac tttaccctt 
1999 

<210> 2926 
<211> 305 
<212> PRT 

<213> Homo sapiens 



<400> 2926 



Lys 


Lys 


Val 


Lys 


Lys 


Gly 


Glu 


He 


Arg 


Asp 


Leu 


Lys 


Thr 


Lys 


Thr 


Arg 


1 








5 










10 










15 




Glu 


Asp 


Pro 


Lys 


Glu 


Asn 


Arg 


Lys 


Thr 


Lys 


Lys 


Glu 


Lys 


Phe 


Val 


Glu 








20 










25 










30 






Ser 


Gin 


Val 


Glu 


Ser 


Glu 


Ser 


Ser 


Val 


Leu 


Asn 


Asp 


Ser 


Pro 


Phe 


Pro 






35 










40 










45 








Glu 


Asp 


Asp 


Asn 


Glu 


Gly 


Leu 


His 


Ser 


Asp 


Ser 


Arg 


Glu 


Glu 


Lys 


Gin 




50 










55 










60 










Asn 


Thr 


Lys 


Ser 


Ala 


Arg 


Glu 


Arg 


Ala 


Gly 


Gin 


Asp 


Met 


Gly 


Leu 


Glu 


65 










70 










75 










80 


His 


Gly 


Phe 


Glu 


Lys 


Pro 


Leu 


Asp 


Ser 


Ala 


Met 


Ser 


Ala 


Glu 


Glu 


Asp 










85 










90 










95 




Thr 


Asp 


Val 


Arg 


Gly 


Arg 


Arg 


Lys 


Lys 


Lys 


Thr 


Pro 


Arg 


Lys 


Ala 


Glu 








100 










105 










110 






Asp 


Thr 


Arg 


Glu 


Asn 


Arg 


Lys 


Leu 


Glu 


Asn 


Lys 


Asn 


Ala 


Phe 


Leu 


Glu 






115 










120 










125 








Lys 


Lys 


Thr 


Val 


Pro 


Lys 


Lys 


Gin 


Arg 


Asn 


Gin 


Asp 


Arg 


Ser 


Lys 


Ser 




130 










135 










140 










Ala 


Ala 


Glu 


Leu 


Glu 


Lys 


Leu 


Met 


Pro 


Val 


Ser 


Ala 


Gin 


Thr 


Pro 


Lys 


145 










150 










155 










160 


Gly 


Arg 


Arg 


Leu 


Ser 


Gly 


Glu 


Glu 


Arg 


Gly 


Leu 


Trp 


Ser 


Thr 


Asp 


Ser 










165 










170 










17S 




Ala 


Glu 


Glu 


Asp 


Lys 


Glu 


Thr 


Lys 


Arg 


Asn 


Glu 


Ser 


Lys 


Glu 


Lys 


Tyr 








180 










185 










190 






Gin 


Lys 


Arg 


His 


Asp 


Ser 


Asp 


Lys 


Glu 


Glu 


Lys 


Gly 


Arg 


Lys 


Glu 


Pro 






195 










200 










205 








Lys 


Gly 


Leu 


Lys 


Thr 


Leu 


Lys 


Glu 


He 


Arg 


Asn 


Ala 


Phe 


Asp 


Leu 


Phe 




210 










215 










220 










Lys 


Leu 


Thr 


Pro 


Glu 


Glu 


Lys 


Asn 


Asp 


Val 


Ser 


Glu 


Asn 


Asn 


Arg 


Lys 


225 










230 










235 










240 


Arg 


Glu 


Glu 


lie 


Pro 


Leu 


Asp 


Phe 


Lys 


Thr 


lie 


Asp 


Asp 


His 


Lys 


Thr 
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245 250 255 

Lys Glu Asn Lys Gin Ser Leu Lys Glu Arg Arg Asn Thr Arg Asp Glu 

260 265 270 

Thr Asp Thr Trp Ala Tyr He Ala Ala Glu Gly Asp Gin Glu Val Leu 

275 280 285 

Asp Ser Val Cys Gin Ala Asp Glu Asn Ser Gly Glu Phe Gly He He 
290 295 300 

Leu 
305 

<210> 2927 
<211> 1084 
<212> DNA 

<213> Homo sapiens 



<400> 2927 

nnctcgagtt tcgctgggct acggagcaca 
60 

aggcggccct gggatgtgag gggcctgcgg 
120 

ggtgttaacc gtctggccta tgatgaagcc 
180 

gagatCgctg tgcagaaccc tctggtgtca 
240 

gagtatgctg aagatgacaa catctatcaa 
300 

tcgtacatcc gcaagaccag gcctgacggc 
360 

cacttggagg cactgctgga tgacagcaag 
420 

aagagcaagg aagacctggt gtcccagggc 
480 

aacacgttca tggacctgat tgagcaggtg 
540 

gcctccttca atgaccagag cacctccgac 
600 

tcgggctacc tgcagcgcga gagcaagttc 
660 

gtcaaggagt tctgccagca ggaggtggag 
720 

atcattgcgc tggcccaggc cctcagcgtg 
780 

gagggcggca ccaccaatcc gcacatcttc 
840 

ctctaccggc ctggacacta cgatatcctc 
900 

gccctgctgc ccccctctgc caggcgctag 
960 

atggtcctat ttcaccccct tcttcctgtc 
1020 

gggtgctggc ggtgaaaaaa aaaaaaaaaa 

1080 

aaaa 

1084 



aaggtccggg cgggccattc gggatgtcgt 
gatctgtccc tgaggcctgc cactttttct 
atcatggctc agcaggaccg aattcagcaa 
gagcggctgg agctctcggt cctatacaag 
cagaagatca aggacctcca caaaaagtac 
aactgtttct atcgggcttt cggattctcc 
gagttgcagc ggttcaaggc tgtgtctgcc 
ttcactgaat tcacaattga ggatttccac 
gagaagcaga cctctgtcgc cgacctgctg 
taccttgtgg tctacctgcg gctgctcacc 
ttcgagcact tcatcgaggg tggacggact 
cccatgtgca aggagagcga ccacatccac 
tccatccagg tggagtacat ggaccgcggc 
cctgagggct ccgagcccaa ggtctacctt 
tacaaatagg gctggctcca gcccgctgct 
acatgtacag aggtttttct gtggttgtaa 
acatgacccc cccccatgtt ttattaaagg 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
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c210> 2928 
<211> 292 
<212> PRT 

<213> Homo sapiens 
<400> 2928 

Xaa Ser Ser Phe Ala Gly Leu Arg Ser Thr Lys Val Arg Ala Gly His 

15 10 15 

Ser Gly Cys Arg Arg Arg Pro Trp Asp Val Arg Gly Leu Arg Asp Leu 

20 25 30 

Ser Leu Arg Pro Ala Thr Phe Ser Gly Val Asn Cys Leu Ala Tyr Asp 

35 40 45 

Glu Ala He Met Ala Gin Gin Asp Arg He Gin Gin Glu He Ala Val 

50 55 60 

Gin Asn Pro Leu Val Ser Glu Arg Leu Glu Leu Ser Val Leu Tyr Lys 
65 70 75 80 

Glu Tyr Ala Glu Asp Asp Asn He Tyr Gin Gin Lys He Lys Asp Leu 

85 90 95 

His Lys Lys Tyr Ser Tyr He Arg Lys Thr Arg Pro Asp Gly Asn Cys 

100 105 110 

Phe Tyr Arg Ala Phe Gly Phe Ser His Leu Glu Ala Leu Leu Asp Asp 

115 120 125 

Ser Lys Glu Leu Gin Arg Phe Lys Ala Val Ser Ala Lys Ser Lys Glu 

130 135 140 

Asp Leu Val Ser Gin Gly Phe Thr Glu Phe Thr He Glu Asp Phe His 
145 150 155 160 

Asn Thr Phe Met Asp Leu He Glu Gin Val Glu Lys Gin Thr Ser Val 

165 170 175 

Ala Asp Leu Leu Ala Ser Phe Asn Asp Gin Ser Thr Ser Asp Tyr Leu 

180 185 190 

Val Val Tyr Leu Arg Leu Leu Thr Ser Gly Tyr Leu Gin Arg Glu Ser 

195 200 205 

Lys Phe Phe Glu His Phe He Glu Gly Gly Arg Thr Val Lys Glu Phe 

210 215 220 

Cys Gin Gin Glu Val Glu Pro Met Cys Lys Glu Ser Asp His He His 
225 230 235 240 

He He Ala Leu Ala Gin Ala Leu Ser Val Ser He Gin Val Glu Tyr 

245, 250 255 

Met Asp Arg Gly Glu Gly Gly Thr Thr Asn Pro His He Phe Pro Glu 

260 265 270 

Gly Ser Glu Pro Lys Val Tyr Leu Leu Tyr Arg Pro Gly His Tyr Asp 

275 280 285 

He Leu Tyr Lys 
290 

<210> 2929 

<211> 4920 

<212> DNA 

<213> Homo sapiens 

<400> 2929 

cggcgcccgc gggctgggag ccggggcccg caggtggaag cgcacccggg aggcgggccg 
60 
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gccggggctg gagcggctcg ggcgggctct 
120 

ggaaggcgcg cgtcccgccc tgacccgccg 
180 

ctgggagctg gagcccgcgc agcgccccgc 
240 

caggacgccc cagccaggag aaaaccaaaa 
300 

aaatatactg atgtctcttc agctgctgat 
360 

cagaaagaaa acatgataga taaagacgtt 
420 

atcaaatcta ctactgttca tggcagtaaa 
480 

gcacagtatc acttaaatcc atcaagttac 
540 

cacattaaat ttaagccaaa cacaccaata 
600 

aagccaaaaa tgttggataa gaaaaaacct 
660 

gtagtgatta attttaagaa aacacagaag 
720 

cttcaagagc ttgcccctat tatatgtagc 
780 

ttgttgaaag attatcaatc gcaggagcct 
840 

ggactaagag aattatatgc gatggatgtc 
900 

ctagatatta tgaaggagaa agaaaataaa 
960 

aaaaagcgag accaaactgc aagtgcccct 
1020 

acctttacaa ggtccaatac catttccaaa 
1080 

gcacccaaga agaggcgggc tccactgccc 
1140 

gaccttgcac acatccagga gaggcctgct 
1200 

gagacagata agagtccctg tgaagcagga 
1260 

agcatgtctg cagggaattc atctttgaga 
1320 

tccaaaatac ccccgcatca aagtgatgaa 
1380 

gatggagttc ctccagacag tgcttcagaa 
1440 

gaaacctttc accctgggct ttccagtcag 
1500 

gaaacctctg tctttgagtg ccctgggaca 
1560 

ggaataagct ctgattatag ccttgaagag 
1620 

cctaaagttg aagctgaaaa tatttctccg 
1680 



tgacgctcag ccagcttcgc tccggcctcg 
gcctctccca ccccagcagt gacgcgccgc 
agggcgatgg acggccgaac cccgcgcccg 
gccaaggcac cacttcctcc agctgagacc 
tctgtagaat ccactgcttt catcatggaa 
gaactctcag tggtcctacc tggggatatt 
cctatgatgg acttgttgat attcctttgt 
acaatcgatc tgttgtcagc tgaacagaac 
ggaatgttgg aggtagagaa ggtaatttta 
acacctataa taccagagaa aactgtgaga 
accatagtga gagtgagtcc acatgcatcg 
aaatgtgagt ttgatccgtt gcatacacta 
cttgacttga caaaatctct taatgacctg 
aacagagagt cctgccaaat atcacaaaac 
gggtttttca gtttttttca acgcagtaag 
gcaacccctc tagtaaataa gcaccgccca 
ccatatattt ccaacaccct gccgtcggat 
ccgatgccag catctcagag tgtcccccaa 
tctcgtatag tgaaatccat gagcgtggat 
agagtgaggg caggttcact gcagctcagc 
aggacaaagc gaaaagcacc ttccccaccc 
aatagtcgtg tgactgcctt acagccagta 
gcaaactctc ctgaggagct atccagccca 
gagcagtgca ctgcgcccaa actgatggag 
cctgaggcag ccataacatc attgacatct 
atagatgaaa aggaagaact gagtgaagtg 
aagtcacaag atattccttt tgtatctact 
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gatataataa 


atacactgaa 


1740 




ttctcacaaa 


actccatgga 


1800 




cacagtgtag 


tatatgatac 


1860 




aagtcgttgg 


gcccaaacca 


1920 




acagaagaca 


atatgaaaaa 


1980 




aaaaataaca 


acattgatat 


2040 




gatactgcta 


taagttacaa 


2100 




ctgaatcaac 


ccagtgcaga 


2160 




aacagttttg 


atgggaaaca 


2220 




gtgcaaactt 


caaataacaa 


2280 




gtaaatacct 


caagggaatt 


2340 




cttaccgtaa 


aagatccaat 


2400 




aggattgaca 


aaaattccac 


2460 




tacaatccca 


agccaaaacc 


2520 




atgactactt 


ataaaatagt 


2580 




gaaaccatag 


agtataaaga 


2640 




gagaatgtga 


aagaaactgc 


2700 




gagccactgc 


caaaccttaa 


2760 




tctgtgagct 


cacctgatga 


2820 




agagacactg 


gcacagctcc 


2880 




tcaaaattta 


aatctcgggc 


2940 




atgcagaaga 


gagtatcggg 


3000 




gcccctaatc 


ctgctccaaa 


3060 




tctccggagc 


agactctttc 


3120 




gttgaaaaaa 


ctgatgatga 


3180 




acagctccaa 


aacctgtgac 


3240 




ttgaaaactt 


ttggtgcccc 


3300 





aaatgatcct gacccagccc 
agaaaaacaa gaaactaaaa 
aagcaatgga aagaaggtag 
agagaatgtt caaaatgaaa 
tggagtgaag aaaacagaaa 
ggaagttgag agaccatcaa 
ggaaaaccat ctagcagctt 
aaagacaaaa gatgcagcaa 
ccaagatcat aatttatctg 
catatcaact caacactcat 
caggagtcaa ggcaccctaa 
ttgtgcacat ggtaatgatg 
tgcttcttac ctaaagaatt 
Ctcaaatgaa attacacgag 
gcctcccaaa tccttggaaa 
tgatcaggac atgcatgctt 
catccaaaca gaagattctg 
accgaagcct aacctgagaa 
tgccatggtt agtcctctga 
Ctttgcacca aatttggaag 
ttcaaatgcc caggccaaac 
tcactatgtg acatctgcag 
agaactgaca aataaagagg 
tcccttaagt aaaatgcctc 
tgtcatcggt caggctcctg 
aattcctgct agccaggtat 
acgaccatac tcaagttctg 



ttggcaatgg tagtggagag 
gcacagatgg acaagaacca 
ttgacagtat aagaaacttg 
taattgccta cccagagaac 
tcaatgtaga aggtgttgcc 
actctgaggc acatgaaact 
catcagtacc agatcaaaaa 
ttcagacaac cccttcttgt 
actccaaagt tgaagaatgt 
gcttaagttc acaagactct 
ttatacattc agaagatccg 
atcttttgcc tcctgtagat 
acccacttta tagacaggac 
agtatatacc caaaattggc 
tatcgaaaga ctggcaatca 
tagggaaaaa gcacactcat 
ctatttctga aagcccagaa 
cagagcatca agtgcccagt 
aacctgctcc caaaatgaca 
aaataaacaa tattctggaa 
ccagctcttt ttttttgcag 
ctgccaagag tgtccatgct 
cagaaaggga tatgctgcct 
actctgttcc acaacccctt 
ctgaagcctc ccctcctccc 
ccacacaaaa tctgaagact 
gtccttcacc gtttgctctt 
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gctgtagtga aaaggtcaca gtctctcagt 
3360 

gcattggtcc aacctccagc caacacagag 
3420 

gtggacatcc cacagcttgg tgtgtctgat 
3480 

aattcccaaa taccaactcc aactgatggc 
3540 

ttaacattcc aaagctctga cccagaacag 
3600 

tcgggagagg ctgctgccaa attgaaaagg 
3660 

aatggaaggt caagactcag ccattccatg 
3720 

ttaccctgcc acaccactgc acttcacttc 
3780 

attttggcaa atgtatattc agatgtacac 
3840 

tgtgttgtgg cttttaatgc cagaagaaaa 
3900 

tttgatcttt tttttgcctt aagagttgaa 
3960 

taaatgattt tcatttttta caaatgaaaa 
4020 

gcacattctc tacaatggtg acttagacaa 
4080 

atgacataca actaggacaa acatagatat 
4140 

aatatttata agttatatga aagcctgttt 
4200 

gataccaaat aagtatattc agttcaataa 
4260 

aagacttgcc ttgtgtattc tttatgtaat 
4320 

catagtattt taatatttta ttaacatgga 
4380 

attctacaat aattttaaat attttctgta 
4440 

cacattttat gtgccagaag ccttaaacat 
4500 

agttatttca catttgatat gtagagagga 
4560 

actttaaaga ctatttggaa gttccagaaa 
4620 

atagtcatta tatagttcag atgctaatat 
4680 

ctaaaactgt taagcaaaac aacgcccatt 
4740 

gcctgttggt gttctgtccc tactttaaga 

4800 

gttcaaacaa gatgatatta aatttgtttt 
4860 

gggatttttt tttcaattta ataaaagcaa 
4920 



aaagagcgca ccgagtcacc tagtgccagt 
gaagggaaga ctcactctgt aaataaattt 
aaggaaaata actctgcaca taatgaacag 
ccatcattca ctgttatgag acaaagttct 
atgcgacaga gtttgctgac tgcaatccgt 
gttaccattc catcaaatac aatatctgtg 
tcccctgatg cccaggacgg ccattaaatg 
cacttcagac caacttcata ctaatggaac 
taatatatta tctattaaaa tattagaatt 
gttaccagaa tttataattt atagtaattt 
tatgctgctt tagaacttta aaacaaggtg 
ataattcctt tgtattgatc tcacttacca 
aagtataaga ttcatagact ttatatttgt 
gacatttgct gcctcagtgt agcaattgga 
tgggctgaaa gaattattta gaaaactagt 
ttattctcaa tgatgaatca cctagtgtga 
tacaaatcac tgtcaatttt atgggaagct 
actcttgttt ttttaatctt tagaacttaa 
tataattatg acattgtcac acagaaatta 
ctttctgtga aaatgctgat atattgtgac 
ataggggtta gtttatgttt atattgaaaa 
ttctggtttt aattcaagta aaatgataaa 
tctaagtaat aatatatatt tacattgaag 
tgtcggctta cagctcttcc ggagtctaga 
atttaattgc tcacttattc tgaaagcttt 
cactaaaact actgggatat ctgcctcttg 
gttgtatact tggggtgctt tttaaaatat 
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<210> 2930 

<211> 1166 

<212> PRT 

<213> Homo sapiens 



<400> 2930 














Met Asp 


Gly 


Arg 


Thr 


Pro Arg Pro Gin Asp Ala Pro Ala Arg Arg Lys 


l 






5 


10 






15 


Pro Lys 


Ala 


Lys 


Ala 


Pro Leu Pro Pro Ala Glu Thr 


Lys 


Tyr 


Thr Asp 






20 




25 




30 




Val Ser 


Ser 


Ala 


Ala 


Asp Ser Val Glu Ser Thr Ala 


Phe 


He 


Met Glu 




3 5 






40 


45 






Gin Lys 


Glu 


Asn 


Met 


lie Asp Lys Asp Val Glu Leu 


Ser 


Val 


Val Leu 


50 








55 60 








Pro Gly 


Asp 


lie 


lie 


Lys Ser Thr Thr Val His Gly Ser 


Lys 


Pro Met 


65 








70 75 






80 


Met Asp 


Leu 


Leu 


lie 


Phe Leu Cys Ala Gin Tyr His 


Leu 


Asn 


Pro Ser 








85 


90 






95 


Ser Tyr 


Thr 


lie 


Asp 


Leu Leu Ser Ala Glu Gin Asn 


His 


He 


Lys Phe 






100 




105 




110 




Lys Pro 


Asn 


Thr 


Pro 


lie Gly Met Leu Glu Val Glu Lys 


Val 


He Leu 




115 






120 


125 






Lys Pro 


Lys 


Met 


Leu 


Asp Lys Lys Lys Pro Thr Pro 


lie 


He 


Pro Glu 


130 








135 140 








Lys Thr 


Val 


Arg 


Val 


Val lie Asn Phe Lys Lys Thr 


Gin 


Lys Thr He 


145 








ISO 155 






160 


Val Arg 


Val 


Ser 


Pro 


His Ala Ser Leu Gin Glu Leu 


Ala 


Pro 


He He 








165 


170 






175 


Cys Ser 


Lys 


Cys 


Glu 


Phe Asp Pro Leu His Thr Leu Leu Leu Lys Asp 






180 




185 




190 




T r Gin 
yr n 


Ser 


fin 


Glu 


Pro Leu Asp Leu Thr Lys Ser Leu Asn Asp Leu 




195 






200 


205 






Gly Leu 


Arg 


Glu 


Leu 


Tyr Ala Met Asp Val Asn Arg Glu Ser Cys Gin 


210 








215 220 








lie Ser 


Gin 


Asn 


Leu 


Asp lie Met Lys Glu Lys Glu Asn Lys Gly Phe 


225 








230 235 






240 


Phe Ser 


Phe 


Phe 


Gin 


Arg Ser Lys Lys Lys Arg Asp Gin Thr Ala Ser 








245 


250 






255 


Ala Pro 


Ala 


Thr 


Pro 


Leu Val Asn Lys His Arg Pro 


Thr 


Phe Thr Arg 






260 




265 




270 




Ser Asn 


Thr 


lie 


Ser 


Lys Pro Tyr lie Ser Asn Thr 


Leu 


Pro 


Ser Asp 




275 






280 


285 






Ala Pro 


Lys 


Lys 


Arg 


Arg Ala Pro Leu Pro Pro Met 


Pro 


Ala 


Ser Gin 


290 








295 300 








Ser Val 


Pro 


Gin 


Asp 


Leu Ala His lie Gin Glu Arg 


Pro 


Ala 


Ser Cys 


30S 








310 315 






320 


lie Val 


Lys 


Ser 


Met 


Ser Val Asp Glu Thr Asp Lys 


Ser 


Pro Cys Glu 








325 


330 






335 


Ala Gly 


Arg 


Val 


Arg 


Ala Gly Ser Leu Gin Leu Ser 


Ser 


Met 


Ser Ala 






340 




345 




350 




Gly Asn 


Ser 


Ser 


Leu 


Arg Arg Thr Lys Arg Lys Ala 


Pro 


Ser 


Pro Pro 




355 






360 


365 






Ser Lys 


lie 


Pro 


Pro 


His Gin Ser Asp Glu Asn Ser Arg 


Val 


Thr Ala 
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370 375 380 

Leu Gin Pro Val Asp Gly Val Pro Pro Asp Ser Ala Ser Glu Ala Asn 
385 390 395 400 

Ser Pro Glu Glu Leu Ser Ser Pro Glu Thr Phe His Pro Gly Leu Ser 

40S 410 415 

Ser Gin Glu Gin Cys Thr Ala Pro Lys Leu Met Glu Glu Thr Ser Val 

420 425 430 

Phe Glu Cys Pro Gly Thr Pro Glu Ala Ala He Thr Ser Leu Thr Ser 

435 440 445 

Gly lie Ser Ser Asp Tyr Ser Leu Glu Glu He Asp Glu Lys Glu Glu 

450 4S5 460 

Leu Ser Glu Val Pro Lys Val Glu Ala Glu Asn He Ser Pro Lys Ser 
465 470 475 480 

Gin Asp He Pro Phe Val Ser Thr Asp He He Asn Thr Leu Lys Asn 

48S 490 495 

Asp Pro Asp Ser Ala Leu Gly Asn Gly Ser Gly Glu Phe Ser Gin Asn 

500 505 510 

Ser Met Glu Glu Lys Gin Glu Thr Lys Ser Thr Asp Gly Gin Glu Pro 

515 520 525 

His Ser Val Val Tyr Asp Thr Ser Asn Gly Lys Lys Val Val Asp Ser 

S30 535 S40 

He Arg Asn Leu Lys Ser Leu Gly Pro Asn Gin Glu Asn Val Gin Asn 
54S 550 555 560 

Glu He He Val Tyr Pro Glu Asn Thr Glu Asp Asn Met Lys Asn Gly 

565 570 575 

Val Lys Lys Thr Glu lie Asn Val Glu Gly Val Ala Lys Asn Asn Asn 

580 585 590 

He Asp Met Glu Val Glu Arg Pro Ser Asn Ser Glu Ala His Glu Thr 

595 600 60S 

Asp Thr Ala He Ser Tyr Lys Glu Asn His Leu Ala Ala Ser Ser Val 

610 615 620 

Pro Asp Gin Lys Leu Asn Gin Pro Ser Ala Glu Lys Thr Lys Asp Ala 
625 630 635 " 640 

Ala He Gin Thr Thr Pro Ser Cys Asn Ser Phe Asp Gly Lys His Gin 

645 650 655 

Asp His Asn Leu Ser Asp Ser Lys Val Glu Glu Cys Val Gin Thr Ser 

660 665 670 

Asn Asn Asn He Ser Thr Gin His Ser Cys Leu Ser Ser Gin Asp Ser 

675 680 685 

Val Asn Thr Ser Arg Glu Phe Arg Ser Gin Gly Thr Leu He He His 

690 695 700 

Ser Glu Asp Pro Leu Thr Val Lys Asp Pro He Cys Ala His Gly Asn 
705 710 715 720 

Asp Asp Leu Leu Pro Pro Val Asp Arg He Asp Lys Asn Ser Thr Ala 

725 730 735 

Ser Tyr Leu Lys Asn Tyr Pro Leu Tyr Arg Gin Asp Tyr Asn Pro Lys 

740 745 750 

Pro Lys Pro Ser Asn Glu He Thr Arg Glu Tyr He Pro Lys lie Gly 

755 760 765 

Met Thr Thr Tyr Lys He Val Pro Pro Lys Ser Leu Glu He Ser Lys 

770 775 780 

Asp Trp Gin Ser Glu Thr He Glu Tyr Lys Asp Asp Gin Asp Met His 
785 790 795 800 

Ala Leu Gly Lys Lys His Thr His Glu Asn Val Lys Glu Thr Ala He 
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805 










810 










815 




Gin 


Thr 


Glu 


Asp 
820 


Ser 


Ala 


He 


Ser 


Glu 

t>*3 


Ser 


Pro 


Glu 


Glu 


Pro 
830 


Leu 


Pro 


Asn 


Leu 


Lys 
835 


Pro 


Lys 


Pro 


Asn 


Din 


A ret 

Arg 


Thr 


Glu 


Hi s 


Gin 
84 5 


Val 


Pro 


Ser 


Ser 


Val 
850 


Ser 


Ser 


Pro 


Asp 


Asp 
855 


Ala 


Met 


Val 


Ser 


Pro 
ttou 


Leu 


Lys 


Pro 


Ala 


Pro 


Lys 


Met 


Thr 


Arg 


Asp 


Thr 


Gly 


Thr 


Ala 


Pro 


Phe 


Ala 


Pro 


Asn 


Leu 


86S 










870 










875 










880 


Glu 


Glu 


He 


Asn 


Asn 
885 


Tl A 

l le 


Leu 


Glu 


Ser 


Lys 
8 90 


rne 


Lys 


Ser 


Arg 


Ala 
895 


Ser 


Asn 


Ala 


bin 


Ala 
900 


Lys 


Pro 


Ser 


Ser 


Phe 
905 


fne 


Leu 


Gin 


Met 


Gin 
910 


Lys 


Arg 


Val 


Ser 


Gly 
915 


His 


Tyr 


Val 


Thr 


Ser 
920 


Ala 


Aid 


Ala 


Lys 


Ser 
925 


Val 


X3 


Ala 


Ala 


Pro 
930 


Asn 


Pro 


Ala 


Pro 


Lys 
935 


Glu 


Leu 


Thr 


Asn 


Lys 
940 


Glu 


Ala 


Glu 




Asp 


Met 


Leu 


Pro 


Ser 


Pro 


Glu 


Gin 


Thr 


Leu 


Ser 


Pro 


Leu 


Ser 


Lys 


Met 


945 










950 










955 










960 


Pro 


His 


Ser 


Val 


Pro 
965 


Gin 


Pro 


Leu 


Val 


Glu 
970 


Lys 


Thr 


Asp 


Asp 


Asp 
975 


Val 


lie 


Gly 


Gin 


Ala 
980 


Pro 


Ala 


Glu 


Ala 


Ser 
985 


Pro 


Pro 


Pro 


He 


Ala 
990 


Pro 


Lys 


Pro 


Val 


Thr 


He 


Pro 


Ala 


Ser 


Gin 


Val 


Ser 


Thr 


Gin 


Asn 


Leu 


Lys 


Thr 






995 










1000 








1005 






Leu 


Lys 


Thr 


Phe 


Gly 


Ala 


Pro 


Arg 


Pro 


Tyr 


Ser 


ser 


Ser Gly 


Pro 


Ser 




1010 








1015 








1020 








Pro 


Phe 


Ala 


Leu 


Ala 


Val 


Val 


Lys 


Arg 


Ser 


Gin 


Ser 


Phe 


Ser 


Lys 


Glu 


1025 








1030 








1035 








104( 


Arg Thr Glu 


Ser 


Pro 


Ser 


Ala 


Ser 


Ala 


Leu 


Val 


Gin 


Pro 


Pro 


Ala 


Asn 










1045 








10S0 








1055 


Thr 


Glu 


Glu 


Gly 


Lys 


Thr 


His 


Ser 


val 


Asn 


Lys 


Phe 


Val 


Asp 


He 


Pro 








1060 








1065 








1070 




Gin 


Leu 


Gly 


Val Ser Asp Lys Glu Asn Asn Ser Ala His 


Asn 


Glu 


Gin 






1075 








1080 








1085 






Asn Ser Gin He Pro Thr Pro Thr Asp Gly Pro Ser Phe Thr Val 


Met 




1090 








1095 








1100 








Arg Gin Ser Ser Leu Thr Phe Gin Ser 


Ser Asp 


Pro 


Glu 


Gin 


Met 


Arg 


1105 








1110 








1115 








112( 


Gin 


Ser 


Leu 


Leu 


Thr 


Ala 


He Arg Ser Gly Glu Ala Ala Ala 


Lys 


Leu 










1125 








1130 








1135 


Lys 


Arg 


Val 


Thr 


He 


Pro 


Ser 


Asn 


Thr 


He 


Ser 


Val 


Asn Gly Arg Ser 



1140 1145 11S0 



Arg Leu Ser His Ser Met Ser Pro Asp Ala Gin Asp Gly His 
1155 1160 1165 

<210> 2931 

<211> 625 

<212> DNA 

<213> Homo sapiens 

<400> 2931 

ttactttcca cattgtctgc cctccatgga acacctgtct ctcctggtga tggaagcaac 
60 
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ccaatgtcca ctttgctccc ctggcccggc tcactcttct ccttaccctg agatgtgctg 
120 

ttagagatct tcgaagccat attttctcca gatgttttgg gatgaggaga cacaacaaca 
180 

gtgtttttag gttcactctg atgagttgcc atgaaatcaa accaatctaa accgtcatct 
240 

ctgttatttt tgtgctgagc tgaatgtttc ctacttgttg atctattagg ctccagatgc 
300 

ggtgggggat ctagaactgg gcttccctcg gggctgcctc caggagagaa gatatgtgtg 
360 

agccaggcca aaggagcaaa gtggacattg ggttgcttcc atcaccagga gagacaggtg 
420 

ttccatggag ggcagacaac gtggaaagta acaagaaaaa aaggctagca ctagattctg 
480 

aagcagcagt ctctgctgat aaaccagact cagtactgac tcatcatgtc cccaggaacc 
540 

tgcagaagct gtgcaaagag agggcccaga agttgtgcag aaatagcacc agggtgcctg 
600 

cacagtgcac agtcccttca cgcgt 
625 

<210> 2932 
<211> 90 
<212> PRT 

<213> Homo sapiens 
<400> 2932 

Met Cys Glu Pro Gly Gin Arg Ser Lys Val Asp lie Gly Leu Leu Pro 

15 10 15 

Ser Pro Gly Glu Thr Gly Val Pro Trp Arg Ala Asp Asn Val Glu Ser 

20 25 30 

Asn Lys Lys Lys Arg Leu Ala Leu Asp Ser Glu Ala Ala Val Ser Ala 

35 40 45 

Asp Lys Pro Asp Ser Val Leu Thr His His Val Pro Arg Asn Leu Gin 

50 55 60 

Lys Leu Cys Lys Glu Arg Ala Gin Lys Leu Cys Arg Asn Ser Thr Arg 
65 70 75 80 

Val Pro Ala Gin Cys Thr Val Pro Ser Arg 
85 90 

<210> 2933 

<211> 688 

<212> DNA 

<213> Homo sapiens 

<400> 2933 

caattgcgcc aagaacttaa aacagtgaaa aaaaattatg aagctctcaa acagagacaa 
60 

gatgaggaaa ggatggtaca gagctctcct ccaatatctg. gtgaagacaa caaatgggag 
120 

cgagaaagtc aagaaacgac tagagaactt ctgaaagtta aagacagatt aattgaagta 
180 

gaaagaaata atgctacact gcaagcagag aagcaagcgt tgaaaactca actgaagcaa 
240 
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cttgagacac agaacaataa tttgcaggct cagattcttg cacttcagag gcagacagtg 
300 

tcattacaag aacagaatac cactcttcaa acacagaatg ccaagcttca ggttgaaaat 
360 

tccaccctta attcccaaag tacctcactc atgaaccaga atgcccaact cctaatccag 
420 

cagtcttcct tagaaaatga aaatgaatct gtaatcaaag agcgagaaga cctaaaatct 
480 

ctctatgatt ctctgatcaa agatcatgaa aagctggaac ttcttcatga acgtcaggct 
540 

tcagagtatg aatctcttat ctctaaacat ggaactctga agtctgccca caaaaatctt 
600 

gaggtggaac atagagacct tgaagaccgt tacaatcagt tattaaaaca gaaaggacag 
660 

ttggaagatt tggaaaaaat gctcaaag 
688 

<210> 2934 
<211> 229 
<212> PRT 

<213> Homo sapiens 



<400> 2934 



Gin 


Leu 


Arg 


Gin 


Glu 


Leu 


Lys 


Thr 


Val 


Lys 


Lys 


Asn 


Tyr 


Glu 


Ala 


Leu 


l 








5 










10 










IS 




Lys 


Gin 


Arg 


Gin 


Asp 


Glu 


Glu 


Arg 


Met 


Val 


Gin 


Ser 


Ser 


Pro 


Pro 


He 








20 










25 










30 






Ser 


Gly 


Glu 


Asp 


Asn 


Lys 


Trp 


Glu 


Arg 


Glu 


Ser 


Gin 


Glu 


Thr 


Thr 


Arg 






35 










40 










45 








Glu 


Leu 


Leu 


Lys 


Val 


Lys 


Asp 


Arg 


Leu 


He 


Glu 


val 


GlU 


Arg 


Asn 


Asn 




50 










55 










60 










Ala 


Thr 


Leu 


Gin 


Ala 


Glu 


Lys 


Gin 


Ala 


Leu 


Lys 


Thr 


Gin 


Leu 


Lys 


Gin 


65 










70 










75 










80 


Leu 


Glu 


Thr 


Gin 


Asn 


Asn 


Asn 


Leu 


Gin 


Ala 


Gin 


He 


Leu 


Ala 


Leu 


Gin 










85 










90 










95 




Arg 


Gin 


Thr 


Val 


Ser 


Leu 


Gin 


Glu 


Gin 


Asn 


Thr 


Thr 


Leu 


Gin 


Thr 


Gin 








100 










105 










110 






Asn 


Ala 


Lys 


Leu 


Gin 


val 


Glu 


Asn 


Ser 


Thr 


Leu 


Asn 


Ser 


Gin 


Ser 


Thr 






115 










120 










125 








Ser 


Leu 


Met 


Asn 


Gin 


Asn 


Ala 


Gin 


Leu 


Leu 


He 


Gin 


Gin 


Ser 


Ser 


Leu 




130 










135 










140 










Glu 


Asn 


Glu 


Asn 


Glu 


Ser 


Val 


He 


Lys 


Glu 


Arg Glu 


Asp 


Leu 


Lys 


Ser 


145 










150 










155 










160 


Leu 


Tyr 


Asp 


Ser 


Leu 


He 


Lys 


Asp 


His 


Glu 


Lys 


Leu 


Glu 


Leu 


Leu 


His 










165 










170 










175 




Glu 


Arg 


Gin 


Ala 


Ser 


Glu 


Tyr 


Glu 


Ser 


Leu 


He 


Ser 


Lys 


His 


Gly 


Thr 








180 










185 










190 






Leu 


Lys 


Ser 


Ala 


His 


Lys 


Asn 


Leu 


Glu 


Val 


Glu 


His 


Arg 


Asp 


Leu 


Glu 






195 










200 










205 








Asp 


Arg 


Tyr 


Asn 


Gin 


Leu 


Leu 


Lys 


Gin 


Lys 


Gly Gin 


Leu 


Glu 


Asp 


Leu 




210 










215 










220 










GlU 


Lys 


Met 


Leu 


Lys 

























225 
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<210> 293S 
<211> 1200 
<212> DNA 

<213> Homo sapiens 
<400> 2935 

ngacacaata gggcattcaa gtcactgggg aaatatggcc tcttttcctg gaccatttta 
60 

tttgaaggta tgggggaacg aaaaaaatac cattatggag tgcagtgcac agtttgcatg 
120 

aactctaaaa gataaagcaa gaaatgtcaa gtaggttttg cacattgggc tgctttaggc 
180 

tgtgccctct gattcttctg gtgtactcat gatactctcc cttggtgccc tccaggctga 
240 

cgcagctatt tacgttcaga gtgaaatggg ctgtgtggct gggattggga aaggccttgt 
3O0 

taaagctggg agaggtttgg tcatggtgac aggggacctg aaggcccagc tcctcttccc 
360 

tcttgccaat acagggacaa gttaaagaag aagaagaaag taaaggtaaa gatggaaaag 
420 

aaatccacgc cctctagggg ctcatcatcc aagtcgtcct caaggcagct aagcgagagc 
480 

ttcaagagca aagagtttgt gtctagtgat gagagctctt cgggagagaa caagagcaaa 
S40 

aagaagagga ggaggagcga ggactctgaa gaagaagaac tagccagtac tccccccagc 
600 

tcagaggact cagcgtcagg atccgatgag tagaaacgga ggaaggttct ctttgcgctt 
660 

gccttctcac accccccgga agtcagcagg gaaacgcaga gaactcctat gaaccaccaa 
720 

aaggctgtaa atgatgaaac atgcaaagct agccacataa catcaagtgt ctttccttca 
780 

gcctctctcg gtaaagcatc atctcgaaag ccatttggga tcctttctcc aaatgttctg 
840 

tgcagtatga gtgggaagag tcctgtagag agcagcttga atgttaaaac caaaaagaat 
900 

gcaccatctg caacgatcca ccagggcgaa gaagaaggac cacttgatat ctgggctgtt 
960 

gtgaaacctg gaaataccaa ggaaaaaatt gcattctttg catcccacca gtgtagtaac 
1020 

aggataggat ctatgaaaat aaaaagttcc tgggatattg atgggagagc tactaagaga 
1080 

aggaaaaaat caggggatct taaaaaagcc aaggtacagg tggaaaggat gagggaggtt 
1140 

aacagcaggt gctaccaacc tgagcctttt gcatgtggca ttgagcactg ttctgtgcac 
1200 

<210> 2936 
<211> 109 
<212> PRT 

<213> Homo sapiens 
<400> 2936 

Ser Trp Glu Arg Phe Gly His Gly Asp Arg Giy Pro Glu Gly Pro Ala 
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1 








S 


10 


IS 




Pro 


Leu 


Pro 


Ser 


Cys Gin Tyr Arg Asp 


Lys Leu Lys Lys 


Lys Lys 


Lys 








20 


25 




30 




Val 


Lys 


Val 


Lys 


Met Glu Lys Lys Ser 


Thr Pro Ser Arg Gly Ser 


Ser 






35 




40 


45 






Ser 


Lys 


Ser 


Ser 


Ser Arg Gin Leu Ser 


Glu Ser Phe Lys 


Ser Lys 


Glu 




50 






55 


60 






Phe 


Val 


Ser 


Ser 


Asp Glu Ser Ser Ser 


Gly Glu Asn Lys 


Ser Lys 


Lys 


65 








70 


75 




80 


Lys Arg 


Arg 


Arg 


Ser Glu Asp Ser Glu 


Glu Glu Glu Leu 


Ala Ser 


Thr 










85 


90 


95 




Pro 


Pro 


Ser 


Ser 


Glu Asp Ser Ala Ser 


Gly Ser Asp Glu 












100 


105 









<210> 2937 
<211> 749 
<212> DNA 

<213> Homo sapiens 
<400> 2937 

nngaattcca gtgaaagtgg gagccttgaa gtcgtagaca gcagcgggga aatcattcac 
60 

cgagtcaaaa agctgacatg tcgggtaaaa attaaagaag caacggggct gcccttaaac 
120 

ctctcaaatt ttgtcttctg tcaatacaca ttctgggacc agtgtgagtc tacggtggct 
180 

gccccggtgg tggaccccga ggtgccttca ccacagtcca aggatgccca gtacacagtg 
240 

accttctccc actgtaagga ctatgtggtg aatgtaacag aagaatttct ggagttcatt 
300 

tcagatggag cactggccat tgaagtatgg ggccaccggt gtgctggaaa tggcagctcc 
360 

atctgggagg tcgattctct tcatgctaag acaagaacac tgcatgacag gtggaatgaa 
420 

gtaacgcgaa gaatagaaat gtggatctcc atattagaat tgaatgagtt aggagagtat 
480 

gctgcagtgg aacttcatca ggcaaaagat gtcaacacag gaggcatctt tcaacttaga 
540 

cagggtcatt cccgtagagt acaagtcacg gtgaaacctg tgcagcattc agggacactg 
600 

ccacttatgg ttgaagccat cctgtcagta tccatcggct gtgtaactgc caggtccacc 
660 

aaactccaaa gagggctgga cagttaccag agagatgatg aggatggtga tgatatggat 
720 

agttatcagg aagaagactt aaactgcag 
749 

<210> 2938 
<211> 249 
<212> PRT 

<213> Homo sapiens 
<400> 2938 

Xaa Asn Ser Ser Glu Ser Gly Ser Leu Glu Val Val Asp Ser Ser Gly 
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15 10 15 

Glu He He His Arg Val Lys Lys Leu Thr Cys Arg Val Lys He Lys 

20 25 30 

Glu Ala Thr Gly Leu Pro Leu Asn Leu Ser Asn Phe Val Phe Cys Gin 

35 40 45 

Tyr Thr Phe Trp Asp Gin Cys Glu Ser Thr Val Ala Ala Pro Val Val 

50 55 60 

Asp Pro Glu Val Pro Ser Pro Gin Ser Lys Asp Ala Gin Tyr Thr Val 
65 70 7S 80 

Thr Phe Ser His Cys Lys Asp Tyr Val Val Asn Val Thr Glu Glu Phe 

85 90 95 

Leu Glu Phe He Ser Asp Gly Ala Leu Ala He Glu Val Trp Gly His 

100 105 HO 

Arg Cys Ala Gly Asn Gly Ser Ser He Trp Glu Val Asp Ser Leu His 

115 120 125 

Ala Lys Thr Arg Thr Leu His Asp Arg Trp Asn Glu Val Thr Arg Arg 

130 135 140 

He Glu Met Trp He Ser He Leu Glu Leu Asn Glu Leu Gly Glu Tyr 
145 150 1S5 160 

Ala Ala val Glu Leu His Gin Ala Lys Asp Val Asn Thr Gly Gly He 

165 170 175 

Phe Gin Leu Arg Gin Gly His Ser Arg Arg Val Gin Val Thr Val Lys 

180 185 190 

Pro Val Gin His Ser Gly Thr Leu Pro Leu Met Val Glu Ala He Leu 

195 200 205 

Ser val Ser He Gly Cys Val Thr Ala Arg Ser Thr Lys Leu Gin Arg 

210 215 220 

Gly Leu Asp Ser Tyr Gin Arg Asp Asp Glu Asp Gly Asp Asp Met Asp 
225 230 235 240 

Ser Tyr Gin Glu Glu Asp Leu Asn Cys 
245 



<210> 2939 

<211> 2405 

<212> DNA 

<213> Homo sapiens 



<400> 2939 

nncgtacgtc tccccactac cggttcccac cactgattct gggggcgaag gaaggagcca 
60 

gagtgcaatt gcagatccag accccagagt cagaaggagt gagaaccctg acccctaatc 
120 

ccactgcatc cagccaatag gagcccagcc accatggcgg agctgcagga ggtgcagatc 
180 

acagaggaga agccactgtt gccaggacag acgcctgagg cggccaagac tcactctgtg 
240 

gagacaccat acggctctgt cactttcact gtctatggca cccccaaacc caaacgccca 
300 

gcgatcctta cctaccacga tgtgggactc aactataaat cttgcttcca gccactgttt 
360 

cagttcgagg acatgcagga aatcattcag aactttgtgc gggttcatgt ggatgcccct 
420 

ggaatggaag agggagcccc tgtgttccct ttgggatatc agtacccatc tctggaccag 

480 
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cttgcagaca 


tgatcccttg 


540 




ggtgttggag 


ctggagccta 


600 




gaaggtcttg 


tcctcatcaa 


660 




cacaagctaa 


caggcctcac 


720 




caggaagagc 


tctctggaaa 


780 




gcacccaacc 


tggataacat 


840 




aactttgagc 


gtggaggtga 


900 




caagcacctc 


atgaagatgc 


960 




tcgttcctca 


agatggctga 


1020 




accgaggcct 


tcaagtactt 


1080 




cgcctgtccc 


ggtctcgtac 


1140 




tcccgctctc 


gcaccctgtc 


1200 




gggcacacca 


tggaggtctc 


1260 




ctcacctccc 


ccagagctaa 


1320 




gggaaaaagg 


gcagatcatg 


1380 




gacctttaac 


ccgcgattcc 


1440 




cccagacccc 


taaattctcc 


1500 




atcctctgtc 


ccgatctagg 


1560 




ggtgcctcca 


ccagactctc 


1620 




tggggctcca 


ttcaccaaag 


1680 




tatggaccta 


cgtgaatgtg 


1740 




atgtgataga 


aacatccagt 


1800 




gagtgtgggg 


aaggattggt 


1860 




ctaactttgg 


tagctcagtg 


1920 




tgggctgctt 


ggggcttggc 


1980 




tagtatgtgt 


ggagggtgcc 


2040 




gaggaatcaa 


agatcaaggt 


2100 





cgtcctgcag tacctaaatt 
catcctggcg agatatgctc 
cattgacccc aatgccaagg 
ctcttccatt ccggagatga 
ttctgagttg atacaaaagt 
tgaattgtac tggaacagct 
catcaccctc aggtgtcctg 
agtggtggaa tgtaactcaa 
ctccggaggt cagccccagc 
cctgcaaggc atgggctaca 
agcctctctg accagtgcag 
ccagagcagc gagtctggaa 
ctgttgaatg gcccttgttg 
cctgggaggt gctgaagggg 
cggggagatg accttgatct 
ccccagctcc tggaagagat 
tcctccccca ttttggtgtt 
tgtctatagc tgaggggtaa 
cctacttgtc ccatatttgc 
ctgaggtggc ttctcattaa 
tgtcaggggg agacttgctg 
gtaaaaagga agttggaatg 
gctggggcaa caggaagggg 
tgcatctaga gtgggactgg 
atagggtgga aagggctacc 
ctcccgtctc ccacaacttc 
catctccccg catgatctgc 



tctctacaat aattggagtc 
ttaaccaccc ggacactgtt 
gttggatgga ttgggcagcc 
tccttggaca tcttttcagc 
acagaaatat cattacacat 
acaacaaccg ccgagacctg 
tgacgctggt ggtaggagac 
aactggaccc cacccagacc 
tgactcagcc aggcaagctg 
tggcctcatc ctgcatgact 
catccgttga tggcaaccgg 
ctctttcttc ggggcccccg 
ccctagagtg ggacccagcc 
cattgggcca ccgtaagcaa 
ttgattgcta ccctaacctt 
gtcctaatat ctcttaggga 
aaggtggaga gggcatatgc 
gaggttgttg tagttgtcct 
aaggggaggg gatttggggc 
ccccttagga ctctgaaggg 
gtgggttagt ggtcctcagg 
ggagttggcg ggcagtgaac 
cctggggccg tttggctgca 
ggagggagct aagcttgggc 
ctggggctct gaccacactg 
tgctataaca ataaactgta 
cctttttccc ttgcttacgg 
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tgaaccaatg tcccttcagc acctcccagg ttagatatgg gggaggtgag ggctgggtcc 
2160 

cactctatgg caacaagggc aattcaacag gagacctcca tggttttcca cgggggcccc 
2220 

gaagaaagat ttccagactc gactgctctg ggaccagggt gtcatgagcg taaaatgggc 
2280 

aagggagagc gggcggaggg ccccgaggtg gcagcagggg tcagggaagt gggcttccga 
2340 

gtgccctctg ttgaaattgt caccccacag ctgcccgccg tggaaattga ggaagggttt 

2400 

ttttt 

240S 

<210> 2940 
<211> 357 
<212> PRT 

<213> Homo sapiens 



<400> 2940 


















M<3 f Si a 
Cits U iiXa 


Glu 


Leu 


Gin 


fill, \7a1 fJln Tlf» 


Thr 


Glu Glu 


Lys 


Pro 


Leu Leu 


1 






5 




10 








15 


Pro Gly 


Gin 


Thr 


Pro 


Glu Ala Ala Lys 


Thr 


His Ser 


Val 


Glu 


Thr Pro 




20 




25 








30 




Tyr Gly 


Ser 


Val 


Thr 


Phe Thr Val Tyr 


Gly 


Thr Pro 


Lys 


Pro 


Lys Arg 


35 






40 






45 






Pro Ala 


lie 


Leu 


Thr 


Tyr His Asp Val 


Gly 


Leu Asn 


Tyr 


Lys 


Ser Cys 


50 








55 




60 








Phe Gin 


Pro 


Leu 


Phe 


Gin Phe Glu Asp 


Met 


Gin Glu 


He 


He 


Gin Asn 


65 








70 




75 






80 


Phe Val 


Arg 


Val 


His 


val Asp Ala Pro 


Gly 


Met Glu 


Glu 


Gly 


Ala Pro 








85 




90 








95 


Val Phe 


Pro 


Leu 


Gly 


Tyr Gin Tyr Pro 


Ser 


Leu Asp 


Gin 


Leu 


Ala Asp 






100 




105 








110 




Met He 


Pro 


Cys 


Val 


Leu Gin Tyr Leu 


Asn 


Phe Ser 


Thr 


He 


He Gly 




115 






120 






125 






Val Gly 


val 


Gly 


Ala 


Gly Ala Tyr He 


Leu 


Ala Arg 


Tyr 


Ala 


Leu Asn 


130 








135 




140 








His Pro 


Asp 


Thr 


Val 


Glu Gly Leu Val 


Leu 


He Asn 


He 


Asp 


Pro Asn 


145 








150 




1S5 






160 


Ala Lys 


Gly 


Trp 


Met 


Asp Trp Ala Ala 


His 


Lys Leu 


Thr 


Gly 


Leu Thr 








165 




17 0 








175 


Ser Ser 


lie 


Pro 


Glu 


Met He Leu Gly 


His 


Leu Phe 


Ser 


Gin 


Glu Glu 






180 




185 








190 




Leu Ser 


Gly 


Asn 


Ser 


Glu Leu He Gin 


Lys 


Tyr Arg 


Asn 


He 


He Thr 




195 






200 






205 






His Ala 


Pro 


Asn 


Leu 


Asp Asn He Glu 


Leu 


Tyr Trp 


Asn 


Ser 


Tyr Asn 


210 








215 




220 








Asn Arg 


Arg 


Asp 


Leu 


Asn Phe Glu Arg 


Gly 


Gly Asp 


He 


Thr 


Leu Arg 


225 








230 




235 






240 


Cys Pro 


Val 


Met 


Leu 


val Val Gly Asp 


Gin 


Ala Pro 


His 


Glu 


Asp Ala 








245 




250 








25S 


Val Val 


Glu 


Cys 


Asn 


Ser Lys Leu Asp 


Pro 


Thr Gin 


Thr 


Ser 


Phe Leu 






260 




265 








270 




Lys Met 


Ala 


Asp 


Ser 


Gly Gly Gin Pro 


Gin 


Leu Thr 


Gin 


Pro 


Gly Lys 
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275 280 285 

Leu Thr Glu Ala Phe Lys Tyr Phe Leu Gin Gly Met Gly Tyr Met Ala 

290 295 300 

Ser Ser Cys Met Thr Arg Leu Ser Arg Ser Arg Thr Ala Ser Leu Thr 
305 310 315 320 

Ser Ala Ala Ser Val Asp Gly Asn Arg Ser Arg Ser Arg Thr Leu Ser 

325 330 335 

Gin Ser Ser Glu Ser Gly Thr Leu Ser Ser Gly Pro Pro Gly His Thr 

340 345 350 

Met Glu Val Ser Cys 
355 

<210> 2941 
<211> 847 
<212> DNA 
<213> Homo sapiens 

<400> 2941 

nacgcgttgt cgtctctccg ggccctgggc agccaggatc ttcctctggg 
60 

ccctgcatcc tgcagctgga tcttcagcat ctccatgggc gtggtcacga 
120 

ggtgccagcc ccacagcccg ccagcatctc tttaagcagg gtcagccctc 
180 

ggtgcccagc cctcagtgga ggctccagct gcccctcggc ccacggccac 
240 

cgcgacctgc tgcggagccg tggcattgcc ggtctctaca agggactcgg 
300 

ctcagggatg tccccttctc tgtggtgtac ttcccgctct ttgccaacct 
360 

ggccgcccgg cgtccgagga gaagtcgcct ttctacgtgt ccttcctggc 
420 

gctgggagtg ccgccgctgt ggccgtcaac ccctgtgatg tggtgaagac 
480 

tcacttcagc gaggcgtcaa cgaggacacc tactctggga tcctggactg 
540 

atcctgcggc acgagggccc ctcggccttc ctgaagggcg cctactgccg 
600 

atcgcgcccc ttttcggcat cgcacaggtg gtctacttcc tgggcatcgc 
660 

ctggggctgc tgcaggaccc ccaggcctga gcccagcacc cgctccaccc 
720 

ggcagggccg gtgtggggct ggagccaggc agctagccca ggacggagca 
780 

cctccccagc cctcccgtcg gcaggggcag cagggggcag ggtgcagggt 
840 

ggtgcac 
847 

<210> 2942 
<211> 229 
<212> PRT 

<2X3> Homo sapiens 



cggcaatgcg 
tcacctggca 
ggcccagggg 
ccagctgacc 
ggccacgctg 
gaaccagctg 
cggctgtgtg 
gcggctccag 
tgccaggaag 
cgcgctggtc 
ggagtccctg 
cagccagctg 
agggaagacc 
ccacataggt 
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<400> 2942 



Xaa Ala 


Leu 


Ser 


Ser 


Leu 


Arg 


Ala 


Leu 


Gly 


Ser 


Gin 


Asp 


Leu 


Pro 


Leu 


1 






5 










10 










15 




Gly Gly 


Asn 


Ala 
20 


Pro 


Cys 


He 


Leu 


Gin 
2S 


Leu 


Asp 


Leu 


Gin 


His 
30 


Leu 


His 


Gly Arg 


Gly 
35 


His 


Asp 


His 


Leu 


Ala 

40 


Gly 


Ala 


Ser 


Pro 


Thr 
45 


Ala 


Arg 


Gin 


His Leu 


Phe 


Lys 


Gin 


Gly 


Gin 


Leu 


Ser 


Ala 


Gin 


Gly 


Gly 


Ala 


Gin 


Pro 


50 










55 










60 










Ser Val 


Glu 


Ala 


Pro 


Ala 


Ala 


Pro 


Arg 


Pro 


Thr 


Ala 


Thr 


Gin 


Leu 


Thr 


65 








70 










75 










80 


Arg Asp 


Leu 


Leu 


Arg 
85 


Ser 


Arg 


Gly 


He 


Ala 
90 


Gly 


Leu 


Tyr 


Lys 


Gly 
95 


Leu 


Gly Ala 


Thr 


Leu 
100 


Leu 


Arg 


Asp 


Val 


Pro 
105 


Phe 


Ser 


Val 


Val 


Tyr 
110 


Phe 


Pro 


Leu Phe 


Ala 
115 


Asn 


Leu 


Asn 


Gin 


Leu 
120 


Gly 


Arg 


Pro 


Ala 


Ser 
12S 


Glu 


Glu 


Lys 


Ser Pro 


Phe 


Tyr 


Val 


Ser 


Phe 


Leu 


Ala 


Gly 


Cys 


Val 


Ala 


Gly 


Ser 


Ala 


130 










135 










140 










Ala Ala 


Val 


Ala 


Val 


Asn 


Pro 


Cys 


Asp 


Val 


Val 


Lys 


Thr 


Arg 


Leu 


Gin 


145 








150 










155 










160 


Ser Leu 


Gin 


Arg 


Gly 
165 


Val 


Asn 


Glu 


Asp 


Thr 
170 


Tyr 


Ser 


Gly 


He 


Leu 
175 


Asp 


Cys Ala 


Arg 


Lys 
180 


lie 


Leu 


Arg 


His 


Glu 
185 


Gly 


Pro 


Ser 


Ala 


Phe 
190 


Leu 


Lys 


Gly Ala 


Tyr 
195 


Cys 


Arg 


Ala 


Leu 


Val 
200 


He 


Ala 


Pro 


Leu 


Phe 
205 


Gly 


He 


Ala 


Gin Val 


Val 


Tyr 


Phe 


Leu 


Gly 


He 


Ala 


Glu 


Ser 


Leu 


Leu 


Gly 


Leu 


Leu 


210 










215 










220 










Gin Asp 


Pro 


Gin 


Ala 

























225 



<210> 2943 

<211> 1501 

<212> DNA 

<213> Homo sapiens 

<400> 2943 

tccggatttt cagccgggtc ttccggggat ggagagcaaa aggacttggt gctctcggag 
60 

agagcctgca ggggccggaa gtcgaggcgg gagtgactct gcttccgttt ctggttttgc 
120 

tctagtgttt gggtttcttc gcggctgctc aagatgaacc gactcttcgg gaaagcgaaa 
1B0 

cccaaggctc cgccgcccag cctgactgac tgcattggca cggtggacag tagagcagaa 
240 

tccattgaca agaagatttc tcgattggat gctgagctag tgaagtataa ggatcagatc 
300 

aagaagatga gagagggtcc tgcaaagaat atggtcaagc agaaagcctt gcgagtttta 
360 

aagcaaaaga ggatgtatga gcagcagcgg gacaatcttg ccaacagtca ttcaacatgg 
420 

aacgccaatt ataccatcca gtctttgaag gacaccaaga ccacggttga tgctatgaaa 
480 
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ctgggagtaa aggaaatgaa gaaggcatac aagcaagtga agatcgacca gattgaggat 
540 

ttacaagacc agctagagga tatgatggaa gatgcaaatg aaatccaaga agcactgagt 
600 

cgcagttatg gcaccccaga actggatgaa gatgatttag aagcagagtt ggatgcacta 
660 

ggtgatgagc ttctggctga tgaagacagt tcttatttgg atgaggcagc atctgcacct 
720 

gcaattccag aaggtgttcc cactgataca aaaaacaagg atggagttct ggtggatgaa 
780 

tttggattgc cacagatccc tgcttcatag atttgcatca ttcaagcata tcttgtaaaa 
840 

caaacacaca ttatgggact aggaaatatt tatctctcca aatttgccat aacagattta 
900 

ggtttctttc ctttctttga aggaaagttt aattacattg ctcttttatt ttttccatta 
960 

agagactcat tgcttgggaa atgctttctt cgtactaaaa tttgattcct ttttttctta 
1020 

tgaaaaacga actcagttta aaagtatttt tagctcgtat gacttgtttt cattcattaa 

ioeo 

taataatttg aaataaaact aaggaaatgg aatcttaaaa gtctatgaca gtgtaactct 
X140 

acagtctcaa aatgacctga taaattgata agacaaagat gagattattg gggctgttca 
1200 

tactatgatt cagaatcatt ttctattgtg gtattatagg ttggttaaag tgatggcctt 
1260 

tttgatgggt tttgttgtgt cttgtgaaca agtcgttact gtgtccatta ttggaatgga 
1320 

attatcacta ctgtatcatg agtgggtatt ttgattctat ggttccctca gtattacatc 
1380 

ttgacttgta atcaattatg aatatttctt gatatttaat gtataggaca tttatttata 
1440 

ctcaataaat atttttcaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

1500 

a 

1501 

<210> 2944 
<211> 218 
<212> PRT 

<213> Homo sapiens 



<400> 2944 



Met Asn Arg Leu 


Phe 


Gly Lys Ala 


Lys 


Pro 


Lys 


Ala 


Pro 


Pro 


Pro 


Ser 


1 


5 






10 










15 




Leu Thr Asp Cys 


He 


Gly Thr Val 


Asp 


Ser 


Arg 


Ala 


Glu 


Ser 


lie 


Asp 


20 






25 










30 






Lys Lys lie Ser 


Arg 


Leu Asp Ala 


Glu 


Leu 


val 


Lys 


Tyr 


Lys 


Asp 


Gin 


35 




40 










45 








He Lys Lys Met 


Arg 


Glu Gly Pro 


Ala 


Lys 


Asn 


Met 


Val 


Lys 


Gin 


Lys 


SO 




55 








60 










Ala Leu Arg Val 


Leu 


Lys Gin Lys 


Arg 


Met 


Tyr 


Glu 


Gin 


Gin 


Arg 


Asp 


65 




70 






75 










80 


Asn Leu Ala Asn 


Ser 


His Ser Thr 


Trp 


Asn 


Ala 


Asn 


Tyr Thr He 


Gin 
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85 


90 


95 




Ser 


Leu 


Lys 


Asp 


Thr Lys Thr 


Thr Val Asp Ala 


Met Lys Leu Gly 


Val 








100 




105 


110 




Lys 


Glu 


Met 


Lys 


Lys Ala Tyr 


Lys Gin Val Lys 


lie Asp Gin lie 


Glu 






US 






120 


125 




Asp 


Leu 


Gin 


Asp 


Gin Leu Glu 


Asp Met Met Glu 


Asp Ala Asn Glu 


He 




130 






135 




140 




Gin 


Glu 


Ala 


Leu 


Ser Arg Ser 


Tyr Gly Thr Pro 


Glu Leu Asp Glu 


Asp 


145 








150 


155 




160 


Asp 


Leu 


Glu 


Ala 


Glu Leu Asp 


Ala Leu Gly Asp 


Glu Leu Leu Ala 


Asp 










165 


170 


17S 




Glu 


Asp 


Ser 


Ser 


Tyr Leu Asp 


Glu Ala Ala Ser 


Ala Pro Ala He 


Pro 








180 




185 


190 




Glu 


Gly 


Val 


Pro 


Thr Asp Thr 


Lys Asn Lys Asp 


Gly Val Leu Val 


Asp 






195 






200 


205 




Glu 


Phe 


Gly 


Leu 


Pro Gin lie 


Pro Ala Ser 








210 






215 









<210> 2945 

<211> 3331 

<212> DNA 

<213> Homo sapiens 

<400> 2945 

nngcggcggt tagctcccag ttcggcctct gaggaaaacg ggcgttcgcc tgcggttggt 
60 

ccgactgtta gcaacatgag cggcctggat ggggtcaaga ggaccactcc cctccaaacc 
120 

cacagcatca ttatttctga ccaagtcccg agcgaccagg acgcacacca gtacctgagg 
180 

ctccgcgacc aaagcgaggc gacacaggtg atggcggagc cgggtgaggg aggctcggag 
240 

accgtcgcgc tcccgcctcc accgccttca gaggaggggg gcgtacccca ggatgccgcg 
300 

ggccgtggcg gtactcccca gatccgagtt gttgggggtc gcggtcatgt ggcgatcaaa 
360 

gccgggcagg aagagggcca gcctcccgcc gaaggcctgg cagccgcttc tgtggtgatg 
420 

gcagccgacc gcagcctgaa aaagggcgtt cagggtggag agaaggccct agaaatctgt 
480 

ggcgcccaga gatccgcgtc tgagctgacg gcgggggcgg aggctgaggc ggaggaggtg 
540 

aagacaggaa agtgcgccac cgtctcagca gccgtggctg agagggagag cgctgaggtg 
600 

gtggtgaagg aaggcctggc ggagaaggag gtaatggagg agcagatgga ggtagaggag 
660 

cagccgccag aaggtgaaga aatagaagtg gcggaggagg atagattgga ggaggaggcg 
720 

agggaggaag aagggccctg gcctttgcat gaggctctcc gcatggaccc tctggaggcc 
780 

atccagctgg aactggacac tgtgaatgct caggccgaca gggccttcca acagctggag 
840 

cacaagtttg ggcggatgcg tcgacactac ctggagcgga ggaactacat cattcagaat 
900 
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atcccgggct tctggatgac tgcttttcga aaccaccccc agttgtccgc catgattagg 
960 

ggccaagatg cagagatgtt aaggtacata accaatttag aggtgaagga actcagacac 
1020 

cctagaaccg gttgcaagtt caagttcttc tttagaagaa acccctactt cagaaacaag 
1080 

ctgattgtca aggaatatga ggtaagatcc tccggccgag tggtgtctct ttctactcca 
1140 

attatatggc gcagggggca tgaaccccag tccttcattc gcagaaacca agacctcatc 
1200 

tgcagcttct tcacttggtt ttcagaccac agccttccag agtccgacaa aattgctgag 
1260 

attattaaag aggatctgtg gccaaatcca ctgcaatact acctgttgcg tgaaggagtc 
1320 

cgtagagccc gacgtcgccc gctaagggag cctgtagaga tccccaggcc ctttgggttc 
1380 

cagtctggtt aacatttgcc cttgggaata ctcctgcaca aggtctccta ccaccttctg 

1440 

ctggacctgt gcttgggcat cagcaatgag tatgccttct attgtgcttt gtttttgctg 
1500 

acttttctgc accctgtttc ctttggatat tcagttctct caacctcaag attgagacgg 
1560 

tggtgggtat gcttctccac ttccatatga ccttcatgct gttctggaat atcacatgct 
1620 

acgaggtcat ccttcacact acttgtaagc caagcaaatg atactgtaga ttgtactgcc 
1680 

tttatctgca ctgcttggac cctgtttatt cccagggcct ctgaactggt tgctgtcact 
1740 

tggatttcta gctttgggag cctgttccac ctactcagct ctgcattgag cagtatgggc 
1800 

acatgccctg tggacagtta ctggacgtta atgaactcag aggagaaaag cagtgagcca 
1860 

cttgttctgt gtgatttatg gtacttcatt gctcttcctt cacctctagt cactttctat 
1920 

tgctacctgc cctacattgg ctcctgccaa ggtccctctc tctccctgtt ttcctttttt 
1980 

ttccttcttc tttttttttt gagacggagg acggagtctt gctctgtcgc ccaggttgga 
2040 

gtgcagtggc gcgacctcgg ctcactgcaa cctccacctc ccgggttcaa gcgattctcc 
2100 

tgcctcagcc tcccgagtag ctgggactac aggcgcgcgc cgccacgccc ggctaatttt 
2160 

tatattttta gtagagacgg ggtttcacca tgctggccag gctggtctcg aaccccgatc 
2220 

tcgtgatccg ccctccttag cctcccaatc ctctcttaaa aaagtgatag ctcagaaaca 
2280 

tttgtaaaag caaggttttt atttcatttt ggctctgtca ttttcagagg caaagaagtt 
2340 

ggcctgtaaa atagagtgct agagctctta cgcccctccc cttcttccca acttcctact 
2400 

tcctagcccc tttatcaact cctagaatag ttaaagagag acacatctag atgggatgaa 
2460 

aggtgcccta agcaggagaa actgaacaaa aggctagagg catgggccag gtaaaaattg 
2520 
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ggcctagagt gaagactgtg ctgtcgttaa gagctttcga ggaaggagta cttactcccc 
2580 

aatgatgatg aatggaaaaa tacttttcag ggagaattga aggggttaaa gtgttaaata 
2640 

tgttgcctag acaagggttc tttaaagaaa gacagcgcaa ctttgaatgc tttcttactt 
2700 

gttttgtgac ctaatttatg cggaagattg ttatttcatt aggatctagt aaaatttttt 
2760 

tttctgattc taaacttatt gtgaaaattg agctgtacag atattctttt gatttcaatt 
2820 

gggaacattt ggaagaacaa cagtcttact tgcctgtaca atatagagac atatgaatag 
2880 

tcataacagt tttcaacttg ttcttgtttc tgttaaacta tattcctaga aacatagttt 
2940 

gaacaacttg gtctttgtta ggcttgtcaa attgccctca tggaaaaata atctacaaaa 
3000 

gtatggttta attgattgtc ttacatgata attttccctg gtaacaactt agtaagcgat 
3060 

atatcttttt tcctaaattg cttaaatact gtgaaattgc tctgacaaat tggaagtgta 
3120 

ccattggcat atttgtcttc ctttttatgc atgatggtaa aataaaagca tgttgttctg 
3180 

ctagatttct tatttttcac cttacccata aatgtaatgc ttgaatgaag ttgttcatat 
3240 

taattaaaaa ttatggaatc attaaagtcc tttaatccat taaagttctt aatggattaa 
3300 

aatcattaaa gttcttaatg gattaaaatc a 
3331 

<210> 2946 
<211> 463 
<212> PRT 

<213> Homo sapiens 



<400> 2946 



Xaa 


Arg 


Arg 


Leu 


Ala 


Pro 


Ser 


Ser 


Ala 


Ser 


Glu 


Glu 


Asn 


Gly 


Arg 


Ser 


1 








5 










10 










15 




Pro 


Ala 


Val 


Gly 


Pro 


Thr 


Val 


Ser 


Asn 


Met 


Ser 


Gly 


Leu 


Asp 


Gly 


Val 








20 










25 










30 






Lys 


Arg 


Thr 


Thr 


Pro 


Leu 


Gin 


Thr 


His 


Ser 


He 


He 


He 


Ser 


Asp 


Gin 






35 










40 










45 








Val 


Pro 


Ser 


Asp 


Gin 


Asp 


Ala 


His 


Gin 


Tyr 


Leu 


Arg 


Leu 


Arg 


Asp 


Gin 




50 










55 










60 










Ser 


Glu 


Ala 


Thr 


Gin 


Val 


Met 


Ala 


Glu 


Pro 


Gly 


Glu 


Gly 


Gly 


Ser 


Glu 


65 










70 










75 










80 


Thr 


Val 


Ala 


Leu 


Pro 


Pro 


Pro 


Pro 


Pro 


Ser 


Glu 


Glu 


Gly 


Gly 


Val 


Pro 










85 










90 










95 




Gin 


Asp 


Ala 


Ala 


Gly 


Arg 


Gly 


Gly 


Thr 


Pro 


Gin 


He 


Arg 


Val 


Val 


Gly 








100 










105 










110 






Gly 


Arg 


Gly 


His 


Val 


Ala 


He 


Lys 


Ala 


Gly 


Gin 


Glu 


Glu 


Gly 


Gin 


Pro 






115 










120 










125 








Pro 


Ala 


Glu 


Gly 


Leu 


Ala 


Ala 


Ala 


Ser 


Val 


Val 


Met 


Ala 


Ala 


Asp 


Arg 




130 










135 










140 










Ser 


Leu 


Lys 


Lys 


Gly 


Val 


Gin 


Gly 


Gly 


Glu 


Lys 


Ala 


Leu 


Glu 


He 


Cys 
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145 




150 






155 




160 


Gly Ala 


Gin Arg Ser 


Ala 


Ser Glu Leu 


Thr 


Ala Gly Ala Glu 


Ala Glu 




165 






170 






175 


Ala Glu 


Glu Val Lys 


Thr 


Gly Lys Cys Ala 


Thr 


Val Ser Ala 


Ala Val 




160 




185 






190 




Ala Glu 


Arg Glu Ser 


Ala 


Glu Val Val 


Val 


Lys 


Glu Gly Leu 


Ala Glu 




195 




200 






205 




Lys Glu 


Val Met Glu 


Glu 


Gin Met Glu 


Val 


Glu 


Glu Gin Pro 


Pro Glu 


210 






215 






220 




Gly Glu 


Glu He Glu 


Val 


Ala Glu Glu Asp 


Arg 


Leu Glu Glu 


Glu Ala 


225 




230 






235 




240 


Arg Glu 


Glu Glu Gly Pro 


Trp Pro Leu 


His 


Glu 


Ala Leu Arg 


Met Asp 




245 






250 






255 


Pro Leu 


Glu Ala He 


Gin 


Leu Glu Leu Asp 


Thr 


Val Asn Ala 


Gin Ala 




260 




265 






270 




Asp Arg 


Ala Phe Gin 


Gin 


Leu Glu His 


Lys 


Phe Gly Arg Met 


Arg Arg 




275 




280 






285 




His Tyr 


Leu Glu Arg 


Arg 


Asn Tyr He 


He 


Gin 


Asn He Pro 


Gly Phe 


290 






295 






300 




Trp Met 


Thr Ala Phe 


Arg 


Asn His Pro 


Gin 


Leu 


Ser Ala Met 


He Arg 


305 




310 






31S 




320 


Gly Gin 


Asp Ala Glu 


Met 


Leu Arg Tyr 


He 


Thr 


Asn Leu Glu 


Val Lys 




325 






330 






335 


Glu Leu 


Arg His Pro 


Arg 


Thr Gly Cys 


Lys 


Phe 


Lys Phe Phe 


Phe Arg 




340 




345 






350 




Arg Asn 


Pro Tyr Phe 


Arg 


Asn Lys Leu 


He 


Val 


Lys Glu Tyr 


Glu Val 




355 




360 






365 




Arg Ser 


Ser Gly Arg Val 


val Ser Leu 


Ser 


Thr 


Pro He He 


Trp Arg 


370 






375 






380 




Arg Gly 


His Glu Pro 


Gin 


Ser Phe He Arg 


Arg Asn Gin Asp 


Leu He 


38S 




390 






395 




400 


Cys Ser 


Phe Phe Thr 


Trp 


Phe Ser Asp His 


Ser 


Leu Pro Glu 


Ser Asp 




40S 






410 






41S 


Lys lie 


Ala Glu He 


He 


Lys Glu Asp Leu 


Trp 


Pro Asn Pro 


Leu Gin 




420 




425 






430 




Tyr Tyr 


Leu Leu Arg Glu 


Gly Val Arg Arg 


Ala Arg Arg Arg 


Pro Leu 




435 




440 






445 




Arg Glu 


Pro Val Glu 


He 


Pro Arg Pro 


Phe 


Gly Phe Gin Ser 


Gly 


450 






455 






460 





<210> 2947 
<211> 997 
<212> DNA 

<213> Homo sapiens 
<400> 2947 

nacgcgtccg ccgccgtgcc cgtcgccatg aaccgcttca gggtgtccaa gttccggcac 
60 

accgaggctc ggccgccccg ccgcgagtcc tggatcagtg acattcgagc aggaaccgcc 
120 

ccttcatgca ggaaccacat caaatcaagc tgcagcttga tcgccttcaa ctccgaccgt 
180 

cctggtgtac tgggcattgt gcctctgcaa ggccaaggag aggacaagcg acgcgtggcc 
240 
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cacctgggct gccattcaga cctagtcacc gacttggact tctcgccctc tgatgacttc 
300 

ctcctggcca caggctcggc tgacaggacg gtaaaactct ggcgaccgcc agggcctggc 
360 

caggccctgc cctcagcacc cggggtggtg ctgggccccg aggacctccc agtggaggta 
420 

ctgcagttcc accccacctc tgacggcatt ctggtgagcg cagcaggcac cactgtgaag 
480 

gtctgggacg cagccaagca gcagcccctg acagagctgg cagcccatgg ggacctggtg 
540 

cagagcgccg tctggagccg agatggagcc ctggtgggca cggcgtgcaa ggacaagcag 
600 

ctgcagatct ttgaccccag aacaaagccg cgggcctctc agagcacgca ggcccatgag 
660 

aacagcaggg atagccggct ggcatggatg ggcacctggg agcaccttgt gtctactgga 
720 

ttcaaccaga tgcgtgagcg cgaagtgaag ctgtgggaca cgcggttctt ctccagcgcc 
780 

ctggcctccc tcaccttgga cacctcgctt gggtgtctcg tgcctctgct ggaccctgac 
840 

tctgggctcc tggtcctggc aggaaagggc gagaggcagc tgtactgtta cgaggtggtc 
900 

ccgcagcagc cggcgctgag cccagtgacc cagtgtgtcc tggagagcgt gctgcgtggg 
960 

gctgcccttg tgccccggca ggcgctggcc gtcatga 
997 

<210> 2948 

<211> 332 

<212> PRT 

<213> Homo sapiens 



<400> 2948 



Xaa 


Ala 


Ser 


Ala 


Ala 


val 


Pro 


Val 


Ala 


Met 


Asn Arg 


Phe 


Arg 


Val 


Ser 


1 








5 










10 








15 




Lys 


Phe 


Arg 


His 


Thr 


Glu 


Ala 


Arg 


Pro 


Pro 


Arg Arg 


Glu 


Ser 


Trp 


He 








20 










25 








30 






Ser 


Asp 


He 


Arg 


Ala 


Gly 


Thr 


Ala 


Pro 


Ser 


Cys Arg 


Asn 


His 


lie 


Lys 






35 










40 








45 








Ser 


Ser 


Cys 


Ser 


Leu 


He 


Ala 


Phe 


Asn 


Ser 


Asp Arg 


Pro 


Gly 


Val 


Leu 




SO 










55 








60 










Gly 


lie 


Val 


Pro 


Leu 


Gin 


Gly 


Gin 


Gly 


Glu 


Asp Lys 


Arg 


Arg 


Val 


Ala 


65 










70 










75 








80 


His 


Leu 


Gly 


Cys 


His 


Ser 


Asp 


Leu 


Val 


Thr 


Asp Leu 


Asp 


Phe 


Ser 


Pro 










85 










90 








95 




Phe 


Asp 


Asp 


Phe 


Leu 


Leu 


Ala 


Thr 


Gly 


Ser 


Ala Asp 


Arg 


Thr 


Val 


Lys 








100 










105 








110 






Leu 


Trp 


Arg 


Leu 


Pro 


Gly 


Pro 


Gly 


Gin 


Ala 


Leu Pro 


Ser 


Ala 


Pro 


Gly 






115 










120 








125 








Val 


Val 


Leu 


Gly 


Pro 


Glu 


Asp 


Leu 


Pro 


Val 


Glu Val 


Leu 


Gin 


Phe 


His 




130 










135 








140 










Pro 


Thr 


Ser 


Asp 


Gly 


He 


Leu 


Val 


Ser 


Ala 


Ala Gly 


Thr 


Thr 


Val 


Lys 


145 










150 










155 








160 


val 


Trp 


Asp 


Ala 


Ala 


Lys 


Gin 


Gin 


Pro 


Leu 


Thr Glu 


Leu 


Ala 


Ala 


His 
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165 




















175 




Gly Asp 


Leu 


Val 
ISO 


Gin 


Ser 


Ala 


Val 


Trn 

i ac 


Ser 


Ara 


Asd 


Gly 


Ala 
190 


Leu 


Val 


Gly Thr 


Ala 
195 


Cys 


Lys 


Asp 


Lys 


bin 
200 


Leu 




lie 


Phe 


MSp 

205 


Pro 




Thr 


Lys Pro 


Arg 


Ala 


Ser 


Gin 


Ser 


Thr 


Gin 


Ala 


His 


Glu 


Asn 


Ser 


Arg 


Asp 


210 










215 










220 










Ser Arg 


Leu 


Ala 


Trp 


Met 


Gly 


Thr 


Trp 


Glu 


His 


Leu 


Val 


Ser 


Thr 


Gly 


225 








230 










235 










240 


Phe Asn 


Gin 


Met 


Arg 
24S 


Glu 


Arg 


Glu 


Val 


Lys 
250 


Leu 


Trp 


Asp 


Thr 


Arg 
255 


Phe 


Phe Ser 


Ser 


Ala 
260. 


Leu 


Ala 


Ser 


Leu 


Thr 
265 


Leu 


Asp 


Thr 


Ser 


Leu 
270 


Gly 


Cys 


Leu Val 


Pro 
275 


Leu 


Leu 


Asp 


Pro 


Asp 
280 


Ser 


Gly 


Leu 


Leu 


Val 
295 


Leu 


Ala 


Gly 


Lys Gly 


Glu 


Arg 


Gin 


Leu 


Tyr 


Cys 


Tyr 


Glu 


Val 


Val 


Pro 


Gin 


Gin 


Pro 


290 










295 










300 










Ala Leu 


Ser 


Pro 


Val 


Thr 


Gin 


Cys 


Val 


Leu 


Glu 


Ser 


Val 


Leu 


Arg 


Gly 


305 








310 










315 










320 


Ala Ala 


Leu 


Val 


Pro 


Arg 


Gin 


Ala 


Leu 


Ala 


Val 


Met 











325 330 

<210> 2949 
<211> 880 
<212> DNA 

<213> Homo sapiens 
<400> 2949 

actagtatca ctcctcccag tggagccttt tctggggatt tagctgaatc cttgtgagta 
60 

acattctgaa tcacttgctt gatgattgtt attgggatta gtttccttgg gacatatgct 
120 

ggcactgtgt ggtcttggtc ataggtactt tggattttcc catttacttt tttacttcca 
180 

acaacagtct tgtgattgaa aatcttactc caaattccac cttccacatt gtctttcact 
240 

ccaaattcat aaactgtgtt gggctttagg ttttccacaa ttgtttcagg ggctggacag 
300 

atttgaaaaa tccacttctt ttctttatcc ttttctcgat agcgaattgt ataaaatctg 
360 

tcattgggac agtgacttgg caatgtccag tcatggtgtg ggttgatgag gaaaccccag 
420 

gacaggaaga ctgagctcgg tgtcagagtg ccaaccacca gctgcagagg tttgcgagaa 
480 

cgagttttac ctgaacatga cttcttttga cttggaggtg gagcaggtcg cacaactatc 
540 

agatatttcg gctctgcatc aactatagct tctgtgaatt tcccttcagc gggaagaggg 
600 

aagtactggt ttggtgatac attgctgcca tatcccagga gaagaccttc aagctttaca 
660 

tttggacttg gacgcaagaa cttcaagagg atggagtcac ttgtggtatt gatgtggact 
720 

ttgaggtttg gccttttacc ttttggcaat ttctgtgcat ttcccagggc tagtgtaata 
780 
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cttccacaga gaagtagaca ccccaaactg gagagcatgt tgcatttgcc acctcgcatg 
840 

gggaatgatg ctggtgggtg cctcgcaacc ctggagctga 
880 

<210> 2950 
<211> 279 
<212> PRT 

<213> Homo sapiens 



<400> 2950 



Met Arg Gly 


Gly Lys 


Cys Asn Met Leu Ser 


Ser 


Leu Gly Cys 


Leu 


Leu 


1 




5 


10 










15 




Leu Cys Gly 


Ser 


He 


Thr Leu Ala Leu Gly 


Asn 


Ala 


Gin 


Lys 


Leu 


Pro 




20 




25 








30 






Lys Gly Lys 


Arg 


Pro 


Asn Leu Lys Val His 


He 


Asn 


Thr 


Thr 


Ser 


Asp 


35 






40 






45 








Ser He Leu 


Leu Lys 


Phe Leu Arg Pro Ser 


Pro 


Asn 


Val 


Lys 


Leu 


Glu 


50 






55 




60 










Gly Leu Leu Leu Gly 


Tyr Gly Ser Asn Val 


Ser 


Pro 


Asn 


Gin 


Tyr 


Phe 


65 






70 


75 










80 


Pro Leu Pro 


Ala 


Glu 


Gly Lys Phe Thr Glu 


Ala 


He 


Val 


Asp 


Ala 


Glu 






85 


90 










95 




Pro Lys Tyr 


Leu 


He 


Val Val Arg Pro Ala 


Pro 


Pro 


Pro 


Ser 


Gin 


Lys 




100 




105 








110 






Lys Ser Cys 


Ser Gly 


Lys Thr Arg Ser Arg 


Lys 


Pro 


Leu 


Gin 


Leu 


val 


115 






120 






125 








Val Gly Thr 


Leu 


Thr 


Pro Ser Ser Val Phe 


Leu Ser Trp Gly 


Phe 


Leu 


130 






135 




140 










He Asn Pro 


His 


His 


Asp Trp Thr Leu Pro 


Ser 


His 


Cys 


Pro 


Asn 


Asp 


145 






ISO 


155 










160 


Arg Phe Tyr 


Thr 


He 


Arg Tyr Arg Glu Lys 


Asp 


Lys 


Glu 


Lys 


Lys 


Trp 






165 


170 










175 




He Phe Gin 


He 


Cys 


Pro Ala Pro Glu Thr 


He 


Val 


Glu 


Asn 


Leu 


Lys 




180 




185 








190 






Pro Asn Thr 


Val 


Tyr 


Glu Phe Gly Val Lys 


Asp 


Asn 


Val 


Glu 


Gly 


Gly 


195 






200 






205 








He Trp Ser 


Lys 


He 


Phe Asn His Lys Thr 


val 


Val 


Gly Ser 


Lys 


Lys 


210 






215 




220 










Val Asn Gly 


Lys 


He 


Gin Ser Thr Tyr Asp 


Gin Asp His Thr 


Val 


Pro 


225 






230 


235 










240 


Ala Tyr Val 


Pro 


Arg 


Lys Leu He Pro He 


Thr 


He 


He 


Lys 


Gin 


Val 






245 


250 










255 




He Gin Asn 


Val 


Thr 


His Lys Asp Ser Ala 


Lys 


Ser 


Pro 


Glu 


Lys 


Ala 



260 26S 270 



Pro Leu Gly Gly Val He Leu 
275 

<210> 2951 

<211> 3478 

<212> DNA 

<213> Homo sapiens 

<400> 29S1 
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aaatgaggct 


gctgcggacg 


60 




gcactgaggc 


agcggctgac 


120 




ccccctggcc 


agccccggcc 


X80 




gagcccagtg 


aggcagggct 


240 




aggccatgga 


caggctgccc 


300 




agccaagcag 


gagggaagag 


360 




gcaaggacca 


tgaggccact 


420 




ggagctgttg 


caggccagga 


480 




ttcatttacc 


taaacaggta 


54 0 




ttcatcgtgc 


cccagcagcg 


600 




gtgcttctgg 


agaaccgagt 


660 




aagcagaagc 


ggcagatcga 


720 




agcgaggtga 


agctgctgcg 


780 




tacatgcagc 


tcctgcacga 


840 




ctggagaaca 


ggatcctgaa 


900 




gacctggagc 


acaagttcca 


960 




gcgcagcttg 


aggagcactg 


1020 




ccagcagctc 


cacctcgggt 


1080 




tctaccaacg 


agatccagag 


1140 




atgcccactc 


tcaccagcct 


1200 




tgcctgcagg 


ccctggagga 


1260 




aacaccaacc 


gcctcatgca 


1320 




gtcatccaga 


gacgcctgga 


1380 




caagggcttg 


ggaacattga 


1440 




acgaaccaag 


gcaactacaa 


1500 




ttCgcagaat 


acgccagttt 


1560 




gggcgctacc 


atggcaatgc 


1620 





gcctgaggat ggaccccaag 
gctactgcga gggaaagaag 
ccagcctctg ccggagccct 
gcttggcagc caccggcctg 
cgctgacggc cagggtgaag 
gctttcatag attctattca 
gtgcgcgaca tgctggtggc 
ggacggtttt gagggcactg 
caagcgggcg ggcgagtccc 
ggtcacgggt gccatctgcg 
gcataagcag gagccagagc 
gacgctgcag cagctggtgg 
caaggagagc cgcaacatga 
gatcatccgc aagcgggaca 
ccagacagct gacatgctgc 
gcacctggct atgctggccc 
ccagagggtg ccctcggcca 
ctaccaacca cccacctaca 
tgaccagaac ctgaaggtgc 
cccatcttcc accgacaagc 
tggccacgac accagctcca 
ggtgtggtgc gaccagagac 
tggctctgtt aacttcttca 
tggcgaatac tggctgggcc 
actcctggtg accatggagg 
ccgcctggaa cctgagagcg 
gggtgactcc tttacatggc 



ccctggacct gccgagcgtg 
gttgtgagca gccccgcagg 
ctgtggaggc agagcagtgc 
caactcagga acccctccag 
cacgtgagga gccgccccgg 
caaagaataa ccaccatttt 
tcggactgct ggctgccatg 
aggagggctc gccaagagag 
aggacaagtg cacctacacc 
tcaactccaa ggagcctgag 
tgctcaacaa tgagctgctc 
aggtggacgg cggcattgtg 
actcgcgggt cacgcagctc 
acgcgttgga gctctcccag 
agccggccag caagtacaag 
acaaccaatc agagatcatc 
ggcccgtccc ccagccaccc 
accgcatcat caaccagatc 
tgccaccccc tctgcccact 
cgtcgggccc atggagagac 
tctacctggt gaagccggag 
acgaccccgg gggctggacc 
ggaactggga gacgtacaag 
tggagaacat ttactggctg 
actggtccgg ccgcaaagtc 
agtattataa gctgcggctg 
acaacggcaa gcagttcacc 
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accctggaca gagatcatga tgtctacaca 
1680 

tggtggtata acgcctgtgc ccactccaac 
1740 

taccggagcc gctaccagga cggagtctac 
1800 

ctcaagaaag tggtgatgat gatccgaccg 
1860 

ccctcctgac ctctcgtggc cattgccagg 
1920 

aaagaacaac tcctcaccag ttcatcctga 

1980 

tttccgaagt cactgcagcg gatgatggaa 
2040 

tactttcctt cacaccagac agcccctcat 
2100 

ctctttcttc aaataaatta agtctctaca 
2160 

atatacatgt gtatgagcct cccttgtgca 
2220 

agatatacat cacatgtgat atatctagat 
2280 

tacacatata ttcagttctc agatgttgaa 
2340 

aaagcatttc attagtgttg tattacttga 
2400 

tcaactgaaa ggatcaccct tggcatctgt 
2460 

gctaatctct cacatagagg ttcccagctt 
2S20 

tttcaaaatc cctcccccca cattttcata 
2580 

ccatcaccca cttatccctt catttgacac 
2640 

cctggccact cactgcagtt caaggccccc 
2700 

actccttgcc ctttctgtcg cacagcccct 
2760 

gtaggaaaca ctccgggctc caggtttctg 
2820 

caccggccgt atagataatg tactcgcagt 
2880 

aggtcatttg agtcttcaca caaataataa 
2940 

agaagtcatc agatcatcag agcccccaga 
3000 

ggctgactag agtccgcatc tcatctccaa 
3060 

aaaatgaaaa caggccactt ctcaggagtt 
3120 

tgatgcactg cagcatggtg gctttctgag 
3180 

actcccggga ctattgccaa gaaggggcaa 
3240 



ggaaaccgtg cccactacca gaagggaggc 
ctcaacgggg tctggtaccg cgggggccat 
tgggctgagt tccgaggagg ctcttactca 
aaccccaaca ccttccacta agccagctcc 
agcccaccct ggtcacgctg gccacagcac 
ggctgggagg accgggatgc tggattctgt 
ctgaatcgat acggtgtttt ctgtccctcc 
gcctccagga caggacagga ctacagacaa 
ataaaaacac aactgcaaag taccttcata 
cgtatgtgta taccacatat atatgcattt 
ccacatatag gtttgcctta gatacctaaa 
gctgtcacca gcagctttgc tcttaggaga 
gtctaagggt agatcacaga ctgtgtggtc 
gtgcctggat tcttccagaa tgtctacaat 
cttaagaacc ccttttggca cctaatcaaa 
cttttcccca ttctcaggac ttttcaccat 
cattcattaa gtgccttctg tgtgtcagtc 
tttccgctct gctgtactcc tcgcctacct 
tctttccagg cgagattcct cagcttctga 
gttgggaagg gaaggccagg ccaaaagccc 
cttgtatctt ccattcatac cttaacctac 
cctatctggc caggagaatt atctcagaac 
tggctacaga ccagagattc cacgctctca 
actacacttc cctggagaac aagtgccaca 
gaataatcag gggtcaccgg accccttggt 
tcccgttggc caccaagtgt cagcctcagc 
gggatgagtc aagaaggtga gacccttccc 
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ggtgggcacg tgggccaggc tgtgtgagat gttggatgtt tggcactgtc catgtctggg 
3300 

tgtgtgccta ttacctcagc atttctcaca aagtgtacca tgtagcatgt tttgtgtata 
3360 

taaaagggag ggttttttta aaaatatatt cccagattat ccttgtaatg acacgaatct 
3420 

gcaataaaag ccatcagtgc tatttggatg tatctacaaa aaaaaaaaaa aaaaaaaa 
3478 

<210> 2952 

<211> 493 

<212> PRT 

<213> Homo sapiens 



<400> 2952 



Met 


Arg 


Pro 


Leu 


Cys 


Val 


Thr 


Cys 


Trp 


Trp 


Leu 


Gly 


Leu 


Leu 


Ala 


Ala 


1 








5 










10 










15 




Met 


Gly 


Ala 


Val 


Ala 


Gly 


Gin 


Glu 


Asp 


Gly 


Phe 


Glu 


Gly 


Thr 


Glu 


Glu 








20 










25 










30 






Gly 


Ser 


Pro 


Arg 


Glu 


Phe 


lie 


Tyr 


Leu 


Asn 


Arg 


Tyr 


Lys 


Arg 


Ala 


Gly 






35 










40 










45 








Glu 


Ser 


Gin 


Asp 


Lys 


Cys 


Thr 


Tyr 


Thr 


Phe 


He 


Val 


Pro 


Gin 


Gin 


Arg 




SO 










55 










60 










val 


Thr 


Gly 


Ala 


lie 


Cys 


val 


Asn 


Ser 


Lys 


Glu 


Pro 


Glu 


Val 


Leu 


Leu 


65 










70 










75 










80 


Glu 


Asn 


Arg 


Val 


His 


Lys 


Gin 


Glu 


Leu 


Glu 


Leu 


Leu 


Asn 


Asn 


Glu 


Leu 










85 










90 










95 




Leu 


Lys 


Gin 


Lys 


Arg 


Gin 


He 


Glu 


Thr 


Leu 


Gin 


Gin 


Leu 


Val 


Glu 


val 








100 










105 










110 






Asp 


Gly 


Gly 


He 


Val 


Ser 


Glu 


Val 


Lys 


Leu 


Leu 


Arg 


Lys 


Glu 


Ser 


Arg 






115 










120 










125 








Asn 


Met 


Asn 


Ser 


Arg 


Val 


Thr 


Gin 


Leu 


Tyr 


Met 


Gin 


Leu 


Leu 


His 


Glu 




130 










135 










140 










He 


He 


Arg 


Lys 


Arg 


Asp 


Asn 


Ala 


Leu 


Glu 


Leu 


Ser 


Gin 


Leu 


Glu 


Asn 


145 










150 










155 










160 


Arg 


He 


Leu 


Asn 


Gin 


Thr 


Ala 


Asp 


Met 


Leu 


Gin 


Leu 


Ala 


Ser 


Lys 


Tyr 










165 










170 










175 




Lys 


Asp 


Leu 


Glu 


His 


Lys 


Phe 


Gin 


His 


Leu 


Ala 


Met 


Leu 


Ala 


His 


Asn 








180 










185 










190 






Gin 


Ser 


Glu 


He 


He 


Ala 


Gin 


Leu 


Glu 


Glu 


His 


Cys 


Gin 


Arg 


Val 


Pro 






195 










200 










20S 








Ser 


Ala 


Arg 


Pro 


Val 


Pro 


Gin 


Pro 


Pro 


Pro 


Ala 


Ala 


Pro 


Pro 


Arg 


Val 




210 










215 










220 










Tyr 


Gin 


Pro 


Pro 


Thr 


Tyr 


Asn 


Arg 


He 


He 


Asn 


Gin 


He 


Ser 


Thr 


Asn 


225 










230 










235 










240 


Glu 


He 


Gin 


Ser 


Asp 


Gin 


Asn 


Leu 


Lys 


Val 


Leu 


Pro 


Pro 


Pro 


Leu 


Pro 










245 










250 










255 




Thr 


Met 


Pro 


Thr 


Leu 


Thr 


Ser 


Leu 


Pro 


Ser 


Ser 


Thr 


Asp 


Lys 


Pro 


Ser 








260 










265 










270 






Gly 


Pro 


Trp 


Arg 


Asp 


Cys 


Leu 


Gin 


Ala 


Leu 


Glu 


Asp 


Gly 


His 


Asp 


Thr 






275 










280 










285 








Ser 


Ser 


He 


Tyr 


Leu 


Val 


Lys 


Pro 


Glu 


Asn 


Thr 


Asn 


Arg 


Leu 


Met 


Gin 




290 










29S 










300 










Val 


Trp 


Cys 


Asp 


Gin 


Arg 


His 


Asp 


Pro 


Gly 


Gly 


Trp 


Thr 


val 


He 


Gin 
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305 310 315 320 

Arg Arg Leu Asp Gly Ser Val Asn Phe Phe Arg Asn Trp Glu Thr Tyr 

325 330 335 

Lys Gin Gly Phe Gly Asn He Asp Gly Glu Tyr Trp Leu Gly Leu Glu 

340 345 350 

Asn lie Tyr Trp Leu Thr Asn Gin Gly Asn Tyr Lys Leu Leu Val Thr 

355 360 365 

Met Glu Asp Trp Ser Gly Arg Lys Val Phe Ala Glu Tyr Ala Ser Phe 

370 37S 380 

Arg Leu Glu Pro Glu Ser Glu Tyr Tyr Lys Leu Arg Leu Gly Arg Tyr 
385 390 395 400 

His Gly Asn Ala Gly Asp Ser Phe Thr Trp His Asn Gly Lys Gin Phe 

410 415 



405 



Thr Thr Leu Asp Arg Asp His Asp Val Tyr Thr Gly Asn Cys Ala His 

420 425 430 

Tyr Gin Lys Gly Gly Trp Trp Tyr Asn Ala Cys Ala His Ser Asn Leu 

435 440 445 

Asn Gly Val Trp Tyr Arg Gly Gly His Tyr Arg Ser Arg Tyr Gin Asp 

450 455 460 

Gly val Tyr Trp Ala Glu Phe Arg Gly Gly Ser Tyr Ser Leu Lys Lys 
465 470 475 480 

Val Val Met Met He Arg Pro Asn Pro Asn Thr Phe His 
485 490 

<210> 2953 
<211> 1377 
<212> DNA 

<213> Homo sapiens 
<400> 2953 

nnggctcagg ctgcgggaaa gcggtgcgcg tgcagcgggg tgggtgccct ggtccgcggg 

cgagctcgag cagccaaccc cgggcgcgtc ggggccatgg acggcctgag gcagcgcgtg 
120 

gagcacttcc tggagcaaag gaacctggtc accgaagtgc tgggggcgct ggaggccaag 
180 

accggggtgg agaagcggta tctggctgca ggagccgtca ctctgctaag cctgtatctg 
240 

ctgttcggct acggagcgtc tctgctgtgc aatctcatcg gatttgtgta ccccgcatat 
300 

gcctcaatca aagctatcga gagcccaagc aaggacgacg acactgtgtg gctcacctac 
360 

tgggtggtgt acgccctgtt tgggctggcc gagttcttca gcgatctact cctgtcctgg 
420 

ttccctttct actacgtggg caagtgcgcc ttcctgttgt tctgcatggc tcccaggccc 
480 

tggaacgggg ctctcatgct gtatcagcgc gtcgtgcgtc cgctgttcct aaggcaccac 
540 

ggggccgtag acagaatcat gaacgacctc agcgggcgag ccctggacgc ggcggccgga 
600 

ataaccagga acgtcaagcc aagccagacc ccgcagccga aggacaagtg aagcagcccc 
660 

ctgagcctca caaggacctc ctggctggtg aggagggggc cgcgccaggc tcccaggcct 
720 
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ccacagagtc ttcagcgcat cccccaacag cagcccctgc cagtccctcg ggtccaggca 
760 

aggccctggg ggtctcctta aacgccacct cgggcaagtc ccagtcccag tcctcggcca 
840 

cccccagctc tggatcccag ggccagctgc cctctggctc tggctgtggc tcccgcctgt 
900 

ccggcagggc ccagggccag cgtcgggcac agggcagctc ccactggtct cggcaacaca 
960 

cccagccgcc tggtacttcc tccagcccct cccagtcagc cctcccgtcc tcggggcccc 
1020 

tgcagccacc caacgtcacc tccagcccgg tctcacccat ggtccagtct cccagcagca 
1080 

gcaacatccc cacgcagccc cccagcaagt cctctggcaa gccggaggac gcagccccca 
1140 

agaccagcgg acagcgccag aaggaatcgt cgaaacagcc tgccagcagc gcctcagtgc 
1200 

ccgagctggt cccctgccat tccgggacct ctctggagta cacttcggag tccaccaccg 
1260 

agatcacctg cagctggcca caccacaggc ccccgtgcct gcagcactac tggtgcctga 
1320 

aacacccggc ctgctaggag gctccaataa agctaacccg gaccagaaaa aaaaaaa 
1377 

<210> 2954 
<211> 181 
<212> PRT 

<213> Homo sapiens 
<400> 2954 



Leu 


Arg 


Gin 


Arg 


Val 


Glu 


His 


Phe 


Leu 


Glu 


Gin 


Arg Asn Leu Val 


Thr 


l 








S 










10 




15 




Glu 


val 


Leu 


Gly 


Ala 


Leu 


Glu 


Ala 


Lys 


Thr 


Gly 


Val Glu Lys Arg 


Tyr 








20 










25 






30 




Leu 


Ala 


Ala 


Gly 


Ala 


Val 


Thr 


Leu 


Leu 


Ser 


Leu 


Tyr Leu Leu Phe 


Gly 






35 










40 








45 




Tyr 


Gly 


Ala 


Ser 


Leu 


Leu 


Cys 


Asn 


Leu 


He 


Gly 


Phe Val Tyr Pro 


Ala 




SO 










55 










60 




Tyr 


Ala 


Ser 


lie 


Lys 


Ala 


He 


Glu 


Ser 


Pro 


Ser 


Lys Asp ASp Asp 


Thr 


65 










70 










75 




80 


Val 


Trp 


Leu 


Thr 


Tyr 


Trp 


Val 


Val 


Tyr 


Ala 


Leu 


Phe Gly Leu Ala 


Glu 










85 










90 




95 




Phe 


Phe 


Ser 


Asp 


Leu 


Leu 


Leu 


Ser 


Trp 


Phe 


Pro 


Phe Tyr Tyr Val 


Gly 








100 










105 






110 




Lys 


Cys 


Ala 


Phe 


Leu 


Leu 


Phe 


Cys 


Met 


Ala 


Pro 


Arg Pro Trp Asn 


Gly 






115 










120 








125 




Ala 


Leu 


Met 


Leu 


Tyr 


Gin 


Arg 


Val 


val 


Arg 


Pro 


Leu Phe Leu Arg 


His 




130 










135 










140 




His 


Gly 


Ala 


val 


Asp 


Arg 


He 


Met 


Asn 


Asp 


Leu 


Ser Gly Arg Ala 


Leu 


145 










150 










155 




160 


Asp 


Ala 


Ala 


Ala 


Gly 


lie 


Thr 


Arg 


Asn 


val 


Lys 


Pro Ser Gin Thr 


Pro 










165 










170 




175 




Gin 


Pro 


Lys 


Asp 


Lys 



















180 
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<210> 29S5 

<211> 295 

<212> DHA 

<213> Homo sapiens 



<400> 2955 

acgcgtgaag gggtgagaat atgttttccc tggctcaact taccacacct caatgcctac 
60 

agatgtgtta tcacctaact gttcacttgt ttctgtcatg tgttttcatg tccatttcac 
120 

aaggcatgcc ctgcccctgt ctcacttccc ccttattctg gcatatcaac tcgtatttcc 
180 

caatttccca ctataaaggg catacagtgc taccacttcc tctctcctcc aaaatagctt 
240 

ctccaccatt ctcactcatt atagggatta gcaagcaagc cgctgctcaa gccag 
295 



<210> 29S6 
<211> 91 
<212> PRT 

<213> Homo sapiens 



<400> 2956 

Met Phe Ser Leu Ala Gin Leu Thr 

1 5 
Tyr His Leu Thr Val His Leu Phe 
20 

Ser Gin Gly Met Pro Cys Pro Cys 

35 40 
lie Asn Ser Tyr Phe Pro He Ser 

50 55 
Pro Leu Pro Leu Ser Ser Lys He 
65 70 
He Gly He Ser Lys Gin Ala Ala 
85 



Thr Pro Gin Cys Leu Gin Met Cys 

10 15 
Leu Ser Cys Val Phe Met Ser He 
25 1 30 

Leu Thr Phe Pro Leu Phe Trp His 
45 

His Tyr Lys Gly His Thr Val Leu 
60 

Ala Ser Pro Pro Phe Ser Leu lie 

IS 80 
Ala Gin Ala 
90 



<210> 2957 

<211> 4724 

<212> DMA 

<213> Homo sapiens 



<400> 2957 

ctgaattgaa caacagtctt catccaacac tccaaaccag ttggcagggt aggacccttg 
60 

gtgtggggtg ttggatgaag actgttgttc aattcagggg ccggtggggc tgagggtttc 
120 

tgtgggggaa gacctgatac cgccaggccc cgaagccctt caggagccag tcggtggggg 
180 

tcctcactta cagggtaaaa acggggtctc tgaggtgggc cctgaccagg aaacgctgag 
240 

ccgggacctc gcgtgattct cggaacccga ggagaagcgg cgtccggggc tatggctgtg 
300 

actctggaca aagacgctta ttatcggcga gtgaagagac tgtacagcaa ttggcggaaa 
360 
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ggagaagatg 


agtatgccaa 


420 




attgtttacg 


ccaaat caac 


480 




actatcatgg 


tctttcgtga 


540 




ttcttgaaac 


agattgccaa 


600 




acactgctaa 


tacgagaaaa 


660 




gccattaaag 


aaagcaagaa 


720 




ggagagttca 


tgaagagctg 


780 




atcagtgcag 


ttgtggcata 


840 




aagaaagcag 


ccagcatcac 


900 




gaaatagttg 


acgcagatga 


960 




gccattgaag 


agaaaaaata 


1020 




cctcctatca 


ttcagagtgg 


1080 




aatcatatgc 


actttggggc 


1140 




tccaaccttg 


ttcgcacttt 


1200 




tttttgcccc 


agcttcaaga 


1260 




gacgtgtata 


acgctgtcat 


1320 




attaccaaaa 


acctagggtt 


1380 




aatagcaaaa 


atcaatacaa 


1440 




tcagacctga 


ctaacaagga 


1500 




ggtgacacag 


tgcttgtgga 


1560 




aaagtgaaga 


atgtggggat 


1620 




aaagatgagg 


cagaggacct 


1680 




acaagaaatg 


aaacgactgc 


1740 




caactcaacg 


aagaagcaaa 


1800 




aaagctcgca 


agtctaatgt 


1860 




attcgggaaa 


tgaagatcta 


1920 




ggcattgcaa 


caccgtttca 


1980 





cgttgatgcc attgttgtat 
tgccttacag acatggccct 
tgacaaaatc atctttatgg 
cactaagggc aatgagaatg 
gaatgaaagt aataagagta 
tggcaagaag attggagtgt 
gaatgactgc ctcaacaaag 
taccatcgct gtgaaggagg 
ttctgaagtc ttcaacaaat 
gaaagttcga cacagcaaac 
ccttgctggg gcagaccctt 
tggcaactat aatctcaagt 
tatcacttgt gccatgggta 
gatggttgat ccttctcaag 
ggagctgctg aaggaattaa 
ggacgtggtt aaaaagcaga 
tgggatggga attgaattcc 
actgaagaaa ggaatggttt 
ggggaaaaag cccgaagaga 
tgaggatggc ccagctactg 
tttcctaaag aatgaagatg 
tttgggaaga ggttctcggg 
agaagagaag cgaagagcac 
gaggcgattg actgaacaaa 
gtcctataaa aacccatctc 
catcgataag aaatatgaga 
cattgccaca atcaagaata 



cagtgggtgt 


tgatgaagaa 


ttggttatga 


actaactgat 


ccagcaagaa 


aaaagtggag 


ctaatggagc 


ccctgccatc 


gctttgacaa 


aatgattgaa 


tcagcaaaga 


caaattccct 


aaggctttga 


caaaatagat 


atggggagct 


caacctaatg 


tcttcaagga 


aagagtcatg 


tggctgagtc 


tgtggaaaag 


ctactgtgga 


aatgtgttac 


tcagtgtggt 


gagtgacaag 


ttcgcttcaa 


gtcttactgc 


aagttcaaga 


aaattataac 


gacatggtgt 


gaagatatgt 


agccagaact 


gctgaacaaa 


gtgaaggctc 


cctagcaatc 


tcagcatcaa 


tttaggattc 


aaacctatgc 


cctgttcatt 


ccctcacctc 


cy uy ciayaay 


aggaagaaga 


ggaggaggag 


cagcattact 


tacagaaaga 


atcagaaaga 


actagcggct 


agggagaaca 


gcagattcag 


tgatgcctaa 


ggaaccgcat 


ctgtaataat 


gcccgtgttt 


taagtatgtc 


cgtggaagga 
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gactatactt acttgcgaat caacttttat 
2040 

ggcaacatct ttcctaaccc tgaagcgact 
2100 

aatattaagg cacccggaga acagacagta 
2160 

attattaaag aagtacagaa acgttataaa 
2220 

ggcattgtaa aacaagactc actggtgatc 
2280 

gatctataca ttcgcccaaa cattgcccaa 
2340 

gtcaatggct tccgcttcac atctgttcga 
2400 

attaagcatg ctttgttcca gccctgtgat 
2460 

ctcaagaatg ccatcatgtt tgggaagaag 
2S20 

gtgggagaga taaccacgga cttggggaaa 
2580 

tatgctgagc agatggaacg agaaatgagg 
2640 

attgagaaag tagaggctct aactaaggag 
2700 

ttgggattta acggagctcc ctataggagt 
2760 

ctggtaaatg ctacggaatg gccacctttt 
2620 

cactttgagc gggtccagtt tcacctgaag 
2880 

tacagcaaga aagtgaccat gatcaacgcc 
2940 

gaatggttga attcctgcga cctgaaatac 
3000 

aaaatcatga agaccattgt tgatgaccct 
3060 

ttcctggagc ctgagggtga ggggagtgat 
3120 

gaagatgaga cttttaatcc ttcagaagat 
3180 

gaagattatt catcagaagc agaagagtca 
3240 

gaagagagtg gaaaggattg ggatgaactg 
3300 

agtcgttacg aggaagaaga agaacaaagt 
3360 

gtgcacagtt cgggccgtgg ctctaaccgt 
3420 

aaaaagagga agtaacttct gaactttggc 
3480 

ctgaaaattt tacatgacat agaaactgta 
3540 

ccatttgtgt ttatgggttt agggggccat 
3600 



tgcccaggca gtgctctggg caggaatgaa 
tttgtcaagg aaattacata ccgagcatca 
ccagcctcga accttcagaa tgctttccga 
actcgagaag ctgaagagaa agagaaggag 
aatctaaacc ggagtaatcc gaaactgaaa 
aagaggatgc aaggctcact ggaggcccat 
ggagacaaag tggatatttt gtacaataat 
ggagaaatga ttattgtctt gcactttcac 
cggcacacgg atgtgcagtt ctacacagaa 
catcagcata tgcatgaccg agatgacctc 
cacaaactga aaacagcctt taaaaatttc 
gaactggaat ttgaagtgcc ttttagggac 
acctgcctcc ttcagcccac tagtagtgcg 
gtggtgacat tggatgaggt agagctgatc 
aactttgata tggtaatcgt ctacaaggac 
attcctgtag cctctcttga ccccatcaag 
acagaaggag tacagtccct caactggact 
gagggcttct tcgaacaagg tggctggtct 
gctgaagaag gggattcaga gtctgaaatt 
gactatgaag aggaagagga ggacagtgat 
gactattcta aggagtcatt gggtagtgaa 
gaggaagaag cccgaaaagc ggaccgagaa 
cgaagtatga gccggaagag gaaggcatct 
ggttccagac acagctctgc accccccaag 
cctgagctcc attcttcctc cagctaaccc 
tttttccttt cgttttcatt tgaagttttg 
ctgtgtggac caatctactc ggggaattcc 
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aggcccacca ggacacgtgc caatggcccc attcagatgg caagggagga ggtgctcttg 
3660 

aagacaggag gaggctcccg ctgttaataa atattgtttc attcttctct cttcctgtca 
3720 

ccttctgcca agacattgat ggcttctgac atcttatttg gtgtctcaaa gctgtatttc 
3780 

caagacagtg gtacaaggtg acccttaatt acccgtatca tggttcttga ccagcacatt 
3840 

caatcctcca acctacccta ctgccatgac cttccgcaca tctctaagtt ttatctttgc 
3900 

aatactcaag gttctcggaa atttgctaat ggttgtgata aaccatacag cttgagccag 
3960 

tgaggcagat tgggctggtg ccttcgtctg agttttcctg ctttcctgcc tcgtgcagat 
4020 

tctgaggtat atctgctgcc ttggaagaca taagaagcag tgatactccc tggctcggtt 
4080 

attttctcca tacaatgcac acatggtaca atgatagaag gcaaaattgc cactgtcttc 
4140 

ttttttttct catatatcta aggaagatat atcaggttgt gcctcatgta ccgcttctag 
4200 

tgaaatgtag aggaaggctc aaaggagtca acatttagat ctggaaggga caagtcatgc 
4260 

cttgggccta gaataccctg atgagaaaag agaagaggaa gggaggccat atctacaaca 
4320 

cagcctctcg gcactgctgc tccttatttt aactttgtct tgcattgtcc tgtatttatc 
4380 

acagtttctg ttgaacagct tttcaagtat ttggggagtt tatcttgcca tcctcccctt 
4440 

ctggttctct gcacccacct gtcccactgc agttccttcc gtgctctgtg actttaagag 
4500 

aagaaggggg gaggggtccc ggattttatg tttgtttgtt ttttctcctt agcagtagga 
4560 

cttgatatcc tcaattttgg aagaactaaa agatgaataa actgggtttt ttttgttgtt 
4620 

tgtttttgta aaaaaaaaaa aaaaaaaaaa aaccaaaaaa attaaaaaaa aaaaaaaaaa 
4680 

aaaaaccccc caaggggccc ccccccgaaa aaaaaaaaaa aaaa 
4724 



<210> 2958 
<211> 1047 
<212> PRT 

<213> Homo sapiens 
<400> 2958 

Met Ala Val Thr Leu Asp 

1 5 
Leu Tyr Ser Asn Trp Arg 
20 

Ala lie Val Val Ser Val 
35 

Ser Thr Ala Leu Gin Thr 
50 

lie Met Val Phe Cys Asp 



Lys Asp Ala Tyr 
10 

Lys Gly Glu Asp 
25 

Gly Val Asp Glu 
40 

Trp Leu Phe Gly 
55 

Asp Lys lie lie 



Tyr Arg Arg Val Lys Arg 
15 

Glu Tyr Ala Asn Val Asp 
30 

Glu lie Val Tyr Ala Lys 
45 

Tyr Glu Leu Thr Asp Thr 
60 

Phe Met Ala Ser Lys Lys 
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65 70 75 80 

Lys Val Glu Phe Leu Lys Gin He Ala Asn Thr Lys Gly Asn Glu Asn 

85 90 95 

Ala Asn Gly Ala Pro Ala He Thr Leu Leu He Arg Glu Lys Asn Glu 

100 105 HO 

Ser Asn Lys Ser Ser Phe Asp Lys Met He Glu Ala He Lys Glu Ser 

115 120 125 

Lys Asn Gly Lys Lys He Gly Val Phe Ser Lys Asp Lys Phe Pro Gly 

130 135 140 

Glu Phe Met Lys Ser Trp Asn Asp Cys Leu Asn Lys Glu Gly Phe Asp 
145 150 155 160 

Lys He Asp He Ser Ala Val Val Ala Tyr Thr He Ala Val Lys Glu 

165 170 175 

Asp Gly Glu Leu Asn Leu Met Lys Lys Ala Ala Ser He Thr Ser Glu 

180 185 190 

Val Phe Asn Lys Phe Phe Lys Glu Arg Val Met Glu He Val Asp Ala 

195 200 205 

Asp Glu Lys Val Arg His Ser Lys Leu Ala Glu Ser Val Glu Lys Ala 

210 215 220 

He Glu Glu Lys Lys Tyr Leu Ala Gly Ala Asp Pro Ser Thr Val Glu 
225 230 23S 240 

Met Cys Tyr Pro Pro He He Gin Ser Gly Gly Asn Tyr Asn Leu Lys 

245 250 255 

Phe Ser Val Val Ser Asp Lys Asn His Met His Phe Gly Ala He Thr 

260 265 270 

Cys Ala Met Gly He Arg Phe Lys Ser Tyr Cys Ser Asn Leu Val Arg 

275 280 285 

Thr Leu Met Val Asp Pro Ser Gin Glu Val Gin Glu Asn Tyr Asn Phe 

290 " 295 300 

Leu Leu Gin Leu Gin Glu Glu Leu Leu Lys Glu Leu Arg His Gly Val 
305 310 31S 320 

Lys He Cys Asp Val Tyr Asn Ala Val Met Asp Val Val Lys Lys Gin 

325 330 335 

Lys Pro Glu Leu Leu Asn Lys He Thr Lys Asn Leu Gly Phe Gly Met 

340 345 350 

Gly He Glu Phe Arg Glu Gly Ser Leu Val He Asn Ser Lys Asn Gin 

355 360 365 

Tyr Lys Leu Lys Lys Gly Met Val Phe Ser He Asn Leu Gly Phe Ser 

370 375 380 

Asp Leu Thr Asn Lys Glu Gly Lys Lys Pro Glu Glu Lys Thr Tyr Ala 
385 390 395 400 

Leu Phe He Gly Asp Thr Val Leu Val Asp Glu Asp Gly Pro Ala Thr 

405 410 415 

Val Leu Thr Ser Val Lys Lys Lys Val Lys Asn Val Gly He Phe Leu 

420 425 430 

Lys Asn Glu Asp Glu Glu Glu Glu Glu Glu Glu Lys Asp Glu Ala Glu 

435 440 445 

Asp Leu Leu Gly Arg Gly Ser Arg Ala Ala Leu Leu Thr Glu Arg Thr 

450 455 460 

Arg Asn Glu Met Thr Ala Glu Glu Lys Arg Arg Ala His Gin Lys Glu 
465 470 475 480 

Leu Ala Ala Gin Leu Asn Glu Glu Ala Lys Arg Arg Leu Thr Glu Gin 

48S 490 495 

Lys Gly Glu Gin Gin He Gin Lys Ala Arg Lys Ser Asn Val Ser Tyr 
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500 








505 










510 




Lys Asn 


Pro 


Ser 


Leu 


Met 


Pro 


Lys Glu 


Pro 


His 


He 


Arg 


Glu 


Met Lys 




515 










520 








525 






He Tyr 


He 


Asp 


Lys 


Lys 


Tyr 


Glu Thr 


Val 


He 


Met 


Pro 


Val 


Phe Gly 


530 










535 








540 








He Ala 


Thr 


Pro 


Phe 


His 


He 


Ala Thr 


He 


Lys 


Asn 


He 


Ser 


Met Ser 


545 








550 








555 








560 


Val Glu 


Gly 


Asp 


Tyr 


Thr 


Tyr 


Leu Arg 


He 


Asn 


Phe 


Tyr 


Cys 


Pro Gly 








565 








570 










575 


Ser Ala 


Leu 


Gly 


Arg 


Asn 


Glu 


Gly Asn 


He 


Phe 


Pro 


Asn 


Pro 


Glu Ala 






580 








585 










590 




Thr Phe 


Val 


Lys 


Glu 


He 


Thr 


Tyr Arg 


Ala 


Ser 


Asn 


He 


Lys 


Ala Pro 




595 










600 








605 






Gly Glu 


Gin 


Thr 


Val 


Pro 


Ala 


Leu Asn 


Leu 


Gin 


Asn 


Ala 


Phe 


Arg He 


610 










615 








620 








lie Lys 


Glu 


Val 


Gin 


Lys 


Arg 


Tyr Lys 


Thr 


Arg 


Glu 


Ala 


Glu 


Glu Lys 


625 








630 








635 








640 


Glu Lys 


Glu 


Gly 


He 


Val 


Lys 


Gin Asp 


Ser 


Leu 


Val 


He 


Asn 


Leu Asn 








645 








650 










655 


Arg Ser 


Asn 


Pro 


Lys 


Leu 


Lys 


Asp Leu 


Tyr 


He 


Arg 


Pro 


Asn 


He Ala 






660 








665 










670 




Gin Lys 


Arg 


Met 


Gin 


Gly 


Ser 


Leu Glu 


Ala 


His 


Val 


Asn 


Gly 


Phe Arg 




675 










680 








685 






Phe Thr 


Ser 


Val 


Arg 


Gly 


Asp 


Lys Val 


Asp 


He 


Leu 


Tyr 


Asn 


Asn He 


690 










695 








700 








Lys His 


Ala 


Leu 


Phe 


Gin 


Pro 


Cys Asp 


Gly 


Glu 


Met 


He 


He 


Val Leu 


705 








710 








715 








720 


His Phe 


His 


Leu 


Lys 


Asn 


Ala 


He Met 


Phe 


Gly 


Lys 


Lys 


Arg 


His Thr 








725 








730 










735 


Asp Val 


Gin 


Phe 


Tyr 


Thr 


Glu 


Val Gly 


Glu 


He 


Thr 


Thr 


Asp 


Leu Gly 






740 








745 










750 




Lys His 


Gin 


His 


Met 


His 


Asp 


Arg Asp 


Asp 


Leu 


Tyr 


Ala 


Glu 


Gin Met 




755 










760 








765 






Glu Arg 


Glu 


Met 


Arg 


His 


Lys 


Leu Lys 


Thr 


Ala 


Phe 


Lys 


Asn 


Phe He 


770 










775 








780 








Glu Lys 


Val 


Glu 


Ala 


Leu 


Thr 


Lys Glu 


Glu 


Leu 


Glu 


Phe 


Glu 


Val Pro 


785 








790 








795 








800 


Phe Arg 


Asp 


Leu 


Gly 


Phe 


Asn 


Gly Ala 


Pro 


Tyr 


Arg 


Ser 


Thr 


Cys Leu 








805 








810 










815 


Leu Gin 


Pro 


Thr 


Ser 


Ser 


Ala 


Leu Val 


Asn 


Ax a 


Thr 


Glu 


irp 








820 








825 










830 




Phe Val 


Val 


Thr 


Leu 


Asp 


Glu 


Val Glu 


Leu 


He 


His 


Phe 


Glu 


Arg Val 




835 










840 








845 






Gin Phe 


His 


Leu 


Lys 


Asn 


Phe 


Asp Met 


Val 


He 


Val 


Tyr 


Lys 


Asp Tyr 


850 










855 








860 








Ser Lys 


Lys 


Val 


Thr 


Met 


He 


Asn Ala 


He 


Pro 


Val 


Ala 


Ser 


Leu Asp 


865 








870 








875 








880 


Pro He 


Lys 


Glu 


Trp 


Leu 


Asn 


Ser Cys 


Asp 


Leu 


Lys 


Tyr 


Thr 


Glu Gly 








885 








890 










695 


Val Gin 


Ser 


Leu 


Asn 


Trp 


Thr 


Lys ■ He 


Met 


Lys 


Thr 


He 


val 


Asp Asp 






900 








905 










910 




Pro Glu 


Gly 


Phe 


Phe 


Glu 


Gin 


Gly Gly 


Trp 


Ser 


Phe 


Leu 


Glu 


Pro Glu 




915 










920 








92S 






Gly Glu 


Gly 


Ser 


Asp 


Ala 


Glu 


Glu Gly 


Asp 


Ser 


Glu 


Ser 


Glu 


He Glu 
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930 935 940 

Asp Glu Thr Phe Asn Pro Ser Glu Asp Asp Tyr Glu Glu Glu Glu Glu 
945 950 955 960 

Asp Ser Asp Glu Asp Tyr Ser Ser Glu Ala Glu Glu Ser Asp Tyr Ser 

965 970 975 

Lys Glu Ser Leu Gly Ser Glu Glu Glu Ser Gly Lys Asp Trp Asp Glu 

980 985 990 

Leu Glu Glu Glu Ala Arg Lys Ala Asp Arg Glu Ser Arg Tyr Glu Glu 

995 1000 1005 

Glu Glu Glu Gin Ser Arg Ser Met Ser Arg Lys Arg Lys Ala Ser Val 

1010 1015 1020 

His Ser Ser Gly Arg Gly Ser Asn Arg Gly Ser Arg His Ser Ser Ala 
1025 1030 1035 1040 

Pro Pro Lys Lys Lys Arg Lys 
1045 

<210> 2959 

<211> 3323 

<212> DNA 

<213> Homo sapiens 

<400> 2959 

ttcacgtgac cgcggacagc ttaaggaccc cgcatcccag tgcgcctgcg ctggagcccc 
60 

gggaagttgc cggacccgga acgcaggcgg agcgcaagtc cgtcagccag tcagtccgcc 
120 

agtccgccag cccagtacct ctctctcctc ggccctcgta agctgtccgc ggtctgtttg 
180 

gcccgaacgg cggcggaggc gctgaccatg gcgacattca tctcggtgca gctgaaaaag 
240 

acctcagagg tggacctggc caagccgctg gtgaagttca tccagcagac ctacccaagc 
300 

ggcggggaag agcaggccca gtactgccgc gcggcggagg agctcagcaa gctgcgccgc 
360 

gccgcagtcg gtcgtccgct ggacaagcac gagggcgcgc tcgagacgct cctgagatat 
420 

tatgatcaga tttgttctat tgaacccaaa ttcccatttt ctgaaaatca gatctgcttg 
480 

acatttacct ggaaggatgc tttcgataaa ggttcacttt ttggaggctc tgtaaaactg 
540 

gctcttgcaa gcttaggata tgaaaagagc tgtgtgttgt tcaattgtgc agccttagct 
600 

agccaaattg cagcagaaca gaacctggat aatgatgaag gattgaaaat cgctgctaaa 
660 

cattaccagt ctgctagtgg tgccttttta catattaaag agacggtctt atctgcctta 
720 

agtcgagagc cgaccgtgga catatctcca gatactgttg ggaccctcag tcttattatg 
780 

ctggcacagg ctcaagaagt atttttttta aaagccacaa gagataaaat gaaagatgcc 
840 

atcacagcta aatcggccaa tcaggctgca gattattttg gtgatgcttt caaacagtgt 
900 

caatacaaag atactctccc caaggaggtg ttccctgtct tggctgcaaa gcactgtatc 
960 
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atgcaggcca atgctgagta ccatcagtct 
X020 

gaagaaattg caaggttaca gcacgcagca 

ioeo 

gatgaatatg ttaatgtgaa ggatttttct 
1140 

aagaaggata atgacttcat ttatcatgat 
1200 

attggcaaag ccacacttgt gaaatctacc 
1260 

actgatctgt ttgagaagat ggttcccgtg 
1320 

cagaggaaag ccgatttggt taacagatca 
13B0 

gcaaatgggg tgctagcttc ccttaatctt 
1440 

actgtacctc agtctatatt gactaaatcc 
1500 

actgttgacc agctgataaa agagctgcct 
1560 

gaggagtcac taagattgtt ggatgaagaa 
1620 

tccaaggacc ggtggcaaag gactccatcc 
1680 

ggaaccaact tcagaacagt tttagataaa 
1740 

tgttaccagt ctcatcgtga caccatcgtg 
1800 

gctgccatcc cttctgctaa tccagcaaag 
I860 

ttaaaatcct tattgtcaaa tcttgatgaa 
1920 

gacttgaaat ctgtgaattt tgacatgaca 
1980 

ggtgtgataa atgaagaagc tctttctgtt 
2040 

acaactaaag tccaagaatc tctaaagaaa 
2100 

tcacatcagg aattttcaaa aatgaaacaa 
2160 

gttttgaaga atttagctac tgcatatgac 
2220 

gaaggcacaa agttttacaa tgagttgact 
2280 

agtgatatag tttttgcacg gaagacagaa 
2340 

agcattgcca gagaacctag tgctccttca 
2400 

gcaggaggac atgcaccaac tcctccaact 
2460 

ccccagcccc cagccaggcc tccaccacct 
2520 

actgctccat ctccagtggg ggctgggact 
2560 



atcctggcaa aacagcagaa gaaatttgga 
gaactgatta aaacagtggc atctcgctat 
gacaaaatca atcgtgccct tgctgcagca 
cgagttccag accttaaaga tctagatcct 
ccggtcaatg tacccatcag tcagaaattt 
tcagtacagc agtctttggc tgcctataat 
attgctcaga tgagagaagc caccactttg 
ccagcagcaa ttgaagatgt gtctggagac 
agatctgtga ttgaacaggg aggcatccag 
gagctgctac aaagaaatag ggaaatatta 
gaagcaactg ataatgactt aagagcaaaa 
aatgacctgt ataagccttt aagagcagag 
gctgtgcagg cagatggaca agtgaaagaa 
cttttgtgta agccagagcc tgagctgaat 
accatgcagg gcagtgaggt tgtaaatgtc 
gtaaagaagg aaagagaggg tctggagaat 
agcaagtttt tgacagccct ggctcaagat 
actgaactag atcgagtcta tggaggtctt 
caggagggac ttcttaaaaa tattcaggtc 
tctaataatg aagctaactt aagagaagaa 
aactttgttg aacttgtagc taatttgaag 
gaaatcctgg tcaggttcca gaacaaatgc 
agagatgaac tcttaaagga cttgcaacaa 
attcctacac ctgcgtatca gtccttacca 
ccagcgccaa gaaccatgcc gcctactaag 
gtgcttccag caaatcgagc tccttctgct 
gctgcgccag ctccatcaca aacgcctggc 
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tcagctcctc ctccacaggc gcagggacca ccctatccca cctatccagg atatcctggg 
2640 

tattgccaaa tgcccatgcc catgggctat aatccttatg cgtatggcca gtataatatg 
2700 

ccatatccac cagtgtatca ccagagccct ggacaggctc catacccggg accccagcag 
2760 

ccttcatacc ccttccctca gcccccacag cagtcttact atccacagca gtaatatgtc 
2820 

cgctcagcag ctcagctgat tcagatcaga gggaaagaaa taccaaccct gcaataagtg 
2880 

tactaaactc tacgctctgg ttaatgtaat gtactctcct ggactgaatg cagtgtataa 
2940 

tttctgtcta cagctagaag ctgtgcccca gttccacatt tgattacaca tgtgagattt 
3000 

gctgctgttg cagtataaac actaggtata ataggatttg aaattgcatt acagttcata 
3060 

aaaatcgaaa atgagaaatt aaacctgcaa gtgaaacatt tgaaacgatt a tact tt eta 
3120 

cataagacat ggttgggaca tcagatactt acaaagatgg tttaagtatg gatactagag 
3180 

aaaattaagt tttctttctc tttggtttat tgatttggtt taatttccat tatgetattt 
3240 

tgeataatea aggcactgta aatcttataa ttttaaaata aattacttaa gaacaaaaaa 
3300 

aaaaaaaaaa aaaaaaaaaa aaa 
3323 

c210> 2960 
<211> 868 
<212> PRT 

<213> Homo sapiens 



<400> 2960 



Met 


Ala 


Thr 


Phe 


He 


Ser 


Val 


Gin 


Leu 


Lys 


Lys 


Thr 


Ser 


Glu 


Val 


Asp 


l 








5 










10 










15 




Leu 


Ala 


Lys 


Pro 
20 


Leu 


val 


Lys 


Phe 


He 
25 


Gin 


Gin 


Thr 


Tyr 


Pro 
30 


Ser 


Gly 


Gly 


Glu 


Glu 
35 


Gin 


Ala 


Gin 


Tyr 


Cys 
40 


Arg 


Ala 


Ala 


Glu 


Glu 
45 


Leu 


Ser 


Lys 


Leu 


Arg 
50 


Arg 


Ala 


Ala 


val 


Gly 
55 


Arg 


Pro 


Leu 


Asp 


Lys 
60 


His 


Glu 


Gly 


Ala 


Leu 


Glu 


Thr 


Leu 


Leu 


Arg 


Tyr 


Tyr 


Asp 


Gin 


He 


Cys 


Ser 


He 


Glu 


Pro 


65 










70 










75 










80 


Lys 


Phe 


Pro 


Phe 


Ser 
85 


Glu 


Asn 


Gin 


He 


Cys 
90 


Leu 


Thr 


Phe 


Thr 


Trp 
95 


Lys 


Asp 


Ala 


Phe 


Asp 
100 


Lys 


Gly 


Ser 


Leu 


Phe 
105 


Gly 


Gly 


Ser 


Val 


Lys 
110 


Leu 


Ala 


Leu 


Ala 


Ser 
115 


Leu 


Gly 


Tyr 


Glu 


Lys 
120 


Ser 


Cys 


Val 


Leu 


Phe 
125 


Asn 


Cys 


Ala 


Ala 


Leu 
130 


Ala 


Ser 


Gin 


He 


Ala 
135 


Ala 


Glu 


Gin 


Asn 


Leu 
140 


Asp 


Asn 


Asp 


Glu 


Gly 


Leu 


Lys 


He 


Ala 


Ala 


Lys 


His 


Tyr 


Gin 


Phe 


Ala 


Ser 


Gly 


Ala 


Phe 


145 










150 










155 










160 


Leu 


His 


He 


Lys 


Glu 


Thr 


Val 


Leu 


Ser 


Ala 


Leu 


Ser 


Arg 


Glu 


Pro 


Thr 
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165 170 175 

Val Asp He Ser Pro Asp Thr Val Gly Thr Leu Ser Leu lie Met Leu 

180 185 190 

Ala Gin Ala Gin Glu Val Phe Phe Leu Lys Ala Thr Arg Asp Lys Met 

195 200 205 

Lys Asp Ala He He Ala Lys Leu Ala Asn Gin Ala Ala Asp Tyr Phe 

210 215 220 

Gly Asp Ala Phe Lys Gin Cys Gin Tyr Lys Asp Thr Leu Pro Lys Glu 
225 230 235 240 

Val Phe Pro Val Leu Ala Ala Lys His Cys He Met Gin Ala Asn Ala 

245 250 255 

Glu Tyr His Gin Ser He Leu Ala Lys Gin Gin Lys Lys Phe Gly Glu 

260 265 270 

Glu He Ala Arg Leu Gin His Ala Ala Glu Leu He Lys Thr val Ala 

275 280 285 

Ser Arg Tyr Asp Glu Tyr Val Asn Val Lys Asp Phe Ser Asp Lys He 

290 295 300 

Asn Arg Ala Leu Ala Ala Ala Lys Lys Asp Asn Asp Phe He Tyr His 
305 310 315 320 

Asp Arg Val Pro Asp Leu Lys Asp Leu Asp Pro He Gly Lys Ala Thr 

325 330 335 

Leu Val Lys Ser Thr Pro Val Asn Val Pro He Ser Gin Lys Phe Thr 

340 345 350 

Asp Leu Phe Glu Lys Met -Val Pro Val Ser Val Gin Gin Ser Leu Ala 

355 360 365 

Ala Tyr Asn Gin Arg Lys Ala Asp Leu Val Asn Arg Ser He Ala Gin 

370 37S 380 

Met Arg Glu Ala Thr Thr Leu Ala Asn Gly Val Leu Ala Ser Leu Asn 
385 390 395 400 

Leu Pro Ala Ala He Glu Asp Val Ser Gly Asp Thr Val Pro Gin Ser 

405 410 415 

He Leu Thr Lys Ser Arg Ser Val He Glu Gin Gly Gly He Gin Thr 

420 425 430 

Val Asp Gin Leu He Lys Glu Leu Pro Glu Leu Leu Gin Arg Asn Arg 

435 440 445 

Glu He Leu Glu Glu Ser Leu Arg Leu Leu Asp Glu Glu Glu Ala Thr 

450 455 460 

Asp Asn Asp Leu Arg Ala Lys Phe Lys Asp Arg Trp Gin Arg Thr Pro 
465 470 475 480 

Ser Asn Asp Leu Tyr Lys Pro Leu Arg Ala Glu Gly Thr Asn Phe Arg 

485 490 495 

Thr Val Leu Asp Lys Ala Val Gin Ala Asp Gly Gin Val Lys Glu Cys 

500 505 510 

Tyr Gin Ser His Arg Asp Thr He Val Leu Leu Cys Lys Pro Glu Pro 

515 520 525 

Glu Leu Asn Ala Ala He Pro Ser Ala Asn Pro Ala Lys Thr Met Gin 

S30 535 540 

Gly Ser Glu Val Val Asn Val Leu Lys Ser Leu Leu Ser Asn Leu Asp 
545 550 555 560 

Glu Val Lys Lys Glu Arg Glu Gly Leu Glu Asn Asp Leu Lys Ser Val 

565 570 575 

Asn Phe Asp Met Thr Ser Lys Phe Leu Thr Ala Leu Ala Gin Asp Gly 

580 585 590 

Val He Asn Glu Glu Ala Leu Ser Val Thr Giu Leu Asp Arg Val Tyr 
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S9S 600 605 

Gly Gly Leu Thr Thr Lys Val Gin Glu Ser Leu Lys Lys Gin Glu Gly 

610 615 620 

Leu Leu Lys Asn He Gin Val Ser His Gin Glu Phe Ser Lys Met Lys 
625 630 635 640 

Gin Ser Asn Asn Glu Ala Asn Leu Arg Glu Glu Val Leu Lys Asn Leu 

645 650 655 

Ala Thr Ala Tyr Asp Asn Phe Val Glu Leu Val Ala Asn Leu Lys Glu 

660 665 670 

Gly Thr Lys Phe Tyr Asn Glu Leu Thr Glu He Leu Val Arg Phe Gin 

675 680 685 

Asn Lys Cys Ser Asp He Val Phe Ala Arg Lys Thr Glu Arg Asp Glu 

690 695 700 

Leu Leu Lys Asp Leu Gin Gin Ser He Ala Arg Glu Pro Ser Ala Pro 
705 710 715 720 

Ser He Pro Thr Pro Ala Tyr Gin Ser Leu Pro Ala Gly Gly His Ala 

725 730 735 

Pro Thr Pro Pro Thr Pro Ala Pro Arg Thr Met Pro Pro Thr Lys Pro 

740 745 750 

Gin Pro Pro Ala Arg Pro Pro Pro Pro Val Leu Pro Ala Asn Arg Ala 

75S 760 765 

Pro Ser Ala Thr Ala Pro Ser Pro Val Gly Ala Gly Thr Ala Ala Pro 

770 775 780 

Ala Pro Ser Gin Thr Pro Gly Ser Ala Pro Pro Pro Gin Ala Gin Gly 
785 790 795 800 

Pro Pro Tyr Pro Thr Tyr Pro Gly Tyr Pro Gly Tyr Cys Gin Met Pro 

80S 810 815 

Met Pro Met Gly Tyr Asn Pro Tyr Ala Tyr Gly Gin Tyr Asn Met Pro 

820 825 830 

Tyr Pro Pro Val Tyr His Gin Ser Pro Gly Gin Ala Pro Tyr Pro Gly 

835 840 845 

Pro Gin Gin Pro Ser Tyr Pro Phe Pro Gin Pro Pro Gin Gin Ser Tyr 

850 855 860 

Tyr Pro Gin Gin 
865 

<210> 2961 

<211> 434 

<212> DNA 

<213> Homo sapiens 

<400> 2961 

gccgcggctc cagggaacgg ccgcgcatcg gcgccccggc tgcttctgct ctttctggtt 
60 

ccgctgctgt gggccccggc tgcggtccgg gccggcccag atgaagacct tagcnaccgg 
120 

aacaaagaac cgccggcgcc ggcccagcag ctgcagccgc agcctgtggc tgtgcagggc 
180 

cccgagccgg cccgggtcga ggctaatttt tgtatttttt ttgtagagac aggatttcgc 
240 

catgttgacc agtggtctca agctcctggg ctcaagtaat ccgcccgact cggtctccca 
3 00 

aagtgctggg attacaggca tgagccaccg tgcctggcca gattttgttt ggctatgcca 
360 
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ccacagtcat ccccagggtc tatacacact atgtttcaac tgtattattt gccatttttg 
420 

gcattagaat gcat 
434 

<210> 2962 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 2962 

Ala Ala Ala Pro Gly Asn Gly Arg Ala Ser Ala Pro Arg Leu Leu Leu 

15 10 15 

Leu Phe Leu Val Pro Leu Leu Trp Ala Pro Ala Ala Val Arg Ala Gly 

20 25 30 

Pro Asp Glu Asp Leu Ser Xaa Arg Asn Lys Glu Pro Pro Ala Pro Ala 

35 40 45 

Gin Gin Leu Gin Pro Gin Pro Val Ala Val Gin Gly Pro Glu Pro Ala 

50 55 60 

Arg Val Glu Ala Asn Phe Cys He Phe Phe Val Glu Thr Gly Phe Arg 
65 70 75 80 

His Val Asp Gin Trp Ser Gin Ala Pro Gly Leu Lys 
85 90 

<210> 2963 
<211> 567 
<212> DNA 

<213> Homo sapiens 
<400> 2963 

nacgcgtgct gccccggctg gaagaggacc agcgggcttc ctggggcctg tggagcaggt 
60 

gagggctatg tccctcggcg cccggtgtta ggagggcgac tgttccccaa tcttccagca 
120 

acgcccctgc tgcttttctt gaaccccgag caaagcacca ccttgccgca gagcacccac 
180 

tccctagcag ctgcccccac agggtgctgg ggacccaact gagctggtga ccagcctccc 
240 

ccgcccacag caatatgcca gccgccatgc cggaacggag ggagctgtgt ccagcctggc 
300 

cgctgccgct gccctgcagg atggcggggt gacacttgcc agtcaggtga ggctggctct 
360 

accctggggg gccctggaag ggtctggggc acctctttgc atgtcgtggg gttactgatg 
420 

gtccatgagt gggtggttgt gaagggagct gtgtgggcag gacccctccc gcaggcatgg 
480 

ccgcctgaca ccccgtttcc tgcagatgtg gatgaatgca gtgataggag gggcggctgt 
S40 

ccccagcggt gtgtccaccc cgccggt 
567 

<210> 2964 
<211> 115 
<212> PRT 
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<213> Homo sapiens 
<400> 2964 

Ala Gly Asp Gin Pro Pro Pro Pro Thr Ala He Cys Gin Pro Pro Cys 

1 * " 5 10 15 

Arg Asn Gly Gly Ser Cys Val Gin Pro Gly Arg Cys Arg Cys Pro Ala 

20 25 30 

Gly Trp Arg Gly Asp Thr Cys Gin Ser Gly Glu Ala Gly Ser Thr Leu 

35 40 45 

Gly Gly Pro Gly Arg Val Trp Gly Thr Ser Leu His Val Val Gly Leu 

50 5S 60 

Leu Met Val His Glu Trp Val Val Val Lys Gly Ala Val Trp Ala Gly 
65 70 75 80 

Pro Leu Pro Gin Ala Trp Pro Pro Asp Thr Pro Phe Pro Ala Asp Val 

85 90 95 

Asp Glu Cys Ser Asp Arg Arg Gly Gly Cys Pro Gin Arg Cys Val His 
100 105 110 

Pro Ala Gly 
115 

c210> 2965 

<211> 3739 

<212> DNA 

<213> Homo sapiens 

<400> 2965 

acgcgtgggg cttgtttagg ttggccataa gttaagactg gtgccttact ggccaactca 
60 

tccagctcag cctgggacag ctggttgaac tggagccggt ctccgcctat cccaactgtt 
120 

ggacgtcgaa caattgcata gccgttcctg tagctcagcg tctgacttct gtggaaggct 
180 

gttttcgtag agtccttaaa ggacgtgccc ggaagaaagg gcaagccatg cacgggattg 
240 

gacaccattg cagccggccc cgccttccgc tcgtgggagt tccggatgtt tagcgttacc 
300 

atggatcctg gaggtgcccg cgaacactgc ttgtcgcctg ggcaaccgga gaggacgaag 
360 

caggacctag gtggcggcgg tggtaccggc tgcaatggtg tccaatcccg tgcatggctt 
420 

gccctttctt ccgggcacgt cctttaagga ctctacgaaa acagccttcc acagaagtca 
480 

gacgctgagc tacaggaacg gctatgcaat tgttcgacgt ccaacagctg ggataggcgg 
540 

agaccggctc cagttcaacc agctgtccca ggctgagctg gatgagttgg ccagtaaggc 
600 

accagtctta acttatggcc aacctaaaca agccccacct gcggatttta ttcctgcgca 
660 

tgtggccttt gacaaaaagg tactgaaatt tgatgcctat ttccaagaag atgttcctat 
720 

gtcaactgag gaacagtata ggatccgtca ggtgaacatt tactattatc tagaagatga 
780 

cagcatgtct gtcatagagc ctgttgtaga aaattctgga atccttcaag gcaagttaat 

840 
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aaaacgccag cggctagcca 
900 

tcgaggaata aacatcacaa 
960 

cacacaggta tttttagaaa 
1020 

tgatccttac actgaactcc 
1080 

tgatcaactc aagcaatttc 
1140 

aggcttactt atttccaaat 
1200 

tggtaactac tttgaaacat 
1260 

ctgctttcat caagggttac 
1320 

agatcgtgga gttgcggagt 
1380 

ttcctgagct acatctgctc 
1440 

atgagctaat ttcatagact 
1500 

aatatgcata catgtaggtt 
1560 

gatgcttcct tgttaaatgt 
1620 

aactctgttc caaccttcct 
1680 

aatccttccc tttctgtact 
1740 

tttgctgctc cttttcttta 
1800 

ctagcatggt cttttaagga 
1860 

ttaaagattg tgtttattcc 
1920 

attgtgttta tattattgct 
1980 

taaataaaaa ttttttctac 
2040 

atatatatat accactatgt 
2100 

tgactaatat tttggatcaa 
2160 

atttaattct ttccagctgc 
2220 

atgaatattt cttttttttc 
2280 

agtctttcca tcgttgatac 
2340 

gattcttgag tcactacttt 
2400 

gatacagaca gcatgtatgg 
2460 



agaatgaccg gggtgaccat 

tttatggcaa aactttccgc 

gccaaggaat tgagttaaat 

gaaaacagcc tcttcgtaag 

tcacctttga caaacaggta 

gtgacctaca tttattggca 

tacagctata attgaactgt 

aggtacagga atgcctacac 

tgttttgtga acctcaccaa 

cccaccttac gtttccaatt 

cctttgtgaa accataaatc 

gtaatgctaa aatgtttaat 

tatattaata ttggagtcca 

aatcctctcc cttgtgagct 

aaagggagaa agaaaaggaa 

gacatttaac cccttttagt 

ttttgttcat atcagtcata 

cacgatttga agaagcctag 

agaagatatg tgttgatggg 

actaattata tataaaccat 

aaagaacttc attgctcttt 

agtgagctct tcttttttgg 

tgacatatag tacataattt 

aatttacccc atctgaaatt 

ataattgcca aagtagccaa 

ggattcttca aaggtccttc 

tgaatgtcgg acctacatca 



taccattgga aagacctaaa 
gttgttgact gtgaccaatt 
ccaccagaga agatggctct 
tatgtcaccc catcagactt 
agtgacatag gaaccacaat 
aaaggtttgg gtagctgtat 
ttggacacag tactgtcttt 
ttcatatgga gatccaaaga 
acatttaaat ctcaaagcaa 
gacaatttct ttcccttaaa 
gattattagg aaatttcaca 
ttcacagaag ccccactaca 
gaatgttctg agcattttcc 
gatgtgtata agcagattta 
gagatcaccc tcagtgcttc 
ccagaaaacg taaactagca 
tatctgttat tattatgtat 
ccaaaaaaaa aaaaaaaaag 
accaaaaaaa gactggttaa 
attcacatgt acctttatta 
taatttagct tctctttcac 
cacaaactta taatcctatt 
cagacgtctt agtatgtttg 
acttcatagt ctttccagct 
gttgaactcc ctacttttag 
gattctatgc aatctgggat 
ttcattacta tcttatggat 
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gatacggtgg aaactcgaga ggtccacgaa cggaatgatg ggagagatcc tttcccactc 
2520 

ctaatgaacc gccagcgtgt gcccaaagtt ttggtggaaa atgcaaagaa cttcccccag 
2580 

tgtgtgctag aaatctctga ccaagaagtg ttggaatggt atactgctaa agacttcatt 
2640 

gttgggaagt cactcactat ccttgggaga acttccttca tttatgattg tgatccattt 
2700 

actcgacggt attacaaaga gaagtttgga atcactgatt taccacgtat tgatgtgagc 
2760 

aagcgggaac cacctccagt aaaacaggag ttgcctcctt ataacggttt tggactagtg 
2820 

gaagattctg ctcagaattg ttttgctctc attccaaaag ctccaaaaaa agacgttatt 
2880 

aaaatgctgg tgaatgataa caaggtgctt cgttatttgg ctgtactgga atcccccatc 
2940 

ccagaagaca aagaccgcag atttgtcttc tcttactttc tagctaccga catgatcagt 
3 000 

atctttgagc ctcctgttcg caattctggt atcattgggg gcaagtacct tggcaggact 
3060 

aaagttgtta aaccatactc tacagtggac aaccctgtct actatggccc cagtgacttc 
3120 

ttcattggtg ctgtgattga agtgtttggt caccggttca tcatccttga tacagacgag 
3180 

tatgttttga aatacatgga gagcaacgct gcccagtatt caccagaagc actcgcgtca 
3240 

attcagaacc atgtccgaaa gcgagaagcg cctgctccag aagcagaaag caagcaaact 
3300 

gaaaaggatc caggcgtgca ggaattggaa gcattaatag acacaattca gaagcaactg 
3360 

aaagatcact catgcaaaga caacattcgt gaggcatttc aaatttatga caaggaagct 
3420 

tcaggatatg tggacagaga catgttcttt aaaatctgtg aatcgcttaa cgtcccagtg 
3480 

gatgactcct tggttaagga gttactcagg atgtgctctc atggagaagg caaaattaac 
3540 

tactataact ttgttcgtgc tttctcaaac tgacctgctg atgagaaaat gcaagacaat 
3600 

ttttgatact ggaactatgc tttgaaatac accttacact cttcatagag gcatttacag 
3660 

ggttcctgaa gttttatttc tgttttggtt cttatttcac tcctactgaa gtcgaaacta 
3720 

aattggatca aaaaaaaaa 
3739 

<210> 2966 

<211> 386 

<212> PRT 

<213> Homo sapiens 

<400> 2966 

Met Tyr Gly Glu Cys Arg Thr Tyr lie He His Tyr Tyr Leu Met Asp 

1 5 10 15 

Asp Thr Val Glu He Arg Glu Val His Glu Arg Asn Asp Gly Arg Asp 
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20 


25 




30 




Pro 


Phe 


Pro 


Leu 


Leu Met Asn Arg Gin Arg Val 


Pro 


Lys Val Leu 


Val 






35 




40 




45 




Glu 


Asn 


Ala 


Lys 


Asn Phe Pro Gin Cys Val Leu 


Glu 


He Ser Asp 


Gin 




SO 






55 


60 






Glu 


Val 


Leu 


Glu 


Trp Tyr Thr Ala Lys Asp Phe 


He 


Val Gly Lys 


Ser 


65 








70 75 






80 


Leu 


Thr 


He 


Leu 


Gly Arg Thr Phe Phe He Tyr Asp 


Cys Asp Pro 


Phe 










85 90 




95 




Thr 


Arg 


Arg 


Tyr 


Tyr Lys Glu Lys Phe Gly He Thr 


Asp Leu Pro 


Arg 








100 


105 




110 




He 


Asp 


Val 


Ser 


Lys Arg Glu Pro Pro Pro Val Lys 


Gin Glu Leu 


Pro 






115 




120 




125 




Pro 


Tyr 


Asn 


Gly 


Phe Gly Leu Val Glu Asp Ser Ala 


Gin Asn Cys 


Phe 




130 






135 


140 






Ala 


Leu 


He 


Pro 


Lys Ala Pro Lys Lys Asp Val 


He 


Lys Met Leu 


Val 


145 








150 155 






160 


Asn 


Asp 


Asn 


Lys 


Val Leu Arg Tyr Leu Ala Val 


Leu 


Glu Ser Pro 


He 










165 170 




175 




Pro 


Glu 


Asp 


Lys 


Asp Arg Arg Phe Val Phe Ser 


Tyr 


Phe Leu Ala 


Thr 








180 


185 




190 




Asp 


Met 


He 


Ser 


He Phe Glu Pro Pro Val Arg 


Asn 


Ser Gly He 


He 






195 




200 




205 




Gly 


Gly 


Lys 


Tyr 


Leu Gly Arg Thr Lys Val Val 


Lys 


Pro Tyr Ser 


Thr 




210 






215 


220 






Val 


Asp 


Asn 


Pro 


Val Tyr Tyr Gly Pro Ser Asp Phe 


Phe He Gly 


Ala 


225 








230 235 






240 


Val 


He 


Glu 


Val 


Phe Gly His Arg Phe He He 


Leu 


Asp Thr Asp 


Glu 










245 250 




255 




Tyr 


Val 


Leu 


Lys 


Tyr Met Glu Ser Asn Ala Ala 


Gin 


Tyr Ser Pro 


Glu 








260 


265 




270 




Ala 


Leu 


Ala 


Ser 


He Gin Asn His Val Arg Lys 


Arg 


Glu Ala Pro 


Ala 






275 




280 




285 




Pro 


Glu 


Ala 


Glu 


Ser Lys Gin Thr Glu Lys Asp 


Pro 


Gly Val Gin 


Glu 




290 






295 


300 






Leu 


Glu 


Ala 


Leu 


He Asp Thr He Gin Lys Gin 


Leu 


Lys Asp His 


Ser 


305 








310 315 






320 


Cys 


Lys 


Asp 


Asn 


He Arg Glu Ala Phe Gin He 


Tyr 


Asp Lys Glu 


Ala 










325 330 




335 




Ser 


Gly 


Tyr 


Val 


Asp Arg Asp Met Phe Phe Lys 


He 


Cys Glu Ser 


Leu 








340 


345 




350 




Asn 


Val 


Pro 


Val 


Asp Asp Ser Leu Val Lys Glu 


Leu 


Leu Arg Met 


Cys 






355 




360 




365 




Ser 


His 


Gly 


Glu 


Gly Lys He Asn Tyr Tyr Asn Phe 


Val Arg Ala 


Phe 




370 






375 


380 







Ser Asn 
385 



<210> 2967 

<211> 1103 

<212> DNA 

<213> Homo sapiens 

<400> 2967 
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cctgctctgt agagccggcg gcaaccgggt agcttggcca ggttgtgagg aaccgcagcg 
60 

cccgcaggac cgggccgctg agcctgcagc cgccccgcgc cgtgacctgc gaccccagac 
120 

cccgactacc ctttggctca gcccgcgcgc cccaggcccg gcccgggcgg cgcgacggga 
180 

ggatgagcgg cgggcggcgg aaggaggagc cgcctcagcc gcagctggcc aacggggccc 
240 

tcaaagtctc cgtctggagt aaggtgctgc ggagcggcgg cctgggagga taaggatgaa 
300 

tttttagatg tgatctactg gttccgacag atcattgctg tggtcctggg tgtcatttgg 
360 

ggagtttcgc cattacgagg gttcttggga atagcaggat tctgcctgat caatgcagga 
420 

gtcctgtacc tctacttcag caattaccta cagattgatg aggaagaata tggtggcacg 

480 

tgggagctca cgaaggaagg gtttatgacc tcttttgccn ttgttcatgg tcatttggat 
540 

catcttttac actgccatcc attatgactg atggtgtaca gctcccaagt gctccctatc 
600 

cagtccaaag gaccctcttg attacagcac aggaacttga tcgttgggga accccagccc 
660 

cttggaactt ggaagacccg tgtttcctgg accgcgaatc agtgtgttgg gcatcagtgt 
720 

tttctgcaag ggttgtgacc tgaaactttt taaaaaccac ccacctttgg ggaagcattt 
780 

ctgaatttat ccatcaccaa ccatttcttc ttggatacca tcaagtaaca gctattattt 
840 

gccaagtgga gctgtcattt aatttgatgc acctctggat tcagatgaaa cattaaattg 
900 

tcttcctcga ttctccatcg ggtgtagagt ttttaaacta tcaatggcat ttcaagtctt 
960 

ctgaaacagc atggctgtat gtgcgtggtc catagcacag tacatgcagc atctaataag 
1020 

agtttccatt gtagaatgtt ttcacatact tgaataaatc aaatctttaa ttgagaaaaa 
1080 

aaaaaaaaaa aaaaaaaaaa aaa 
1103 

<210> 2968 

<211> 126 

<212> PRT 

<213> Homo sapiens 

<400> 2968 

Ala Ala Gly Gly Gly Arg Arg Ser Arg Leu Ser Arg Ser Trp Pro Thr 

15 10 15 

Gly Pro Ser Lys Ser Pro Ser Gly Val Arg Cys Cys Gly Ala Ala Ala 

20 25 30 

Trp Glu Asp Lys Asp Glu Phe Leu Asp Val He Tyr Trp Phe Arg Gin 

35 40 45 

He He Ala Val Val Leu Gly Val He Trp Gly Val Leu Pro Leu Arg 

50 55 60 

Gly Phe Leu Gly He Ala Gly Phe Cys Leu He Asn Ala Gly Val Leu 
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65 70 75 80 

Tyr Leu Tyr Phe Ser Asn Tyr Leu Gin He Asp Glu Glu Glu Tyr Gly 

85 90 95 

Gly Thr Trp Glu Leu Thr Lys Glu Gly Phe Met Thr Ser Phe Ala Xaa 

100 105 110 

Val His Gly His Leu Asp His Leu Leu His Cys His Pro Leu 
115 120 125 

<210> 2969 

<211> 667 

<212> DNA 

<213> Homo sapiens 

<400> 2969 

atcagcgcct taggggacca gagcaagaag gtggtgcacg ttccctacag ggactccaag 
60 

ctcactcggc tcctccagga ttcgccgggg ggcaacagcc agaccatcat gatcgcctgg 
120 

gggagccctt caaaccgaga tttcatggag accctcaaca cactcaaata tgccaatcgg 
180 

gcccgcaaca tcaagaacaa ggtggtagtg aaccaagaca agaccgccag caaatcaatg 
240 

cactgcgggc tgagattgct cggctgcaga tggagctgat ggagtnataa ggcgggcaag 
300 

cgagtgatag gagaggatgg cgctgagggc tatagtgatc tgttccgaga gaatgccatg 
360 

ctacagaagg agaatggggc cctgcggctg cgggtgaaag ccatgcagga ggccatcgat 
420 

gccatcaaca accgcgtcac ccagctcatg agccaggagg ccaacctgct gctagccaag 
480 

gccggcgatg gcaatgaggc cattggtgcg ctgatccaga actacatccg ggagatcgag 
540 

gagctacgga ctaagcttct agagagtgaa gccatgaacg agtccctgcg ccgcagcctc 
600 

tcacgggcct cggctaggag cccctactcc ctgggtgctt ctccagccgc cccggccttc 
660 

gggggca 
667 

<210> 2970 

<211> 92 

<212> PRT 

<213> Homo sapiens 

<400> 2970 

He Ser Ala Leu Gly Asp Gin Ser Lys Lys Val Val His Val Pro Tyr 

15 10 15 

Arg Asp Ser Lys Leu Thr Arg Leu Leu Gin Asp Ser Leu Gly Gly Asn 

20 25 30 

Ser Gin Thr He Met He Ala Trp Gly Ser Pro Ser Asn Arg Asp Phe 

35 40 45 

Met Glu Thr Leu Asn Thr Leu Lys Tyr Ala Asn Arg Ala Arg Asn He 

50 5S 60 

Lys Asn Lys Val Val Val Asn Gin Asp Lys Thr Ala Ser Lys Ser Met 
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65 70 75 

His Cys Gly Leu Arg Leu Leu Gly Cys Arg Trp Ser 
85 90 



<210> 2971 

<211> 6015 

<212> DNA 

<213> Homo sapiens 

<400> 2971 

ncccatttcc agctccggag cgggcggctg cgccccgctc gtcgaggagc tgcgctcacc 
60 

tcaggggcgg gcccccgcct gcgttcgcgg cgccagcaga agactgattt ttggaaatat 
120 

gtatttggga gacagtcacg tcctattgaa taccttgtgc tggtgctgcc atcgaaaaat 
180 

ctggttacac tctggggagg actgctacca ctgcagaact gaaccacttc ggccgtgaga 
240 

tgagtgtccg gcctgagcag gcacaccatg aatagataca caacaatcag gcagctcggg 
300 

gatggaacct acggttccgt cccgctggga agaagcattg agtctgggga gctgatcgct 
360 

attaaaaaaa tgaaaagaaa attttattcc tgggaggaat gcatgaacct tcgggaggtt 
420 

aagtctttaa agaagctcaa ccatgccaat gtagtcaaat taaaagaagt tatcagggaa 
480 

aatgatcatc tttattttat cttcgagtac atgaaggaaa atctttacca gctcattaaa 
540 

gagagaaata agttgtttcc tgagtctgct ataaggaata tcatgtatca gatattacaa 
600 

ggactcgcat ttattcacaa acacggcttc tttcatcgag acttaaagcc tgagaacctc 
660 

ctctgcatgg gaccagaact tgtgaaaatt gcagactttg gtttggcccg agaaatacga 
720 

tcaaaacctc catatacaga ttatgtatct accagatggt acagggctcc agaagtactc 
780 

ctgaggtcta ccaactacag ctcccccatt gacgtctggg cggtgggctg catcatggca 
840 

gaagtttaca ccctcaggcc actcttccct ggagccagtg aaattgacac aatattcaaa 
900 

acttgccaag tgctggggac accaaaaaag actgactggc ctgaaggcta tcaactttca 
960 

agtgcaatga acttccgttg gccacagtgt gtacccaata acttaaagac cttgattccc 
1020 

aatgctagca gtgaagcagt ccagctcctg agagacatgc ttcagtggga tcccaagaaa 
1080 

cgaccaacag ctagtcaggc acttcgatat ccttacttcc aagttggaca cccactaggc 
1140 

agcaccacac aaaaccttca ggattcagaa aaaccacaga aaggcatcct ggaaaaggca 
1200 

ggcccacctc cttatattaa gccagtccca cctgcccagc caccagccaa gccacacaca 
1260 

cgaatttctc cacgacagca tcaagccagc cagccccctc tgcatctcac gtacccctac 
1320 
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aaagcagagg tctccaggac 
1360 

ttgcttttcc catccctcca 
1440 

cacaaaaatg gtgagataaa 
1500 

acaaaggatt cagatgattg 
1560 

aggattgacc tgaaaaacaa 
1620 

gttttggacc tgaagccctc 
1680 

tcatatcagc ggcgagacac 
1740 

cactctcgat acttgcctgg 
1800 

gaatttattc cacctaatcc 
1860 

atgtcagtaa tcagcaaagt 
1920 

actggaaact atgtcccttc 
1980 

cacctagcac ctattccaga 
2040 

catcctgggc gaccattctt 
2100 

cctccagccg cccagccagt 
2160 

cgatgactgt ctgccttggt 
2220 

agctgactgg tgttctacct 
2280 

tagttattcc tctgaactaa 
2340 

ttgatttgaa tgcagtaggc 
2400 

ttattttctt aaacaacagc 
2460 

caactttgca atgaactttt 
2520 

tttctacaga ttttgaaaaa 
2580 

taaggctatg tgatagaggg 
2640 

atttcaagtg tggctcacta 
2700 

cctctgcttt tcttagtagg 
2760 

aggactatta tattatataa 
2820 

taagtaaaca catcttaaaa 
2680 

tgaaaccaag cttaattata 
2940 



agatcaccca agccatctcc 
caacaagcat ccacagtcga 
gccaaagagt aggagaaggt 
ggctgacttg gatgacttgg 
gaaaagacag agtgatgaca 
tgagcctgtg ggcacaggaa 
gcccaccctg agatctgcag 
gatcagtata agaaatggca 
atggtctagt tctggcttgt 
aaattcagtt ggttccagct 
ctttctgaaa aaagaaatcg 
cccttcccct ggttattcct 
ccacacccag cctagaagca 
gcatggccgg acagactggg 
gatgaatctc ttcctaggga 
gcaagatgtg cagagggcat 
gacatgtcaa tattcttctt 
ttttttgtat aaaattattt 
attttgtata tatggattat 
taaaaattaa ttgattttcc 
tgtaataata ttaatgcagt 
ttatttactc agtgtgtgca 
ggcacttcag gccttcttgg 
tcattggttt gatttttgga 
ttcactttgt tttacttttg 
aatttttctg acacccttta 
ctatgccatt atattctaat 



aggaggacaa gccaagcccg 
aaatcacagc tggcctggag 
ggggtcttat ttccaggtca 
atttcagtcc atccctcagc 
ctctctgcag gtttgagagt 
acagtgcccc cacccagacg 
ccaagcagca ctatttgaag 
tactctcgaa tccaggcaag 
ctggaaaatc ttcagggaca 
ctacaagttc tagtggactg 
gttctgctat gcagagggta 
ccccgaaggc catgagacct 
ctcctgggtt gataccacgg 
cttccaagta cgcatctcgg 
gaagcaggat actttccctc 
aaaagcaaat caacacttta 
taaagttttt ttttaaaata 
tattctaaaa ctgggtccca 
gttttagcat tttatacagt 
tttggggttc cagataatat 
attgcaacag gggtgcaatt 
gatatttatg aagtggtgaa 
actgttgtta gaaaagtgat 
taccactctg ctgttctaaa 
ttccccagat gaaagaactc 
atgtggttgc agatctcaga 
ttattccatt tttgaaatca 
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agttgtatgt gtaccaataa aagagatttc tgcttcaaaa ggctcccaac atgaaggtta 
3000 

acacagtcaa tcaaacttac attcctgcca agatgcatgg ccaaaaaact aagtatcaaa 
3060 

gcagcagaag gtttttgact atagtaaccg agatggaatt ttgtgcctag ctcagttctc 
3120 

cagatctggc taggagcagt caatgactaa tgtcctgtcc tagccaaatt ctcaggacaa 
3180 

tttggggagc agaaagagtt atggcagagg ttccactcat ctacaaagtc acagtcacat 
3240 

gccacatttg atctcctaac cctggtgtag tttctttcaa gagtgagaac tttatttgtt 
3300 

gggcagaggc tgttccattg agaggaatgt ttacagcagt ttcaaaaatg acaaagtcag 
3360 

tttggagaca gaaaaagaca aaaggtccag tctcatccat ctctatatgg tacatttgcc 
3420 

tcacttacgg ttgcctcaaa ggcaagaggg aaggtcacca tcagtgaacg caatgcaatc 
3460 

tcaacagtgt attgattcat attctcctag ggctcaaact actctctatt ggttccagga 
3S40 

taatgacaaa ttgaaccata tgtaagtaat cttctatttt ttattttttt tttgagacag 
3600 

agtctcactc tgtcacccag gctggagtgc agtggcgcga tcttagctct ctgcaacctc 
3660 

tgcctcccag gttcaagcct cctgagtaac tgggactaca ggcgcccgcc accacgccca 
3720 

gctaattttt tgtattttta gtagagacgg ggtttcactg tgttagccag gacggcctcg 
3780 

atctcctgac ctcgtgatcc accctcctcc acctcccaaa gtactgggat cacaggcatg 
3840 

agccactgca cccagccaag tgatcatttt tataggttaa aatgataggt gaaatgaata 
3900 

tagacacttt catatggttc aacctaatga cttggtaaat tattgccttg gtgtattaat 
3960 

aatatgttgc attctgaaca aataaccatg gcttccaaag ggccctaacc taaaatcgga 
4020 

gagcaattta tgctccggag aatctggctc aaatatatac ttgaccaagc accatgatcc 
4080 

ctaggggcat gagaaaagca cataatggat gtggatgtga taggtggtct tttcctgtta 

4140 

acaagctggc agcaaagctt cagaaaatat atatgcaagc acaacttgaa gctgaattca 
4200 

tttctgtatt atattcccaa ctcgttatct aaagcatcag aacatgtgtt ttcagagatg 
4260 

agtcctttac tataaggtta atatttattt tcattttctg tattatatat gaaaagtaaa 
4320 

ctaatgcgaa acctggccca gcttgctgga aagcaggttt taaattgtaa atattcctta 
4380 

gaggagcaaa tggattgttt aataccatag tctcagtaat ctagcttata taaggtcatt 
4440 

acatttttta actgaaaaac ctagttacct gattattgca cattataaaa ttgtttttct 
4500 

aatactttat agggcccaac ttcagaaaat acttcgcttt ttccttttta tgctttcgtt 
4560 
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tgtttaccag caagcaactt 
4620 

tagctgatgt gcagttgaga 
4680 

ctgtgaatta ctcttcctcc 
4740 

cctatgcact atagaaggga 
4800 

tgagaacctg cagccatttc 
4860 

tttgttacta tacaattatg 
4920 

actgtaccta tcaggactat 
4980 

atgatacagg gttggttctc 
5040 

gcgttgtagg ggtattgatg 
5100 

gcataaaaac tactcttgac 
5160 

gccctcaccc agcccacgtg 
5220 

ttttttaaat gcatctcttg 
5280 

atcttctgga gttatcaaaa 
5340 

tgagtgcaaa tacaggtact 
5400 

tttccctacc atcaagccat 

5460 

ctgtacattt cagttcagtg 
5520 

tactaattat tttatatcat 
5580 

gtagaattat ttttacgatt 
5640 

ggaccttctc atggaagcca 
5700 

attatcaatt tctcatagac 
5760 

tctgatctca gataactcag 
5820 

taaccgacaa tatatttatt 
5880 

accacttaag caagaccctt 
S940 

ggtgtttaaa acatgtcaac 
6000 

gtttaagaaa aattg 
6015 



ccctggggaa gccaaacaca 
aaactagagg actgaaaaaa 
ccttctctga aatgggtaaa 
atagcaacca tttcttttgt 
ttgttacatg aaaacaaaat 
aaatgtaatg taagacacca 
acctcattta cagtcagaaa 
attccgtgcc gaaatgagac 
tgccccaggt agtgccagca 
atgattgttc attttacaaa 
tgataggatt tatgtaggaa 
cctaaaggac tatatacatc 
attgtataca atcaagacaa 
gttggagttg atgggcacca 
cgttttgtgc cattcaggag 
tatgaccaaa agcaatatgt 
ttaaaccata ctgtagcaac 
tccaaacaaa tgtactgtac 
ttaggaaaac aaactagagg 
actgtgctaa tgtgaatttt 
tacagatagc aattagtcag 
tataaagcac atattcataa 
ctgaaataaa aaatgttgct 
cttatgtaag gaaaaatttc 



tatxcataaa aaaaatcaag 
caaattttaa ctagcaaatg 
ggacaaattg tgtaaaaaaa 
ctctctgttc ctgttctgac 
gctacttgtt acctctattt 
acagaaatga tatacctgta 
gcttactggg atgtcaggaa 
agaaattcag tgacgaaggt 
gagtagggaa aactgcattt 
aaaattccat taattaccaa 
gaaacttgat tttcaaataa 
taataaagta acactgtgtc 
cacaagaatt attttatttt 
tgctttctca tgaagtagca 
aggaaaaaaa ggaatttatg 
ttataagaag atgtttgaca 
ataatatatg gagctaattt 
tgttatataa tttattgtga 
taaatatcac attaatctgt 
aaatgacctg catcaagtct 
ctgatttgat tacaatggag 
caacgagaag aattcagaaa 
ttttaaatag tttgtcctaa 
ccggtccaaa taaagttgaa 



<210> 2972 
<211> 632 
<212> PRT 
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<213> Homo sapiens 



Met°Ln 9 Irg Tyr Thr Thr lie Arg Gin Leu Gly Asp Gly Thr Tyr Gly 

1 5 10 15 

Ser Val Leu Leu Gly Arg Ser lie Glu Ser Gly Glu Leu He Ala lie 

20 2S 30 

Lys Lys Met Lys Arg Lys Phe Tyr Ser Trp Glu Glu Cys Met Asn Leu 

35 40 45 

Arg Glu val Lys Ser Leu Lys Lys Leu Asrf His Ala Asn Val Val Lys 
55 60 



50 55 ou 

Leu Lys Glu Val He Arg Glu Asn Asp His Leu Tyr Phe lie Phe Glu 
65 70 75 80 

Tyr Met Lys Glu Asn Leu Tyr Gin Leu He Lys Glu Arg Asn Lys Leu 

90 95 



85 

Phe Pro Glu Ser Ala lie Arg Asn lie Met Tyr Gin He Leu Gin Gly 

100 105 HO 

Leu Ala Phe He His Lys His Gly Phe Phe His Arg Asp Leu Lys Pro 

115 120 125 

Glu Asn Leu Leu Cys Met Gly Pro Glu Leu Val Lys He Ala Asp Phe 

130 135 I 40 

Gly Leu Ala Arg Glu He Arg Ser Lys Pro Pro Tyr Thr Asp Tyr Val 
14 5 150 155 160 

Ser Thr Arg Tr P Tyr Arg Ala Pro Glu Val Leu Leu Arg Ser Thr Asn 

165 170 175 

Tyr Ser Ser Pro He Asp Val Trp Ala Val Gly Cys He Met Ala Glu 

180 185 190 

val Tyr Thr Leu Arg Pro Leu Phe Pro Gly Ala Ser Glu He Asp Thr 

195 200 205 

He Phe Lys He Cys Gin Val Leu Gly Thr Pro Lys Lys Thr Asp Trp 

210 215 220 

Pro Glu Gly Tyr Gin Leu Ser Ser Ala Met Asn Phe Arg Trp Pro Gin 
225 230 235 240 

Cys Val Pro Asn Asn Leu Lys Thr Leu He Pro Asn Ala Ser Ser Glu 

245 250 255 

Ala Val Gin Leu Leu Arg Asp Met Leu Gin Trp Asp Pro Lys Lys Arg 

260 265 270 

Pro Thr Ala Ser Gin Ala Leu Arg Tyr Pro Tyr Phe Gin Val Gly His 

275 280 285 

Pro Leu Gly Ser Thr Thr Gin Asn Leu Gin Asp Ser Glu Lys Pro Gin 

290 295 300 

Lys Gly He Leu Glu Lys Ala Gly Pro Pro Pro Tyr He Lys Pro Val 
305 310 315 320 

Pro Pro Ala Gin Pro Pro Ala Lys Pro His Thr Arg He Ser Ser Arg 

32S 330 335 

Gin His Gin Ala Ser Gin Pro Pro Leu His Leu Thr Tyr Pro Tyr Lys 

340 345 350 

Ala Glu Val Ser Arg Thr Asp His Pro Ser His Leu Gin Glu Asp Lys 

355 360 365 

Pro Ser Pro Leu Leu Phe Pro Ser Leu His Asn Lys His Pro Gin Ser 
370 375 380 

His Lys Asn 

385 390 395 400 



370 J 

Lys He Thr Ala Gly Leu Glu His Lys Asn Gly Glu He Lys Pro Lys 

385 390 395 400 

Ser Arg Arg Arg Trp Gly Leu He Ser Arg Ser Thr Lys Asp Ser Asp 
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4 05 






410 








415 




Asp Trp 


Ala 


Asp 


Leu 


Asp Asp 


Leu Asp 


Phe 


Ser 


Pro 


Ser 


Leu Ser 


Arg 






42 0 






425 










430 




lie Asp 


Leu 


Lys 


Asn 


Lys Lys Arg Gin 


Ser Asp Asp Thr 


Leu Cys 


Arg 




4 35 








440 








445 






Phe Glu 


oer 


Val 


Leu 


Asp Leu 


Lys Pro 


Ser 


Glu 


Pro 


Val 


Gly Thr 


Gly 


4 50 








455 








460 








Asn Ser 


Ala 


Pro 


r 


Gin Thr 


Ser Tyr 


Gin Arg 


Arg Asp 


Thr Pro 


Thr 


465 








470 






475 








480 


Leu Arg 


Ser 


Aid 


Ala. 


Lys Gin 


His Tyr 


Leu 


Lys 


His 


Ser 


Ara Tvr 


Leu 








485 






490 








4 95 




Pro Gly 


He 


Ser 


lie 


Arg Asn Gly He 


Leu 


Ser 


Asn 


Pro 


Gly Lys 


Glu 






500 






505 










510 




Phe He 


Pro 


Pro 


Asn 


Pro Trp 


Ser Ser 


Ser 


Gly 


Leu 


Ser 


Gly Lys 


Ser 




515 








520 








525 






Ser Gly 


Thr 


Met 


Ser 


Val He 


Ser Lys 


Val 


Asn 


Ser 


Val 


Gly Ser 


Ser 


530 








535 








540 








Ser Thr 


Ser 


Ser 


Ser 


Gly Leu 


Thr Gly 


Asn 


Tyr 


Val 


Pro 


Ser Phe 


Leu 


545 








550 






555 








560 


Lys Lys 


Glu 


He 


Gly 


Ser Ala 


Met Gin 


Arg 


val 


His 


Leu 


Ala Pro 


He 








565 






570 








575 




Pro Asp 


Pro 


Ser 


Pro 


Gly Tyr 


Ser Ser 


Leu 


Lys 


Ala 


Met 


Arg Pro 


His 






580 






S8S 










590 




Pro Gly 


Arg 


Pro 


Phe 


Phe His 


Thr Gin 


Pro Arg 


Ser 


Thr 


Pro Gly 


Leu 




595 








600 








605 






He Pro 


Arg 


Pro 


Pro 


Ala Ala 


Gin Pro 


Val 


His 


Gly Arg 


Thr Asp 


Trp 


610 








615 








620 








Ala Ser 


Lys 


Tyr 


Ala 


Ser Arg Arg 















625 630 



<210> 2973 

<211> 858 

<212> DNA 

<213> Homo sapiens 

<400> 2973 

ggctactttt ggttcatggg aagaaccgac gatgtgatca attcttcaag ctaccggatc 
60 

gggcctgttg aagtggaaag tgccctggca gagcatcctg ctgtcctgga gtcggctgtg 
120 

gtcagcagcc cagaccccat caggggagag gtggtaaagg catttatagt ccttactcca 
180 

gcctactcct ctcatgaccc agaggcacta acgcgggaac tccaggagca tgtgaaaagg 

240 

gtgactgctc catacaaaac ccccaggaag gtggcctttg tttcagaact gccaaagacg 
300 

gtttctggaa agatccaaag gagtaaattg cgaagtcagg agtgggggaa atgaggtgca 
360 

ccccaggaag gccctgtaga cctccgaaga ctccacaaga aactaatgga tcactggtca 
420 

gtccccatgg ggagcatcat ctcttcgacc ctaaagatgt caaaggtgtg cagcttccaa 
480 

acggcatccc caggatcact gggcaatgct ggaaagagca aaagaatatc attggccctg 
540 
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atcacataga tgctgcgccg cctagcaaat gcttggtggt tcgacttctc cctctgtctg 
600 

ggggcaggct cagcatctgc ccactggtct cactaagagc tttcagattt ccctccatag 
660 

gacaggttac catagacttg gggcacttgt gggtactcat tttctgccag tgggaatgta 
720 

aaggcttcat cctttgtatg taaccatttg gcaaaagtat gcaggaacat aaaataaaat 
780 

atcctttagc tcaaaaattc tatcttcggg agtcaccaca aaagaaaaaa atcaaaatgc 
840 

agaaaatgtg gagtgcac 
858 

<210> 2974 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 2974 



Gly Tyr Phe 


Trp 


Phe 


Met 


Gly Arg Thr 


Asp 


Asp Val 


He 


Asn Ser Ser 


1 




5 






10 








IS 


Ser Tyr Arg 


He 


Gly 


Pro 


Val Glu Val 


Glu 


Ser 


Ala 


Leu 


Ala Glu His 




20 






25 










30 


Pro Ala Val 


Leu 


Glu 


Ser 


Ala Val Val 


Ser 


Ser 


Pro 


Asp 


Pro He Arg 


35 








40 








45 




Gly Glu Val 


Val 


Lys 


Ala 


Phe He Val 


Leu 


Thr 


Pro 


Ala 


Tyr Ser Ser 


50 








55 






60 






His Asp Pro 


Glu 


Ala 


Leu 


Thr Arg Glu 


Leu 


Gin 


Glu 


His 


Val Lys Arg 


65 






70 






75 






80 


Val Thr Ala 


Pro 


Tyr 


Lys 


Thr Pro Arg 


Lys 


val 


Ala 


Phe 


Val Ser Glu 






85 






90 








95 


Leu Pro Lys 


Thr 


Val 


Ser 


Gly Lys He 


Gin 


Arg 


Ser 


Lys 


Leu Arg Ser 




100 






105 










110 


Gin Glu Trp 


Gly 


Lys 

















115 



<210> 2975 
<211> 142S 
<212> DNA 

<213> Homo sapiens 
<400> 2975 

ccctcaacca ccgggaccca ggagttgaag ccggggttgg agggctctct gggggtgggg 
60 

gacacaatgt atacggtcaa tggcgtccac ccactgaccc tgcgccggga agagacccgc 
120 

acaccagaat cccagccaga tactccgcct ggcacccctc tggtgtccca agatgagaag 
180 

agagatgctg agctgccgaa gaagcgtatg gggaagtcaa accccggctg ggagaacttg 
240 

gagaagttgc tagtgttcac cgcagctggg gtgaaaccgg ggnncaaggt ggctggcttt 
300 

gatctggacg ggacgctcat caccacacgc tctgggaagg tctttcccac tggccccagt 
360 
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gactggagga tcttgtaccc agagattccc 
420 

tacaagctgg tgatcttcac caaccagatg 
480 

gagttcaagg ccaaggtgga ggctgtggtg 
540 

gtggccacgc acgcaggctt gtaccggaag 
600 

gagcaggcca acgacggcac gcccatatcc 
660 

gccggacgcc cggccaactg ggccccgggg 
720 

cgcctgtttg ccctcaacct tggcctgccc 
7B0 

tggccagcag ccggcttcga gctcccagcc 
840 

cctctctgcc tccccgagtc cagggccctc 
900 

gtgggattcc ctggggccgg gaagtccacc 
960 

tatgtccacg tgacagggac acgctaggct 
1020 

cagccctgaa gcaagggaaa cgggtcgcca 
1080 

gcgccaggta cgtccagtgt gcccgagccg 
1140 

ccgccactct ggagcaggcg cgccacaaca 
1200 

atatccccgt gtcagacatg gtcatgtatg 
1260 

tggctgaagg cttctctgcc atcctggaga 
1320 

tggggcggct gtactgccag ttctccgagg 
1380 

aacgctgttt ctccttgaaa aaaaaaaaaa 
1425 



cgtaagctcc gagagctgga agccgagggc 
agcatcgggc gcgggaagct gccagccgag 
gagaagctgg gggtcccctt ccaggtgctg 
ccggtgacgg gcatgtggga ccatctgcag 
atcggggaca gcatctttgt gggagacgca 
cggaagaaga aagacttctc ctgcgccgat 
ttcgccacgc ctgaggagtt ctttctcaag 
tttgatccga ggactgtctc ccgctcaggg 
ctgagcgcca gcccggaggt ggttgtcgca 
tttctcaaga agcacctcgt gtcggccgga 
cctggcagcg ctgtgtgacc acgtgtgaga 
tcgacaacac aaacccagac gccgcgagcc 
cgggcgtccc ctgccgctgc ttcctcttca 
accggtttcg agagatgacg gactcctctc 
gctacaggaa gcagttcgag gccccaacgc 
tcccgttccg gctatgggtg gagccgaggc 
gctgagcccg cccagctccc ctccacaata 
aaaaaaaaaa aaaaa 



<210> 2976 

<211> 328 

<212> PRT 

<213> Homo sapiens 



<400> 2976 

Pro Ser Thr Thr Gly Thr Gin Glu 

1 5 
Leu Gly Val Gly Asp Thr Met Tyr 
20 

Thr Leu Arg Trp Glu Glu Thr Arg 

35 40 
Pro Pro Gly Thr Pro Leu Val Ser 

50 55 
Leu Pro Lys Lys Arg Met Gly Lys 
65 70 
Glu Lys Leu Leu Val Phe Thr Ala 



Leu Lys Pro Gly Leu Glu Gly Ser 

10 15 
Thr Val Asn Gly Val His Pro Leu 
25 30 
Thr Pro Glu Ser Gin Pro Asp Thr 
4S 

Gin Asp Glu Lys Arg Asp Ala Glu 
60 

Ser Asn Pro Gly Trp Glu Asn Leu 

75 80 
Ala Gly Val Lys Pro Gly Xaa Lys 
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85 90 95 

Val Ala Gly Phe Asp Leu Asp Gly Thr Leu lie Thr Thr Arg Ser Gly 

100 105 110 

Lys Val Phe Pro Thr Gly Pro Ser Asp Trp Arg lie Leu Tyr Pro Glu 

115 120 125 

He Pro Arg Lys Leu Arg Glu Leu Glu Ala Glu Gly Tyr Lys Leu Val 

130 135 140 

He Phe Thr Asn Gin Met Ser He Gly Arg Gly Lys Leu Pro Ala Glu 
145 ISO 15S 160 

Glu Phe Lys Ala Lys Val Glu Ala Val Val Glu Lys Leu Gly Val Pro 

165 170 175 

Phe Gin Val Leu Val Ala Thr His Ala Gly Leu Tyr Arg Lys Pro Val 

180 185 190 

Thr Gly Met Trp Asp His Leu Gin Glu Gin Ala Asn Asp Gly Thr Pro 

19S 200 205 

He Ser He Gly Asp Ser He Phe val Gly Asp Ala Ala Gly Arg Pro 

210 215 220 

Ala Asn Trp Ala Pro Gly Arg Lys Lys Lys Asp Phe Ser Cys Ala Asp 
22S 230 235 240 

Arg Leu Phe Ala Leu Asn Leu Gly Leu Pro Phe Ala Thr Pro Glu Glu 

245 250 2S5 

Phe Phe Leu Lys Trp Pro Ala Ala Gly Phe Glu Leu Pro Ala Phe Asp 

260 265 270 

Pro Arg Thr Val Ser Arg Ser Gly Pro Leu Cys Leu Pro Glu Ser Arg 

27S 280 285 

Ala Leu Leu Ser Ala Ser Pro Glu Val Val Val Ala Val Gly Phe Pro 

290 29S 300 

Gly Ala Gly Lys Ser Thr Phe Leu Lys Lys His Leu Val Ser Ala Gly 
305 310 315 320 

Tyr Val His Val Thr Gly Thr Arg 
325 

<210> 2977 

<211> 1420 

<212> DNA 

<213> Homo sapiens 

<400> 2977 

nngtcgaata tccatgcaga gtaccgcatg gtagtagggg gtgcccaggc aggggacgca 
60 

ggcacctacc actgcactgc cgctgagtgg attcaggatc ctgatggcag ctgggcccag 
120 

attgcagaga aaagggccgt cctggcccac gtggatgtgc agacgctgtc cagccagctg 
180 

gcagtgacag tggggcctgg tgaacgtcgg atcggcccag gggagccctt ggaactgctg 
240 

tgcaatgtgt caggggcact tcccccagca ggccgtcatg ctgcatactc tgtaggttgg 
300 

gagatggcac ctgcgggggc acctgggccc ggccgcctgg tagcccagct ggacacagag 
360 

ggtgtgggca gcctgnnggc cctggctatg agggccgacn acattgccat ggagaaggtg 
420 

gcatccagaa cataccggct acggctagag gctgccaggc ctggtgatgc gggcacctac 
480 
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cgctgcctcg ccaaagccta tgttcgaggg tctgggaccc ggcttcgtga agcagccagt 
540 

gcccgttccc ggcctctccc tgtacatgtg cgggaggaag gtgtggtgct ggaggctgtg 
600 

gcatggctag caggaggcac agtgtaccgc ggggagactg cctccctgct gtgcaacatc 
660 

tctgtgcggg gtggcccccc aggactgcgg ctggccgcca gctggtgggt ggagcgacca 
720 

gaggacggag agctcagctc tgtccctgcc cagctggtgg gtggcgtagg ccaggatggt 
780 

gtggcagagc tgggagtccg gcctggagga ggccctgtca gcgtagagct ggtggggccc 
840 

cgaagccatc ggctgagact acacagcttg gggcccgagg atgaaggcgt gtaccactgt 
900 

gcccccagcg cctgggtgca gcatgccgac tacagctggt accaggcggg cagtgcccgc 
960 

tcagggcctg ttacagtcta cccctacatg catgccctgg acaccctatt tgtgcctctg 
1020 

ctggtgggta caggggtggc cctagtcact ggtgccactg tccttggtac catcacttgc 
1080 

tgcttcatga agaggcttcg aaaacggtga tcccttactc cccagcccac accgggcacc 
1140 

cttttcaggt cttgcaggtg tcgactgtct tccggcccag ctccaagccc tcctctggtt 
1200 

gcctggacac cctctccctc tgtccactct tcctttaatt tatttgacct cccactaccc 
1260 

agaatgggag acgtgcctcc ccttccccac tccttccctc ccaagcccct ccctctggcc 
1320 

ttctgttctt gatctcttag ggatcctata gggaggccat ttcctgtcct ggaattagtt 
1380 

tttctaaaat gtgaataaac ttgttttata aaaagcaaaa 
1420 

<210> 2978 
<211> 369 
<212> PRT 

<213> Homo sapiens 



<400> 2978 



Xaa Ser 


Asn 


He 


His 


Ala 


Glu 


Tyr 


Arg 


Met 


val Val 


Gly 


Gly 


Ala 


Gin 


1 






5 










10 








15 




Ala Gly 


Asp 


Ala 


Gly 


Thr 


Tyr 


His 


Cys 


Thr 


Ala Ala 


Glu 


Trp 


He 


Gin 






20 










25 








30 






Asp Pro 


Asp 


Gly 


Ser 


Trp 


Ala 


Gin 


He 


Ala 


Glu Lys 


Arg 


Ala 


Val 


Leu 




35 










40 








45 








Ala His 


val 


Asp 


Val 


Gin 


Thr 


Leu 


Ser 


Ser 


Gin Leu 


Ala 


Val 


Thr 


Val 


50 










55 








60 










Gly Pro 


Gly 


Glu 


Arg 


Arg 


He 


Gly 


Pro 


Gly 


Glu Pro 


Leu 


Glu 


Leu 


Leu 


65 








70 










75 








80 


Cys Asn 


Val 


Ser 


Gly 


Ala 


Leu 


Pro 


Pro 


Ala 


Gly Arg 


His 


Ala 


Ala 


Tyr 








85 










90 








95 




Ser Val 


Gly 


Trp 


Glu 


Met 


Ala 


Pro 


Ala 


Gly 


Ala Pro 


Gly 


Pro 


Gly 


Arg 






100 










105 








110 






Leu Val 


Ala 


Gin 


Leu 


Asp 


Thr 


Glu 


Gly 


Val 


Gly Ser 


Leu 


Xaa 


Ala 


Leu 
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115 




120 










125 








Ala 


Met 


Arg 


Ala Asp Xaa 


lie Ala 


Met 


Glu 


Lys 


Val 


Ala 


Ser 


Arg 


Thr 




130 






135 








140 










Tyr 


Arg 


Leu 


Arg Leu Glu 


Ala Ala 


Arg 


Pro 


Gly 


Asp 


Ala 


Gly 


Thr 


Tyr 


145 






150 








155 










160 


Arg 


Cys 


Leu 


Ala Lys Ala 


Tyr Val 


Arg 


Gly 


Ser 


Gly 


Thr 


Arg 


Leu 


Arg 








165 






170 










17S 




Glu 


Ala 


Ala 


Ser Ala Arg 


Ser Arg 


Pro 


Leu 


Pro 


Val 


His 


val 


Arg 


Glu 








180 




185 










190 






Glu 


Gly 


val 


Val Leu Glu 


Ala Val 


Ala 


Trp 


Leu 


Ala 


Gly 


Gly 


Thr 


Val 






19S 




200 










205 








Tyr 


Arg 


Gly 


Glu Thr Ala 


Ser Leu 


Leu 


Cys 


Asn 


He 


Ser 


Val 


Arg 


Gly 




210 






215 








220 










Gly 


Pro 


Pro 


Gly Leu Arg 


Leu Ala 


Ala 


Ser 


Trp 


Trp 


Val 


Glu 


Arg 


Pro 


225 






230 








235 










240 


Glu 


Asp 


Gly 


Glu Leu Ser 


Ser Val 


Pro 


Ala 


Gin 


Leu 


Val 


Gly 


Gly 


Val 








245 






250 










255 




Gly 


Gin 


Asp 


Gly Val Ala 


Glu Leu 


Gly 


Val 


Arg 


Pro 


Gly 


Gly 


Gly 


Pro 








260 




265 










270 






Val 


Ser 


val 


Glu Leu Val 


Gly Pro 


Arg 


Ser 


His 


Arg 


Leu 


Arg 


Leu 


His 






275 




280 










285 








Ser 


Leu 


Gly 


Pro Glu Asp 


Glu Gly 


Val 


Tyr 


His 


Cys 


Ala 


Pro 


Ser 


Ala 




290 






295 








300 










Trp 


Val 


Gin 


His Ala Asp 


Tyr Ser 


Trp 


Tyr 


Gin 


Ala 


Gly 


Ser 


Ala 


Arg 


305 






310 








315 










320 


Ser 


Gly 


Pro 


Val Thr Val 


Tyr Pro 


Tyr 


Met 


His 


Ala 


Leu 


Asp 


Thr 


Leu 








325 






330 










335 




Phe 


Val 


Pro 


Leu Leu Val 


Gly Thr 


Gly 


Val 


Ala 


Leu 


Val 


Thr 


Gly 


Ala 








340 




345 










350 






Thr 


Val 


Leu 


Gly Thr He 


Thr Cys 


Cys 


Phe 


Met 


Lys 


Arg 


Leu 


Arg 


Lys 






355 




360 










365 









Arg 



<210> 2979 

<211> 2191 

<212> DNA 

<213> Homo sapiens 

<400> 2979 

tttttttttt tttttttttt tttttttttt tttttttttt ccttgtcagg gtttatttca 
60 

tcagctaaca ttcattctcg acctagacaa aaacaattag atgattatga cttgcttttc 
120 

catcatcaac tcattttttt gtatgaataa ccaaaaaatt tcttcaacac ttttttttaa 
180 

gaagaagcta taaataaata aagctttaaa caatcctggg ttcaagttaa acagttccag 
240 

ttcccgaaaa gttcacagcc ttgttttgtg ggcagttctg ctgttcctgg cttccccttc 
300 

caggagggga cgtttgcagg tctgggggtc ctggtgacta agctgttagc tccactccct 
360 

gcctgtttcc gtcctcacag ccctgggagg gccccggtgg acagagtcct tacaatttag 
420 
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gagatgctgc 


tggcaaagga 


480 




ggctggacac 


ctgggggctg 


540 




cggcgctggc 


ccgagaggag 


600 




gtgcttccgt 


gtgagtcggg 


660 




acaacctgcg 


ctcaggcccg 


720 




gccaggcctc 


tggctgggtg 


780 




gtgcaagacc 


tcacaatccc 


840 




catgttgagt 


gtccgagcag 


900 




actaaacccc 


cttggcactc 


960 




gcgcggcgct 


ggcacgctgt 


1020 




gtaaaatggg 


gccagtgtag 


1080 




tagcgacctc 


acctgacccc 


1140 




gcccgtggtg 


acccacgtct 


1200 




tggggcagga 


gagaggaccc 


1260 




tacctctgag 


tcagcctgcg 


1320 




cctgtgtggg 


ccctcctaga 


1380 




gggcacaggg 


cacgtgctta 


1440 




ccagtgggga 


aacctgcgcg 


1S00 




tggggagcat 


ggggaaatgc 


1560 




gggaggccac 


ctacagctgt 


1620 




gttcctggcc 


atacagagcc 


1680 




tcccatgctc 


cagccgatgg 


1740 




gtatttgagc 


tcttgagtat 


1800 




ccagtgggtc 


agaaaggaga 


1860 




tgagccaggc 


ctgcctggat 


1920 




ggcagcatcc 


ctggccaaag 


1980 




ggcaatgcag 


ctcgggccta 


2040 





actgttgacc caaagcaggt 
agggcactgc cagctgccgc 
actgctttcc aaatgcagcg 
atgcggggca taagttaaca 
cgcacccagg aagcccatgg 
tccacctcct gccgggaagc 
ctgaacgtgt tcctcctcct 
atccccattg accctgacct 
acttccttag tgtgatgcat 
ccaccctgcc ctgttgacca 
gagacctgag ggcggggccc 
agcttcggct tcctgtgctg 
ccaccccatg gtgtggcaac 
ccaccaaccc cagccaggtg 
gcctgagcac accaatctac 
gacaccagct tggcctccta 
caacggatat gcaacatggc 
gctgctggga acagagcatg 
aaggagagcc agggtgggga 
tttgccaagg ctagttgaga 
actgtggtcc gagggtacgg 
aagcctgatg aacttaatcc 
gtgtttcggt gatggggctg 
acagaggcag gggagccctc 
ggtcacctcc caagggccag 
cctccccact cccgggctgc 
ctacccaaac ccctggcaaa 



ggcctgaatg ggaagtgcca 
cgcctctgga cacctcagcc 
aagagactga gacaagaccc 
catattccaa tatgtacaaa 
tgaaggtgag gtcaccttga 
caaggtgccc cacgtggctt 
ccaaggagtg cacccacccc 
ccctttgaaa gaaccacacc 
ccacccaggg aggtggccct 
tcctgtcctt ggaccccaaa 
ttatgccaga cctccagggg 
cagaaggcgc ttgctcccaa 
tgtggtggct gagtggaagc 
gcctgcagag cccactgccc 
tctctggggg atccagggtg 
gggcataagg aatggggaca 
ttttggtagg gccattgcag 
gccagccttt tgccaggggg 
gggctgagtg tctgttgtca 
atccgaaagc tcgagtccca 
ctcctgggca ggggctatgg 
gtacgctggt gggagcagtg 
gggcagcctg ctagcaaatc 
ggtccccagc ccttccagtc 
ccgcggactc acgcacaagt 
cagttggccc gaggaaggcc 
aggctggcca tgctctgttc 
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ccagcagccg cgcaggtttc cccactggct gcaatggccc taccaaaagc catgttgcat 
2100 

atccgttgta agcacgtgcc ctgtgccctg tccccattcc ttatgcccta ggaggccaag 
2160 

ctggtgtctc taggagggcc cacacaggca c 
2191 

<210> 2980 

<211> 140 

<212> PRT 

<213> Homo sapiens 



<400> 2980 






















Met Gly 


Thr 


Gly 


His Arg Ala 


Arg 


Ala 


Tyr 


Asn Gly 


Tyr 


Ala 


Thr 


Trp 


1 






5 






10 








15 




Leu Leu 


val 


Gly 


Pro Leu Gin 


Pro 


Val 


Gly 


Lys Pro 


Ala 


Arg 


Leu 


Leu 






20 






25 








30 






Gly Thr 


Glu 


His 


Gly Gin Pro 


Phe 


Ala 


Arg 


Gly Trp 


Gly 


Ala 


Trp 


Gly 




35 






40 








45 








Asn Ala 


Arg 


Arg 


Ala Arg Val 


Gly 


Arg 


Ala 


Glu Cys 


Leu 


Leu 


Ser 


Gly 


50 






55 








60 










Arg Pro 


Pro 


Thr 


Ala Val Leu 


Pro 


Arg 


Leu 


Val Glu 


Asn 


Leu 


Lys 


Ala 


65 






70 








75 








80 


Arg Val 


Pro 


Val 


Pro Gly His 


Thr 


Glu 


Pro 


Leu Trp 


Ser 


Glu 


Gly 


Thr 








85 






90 








95 




Ala Pro 


Gly 


Gin 


Gly Leu Trp 


Ser 


His 


Ala 


Pro Ala 


Asp 


Gly 


Ser 


Leu 






100 






105 








110 






Met Asn 


Leu 


lie 


Arg Thr Leu 


Val 


Gly 


Ala 


Val Val 


Phe 


Glu 


Leu 


Leu 




115 






120 








125 








Ser Met 


Cys 


Phe 


Gly Asp Gly 


Ala 


Gly 


Ala 


Ala Cys 










130 






135 








140 











<210> 2981 

<211> 617 

<212> DNA 

<213> Homo sapiens 

<400> 2981 

nngaattccc cttcacggac ctgaagccta aggatgctgg gaggtacttt tgtgcctaca 
60 

agacaacagc ctcccatgag tggtcagaaa gcagtgaaca cttgcagctg gtggtcacag 
120 

ataaacacga tgaacttgaa gctccctcaa tgaaaacaga caccagaacc atctttgtcg 
180 

ccatcttcag ctgcatctcc atccttctcc tcttcctctc agtcttcatc atctacagat 
240 

gcangccagc acagttcatc atctgaggaa tccaccaaga gaaccagcca ttccaaactt 
300 

ccggagcagg aggctgccga ggcagattta tccaatatgg aaagggtatc tctctcgacg 
360 

gcagaccccc aaggagtgac ctatgctgag ctaagcacca gcgccctgtc tgaggcagct 
420 

tcagacacca cccaggagcc cccaggatct catgaatatg cggcactgaa agtgtagcaa 
480 
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gaagacagcc ctggccacta aaagaggggg gatcgtgctg gccaaggtta tcggaaatct 
540 

ggagatgcag atactgtgtt tccttgctct ccgtccatat caataaaatt aagtttctcg 
600 

tcttaaaaaa aaaaaaa 
6X7 



<210> 2982 
c211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 2982 

Lys Gin Thr Pro Glu Pro Ser Leu Ser Pro Ser Ser Ala Ala Ser Pro 

15 10 15 

Ser Phe Ser Ser Ser Ser Gin Ser Ser Ser Ser Thr Asp Ala Xaa Gin 

20 25 30 

His Ser Ser Ser Ser Glu Glu Ser Thr Lys Arg Thr Ser His Ser Lys 

35 40 45 

Leu Pro Glu Gin Glu Ala Ala Glu Ala Asp Leu Ser Asn Met Glu Arg 

50 55 60 

Val Ser Leu Ser Thr Ala Asp Pro Gin Gly Val Thr Tyr Ala Glu Leu 
65 70 75 80 

Ser Thr Ser Ala Leu Ser Glu Ala Ala Ser Asp Thr Thr Gin Glu Pro 

85 90 95 

Pro Gly Ser His Glu Tyr Ala Ala Leu Lys Val 
100 105 

<210> 2983 

<211> 614 

<212> DNA 

<213> Homo sapiens 

<400> 2983 

cggccgctca gcatgtccgg gcactttctg ctcgcaccca tccccgagtc ctcctcggac 
60 

tacctactgc ccaaggacat caaactggcg gtgctgggcg ccggccgcgt gggcaagagc 
120 

gcaatgatcg tgcgcttcct gaccaagaga ttcattggag actatgaacc gaatacaggc 
180 

aagctgtatt cacggctggt ctatgtcgag ggggaccagc tctccctgca gatccaggat 
240 

actcccgggg gcgtccagat ccaagacagc ctcccccagg tcgtcgattc cctgcaaatg 
300 

cgtgcagtgg ccgagggttt tctgctggtc tattccatca cagactatga cagctacttg 
360 

tccatccgac ccctttatca gcacatccgg aaggtccacc ctgactctaa agcccctgtc 
420 

atcatcgtgg gcaacaaggg ggaccttttg catgcccggc aggtgcagac acaggacggt 
480 

attcagctag ccaatgagct gggcagcctg ttccttgaaa tttccactag cgaaaactac 
540 

gaagatgcct gtgatgtgtc tcagcatctc tgcaaagaag tgagcaagat gcacggcctc 
600 
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agtggggaaa gaag 
614 

<210> 2984 
<211> 204 
<212> PRT 

<213> Homo sapiens 



<400> 2984 



Axg 






Ser 


Met Ser 


Gly His Phe Leu Leu 


Ala Pro He Pro Glu 


1 








5 


10 


15 


Ser 


Ser 


Ser 


ASp 




Leu Pro Lys Asp lie 


Lys Leu Ala Val Leu 








20 




2S 


30 


Gly 


Ala 


Gly 


Arg 


val Gly 


Lys Ser Ala Met lie Val Arg Phe Leu Thr 






35 






40 


45 


Lys 


Arg 


Phe 


He 


Gly Asp 


Tyr Glu Pro Asn Thr Gly Lys Leu Tyr Ser 




50 








55 


60 


Arg 


Leu 


val 


Tyr 


Val Glu 


Gly Asp Gin Leu Ser Leu Gin He Gin Asp 


65 








70 


75 


80 


Thr 


Pro 


Gly 


Gly 


Val Gin 


He Gin Asp Ser Leu 


Pro Gin Val Val Asp 










85 


90 


95 


Ser 


Leu 


Gin 


Met 


Arg Ala 


Val Ala Glu Gly Phe 


Leu Leu Val Tyr Ser 








100 




105 


110 


lie 


Thr 


Asp 


Tyr 


Asp Ser 


Tyr Leu Ser He Arg 


Pro Leu Tyr Gin His 






115 






120 


125 


lie 


Arg 


Lys 


Val 


His Pro 


Asp Ser Lys Ala Pro 


Val He He Val Gly 




130 








135 


140 


Asn 


Lys 


Gly 


Asp 


Leu Leu 


His Ala Arg Gin Val 


Gin Thr Gin Asp Gly 


145 








150 


155 


160 


lie 


Gin 


Leu 


Ala 


Asn Glu 


Leu Gly Ser Leu Phe 


Leu Glu He Ser Thr 










165 


170 


175 


Ser 


Glu 


Asn 


Tyr 


Glu Asp 


Val Cys Asp Val Phe 


Gin His Leu Cys Lys 








180 




185 


190 


Glu 


Val 


Ser 


Lys 


Met His 


Gly Leu Ser Gly Glu Arg 






195 






200 





<210> 2985 

<211> 4S47 

<212> DNA 

<213> Homo sapiens 

<400> 2985 

nggcatcgct gggaggcggc tgcccgcgac cggagacggc agtgttggcg gtagtggtgg 
60 

gtggcagggg cctgtgaccg ggagctgccc ccggacccgg gcaccatgag ccaaggcccc 
120 

cccacagggg agagcagcga gcccgaagca aaagtcctcc acactaagcg gctttaccgg 
180 

gctgtggtgg aggctgtgca tcgacttgac ctcatccttt gcaacaaaac tgcttatcaa 
240 

gaagtattca aaccagaaaa cattagcctg aggaacaagc tgcgtgagct ctgcgtcaag 
300 

cttatgttcc tgcacccagt ggactatggg agaaaggctg aggagctgct gtggagaaag 
360 
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gtatactatg 


aagttatcca 


420 




actttggaat 


gtgcccacag 


480 




cttctctata 


tccagtccca 


540 




gtcactgacc 


ccctcatagg 


600 




tgggcacaga 


tggcatgtca 


660 




aatgaattag 


ctggcgtaga 


720 




tcagtagctc 


ctcagattgg 


780 




tactataatg 


cggaagccat 


840 




gagggagcct 


atgggaacct 


900 




ctgaagaagt 


gtgagactcg 


960 




aggttgctag 


tgaactttat 


1020 




gactcagagc 


tgacctcact 


1080 




tacctgccct 


cctcacccaa 


1140 




ggatatgctt 


tcctcccgga 


1200 




gtgcacagct 


tggagagagc 


1260 




gccctctttt 


cccacctcgt 


1320 




ggcgagaatc 


ccgccccggc 


1380 




cctgtggaga 


aagaggagga 


1440 




gagggcagaa 


agagccgtaa 


1500 




cccaaagttg 


gtgatgacag 


1S60 




tcagcccggg 


ccagtgaggg 


1620 




acggcctttg 


atgctgaaac 


1680 




gaagatatgg 


aggaagagga 


1740 




tcagaggctc 


ccgattccct 


1800 




aatctacaag 


ccatgtccac 


1860 




acctttagca 


acctgctcct 


1920 




ccttgcgtca 


atggggatgt 


1980 





gcttatcaag actaacaaaa 
gacgcacctg gttgctggta 
ccaccagctg gaactgcagt 
atgcaagaag ccagtgtctg 
ccgatgtctg gtgtatctgg 
taccgagctg ctagccgaga 
aatgcccttc aatcagctgg 
gtactgctac ctgcgctgca 
caagcggctg tatgacaagg 
gaaactgtct cctggcaaaa 
gtatctgcaa agcctcctac 
ttgccagtca gtcctggagg 
cctcagcctg gccagtgagg 
ccttctcatc tttcaaatgg 
aggatccaag cagtacagtg 
caatcatgtc aacatacggc 
attccagagt gatggcacag 
gccagatcct gagcctcctc 
gttctctcgc ctctcctgtc 
tgacctgagt gaaggctttg 
ctcagacagt ggctctgaca 
agactcggaa atgaatagcc 
ggggacacgg tcaccaaccc 
caatggccca ctgggcccca 
ccagatgttc cagactaagc 
ccagcccacc accaaccctc 
agacaagcct tcagagccag 



agcacatcca 


cage egg age 


ttggcttcta 


ccagcatctc 


gctgcatcga 


ctggacccat 


cctcagggaa 


ggagatggat 


gggacttgtc 


ccgatatcag 


gattttacta 


ccaagccctg 


gcaccctggc 


aggcagcaag 


tccagtcaga 


agtgtccttt 


cagccaaaat 


gtaccaccaa 


agcgatgtaa 


agacatcaaa 


agcccaaaag 


cagccccgtg 


acttcaacct 


ctgcctcttc 


atgaggagga 


gtatgagagt 


tcatcatctg 


ccttatgtgt 


cagccattgc 


cttcaccctg 


tgcaggccga 


gctggaagag 


atgaaccaga 


gtccaaggaa 


ctgtaacacc 


ccaagtgggc 


tccgccgtcg 


ccgccaccca 


aatcggactc 


aagecatgae 


agagtcttga 


aggtggggga 


aggagtcccg 


atcagacttg 


tggagccccc 


teggggcaga 


gtgaggctag 


cattgccagc 


gctgcttccg 


actggccccc 


atacctcggc 


cagccacagg 


cctctgagga 


gggctctgag 
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tcggagggga gcgagtccag tggacgctcc tgtcggaatg agcgcagcat ccaggagaag 
2040 

cttcaggtcc tgatggccga aggtctgctt cctgctgtga aagtcttcct ggactggctt 
2X00 

cggaccaacc ccgacctcat catcgtgtgt gcgcagagct ctcaaagtct gtggaaccgc 
2160 

ctgtctgtgt tgctgaatct gttgcctgct gctggtgaac tccaggagtc tggcctggcc 
2220 

ttgtgtcctg aggtccaaga tcttcttgaa ggttgtgaac tgcctgacct cccctctagc 
2280 

cttctgctcc cagaggacat ggctcttcgt aacctgcccc cgctccgagc tgcccacaga 
2340 

cgctttaact ttgacacgga tcggcccctg ctcagcacct tagaggagtc agtggtgcgc 
2400 

atctgctgca tccgcagctt tggtcatttc atcgcccgcc tgcaaggcag catcctgcag 
2460 

ttcaacccag aggttggcat cttcgtcagc attgcccagt ctgagcagga gagcctgctg 
2520 

cagcaggccc aggcacagtt ccgaatggca caggaggaag ctcgtcggaa caggctcatg 
2580 

agagacatgg ctcagctacg acttcagctc gaagtgtctc agctggaggg cagcctgcag 
2640 

cagcccaagg cccagtcagc catgtctccc tacctcgtcc ctgacaccca ggccctctgc 
2700 

caccatctcc ctgtcatccg ccaactggcc accagtggcc gcttcattgt catcatccca 
2760 

aggacagtga tcgatggcct ggatttgctg aagaaggaac acccaggggc ccgggatggg 
2820 

attcggtacc tggaggcaga gtttaaaaaa ggaaacaggt acattcgctg ccagaaagag 
2880 

gtgggaaaga gctttgagcg gcataagctg aagaggcagg atgcagatgc ctggactctc 
2940 

tataagatcc tagacagctg caaacagctg actctggccc agggggcagg tgaggaggat 
3000 

ccgagtggca tggtgaccat catcacaggc cttccactgg acaaccccag cgtgctttca 
3060 

ggccccatgc aggcagccct gcaggccgct gcccacgcca gtgtggacat caagaatgtt 
3120 

ctggacttct acaagcagtg gaaggaaatt ggctgatact gacccccagg ccctgcagtg 
3180 

gggctgactc cagatctctc ctgccctccc tggcagccag gaccagcacc tgtagtcacc 
3240 

ccaccacacg cagactcatg cacgcacaca ggagggaggc ctagctgctc agaggctgca 
3300 

gggagggccc aggagccggc tgggagggtg gggtcccttt gttgccaaga cgttaggaaa 
3360 

gcgaggaaag tgcttggatt aggagagtct tgtgggcccc tggccagcct tcctgcctca 
3420 

gctcccctgc tgtctccagg ggcaggtggt aggcatgggt acctgcattt cactggaatg 
3480 

ggttcttgga tctctgaggg gaaggaacag caaaagaggc ccttcttcct cacccaagat 
3540 

gcagggtggt tggggccagg agtttggacc ctctaggtct tgggggaaga gctgggtaat 
3600 
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acctggtgtc tgagtgattc tctgcagacc 
3660 

tttcagcccc ctttatgggg accaggcagc 
3720 

agcaaggcct ggagtggcct gcaccgagta 
3780 

tgctgcaggg gctgcacatc ccattgcccc 
3840 

ttccagggca gggagcaggc cccacctagg 

3 900 

gtctcctgtg cccaccagcc ccacaggtgc 
3960 

gacagaatgg gatgccagga agagaagaaa 
4020 

tcctatctaa gggagggctg aagacaaggg 

4080 

ggctccttga agctgctcag tcagaggccc 
4140 

aagacctgaa ggggctggct tttggagtgt 
4200 

aatagctcag ggcagtgaat ggcgcaccaa 
4260 

aggattgcct cagctcctcc ccctcaggct 
4320 

tggagggtct cagctctgct gcccccaccc 
4380 

ttagaggata gttggcttcc tgcctctctc 
4440 

ggtgagtgga gtcaccccac tcccagttgc 

4 500 

ataaaccccc caagcccaaa aaaaaaaaaa 
4547 

<210> 29B6 
<211> 988 
<212> PRT 

<213> Homo sapiens 
<400> 2986 

Glu Ala val His Arg Leu Asp Leu 

1 5 
Gin Glu Val Phe Lys Pro Glu Asn 
20 

Glu Leu Cys Val Lys Leu Met Phe 

35 40 
Lys Ala Glu Glu Leu Leu Trp Arg 

50 55 
Leu He Lys Thr Asn Lys Lys His 
65 70 
Cys Ala Tyr Arg Thr His Leu Val 
85 

Leu Leu Leu Tyr He Gin Ser His 
100 

He Asp Trp Thr His Val Thr Asp 



cttcccctcc 


tcaaggatca 


cccatcctcc 


tctggagcca 


gccacagggg 


ctgttagaga 


gcagggtcag 


ggttcgtgtg 


ctcctcctcc 


acttctgctt 


tgtgtctccc 


tctgtctagc 


gctgcaggca 


gtctggcctg 


tgccagcacg 


tgtgctttgt 


gctcttggct 


gctgtgctgg 


3 Z? J ZJ Zf & 


tctgaggcca 


ccacccccct 


gccggcattc 


agtgggcagc 


agaaaggaga 


ccgtccctcc 


ttttgccttc 


cgcaggactg 


tgaggtgaat 


atctgggagc 


agagatcatg 


gagcagggct 


gtgtgtggga 


ggctgcagcc 


gggaggatag 


cacaggctag 


gggctcgggg 


cagtactagc 


ctagcttccc 


aagctgtggc 


ctctaaaata 


gcaagtctgg 


gaaatcctgg 


tggcagagac 


tgagactaaa 


gcatcactta 


aaaaaaaaaa 


aaaaaaa 





He 


Leu 


Cys Asn 


Lys 


Thr 


Ala 


Tyr 




10 








15 




He 


Ser 


Leu Arg 


Asn 


Lys 


Leu 


Arg 


25 








30 






Leu 


His 


Pro Val 


ASp 


Tyr 


Gly 


Arg 








45 








Lys 


Val 


Tyr Tyr 


Glu 


Val 


He 


Gin 






60 










He 


His 


Ser Arg 


Ser 


Thr 


Leu 


Glu 






75 








80 


Ala 


Gly 


He Gly 


Phe 


Tyr 


Gin 


His 




90 








95 




Tyr 


Gin 


Leu Glu 


Leu 


Gin 


Cys 


Cys 


105 








110 






Pro 


Leu 


He Gly 


Cys 


Lys 


Lys 


Pro 
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115 120 125 

Val Ser Ala Ser Gly Lys Glu Met Asp Trp Ala Gin Met Ala Cys His 

130 135 140 

Arg Cys Leu Val Tyr Leu Gly Asp Leu Ser Arg Tyr Gin Asn Glu Leu 
145 150 155 160 

Ala Gly Val Asp Thr Glu Leu Leu Ala Glu Arg Phe Tyr Tyr Gin Ala 

165 170 175 

Leu Ser Val Ala Pro Gin He Gly Met Pro Phe Asn Gin Leu Gly Thr 

180 185 19° 

Leu Ala Gly Ser Lys Tyr Tyr Asn Val Glu Ala Met Tyr Cys Tyr Leu 

195 200 205 

Arg Cys He Gin Ser Glu Val Ser Phe Glu Gly Ala Tyr Gly Asn Leu 

210 215 220 

Lys Arg Leu Tyr Asp Lys Ala Ala Lys Met Tyr His Gin Leu Lys Lys 
225 230 235 240 

Cys Glu Thr Arg Lys Leu Ser Pro Gly Lys Lys Arg Cys Lys Asp He 

245 250 255 

Lys Arg Leu Leu Val Asn Phe Met Tyr Leu Gin Ser Leu Leu Gin Pro 

260 265 270 

Lys Ser Ser Ser Val Asp Ser Glu Leu Thr Ser Leu Cys Gin Ser Val 

275 280 285 

Leu Glu Asp Phe Asn Leu Cys Leu Phe Tyr Leu Pro Ser Ser Pro Asn 

290 295 300 

Leu Ser Leu Ala Ser Glu Asp Glu Glu Glu Tyr Glu Ser Gly Tyr Ala 
30S 310 315 320 

Phe Leu Pro Asp Leu Leu lie Phe Gin Met Val He He Cys Leu Met 

32S 330 335 

Cys Val His Ser Leu Glu Arg Ala Gly Ser Lys Gin Tyr Ser Ala Ala 

340 345 350 

He Ala Phe Thr Leu Ala Leu Phe Ser His Leu Val Asn His Val Asn 

355 360 365 

He Arg Leu Gin Ala Glu Leu Glu Glu Gly Glu Asn Pro Val Pro Ala 

370 375 380 

Phe Gin Ser Asp Gly Thr Asp Glu Pro Glu Ser Lys Glu Pro Val Glu 
385 390 395 400 

Lys Glu Glu Glu Pro Asp Pro Glu Pro Pro Pro Val Thr Pro Gin Val 

405 410 415 

Gly Glu Gly Arg Lys Ser Arg Lys Phe Ser Arg Leu Ser Cys Leu Arg 

420 425 430 

Arg Arg Arg His Pro Pro Lys Val Gly Asp Asp Ser Asp Leu Ser Glu 

435 440 445 

Gly Phe Glu Ser Asp Ser Ser His Asp Ser Ala Arg Ala Ser Glu Gly 

450 455 460 

Ser Asp Ser Gly Ser Asp Lys Ser Leu Glu Gly Gly Gly Thr Ala Phe 
465 470 475 480 

Asp Ala Glu Thr Asp Ser Glu Met Asn Ser Gin Glu Ser Arg Ser Asp 

485 490 495 

Leu Glu Asp Met Glu Glu Glu Glu Gly Thr Arg Ser Pro Thr Leu Glu 

500 505 510 

Pro Pro Arg Gly Arg Ser Glu Ala Pro. Asp Ser Leu Asn Gly Pro Leu 

515 520 525 

Gly Pro Ser Glu Ala Ser He Ala Ser Asn Leu Gin Ala Met Ser Thr 

530 535 540 

Gin Met Phe Gin Thr Lys Arg Cys Phe Arg Leu Ala Pro Thr Phe Ser 
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545 5S0 555 560 

Asn Leu Leu Leu Gin Pro Thr Thr Asn Pro His Thr Ser Ala Ser His 

565 570 575 

Arg Pro Cys Val Asn Gly Asp Val Asp Lys Pro Ser Glu Pro Ala Ser 

580 585 590 

Glu Glu Gly Ser Glu Ser Glu Gly Ser Glu Ser Ser Gly Arg Ser Cys 

595 600 505 

Arc Asn Glu Arg Ser He Gin Glu Lys Leu Gin Val Leu Met Ala Glu 

610 615 520 

Gly Leu Leu Pro Ala Val Lys Val Phe Leu Asp Trp Leu Arg Thr Asn 
625 630 635 640 

Pro Asp Leu He lie Val Cys Ala Gin Ser Ser Gin Ser Leu Trp Asn 

645 650 655 

Arg Leu Ser Val Leu Leu Asn Leu Leu Pro Ala Ala Gly Glu Leu Gin 

660 665 570 

Glu Ser Gly Leu Ala Leu Cys Pro Glu Val Gin Asp Leu Leu Glu Gly 

675 680 685 

Cys Glu Leu Pro Asp Leu Pro Ser Ser Leu Leu Leu Pro Glu Asp Met 

690 69S 700 

Ala Leu Arg Asn Leu Pro Pro Leu Arg Ala Ala His Arg Arg Phe Asn 
70S 710 715 720 

Phe Asp Thr Asp Arg Pro Leu Leu Ser Thr Leu Glu Glu Ser Val Val 

725 730 735 

Arg He Cys Cys He Arg Ser Phe Gly His Phe He Ala Arg Leu Gin 

740 745 750 

Gly Ser He Leu Gin Phe Asn Pro Glu Val Gly He Phe Val Ser He 

755 760 7 65 

Ala Gin Ser Glu Gin Glu Ser Leu Leu Gin Gin Ala Gin Ala Gin Phe 

770 775 780 

Arg Met Ala Gin Glu Glu Ala Arg Arg Asn Arg Leu Met Arg Asp Met 
785 790 795 800 

Ala Gin Leu Arg Leu Gin Leu Glu Val Ser Gin Leu Glu Gly Ser Leu 

805 810 815 

Gin Gin Pro Lys Ala Gin Ser Ala Met Ser Pro Tyr Leu Val Pro Asp 

820 825 830 

Thr Gin Ala Leu Cys His His Leu Pro Val He Arg Gin Leu Ala Thr 

835 840 845 

Ser Gly Arg Phe He Val He He Pro Arg Thr Val He Asp Gly Leu 

850 855 860 

Asp Leu Leu Lys Lys Glu His Pro Gly Ala Arg Asp Gly He Arg Tyr 
865 670 875 880 

Leu Glu Ala Glu Phe Lys Lys Gly Asn Arg Tyr He Arg Cys Gin Lys 

885 890 895 

Glu Val Gly Lys Ser Phe Glu Arg His Lys Leu Lys Arg Gin Asp Ala 

900 90S 910 

Asp Ala Trp Thr Leu Tyr Lys He Leu Asp Ser Cys Lys Gin Leu Thr 

915 920 925 

Leu Ala Gin Gly Ala Gly Glu Glu Asp Pro Ser Gly Met Val Thr He 

930 935 940 

He Thr Gly Leu Pro Leu Asp Asn Pro Ser Val Leu Ser Gly Pro Met 
945 950 955 960 

Gin Ala Ala Leu Gin Ala Ala Ala His Ala Ser Val Asp He Lys Asn 

965 970 975 

Val Leu Asp Phe Tyr Lys Gin Trp Lys Glu He Gly 
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980 985 

<210> 2987 

<211> 1016 

<212> DNA 

<213> Homo sapiens 

<400> 2987 

ngtcgacaag gtgggaaggt aaccgatgga tgggggggga aggttgtggt gctcacggcc 
60 

acatcaataa ggctcaatac attccttggg gacaggaaga agaaattcaa ctagtttctt 
120 

gaaaggcggt cctgaaattc acaggggaga gcggatattc caggaggcag cctaagttat 
190 

ctgaggcgtg caactcaccc agtgagacca agttactgta gttctccagc atcacgtccc 
240 

agtacaggtc cctctgagcg tcatccaggt cctgccactc ctcccaggtg aagtgcacag 
300 

ctacctcctc aaaggacacc aactcctgta atgataccag gctgttgtag gtctccagca 
360 

tcacgttcct gtacagggtc ctctaagcat catccacgtc ctgccactct tcccaggtga 
420 

agtgcacagc cacatcttca aaggacacca accccagaga tttattcctt tcttgtagct 
480 

gggccggctt ggggcttggt tctatgtccc tgcgggtcgg tgcgagggcg aagaggaacc 
540 

cgtgggcccg ggggatcccg gggggccgga ccagtgttcc ccagttgtgg gagcagacgc 
600 

gtgggcgcat cacgggcggg cagggctgaa gtgcagctat gtttccagtg tcctctgggt 
660 

gtttccaaga gcaacaggaa acgaataaat ctctgatgga gtctcactct gtcacccagg 
720 

ctggagtgca gtggcacgat ctccgctcac tgcaagctcc acctcccagg ttcacaccat 
780 

cctcccgcct cagccccccg agttgcaggg actacaggca cccgccacaa tgcccggcta 
840 

ttttttgtgt ttttagtaga gatggggttt cactatgtta gccaggatgg tcttgatctc 
900 

ctgacctcat cactcgccng actccggctc ccaaagtgct ggaattacna gcgtgagaca 
960 

ccgcgcctgg tctccatcaa atgacttttt aaataaaata cggttctcac ctaaca 
1016 

<210> 2988 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 2988 

Trp Ser Leu Thr Leu Ser Pro Arg Leu Glu Cys Ser Gly Thr He Ser 

15 10 15 

Ala His Cys Lys Leu His Leu Pro Gly Ser His His Pro Pro Ala Ser 

20 25 30 

Ala Ser Arg Val Ala Gly Thr Thr Gly Thr Airg His Asn Ala Arg Leu 
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35 40 
Phe Phe Val Phe Leu Val Glu Met 

50 55 
Gly Leu Asp Leu Leu Thr Ser Leu 
65 70 
Cys Trp Asn Tyr Xaa Arg Glu Thr 
85 



45 

Gly Phe His Tyr Val Ser Gin Asp 
60 

Leu Ala Xaa Leu Arg Leu Pro Lys 

75 80 
Pro Arg Leu Val Ser lie Lys 
90 95 



<210> 2989 
<211> 1185 
<212> DNA 

<213> Homo sapiens 
<400> 2989 

nnagtgcggc acccagaggc ggtcctgtag ctgggccggc ttggggcttg gtcctgcggg 
60 

tcggtgcgag ggcgaagagg aacccgtggg cccgggggat cccggggggc cggaccagtg 
120 

ttccccagtt gtgggagcag acgcgtgggc gcatcgcggg cgggcagggc ctgaagtgca 
180 

gctatgtttc cagtgttctc tggctgtttc caagagctac aagaaaagaa taaatctctg 
240 

gagttggtgt cctttgagga ggtagctgtg cacttcacct gggaggagtg gcaggacctg 
300 

gatgacgctc agaggaccct gtacagggac gtgatgctgg agacctacag cagcctggta 
360 

tcattggggc attgcattac caaacctgag atgatcttca agctagagca aggagcagag 
420 

ccatggatag tagaagaaac cctaaacctg agactttcag gtggaagcaa gaagcaagtt 
480 

ttctcaggta tttgccacag gagcctggtg gagctccagg aggtttgatc tctcttgtga 
540 

actctggaac tgtattccca attgtcaatt ggacatccct acgtatggga cctcagatat 
600 

ttcaaacatg atgtgtccaa gtctgtatca cttctggcca tcatattgtt cttttatttt 
660 

tccaaatttc acatcaccag taacaaacta gctgtgatca tggcagatag cctggaaata 
720 

aaactcccct ttttaccctt tgcacagcaa attgacatca aatcctgttt ctactttttt 
780 

ttttttaacc attgcttccc tattctgtat tctcactgct ccatctcctg atgtaggagg 
840 

tcatctgttt tcctcttttc ctctcctctg actcttaagc cctttcccat tctctttctc 
900 

aggaatggcc gttaaaatgc caatatggtc ttgtaacttt cctgtactta gtgaacctcc 
960 

ttatttacac cctgtttgtg aagtggctgt gttcaccctg ggtggacacg gaatgttttt 
1020 

ggcatgtaca aagagaattt tatgctgcct gtgtacagtt attaattcgt aagtacactc 
1080 

agctttttgt atctgcaggt ttaatatctg tgtatgtaag caaacttgga tgcaaaatat 
1140 

ttgaaataaa atcagatgct tgcatctgta gtgaacataa aaaaa 
1185 
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<210> 2990 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 2990 

Met Phe Pro Val Phe Ser Gly Cys Phe Gin Glu Leu Gin Glu Lys Asn 

1 5 10 1S 

LVS Ser Leu Glu Leu Val Ser Phe Glu Glu Val Ala Val His Phe Thr 

20 2S 30 

Trp Glu Glu Trp Gin Asp Leu Asp Asp Ala Gin Arg Thr Leu Tyr Arg 

35 40 45 

Asp val Met Leu Glu Thr Tyr Ser Ser Leu Val Ser Leu Gly His Cys 

50 55 60 

He Thr Lys Pro Glu Met He Phe Lys Leu Glu Gin Gly Ala Glu Pro 
65 70 " 80 

Trp He Val Glu Glu Thr Leu Asn Leu Arg Leu Ser Gly Gly Ser Lys 

85 90 95 

Lys Gin Val Phe Ser Gly lie Cys His Arg Ser Leu Val Glu Leu Gin 
100 105 HO 

Glu Val 



<210> 2991 

<211> 980 

<212> DNA 

<213> Homo sapiens 

<400> 2991 

ntttatttgt caatgtgcaa tatttttaca cttctgaatt tctctgtaca atgtcttaga 
60 

atctagaata taaaggttgc tggtcctgat cccttgcaga gtgagtgcag cagtgacagc 
120 

ttggtgggct ccagctgacc cctccagagc ccctgagtgg tggcggtctg cagtcctcag 
180 

tcagcagcag cagacgtcac ccgtcataca gggccattca ctgaagtgtc acctggtgcg 
240 

cttggttggc cagtcctctg ctcgggactg ctgctgggag gcctgggcgc cgcgcacttc 
300 

gcctctgcag tctcgggaca ctcctctgcg tctttacaag cagcatcttg agaggtagac 
360 

agtttccctt cctcactttt gaagaccgca gtctctgtct tggcatctac agtgaggctg 
420 

agcgtttcct tcatgccgcc attcatcact gtctcagtta ccttgtctgt actttctgca 
480 

tcctcctctc cgtcagagct ggcttccatg gccacactgc ctgccgcttc tggctgcact 
540 

gccagggcag ccgcactggg agtcagaggg tccatgggtt cagtgctggt ttccatttcc 
600 

actggagaat tactccttaa agaatctttt gtgctttctc agggaagagt gaactctgaa 
660 

aaagaagccc agcccgtctc tttagttggc atcggctcct ctgtgctcca gacatcagat 

720 
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cccacagaat ccaatggagc accgtgggtt gtttccattg ggacatcaaa gttagctgac 
780 

cagttgggtg gttcactcag gtccacctcc attttatcct ccgtgttggc actgctgggt 
840 

tcaaacaagt cttgctttgc cccatcttct tcttcagagt ctgtactttc ctcactgtct 
900 

gtactccccg agctggatcg tctttgggat tctggtgtga atgcgatgtg cttttcctcc 
960 

catatatctt cctcatcaga 
980 

<210> 2992 

<211> 64 

<212> PRT 

<213> Homo sapiens 

<400> 2992 

Val Val Ala Val Cys Ser Pro Gin Ser Ala Ala Ala Asp Val Thr Arg 

15 10 15 

His Thr Gly Pro Phe Thr Glu Val Ser Pro Gly Ala Leu Gly Trp Pro 

20 25 30 

Val Leu Cys Ser Gly Leu Leu Leu Gly Gly Leu Gly Ala Ala His Phe 

35 40 45 

Ala Ser Ala Val Ser Gly His Ser Ser Ala Ser Leu Gin Ala Ala Ser 
50 55 60 

<210> 2993 

<211> 687 

<212> DNA 

<213> Homo sapiens 

<400> 2993 

nnatgcccgc ggtccaggga gccgctgatg gtcactgaag ctgtggccct agagcggcgg 
60 

cgggagcagg aagaaaagga ggacatggag acccaggctg tggcaacgtc ccccgatggc 
120 

cgatacctca agtttgacat cgagattgga cgtggctcct tcaagacggt gtatcgaggg 
180 

ctagacaccg acaccacagt ggaggtggcc tggtgtgagc tgcagactcg gaaactgtct 
240 

agagctgagc ggcagcgctt ctcagaggag gtggagatgc tcaaggggct gcagcacccc 

300 

aacatcgtcc gcttctatga ttcgtggaag tcggtgctga ggggccaggt ttgcatcgtg 
360 

ctggtcaccg aactcatgac ctcgggcacg ctcaagacgt acctgaggcg gttccgggag 
420 

atgaagccgc gggtccttca gcgctggagc cgccaaatcc tgcggggact tcatttccta 
480 

cactcccggg tccctcccat cctgcaccgg gatctcaagt gcgacaatgt ctttatcacg 
540 

ggacctactg gctctgtcaa aatcggggac ctgggcctgg ccacgctcaa gcgcgcctcc 
600 

tttgccaaga gtgtcatcgg gaccccggaa tccatggccc ccgagatgta cgaggaaaag 
660 
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tacgatgagg ccgtggacgt gtacgcg 
687 

<210> 2994 
<211> 229 
<212> PRT 

<213> Honvo sapiens 

<400> 2994 w , 
Xaa Cys Pro Arg Ser Arg Glu Pro Leu Met Val Thr Glu Ala Val Ala 

1 5 10 IS 

Leu Glu Arg Arg Arg Glu Gin Glu Glu Lys Glu Asp Met Glu Thr Gin 

20 25 30 

Ala Val Ala Thr Ser Pro Asp Gly Arg Tyr Leu Lys Phe Asp lie Glu 

35 40 45 

He Gly Arg Gly Ser Phe Lys Thr Val Tyr Arg Gly Leu Asp Thr Asp 

50 55 60 

Thr Thr Val Glu Val Ala Trp Cys Glu Leu Gin Thr Arg Lys Leu Ser 
65 70 75 80 

Arg Ala Glu Arg Gin Arg Phe Ser Glu Glu Val Glu Met Leu Lys Gly 

85 90 9S 

Leu Gin His Pro Asn He Val Arg Phe Tyr Asp Ser Trp Lys Ser Val 

100 105 HO 

Leu Arg Gly Gin Val Cys He Val Leu Val Thr Glu Leu Met Thr Ser 

US 120 125 

Gly Thr Leu Lys Thr Tyr Leu Arg Arg Phe Arg Glu Met Lys Pro Arg 

130 135 140 

Val Leu Gin Arg Trp Ser Arg Gin He Leu Arg Gly Leu His Phe Leu 
145 150 15S 160 

His Ser Arg Val Pro Pro He Leu His Arg Asp Leu Lys Cys Asp Asn 

165 I 70 175 

Val Phe He Thr Gly Pro Thr Gly Ser Val Lys He Gly Asp Leu Gly 

180 185 190 

Leu Ala Thr Leu Lys Arg Ala Ser Phe Ala Lys Ser Val He Gly Thr 

195 200 205 

Pro Glu Phe Met Ala Pro Glu Met Tyr Glu Glu Lys Tyr Asp Glu Ala 

210 215 220 

Val Asp Val Tyr Ala 
225 

<210> 2995 
<211> 1879 
<212> DNA 

<213> Homo sapiens 
<400> 2995 

ntttagtagt agtattacat tgtgaatttt attttcaaat ttgatcaata aagatgaaaa 
60 

taataaaatt aagcagtcaa aagaagtagc aaaaacaaga tagtcattca tatatacaga 
120 

acatatagat tcatttctag ttgattcaat cctatttatg tatttaaaat acaaaataat 
180 

ggccatctgg ctagttccaa cggtagagca tgagactctt aaaatacaaa atacatctta 
240 
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atgtgtcaag aagaccacag 
300 

ttttttattt ctatttttac 
360 

ctgntcaccc aggctggaat 
420 

aggttcaagc gattctcctg 
480 

ccaccacacc cgggtgattt 
540 

ggctggtctc gaactcccga 
600 

gattacaggt gtgagccact 
660 

aggttttagc ttaataatcc 
720 

tattttgcct tagtgggcct 
780 

tagagtataa atgggtttct 
840 

acacaggtga atgtccctgg 
900 

ctgaggccaa agtctgtggt 
960 

ctttgtctcc aaattctttt 
1020 

ccacgaaaac tcccccaagg 
1080 

cccaggctcg gaagaagttg 
1140 

tccgcctttg tggaccatag 
1200 

aaggctggaa atccttcact 
1260 

cgcccagctg gtccaacatg 
1320 

ggaaacagcc tggcctccgc 
13B0 

ttgctttgaa agtccttggc 

1440 

ccagggccgc tttctggggc 
1500 

aggcagcagc ccccagggct 
1560 

ggtcctggag gaaagacatt 
1620 

cgcccgggcg ctaaggggcc 
1680 

gtacctggag gatatagacc 
1740 

ggagctatgg gaaaaaaatg 
1800 

ctgtcgagag gaagctgcgg 
1860 



ttagcaccag gaaaggaact 
tttattatta ttattattat 
acagtggtgt gatctcagct 
cctcagcctc ctgagtagcc 
ttgtattttt agtagagacg 
cctcaagtga cttgctcacc 
gcacccagcc tggcagtcaa 
tcattagttt ttcagatttt 
aaacagaata ttaaaataca 
cactccttag ggacacgagt 
ttatccctga gctgggcagt 
ttgatcatct tagcagcttc 
tctcggtgct caagaagaat 
atgaagcctt ctccttccag 
taccacactc ccagacggat 
aaccctttct tttcatccag 
tcagtcctga tgtgctcctt 
cttttcaggg aggacagatc 
acggccataa tcacagctcc 
tccttctcca gtgttttcag 
ttggacagaa acacgtctgt 
cccgcaccaa tggaccacat 
tctcaagtgc ctcccttctg 
aaaccgcccg gcccggaggg 
tgaaaacact ggagaaggaa 
gagctgtgat tatggccgtg 
atccgtcctc cctgaaaagc 



ttactttagc ttctgattac 
ttttgagatg gagtctcact 
cactgcaacc tccacctccc 
gggactctga tagatgcctg 
gggtttcgcc atgtcgctca 
ttggcctccc aaagtgctgg 
ttttaagcct cctatttccc 
tgtcagtctt gttttggggc 
ttaataatcc atactgagag 
ggaaacaata catcccatga 
ttcacacaat cattttttct 
cagaacagaa agtaggttta 
gccctgcttt cctgatccca 
gtttccagag aagcctccgt 
aaatcccata aacatcatct 
gaagatttct cctttgaaat 
taccactgca tagaggggga 
cgcagcttcc tctcgacaga 
atttttttcc cacagctcct 
gtctatatcc tccaggtact 
gttggcaagc agcaatgcca 
ccccatggtg aagaaacttg 
ccggcctttt accgccccga 
tcccaggggc gggccccgga 
ccaaggactc tcaaagcaaa 
cggaggccag gctgtttcct 
atgttggacc agctgggcgt 
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ccccctctat gcagtggta 
1879 

<210> 2996 

<211> L01 

<212> PRT 

<213> Homo sapiens 

<400> 2996 

His Gin Glu Arg Asn Phe Thr Leu Ala Ser Asp Tyr Phe Phe He Phe 

15 10 IS 

lie Phe Thr Leu Leu Leu Leu Leu Leu Phe Leu Arg Trp Ser Leu Thr 

20 25 30 

Leu Xaa Thr Gin Ala Gly He Gin Trp Cys Asp Leu Ser Ser Leu Gin 

35 40 45 

Pro Pro Pro Pro Arg Phe Lys Arg Phe Ser Cys Leu Ser Leu Leu Ser 

50 55 60 

Ser Trp Asp Ser Asp Arg Cys Leu Pro Pro His Pro Gly Asp Phe Cys 
65 70 75 80 

He Phe Ser Arg Asp Gly Val Ser Pro Cys Cys Ser Gly Trp Ser Arg 

85 90 95 

Thr Pro Asp Leu Lys 
100 

<210> 2997 

<211> 800 

<212> DNA 

<213> Homo sapiens 

<400> 2997 

actcagatgg gcaccatcag tgctagacaa gaattctatt cctcttatcc aggcctccca 
60 

gagccatcca aagtgacatc tccagtggtc acctcttcca ccataaaaga cattgtctct 
120 

acaaccatac ctgcttcctc tgagataaca agaattgaga tggagtcaac atccaccctg 
180 

acccccacac caagggagac cagcacctcc caggagatcc actcagccac aaagccaagc 
240 

actgttcctt acaaggcact cactagtgcc acgattgagg actccatgac acaagtcatg 
300 

tcctctagca gaggacctag ccctgatcag tccacaatgt cacaagacat atccactgaa 
360 

gtgatcacca ggctctctac ctcccccatc aagacagaat ctacagaaat gaccattacc 
420 

acccaaacag ggtctcctgg ggctacatca aggggtaccc ttaccttgga cacttcaaca 
480 

acctttatgt cagggaccca ctcaactgca tctcaaagat cttcacactc acagatgacc 
540 

gctcttatga gtagaactcc tggagatgtg ccatggctaa cccatccctc tggggaagag 
600 

cccgcctctg cctctttctc actggcttca cctgtcttga cctcattttt ttcgtttttt 
660 

gcccattccc aaaaacctcc accttttttg gttcctgggc aaactttttc cctagggctg 
720 
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gggaaaccca aaatgtgggg ccaacccaga actgaaacat tccccccaat ggacaacctt 
7BO 

tctgaaaagg gcccctttgc 
800 

<210> 2998 
<211> 266 
<212> PRT 

<213> Homo sapiens 
<400> 2998 



Thr 


Gin 


Met 


Gly 


Thr 


He Ser 


Ala 


Arg 


Gin 


Glu 


Phe 


Tyr 


Ser 


Ser 


Tyr 


1 








5 








10 










15 




Pro 


Gly 


Leu 


Pro 


Glu 


Pro Ser 


Lys 


Val 


Thr 


Ser 


Pro 


Val 


val 


Thr 


Ser 








20 








25 










30 






Ser 


Thr 


He 


Lys 


Asp 


He Val 


Ser 


Thr 


Thr 


He 


Pro 


Ala 


Ser 


Ser 


Glu 






35 








40 










45 








He 


Thr 


Arg 


He 


Glu 


Met Glu 


Ser 


Thr 


Ser 


Thr 


Leu 


Thr 


Pro 


Thr 


Pro 




SO 








55 










60 










Arg 


Glu 


Thr 


Ser 


Thr 


Ser Gin 


Glu 


He 


His 


Ser 


Ala 


Thr 


Lys 


Pro 


Ser 


6S 










70 








75 










80 


Thr 


Val 


Pro 


Tyr 


Lys 


Ala Leu 


Thr 


Ser 


Ala 


Thr 


He 


Glu 


Asp 


Ser 


Met 










85 








90 










95 




Thr 


Gin 


Val 


Met 


Ser 


Ser Ser Arg Gly 


Pro 


Ser 


Pro 


Asp 


Gin 


Ser 


Thr 








100 








105 










110 






Met 


Ser 


Gin 


Asp 


He 


Ser Thr 


Glu 


Val 


He 


Thr 


Arg 


Leu 


Ser 


Thr 


Ser 






115 








120 










125 








Pro 


He 


Lys 


Thr 


Glu 


Ser Thr 


Glu 


Met 


Thr 


He 


Thr 


Thr 


Gin 


Thr 


Gly 




130 








135 










140 










Ser 


Pro 


Gly 


Ala 


Thr 


Ser Arg Gly Thr 


Leu 


Thr 


Leu 


Asp 


Thr 


Ser 


Thr 


145 










150 








155 










160 


Thr 


Phe 


Met 


Ser 


Gly 


Thr His 


Ser 


Thr 


Ala 


Ser 


Gin 


Arg 


Phe 


Ser 


His 










165 








170 










17S 




Ser 


Gin 


Met 


Thr 


Ala 


Leu Met 


Ser Arg 


Thr 


Pro 


Gly 


Asp 


Val 


Pro 


Trp 








180 








185 










190 






Leu 


Thr 


His 


Pro 


Ser 


Gly Glu 


Glu 


Pro 


Ala 


Ser 


Ala 


Ser 


Phe 


Ser 


Leu 






195 








200 










20S 








Ala 


Ser 


Pro 


Val 


Leu 


Thr Ser 


Phe 


Phe 


Ser 


Phe 


Phe 


Ala 


His 


Ser 


Gin 




210 








215 










220 










Lys 


Pro 


Pro 


Pro 


Phe 


Leu Val 


Pro 


Gly 


Gin 


Thr 


Phe 


Ser 


Leu 


Gly 


Leu 


225 










230 








235 










240 


Gly 


Lys 


Pro 


Lys 


Met 


Trp Gly Gin 


Pro 


Arg 


Thr 


Glu 


Thr 


Phe 


Pro 


Pro 










245 








250 










2S5 




Met 


Asp 


Asn 


Leu 


Phe 


Glu Lys Gly Pro 


Phe 















260 265 

<210> 2999 

<211> 550 

<212> DNA 

<213> Homo sapiens 

<400> 2999 

cccgggagct gtcacagccc agctgagtgt gcacatgctc ggggtagtgc tgacatgcca 
60 
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acccccttgc cactttggcc ccctccaggc tttgggcact gacaagcatg ggaaggaggc 
120 

tgaggggtgc actgaggaca gcccagtgct ggcctgcagg caccccttaa catgaacagc 
180 

ctggt caeca tgaacagcag caggaggcag acaggctcct gggtggaaag aagctggtcc 
240 

acagtgaaga cccacctcca agecagggaa agectgaage ctgggggatg ggtcgccagt 
300 

cccagaaacc gcaagggcaa cttgtggtgc ttttccctgg gcccacccat ggccgcccat 
360 

ggacgaattg geatgeaett tctcccctct gaggeccata aaagcccctg ggctcagcca 
420 

gagctgagcg gatatcagga cgacaagctg cacagaggta ctacccatac caaggcctcc 
480 

tetctgetga gagctgeaca tacaatggaa tgacctgcct gtagagagag cttcccactc 
540 

cagggtctcc 
550 

<210> 3000 
<211> 167 
<212> PRT 

<213> Homo sapiens 



<400> 3000 



Met 


Cys 


Ser Ser 


Gin Gin 


Arg Gly Gly 


Leu Gly Met Gly 


Ser Thr Ser 


1 






5 




10 




15 


Val 


Gin 


Leu Val 


Val Leu 


He Ser Ala 


Gin Leu Trp Leu 


Ser Pro Gly 






20 




25 






30 


Ala 


Phe 


Met Gly 


Leu Arg 


Gly Glu Lys 


Val His Ala 


Asn 


Ser Ser Met 






35 




40 




45 




Gly 


Gly 


His Gly 


Trp Ala 


Gin Gly Lys 


Ala Pro Gin 


Val 


Ala Leu Ala 




SO 






55 


60 






Val 


Ser 


Gly Thr 


Gly Asp 


Pro Ser Pro 


Arg Leu Gin 


Ala 


Phe Pro Gly 


65 






70 




75 




80 


Leu 


Glu 


Val Gly 


Leu His 


Cys Gly Pro 


Ala Ser Phe 


His 


Pro Gly Ala 








85 




90 




95 


Cys 


Leu 


Pro Pro 


Ala Ala 


Val His Gly 


Asp Gin Ala 


Val 


His Val Lys 






100 




105 






110 


Gly 


Cys 


Leu Gin 


Ala Ser 


Thr Gly Leu 


Ser Ser Val 


His 


Pro Ser Ala 






115 




120 




125 




Ser 


Phe 


Pro Cys 


Leu Ser 


Val Pro Lys 


Ala Trp Arg Gly 


Pro Lys Trp 




130 






135 


140 






Gin 


Gly 


Gly Trp 


His Val 


Ser Thr Thr 


Pro Ser Met Cys 


Thr Leu Ser 


14 5 






150 




155 




160 


Trp 


Ala 


Val Thr 


Ala Pro 


Gly 









165 



<210> 3001 

<211> 1092 

<212> DNA 

<213> Homo sapiens 

<400> 3001 
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agatccttgt gaggcctgaa 
60 

aatagctctg cctggctgag 
120 

gaagtacaga ggttgagccc 
160 

ccttgctcag ctcaccagcg 
240 

actgaggcat ccagcccagc 
300 

ggcaagggat acagaacaca 
360 

gagagaagct gaggcggaac 
420 

tcgtgtgtgc agacaaagag 
460 

atgagggcaa gtgggacaac 
540 

cttcctcccc agagaacact 
600 

actccatcac atcccaggac 
660 

gctacaagtg cgtggcctgc 
720 

tcaagagggg cttcagggag 
780 

tctggagcaa ggagcagaag 
840 

ccttcaatag tcctgctgaa 
900 

agagagatgc caataaagtt 
960 

cctgctgtcc ttcccagaac 
1020 

ccaggcacac accctcccct 
1060 

aaaatcaaaa aa 
1092 



tgaaatggcc ccatccagaa 
tttgaaaggt cactgttctg 
ctatgtatgc ctgggggagt 
tttcttctat aacccagaca 
tcaggccctg ccacccnnca 
gtgctctcac cagactgcag 
tgcactatct accggccctg 
agccagctgg aggcctatga 
tgcctttctg aggacatggc 
tgccctcgag aagccaccaa 
atcctaatgg cttccaggtg 
tgccgcatgt accccaccct 
ggcttcagct gcaaggtgta 
gcccggctgg gagacaggct 
caccttaggc aaattggcgg 
agtcacagcc ttctgtccag 
ccggctctca tcacctttgg 
ttctctcttt taaaaataaa 



ttccccagga 


tgtcatccat 


tttcagcgtt 


gagatgcctt 


cccagaaagt 


ggaatcccaa 


ttgcaaagac 


agcagtaccc 


gtaccaaagc 


atcattgtca 


cttgggggac 


acccagcacg 


gttctccccc 


tacagctact 


cttcccagag 


gtgcagcagg 


tgagaacatc 


tgttcgtcct 


gaaatccagg 


catggcctgg 


gcacccagca 


cagcagaatg 


ggacttcctc 


aagagccaca 


ctaccgcaag 


ctcaaagccc 


ctcctccggc 


agctgccagg 


tgaagcctac 


ttatgtctct 


tctgaggtca 


ccccgcacag 


ctaatggttg 


cctagcaaca 


gacaatactt 


gaagtttggg 



<210> 3002 

<211> 115 

<212> PRT 

<213> Homo sapiens 

<400> 3002 

Met Ala Pro Phe Arg He Pro Gin 

1 5 
Trp Leu Ser Leu Lys Gly His Cys 
20 

Glu Val Gin Arg Leu Ser Pro Tyr 

35 40 
Val Glu Ser Gin Pro Cys Ser Ala 

50 55 
Asp He Ala Lys Thr Ala Val Pro 



Asp Val He His Asn Ser Ser Ala 

10 15 

Ser Val Ser Ala Leu Arg Cys Leu 

25 30 

Val Cys Leu Gly Glu Ser Gin Lys 
45 

His Gin Cys Phe Phe Tyr Asn Pro 
60 

Thr Glu Ala Ser Ser Pro Ala Gin 
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65 

Ala Leu Pro Pro 

Arg Thr Gin Cys 
100 

Glu Arg Ser 
115 

<210> 3003 
<211> 474 
<212> DNA 
<213> Homo sapiens 

<400> 3003 

gcgcgccatg gagccccggg cggttgcaga agccgtggag acgggtgagg aggatgtgat 
60 

tatggaagct ctgcggtcat acaaccagga gcactcccag agcttcacgt ttgatgatgc 
120 

ccaacaggag gaccggaaga gactggcgga gctgctggtc tccgtcctgg aacagggctt 
180 

gccaccctcc caccgtgtca tctggctgca gagtgtccga atcctgtccc gggaccgcaa 
240 

ctgcctggac ccgttcacca gccgccagag cctgcaggca ctagcctgct atgctgacat 
300 

ctctgtctct gaggggtccg tcccagagtc cgcagacatg gatgttgtac tggagtccct 
360 

caagtgcctg tgcaacctcg tgctcagcag ccctgtggca cagatgctgg cagcagaggc 
420 

ccgcctagtg gtgaagctca cagagcgtgt ggggctgtac cgtgagagga gctc 
474 

<210> 3004 
<211> 155 
<212> PRT 
<213> Homo sapiens 

<400> 3004 
Met Glu Pro Arg Ala 

1 5 
Val He Met Glu Ala 
20 

Phe Thr Phe Asp Asp 
35 

Leu Leu Val Ser Val 
50 

He Trp Leu Gin Ser 
65 

Asp Pro Phe Thr Ser 
85 

Asp He Ser Val Ser 
100 

Val Val Leu Glu Ser 
115 

Pro Val Ala Gin Met 



70 

Xaa Ser Thr Lys Ala Ser 
85 90 
Ser His Gin Thr Ala Ala 
105 



75 80 
Leu Ser Gly Lys Gly Tyr 
95 

Trp Gly Thr Pro Ser Thr 
110 



Val Ala Glu Ala Val Glu Thr 


Gly 


Glu 


Glu 


Asp 


10 






15 




Leu Arg Ser Tyr Asn Gin Glu 


His 


Ser 


Gin 


Ser 


25 




30 






Ala Gin Gin Glu Asp Arg Lys 


Arg 


Leu 


Ala 


Glu 


40 


45 








Leu Glu Gin Gly Leu Pro Pro 


Ser 


His 


Arg 


Val 


55 60 










Val Arg He Leu Ser Arg Asp 


Arg 


Asn 


Cys 


Leu 


70 75 








B0 


Arg Gin Ser Leu Gin Ala Leu 


Ala 


Cys 


Tyr 


Ala 


90 






95 




Glu Gly Ser Val Pro Glu Ser 


Ala 


Asp 


Met 


Asp 


105 




110 






Leu Lys Cys Leu Cys Asn Leu 


Val 


Leu 


ser 


Ser 


120 


125 








Leu Ala Ala Glu Ala Arg Leu 


Val 


Val 


Lys 


Leu 
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130 135 140 

Thr Glu Arg Val Gly Leu Tyr Arg Glu Arg Ser 
145 150 155 

<210> 3005 

<211> 799 

<212> DNA 

<213> Homo sapiens 

<400> 300S 

gtgcacagcg tggtcaacca cacgccctcc cagctcctca aggaggtcat cctggtggac 
60 

gacaacagtg acaacgtgga actcaagttc aatctggacc agtacgtcaa caagcggtac 
120 

ccaggcctcg tgaagattgt ccgcaacagc cggcgggaag gactgatccg cgcgcggctg 
180 

cagggctgga aggcggccac cgccccagtc gtcggcttct ttgatgccca cgtcgagttc 
240 

aacacgggct gggccgagcc cgcactgtcg cggatccgag aggaccggcg tcgcatcgtg 
300 

ctgccagcca tcgacaacat caagtacagc acgtttgagg tgcagcagta tgcgaacgcc 
360 

gcccatggct acaactgggg cctctggtgc atgtacatca tccccccgca ggactggctg 
420 

gaccgcggcg acgagtcagc acccatcagg accccagcca tgatcggctg ctccttcgta 
480 

gtggaccgcg agtacttcgg agacattggg ctgctggacc ccggcatgga ggtgtatggc 
540 

ggcgagaacg tagaactggg catgagggtg tggcagtgtg gcggcagcat ggaggtgctg 
600 

ccctgctccc gcgtggccca catcgagcgc accaggaagc cctacaacaa cgacattgac 
660 

tactacgcca agcgcaacgc cctgcgcacc gccgaggtgt ggatggatga cttcaagtcc 
720 

cacgtgtaca tggcccggaa catccccatg tcgaacccag gggtggactt cggggacgtg 
780 

tctgagaggc tggccctgc 
799 

<210> 3006 
<211> 266 
<212> PRT 

<213> Homo sapiens 
<400> 3006 

Val His Ser Val Val Asn His Thr Pro Ser Gin Leu Leu Lys Glu Val 

15 10 15 

He Leu Val Asp Asp Asn Ser Asp Asn Val Glu Leu Lys Phe Asn Leu 

20 25 30 

Asp Gin Tyr Val Asn Lys Arg Tyr Pro Gly Leu Val Lys He Val Arg 

35 40 45 

Asn Ser Arg Arg Glu Gly Leu He Arg Ala Arg Leu Gin Gly Trp Lys 

50 55 60 

Ala Ala Thr Ala Pro Val Val Gly Phe Phe Asp Ala His Val Glu Phe 
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65 








70 




75 


80 


Asn 


Thr 


Glv 


Tro 


Ala Glu 


Pro 


Ala Leu Ser Arg 


He Arg Glu Asp Arg 










85 




90 


95 


Arei 


Arci 


lie 


Val 


Leu Pro 


Ala 


He Asp Asn He 


Lys Tyr Ser Thr Phe 








100 






105 


110 


Glu 


Val 


Gin 


Gin 


Tyr Ala 


Asn Ala Ala His Gly 


Tyr Asn Trp Gly Leu 






115 








120 


125 


1 *-tf 


cys 


Met 


Tyr 


lie He 


Pro 


Pro Gin Asp Trp 


Leu Asp Arg Gly Asp 




130 








135 




140 


Glu 


Ser 


Ala 


Pro 


He Arg 


Thr 


Pro Ala Met He 


Gly Cys Ser Phe Val 


145 








150 




155 


160 


Val 


Asp 


Arg 


Glu 


Tyr Phe 


Gly Asp He Gly Leu 


Leu Asp Pro Gly Met 










165 




170 


175 


Glu 


val 


Tyr 


Gly 


Gly Glu 


Asn 


Val Glu Leu Gly 


Met Arg Val Trp Gin 








180 






185 


190 


Cys 


Gly 


Gly 


Ser 


Met Glu 


Val 


Leu Pro Cys Ser 


Arg Val Ala His He 






19S 








200 


205 


Glu 


Arg 


Thr 


Arg 


Lys Pro 


Tyr Asn Asn Asp He 


Asp Tyr Tyr Ala Lys 




210 








215 




220 


Arg 


Asn 


Ala 


Leu 


Arg Thr 


Ala 


Glu Val Trp Met 


Asp Asp Phe Lys Ser 


225 








230 




23S 


240 


His 


Val 


Tyr 


Met 


Ala Trp 


Asn 


He Pro Met Ser 


Asn Pro Gly Val Asp 










245 




250 


255 


Phe 


Gly 


Asp 


Val 


Ser Glu 


Arg 


Leu Ala Leu 










260 






265 





<210> 3007 

<211> 536 

<212> DNA 

<213> Homo sapiens 

<400> 3007 

cttaagagag gttgcaatgt gaatgataga gatggattga cagatatgac tcttttacat 
60 

tatacctgca aatctggagc tcatggtatt ggtgatgtgg aaacagctgt aaaatttgca 
120 

actcagctta ttgacctggg agcagacatt agtttgcgga gtcgctggac aaacatgaat 
180 

gctttgcatt atgctgctta ttttgatgtc cctgaactta taagagtgat tttgaaaaca 
240 

tcgaaaccaa aagatgtgga tgccccttgc agtgatttta attttggaac agctttgcat 
300 

attgcagcat acaacttgtg tgcaggtgct gtgaagtgcc tcttggagca gggagcaaat 
360 

cctgcattta ggaatgacaa aggacagatc cctgctgatg ttgttccaga cccagtagat 
420 

atgccgttag agatggctga cgccgcagcc actgctaagg aaatcaagca gatgcttcta 
480 

gatgcggtgc ctctgtcatg taacatctca aaggccatgc tccccccttc acgcgt 
536 

<210> 3008 
<211> 163 
<212> PRT 
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<213> Homo sapiens 



<400> 3008 



Met Thr 


Leu 


Leu 


His 


Tyr 


Thr 


Cys 


Lys 


Ser 


Gly 


Ala 


His 


Gly 


He 


Gly 


1 






S 










10 










15 




Asp Val 


Glu 


Thr 


Ala 


Val 


Lys 


Phe 


Ala 


Thr 


Gin 


Leu 


He 


Asp 


Leu 


Gly 






20 










25 










30 






Ala Asp 


He 


Ser 


Leu 


Arg 


Ser 


Arg 


Trp 


Thr 


Asn 


Met 


Asn 


Ala 


Leu 


His 




35 










40 










45 








Tyr Ala 


Ala 


Tyr 


Phe 


Asp 


Val 


Pro 


Glu 


Leu 


He 


Arg 


Val 


He 


Leu 


Lys 


50 










55 










60 










Thr Ser 


Lys 


Pro 


Lys 


Asp 


val 


Asp 


Ala 


Pro 


Cys 


Ser 


Asp 


Phe 


Asn 


Phe 


65 








70 










75 










80 


Gly Thr 


Ala 


Leu 


His 


He 


Ala 


Ala 


Tyr 


Asn 


Leu 


Cys 


Ala 


Gly 


Ala 


Val 






8S 










90 










95 




Lys Cys 


Leu 


Leu 


Glu 


Gin 


Gly 


Ala 


Asn 


Pro 


Ala 


Phe 


Arg 


Asn 


Asp 


Lys 






100 










105 










110 






Gly Gin 


He 


Pro 


Ala 


Asp 


Val 


val 


Pro 


Asp 


Pro 


val 


Asp 


Met 


Pro 


Leu 




115 










120 










125 








Glu Met 


Ala 


Asp 


Ala 


Ala 


Ala 


Thr 


Ala 


Lys 


Glu 


He 


Lys 


Gin 


Met 


Leu 


130 










135 










140 










Leu Asp 


Ala 


val 


Pro 


Leu 


Ser 


Cys 


Asn 


He 


Ser 


Lys 


Ala 


Met 


Leu 


Pro 


145 








150 










155 










160 



Pro Ser Arg 



<210> 3009 
<211> 1335 
<212> DNA 

<213> Homo sapiens 

/ 

<400> 3009 

nnacgcgtca gtctggaaag ggcacttata agagctacca gctgccctgt tggcttcgct 
60 

ggtcggatcg tcctcctggc cccgccaaac aggcgggggg agcggccccg actgtggggc 
120 

catggcagta gtctcctcgt tctccgccgc cgctagccta gctgagtcgc cggcttctgc 
180 

gctaggggct cccaccgcct ccgcaggcta aggagccgct gccaccaacg agctgtgagg 
240 

gttactatgc tccctctttg ccgccgtctc ctcctcttgc ccgcgcaggc acccctctgg 
300 

ctgctcagtc ctgcctcagt gtcaaaccag aagagaagta aaattcaaca aaaatttatg 
360 

tgtggagttc cttcttaaaa gaagaaaaaa gtgattattt agactatgga tcggagcaaa 
420 

cggaattcaa ttgcaggatt tcctccacgt gtggagcgtc ttgaagagtt tgaaggaggt 
480 

ggtggaggag aaggaaatgt gagccaggtg ggaagagttt ggccatcttc gtatcgagct 
540 

cttataagtg ccttttccag actgacgcgt ttggatgatt tcacctgtaa aaaaataggg 
600 

tctggcttct tttctgaagt gttcaaggta cgacaccgag cttctggtca ggtgatggct 
660 
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cctaagatga acacattgag cagtaaccgg gcaaacatgc tgaaagaagt acagctcatg 
720 

aatagactct cccatcccaa catccttagg ttcatgggtg tatgtgttca tcaaggacaa 
780 

ttgcatgcac ttacagagta tatcaactcc gggaacctgg aacagttgct agacagtaac 
840 

ctgcatttgc cttggactgt gagggtaaaa ctggcctatg acatagcagt gggcctcagc 
900 

taccttcact tcaaaggcat ttttcatcgg gacctcacat ctaagaactg cctgataaag 
960 

agggatgaga atggttaccc tgcagtggta gctgactttg gcctggctga gaagatcccc 
1020 

gatgtcagca tggggagtga gaagctggcc gtggtgggtt ccccattctg gatggcacct 
1080 

gaggttctcc gagatgagcc ctataatgaa aaggcagatg tgttctctta tggtatcatc 
1140 

ctctgcgaga tcatcgtccg cacccaggcc gatccggact atcttccccg cacagagaat 
1200 

ttcgggctgg actatgatgc tttccagcac atggtgggag actgtccccc agattttctg 
1260 

caacttactt tcaactgctg taacgtgagt gtctttctcc ctctgccttt catcaggggc 
1320 

tggctgaacc ctttt 
1335 

<210> 3010 
<211> 310 
<212> PRT 

<213> Homo sapiens 



<400> 3010 



Met Asp 


Arg 


Ser 


Lys 


Arg 


Asn 


Ser 


He 


Ala 


Gly Phe 


Pro 


Pro 


Arg 


Val 


1 






5 










10 








15 




Glu Arg 


Leu 


Glu 


Glu 


Phe 


Glu 


Gly 


Gly 


Gly 


Gly Gly 


Glu 


Gly 


Asn 


Val 






20 










25 








30 






Ser Gin 


Val 


Gly 


Arg 


Val 


Trp 


Pro 


Ser 


Ser 


Tyr Arg 


Ala 


Leu 


He 


Ser 




35 










40 








45 








Ala Phe 


Ser 


Arg 


Leu 


Thr 


Arg 


Leu 


Asp 


Asp 


Phe Thr 


Cys 


Lys 


Lys 


He 


50 










55 








60 










Gly Ser 


Gly 


Phe 


Phe 


Ser 


Glu 


val 


Phe 


Lys 


Val Arg 


His 


Arg 


Ala 


Ser 


6S 








70 










75 








80 


Gly Gin 


Val 


Met 


Ala 


Leu 


Lys 


Met 


Asn 


Thr 


Leu Ser 


Ser 


Asn 


Arg 


Ala 








85 










90 








95 




Asn Met 


Leu 


Lys 


Glu 


Val 


Gin 


Leu 


Met 


Asn 


Arg Leu 


Ser 


His 


Pro 


Asn 






100 










105 








110 






lie Leu 


Arg 


Phe 


Met 


Gly 


Val 


Cys 


Val 


His 


Gin Gly 


Gin 


Leu 


His 


Ala 




115 










120 








125 








Leu Thr 


Glu 


Tyr 


He 


Asn 


Ser 


Gly 


Asn 


Leu 


Glu Gin 


Leu 


Leu 


Asp 


Ser 


130 










135 








140 










Asn Leu 


His 


Leu 


Pro 


Trp 


Thr 


Val 


Arg 


Val 


Lys Leu 


Ala 


Tyr 


Asp 


He 


145 








150 










155 








160 


Ala Val 


Gly 


Leu 


Ser 


Tyr 


Leu 


His 


Phe 


Lys 


Gly He 


Phe 


His 


Arg 


Asp 








165 










170 








175 




Leu Thr 


ser 


Lys 


Asn 


Cys 


Leu 


He 


Lys 


Arg 


Asp Glu 


Asn 


Gly 


Tyr 


Ser 
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180 










185 










AJ7U 






Ala Val 


vai 


Aia 


Asp 


Phe 


Gly 


Leu 


Ala 


Glu 


Lys 


lie 


Pro 


Asp 


Val 


Ser 




195 










200 










205 








Met Gly 


Ser 


Glu 


Lys 


Leu 


Ala 


Val 


Val 


Gly 


Ser 


Pro 


Phe 


Trp 


Met 


Ala 


210 










215 










220 










Pro Glu 


Val 


Leu 


Arg 


Asp 


Glu 


Pro 


Tyr 


Asn 


Glu 


Lys 


Ala 


Asp 


Val 


Phe 


225 








230 










235 










240 


Ser Tyr 


Gly 


He 


lie 


Leu 


Cys 


Glu 


He 


He 


val 


Arg 


He 


Gin 


Ala 


Asp 






245 










250 










255 




Pro Asp 


Tyr 


Leu 


Pro 


Arg 


Thr 


Glu 


Asn 


Phe 


Gly Leu 


Asp 


Tyr 


Asp 


Ala 






260 










265 










270 






Phe Gin 


His 


Met 


Val 


Gly 


Asp 


Cys 


Pro 


Pro 


Asp 


Phe 


Leu 


Gin 


Leu 


Thr 




275 










280 










285 








Phe Asn 


Cys 


Cys 


Asn 


Val 


Ser 


Val 


Phe 


Leu 


Pro 


Leu 


Pro 


Phe 


He 


Arg 


290 










295 










300 










Gly Trp 


Leu 


Asn 


Pro 


Phe 























305 310 

<210> 3011 
<211> 3253 
<212> DNA 

<213> Homo sapiens 
<400> 3011 

nncgaggcgg cagctgcgcg gcggcaccgg ggcggctgcg gcgcgctcgg agccccgagg 
60 

gcacgcggcc cgggcagctc ggtgtgcgcc cccgcgagag ccggggcccc aggcccgccg 
120 

gacaccatga accacctgaa cgtgctggcc aaagcgctct atgacaatgt ggccgagtcc 
180 

ccggatgagc tctccttccg caagggtgac atcatgacgg tgctggagca ggacacgcag 
240 

ggcctggacg gctggtggct ctgctcgctg catgggcgcc agggcaccgt gcctgggaac 
300 

cgcctcaaga tcttggtggg catgtatgat aagaagccag cagggcctgg ctccggccct 
360 

cccgccaccc cggcccagcc tcagcctggc ctccatgccc cagcgcctcc ggcctcccag 
420 

tacacgccca tgctccccaa cacctaccag ccccagccag acagcgtcta cctggtgccc 
480 

actcccagca aggctcagca aggcctctac caagtcccgg gtcccagccc tcagttccag 
540 

tctcccccag ccaagcagac atccaccttc tcgaagcaga caccccatca cccgtttccc 
600 

agcccggcca cagacctgta ccaggtgccc ccagggcctg gaggccccgc ccaggatatt 
660 

taccaggtgc caccttctgc cgggatgggg catgacatct accaggtccc cccgtccatg 
720 

gacacacgca gctgggaggg cacgaagccc ccggcaaagg tggtggtgcc cacccgcgtg 
780 

gggcagggct atgtatacga ggccgcccag ccggagcagg acgagtacga catcccgcga 
840 

cacctgctgg ccccggggcc acaggacatc tatgatgtgc ccccggttcg ggggctgctt 

900 
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cccagccagt atggccagga 
960 

ggccgagacc cgttgctgga 
1020 

ccgtccaacc accacgcagt 
1080 

ggcccactgc tgcgtgagga 
1140 

tttgacccgg cccgcacccc 
1200 

gaggacgtgc attacgtgcc 
1260 

cggcggcctg gcccgggcac 
1320 

gtggctgatg gtggcgtggt 
1380 

gaagccccgg cagagggcaa 
1440 

cagtctgcgt cctccttgga 
1S00 

gctgtggagg ccctggcacg 
1560 

gacctggcag gcagcgccgg 
1620 

ccgctggtgc aggacctgca 
1680 

ttggagtttg cccgcagcgc 
1740 

gccaagctta gccggcagct 
1800 

ggtcaggccc tcgacgctgg 
1860 

ctggtggcct gctcgcgggc 
1920 

ggcaatgcct cactgctctt 
1980 

ggcaccctgc accccaaccc 
2040 

tcacccccta agttcacctc 
2100 

ggctggatgg aggactatga 
2160 

cagaaggagc tgctggaaaa 
2220 

cagcagctga agcagtttga 
2280 

ctggccaact ggacgccagc 
2340 

tcggaccggc agctgctgct 
2400 

accaacgccg tggacgcctt 
2460 

gtggcgcaca gcaagttcgt 
2520 



ggtgtatgac acacccccca 
ggtgtatgac gtgcccccca 
ctacgacgtt cctccatcgg 
gacctacgat gtgccccccg 
actggtactg ggtgcgcccc 
gcccccggct cctgacctct 
cctgtacgat gtgccccgtg 
cgacagtggt gtgtatgcgg 
gcgcctgtcg gcctccagca 
ggtggcaggg ccgggccggg 
gctgcagcag ggtgtgagcg 
tgcgactgga ggctggcgta 
ggctgctgtg gccgccgtcc 
ggtgggcaat gctgcccaca 
gcagaagatg gaggacgtgc 
ccggggaggc tctggagcca 
tgtgcccgag gacgccaagc 
cagacggacc aaggccactg 
cactgacaag accagcagca 
ccaggactcg ccagatgggc 
ctacgtccac ctacagggga 
gggcaacatc acgcggcagg 
acgactggaa caggaggtgt 
ccaacccctg gccccggggc 
cttctacctg gagcagtgtg 
ctttaccgcc gtggccacca 
catcctcagc gcccacaagc 



tggctgtcaa gggtcccaat 
gtgtggagaa gggcctgcca 
tgagcaagga tgtgcccgat 
ccttcgccaa ggccaagccc 
ctccagactc cccgccggcc 
acgacgtgcc ccctggcttg 
aacgggtgct tcctcctgag 
tgcctccccc agctgaacgt 
ccggcagcac acgcagcagc 
aacccctgga gctggaagtt 
ccaccgttgc ccaccttctg 
gcccctctga gccacaggag 
agagtgccgt ccacgagctg 
catctgaccg tgccctgcat 
accagacgct ggtggcacat 
cccctgagga cctggaccgg 
agctggcctc ctttctgcac 
ccccggggcc tgaggggggt 
tccagtcacg acccctgccc 
agtacgagaa cagcgagggg 
aggaggaatt tgagaagacc 
gcaagagcca gctggagttg 
cacggcccat agaccacgac 
gaacaggcgg cctggggccc 
aggccaacct gaccacactg 
accagccgcc caagatcttt 
tggtgttcat cggggacaca 
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ctgtcacggc aggccaaggc tgctgacgtg cgcagccagg tgacccacta cagcaacctg 
2580 

ctgtgcgacc tcctgcgcgg catcgtggcc accaccaagg ccgctgcctt gcagtaccca 
2640 

tcgccttccg cggcccagga catggtggag agggtcaagg agctgggcca cagcacccag 
2700 

cagttccg.cc gcgtcctagg ccagctggca gccgcctgag ggtggtgacc ccaggaggga 
2760 

ggcaggggag gggtgcggcg gtcccagctc cctggctccc atgtcaagag tcgctgtgcc 
2820 

acaggcttag ggacaggacc ccagctctgc gtcggtcctg gtgccctgga tgcccaggaa 
2880 

tctgtatata tttatggccg ggcagggtgt ggggccatgc ctcctcagga gccgaagccc 
2940 

aggggccggc cagtggcctt ccccagcatg caccacgggc ccgggttggg tcaccagacg 
3000 

gggctggagt gtgagggtcc tgcagcctgc aggacctcgt gccaccccga gggctgagcc 
3060 

tggtcccacg agggtgccgt gtcccctgac agggccagtg cagtttggtg tgtcctccgc 
3120 

ctttccagga gaagaacctg aagaactatt tttcgttatt ggttttccaa tcatttgact 
3180 

aagagtctcc atttaaataa agtttttaaa aggaaaaaaa aaaaaaaaaa aaaaaaaaaa 
3240 

aaaaaaaaaa aaa 
3253 

<210> 3012 
<211> 870 
<212> PRT 

<213> Homo sapiens 



<400> 3012 



Met 


Asn 


His 


Leu 


Asn 


Val 


Leu 


Ala Lys 


Ala 


Leu Tyr 


Asp 


Asn 


val 


Ala 


1 








5 










10 








15 




Glu 


Ser 


Pro 


Asp 


Glu 


Leu 


Ser 


Phe Arg 


Lys 


Gly Asp 


He 


Met 


Thr 


Val 








20 










25 








30 






Leu 


Glu 


Gin 


Asp 


Thr 


Gin 


Gly 


Leu Asp 


Gly 


Trp Trp 


Leu 


Cys 


Ser 


Leu 






35 










40 








45 








His 


Gly 


Arg 


Gin 


Gly 


He 


Val 


Pro Gly 


Asn 


Arg Leu 


Lys 


He 


Leu 


Val 




50 










55 








60 










Gly 


Met 


Tyr 


Asp 


Lys 


Lys 


Pro 


Ala 


Gly 


Pro 


Gly Ser 


Gly 


Pro 


Pro 


Ala 


65 










70 










75 








80 


Thr 


Pro 


Ala 


Gin 


Pro 


Gin 


Pro 


Gly 


Leu 


His 


Ala Pro 


Ala 


Pro 


Pro 


Ala 










85 










90 








95 




Ser 


Gin 


Tyr 


Thr 


Pro 


Met 


Leu 


Pro 


Asn 


Thr 


Tyr Gin 


Pro 


Gin 


Pro 


Asp 








100 










10S 








110 






Ser 


Val 


Tyr 


Leu 


val 


Pro 


Thr 


Pro 


Ser 


Lys 


Ala Gin 


Gin 


Gly 


Leu 


Tyr 






115 










120 








125 








Gin 


Val 


Pro 


Gly 


Pro 


Ser 


Pro 


Gin 


Phe 


Gin 


Ser Pro 


Pro 


Ala 


Lys 


Gin 




130 










135 








140 










Thr 


Ser 


Thr 


Phe 


Ser 


Lys 


Gin 


Thr 


Pro 


His 


His Pro 


Phe 


Pro 


Ser 


Pro 


145 










150 










155 








160 


Ala 


Thr 


Asp 


Leu 


Tyr 


Gin 


Val 


Pro 


Pro 


Gly 


pro Gly 


Gly 


Pro 


Ala 


Gin 
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165 170 175 

Asp He Tyr Gin Val Pro Pro Ser Ala Gly Met Gly His Asp He Tyr 

180 165 1 190 

Gin val Pro Pro Ser Met Asp Thr Arg Ser Trp Glu Gly Thr Lys Pro 

195 200 205 

Pro Ala Lys Val Val Val Pro Thr Arg Val Gly Gin Gly Tyr Val Tyr 

210 215 220 

Glu Ala Ala Gin Pro Glu Gin Asp Glu Tyr Asp He Pro Arg His Leu 
225 230 235 240 

Leu Ala Pro Gly Pro Gin Asp He Tyr Asp Val Pro Pro Val Arg Gly 

245 250 255 

Leu Leu Pro Ser Gin Tyr Gly Gin Glu Val Tyr Asp Thr Pro Pro Met 

260 265 270 

Ala Val Lys Gly Pro Asn Gly Arg Asp Pro Leu Leu Glu Val Tyr Asp 

275 280 285 

Val Pro Pro Ser Val Glu Lys Gly Leu Pro Pro Ser Asn His His Ala 

290 295 300 

Val Tyr Asp Val Pro Pro Ser Val Ser Lys Asp Val Pro Asp Gly Pro 
305 310 31S 320 

Leu Leu Arg Glu Glu Thr Tyr Asp Val Pro Pro Ala Phe Ala Lys Ala 

325 330 335 

Lys Pro Phe Asp Pro Ala Arg Thr Pro Leu Val Leu Gly Ala Pro Pro 

340 345 350 

Pro Asp Ser Pro Pro Ala Glu Asp Val Tyr Tyr Val Pro Pro Pro Ala 

355 360 365 

Pro Asp Leu Tyr Asp Val Pro Pro Gly Leu Arg Arg Pro Gly Pro Gly 

370 375 380 

Thr Leu Tyr Asp Val Pro Arg Glu Arg Val Leu Pro Pro Glu Val Ala 
385 390 395 400 

Asp Gly Gly val Val Asp Ser Gly Val Tyr Ala Val Pro Pro Pro Ala 

405 410 41S 

Glu Arg Glu Ala Pro Ala Glu Gly Lys Arg Leu Ser Ala Ser Ser Thr 

420 425 430 

Gly Ser Thr Arg Ser Ser Gin Ser Ala Ser Ser Leu Glu Val Ala Gly 

435 440 445 

Pro Gly Arg Glu Pro Leu Glu Leu Glu Val Ala Val Glu Ala Leu Ala 

450 455 460 

Arg Leu Gin Gin Gly Val Ser Ala Thr Val Ala His Leu Leu Asp Leu 
465 470 475 480 

Ala Gly Ser Ala Gly Ala Thr Gly Gly Trp Arg Ser Pro Ser Glu Pro 

485 490 495 

Gin Glu Pro Leu Val Gin Asp Leu Gin Ala Ala Val Ala Ala Val Gin 

500 505 510 

Ser Ala Val His Glu Leu Leu Glu Phe Ala Arg Ser Ala Val Gly Asn 

515 520 525 

Ala Ala His Thr Ser Asp Arg Ala Leu His Ala Lys Leu Ser Arg Gin 

530 535 540 

Leu Gin Lys Met Glu Asp Val His Gin Thr Leu Val Ala His Gly Gin 
545 550 555 560 

Ala Leu Asp Ala Gly Arg Gly Gly Ser Gly Ala Thr Leu Glu Asp Leu 

565 570 575 

Asp Arg Leu Val Ala Cys Ser Arg Ala Val Pro Glu Asp Ala Lys Gin 

580 585 590 

Leu Ala Ser Phe Leu His Gly Asn Ala Ser Leu Leu Phe Arg Arg Thr 
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595 600 605 

Lys Ala Thr Ala Pro Gly Pro Glu Gly Gly Gly Thr Leu His Pro Asn 

610 615 620 

Pro Thr Asp Lys Thr Ser Ser He Gin Ser Arg Pro Leu Pro Ser Pro 
625 630 635 640 

Pro Lys Phe Thr Ser Gin Asp Ser Pro Asp Gly Gin Tyr Glu Asn Ser 

645 650 655 

Glu Gly Gly Trp Met Glu Asp Tyr Asp Tyr Val His Leu Gin Gly Lys 

660 665 670 

Glu Glu Phe Glu Lys Thr Gin Lys Glu Leu Leu Glu Lys Gly Asn He 

675 660 685 

Thr Arg Gin Gly Lys Ser Gin Leu Glu Leu Gin Gin Leu Lys Gin Phe 

690 695 700 

Glu Arg Leu Glu Gin Glu Val Ser Arg Pro He Asp His Asp Leu Ala 
705 710 715 720 

Asn Trp Thr Pro Ala Gin Pro Leu Ala Pro Gly Arg Thr Gly Gly Leu 

725 730 735 

Gly Pro Ser Asp Arg Gin Leu Leu Leu Phe Tyr Leu Glu Gin Cys Glu 

740 745 750 

Ala Asn Leu Thr Thr Leu Thr Asn Ala Val Asp Ala Phe Phe Thr Ala 

755 760 765 

Val Ala Thr Asn Gin Pro Pro Lys He Phe Val Ala His Ser Lys Phe 

770 775 780 

Val He Leu Ser Ala His Lys Leu Val Phe He Gly Asp Thr Leu Ser 
785 790 795 800 

Arg Gin Ala Lys Ala Ala Asp Val Arg Ser Gin Val Thr His Tyr Ser 

80S 810 815 

Asn Leu Leu Cys Asp Leu Leu Arg Gly He Val Ala Thr Thr Lys Ala 

820 825 830 

Ala Ala Leu Gin Tyr Pro Ser Pro Ser Ala Ala Gin Asp Met Val Glu 

835 840 845 

Arg Val Lys Glu Leu Gly His Ser Thr Gin Gin Phe Arg Arg Val Leu 

850 855 860 

Gly Gin Leu Ala Ala Ala 
865 870 

<210> 3013 
<211> 248 
<212> DNA 

<213> Homo sapiens 
<400> 3013 

nnacgcgtga aggggacagt cgtgatcttt gacgaagctc acaacgtgga gaagatgtgt 
60 

gaagaatcgg catcctttga cctgactccc catgacctgg cttcaggact ggacgtcata 
120 

gaccaggtgc tggaggagca gaccaaggca gcgcagcagg ccgggtgggg cctcctcctt 
180 

gcgaggaggt gggtggcacc tcctcgaccc acagtgatcc tgctgcgcct ggaaggggcc 
240 

accgatgc 
248 

<210> 3014 
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<211> 82 

<212> PRT 

<213> Homo sapiens 

<400> 3014 

Xaa Arg Val Lys Gly Thr Val Val 

1 5 
Glu Lys Met Cys Glu Glu Ser Ala 
20 

Leu Ala Ser Gly Leu Asp Val He 

35 40 
Lys Ala Ala Gin Gin Ala Gly Trp 

50 55 
Val Ala Pro Pro Arg Pro Thr Val 
65 70 
He Asp 



He Phe Asp Glu Ala His Asn Val 

10 15 
Ser Phe Asp Leu Thr Pro His Asp 
25 30 
Asp Gin Val Leu Glu Glu Gin Thr 
45 

Gly Leu Leu Leu Ala Arg Arg Trp 
60 

He Leu Leu Arg Leu Glu Gly Ala 
75 80 



<210> 3015 

<211> 438 

<212> DNA 

<213> Homo sapiens 

<400> 3015 

ntgtatctct cctgtgtctt cacccaaaaa atgaaaacag ctattaaaca tacctggcct 
60 

gaagacggcc ccaaggcatt ctgggggagg gaatggaaag ctgcccaaca catctggtat 
120 

ccggagaagc attttcacaa ctaaacttga cctgacccag ctgcacggtg actggctcca 
180 

ggaagatggg gtgaaccatc cctcctggga ccctgtgaca aaaggcaaaa gctcttgggc 
240 

aaagctgcca ggggggcttg cggggggggg gtgtgcgggt gacattgtga tttggtagac 
300 

tttggtggaa gatgtttgga aactctggta ttgagggcca acagcacgtg ctcatgtggc 
360 

cttctgcttg cccatctgca gcagttcctg cgacctggga ggtgggcgag catccacagg 
420 

tgcaacagca acgggcta 
438 

<210> 3016 

<211> 103 

<212> PRT 

<213> Homo sapiens 

<400> 3016 

Met Ser Thr Cys Cys Trp Pro Ser He Pro Glu Phe Pro Asn He Phe 

15 10 IS 

His Gin Ser Leu Pro Asn His Asn Val Thr Arg Thr Pro Pro Pro Arg 

20 25 30 

Lys Pro Pro Trp Gin Leu Cys Pro Arg Ala Phe Ala Phe Cys His Arg 

35 40 45 

Val Pro Gly Gly Met Val His Pro He Phe Leu Glu Pro Val Thr Val 
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50 S5 
Gin Leu Gly Gin Val Lys Phe Ser 
65 70 
Arg Cys Val Gly Gin Leu Ser lie 
85 

Arg Leu Gin Ala Arg Tyr Val 
100 



60 

Cys Glu Asn Ala Ser Pro Asp Thr 

75 80 
Pro Ser Pro Arg Met Pro Trp Gly 
90 95 



<210> 3017 
<211> 4796 
<212> DNA 

<213> Homo sapiens 



<400> 3017 

ncgaaaaccc ggagcagctg cgtacgctca tggacagtcc tccgaggggc gaagccgggc 
60 

agctgggcat gctcagtagc tgggggaggt ttgggtggag agtagaaagc tgtggctctg 
120 

cctctcatcc cctcccgctg gcccccgccc cccttgcccc tacccagcca gtagtagttc 
180 

cccagcgtgc gcccggggag accgggaaca tggcgctggg agcgctgtag cagctgagaa 
240 

ggggctgagg caccgccgcc tcgctgacag ccggccacca gatgttcatg cattctagag 
300 

aaagtggaaa acttagaagc ctaattaatg actgtcttct ggacctctga gaccatgttt 
360 

ctagtgtttt ccgtggaata ttatcagaaa tacactgtgg tgaaatgctt ccacctcttg 
420 

ctaaaatgaa cactgaggaa aaatgaagaa gactgacaag caccagcgaa aagttgcaga 
480 

atagaaatag ccacactcct ctggagtctt taattcatcc acagccatca tataaaggtt 
540 

ctggcatcat gtttgggaag aaaaagaaaa agattgaaat atctggcccg tccaactttg 
600 

aacacagggt tcatactggg tttgatccac aagagcagaa gtttaccggc cttccccagc 
660 

agtggcacag cctgttagca gatacggcca acaggccaaa gcctatggtg gacccttcat 
720 

gcatcacacc catccagctg gctcctatga agacaatcgt tagaggaaac aaaccctgca 
780 

aggaaacctc catcaacggc ctgctagagg attttgacaa catctcggtg actcgctcca 
640 

actccctaag gaaagaaagc ccacccaccc cagatcaggg agcctccagc cacggtccag 
900 

gccacgcgga agaaaatggc ttcatcacct tctcccagta ttccagcgaa tccgatacta 
960 

ctgctgacta cacgaccgaa aagtacaggg agaagagtct ctatggagat gatctggatc 
1020 

cgtattatag aggcagccac gcagccaagc aaaatgggca cgtaatgaaa atgaagcacg 
1080 

gggaggccta ctattctgag gtgaagcctt tgaaatccga ttttgccaga ttttctgccg 
1140 

attaccaccc acatttggac tcactgagca aaccaagtga atacagtgac ctcaagtggg 
1200 
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agtatcagag agcctcgagt agctcccctc 
1260 

gaactgcagg gaccagcggg tgctccaagg 
1320 

gacccagcct ggatgactat gacaggaggc 
1380 

ctcagcccac catgcggcag aggtccaggt 
1440 

catttggagc aagtgcattt aaaacccatc 
1500 

accctcgctt gtccgagccc acaatgtgca 
1560 

tggtcctcag ccctccactg tcagggtctg 
1620 

ctcaaagtca aagcaaatcg ggctattcct 
1660 

acaaagccac cttgtaccat cacccctccc 
1740 

cttcctacct gagctccctc agcctctcat 
1B0O 

tcctccgacc agcagccctc cagggtgtcc 
1860 

gtggtcagcc caggagaccc cagggaatac 
1920 

tcaaccggca tcgtatgcat cgccaccgag 
1980 

aaaatggacc tccggaagca acagagacga 
2040 

cgggattacc accacgacaa tgtggttgac 
2100 

ctctgggtgg tcatggagtt tctagaaggt 
2160 

agaatgaatg aagaacagat agctactgtc 
2220 

cttcataacc aaggagtgat tcacagggac 
2280 

gatggccgga taaagttgtc tgattttggt 
2340 

aagaggaaat cattggttgg cactccctac 
2400 

ccttatggga cagaggtgga catctggtcc 
2460 

ggcgagcccc cctacttcaa tgagcctccc 
2520 

ttacctccaa gagtgaagga cctacacaag 
2580 

ttgatgttgg tgagggagcc ctctcagaga 
2640 

ttcttaaaac tagcaggtcc accgtcttgc 
2700 

cactgagcag aggattcgtg taggtggcaa 
2760 

agaacaaaag gaaacacaga acatgcaaaa 
2820 



cggattattc attccaattc acaccttcta 
agagcccggc gtacagtgaa agtgaatggg 
caaagtcttc gtacctgaat cagacaagcc 
caggcccggg actccaggaa ccgatgatgc 
cccaaggaca ctcctacaac tcctacacct 
ttccaaaggt ggattacgat ccagcacaga 
acacctaccc caggggccct gccaaactac 
caagcagtca ccagtacccg tctgggtacc 
tgcagagcag ttcgcagtac atctccacgg 
ccagcatacc cgccgcccag ctggggctcc 
catgaacagt ttcgggcggc cctgcagctg 
ttggccaact ttatcaaaat cggggaaggc 
aaacacacag ggaaacaagt tgcagtgaag 
gaactgcttt tcaatgaggt cgtgatcatg 
atgtacagca gctaccttgt cggcgatgag 
ggtgccttga cagacattgt gactcacacc 
tgcctgccag ttctgagagc tctctcctac 
ataaaaagtg actccatcct cctgacaagc 
ttctgtgctc aagtttccaa agaggtgccg 
tggatggccc ctgaggtgat ttctaggcta 
ctcgggatca tggtgataga aatgattgat 
ctccaggcga tgcggaggat ccgggacagt 
gtttcttcag tgctccgggg attcctagac 
gcaacagccc aggaactcct cggacatcca 
atcgtccccc tcatgagaca atacaggcat 
agctagatga ggacatgaga ataattcagg 
ggcctgtgca ttctagacca gccaattggt 
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gggacagcgt gatgaccggc 
2880 

ggcatctctc cactgacagc 
2940 

tatatttttc agcccttcat 
3000 

atatcctagc cacatgcagg 
3060 

ggcaaaaaaa aaaaaaaaaa 
3120 

gcagtataat gtattttgca 
3180 

atagtacttt gatgtcatgt 
3240 

agtttgaaca aagcctttcc 
3300 

aactttgaat actgaatgac 
3360 

ctaacaagtg tcttatttgg 
3420 

tcattaatcc aaccaaaaat 
3480 

ataaagttaa atat.tt.ttaa 
3S40 

cttttgcaca ccacaatgtt 
3600 

gtggccaaat ttccctccca 
3660 

aaaatagaat gtttcagtga 
3720 

cagggcaaga cgtttggttt 
3780 

aaactcttgt ctatatttac 
3840 

gctggaagtc tgaactgact 
3900 

atctgacttc agttgtgccc 
3960 

gtctagatct tcttgaatgt 
4020 

ttgttggatg aatttgcatg 
4080 

aagagctaca tagtcatcat 
4140 

accaaactgg gaaaacagag 
4200 

ttaaatttgt gatagcgctc 
4260 

ggttgctaat tatttatcac 
4320 

ttagattttc agttttcttt 
4380 

cttcataaaa cagcaaatca 
4440 



agggttcaac agaccagggc 
cggtgcggtc acttggagca 
ccagcaaatc agaaggactc 
gtaacatgta ggattttcta 
gaaagaaagg aaaacaaaaa 
acgaatttgt aatttttctg 
agccattgta tcagttgaag 
tactttttta tccctttaag 
tctcaatcac cgtcagcttt 
tggaagaaga attaagagtg 
aatgaaataa aatttgagcc 
agatcacatt ttccatgaac 
tccctcagtg ccctttctca 
gggagcaatt tcagtgctag 
gaccatgaga attccaggct 
catttgtcac catttttaaa 
ctttgtacca cagtattaat 
ctagaggatg aattagcaag 
atgttataat gtgtttccga 
tgataaaaat gaatgactac 
ttaactgtag gccaatatag 
tagtttctat taattatgca 
gcttttctta actatttcac 
tggttgctct aagcataatt 
tgctaaaaag gaaaaaaggc 
caaactggaa atgcctccat 
atgttttatg taaaatatta 



atcttcttgt 


gtcttaaaca 


cggctttaat 


aagtcattat 


agtacaaact 


ccgttatgat 


tattgaaaga 


atacttttct 


gcactttttt 


cttaatggta 


tacgatagtt 


ttgataattt 


taatacttgt 


ttactagagg 


agaaccaatg 


attct'ttagg 


agtaaaa tc t 


ctttcttatc 


atqqtqatqcj 


tgtgcacgtt 


acagtatacc 


actccttggg 


gcctctagta 


gcaaaccatt 


aatgggtaca 


atgttccctt 


gatcattgga 


ttcagttccc 


cacagaggga 


gaggagagaa 


actctgtatg 


ctagcacacc 


cgctattgtt 


catgtatcgt 


agggtatttt 


accaggtatg 


cataggagag 


tcgtgctgct 


tacaatacat 


tttgtgttgc 


atttgccttt 


aaaactctgg 


tcagacaaaa 


gccatttgtt 


atactgtaac 


aaatatgaat 


aagaattttt 


gtaattaata 


ataaaatgac 


cttctactga 


aaatatgatc 


tatgattttg 


aagcattaat 


ataaatatgt 
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gagaataaaa acaatctaaa tccagaaaat ggcagtccta aatgttcatg agacagattg 
4S00 

tattaactta accaggacta tgtagaagta gaaagaaaag aaaaagaaaa tcttttttaa 
4560 

accagaataa acattaaaaa ctattgcaga aaatagtgga ttttggattc caaacatttt 
4620 

cgacagtgta atggaaattt ttctgtaatt ttcttaccat cgggtatttt ttaaagtatt 
4660 

cattgagttt accaaaagtt actgtagctt aaaaggtttt gtgagcacta actatcggca 
4740 

gaaactgcat ttgcaaataa aaataaatgt ttgcctttta aaaaaaaaaa aaaaaa 
4796 



<210> 3018 

<211> 104 

<212> PRT 

<213> Homo sapiens 



<400> 3018 

Cys His Leu Glu Gin Val His Leu Lys Pro He Pro Lys Asp Thr Pro 

15 10 15 

Thr Thr Pro Thr Pro Thr Leu Ala Cys Pro Ser Pro Gin Cys Ala Phe 

20 25 30 

Gin Arg Trp He Thr He Gin His Arg Trp Ser Ser Ala Leu His Cys 

35 40 45 

Gin Gly Leu Thr Pro Thr Pro Gly Ala Leu Pro Asn Tyr Leu Lys val 

SO 55 60 

Lys Ala Asn Arg Ala He Pro Gin Ala Val Thr Ser Thr Arg Leu Gly 
65 70 75 80 

Thr Thr Lys Pro Pro Cys Thr He Thr Pro Pro Cys Arg Ala Val Arg 

85 90 95 

Ser Thr Ser Pro Arg Leu Pro Thr 
100 



<210> 3019 

<211> 882 

<212> DNA 

<213> Homo sapiens 



<400> 3019 

ggcctagcca aaaggggcgg 
60 

accgggcggc tgaccgaggg 
120 

gcgctgtgcc cgtcgccatg 
180 

ctttcctgac aggccatggg 
240 

tgaaccgtta ctacccacag 
300 

ccggaacccc aaggcatcct 
360 

gagctgtgag cgggactgcc 
420 



gcgagcacgg cccgcggcgg 
gcggacgcgc ggcggggcag 
acagatcaga cctattgtga 
cgcttgagtg agcagcaggt 
atccttacca acaaggaggc 
tgcgtgtgcg gctctgtgac 
aggagttcta ccgagccctg 



gcgttcgctg gagctggtgg 
accgctgggg actgcgggcg 
ccgcctggtg caggacacgc 
ggacaggatc atcctccagc 
ggaaaaggtg ctgaggagtt 
ctcctgagcc acctgcagcg 
tatatccatg cccagcccct 
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gcacagccgc ctgcccagcc gccacgctct gcagaactca gattgcacag agctagactc 
480 

gggcagccag agcggcgagc tgagtaacag gggacccatg agcttcctgg ctggcctggg 
540 

ccttgctgtg ggactggccc tgctcctgta ctgctatccg ccagacccca agggcctgcc 
600 

agggacccgg cgcgtcctcg gtttctcgcc tgtcatcatc gacagacatg tcagccgcta 
660 

cctgctggcc ttcctggcag atgacctagg ggggctctga cagaccctgg acccagggcc 
720 

tcacctgcca ctcaaccaaa gagtcctcga gccggcccgc caaggggact gctgcttctt 
780 

tttctaaatg catatttttc attatttata atttgtgtaa aaaacacacc ttcaccttac 
840 

aaggtgctga ccatattaaa tgttcaggtt ctctcaaaaa aa 
882 

<210> 3020 

<211> 58 

<212> PRT 

<213> Homo sapiens 

<400> 3020 

Gin Gly Thr His Glu Leu Pro Gly Trp Pro Gly Pro Cys Cys Gly Thr 

1 5 10 IS 

Gly Pro Ala Pro Val Leu Leu Ser Ala Arg Pro Gin Gly Pro Ala Arg 

20 25 30 

Asp Pro Ala Arg Pro Arg Phe Leu Ala Cys His His Arg Gin Thr Cys 

35 40 45 

Gin Pro Leu Pro Ala Gly Leu Pro Gly Arg 
50 55 

<210> 3021 

<211> 1008 

<212> DNA 

<213> Homo sapiens 



<400> 3021 

ntgtacatac agtacggaat gacttcagat 
60 

gcagaaagca ggtcagtggt tccccaggtc 
120 

gggcatgtgg gtgccttggg gtagggtaaa 
180 

aagtgtatac actcaccaaa actatactta 
240 

aatggatgca gttggttatg tataaattat 
300 

tcctcagaaa attcttttct gaccactccc 
360 

catacccata cccactacaa cctgtattta 
420 

tccaggctgg agtgcagtgg cgcaatcatg 
480 



tctgaaaaaa ggcaaatctg accaattgag 
tggaactggg gtgggctact gatagcaaat 
ggttccatct tgatcgcggt ggtgtttccc 
gaactcaaaa ctcgccaaat atatacttaa 
acctcaataa agttgattaa aaacatcaat 
ctctcagacg aggtcgggcc tcctggtatg 
ttttttttga aacatggtct ctttctgtcg 
gatcactgca gccttgacct tcctggctca 
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agtgatcctc ccggctcacc cccagtagct ggaaccacag gcgcgcttcc acaccggaaa 

gcccattttc cagaggcgga aaccgaagcg cccagtggga aaggcgaccc gccggggatg 

cggggtgccc aacgcgctgc cacctggggc ccaacgcgtt gacctcgcgg tcaggttgct 

tccgcggact acggttctgg ctcgctagct ccggaaggga gcaccgggag ggaatggtgg 

caactcccaa ggaggggacc cagggatccg agaaaggaag acttggggta ggtggggttg 

gattttgact ggagagaaga aagggtcagg agtgcagggc gggtacctgg ggagctgcgt 

ggactcgcgc agacgggaag caggcgcgtg ctggcggtga cctggggccg gagaggaacg 

Itgggtcccc tccttgggag ttgccaccat tccctcccgg tgctcccttc cagagctagc 

gagccagaac cgtagtccgc ggaacaacct gaccgcgagt caacgcgt 
1008 



<210> 3022 
<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 3022 



^t°Hi 3 S Thr His Thr His Tyr Asn Leu Tyr Leu Phe Phe Leu Lys His 

Gly Leu Phe Leu Ser Ser Arg Leu Glu £ys Ser Gly Ala lie Met Asp 

His Cys Ser Leu Asp Leu Pro Gly Ser Ser Asp Pro Pro Gly Ser Pro 

35 40 
Pro val Ala Gly Thr Thr Gly Ala Leu Pro His Arg Lys Ala His Phe 

55 60 t 

Leu Glu Ala Glu Thr Glu Ala Pro Ser Gly Lys Gly Asp Pro Pro Gly 

6S 70 7S 

Met Arg Gly Ala Gin Arg Ala Ala Thr Trp Gly Pro Thr Arg 

90 



85 



<210> 3023 

<211> 1834 

c212> DNA 

<213> Homo sapiens 



ngctaacgta caccatgcta gcaoagcaaa tggagagago agagcaatca aaatttataa 
aacttctatt ttggtgttca aagaccggga taaatatgta agtggagaat ccaggtaagt 
tcagattttt ccctocagtt ggtttaattt cratttccta aaacattaaa ataataatgg 
aacgattgaa ataataaaca tttttcttat tcaagatttc gtcatggcta ttgtaaagga 
aaccctagga aaatggtgaa aacttgggca gaaaaagaaa tgaggaactc aatcaggcca 
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aacacagcag agataccatg tccagaacca 
360 

agtttcatcg gtaaagatga catgcctgca 
420 

tccaaggctc gggagttgta cctgcaggtc 
480 

gccagacttg tccatgcaga tctcagtgaa 
540 

tatatcattg acgtgtctca gtccgtggag 
600 

agaaaggatt gcgccaacgt caatgatttc 
660 

gtgcgggagc tctttgaatt tgtcacagat 
720 

tatctctcaa aggccatgga aatagcatct 
780 

gatcatgtgg atgaagaggt gtttaagcga 
840 

aaaaattatg agagggatat ggacataatc 
900 

aatgcccaac aagataatat tctaccagac 
960 

agttcagaag gtccctgcac tctagaaaat 
1020 

gaagatattg gaagctctga gtgctctgac 
1080 

cgccccaaga aacacaccac ggaccctgac 
1140 

aaggaagccc agagagagaa aagaaaaaac 
1200 

gagaagacag ccaagacgaa aaaaggcaaa 
1260 

tttcctcagt tccttttctc gcctgaactc 
1320 

ttttaaccag attgtcatcg tggcactgtc 
1380 

actatgtaaa aagctctaag ctctagagtc 
1440 

gacagaggat ttatttaagc tattatttta 
1500 

atttttttct cttacaaata tgtttttgga 
1560 

tctgtaactc ttacatgagt gtccagaggc 
1620 

gtacacacca gagacccatc tgaggtcatc 
1680 

atttcaccca cagttcagct ggctgttgat 
1740 

ggcgatcatt tgtaatgctc ttacacttcg 
1800 

ctcagttcat aaagtttttt acaattcaaa 
1834 

c210> 3024 



ataatgctaa gaagccatgt tcttgtcatg 
ccactcttga aaaatgtcca gttatcagaa 
attcagtaca tgagaagaat gtatcaggat 
tttaacatgc tgtaccacgg cggaggcgtg 
cacgaccacc cacatgcctt ggagttcttg 
tttatgaggc acagtgttgc tgtcatgact 
ccatccatta cacatgagaa catggatgct 
caaaggacca aggaagaacg gtctagccaa 
gcatatattc ctagaacctt gaatgaagtg 
atgaaattga aggaagagga catggccatg 
tgttacagga ttgaagaaag atttgtcagg 
caagtggagg aaaggacttg ttctgattca 
acagactctg aagagcaggg agaccatgcc 
attgataaaa aagaaagaaa aaagatggCc 
aaaattccta aacatgtgaa aaaaagaaag 
tagaatgaga accatactat gtacagtcat 
ctaagctgca tctggaagat ggcttattgg 
tgtgaagacg gattcaaatg ttttcatgta 
tagatccagt cactgactct gtctggtgtt 
ataaagaact ttgtacattt ttatttttat 
agcatgataa atgttcaaat gtagtcaaca 
actcatggga aaattggttt tgctttcttt 
tgattacaag gccatgttta tataaaggga 
tttcactgca actctgcctt tgtgtgtatt 
tctttaatgt tctttttgga gttaggacct 
aaaa 
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c211> 347 
<212> PRT 
<213> Homo sapiens 



<400> 3024 

Asn Asn Lys His Phe Ser Tyr Ser Arg Phe Arg His Gly Tyr Cys Lys 

15 10 15 

Gly Asn Pro Arg Lys Met Val Lys Thr Trp Ala Glu Lys Glu Met Arg 

20 25 30 

Asn Leu He Arg Leu Asn Thr Ala Glu He Pro Cys Pro Glu Pro He 

35 40 45 

Met Leu Arg Ser His Val Leu Val Met Ser Phe He Gly Lys Asp Asp 

SO 55 60 

Met Pro Ala Pro Leu Leu Lys Asn Val Gin Leu Ser Glu Ser Lys Ala 
65 70 75 80 

Arg Glu Leu Tyr Leu Gin Val He Gin Tyr Met Arg Arg Met Tyr Gin 

85 90 95 

Asp Ala Arg Leu Val His Ala Asp Leu Ser Glu Phe Asn Met Leu Tyr 

100 105 HO 

His Gly Gly Gly Val Tyr He He Asp Val Ser Gin Ser Val Glu His 

US 120 125 

Asp His Pro His Ala Leu Glu Phe Leu Arg Lys Asp Cys Ala Asn Val 

130 135 140 

Asn Asp Phe Phe Met Arg His Ser Val Ala Val Met Thr Val Arg Glu 
145 150 155 160 

Leu Phe Glu Phe Val Thr Asp Pro Ser He Thr His Glu Asn Met Asp 

165 170 175 

Ala Tyr Leu Ser Lys Ala Met Glu He Ala Ser Gin Arg Thr Lys Glu 

180 185 190 

Glu Arg Ser Ser Gin Asp His Val Asp Glu Glu Val Phe Lys Arg Ala 

195 200 205 

Tyr He Pro Arg Thr Leu Asn Glu Val Lys Asn Tyr Glu Arg Asp Met 

210 215 220 

Asp He He Met Lys Leu Lys Glu Glu Asp Met Ala Met Asn Ala Gin 
225 230 235 240 

Gin Asp Asn He Leu Pro Asp Cys Tyr Arg He Glu Glu Arg Phe Val 

245 250 255 

Arg Ser Ser Glu Gly Pro Cys Thr Leu Glu Asn Gin Val Glu Glu Arg 

260 265 270 

Thr Cys Ser Asp Ser Glu Asp He Gly Ser Ser Glu Cys Ser Asp Thr 

275 280 285 

Asp Ser Glu Glu Gin Gly Asp His Ala Arg Pro Lys Lys His Thr Thr 

290 295 300 

Asp Pro Asp He Asp Lys Lys Glu Arg Lys Lys Met Val Lys Glu Ala 
305 " 310 315 320 

Gin Arg Glu Lys Arg Lys Asn Lys He Pro Lys His Val Lys Lys Arg 

325 330 335 

Lys Glu Lys Thr Ala Lys Thr Lys Lys Gly Lys 
340 345 



<210> 3025 

<211> 1370 

<212> DNA 

<213> Homo sapiens 
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<400> 3025 

nnacgcgtgc ccagacagga tggctttttc gggaagataa aacacattag atggatcact 

60 

tcaagagaag ataaaaattg aaactgctaa tcatctagta ctactgctaa gccgctccaa 
120 

agcttctgaa gcatctaggt gatcttctta aatctttgac aggaaagagt aggaaacttt 
180 

ttggcagact tttacctggt gaatggactt gttttagaat caaggaaaag aagagaacat 
240 

ctcagtgaag aggatattct tcgaaataag gccatcatgg agagtttgag taaaggtgga 
300 

aacataatgg aacagaattt tgagccgatt cgaagacagt ctcttacacc tcctcctcag 
360 

aacactatta catgggaaga atatatatct gctgaaaatg gaaaagctcc tcatctgggt 
420 

agagaattgg tgtgcaaaga gagtaagaaa acgtttaaag ctacgatagc catgagccag 
480 

gaatttccct tagggacaga gttattattg aatgttttag aagtagtagc tcccttcaag 
540 

cactttaaca agcttagaga atttgttcag atgaagcttc ccccaggctt tcctgtaaaa 
600 

ttagatatac ctgtgtttcc cacaatcaca gccaccgtga cttttcagga gtttcgatac 
660 

gatgaatttg atggctccat ctttactata cctgatgact acaaggaaga cccaagccgt 

720 

tttcccgacc tttaactgac gtggaaaagg atgccgtcta accaaggaaa gaaaatacag 
780 

agaccctaga agtggatcca aatagaaggg acaaatgctt tcagtgaaga aaagggaatt 
840 

acacattgaa tcgacacatc agtaatacga tacagtgaaa tgggcctcta ataagaattt 
900 

cagcgagttt tctgatgtgc cattttttgt ctttttaaaa atatacatat tataaatgta 
960 

atagtttgac acattaatga ccctaagacc tgcgtatgtg aagcagctat gagtgctgtg 
1020 

atttgttttt aaaaattttt acacttcttg ttgaaatata tatgcatata aatatatcta 
1080 

tatctatatc tatatctaaa acactcctgg accattaacg taaattaaat gtcttaagag 
1140 

atatggagcc cttttaaact tgtcatcttt atgcaaggtg acatttataa atattccttc 
1200 

gagctttgtt ctcataaaat gtaaactatg taacattatg tatagttcag taatttgaat 
1260 

gtttgttcaa tataatgaac tagaaggaat gcaattttct gtagatgaat gaaccaaatg 
1320 

gtaaccatta aacaattgca tttaaaaaaa aaaaaaaaaa aaaaaaaaaa 
1370 

<210> 3026 
<211> 1S2 
<212> PRT 

<213> Homo sapiens 
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<400> 3026 



Met 


GlU 


Ser Leu 


Ser 


Lys 


Gly 


Gly 


Asn 


He 


Met 


Glu 


bin 


Asn 


Phe 


Glu 


1 






5 










10 










1 5 




Pro 


lie 


Arg Arg 


Gin 


Ser 


Leu 


Thr 


Pro 


Pro 


Pro 


Gin 


Asn 


Thr 


He 


Thr 






20 










25 










3 0 






Trp 


Glu 


Glu Tyr 


lie 


Ser 


Ala 


Glu 






Lys 


Ala 


Pro 


His 


Leu 


Gly 






35 








40 










45 








Arg 


GlU 


Leu Val 


Cys 


Lys 


Glu 


Ser 


Lys 


Lys 


Thr 


Phe 


Lys 


Ala 


Thr 


He 




50 








55 










60 










Ala 


Met 


Ser Gin 


Glu 


Phe 


Pro 


Leu 


Gly 


He 


Glu 


Leu 


Leu 


Leu 


Asn 


val 


65 








70 










75 










80 


Leu 


Glu 


val val 


Ala 


Pro 


Phe 


Lys 


His 


Phe 


Asn 


Lys 


Leu 


Arg 


Glu 


Phe 








85 










90 










95 




Val 


Gin 


Met Lys 


Leu 


Pro 


Pro 


Gly 


Phe 


Pro 


val 


Lys 


Leu 


Asp 


He 


Pro 






100 










105 










110 






val 


Phe 


Pro Thr 


lie 


Thr 


Ala 


Thr 


Val 


Thr 


Phe 


Gin 


Glu 


Phe 


Arg 


Tyr 






US 








120 










125 








Asp Glu 


Phe Asp 


Gly 


Ser 


He 


Phe 


Thr 


He 


Pro Asp 


Asp 


Tyr 


Lys 


Glu 




130 








135 










140 










Asp 


Pro 


Ser Arg 


Phe 


Pro 


Asp 


Leu 



















145 150 

<210> 3027 
<211> 1154 
<212> DNA 

<213> Homo sapiens 
<400> 3027 

nccgttttcc cgtcgcacgt ggtggccact gttggcttct gaatggtttg caaggcggat 
60 

atccacgcca aggcctttgg atcggccgtg ggtacatccg tctgagccgt tcctttccat 
120 

cgcagacggc ggcctccgcg gcgctctcca gtcatggact accggcggct tctcatgagc 
180 

cgggtggtcc ccgggcaatt cgacgacgcg gactcctctg acagtgaaaa cagagacttg 
240 

aagacagtca aagagaagga tgacattctg tttgaagacc ttcaagacaa tgtgaatgag 
300 

aatggtgaag gtgaaataga agatgaggag gaggagggtt atgatgatga tgatgatgac 
360 

tgggactggg atgaaggagt tggaaaactc gccaagggtt atgtctggaa tggaggaagc 
420 

aacccacagg caaatcgaca gacctccgac agcagttcag ccaaaatgtc tactccagca 
480 

gacaaggtct tacggaaatt tgagaataaa attaatttag ataagctaaa tgttactgat 
540 

tccgtcataa ataaagtcac cgaaaagtct agacaaaagg aagcagatat gtatcgcatc 
600 

aaagataagg cagacagagc aactgtagaa caggtgttgg atcccagaac aagaatgatt 
660 

ttattcaaga tgttgactag aggaatcata acagagataa atggctgcat tagcacagga 
720 

aaagaagcta atgtatacca tgctagcaca gcaaatggag agagcagagc aatcaaaatt 
780 
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tataaaactt ctactttggt gttcaaagat cgggataaat 
840 

tttcgtcatg gctattgtaa aggaaaccct aggaaaatgg 
900 

gaaatgagga acttaatcag gctaaacaca gcagagatac 
960 

ctaagaagcc atgttcttgt catgagtttc atcggtaaag 
1020 

aggcctgcac cactcttgaa aaatgtccag ttatcagaat 
1080 

ctgcaggtca ttcagtacat gagaagaatg tatcaggatg 
1140 

cgtcggtgag aggc 
1154 

<210> 3028 
<211> 331 
<212> PRT 

<2l3> Homo sapiens 



<400> 3028 



Met 


Asp 


Tyr 


Arg 


Arg 


Leu 


Leu 


Met 


Ser 


Arg 


Val 


l 








5 










10 




Asp 


Asp 


Ala 


Asp 


Ser 


Ser 


Asp 


Ser 


Glu 


Asn 


Arg 








20 










25 






Lys 


Glu 


Lys 


Asp 


Asp 


He 


Leu 


Phe 


Glu 


Asp 


Leu 






3S 










40 








Glu 


Asn 


Gly 


Glu 


Gly 


Glu 


He 


Glu 


Asp 


Glu 


Glu 




50 










55 










Asp 


Asp 


Asp 


Asp 


Asp 


Trp 


Asp 


Trp 


Asp 


Glu 


Gly 


65 










70 










75 


Lys 


Gly 


Tyr 


Val 


Trp 


Asn 


Gly 


Gly 


Ser 


Asn 


Pro 










85 










90 




Thr 


Ser 


Asp 


Ser 


Ser 


Ser 


Ala 


Lys 


Met 


Ser 


Thr 








100 










105 






Leu 


Arg 


Lys 


Phe 


Glu 


Asn 


Lys 


He 


Asn 


Leu 


Asp 






115 










120 








Asp 


Ser 


val 


He 


Asn 


Lys 


Val 


Thr 


Glu 


Lys 


Ser 




130 










135 










Asp 


Met 


Tyr 


Arg 


He 


Lys 


Asp 


Lys 


Ala 


Asp 


Arg 


145 










150 










155 


Val 


Leu 


Asp 


Pro 


Arg 


Thr 


Arg 


Met 


He 


Leu 


Phe 










165 










170 




Gly 


He 


lie 


Thr 


Glu 


He 


Asn 


Gly 


Cys 


He 


Ser 








180 










185 






Asn 


Val 


Tyr 


His 


Ala 


Ser 


Thr 


Ala 


Asn 


Gly 


Glu 






195 










200 








He 


Tyr 


Lys 


Thr 


Ser 


He 


Leu 


Val 


Phe 


Lys 


Asp 




210 










215 










Ser 


Gly 


Glu 


Phe 


Arg 


Phe 


Arg 


His 


Gly 


Tyr 


Cys 


22S 










230 










235 


Lys 


Met 


Val 


Lys 


Thr 


Trp 


Ala 


Glu 


Lys 


Glu 


Met 










245 










250 




Leu 


Asn 


Thr 


Ala 


Glu 


He 


Pro 


Cys 


Pro 


Glu 


Pro 



atgtaagtgg agaattcaga 
tgaaaacttg ggcagaaaaa 
catgtccaga accaataatg 
atgacatttc ttttcattca 
ccaaggctcg ggagttgtac 
ccagacttgt ccatgcagat 



Val Pro Gly Gin Phe 
15 

Asp Leu Lys Thr Val 
30 

Gin Asp Asn Val Asn 
45 

Glu Glu Gly Tyr Asp 
60 

Val Gly Lys Leu Ala 
80 

Gin Ala Asn Arg Gin 
95 

Pro Ala Asp Lys Val 
110 

Lys Leu Asn Val Thr 
125 

Arg Gin Lys Glu Ala 
140 

Ala Thr Val Glu Gin 
160 

Lys Met Leu Thr Arg 
175 

Thr Gly Lys Glu Ala 
190 

Ser Arg Ala He Lys 
205 

Arg Asp Lys Tyr Val 
220 

Lys Gly Asn Pro Arg 
240 

Arg Asn Leu He Arg 
255 

He Met Leu Arg Ser 



2255 



WO 00/58473 



PCT/USOO/08621 



260 

His Val Leu Val Met Ser Phe He 
275 280 
Ser Arg Pro Ala Pro Leu Leu Lys 

290 295 
Ala Arg Glu Leu Tyr Leu Gin Val 
305 310 
Gin Asp Ala Arg Leu Val His Ala 
325 



265 270 
Gly Lys Asp Asp lie Ser Phe His 
285 

Asn Val Gin Leu Ser Glu Ser Lys 
300 

He Gin Tyr Met Arg Arg Met Tyr 
315 320 
Asp Arg Arg 
330 



<210> 3029 

<211> 344 

<212> DNA 

<213> Homo sapiens 

<400> 3029 

acgcgtgatg cacggaaggg ccttcggttt ttgcattttc cttatctgct gaccttacag 
60 

ctgaaaagat tcgattttga ttatacaacc atgcatagga ttaaactgaa tgatcgaatg 
120 

acatttcccg aggaactaga tatgagtact tttattgatg ttgaagatga aaaatctcct 
180 

cagactgaaa gttgcactga caggggagca gaaaatgaag gtagttgtca cagtgatcag 
240 

atgagcaacg atttctccaa tgatgatggt gttgatgaag gaatctgttt tgaaaccaat 
300 

agtggaactg aaaagatctc aaaatctgga cctgaaaaga attc 
344 

<210> 3030 

<211> 114 

<212> PRT 

<213> Homo sapiens 



<40O> 3030 



Thr 


Arg 


Asp 


Ala 


Arg 


Lys 


Gly 


Leu 


Arg 


Phe 


Leu 


His Phe Pro 


Tyr 


Leu 


1 








5 










10 






15 




Leu 


Thr 


Leu 


Gin 
20 


Leu 


Lys 


Arg 


Phe 


Asp 
25 


Phe 


Asp 


Tyr Thr Thr 
30 


Met 


His 


Arg 


He 


Lys 
35 


Leu 


Asn 


Asp 


Arg 


Met 
40 


Thr 


Phe 


Pro 


Glu Glu Leu 
45 


Asp 


Met 


Ser 


Thr 
50 


Phe 


He 


Asp 


val 


Glu 
55 


Asp 


Glu 


Lys 


Ser 


Pro Gin Thr 
60 


Glu 


Ser 


Cys 


Thr 


Asp 


Arg 


Gly 


Ala 


Glu 


Asn 


Glu 


Gly 


Ser 


Cys His Ser 


Asp 


Gin 


65 










70 










75 






80 


Met 


Ser 


Asn 


Asp 


Phe 
85 


Ser 


Asn 


Asp 


Asp 


Gly 
90 


Val 


Asp Glu Gly 


He 
95 


Cys 


Phe 


Glu 


Thr 


Asn 
100 


Ser 


Gly 


Thr 


Glu 


Lys 
105 


He 


Ser 


Lys Ser Gly 
110 


Pro 


Glu 



Lys Asn 



<210> 3031 
c211> 567 
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<212> DNA 

<213> Homo sapiens 

<400> 3031 

gctgaagaag cggaggatca tggacgcatc cccgaccctg atgattttgt gccgcctgtg 
60 

cctccccctt cctattttgc cacgttttac tcgtgcacac cccggatgaa ccgcagattg 
120 

gttggtcctg atgttattcc cctgccacac atctacggag ctcgaatcaa aggtgtggaa 
180 

gtgttctgtc ctctggatcc cccgccgcca tatgaagctg tggtgagcca gatggaccag 
240 

gagcagggat cttcattcca aatgtcagaa ggatcagaag ctgctgtgat cccattggat 
300 

ctgggctgca cacaagtgac tcaagatggg gacattccta acatacctgc cgaagaaaat 
360 

gcatccacct caactcccag ttcaaccctg gtgcgtccta tcagaagccg gagagccctc 
420 

ccacccttga ggaccaggtc gaagagtgac cctgtgctcc atccttctga ggagagagct 
480 

gccccagtgc tcagctgtga agctgcaaca cagactgaaa ggagactgga tctggctgca 
540 

gtgactctga ggagaggctt gagacct 
567 

<210> 3032 
<211> 189 
<212> PRT 

<213> Homo sapiens 
<400> 3032 

Ala Glu Glu Ala Glu Asp His Gly Arg lie Pro Asp Pro Asp Asp Phe 

15 10 IS 

Val Pro Pro Val Pro Pro Pro Ser Tyr Phe Ala Thr Phe Tyr Ser Cys 

20 25 30 

Thr Pro Arg Met Asn Arg Arg Leu Val Gly Pro Asp Val lie Pro Leu 

35 40 45 

Pro His lie Tyr Gly Ala Arg lie Lys Gly Val Glu Val Phe Cys Pro 

SO 55 60 

Leu Asp Pro Pro Pro Pro Tyr Glu Ala Val Val Ser Gin Met Asp Gin 
65 70 75 80 

Glu Gin Gly Ser Ser Phe Gin Met Ser Glu Gly Ser Glu Ala Ala Val 

85 90 95 

lie Pro Leu Asp Leu Gly Cys Thr Gin Val Thr Gin Asp Gly Asp lie 

100 105 110 

Pro Asn He Pro Ala Glu Glu Asn Ala Ser Thr Ser Thr Pro Ser Ser 

115 120 125 

Thr Leu Val Arg Pro He Arg Ser Arg Arg Ala Leu Pro Pro Leu Arg 

130 135 140 

Thr Arg Ser Lys Ser Asp Pro Val Leu His Pro Ser Glu Glu Arg Ala 
145 150 155 160 

Ala Pro Val Leu Ser Cys Glu Ala Ala Thr Gin Thr Glu Arg Arg Leu 

165 170 175 

Asp Leu Ala Ala Val Thr Leu Arg Arg Gly Leu Arg Ser 
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180 185 

<210> 3033 

<211> 821 

<212> DNA 

<213> Homo sapiens 

<400> 3033 

nnacgcgtga agggggaaaa tgacaagaca gacttggatg ttatacgaga aaatcataga 
60 

ttcctatgga atgaggagga cgaaatggac atgacttggg agaagagact tgctaagaaa 
120 

tactatgata aattatttaa ggaatactgc atagcagatc tcagtaaata taaagaaaat 
180 

aagtttggat ctaggtggcg agtagaaaaa gaagtaattt caggaaaagg tcaatttttc 
240 

tgtggaaata aatattgtga taaaaaagaa ggcttaaaga gttgggaagt taattttggt 
300 

tatattgagc atggcgagaa gagaaatgca cttgttaaat taaggttacg ccaagaatgt 
360 

tccattaaat taaatttcca tcacaggaga aaagaaatca agtcaaaaaa aagaaaagat 
420 

aaaaccaaaa aagactgtga agagtcatca cataaaaaat ccagattatc ttctgcagaa 
480 

gaggcctcca agaaaaaaga taaaggacat tcatcttcaa agaaatctga agattctcta 
540 

cttagaaact ctgatgagga agaaagtgct tcagaatctg aactttggaa gggtccacta 
600 

ccagagacag atgaaaaatc acaggaagaa gaatttgatg agtattttca ggatttgttt 
660 

ctatgagacg agagagagaa gcctccgctc cttaatgtga aacttcatga agttttaaac 
720 

ctcacgcaat ttgaaattcc atctacgtct ttatctgcaa gttacagctt ctgtgctttg 
780 

tcctcgcaac tacaaatcca ggttctctca gcaacaacac a 
821 

<210> 3034 

<211> 221 

<212> PRT 

<213> Homo sapiens 

<400> 3034 

Xaa Arg Val Lys Gly Glu Asn Asp Lys Thr Asp Leu Asp Val lie Arg 

1 5 10 15 

Glu Asn His Arg Phe Leu Trp Asn Glu Glu Asp Glu Met Asp Met Thr 

20 25 30 

Trp Glu Lys Arg Leu Ala Lys Lys Tyr Tyr Asp Lys Leu Phe . Lys Glu 

35 40 45 

Tyr Cys lie Ala Asp Leu Ser Lys Tyr Lys Glu Asn Lys Phe Gly Phe 

50 55 60 

Arg Trp Arg Val Glu Lys Glu Val He Ser Gly Lys Gly Gin Phe Phe 
65 70 75 80 

Cys Gly Asn Lys Tyr Cys Asp Lys Lys Glu Gly Leu Lys Ser Trp Glu 



2258 



WO 00/58473 



PCT/US00/08621 









85 


90 








95 




Val Asn 


Phe 


Gly 


Tyr He 


Glu His Gly Glu Lys 


Arg 


Asn 


Ala 


Leu 


val 






100 




10S 






110 






Lys Leu 


Arg 


Leu 


Cys Gin 


Glu Cys Ser lie Lys 


Leu 


Asn 


Phe 


His 


His 




115 






120 




125 








Arg Arg 


Lys 


Glu 


lie Lys 


Ser Lys Lys Arg Lys 


Asp 


Lys 


Thr 


Lys 


Lys 


130 








13S 


140 










Asp Cys 


Glu 


Glu 


Ser Ser 


His Lys Lys Ser Arg 


Leu 


Ser 


Ser 


Ala 


Glu 


145 






150 


155 










160 


Glu Ala 


Ser 


Lys 


Lys Lys 


Asp Lys Gly His Ser 


Ser 


Ser 


Lys 


Lys 


Ser 








165 


170 








17S 




Glu Asp 


Ser 


Leu 


Leu Arg 


Asn Ser Asp Glu Glu 


Glu 


Ser 


Ala 


Ser 


Glu 






180 




185 






190 






Ser Glu 


Leu 


Trp 


Lys Gly 


Pro Leu Pro Glu Thr 


Asp 


Glu 


Lys 


Ser 


Gin 




195 






200 




205 








Glu Glu 


Glu 


Phe 


Asp Glu 


Tyr Phe Gin Asp Leu 


Phe 


Leu 








210 








215 


220 











<210> 3035 

<211> 878 

<212> DNA 

<213> Homo sapiens 

<400> 3035 

ctcgaggaag atggcctcag accacaggat acctataatt cagaaacaaa gaacaaagat 
60 

ttgcactcca gcctctggtt ccggaaaggt gcccagccta cagattctaa cccgggacgt 
120 

cctcagacca cgacaggggc ctcccacaca cggctcgcag aacctgtgca aggagaacca 
180 

caaaggatga gcactctggc ccacccaaaa ccatggcagc cctgagggca cagactggac 
240 

accctgcaga gtctcactct gtcattcagg gtggagtgca atggcgcaat ctcagctcac 
300 

tgcaacctcc cactcccggg ctcaagcaat tctcctgacc cacactcagg cccagctcct 
360 

tcccagactg tcatcctctt tctagaagga aacagggacc ctgggggtcg gggatggccc 
420 

tgagctccct gctgtgcccc acacctggcg ggtctttgcc cacatgtgcc tagagtctgc 

480 

atgccctgcc ccatggctac ccgctgctgc ctgcaaggtt ccagagtcac gtccccagtg 
540 

agtctctgac ccggcggcca gcacaccagt gtgaatcacg tgtgtcccca gtgagtctct 
600 

gacccggcgg ccagcgcacc agtgtgaatc acatgcgtcc ccagtgagtc tctgacccgg 
660 

cgaccagagc accagtgtga atcacatgcg tccccggtga gtctctgcag ggtgtccagt 
720 

ctgtgccctc agggctgcca tggttttggg tgggccagag tgctcatcct ttgtggttct 
780 

ccttgcacaa gttctgcgag ccacgtgtgg gaggcccctg tcgtggtctg aggacgtccc 
840 

gggttagaat ctgtaggctg ggcacctttc gggaaccg 
878 
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<210> 3036 

<211> 65 

<212> PRT 

<213> Homo sapiens 

<400> 3036 

Gly His Arg Leu Asp Thr Leu Gin Ser Leu Thr Leu Ser Phe Arg Val 

15 10 15 

Glu Cys Asn Gly Ala lie Ser Ala His Cys Asn Leu Pro Leu Pro Gly 

20 25 30 

Ser Ser Asn Ser Pro Asp Pro His Ser Gly Pro Ala Pro Ser Gin Thr 

35 40 45 

Val He Leu Phe Leu Glu Gly Asn Arg Asp Pro Gly Gly Arg Gly Trp 
50 55 60 

Pro 
65 

<210> 3037 

<211> 3538 

<212> DNA 

<213> Homo sapiens 

<400> 3037 

nntctagaaa ttaatgatga caccttagaa ttagagggtg gagatgaagc tgaagatctt 
60 

acaaagaaac ttcttgatga acaagaacaa gaagatgagg aagccagcac tggatctcat 
120 

ctcaagctca tagtagatgc tttcctacag cagttaccca actgtgtcaa ccgagatctg 
180 

atagacaagg cagcaatgga tttttgcatg aacatgaaca caaaagcaaa caggaagaag 
240 

ttggtacggg cactcttcat agttcctaga caaaggttgg atttgctacc attttatgca 
300 

agattggttg ctacattgca tccctgcatg tctgatgtag cagaggatct ttgttccatg 
360 

ctgagggggg atttcagatt tcatgtacgg aaaaaggacc agatcaatat tgaaacaaag 
420 

aataaaactg ttcgttttat aggagaacta actaagttta agatgttcac caaaaatgac 
480 

acactgcatt gtttaaagat gcttctgtca gacttctctc atcaccatat tgaaatggca 
540 

tgcaccctgc tggagacatg tggacggtct cttttcagat ctccagaatc tcacctgagg 
600 

accagtgtac ttttggagca aatgatgaga aagaagcaag caatgcatct tgatgcgaga 
660 

tacgccacaa tggtagagaa tgcatattac tactgcaacc cacctccagc tgaaaaaacc 
720 

gtgaaaaaga aacgtcctcc tctccaggaa tatgtccgga aactttcgta caaggatctc 
780 

tctaaggtta ccaccgagaa ggttttgaga cagatgcgaa agctgccctg gcaggaccaa 
840 

gaagtgaaag actatgttat ttgttgtatg ataaacatct ggaatgtgaa atataatagt 
900 



2260 



WO 00/58473 



PCT/US00/08621 



attcattgtg tagccaacct cttagcagga ctagtgctct accaagagga tgttgggatc 
960 

cacgttgtgg atggagtgtt agaagatatt cgattaggaa tggaggttaa tcaacctaaa 
1020 

tttaatcaga ggcgcatcag cagtgccaag ttcttaggag aactttacaa ttaccgaatg 
1080 

gtggaatcag ctgttatttt cagaactctg tattctttta cctcatttgg tgttaaccct 
1140 

gatggctctc caagttccct ggacccacct gagcatcttt tcagaattag actcgtatgc 
1200 

actattctgg acacatgtgg ccagtacttt gacagaggtt ccagtaaacg aaaacttgat 
1260 

tgtttccttg tatattttca gcgttatgtt tggtggaaga aaagtttgga ggtttggaca 
1320 

aaagaccatc catttcctat tgatatagat tacatgatca gtgatacact agaactgcta 
1380 

agaccaaaga tcaaactctg taattctctg gaagaatcca tcaggcaggt acaagacttg 
1440 

gaacgagaat tcttaataaa actaggccta gtaaatgaca aagactcaaa agattttatg 
1500 

acagaaggag aaaatcttga agaggatgaa gaagaagaag aaggtggggc tgaaacagaa 
1560 

gaacaatctg gaaatgaaag tgaagtaaat gagccagaag aagaggaggg ttctgataat 
1620 

gatgatgatg agggagaaga agaggaggaa gagaatacag attaccttac agattccaat 
1680 

aaggaaaatg aaaccgatga agagaatact gaggtaatga ttaaaggcgg tggacttaag 
1740 

catgtacctt gtgtagaaga tgaggacttc attcaagctc tggataaaat gatgctagaa 
1800 

aatctacagc aacgaagtgg tgaatctgtt aaagtgcacc aactagatgt tgccattcct 
1860 

ttgcatctca aaagccagct gaggaaaggg cccccactgg gaggtgggga aggagaggct 
1920 

gagtctgcag acacaatgcc gtttgtcatg ttaacaagaa aaggcaataa acagcagttt 
1980 

aagatcctta atgtacccat gtcctctcaa cttgctgcaa atcactggaa ccagcaacag 
2040 

gcagaacaag aagagaggat gagaatgaaa aagctcacac tagatatcaa tgaacggcaa 
2100 

gaacaagaag attatcaaga aatgttgcag tctcttgcac agcgcccagc tccagcaaac 
2160 

accaatcgtg agaggcggcc tcgctaccaa catccgaagg gagcacctaa tgcagatcta 
2220 

atctttaaga ctggtgggag gagacgttga tccagcagca cgtgtcattt cattaggtcc 
2280 

tgtatctgat gttgtggtta gtggagtcct ccagcaattg aatgagagca gtggacacat 
2340 

ctcagcaggt cggtctagag agttgcgaat ctaaacctgg gacaggctgg ggccaggagg 
2400 

cagaaacacc agcctctgcc aacaccggaa caagccgacg cttccagaca aggcggaaaa 
2460 

ggccttctgt aatggaaatc tcgcgagggt taatcttctc ttgagaatgg cagtcaagaa 
2520 
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atgagatggt tcacttgact actgagcagt cacaccaagg agagcgcgaa ggggatgatt 
2S80 

gagccagaga agaaacgggt tgtgatggta acggtgtggg ggaaatgaac ttgagcttta 
2640 

aacttgattt gagtttcatt gtctctgaat tgaacatccc acgttggaag aagatacatt 
2700 

tgggggctcc aggactacag tagaaaagta tagagcaagc aggaaaatct tctagtaaaa 
2760 

cttacatgca ggacaacaaa atgatgaaag atatccaaat accagataat ccaccaggaa 
2820 

ggcttttgtt taggaatttg tttcaagagg aacaagggat gagggagaaa aatccgtttt 
2880 

atccatcaga gtcagtgcca taaaattgcc tattaaggta aaagaaaaat gtggagacta 
2940 

ttttactata cagagagcat taattcagat ggcttagaaa agtgatacca gcccaagaac 
3000 

agggatctag gtgagcccat tgtaagtatc attgaaaaca aaacatgccc gtcaacatgt 
3060 

cacagaaaac gaacgaagga caacaagaag tggatgagaa tattttgttg accttcatgg 
3120 

gtttacagcc tctgtctcta aacaaagtat ggaaacaagt agagctttta ttttgctttt 
3160 

gtttttgttt tgtttttttt tgttttcccc cactaaatag aaatgagggt ccttagtctg 
3240 

tttctgacaa tctgttaatt tcttaggaca gctgtctttg gtttgctttc cagcaggcgt 
3300 

agtatattta gtcggagagc acatctgtat gcgacaactt gattacatct ttttttctag 
3360 

ctattttgca ttttttcttt taccatgttt cagtttctgc atgtagattt aaataaaaaa 
3420 

caaaacttgt aaagttgtaa catttcacat ggaaatgctg cccaatcttc accagcttca 
3480 

gaaatctgac ctttgccgat gctgcaacaa agtgttgtaa tttaaaaaaa aaaaaaaa 
3538 

<210> 3038 
<211> 697 
<212> PRT 

<213> Homo sapiens 



<:400> 3038 



Pro Asn 


Cys 


Val 


Asn 


Arg 


Asp Leu 


He 


Asp 


Lys Ala 


Ala 


Met 


Asp 


Phe 


1 






5 








10 










15 




Cys Met 


Asn 


Met 


Asn 


Thr 


Lys Ala 


Asn 


Arg 


Lys 


Lys 


Leu 


Val 


Arg 


Ala 






20 








25 










30 






Leu Phe 


He 


Val 


Pro 


Arg 


Gin Arg 


Leu 


Asp 


Leu 


Leu 


Pro 


Phe 


Tyr 


Ala 




35 








40 










45 








Arg Leu 


Val 


Ala 


Thr 


Leu 


His Pro 


Cys 


Met 


Ser 


Asp 


Val 


Ala 


Glu 


Asp 


50 










55 








60 










Leu Cys 


Ser 


Met 


Leu 


Arg 


Gly Asp 


Phe 


Arg 


Phe 


His 


Val 


Arg 


Lys 


Lys 


65 








70 








75 










80 


Asp Gin 


lie 


Asn 


He 


Glu 


Thr Lys 


Asn 


Lys 


Thr 


Val 


Arg 


Phe 


He 


Gly 








85 








90 










95 




Glu Leu 


Thr 


Lys 


Phe 


Lys 


Met Phe 


Thr 


Lys 


Asn 


Asp 


Thr 


Leu 


His 


Cys 
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100 105 HO 

Leu Lys Met Leu Leu Ser Asp Phe Ser His His His lie Glu Met Ala 

115 120 125 

Cys Thr Leu Leu Glu Thr Cys Gly Arg Phe Leu Phe Arg Ser Pro Glu 

130 135 140 

Ser His Leu Arg Thr Ser Val Leu Leu Glu Gin Met Met Arg Lys Lys 
145 150 155 160 

Gin Ala Met His Leu Asp Ala Arg Tyr Val Thr Met Val Glu Asn Ala 

165 170 175 

Tyr Tyr Tyr Cys Asn Pro Pro Pro Ala Glu Lys Thr Val Lys Lys Lys 

180 185 190 

Arg Pro Pro Leu Gin Glu Tyr Val Arg Lys Leu Leu Tyr Lys Asp Leu 

195 200 205 

Ser Lys Val Thr Thr Glu Lys Val Leu Arg Gin Met Arg Lys Leu Pro 

210 215 220 

Trp Gin Asp Gin Glu Val Lys Asp Tyr Val lie Cys Cys Met lie Asn 
225 230 235 240 

lie Trp Asn Val Lys Tyr Asn Ser lie His Cys Val Ala Asn Leu Leu 

245 250 255 

Ala Gly Leu Val Leu Tyr Gin Glu Asp Val Gly He His Val Val Asp 

260 265 270 

Gly Val Leu Glu Asp He Arg Leu Gly Met Glu Val Asn Gin Pro Lys 

275 280 285 

Phe Asn Gin Arg Arg He Ser Ser Ala Lys Phe Leu Gly Glu Leu Tyr 

290 295 300 

Asn Tyr Arg Met Val Glu Ser Ala Val He Phe Arg Thr Leu Tyr Ser 
305 310 315 320 

Phe Thr Ser Phe Gly Val Asn Pro Asp Gly Ser Pro Ser Ser Leu Asp 

32S 330 335 

Pro Pro Glu His Leu Phe Arg He Arg Leu Val Cys Thr He Leu Asp 

340 345 3S0 

Thr Cys Gly Gin Tyr Phe Asp Arg Gly Ser Ser Lys Arg Lys Leu Asp 

355 360 365 

Cys Phe Leu Val Tyr Phe Gin Arg Tyr Val Trp Trp Lys Lys Ser Leu 

370 375 380 

Glu Val Trp Thr Lys Asp His Pro Phe Pro He Asp He Asp Tyr Met 
385 390 395 400 

He Ser Asp Thr Leu Glu Leu Leu Arg Pro Lys He Lys Leu Cys Asn 

405 410 415 

Ser Leu Glu Glu Ser He Arg Gin Val Gin Asp Leu Glu Arg Glu Phe 

420 425 430 

Leu He Lys Leu Gly Leu Val Asn Asp Lys Asp Ser Lys Asp Phe Met 

435 440 445 

Thr Glu Gly Glu Asn Leu Glu Glu Asp Glu Glu Glu Glu Glu Gly Gly 

450 455 460 

Ala Glu Thr Glu Glu Gin Ser Gly Asn Glu Ser Glu Val Asn Glu Pro 
465 470 475 480 

Glu Glu Glu Glu Gly Ser Asp Asn Asp Asp Asp Glu Gly Glu Glu Glu 

485 490 495 

Glu Glu Glu Asn Thr Asp Tyr Leu Thr Asp Ser Asn Lys Glu Asn Glu 

500 505 510 

Thr Asp Glu Glu Asn Thr Glu Val Met He Lys Gly Gly Gly Leu Lys 

515 520 525 

His Val Pro Cys Val Glu Asp Glu Asp Phe lie Gin Ala Leu Asp Lys 
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530 




535 








540 










Met 


Met 


Leu Glu Asn 


Leu Gin 


Gin 


Arg 


Ser 


Gly Glu 


Ser 


Val 


Lys 


Val 


545 






550 








555 








560 


His 


Gin 


Leu Asp Val 


Ala He 


Pro 


Leu 


His 


Leu Lys 


Ser 


Gin 


Leu 


Arg 






565 








S70 








575 




Lys Gly 


Pro Pro Leu 


Gly Gly 


Gly 


Glu 


Gly 


Glu Ala 


Glu 


Ser 


Ala 


Asp 






580 






585 








590 






Thr 


Met 


Pro Phe Val 


Met Leu 


Thr 


Arg 


Lys 


Gly Asn 


Lys 


Gin 


Gin 


Phe 






595 




600 








605 








Lys 


He 


Leu Asn Val 


Pro Met 


Ser 


Ser 


Gin 


Leu Ala 


Ala 


Asn 


His 


Trp 


610 




615 








620 










Asn 


Gin 


Gin Gin Ala 


Glu Gin 


Glu 


Glu 


Arg 


Met Arg 


Met 


Lys 


Lys 


Leu 


625 






630 








635 








640 


Thr 


Leu 


Asp He Asn 


Glu Arg 


Gin 


Glu 


Gin 


Glu Asp 


Tyr 


Gin 


Glu 


Met 






645 








650 








655 




Leu 


Gin 


Ser Leu Ala 


Gin Arg 


Pro 


Ala 


Pro 


Ala Asn 


Thr 


Asn 


Arg 


Glu 






660 






665 








670 






Arg Arg 


Pro Arg Tyr 


Gin His 


Pro 


Lys 


Gly 


Ala Pro 


Asn 


Ala 


Asp 


Leu 






675 




680 








685 








lie 


Phe 


Lys Thr Gly 


Gly Arg 


Arg 


Arg 















690 695 



<210> 3039 

<211> 1836 

<212> DNA 

<213> Homo sapiens 



<400> 3039 

nnttttttat gtggacttct tttaaacatt tattaaaaaa gcaaaatgta tgttcatctc 
60 

aaatctaaca gttaaaaaat ggtaaagcaa tacaaacaat gtgttactag cagcatccag 
120 

tcgttagaat ctctcaccct gcttctcggt ctgatctgtg caagctcagt ctcttctgag 
180 

cctgcagcta cctccatccc tcatcgtagt gcaggccaaa ccaaatttta taaaattaac 
240 

aatttaaggt taaataagct taaataaggg tgttaaatac aagacacttc atcaaagctt 
300 

ctgtacaaag ataaacaaat ctggcattgt acaagtggtt ccgctggctc acagcacaca 
360 

gggaagttct agtgagtaag cagattcact ctcatttctt tccagcagag caactataca 
420 

aaagtgaact aagagttgaa gtgactactg accactcggt gagccattta caaggcatat 
480 

gtatcttttt tttgttttta atcagaacac tgttaatatt caggcaccat ttgttcctgc 
540 

aaataaataa gtctctaagg taactgcatc tgaactagtg ttaaacacaa cagtgctttt 
600 

tttttttttt aatcccccca caaagctttt ccaactatgt actatgcctc ctttcttatt 
660 

gctatggtaa tgtggctgtg gaaataaaac tactgtacat ccaaaaaaat agagcacctt 
720 

taacattaaa gtatatgtct gattatttgt tctcatgttt attttacaat actaaagccc 
780 
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aaactatggt aaattgcttt acatctctac caggtcacct gatatacagg aaataaaact 
840 

caactatctt ccctcttgag gtaagcccaa gccagagcac tgtttcagca gagtctaaaa 
900 

gaaaaaggtc tcaactgtcg ccagggttta cattcatctt cacaccagga gttacattca 
960 

ttcatcttca catcggcgct gctctctgcc gtggttaccg agaaagagtc gaggctccct 
1020 

atcctgctgt ggtgaatggt gctacacaga atggaacagc aaaaacatct acgattggtt 
1080 

gaaagcacac agaaaaacca catgtttgtg acttcaaagg gacaaggggc atttcccagt 
1140 

ggtcccttga tgaggtgcgg attggctaag attttttgtc gatggtggtg aaaaaccatt 
1200 

ctgtgaattt ccgcagctga gctgtcgcgg tctgggactc ctcctgcagc ctcatgttgt 
1260 

cctgtctcag gtgctgcact tctgcttgga gaacggcctt gtcttgtttt tccttccgaa 
1320 

ggtcggtctg gagttgtcga agaattaatt ccagctgatt gactttcccg gtcagtggtg 
1380 

atggagaacg ctccccagtt gtgtccatga actctttgcc actgcctgga tctacacata 
1440 

agggcagctc tgatgcccct cccggacaca gccacagggt tagattggac ccacctcgtg 
1500 

gatgctgcac gggcatttga agaccagagg gtggcatcct tctgcaccct gacagatatg 
1560 

cagcatgggc aggacctgga aggggcccaa gagctgccct tatgtgtaga tccaggcagt 
1620 

ggcaaagagt tcatggacac aactggggag cgttctccat caccactgac. cgggaaagtc 
1680 

aatcagctgg aattaattct tcgacaactc cagaccgacc ttcggaagga aaaacaagac 
1740 

aaggccggtc tccaagcaga agtgcagcac ctgagacagg acaacatgag gctgcaggaa 
1800 

gagtcccaga ccgcgacagc tcagctgcgg aaattg 
1836 

<210> 3040 
<211> 142 
<212> PRT 

<213> Homo sapiens 
<400> 3040 

Thr Leu Cys His Cys Leu Asp Leu His lie Arg Ala Ala Leu 

15 10 
Leu Pro Asp Thr Ala Thr Gly Leu Asp Trp.Thr His Leu Val 

20 25 30 

Ala Arg Ala Phe Glu Asp Gin Arg Val Ala Ser Phe Cys Thr 

35 40 45 

Asp Met Gin His Gly Gin Asp Leu Glu Gly Ala Gin Glu Leu 

50 55 60 

Cys Val Asp Pro Gly Ser Gly Lys Glu Phe Met Asp Thr Thr 
65 70 75 

Arg Ser Pro Ser Pro Leu Thr Gly Lys Val Asn Gin Leu Glu 



Met Pro 
15 

Asp Ala 

Leu Thr 

Pro Leu 

Gly Glu 

80 
Leu lie 
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85 

Leu Arg Gin Leu Gin Thr Asp Leu 
100 

Gly Leu Gin Ala Glu Val Gin His 
115 120 
Gin Glu Glu Ser Gin Thr Ala Thr 
130 135 



90 95 
Arg Lys Glu Lys Gin Asp Lys Ala 
105 HO 
Leu Arg Gin Asp Asn Met Arg Leu 
125 

Ala Gin Leu Arg Lys Leu 
140 



<210> 3041 

<21X> 1512 

<212> DNA 

<213> Homo sapiens 

<400> 3041 

ncacgaggag ccagagtctg tcaggcgggt cggtgaaggg cgcggggccg ggcacggcgt 
60 

cgggagtgcg cggcagggac cggccaggcg ggctgcaggc acctcagagc ccgggacacc 
120 

ccctcaacgt ccgcaggcgc gatgaaggca ctgatcttag tggggggcta tgggacgcgg 
180 

ctacggccgc tgacgctgag caccccgaag ccactggtgg acttctgcaa taagcccatc 
240 

ttgctgcacc aagtggaggc gctagccgcg gcaggcgtgg accacgtgat cctggccgtg 
300 

agctacatgt cgcaggtgct ggagaaggaa atgaaggcac aggagcagag gctgggaatc 
360 

cgaatctcca tgtcccatga agaggagcct ttggggacag ctgggcccct ggcgctggcc 
420 

cgtgacctac tctctgagac tgcagaccct ttcttcgtcc tcaacagtga cgtgatctgc 
480 

gatttcccct tccaagccat ggtgcagttc caccggcacc atggccagga gggctccatc 
540 

ctggtgacca aggtggagga accctccaag tacggtgcgg cggtgtgtga ggctgacaca 
600 

ggccgcattc accggttcgt ggagaagcca caggtgtttg tgtccaataa gatcaacgca 
660 

ggcatgtaca tcctgagccc tgcagtgctg cggcgcatcc agctgcagcc tacgtccatt 
720 

gagaaggagg tcttccccat tatggccaag gaggggcagc tatatgccat ggagttacag 
780 

ggcttctgga tggacattgg gcagcccaag gacttcctca ctggcatgtg cctcttcctg 
640 

cagtcactga ggcagaagca gcctgagcgg ctgtgctcag gccctggcat tgtgggcaac 
900 

gtgctggtgg acccaagtgc ccgcatcggc cagaactgca gcattggccc caatgtgagc 
960 

ctgggacctg gcgtggtggt cgaagatggt gtgtgtatcc ggcggtgcac ggtgctgcgg 
1020 

gatgcccgga tccgttccca ttcctggctt gagtcctgca Ctgtgggctg gcgctgccgc 
1080 

gtgggtcagt gggtacgcat ggagaacgtg acagtgctgg gtgaggacgt cacagttaat 
1140 

gatgagctct acctcaacgg agccagcgtg ctgccccaca agtccattgg cgagtcagtg 
1200 



2266 



WO 00/58473 



PCT/US00/08621 



ccagagcctc gtatcatcat gtgaggggat gcagtggggc tggccgagcc ccggttttcc 
1260 

caccagcaag gggagtgctg gcctgacaca tcagaagacc ctggacttgt cattatttgt 
1320 

ctggggggca ctgggtgaag ctgaagctgt tggacacctg ccttctcatg tggacatcat 
1380 

ctggcaggat ccctgctggg cacaccccac aaaccccact ccctcaagaa gggccagggc 

1440 

cagggctgta cggaataata atttaatgct cactgtgaaa aaaaaaaaaa aaaaaaaaaa 
1500 

aaaaaaaaaa aa 
1512 

<210> 3042 
<211> 360 
<212> PRT 

<213> Homo sapiens 



<400> 3042 



Met Lys 


Ala 


Leu 


He 


Leu 


Val 


Gly 


Gly 


Tyr 


Gly 


Thr 


Arg 


Leu 


Arg 


Pro 


1 






5 










10 










15 




Leu Thr 


Leu 


Ser 


Thr 


Pro 


Lys 


Pro 


Leu 


Val 


Asp 


Phe 


Cys 


Asn 


Lys 


Pro 






20 










25 










30 






He Leu 


Leu 


His 


Gin 


val 


Glu 


Ala 


Leu 


Ala 


Ala 


Ala 


Gly 


Val 


Asp 


His 




35 










40 










45 








val He 


Leu 


Ala 


val 


Ser 


Tyr 


Met 


Ser 


Gin 


Val 


Leu 


Glu 


Lys 


Glu 


Met 


50 










55 










60 










Lys Ala 


Gin 


Glu 


Gin 


Arg 


Leu 


Gly 


He 


Arg, 


He 


Ser 


Met 


Ser 


His 


Glu 


65 








70 










75 










80 


Glu Glu 


Pro 


Leu 


Gly 


Thr 


Ala 


Gly 


Pro 


Leu 


Ala 


Leu 


Ala 


Arg 


Asp 


Leu 








85 










90 










95 




Leu Ser 


Glu 


Thr 


Ala 


Asp 


Pro 


Phe 


Phe 


Val 


Leu 


Asn 


Ser 


Asp 


Val 


He 






100 










105 










110 






Cys Asp 


Phe 


Pro 


Phe 


Gin 


Ala 


Met 


Val 


Gin 


Phe 


His 


Arg 


His 


His 


Gly 




115 










120 










125 








Gin Glu 


Gly 


Ser 


He 


Leu 


Val 


Thr 


Lys 


Val 


Glu 


Glu 


Pro 


Ser 


Lys 


Tyr 


130 










135 










140 










Gly Val 


Val 


Val 


Cys 


Glu 


Ala 


Asp 


Thr 


Gly 


Arg 


He 


His 


Arg 


Phe 


Val 


145 








150 










155 










160 


Glu Lys 


Pro 


Gin 


Val 


Phe 


Val 


Ser 


Asn 


Lys 


He 


Asn 


Ala 


Gly 


Met 


Tyr 








165 










170 










175 




He Leu 


Ser 


Pro 


Ala 


Val 


Leu 


Arg 


Arg 


He 


Gin 


Leu 


Gin 


Pro 


Thr 


Ser 






180 










185 










190 






He Glu 


Lys 


Glu 


val 


Phe 


Pro 


He 


Met 


Ala 


Lys 


Glu 


Gly 


Gin 


Leu 


Tyr 




195 










200 










205 








Ala Met 


Glu 


Leu 


Gin 


Gly 


Phe 


Trp 


Met 


Asp 


He 


Gly 


Gin 


Pro 


Lys 


Asp 


210 










215 










220 










Phe Leu 


Thr 


Gly 


Met 


Cys 


Leu 


Phe 


Leu 


Gin 


Ser 


Leu 


Arg 


Gin 


Lys 


Gin 


225 








230 










235 










240 


Pro Glu 


Arg 


Leu 


Cys 


Ser 


Gly 


Pro 


Gly 


He 


Val 


Gly 


Asn 


Val 


Leu 


Val 








245 










250 










255 




Asp Pro 


Ser 


Ala 


Arg 


He 


Gly 


Gin 


Asn 


Cys 


Ser 


He 


Gly 


Pro 


Asn 


Val 






260 










265 










270 






Ser Leu 


Gly 


Pro 


Gly 


Val 


Val 


Val 


Glu 


Asp 


Gly 


Val 


Cys 


He 


Arg 


Arg 
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275 280 28S 

Cys Thr Val Leu Arg Asp Ala Arg lie Arg Ser His Ser Trp Leu Glu 

290 295 300 

Ser Cys He Val Gly Trp Arg Cys Arg Val Gly Gin Trp Val Arg Met 
305 310 315 320 

Glu Asn Val Thr Val Leu Gly Glu Asp Val He Val Asn Asp Glu Leu 

325 330 335 

Tyr Leu Asn Gly Ala Ser Val Leu Pro His Lys Ser He Gly Glu Ser 

340 345 350 

Val Pro Glu Pro Arg He He Met 
3S5 360 

<210> 3043 

<211> 394 

<212> DNA 

<213> Homo sapiens 

<400> 3043 

agatctcctt ggatctggag gccctggctt tcagccagag gcagggggag aaagatgatg 
60 

tctcatgatg ccagcgcttc ctcttcactg gcgtctgacc caggagcagt ccagaatcag 
120 

cttctctgac ctcactccaa ctcacgtgtc tttgacactt taagggactt cctgttttag 
180 

ggtcttctgg ctgggtgtca ttgaatgggc agtgattctc taactttaga ctgatgttcc 
240 

ccagcctttg tttggggact cggaggcaga gtagacagtt acccttaccc ctgggttggg 
300 

gagggtcata ttcctggtat ccccaggagg tcaacagggg cttcattttt ctgagggact 
360 

agagggtctt gtggagctcc tgggacagag atct 
394 

<210> 3044 

<211> 115 

<212> PRT 

<213> Homo sapiens 



<400> 3044 






















Met 


Lys 


Pro 


Leu 


Leu 


Thr 


Ser Trp 


Gly 


Tyr Gin Glu 


Tyr Asp 


Pro 


Pro 


l 






5 








10 






15 




Gin 


Pro 


Arg 


Gly 


Lys 


Gly 


Asn Cys 


Leu 


Leu Cys Leu 


Arg 


val 


Pro 


Lys 








20 








25 






30 






Gin 


Arg 


Leu 


Gly 


Asn 


He 


Ser Leu 


Lys 


Leu Glu Asn 


His 


Cys 


Pro 


Phe 






35 








40 






45 








Asn 


Asp 


Thr 


Gin 


Pro 


Glu 


Asp Pro 


Lys 


Thr Gly Ser 


Pro 


Leu 


Lys 


Cys 




50 










55 




60 










Gin 


Arg 


His 


Val 


Ser 


Trp 


Ser Glu 


Val 


Arg Glu Ala 


Asp 


Ser 


Gly 


Leu 


65 










70 






75 








80 


Leu 


Leu 


Gly 


Gin 


Thr 


Pro 


Val Lys 


Arg 


Lys Arg Trp 


His 


His 


Glu 


Thr 










85 








90 






95 




Ser 


Ser 


Phe 


Ser 


Pro 


Cys 


Leu Trp 


Leu 


Lys Ala Arg 


Ala 


Ser 


Arg 


Ser 








100 








105 






110 






Lys 


Glu 


He 
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115 

<210> 3045 

<211> 605 

<212> DNA 

<213> Homo sapiens 

<400> 3045 

nnggatcctt gtcgtagtct tgcaggagaa aattgctgcc tttgatagct gtactttcac 
60 

gaagaaattc tttgttacaa gctgctatcc atgtccaggg ccaaacatga atcctattgc 
120 

tcttgggagc cgctggcttg cttatgcaga aaacaagttg attcgatgtc accagtcccg 
1B0 

tggtggagcc tgtggagaca acattcagtc ttatactgcc acagtcatta gtgctgctaa 
240 

aacattgaaa agtggcctga caatggtagg gaaagtggtg actcagctga caggcacact 
300 

gccttcaggt gtgacagaag atgatgttgc catccacagt aattcacggc ggagtccttt 
360 

ggtcccaggc atcatcacag ttattgacac cgaaaccgtg gagagggcca ggtgtttgtg 
420 

agtgaggatc ttgacagtga tggcattgtg gcccacttcc ctgcccatga gaagccagtg 
480 

tgctgcatgg cttttaatac aagtggaatg cttctagtca caacagacac ccttggccat 
540 

gactttcatg tcttccaaat tctgactcat ccttggtcct catctacgga gagacgacaa 

600 

cgcgt 

60S 

<210> 3046 

<211> 72 

<212> PRT 

<213> Homo sapiens 

<400> 3046 

His Arg Asn Arg Gly Glu Gly Gin Val Phe Val Ser Glu Asp Leu Asp 

15 10 15 

Ser Asp Gly He Val Ala His Phe Pro Ala His Glu Lys Pro Val Cys 

20 25 30 

Cys Met Ala Phe Asn Thr Ser Gly Met Leu Leu Val Thr Thr Asp Thr 

35 40 45 

Leu Gly His Asp Phe His Val Phe Gin He Leu Thr His Pro Trp Ser 

50 55 60 

Ser Ser Thr Glu Arg Arg Gin Arg 
65 70 

<210> 3047 

<211> 391 

<212> DNA 

<213> Homo sapiens 

<400> 3047 
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attttggagg agaggaagaa tgaaatgacc caagtcatta cccgaaccca agaggagaaa 
60 

ctggaacatg tccgtgctct gatcaaaaag tattctgatc atttggagaa cgtctcaaag 
120 

ttggttgagt caggaattca gtttatggat gagccagaaa tggcagtgtt tctgcagaat 
180 

gccaaaaccc tgctaaaaaa aatctcggaa gcatcaaagg catttcagat ggagaaaata 
240 

gaacatggct atgagaacat gaaccacttc acagtcaacc tcaatagaga agaaaagata 
300 

atacgtgaaa. ttgactttta cagagaagat gaagatgaag aagaagaaga aggcggagaa 
360 

ggagaaaaag aagagaagga gaagtgggag a 
391 

<210> 3048 
<211> 122 
<212> PRT 

<213> Homo sapiens 
<400> 3048 

Met Thr Gin Val He Thr Arg Thr Gin Glu Glu Lys Leu Glu His Val 

15 10 15 

Arg Ala Leu lie Lys Lys Tyr Ser Asp His Leu Glu Asn Val Ser Lys 

20 25 30 

Leu Val Glu Ser Gly He Gin Phe Met Asp Glu Pro Glu Met Ala Val 

3S 40 45 

Phe Leu Gin Asn Ala Lys Thr Leu Leu Lys Lys He Ser Glu Ala Ser 

50 55 60 

Lys Ala Phe Gin Met Glu Lys He Glu His Gly Tyr Glu Asn Met Asn 
65 *70 75 80 

His Phe Thr Val Asn Leu Asn Arg Glu Glu Lys He He Arg Glu He 

85 90 9 5 

Asp Phe Tyr Arg Glu Asp Glu Asp Glu Glu Glu Glu Glu Gly Gly Glu 

100 105 HO 

Gly Glu Lys Glu Glu Lys Glu Lys Trp Glu 
115 120 

<210> 3049 
<211> 599 
<212> DNA 

<213> Homo sapiens 
<400> 3049 

ngttgtcctc ctcaccttca cccaaatctt taattcacgg agctgcatcc ccttctttgg 
60 

tttcagatgt tcctggttcg ccgggacagc agctcgaagc agctggtgct ctgtgtccac 
120 

tttccttctc tgaacgaaag ctcggccgag gtgctcgaat acaccattaa ggaagaaaag 
180 

tcgatattgt acctggaagg ctcggctctt gtgtttgagg acatcttcag attgattgcg 
240 

ttctactgtg tcagtagaga cttactgccc ctcacactgc ggctacccca ggccatcctt 
300 
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gaggccagca gcttcacgga ccttgagacc atcgccaacc tgggtccggg tttctgggac 
360 

tcctcgctga atcctccaca agaaagaggg aagccagcag agcccccaag agaccgggcc 
420 

cccggattcc ccctagtctc cagcctcagg cccacagccc atgacgcaaa ctgtgcctgt 
480 

gaaatcgagc tgtcggtagg aaatgaccgc ctgtggtttg tgaatcctat tttcatcgag 
540 

gactgcagca gcgccctgcc caccgaccag ccacctcttg gaaattgccc ttcacgcgt 
599 

<210> 3050 
<211> 177 
<212> PRT 

<213> Homo sapiens 



<400> 3050 



Met 


Phe 


Leu 


Val 


Arg 


Arg 


Asp 


Ser 


Ser 


Ser 


Lys 


Gin 


Leu 


Val 


Leu 


Cys 


l 








5 










10 










15 




Val 


His 


Phe 


Pro 
20 


Ser 


Leu 


Asn 


Glu 


Ser 
25 


Ser 


Ala 


Glu 


Val 


Leu 
30 


Glu 


Tyr 


Thr 


He 


Lys 
35 


Glu 


Glu 


Lys 


Ser 


He 
40 


Leu 


Tyr 


Leu 


Glu 


Gly 
45 


Ser 


Ala 


Leu 


Val 


Phe 
50 


Glu 


Asp 


He 


Phe 


Arg 
55 


Leu 


lie 


Ala 


Phe 


Tyr 
60 


Cys 


Val 


Ser 


Arg 


Asp 


Leu 


Leu 


Pro 


Phe 


Thr 


Leu 


Arg 


Leu 


Pro 


Gin 


Ala 


He 


Leu 


Glu 


Ala 


65 










70 










75 










80 


Ser 


Ser 


Phe 


Thr 


Asp 
85 


Leu 


Glu 


Thr 


He 


Ala 
90 


Asn 


Leu 


Gly 


Leu 


Gly 
95 


Phe 


Trp Asp 


Ser 


Ser 


Leu 


Asn 


Pro 


Pro 


Gin 


Glu 


Arg 


Gly 


Lys 


Pro 


Ala 


Glu 








100 










105 










110 






Pro 


Pro 


Arg 
IIS 


Asp 


Arg 


Ala 


Pro 


Gly 
120 


Phe 


Pro 


Leu 


Val 


Ser 
125 


Ser 


Leu 


Arg 


Pro 


Thr 
130 


Ala 


His 


Asp 


Ala 


Asn 
135 


Cys 


Ala 


Cys 


Glu 


He 
140 


Glu 


Leu 


Ser 


Val 


Gly Asn 


Asp 


Arg 


Leu 


Trp 


Phe 


val 


Asn 


Pro 


He 


Phe 


He 


Glu 


Asp 


Cys 


145 










150 










155 










160 


Ser 


Ser 


Ala 


Leu 


Pro 
165 


Thr 


Asp 


Gin 


Pro 


Pro 
170 


Leu 


Gly 


Asn 


Cys 


Pro 
175 


Ser 



Arg 



<210> 3051 
<211> 820 
<212> DNA 

<213> Homo sapiens 
<400> 3051 

nattcggcac gacggcatca agtctgggaa gaaacccacc cagagggctt cgctgatcat 
60 

agacgatgga aacattgcca gtgaagacag ctccctctca gacgcccttg ttcttgagga 
120 

tgaagactct caggttacca gcacaatatc ccccctacat tctcctcaca agggactccc 
180 
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tcctcggcca ccgtcgcaca acaggcctcc tcctccccag tccctggagg gactccgaca 
240 

gatgcactat caccgncaac gactatgaca agccacccat caagcccaaa atgtggagtg 
300 

agtcctcttt agatgaaccc tatgagaagg tcaagaagcg ctcctctcac agccattcca 
360 

gcagccacaa gcgcttcccc agcacaggaa gctgtgcgga agccggcgga ggaagcaact 
420 

ccttgcagaa cagccccatc cgcggcctcc cgcactggaa ctcccagtcc agcatgccgt 
480 

ccacgccaga cctgcgggtc cggagtcccc actacgtcca ttccacgagg tcggtggaca 
540 

tcagccccac ccgactgcac agcctcgcac tgcactttag gcaccggagc cccagcctgg 
600 

agtcccaggg caagctcctg ggctcggaaa acgacaccgg gagccccgac ttctacaccc 
660 

cgcggactcg tagcagcaac ggctcagacc ccatggacga ctgctcgtcg tgcaccagcc 
720 

actcgagctc ggagcactac tacccggcgc agatgaacgc caactactcc acgctggccg 
780 

aggactcgcc gtccaaggcg cggctgcatg gatattcgac 
820 



<210> 3052 

<211> 62 

<212> PRT 

<213> Homo sapiens 



<400> 3052 

Arg Leu Ser Gly Tyr Gin His Asn 

1 5 
Gly Thr Pro Ser Ser Ala Thr Val 
20 

Val Pro Gly Gly Thr Pro Thr Asp 

35 40 
Thr Ser His Pro Ser Ser Pro Lys 
50 55 



He Pro Pro Thr Phe Ser Ser Gin 

10 15 
Ala Gin Gin Ala Ser Ser Ser Pro 
25 30 
Ala Leu Ser Pro Xaa Thr Thr Met 
45 

Cys Gly Val Ser Pro Leu 
6 0 



<210> 3053 

<211> 2625 

<212> DNA 

<213> Homo sapiens 



<400> 3053 

agtggctgnt cagaacatac atctntcatg 
60 

gagcctccga catctaatga atgcttagaa 
120 

cagtttaaaa gatttagaga aactgtacca 
1B0 

gttcttgatg agctcttgca gtatttgggt 
240 

ggaatctcac ttaatactcc tgctccacaa 
300 



ctttcattgt ctcaccaaga gaagccagaa 
gatataaccg taaaagatgg actttctctc 
acttgggata caataagaga tgaagaagat 
gttactagtc ccgaatgctc acagagaact 
cctgtgtgca tttctgaaaa acaagaaaat 
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gatgttatta atgctatcct taagcaacac acagaagaaa aagaatttgt tgagaagcac 
360 

tttaatgact taaacatgaa agctgtggaa caagatgaac caatacctca aaaacctcag 
420 

tcagcatttt attattgcag attgcttctt agtatattgg gaatgaattc ctgggacaaa 
480 

cggaggagct ttcatctcct gaagaaaaat gaaaagctac ttagagaact taggaacttg 
540 

gattcaaggc agtgccgaga gacacacaag attgcagtat tttatgttgc tgaaggacaa 
600 

gaagacaaac actccattct caccaataca ggaggaagtc aagcatatga agattttgta 
660 

gctggtcttg gttgggaggt aaatcttaca aaccattgtg gttttatggg aggactacaa 
720 

aaaaacaaaa gcactggatt gaccactcca tattttgcta cctctacagc agaggtaata 
780 

tttcacgtgt caacaagaat gccttctgat tctgatgatt ctttgaccaa aaaattgaga 
840 

catttgggaa atgatgaagt gcacattgtt tggtcagagc atactagaga ctacaggaga 
900 

ggaattattc ccacagaact tggtgatgtc cttattgtaa tatatccaat gaaaaatcac 
960 

atgttcagta ttcagataat gaaaaaacca gaggttccct tctttggtcc cctttttgat 
1020 

ggtgctattg tgaatggaaa ggttctaccc attatggtta gagcaacagc tataaatgca 
1080 

agccgtgctc tgaaatctct gattccattg tatcaaaact tctatgagga gagagcacga 
1140 

tacctgcaaa caattgtcca gcaccactta gaaccaacaa catttgaaga ttttgcagca 
1200 

caggtttttt ctecagctcc ctaccaccat ttaccatctg atgccgatca tcaaatatca 
1260 

gttctgttta tctgaaggct cctacccaga gattctaccc agtgaaactc ccacagcaac 
1320 

gcaggtagat ggggctgacc tggcctctcc aatgtctcct cgaactagca aaagccgcat 
1380 

gtccatgaag ctgcgtcgtt cctctggctc agccaataaa tcctaaggag acaagcagcc 
1440 

cagcagtgat cagcagtagc caccttagca cgaacatagg gttaaccctt tcaggccttc 
1500 

atgtctgcca taacatgcat gtttcttcct gtacatttat ttgagaaaac actggattta 
1560 

aataatttta aataatttgt agcttaatat taaagattta agttatttat tgtttcattt 
1620 

tttttcccac aatccaagct gccatatttt gagggcaggg ggagttttat tctacaccct 
1680 

ttaccttcct agataattat gtctaagtag ttttatctct aatttcatgg ttaactgtga 
1740 

gccaaaatac aattggacaa ttagtctcat tatttattgt gccccattgc aactttatgg 
1800 

ttcaataaat atataatttt ttacaaatgt aaaattttac atttaagcat ttgtaaagtt 
1860 

acagcaaaag atgtacctgt taatacacag aatgtgtaca gattatttgt tatgacaata 
1920 
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aaacactcaa aataaatggt ctttagcatc tcaaattcca actgaaacca ttttagtatt 

aactcttctt cccaaagcaa tgtctcattt cttggctgtg caggtgatgc catgttatat 

ccaataacta gaaaaatcac tgtgctgaac ttttatgttt agcttccaag tatttttcta 

atgttttgca tttcaagtgg tatcactgtt aaatgccatt tgttttcaga ttgtggcctt 

ttattattgg ctgctagatc ctggtgtttc tatgttcttt tttaagcacc aaaaagaaga 

tggggaagaa aagaaggaaa attttctgat ataaatatgt tgttcaaatt atgagtatta 
2280 

tttaaaaaag aaaaaggaac ataacccagg agtctaagtt aaatctaata ttgttaatac 

tgaacttgca ggtccaggtt ggtatacatt ccaccctcta gaagtatttt cttacagtag 

2400 t „„„ 

ataagctgct cacattttgt tttgaatggg catctcctga ggaaatgtag catgacattg 

2460 

gtactaactg catgtgtaaa tacatcatac tggcaaaccg taaaatataa attatgtatc 
2520 

atcattcatg tagtatctat aatttgtaac agtggggggg aaagatgaca tggtatttaa 
2580 

taatacaata aaaatattct tatcacttcc taaaaaaaaa aaaaa 
2625 

<210> 3054 

<211> 417 

<212> PRT 

<213> Homo sapiens 

<400> 3054 

Ser Gly Xaa Ser Glu His Thr Ser Xaa Met Leu Ser Leu Ser His Gin 

! 5 10 15 

Glu Lys Pro Glu Glu Pro Pro Thr Ser Asn Glu Cys Leu Glu Asp He 

20 25 30 

Thr val Lys Asp Gly Leu Ser Leu Gin Phe Lys Arg Phe Arg Glu Thr 

35 40 45 

Val Pro Thr Trp Asp Thr He Arg Asp Glu Glu Asp Val Leu Asp Glu 

50 55 60 

Leu Leu Gin Tyr Leu Gly Val Thr Ser Pro Glu Cys Leu Gin Arg Thr 
65 70 75 80 

Gly He Ser Leu Asn lie Pro Ala Pro Gin Pro Val Cys lie Ser Glu 

85 90 95 

Lys Gin Glu Asn Asp Val lie Asn Ala He Leu Lys Gin His Thr Glu 

100 105 HO 

Glu Lys Glu Phe Val Glu Lys His Phe Asn Asp Leu Asn Met Lys Ala 

U5 120 125 

Val Glu Gin Asp Glu Pro He Pro Gin Lys Pro Gin Ser Ala Phe Tyr 

130 135 140 

Tvr Cys Arg Leu Leu Leu Ser He Leu Gly Met Asn Ser Trp Asp Lys 
lis 150 155 160 

Arg Arg Ser Phe His Leu Leu Lys Lys Asn Glu Lys Leu Leu Arg Glu 

165 170 I 75 

Leu Arg Asn Leu Asp Ser Arg Gin Cys Arg Glu Thr His Lys He Ala 
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180 










185 










190 






Val 


Phe 


Tyr Val 


Ala 


Glu 


Gly 


Gin 


Glu 


Asp 


Lys 


His 


Ser 


He 


Leu 


Thr 






195 










200 










20S 








Asn 


Thr 


Gly Gly 


Ser 


Gin 


Ala 


Tyr 


Glu 


Asp 


Phe 


Val 


Ala 


Gly 


Leu 


Gly 




210 










215 










220 










Trp 


Glu 


Val 


Asn 


Leu 


Thr 


Asn 


His 


Cys 


Gly 


Phe 


Met 


Gly 


Gly 


Leu 


Gin 


225 










230 










235 










240 


Lys 


Asn 


Lys 


Ser 


Thr 
245 


Gly 


Leu 


Thr 


Thr 


Pro 
250 


Tyr 


Phe 


Ala 


Thr 


Ser 
2S5 


Thr 


Val 


Glu 


Val 


He 
260 


Phe 


His 


Val 


Ser 


Thr 
265 


Arg 


Met 


Pro 


Ser 


Asp 
270 


Ser 


Asp 


Asp 


Ser 


Leu 
275 


Thr 


Lys 


Lys 


Leu 


Arg 
280 


His 


Leu 


Gly 


Asn 


Asp 
285 


Glu 


Val 


His 


He 


val 
290 


Trp 


Ser 


Glu 


His 


Thr 
295 


Arg 


Asp 


Tyr 


Arg 


Arg 
300 


Gly 


He 


He 


Pro 


Thr 


Glu 


Phe 


Gly 


Asp 


Val 


Leu 


He 


Val 


He 


Tyr 


Pro 


Met 


Lys 


Asn 


His 


30S 










310 










315 










320 


Met 


Phe 


Ser 


He 


Gin 
325 


He 


Met 


Lys 


Lys 


Pro 
330 


Glu 


Val 


Pro 


Phe 


Phe 
335 


Gly 


Pro 


Leu 


Phe Asp 


Gly 


Ala 


He 


Val 


Asn 


Gly 


Lys 


val 


Leu 


Pro 


He 


Met 








340 










345 










350 






Val 


Arg 


Ala 
355 


Thr 


Ala 


He 


Asn 


Ala 
360 


Ser 


Arg 


Ala 


Leu 


Lys 
365 


Ser 


Leu 


He 


Pro 


Leu 


Tyr Gin 


Asn 


Phe 


Tyr 


Glu 


Glu 


Arg 


Ala 


Arg 


Tyr 


Leu 


Gin 


Thr 




370 










375 










380 










He 


Val 


Gin 


His 


His 


Leu 


Glu 


Pro 


Thr 


Thr 


Phe 


Glu 


Asp 


Phe 


Ala 


Ala 


385 










390 










395 










400 


Gin 


Val 


Phe 


Ser 


Pro 
405 


Ala 


Pro 


Tyr 


His 


His 
410 


Leu 


Pro 


Ser 


Asp 


Ala 
415 


Asp 



His 



<210> 3055 

<211> 905 

<212> DNA 

<213> Homo sapiens 

<400> 3055 

tgtacaggcc cgagctgtgt tctaccccct cttagggttg ggaggagctg tgaacatgtc 
60 

ctatcgaacc ctctacatcg ggacaggagc tgacatggat gtgtgcctta caaactatgg 
120 

tcactgtaac tacgtgtccg ggaaacatgc ctgcatattc tacgatgaga ataccaaaca 
180 

ttatgagctg ttaaactaca gtgagcatgg gacaacggtg gacaatgtgc tgtattcatg 
240 

tgacttctcg gagaagaccc cgccaacccc cccaagcagt attgttgcca aagtgcagag 
300 

tgtcatcagg cgccgccggc accagaaaca ggacgaagag ccaagtgagg aggcagccat 
360 

gatgagttcc caggcccagg ggccgcagcg gagaccctgc aattgcaaag ccagcagctc 

420 

gagcttgatt gggggcagtg gggccggctg ggagggcaca gccttactgc accatggcag 
480 
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ccacatcaag ctgggctgcc tgcagtttgt cttcagcatc actgagtttg cgaccaaaca 
540 

gcccaaaggc gatgccagcc cgctgcagga tggggtcttg gccgagaagc tctctctcaa 
600 

gccccaccag ggccctgtgc tgcgctccaa ctctgttcct taggactggc ggctaccccg 
660 

ccactggcct gtacacccac ccaagactcc tgcaatgcaa aaatgtacac aaaccaagcc 
720 

cgggtgtttt ctatactcta ccagaaaccc ttcaactaca atctttgcat gaaatgaaga 
780 

, aaaccttttg actgtttttt aaaaatcctt tttcttttct caagttctag ggggcatttg 



840 

cacatatatt tgtactcaac atttcatggg aaagcggcag acctgagctg aggaacagcg 
, 900 
tgggc 
905 

<210> 3056 

<211> 195 

<212> PRT 

<213> Homo sapiens 

<400> 3056 

Met Ser Tyr Arg Thr Leu Tyr lie Gly Thr Gly Ala Asp Met Asp Val 

15 10 15 

Cys Leu Thr Asn Tyr Gly His Cys Asn Tyr Val Ser Gly Lys His Ala 

20 25 30 

Cys He Phe Tyr Asp Glu Asn Thr Lys His Tyr Glu Leu Leu Asn Tyr 

35 40 45 

Ser Glu His Gly Thr Thr Val Asp Asn Val Leu Tyr Ser Cys Asp Phe 

50 55 60 

Ser Glu Lys Thr Pro Pro Thr Pro Pro Ser Ser lie Val Ala Lys Val 
65 70 75 80 

Gin Ser Val He Arg Arg Arg Arg His Gin Lys Gin Asp Glu Glu Pro 

85 90 95 

Ser Glu Glu Ala Ala Met Met Ser Ser Gin Ala Gin Gly Pro Gin Arg 

100 105 1-1° 

Arg Pro Cys Asn Cys Lys Ala Ser Ser Ser Ser Leu He Gly Gly Ser 

US 120 125 

Gly Ala Gly Trp Glu Gly Thr Ala Leu Leu His His Gly Ser Tyr lie 

130 135 140 

Lys Leu Gly Cys Leu Gin Phe Val Phe Ser He Thr Glu Phe Ala Thr 
145 ' 150 155 160 

Lvs Gin Pro Lys Gly Asp Ala Ser Leu Leu Gin Asp Gly Val Leu Ala 

165 170 175 

Glu Lys Leu Ser Leu Lys Pro His Gin Gly Pro Val Leu Arg Ser Asn 
180 185 190 

Ser Val Pro 
195 

<210> 3057 

<211> 2169 

<212> DNA 

<213> Homo sapiens 
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<400> 3057 




nnacgcgtgg 


aggtcgtgag 


60 




acgacgccgc 


ctcctgggcg 


120 




gtgacatcct 


tcgagggcaa 


180 




cggccctggg 


tcccagcacg 


240 




atcaacacgc 


cagccctgct 


300 




tggtactgta 


accgtggcct 


360 




ccaggagagg 


tcatccctgt 


420 




cctcgggcag 


ccgtggtgca 


480 




cgggcagtgg 


tggccagcct 


540 




cagggccggg 


cactgcggat 


600 




cacgtggact 


acgcactcaa 


660 




gagctgccac 


tggtgatcgg 


720 




gtgggcagcc 


acgccagctt 


780 




gaggctcctc 
840 


ctgagtactc 


agccccttcc 


cgcttccgca 


900 




atccaagagt 


tccgctaccg 


960 




ttgggggaca 


tgaggccgcg 


1020 




caaggttgca 


caccagcttt 


1080 




acctccccga 


ctgcatcaaa 


1140 




gatatcacat 


gggacagagg 


1200 




ttgtgaggca 


ttgaatgccc 


1260 




agccaattgg 


tggtgctgga 


1320 




catagacagt 


tccagcatca 


1380 




caggaagcag 


agaaggcgtc 


1440 




ataggagctc 


agcaggcaga 


1500 




acgtttggaa 


tccaccccgt 


1560 





ccaccgcgcc 


acgctcctgg 


ccatgagt tc 


ctgttcagct 


acacggtagt 


gtccgctact 




aaggtgttca 


ggcacc t caa 


crcaQQQQCtc 


agtc tccct t 


tcggccaaga 


ctttoccaaa 


atcgacaacg 




ttcatggccc 




ccoataoocc 
*- y ^3 a y w w 




ggtcctt cca 


gytcty ty i»y 


gat a tcccag 




t tgcaccctt 


v>d.ycuyyat-> 


L yy ^yy *■ *-yy 


yyayy tyy 


gccgacactg 


ggaccccgac 


a tgagcct tg 


cccgccaccc 


ctgtactctg 


ctgcatgact 


tqctgaacgg 


cagccaccac 


gactgcgggg 


gttggggaac 


caagtctcag 


aagagcccgg 


ctggaatctg 


agtgcagtat 


ccgagagact 


atcccctagg 


agccttcagt 


cagaaccaga 


agaagagacc 


cttgcggaaa 


gggcatttta 


cgaatgagga 


ataaaggtca 


ttattgtaga 


actgggggtt 



cgccagatac cggggagacc 
tccagctgcc cccgaccctg 
gtatcaaggc caccctgcac 
ctgtcatcga gcctgtggac 
gggaaaaggt tgcccgatcc 
tcgaccgcaa gggctacacc 
gctccacacg tcctgtgctg 
gaggcgcccg aaagcagaaa 
ccgggcagcg ggcgctgtgg 
tcctgcactg ccgcgttcta 
gaacgtccaa gctgctgctg 
ttggcagccg ttcctccagc 
gggccttgcc ggagcggcct 
aggaggcagc cttggggcag 
aaggcccgtt cttcgcctac 
aggaggatcc aaacccactc 
cacagggacc cctcgaggaa 
agtggctgga ccaagggctg 
agtgaggcgg gggcctttcg 
acttacctgg accgctgtcc 
gtttaataac ctgtcttccc 
ctgggagaaa cagagccaga 
tgcaactgtg agagtccaga 
gccgaggctt tggagtacga 
gagaaggcca gagctgagtg 
cagagggcag gtgccccaga 
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gttgaggcca cacagtgagg tctggtgggt gaaaggaccc aggaacgagg cgttcaggaa 

agcaggttgt cagagctatg tggagtctgt gggtggcagg ggcagccgct ccagcctctg 
1680 

aagactttga aagccagaga ttcctggcgc aggcttggac ttcctgggag ctcctccaag 

1740 

tacccagggg catcagagct gcctgggtgt tacatggccc agggaaccca ggttcagggt 
1800 

aggacaggca agaccagata cccaatgtgc aaagtgaaaa cactgggctc cctgttaaac 

ga^gaagaat tcaagacagt gacagcatta cgtcaccccc ggggacagag gtcagcctaa 
1920 

ggtgacacac ggggactact gtgcttccgg aggctccctg tgtcctggag gagaaaagca 
1980 

ttagaggggg cagctggaca agcccccaac tgcagagtcc cagccctggc tggggcaggg 
2040 

ccccggcccg ggactcagca tttctgatat gccttaagaa ttcattctgt tttgtacaat 
2100 

tattttttaa aagtaaacgt gtggagaaag aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2160 

aaaaaaaaa 
2169 

<210> 3058 
<211> 298 
<212> PRT 

<213> Homo sapiens 
<400> 3058 

Phe Gin Leu Pro Pro Thr Leu Val Thr Ser Phe Glu Gly Lys His Gly 

X 5 10 15 

Ser Val Arg Tyr Cys He Lys Ala Thr Leu His Arg Pro Trp Val Pro 

20 2S 30 

Ala Arg Arg Ala Arg Lys Val Phe Thr Val He Glu Pro Val Asp He 

35 40 45 

Asn Thr Pro Ala Leu Leu Ala Pro Gin Ala Gly Ala Arg Glu Lys Val 

50 55 60 

Ala Arg Ser Trp Tyr Cys Asn Arg Gly Leu val Ser Leu Ser Ala Lys 
65 70 75 80 

He Asp Arg Lys Gly Tyr Thr Pro Gly Glu Val He Pro Val Phe Ala 

85 90 95 

Glu He Asp Asn Gly Ser Thr Arg Pro Val Leu Pro Arg Ala Ala Val 

100 ios no 

val Gin Thr Gin Thr Phe Met Ala Arg Gly Ala Arg Lys Gin Lys Arg 

115 120 125 

Ala Val Val Ala Ser Leu Ala Gly Glu Pro Val Gly Pro Gly Gin Arg 

130 135 140 

Ala Leu Trp Gin Gly Arg Ala Leu Arg He Pro Pro Val Gly Pro Ser 
145 150 155 160 

He Leu His Cys Arg Val Leu His Val Asp Tyr Ala Leu Lys Val Cys 

165 170 175 

Val Asp He Pro Gly Thr Ser Lys Leu Leu Leu Glu Leu Pro Leu Val 

180 185 190 

He Gly Thr He Pro Leu His Pro Phe Gly Ser Arg Ser Ser Ser Val 
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19S 200 205 

Gly Ser His Ala Ser Phe Leu Leu Asp Trp Arg Leu Gly Ala Leu Pro 

210 215 220 

Glu Arg Pro Glu Ala Pro Pro Glu Tyr Ser Glu Val Val Ala Asp Thr 
225 230 235 240 

Glu Glu Ala Ala Leu Gly Gin Ser Pro Phe Pro Leu Pro Gin Asp Pro 

245 250 255 

Asp Met Ser Leu Glu Gly Pro Phe Phe Ala Tyr lie Gin Glu Phe Arg 

260 265 270 

Tyr Arg Pro Pro Pro Leu Tyr Ser Glu Glu Asp Pro Asn Pro Leu Leu 

275 280 285 

Gly Asp Met Arg Pro Arg Cys Met Thr Cys 
290 295 

<210> 3059 

<211> 1411 

<212> DNA 

<213> Homo sapiens 



<400> 3059 

ntctagaacc aggaaggcgc tgagcttaaa 
60 

ccctgatcta aagaaacgac tcagggactg 
120 

cccaaaggtc tggacccaga aatgggacgt 
160 

agcaagagaa aaaagaaaca ccgtagacgg 
240 

acatacagcc gaaagaaagg aggaaggaaa 
300 

gatcttcagc ctcgttcaca ttcttatgat 
360 

tcttcttatg gctccagaag gaaacgaagt 
420 

tatagagttc agaggtctag gtcaaaaagc 
480 

ctccgttctc atagtcgtag cagtgaaagg 
540 

cgggatagag aacgacgtaa gggcagagat 
600 

gggaaggaca aggaattaca taacatcaaa 
660 

ttagaacatc tgccaccagc tgaacaggcc 
720 

gctgcaaaag ctgatgaagc attgaaagcc 
780 

agaaaggagg aagaccaagc caccctggta 
840 

gctattgaaa gtgattcttt tgttcagcag 
900 

tcagtggaac ctagtgaagt gaaacaagca 
960 

gctgatccac ccagtactga aaaagaaata 
1020 



ctgaagcaag ttcggtggac gccggcggcg 
cggcgcttgc acgtcaacgg gaggtgtgag 
cggtcatcag atactgaaga agaaagcaga 
tcctcctcga gcagttcttc agatagtaga 
tcaagatcaa agtcaagatc ttggtccaga 
agaagacgca ggcatcgatc aagcagtagc 
cgaagtcgtt caaggggtcg agggaaatcc 
agaacaagaa ggtccaggtc aagacctcgt 
tccagtcaca gaagaacgcg tagtcggtct 
aaagagaaaa gagaaaagga gaaggataaa 
cgtggggaat ctggaaacat caaagctgga 
aaagccagac tacagctggt tcttgaagct 
aaagaaagaa atgaggaaga agcaaagaga 
gaacaagtaa aaagagtaaa agaaattgaa 
acattcagat caagtaaaga agtcaaaaag 
acttcaacat caggaccagc atcagcagtt 
gatcctacca gcatccctac tgctatcaag 
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taccaagatg acaattccct 
1080 

gaaaaatggt tcaagagatt 
1140 

gcctaagtaa tatacatata 
1200 

ttttaaatcc caatattaac 
1260 

gtagtctcat ttcatttgtc 
1320 

aaacattgta aaaattaaaa 
1380 

agctaaacat aaataagtct 
1411 



ggcccatcca aatttattta 
aattgctctc cgacaagaaa 
gttggattgg attgtcagca 
ctttcactcc taaaaagaat 
tctcatgtag gcttgaatat 
caaaatttaa gattgcatga 
gttaaaaaaa a 



tcgagaaagc tgatgctgag 
gactaacggg cagtcctgtg 
gtaacattgg aaatttaggt 
tttgctgatt atatataaag 
ttgttaattt gaattaaatc 
aaatgttata ctgttaataa 



<210> 3060 

<211> 334 

<212> PRT 

<213> Homo sapiens 



<400> 3060 

Met Gly Arg Arg Ser Ser Asp Thr Glu Glu Glu Ser Arg Ser Lys Arg 

IS 10 15 

Lys Lys Lys His Arg Arg Arg Ser Ser Ser Ser Ser Ser Ser Asp Ser 

20 25 30 

Arg Thr Tyr Ser Arg Lys Lys Gly Gly Arg Lys Ser Arg Ser Lys Ser 

35 40 45 

Arg Ser Trp Ser Arg Asp Leu Gin Pro Arg Ser His Ser Tyr Asp Arg 

50 55 60 

Arg Arg Arg His Arg Ser Ser Ser Ser Ser Ser Tyr Gly Ser Arg Arg 
65 . 70 75 80 

Lys Arg Ser Arg Ser Arg Ser Arg Gly Arg Gly Lys Ser Tyr Arg Val 

85 90 95 

Gin Arg Ser Arg Ser Lys Ser Arg Thr Arg Arg Ser Arg Ser Arg Pro 

100 105 11° 

Arg Leu Arg Ser His Ser Arg Ser Ser Glu Arg Ser Ser His Arg Arg 

115 120 125 

Thr Arg Ser Arg Ser Arg Asp Arg Glu Arg Arg Lys Gly Arg Asp Lys 

130 135 140 

Glu Lys Arg Glu Lys Glu Lys Asp Lys Gly Lys Asp Lys Glu Leu His 
145 150 155 160 

Asn lie Lys Arg Gly Glu Ser Gly Asn lie Lys Ala Gly Leu Glu His 

165 170 175 

Leu Pro Pro Ala Glu Gin Ala Lys Ala Arg Leu Gin Leu Val Leu Glu 

180 185 190 

Ala Ala Ala Lys Ala Asp Glu Ala Leu Lys Ala Lys Glu Arg Asn Glu 

195 200 205 

Glu Glu Ala Lys Arg Arg Lys Glu Glu Asp Gin Ala Thr Leu Val Glu 

210 215 220 

Gin Val Lys Arg Val Lys Glu lie Glu Ala He Glu Ser Asp Ser Phe 
22S 230 235 240 

Val Gin Gin Thr Phe Arg Ser Ser Lys Glu Val Lys Lys Ser Val Glu 

245 250 255 

Pro Ser Glu Val Lys Gin Ala Thr Ser Thr Ser Gly Pro Ala Ser Ala 
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260 

Val Ala Asp Pro Pro 
275 

Pro Thr Ala lie Lys 
290 

Leu Phe lie Glu Lys 
305 

He Ala Leu Arg Gin 
325 



26S 

Ser Thr Glu Lys Glu lie 
280 

Tyr Gin Asp Asp Asn Ser 
295 

Ala Asp Ala Glu Glu Lys 
310 315 
Glu Arg Leu Met Gly Ser 
330 



270 

Asp Pro Thr Ser He 
265 

Leu Ala His Pro Asn 
300 

Trp Phe Lys Arg Leu 
320 

Pro val Ala 



<210> 3061 
<211> 1554 
<212> DNA 

<213> Homo sapiens 
<400> 3061 

nncgggagcg gtggcgtctc cccgccttcc ctccctcccg ggcctgggcg cccagccgga 
60 

caggtgagcg gcagccaggt atggcgttga cggtggatgt ggccgggcca gcgccctggg 
120 

gcttccgtac cacagggggc agggatttcc acacgcccat catggtgact aaggtggccg 
180 

agcggggcaa agccaaggac gctgacctcc ggcctggaga cataatcgtg gccatcaacg 
240 

gggaaagcgc ggagggcatg ctgcatgccg aggcccagag caagatccgc cagagcccct 
300 

cgcccctgcg gctgcagctg gaccggtctc aggctacgtc tccagggcag accaatgggg 
360 

acagctcctt ggaagtgctg gcgactcgct tccagggctc cgtgaggaca tacactgaga 
420 

gtcagtcctc cttaaggtcc tcctactcca gcccaacctc cctcagcccg agggccggca 
480 

gccccttctc accaccaccc tctagcagct ccctcactgg agaggcggcc atcagcgctg 
S40 

cttccagagt ctggcatgtt ccccgggcct ccccgctgct gaccgcctgt cctactcagg 
600 

ccgccctgga agccgacacg cggcctcggc gccgctggcg actcggcggt gctggtgctg 
660 

ccgccctccc cgggccctcg ttcctccagg cccagcatgg actcggaagg gggaagcctc 
720 

ctcctggacg aggactcgga agtcttcaag atgctgcagg aaaatcgcga gggacgggcg 
780 

gccccccgac agtccagctc ctttcgactc ttgcaggaag ccctggaggc tgaggagaga 
840 

ggtggcacgc cagccttctt gcccagctca ctgagccccc agtcctccct gcccgcctcc 
900 

agggccctgg ccacccctcc caagctccac acttgtgaga agtgcagtac cagcatcgcg 
960 

aaccaggctg tgcgcatcca ggagggccgg taccgccacc ccggctgcta cacctgtgcc 
1020 

gactgtgggc tgaacctgaa gatgcgcggg cacttctggg tgggtgacga gctgtactgt 
1080 

gagaagcatg cccgccagcg ccactccgca cctgccaccc tcagctctcg ggcctgagcc 
1140 
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cgccatgccc tcagcctgcc tcactgctgg gccagggtca tgcctatata agttggcatg 
1200 

gcagggacaa tggtgggcag ttgctcttac atgagctaag tttggagacc cgaggcccct 
1260 

ttgtcctcgc tgggtgggcc aaggtctggg acctgtcttg gactgtggga gactcaccct 
1320 

caccttgcca ggcctctccc ctgcaggact ggcattgcac tagtctgagg tggccactgc 
1380 

ctttgatcaa cctttgtgtg cgagggtcta agtagggtcg aacacagaag tgggaaggag 
1440 

aggggtgggc caggggctaa tggtgtcact gtgtaaagtt tttgacatac tagctctata 
1500 

aatatatgaa tatggacaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 
1554 

<210> 3062 
<211> 146 
<212> PRT 

<213> Homo sapiens 



<400> 3062 



Met 


Asp 


Ser 


Glu 


Gly Gly Ser Leu Leu Leu Asp Glu 


Asp 


Ser 


Glu Val 


1 






5 10 






IS 


Phe 


Lys 


Met 


Leu 


Gin Glu Asn Arg Glu Gly Arg Ala 


Ala 


Pro 


Arg Gin 






20 


25 




30 




Ser 


Ser 


Ser 


Phe 


Arg Leu Leu Gin Glu Ala Leu Glu 


Ala 


Glu 


Glu Arg 






35 




40 


45 






Gly 


Gly 


Thr 


Pro 


Ala Phe Leu Pro Ser Ser Leu Ser 


Pro 


Gin 


Ser Ser 


50 






55 60 








Leu 


Pro 


Ala 


Ser 


Arg Ala Leu Ala Thr Pro Pro Lys 


Leu 


His 


Thr Cys 


65 








70 75 






80 


Glu 


Lys 


Cys 


Ser 


Thr Ser He Ala Asn Gin Ala Val 


Arg 


He 


Gin Glu 










65 90 






95 


Gly 


Arg 


Tyr Arg 


His Pro Gly Cys Tyr Thr Cys Ala 


Asp 


Cys 


Gly Leu 






100 


105 




110 




Asn 


Leu 


Lys 


Met 


Arg Gly His Phe Trp Val Gly Asp 


Glu 


Leu 


Tyr Cys 






115 




120 


12 5 






Glu 


Lys 


His 


Ala 


Arg Gin Arg Tyr Ser Ala Pro Ala 


Thr 


Leu 


Ser Ser 




130 






135 140 









Arg Ala 
145 

<210> 3063 

<211> 386 

<212> DNA 

<213> Homo sapiens 

<400> 3063 

nntctagagc tcctctctgg ccttgcaaag gtaaaagtga tggttgactc aggagaccgg 
60 

aagcgagcca tcagttctgt gtgcacctac attgtttatc agtgtagtcg gccagctcct 
120 

ttacactcca gggatctgca ctccatgata gtggcagctt ttcagtgtct ctgtgtctgg 
180 
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ctgacagagc accctgatat gcttgatgaa aaggactacc ttaaggaagt actggagatt 
240 

gtggaactgg gtatctcagg aagtaagtcc aagaacaatg agcaagaggt caagtacaaa 
300 

ggagataagg agccaaaccc tgcatctatg agggtaaagg atgctgctga agccacccta 
360 

acatggtatg gaagtgaccg cacagg 
386 

<210> 3064 

<211> 128 

<212> PRT 

<213> Homo sapiens 



<400> 3064 



Xaa 


Leu 


Glu 


Leu 


Leu Ser Gly Leu 


Ala 


Lys 


Val 


Lys 


Val 


Met 


Val 


Asp 


1 








5 




10 










15 




Ser 


Gly 


Asp 


Arg 


Lys Arg Ala He 


Ser 


Ser 


Val 


Cys 


Thr 


Tyr 


He 


Val 








20 




25 










30 






Tyr 


Gin 


Cys 


Ser 


Arg Pro Ala Pro 


Leu 


His 


Ser 


Arg 


Asp 


Leu 


His 


Ser 






35 




40 










45 








Met 


He 


Val 


Ala 


Ala Phe Gin Cys 


Leu 


Cys 


Val 


Trp 


Leu 


Thr 


Glu 


His 




50 






55 








60 










Pro 


Asp 


Met 


Leu 


Asp Glu Lys Asp 


Tyr 


Leu 


Lys 


Glu 


val 


Leu 


Glu 


He 


65 








70 






75 










80 


Val 


Glu 


Leu 


Gly 


lie Ser Gly Ser 


Lys 


Ser 


Lys 


Asn 


Asn 


Glu 


Gin 


Glu 










85 




90 










95 




val 


Lys 


Tyr 


Lys 


Gly Asp Lys Glu 


Pro 


Asn 


Pro 


Ala 


Ser 


Met 


Arg 


Val 








100 




105 










110 






Lys 


Asp 


Ala 


Ala 


Glu Ala Thr Leu 


Thr 


Trp 


Tyr 


Gly 


Ser 


Asp 


Arg 


Thr 



115 120 125 



<210> 3065 

<211> 2104 

<212> DNA 

<213> Homo sapiens 

<400> 3065 

gggggacagg ccaggagggc ggccatggag gaggagcggg ggtcggcgct ggcggccgag 
60 

tcggcgctgg agaagaacgt ggccgagctg accgtcatgg acgtgtacga catcgcgtcg 
120 

cttgtgggcc acgagttcga gcgggtcatt gaccagcacg gctgcgaggc catcgcgcgc 
1B0 

ctcatgccca aggtcgtgcg cgtcctggag atcctggagg tgctggtcag ccgccaccac 
240 

gtcgcgcccg agctggacga gctgcgcctg gagctggacc gcctgcgcct ggagaggatg 
300 

gaccgcatcg agaaggagcg caagcaccag aaggagctgg agctggtgga ggatgtgtgg 
360 

cgaggggagg cgcaggacct cctctcccag atcgcccagc tgcaggagga gaacaagcag 
420 

ctcatgacca acctctccca caaggatgtc aacttctcag aggaggagtt ccagaagcat 
480 
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gaaggcatgt cagagcggga gcgacaggtg acgaagaagc tgaaggaggt ggtggacaaa 



540 

caacgcgacg agatccgcgc caaggacagg gagctgggcc tgaaaaatga ggacgttgag 



600 . 
gctttacagc agcagcagac acggctgatg aagatcaacc atgaccttcg gcaccgggtc 



660 

acggtggtgg aggcccaggg gaaagccctg atcgaacaga aggtggagct ggaggcagac 



720 



ccgcagacca aggagcagga gatgggcagc ctgcgagcag agctggggaa gttgcgagag 



780 

aggctgcagg gggagcacag ccagaatggg gaggaggagc ctgagacgga gccggtggga 



840 

gaggagagca tctccgacgc agagaaggtg gccatgngat ctcaaggacc cncaaccgcc 



900 

cccggttcac cctgcaggag ctgcgggacg tgctgcacga gaggaacgna gctcaagtcc 



960 

aaggtgctct tgctgcagga ggagctggct tactataaga gtgaagaaat ggaagaggaa 



1020 

aaccgaatac cccaaccccc acccatcgcc cacccgagga cgtcccccca gccggagtcg 



1080 



ggcatcaagc gactgtttag cttcttctcc cgagataaga agcgcctggc caacacacag 



aglaacgtgc acatccagga gtcctttgga cagtgggcaa acacccaccg cgatgacggt 

tacacagagc aaggacagga agccctgcag catctgtgac cttggcccat ctccaccctc 
1260 

caacctggac tgcccgccac cagcgcctgc aaccgaactg cagcccaggg gtcattgctg 
1320 

cctcaagcct ctcggtgcag atgcaccctg aaaactgacc cctcaaacag actgtctgat 
1380 

ttgaggatgg acattgaaaa actgacgcca aactctaaag aaatgtttat ttatacccag 
1440 

ggctatcact gtttctaata gatgactctg atcccgtagg atatatattt aataatccca 
1500 

caaacggagg ccagacttct gcgttaactt cagtaacaca agcttcttta agccaaatac 

atcactcgcc actatcattg ccgtttgact tgctttgtat aaaatgctat gtgtagaggt 
1620 

tttattatca caggtgacat agttcagcag gaggcatgga agggctagat cttcattagt 
1680 

tacattcatg aaattgtgat ggtaacgtat tatacagaat gtacccatca ggcagacaag 
1740 

gggtctgaag tcacaggctc agtagcccaa ctcagacaca aagccacaga caatatggat 
1800 

gatggtcctc ttacccagaa actggagaca actttgcagg caccctggct gcgttcctga 
1860 

taatgcctag agcatgtagc aatgttcaag gcaggtgcct tggaatctgc tgtgagttat 
1920 

gcagtactaa ccaaacaaag ttgctaagga tgagatgttg caacatttct tgtgtgcact 
1980 

tttttttccc gacatccttt tttcctttta ggattcatta agtcatatac ttagtcccct 
2040 

gcaaagaaga agacagatgt cccagagcag actgaaagcg gggcgtggga tcctaggcaa 
2100 
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tgca 
2104 

<210> 3066 

<211> 183 

<212> PRT 

<213> Homo sapiens 

<400> 3066 

Leu lie Glu Gin Lys Val Glu Leu Glu Ala Asp Leu Gin Thr Lys Glu 

15 10 15 

Gin Glu Met Gly Ser Leu Arg Ala Glu Leu Gly Lys Leu Arg Glu Arg 

20 25 30 

Leu Gin Gly Glu His Ser Gin Asn Gly Glu Glu Glu Pro Glu Thr Glu 

35 40 45 

Pro Val Gly Glu Glu Ser lie Ser Asp Ala Glu Lys Val Ala Met Xaa 

50 55 60 

Ser Gin Gly Pro Xaa Thr Ala Pro Gly Ser Pro Cys Arg Ser Cys Gly 
65 70 75 80 

Thr Cys Cys Thr Arg Gly Thr Xaa Leu Lys Ser Lys Val Phe Leu Leu 

8S 90 9S 

Gin Glu Glu Leu Ala Tyr Tyr Lys Ser Glu Glu Met Glu Glu Glu Asn 

100 105 110 

Arg lie Pro Gin Pro Pro Pro lie Ala His Pro Arg Thr Ser Pro Gin 

US 120 125 ' 

Pro Glu Ser Gly He Lys Arg Leu Phe Ser Phe Phe Ser Arg Asp Lys 

130 135 140 

Lys Arg Leu Ala Asn Thr Gin Arg Asn Val His He Gin Glu Ser Phe 
145 150 155 160 

Gly Gin Trp Ala Asn Thr His Arg Asp Asp Gly Tyr Thr Glu Gin Gly 

16S 170 175 

Gin Glu Ala Leu Gin His Leu 
180 

<210> 3067 

<211> 645 

<212> DNA 

<213> Homo sapiens 

<400> 3067 

ncagctgcag gtgggggagg ggacgagagc cacacccagc cgagcgggcc accagcggct 
60 

atgtcaggct cacccgcccc caaagcagga tatgcgtccc caaaccgagc gcagggaccc 
120 

tccnnagttc tagtccatca agcacgggag ccgactgcgg gctcaccacc ctgttctcta 
180 

ccccgacctg acttgcagcc cccgtccaca cctcccccgc ccgttcacaa ggagcaaaaa 
240 

aagtcagacc cacccccacc cccaccagga aaattcaagt ccttcctccc accgcggagc 
300 

ccaggaaatt cagctctagg tcccaggcga gggtggggat ggatcgcggc cggcggcgcc 
360 

ccggccatgc ctcgtccacc ttcgggagcc ggcgacaggg agatccccag ggatctcgcg 
420 
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tgtgcgccct acccaccccc gggggcagga cgggggagcg agcaccgatc ggcgccgggg 



480 



cgtcgacgcg gaagcaagga gccggaggcg gccgctagcc gccctccgag cccagcggaa 
540 

gaggagccgc cgcccgtgtc cgctgaggag actccgccta gcccggcgcc gccaccgcgg 
600 

ggcgagtggg gacgagggga cggagcgagg acggctccca cgcgt 
645 

<210> 3068 
<211> 204 
<212> PRT 

<213> Homo sapiens 
<400> 3068 

Xaa Ala Ala Gly Gly Gly Gly Asp Glu Ser His Thr Gin Pro Ser Gly 

Pro Pro Ala Ala Met Ser Gly Ser Pro Ala Pro Lys Ala Gly Tyr Ala 

20 25 30 

Ser Pro Asn Arg Ala Gin Gly Pro Ser Xaa Val Leu Val His Gin Ala 

35 40 45 

Arg Glu Pro Thr Ala Gly Ser Pro Pro Cys Ser Leu Pro Arg Pro Asp 

50 SS 60 

Leu Gin Pro Pro Ser Thr Pro Pro Pro Pro Val His Lys Glu Gin Lys 
65 70 75 80 

Lys ser Asp Pro Pro Pro Pro Pro Pro Gly Lys Phe Lys Ser Phe Leu 

85 90 9S 

Pro Pro Arg Ser Pro Gly Asn Ser Ala Leu Gly Pro Arg Arg Gly Trp 

100 105 11° 

Gly Trp lie Ala Ala Gly Gly Ala Pro Ala Met Pro Arg Pro Pro Ser 

115 120 125 

Gly Ala Gly Asp Arg Glu lie Pro Arg Asp Leu Ala Cys Ala Pro Tyr 

130 135 140 

Pro Pro Pro Gly Ala Gly Arg Gly Ser Glu His Arg Ser Ala Pro Gly 
145 150 155 160 

Arg Arg Cys Gly Ser Lys Glu Pro Glu Ala Ala Ala Ser Arg Pro Pro 

165 170 175 

Ser Pro Ala Glu Glu Glu Pro Pro Pro Val Ser Ala Glu Glu Thr Pro 

180 185 19° 

Pro Ser Pro Ala Pro Pro Pro Arg Gly Glu Trp Gly 
195 200 

<210> 3069 

<211> 1561 

<212> DNA 

<213> Homo sapiens 

<400> 3069 

tttttttaaa attgcagtgg gtactttatt aagaatttat tttaccatct agccattcaa 
60 

aacatcttta catcaacaaa cacagcagtt tgactattga aatcataagc gatttatctt 
120 

gaaaaggtta tatttgtagg tggatgcaag tatattggag aaatatttct atcaaaatca 
180 
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ctggttttgt taggagtatt ttgatttttc 
240 

agtatgtcag tgttcatttt atgggatagt 
300 

aattacagct gtttatcttg caactttaag 
360 

tcatgggaat acctgccaga cctcttatta 
420 

gagtcattaa tttgctaaaa gaaaagtgct 
480 

cgatggctgc ccaattaatc ccaaagcatt 
S40 

tgaggacaca agaaggctcc gacgataacc 
600 

tgagcgtttg aagctgcagt ttggctgcca 
660 

ccatgtcacc cagtacaaag gataaaaacg 
720 

atatgggata catgagtgcg gttatacaac 
780 

acatgtgatg ccgaggacat gtgtaaccat 
840 

tgagctgggg tggtggcagg gattggagat 
900 

ctctgtgtca gctatgacaa gcagccaggc 
960 

ctgatcaggt aaatatgggc acactctgga 
1020 

gtttgtgact tagccccatc tgtcacaaat 
1080 

tgaatctacc atgtagggct gcccaagaaa 
1140 

ttcttataat atctggtctc ttgcagaaat 
1200 

tagaatacag atattcagct ggaaatattt 
1260 

ggtaacaccc acagtacaca gcttccaaca 
1320 

ttgagatgac aacatcagcc acgcacagta 
1380 

agccccagtg taagacagaa gatcccaatg 
1440 

catctgtgaa ggtttctcca agtacagaca 
1500 

gcattaatac cttaaaaaag ctttctggat 

1560 

c 

1561 

<210> 3070 
<211> 153 
<212> PRT 

<213> Homo sapiens 



tatttttacg ctgggaaaaa aattaaaaca 
tggcttcact gtgtttgtca tgtttgtccg 
attaattaaa tgcaaatgta actctgtgaa 
ataccttcac ttaaaacccc ctgtgcctga 
aaagcagccc tttgcccaca aacaattctg 
ctgatcctcc tttcaggcct cgtggccctt 
tggcaaccta ggtagaaacc cagccaagtg 
tcgtgtcggc gaaaagaaag aattcaggca 
gattcaaccg gaaattcaat gtggcaccac 
aggccacata ttttctttga acagtctcct 
cataacgtct ctaggaatct gtatttaatt 
ctgaagccgc cacaggtttg tggcagatgg 
tcagcttcct ctgcagattt tcttttctct 
aagttcttca gattctgcct taggctgcaa 
cttccctagg ttctgttgta agcagagacc 
acggagcgat ttcaccctta tagagatgtt 
tctggagcct ttttgaaagc tgttcaggtg 
cgggataaac caaatcttta ggacaaagtg 
ttgccactcc aaagaattca tgcttagctg 
cttggaaata gtcatctttg ctgggtaagt 
cctttttggc ctctgaaaaa atatctggga 
cgtggaaatt gagtcctaag tctttaagat 
ctttatcatg ctcccacctg tgaggccaga 
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<400> 3070 

Met His Leu Lys Asp Leu Gly Leu Asn Phe His Val Ser Val Leu Gly 

x 5 10 15 

Glu Thr Phe Thr Asp Val Pro Asp lie Phe Ser Glu Ala Lys Lys Ala 

20 25 30 

Leu Gly Ser Ser Val Leu His Trp Gly Tyr Leu Pro Ser Lys Asp Asp 

35 40 45 

Tyr Phe Gin Val Leu Cys Val Ala Asp Val Val lie Ser Thr Ala Lys 

50 55 60 

His Glu Phe Phe Gly Val Ala Met Leu Glu Ala Val Tyr Cys Gly Cys 
65 ™ 75 80 

Tyr Pro Leu Cys Pro Lys Asp Leu Val Tyr Pro Glu He Phe Pro Ala 

85 90 95 

Glu Tyr Leu Tyr Ser Thr Pro Glu Gin Leu Ser Lys Arg Leu Gin Asn 

100 105 HO 

Phe Cys Lys Arg Pro Asp lie lie Arg Lys His Leu Tyr Lys Gly Glu 

115 120 125 

He Ala Pro Phe Ser Trp Ala Ala Leu His Gly Lys Phe Arg Ser Leu 

130 135 140 

Leu Thr Thr Glu Pro Arg Glu Asp Leu 
145 150 

<210> 3071 
<211> 3343 
<212> DNA 

<213> Homo sapiens 
<400> 3071 

gccgggatgg ggacgcccgt gcacccctgt tgtggcgtgg tttgggagca cagcaaaggc 
60 

cagactctac cctggagact gcagagctgg ggatgaggct ttttccagct cctcttgggg 
120 

atgttcctgg ggatacttcc gcggccgcgc ccctgcacag cccgccgcag aggtaaggct 
180 

ggcctctctg cagtcagagg tctgagctct gccatgggga taggggtgtc tttattactg 
240 

cagttttctc taacacctgg gggctaccgg agtgtgggcc gaagcaggcg ctgcagccgc 
300 

ggatagtatc cccaggaaca tccccaagag gagctggaaa aagcctcatc cccagctctg 
360 

cagtctccag gggagctcag tgtctgtttg tccagcttct cagagttgct gtgcagctcg 
420 

gatgtggcat aggaaacagc agacacaggg agagggcagc ataaggcact gtagggagca 
480 

gtggccacat tttctgcaga ggaagaaccg atgctggaac gtcgttgcag gggccccctg 
540 

gccatgggcc tggcccagcc ccgactcctt tctgggccct cccaggagtc accccagacc 
600 

ctggggaagg agtcccgcgg gctgaggcaa caaggcacgt cagtggccca gtctggtgcc 
660 

caagccccag gcagggccca tcgctgtgcc cactgtcgaa ggcacttccc tggctgggtg 
720 

gctctgtggc ttcacacccg ccggtgccag gcccggctgc cctcgccctg ccctgagtgt 
780 
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ggccgtcgct ttcgccatgc 
840 

accccagacc tgggctttgc 
900 

ctggttccgc atctgcgggc 
960 

gagagacgct tctggcgacg 
1020 

gccccggagg cccggccctt 
1080 

cagctagttg cccacaagcg 
1140 

gctctggggc cccggcccag 
1200 

gccgtcgacc gccccttcca 
1260 

ttgatcgctc accgccgcgt 
1320 

aagcgcttta ccaataagcc 
1380 

ccctacccgt gcaaagagtg 
1440 

agcaagattc acnnaagcga 
1500 

cccagctgcc agccggcccc 
1560 

aaccggccca ggagccgccg 
1620 

gcccccccct ccctctacag 
1680 

ctgcgggccc accagcggca 
1740 

aagaacttcg gcaagaagac 
1800 

cccttcgcct gcgaggagtg 
1860 

cggcgggacc acgcccccga 
1920 

cacaaaccct acctggcggc 
1980 

cccgactgcg gcaaagcctt 
2040 

acgggcgagc ggccctacgc 
2100 

ctcatcaccc accgcaagag 
2160 

cagaccttcg acgacgagga 
2220 

ggtgggcggg gccgtgttgg 
2280 

gggctggggg tgcctgccta 
2340 

aagacgcggg gagtgagctg 
2400 



cccctcctta gcactgcacc 
ctgccacctc tgtgggcaga 
ccatccagcc gcaaagcggc 
aaagcagctt cgagctcatc 
cacatgcggc aactgtggcc 
ggtgcacgta gctgaggccc 
gggccgcccc gcggtgaccg 
gtgtgcctgt tgtggcaagc 
gcacacgggc gagcggcccc 
ctatctgact tcgcaccggc 
cggccgccgc ttccggcaca 
tccgaggggt cggcccaggc 
caggagtccg cggccgagcc 
ccaggggccc cgccagagca 
ctgcgacgac tgcggcagga 
gcacaccggg gagcggccct 
gcacctggtg gcgcactcgc 
cggccgccgc ctctcccagg 
tcggcccttc gtgtgtcccg 
gcaccggcgc atccacaccg 
cagccagaag tccaacctgg 
ctgtcccgac tgcgaccgca 
ccacatccgg gacggcgcct 
gagactcctg gcccaccaga 
ctgagagagg gctggggtcc 
gtgctggagt aggggacaat 
ggtgggccct gctagcgaga 



gccaggtcca tgctgctgcc 
gcttccgagg. ctgggcggcc 
ccatcgcttg tcccaaatgc 
tgcggcggtg ccaccctccc 
ggagctttgc ccagtgggac 
tggaggaggc cgcagccaag 
ccccccggcc cggtggagat 
gcttccggca caagcccaac 
accagtgccc cgagtgcggg 
gcatccacac cggcgagaag 
aacccaacct gctgtctcac 
cgcccccggc ccggggagcc 
caccccggcg gtacctctga 
cccgcnagga cccgatcgaa. 
gcttccggct ggagcgcttc 
ccacctgcgc cgagtgcggg 
gcgtgcactc cggcgagcgg 
gcagccatct ggcggcgcat 
actgcggcaa ggccttccgc 
gcgagaagcc ctacgtctgc 
tgtcgcaccg gcgcatccac 
gcttcagcca gaagtccaac 
tctgctgtgc catctgtggc 
agaagcacga tgtctgagac 
ttcgtggtgg gagtcgcagt 
gggaatccta gaggggatgg 
gaggtcaacc ccggtggcca 
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gggaacccac ttccaagcgc agggacgccg gcctccagct ggtgtgtgct aaggctccgt 

cctgactgcc ctgtgccctg gaaaagcagc aatagcatcc gccccttaga gccctctggc 

tagaggagcc accagtggaa aggaagaccc tccatcctct ggtattaacg ccttaatgcc 
2S60 

cctgtctttt actgtaagtt acttaagatc acctttggaa gcaggcgtgg tagagtcctg 

taaatgaatg ctctgggcta gatacagctt ggagaacctg ctggccttgt tagacagcac 

ttgggcctct gccagcagca agaggtgaag cgaagccact cttacctctc ccttcccctc 

ccacctgccc cctgcgtagg cacccagact tggagagacc cgtctgctgt tagtacttcc 

atcctcttcc ttcccaaaga gcagacccca aggcatttac tccttggtct gtctcgcttt 
2880 

atctgtcgcc cctcccagcg ctgagagcct cccctggctg tcagcagcac tgtgtccagg 

ctcttgtctg aacaccgcag cccctccttc gctccttcca gagctcagca tgtcacggca 

aggactgccg cattggtgat ggagggccag ctgaggggaa gttgctggtg agtttccttt 
3060 

tctccatttc tagcatatgg acacctggcc cctgcttgag cacttaggtg acaggaactt 

ccgcacctcc tgaggccctg gatgattcta attgttagaa attctaattg ttagaaatcc 

ttccttataa tgaatgaatt ctgctttccc ataatttcta cctattgggc ctcgttctgt 

tctctggaac taaacagaac aaccatttac ccctcctttt caaactagag aataaagatt 
3300 

tggttttaga aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaa 
3343 

<210> 3072 
<211> 349 
<212> PRT 

<213> Homo sapiens 

ntVleullu Arg Arg Cys Arg Gly Pro Leu Ala Met Gly Leu Ala Gin 

1 5 10 15 

Pro Arg Leu Leu Ser Gly Pro Ser Gin Glu Ser Pro Gin Thr Leu Gly 

20 25 30 

Lys Glu Ser Arg Gly Leu Arg Gin Gin Gly Thr Ser Val Ala Gin Ser 

35 40 45 

Gly Ala Gin Ala Pro Gly Arg Ala His Arg Cys Ala His Cys Arg Arg 

50 55 60 

His Phe Pro Gly Trp Val Ala Leu Trp Leu His Thr Arg Arg Cys Gin 
65 70 75 80 

Ala Arg Leu Pro Leu Pro Cys Pro Glu Cys Gly Arg Arg Phe Arg His 

85 90 95 

Ala Pro Phe Leu Ala Leu His Arg Gin Val His Ala Ala Ala Thr Pro 

100 105 HO 

Asp Leu Gly Phe Ala Cys His Leu Cys Gly Gin Ser Phe Arg Gly Trp 
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115 




120 




125 








Val 


Ala 


Leu 


Val Leu 


His Leu Arg Ala His Ser 


Ala 


Ala 


Lys 


Arg 


Pro 




130 






135 


140 










He 


Ala 


Cys 


Pro Lys 


Cys Glu Arg Arg Phe Trp 


Arg Arg 


Lys 


Gin 


Leu 


145 








150 155 










160 


Arg 


Ala 


His 


Leu Arg 


Arg Cys His Pro Pro Ala 


Pro 


Glu 


Ala 


Arg 


Pro 








165 


170 








175 




Phe 


He 


Cys 


Gly Asn 


Cys Gly Arg Ser Phe Ala 


Gin Trp 


Asp 


Gin 


Leu 








180 


185 






190 






Val 


Ala 


His 


Lys Arg 


Val His Val Ala Glu Ala 


Leu 


Glu 


Glu 


Ala 


Ala 






195 




200 




205 








Ala 


Lys 


Ala 


Leu Gly 


Pro Arg Pro Arg Gly Arg 


Pro 


Ala 


Val 


Thr 


Ala 




210 






215 


220 










Pro 


Arg 


Pro 


Gly Gly 


Asp Ala Val Asp Arg Pro 


Phe 


Gin 


Cys 


Ala 


Cys 


225 








230 235 










240 


Cys 


Gly 


Lys 


Arg Phe 


Arg His Lys Pro Asn Leu 


He 


Ala 


His 


Arg 


Arg 








245 


2 50 








255 




Val 


His 


Thr 


Gly Glu 


Arg Pro His Gin Cys Pro 


Glu 


Cys 


Gly 


Lys 


Arg 








260 


265 






270 






Phe 


Thr 


Asn 


Lys Pro 


Tyr Leu Thr Ser His Arg 


Arg 


He 


His 


Thr 


Gly 






275 




280 




285 








Glu 


Lys 


Pro 


Tyr Pro 


Cys Lys Glu Cys Gly Arg 


Arg 


Phe 


Arg 


His 


Lys 




290 






295 


300 










Pro 


Asn 


Leu 


Leu Ser 


His Ser Lys He His Xaa 


Ser Asp 


Pro 


Arg 


Gly 


30S 








310 315 










320 


Arg 


Pro 


Arg 


Pro Pro 


Pro Ala Arg Gly Ala Pro 


Ser 


Cys 


Gin 


Pro 


Ala 








32S 


330 








335 




Pro 


Arg 


Ser 


Pro Arg 


Pro Ser Pro Pro Arg Arg 


Tyr 


Leu 









340 345 



<210> 3073 
<211> 791 
<212> DNA 

<213> Homo sapiens v 
<400> 3073 

nngccctgcc tgaggcgaga gctgaagctg ctcgagtcca tcttccaccg cggccacgag 
60 

cgcttccgca ttgccagcgc ctgcctggac gagctgagct gcgagttcct gctggctggg 
120 

gccggagggg ccggggcggg ggccgcgccc ggaccgcatc tccccccacg ggggtcggtg 
180 

cccggggatc ctgtccgcat ccactgcaac atcacggagt cataccctgc tgtgcccccc 
240 

atctggtcgg tggagtctga tgaccctaac ttggctgctg tcttggagag gctggcggac 
300 

ataaagaaag ggaatactct gctattgcag catctgaaga ggatcatctc cgacccgtgt 
360 

aaactctata acctccctca gcatccagat gtggagatgc tggatcaacc cttgccagca 
420 

gagcagtgca cacaggaaga cgtgtcttca gaagatgaag atgaggagat gcctgaggac 
480 

acagaagacc tagatcacta tgaaatgaaa gaggaagagc cagctgaggg caagaaatct 
540 
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gaagatgatg gcattggaaa agaaaacttg gccaccctag agaaaatcaa aaagaaccag 
600 

aggcaagatt acttaaatgg tgcagtgtct ggctcggtgc aggccactga ccggctgatg 
660 

aaggagctcc agggatatat taccgnttca cagagtttca aaggcggaaa ctatgncagt 
720 

tcgaactcgt ggaatgacag tctgtatggt tgggatgttc aactcctcaa agttgaccag 
780 

ggcagcgttt a 
791 



c210> 3074 

<211> 263 

<212> PRT 

<213> Homo sapiens 



c400> 3074 

Xaa Pro Cys Leu Arg Arg Glu Leu Lys Leu Leu Glu Ser He Phe His 

15 10 IS 

Arg Gly His Glu Arg Phe Arg lie Ala Ser Ala Cys Leu Asp Glu Leu 

20 25 30 

Ser Cys Glu Phe Leu Leu Ala Gly Ala Gly Gly Ala Gly Ala Gly Ala 

35 40 4S 

Ala Pro Gly Pro His Leu Pro Pro Arg Gly Ser Val Pro Gly Asp Pro 

50 55 60 

Val Arg He His Cys Asn He Thr Glu Ser Tyr Pro Ala Val Pro Pro 
65 70 75 80 

He Trp Ser Val Glu Ser Asp Asp Pro Asn Leu Ala Ala Val Leu Glu 

85 90 95 

Arg Leu Val Asp He Lys Lys Gly Asn Thr Leu Leu Leu Gin His Leu 

100 105 HO 

Lys Arg He He Ser Asp Leu Cys Lys Leu Tyr Asn Leu Pro Gin His 

H5 120 125 

Pro Asp Val Glu Met Leu Asp Gin Pro Leu Pro Ala Glu Gin Cys Thr 

130 135 140 

Gin Glu Asp Val Ser Ser Glu Asp Glu Asp Glu Glu Met Pro Glu Asp 
145 150 15S 160 

Thr Glu Asp Leu Asp His Tyr Glu Met Lys Glu Glu Glu Pro Ala Glu 

165 170 175 

Gly Lys Lys Ser Glu Asp Asp Gly He Gly Lys Glu Asn Leu Ala He 

180 185 190 

Leu Glu Lys He Lys Lys Asn Gin Arg Gin Asp Tyr Leu Asn Gly Ala 

195 200 205 

Val Ser Gly Ser Val Gin Ala Thr Asp Arg Leu Met Lys Glu Leu Gin 

210 215 220 

Gly Tyr lie Thr Xaa Ser Gin Ser Phe Lys Gly Gly Asn Tyr Xaa Ser 
225 230 235 240 

Ser Asn Ser Trp Asn Asp Ser Leu Tyr Gly Trp Asp Val Gin Leu Leu 

245 250 255 

Lys Val Asp Gin Gly Ser Val 
260 



<210> 3075 
<211> 603 
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<212> DNA 

<2X3> Homo sapiens 

<400> 3075 

cccctggggg gaaaaaattt tttaaaaaaa atggtgggga aaaacccccc cccgcccccc 
60 

cccttttttt cccccgcggg ggccaaaaaa aaaaatgtgg gcccccaaaa aaaaaaaaaa 
120 

aaaaaaaaaa aagtcttggg agggggtcgg tttggccagg tccacaggtg cacagagaag 
180 

tctacaggcc ttgcactggc agccaagatc atcaaagtga agaacgtaaa ggaccgggag 
240 

gatgcgaaga atgaggtcaa catcatgaac cagctcagcc acgtaaactt gatccaactt 
300 

tatgatgcgt ctgagagcaa gagcagcttc actctgatca tggagtatgt ggatggaggc 
360 

gaactctttg accggatcac ggatgagaag caccacctca ccgagttgga tgtggtcttg 
420 

ttcacgaggc agatctgtga gggtgtgcat tacctgcatc agcactatat cctgcacctg 
480 

gacctcaagc ctgagaacat attgtgtgtc agccagacag ggcatcaaat taagatcatt 
540 

gactttgggc tggctagaag atacaagcct cgggagaagc taaaggtgaa ctttggtact 

600 

ccg 

603 

<210> 3076 

<211> 201 

<212> PRT 

<213> Homo sapiens 



<400> 3076 



Pro Leu 


Gly 


Gly 


Lys 


Asn 


Phe 


Leu 


Lys 


Lys 


Met 


Val 


Gly 


Lys 


Asn 


Pro 


1 






5 










10 










15 




Pro Pro 


Pro 


Pro 


Pro 


Phe 


Phe 


Ser 


Pro 


Val 


Gly 


Ala 


Lys 


Lys 


Lys 


Asn 






20 










25 










30 






Val Gly 


Pro 


Gin 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Val 


Leu 


Gly 


Gly 




35 










40 










45 








Gly Arg 


Phe 


Gly 


Gin 


Val 


His 


Arg 


Cys 


Thr 


Glu 


Lys 


Ser 


Thr 


Gly 


Leu 


50 










55 










60 










Ala Leu 


Ala 


Ala 


Lys 


He 


He 


Lys 


Val 


Lys 


Asn 


Val 


Lys 


Asp 


Arg 


Glu 


65 








70 










75 










80 


Asp val 


Lys 


Asn 


Glu 


Val 


Asn 


He 


Met 


Asn 


Gin 


Leu 


Ser 


His 


Val 


Asn 








85 










90 










95 




Leu He 


Gin 


Leu 


Tyr 


Asp 


Ala 


Phe 


Glu 


Ser 


Lys 


Ser 


Ser 


Phe 


Thr 


Leu 






100 










10S 










110 






He Met 


Glu 


Tyr 


Val 


Asp 


Gly 


Gly 


Glu 


Leu 


Phe 


Asp 


Arg 


He 


Thr 


Asp 




115 










120 










125 








Glu Lys 


Tyr 


His 


Leu 


Thr 


Glu 


Leu 


Asp 


Val 


Val 


Leu 


Phe 


Thr 


Arg 


Gin 


130 










13S 










140 










lie Cys 


Glu 


Gly 


Val 


His 


Tyr 


Leu 


His 


Gin 


His 


Tyr 


He 


Leu 


His 


Leu 


145 








150 










155 










160 


Asp Leu 


Lys 


Pro 


Glu 


Asn 


He 


Leu 


Cys 


Val 


Ser 


Gin 


Thr 


Gly 


His 


Gin 
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165 170 175 

He Lys He He Asp Phe Gly Leu Ala Arg Arg Tyr Lys Pro Arg Glu 

180 185 190 

Lys Leu Lys Val Asn Phe Gly Thr Pro 
195 200 

<210> 3077 

<211> 1377 

<212> DNA 

<213> Homo sapiens 

<400> 3077 

ngctcgactg cgaattactg tttatgaggt gactcgctgg ttctatcggt ggacagtggg 

acattctgaa gggaggcaag gaggcggact gagcgctccc aattggggag gatgctggtg 
120 

gtggaggtgg cgaacggccg ctccctggtg tggggagccg aggcggtgca ggccctccgg 
180 

gagcgcctgg gtgtgggggg ccgcacggta ggcgccctgc cccgcgggcc ccgccagaac 

tcgcgcctgg gcctcccgct gctgctgatg cccgaagagg cgcggctctt ggccgagatc 

ggcgccgtga ctctggtcag cgccccgcgt ccagactctc ggcaccacag cctggccctg 
360 

acatccttca agcgccagca agaggagagc ttccaggagc agagcgcctt ggcagctgag 
420 

gcccgggaga cccgtcgtca ggagctcctg gagaagatta cggagggcca ggctgctaag 
480 

aagcagaaac tagaacaggc ttcaggggcc agctcaagcc aggaggccgg ctcgagccag 
540 

gctgccaaag aggatgagac cagtgatggc caggcttcgg gagagcagga ggaagctggc 
600 

ccctcgtctt cccaagcagg accctcaaat ggggtagccc ccttgcccag atctgctctc 
660 

cttgcccagc tggccactgc caggcctcga ccggtcaagg ccaggcccct ggactggcgt 
720 

gtccagtcta aagactggcc ccacgccggc cgccctgccc acgagctgcg ctacagtatc 
780 

tacagagacc tgcgggagcg aggcttcttc ctcagtgcgg ctggcaagtt cggaggtgac 
840 

ttcccggtct atcctggtga ccccctccgc ttccacgccc attatatcgc tcagtgctgg 
900 

gcccctgagg acaccatccc actccaagac ctggttgctg ctgggcgcct tggaaccagc 
960 

gtcagaaaga ccctgctcct ctgttctccg cagcctgatg gtaaggtggt ctacacctcc 
1020 

ctgcaatggg ccagcctgca gtgaactcca gagacctagg ggatgtggct gtgtcggcag 
1080 

caagagcctt tctggatgtt ccccagctct tctctgggag tctagaacat cctcctacct 
1140 

ttctccgcgg ttagtctttg attccaggtt ttcgaacact acatcttttt tatgttcttc 
1200 

cttgtttcaa agcacttatt ggctgtgttt ttgtagttac ctattttcac actgtgagct 
1260 
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tcccgagaat ggggcctggg tttgattcat ctgttttcta cagggtttaa gtctcaggag 
1320 

gtctcaataa acttggtata taaatgttaa aaaaaaaaaa aaaaaaaaaa aaaaaaa 
1377 

<210> 3078 
<211> 310 
<212> PRT 

<213> Homo sapiens 



<4O0> 3078 



Met 


Leu 


Val 


val 


Glu Val 


Ala 


Asn 


Gly 


Arg 


Ser 


Leu 


Val 


Trp 


Gly 


Ala 


l 








5 










10 










IS 




Glu 


Ala 


Val 


Gin 


Ala 


Leu 


Arg 


Glu 


Arg 


Leu 


Gly 


Val 


Gly 


Gly 


Arg 


Thr 








20 










2S 










30 






Val 


Gly 


Ala 


Leu 


Pro 


Arg 


Gly 


Pro 


Arg 


Gin 


Asn 


Ser 


Arg 


Leu 


Gly 


Leu 






35 










40 










45 








Pro 


Leu 


Leu 


Leu 


Met 


Pro 


Glu 


Glu 


Ala 


Arg 


Leu 


Leu 


Ala 


Glu 


He 


Gly 




50 










55 










60 










Ala 


Val 


Thr 


Leu 


Val 


Ser 


Ala 


Pro 


Arg 


Pro 


Asp 


Ser 


Arg 


His 


His 


Ser 


65 










70 










75 










80 


Leu 


Ala 


Leu 


Thr 


Ser 


Phe 


Lys 


Arg 


Gin 


Gin 


Glu 


Glu 


Ser 


Phe 


Gin 


Glu 










85 










90 










95 




Gin 


Ser 


Ala 


Leu Ala 


Ala 


Glu 


Ala 


Arg 


Glu 


Thr 


Arg 


Arg 


Gin 


Glu 


Leu 








100 










105 










110 






Leu 


Glu 


Lys 


lie 


Thr 


Glu 


Gly 


Gin 


Ala 


Ala 


Lys 


Lys 


Gin 


Lys 


Leu 


Glu 






115 










120 










125 








Gin 


Ala 


Ser 


Gly Ala 


Ser 


Ser 


Ser 


Gin 


Glu 


Ala 


Gly 


Ser 


Ser 


Gin 


Ala 




130 










13S 










140 










Ala 


Lys 


Glu 


Asp Glu Thr 


Ser 


Asp 


Gly 


Gin 


Ala 


Ser 


Gly 


Glu 


Gin 


Glu 


145 










150 










155 










160 


Glu 


Ala 


Gly 


Pro 


Ser 


Ser 


Ser 


Gin 


Ala 


Gly 


Pro 


Ser 


Asn 


Gly 


Val 


Ala 










165 










170 










175 




Pro 


Leu 


Pro 


Arg Ser Ala 


Leu 


Leu 


val 


Gin 


Leu 


Ala 


Thr 


Ala- 


Arg 


Pro 








180 










185 










190 






Arg 


Pro 


Val 


Lys Ala Arg 


Pro 


Leu 


Asp 


Trp 


Arg 


val 


Gin 


Ser 


Lys 


Asp 






19S 










200 










205 








Trp 


Pro 


His 


Ala Gly Arg 


Pro 


Ala 


His 


Glu 


Leu 


Arg 


Tyr 


Ser 


He 


Tyr 




210 










215 










220 










Arg 


Asp 


Leu 


Trp Glu 


Arg 


Gly 


Phe 


Phe 


Leu 


Ser 


Ala 


Ala 


Gly 


Lys 


Phe 


225 










230 










235 










240 


Gly 


Gly 


Asp 


Phe 


Leu 


Val 


Tyr 


Pro 


Gly 


Asp 


Pro 


Leu 


Arg 


Phe 


His 


Ala 










245 










250 










255 




His 


Tyr 


lie 


Ala 


Gin 


Cys 


Trp 


Ala 


Pro 


Glu 


Asp 


Thr 


He 


Pro 


Leu 


Gin 








260 










265 










270 






Asp 


Leu 


Val 


Ala 


Ala Gly 


Arg 


Leu 


Gly 


Thr 


Ser 


Val 


Arg 


Lys 


Thr 


Leu 






275 










280 










285 








Leu 


Leu 


Cys 


Ser 


Pro 


Gin 


Pro 


Asp 


Gly 


Lys 


Val 


Val 


Tyr 


Thr 


Ser 


Leu 




290 










295 










300 










Gin 


Trp 


Ala 


Ser 


Leu 


Gin 























305 310 



<210> 3079 
<211> 1785 
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<212> DNA 

<213> Homo sapiens 



atggacacac tctataccgg ceccagccca tctgaaccag gctccagctg ctcacccaca 
cccccacctg cgccccgccg aggcacccac accaccgtgt cccaagtcca gccccctccc 
tccaaggcat cagcacctga acccccrgca gaagaagaag tggcaaccgg tacaacctca 
gcctctgacg acctggaagc cctgggtaca ctgagcccgg ggaccacaga ggagaaggca 
g«ge C gagg cggctgtgcc caggaccatt ggggccgagc tgacggagcc ggtgcggaga 
aacactggcc tgagccacga attatgccgg gcggccaccg gcatcacagc gggccacatc 
caggcc.cgg tgccggccag ctcaccagcc atggagcagg tcctcccctc actcgtagag 
ggcaaggacc tcagcatggc cctgccctca gggcaggtct gccacgacca gcagaggctg 
gaggtgatct ttgcagacct ggctcgccgg aaggacgacg cccagcagcg cagttgggca 
ctacatgagg atgagggtgt catccgctgc taectagagg agctgccgca tattccgact 
gatgcagacc ccgaagttcg caagaaaatg tgcaagagaa acgagtccga gtctgtcctg 
gcctcggcgg cctatcacca aatggaacac cgagcatcac cgcggctgct gctccCcaag 
tgctttggcg ccacgcgcag cctggatgca gccatcatct ccacgcttgt gtcatccgtg 
ctgcccgtag agctggcgag ggacatgcag acagacacgc aggaccacca gaaactctgt 
tactctgccc tcatccrggc catggtcttc tccatgggag aggcagtgcc ctatgcacac 
tatgagoacc tgggcacgcc tttcgcccag ttcctactga acatcgtcga ggatgggctg 
cccttggaca ccacagagca gctgccggac ctctgcgtga acctgcttct ggctctcaac 
ctgcacctgc cagctgctga ccagaatgtc atcatggctg ccctgagcaa acacgccaat 
gtcaagatct tctccgagaa gctgttgttg ctcctgaaca gaggggatga ccctgtgcgc 
accttcaaac atgagccaca gccaccacac tctgtcctca agtccccgca ggacgtgtct 
ggcagcccgg ccacagctgc catcttctac cacacagaca tgatggctct cattgacatc 
actgtgcggc acatcgcaga cctgtcacca ggagacaagg gaccgttcgg ggcgggccag 
aggcctcggc caggagttcc tcgcctgtta gaaccaggat ccaccccatc gcgggagccg 
caccctgtgg agcgctctgg ggtcccggcc ctgacctctt cctgggcttc gggatgcccg 
cgtcccctgc acccggcgct gcagctcgtt accgattccg cctttggagg ccggcccgta 



1500 
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tagtgtactc ccggactctc tcacggttag ccggcaaccc gcggagcccc ctcccccatg 
1560 

cgatgagtcc gccgtctagg ggcggggcct cccaatgtgc caatagaaac aatgactgac 
1620 

cgattggagt gctccgcgtt cacccctcgc ctccgctcct ctcgtgacgt ctgttgcgcc 
1690 

aggtccaccc attggcctgg cgagaccggc gcgtgccagg agttacgcag ggagagctgg 
1740 

aatgcaccga gggtgggggg aggactgagt ttctgtgtca gtccc 
1785 

<210> 3080 

<211> 500 

<212> PRT 

<213> Homo sapiens 



<400> 3080 



Met Asp 


Thr 


Leu 


Tyr 


Thr 


Gly 


Ser 


Ser 


Pro 


Ser 


Glu 


Pro 


Gly 


Ser 


Ser 


l 






5 










10 










15 




Cys Ser 


Pro 


Thr 


Pro 


Pro 


Pro 


Val 


Pro 


Arg 


Arg 


Gly 


Thr 


His 


Thr 


Thr 




20 










25 










30 






Val Ser 


Gin 


Val 


Gin 


Pro 


Pro 


Pro 


Ser 


Lys 


Ala 


Ser 


Ala 


Pro 


Glu 


Pro 




35 










40 










45 








Pro Ala 


Glu 


Glu 


Glu 


Val 


Ala 


Thr 


Gly 


Thr 


Thr 


Ser 


Ala 


Ser 


Asp 


Asp 


50 










55 










60 










Leu Glu 


Ala 


Leu 


Gly 


Thr 


Leu 


Ser 


Leu 


Gly 


Thr 


Thr 


Glu 


Glu 


Lys 


Ala 


65 








70 










75 










80 


Ala Ala 


Glu 


Ala 


Ala 


Val 


Pro 


Arg 


Thr 


He 


Gly 


Ala 


Glu 


Leu 


Met 


Glu 








85 










90 










95 




Leu Val 


Arg 


Arg 


Asn 


Thr 


Gly 


Leu 


Ser 


His 


Glu 


Leu 


Cys 


Arg 


Val 


Ala 






100 










105 










110 






He Gly 


He 


He 


Val 


Gly 


His 


He 


Gin 


Ala 


Ser 


Val 


Pro 


Ala 


Ser 


Ser 




115 










120 










125 








Pro Val 


Met 


Glu 


Gin 


Val 


Leu 


Leu 


Ser 


Leu 


Val 


Glu 


Gly 


Lys 


Asp 


Leu 


130 










135 










140 










Ser Met 


Ala 


Leu 


Pro 


Ser 


Gly 


Gin 


Val 


Cys 


His 


Asp 


Gin 


Gin 


Arg 


Leu 


145 








150 










15S 










160 


Glu Val 


He 


Phe 


Ala 


Asp 


Leu 


Ala 


Arg 


Arg 


Lys 


Asp 


Asp 


Ala 


Gin 


Gin 








165 










170 










175 




Arg Ser 


Trp 


Ala 


Leu 


Tyr 


Glu 


Asp 


Glu 


Gly 


Val 


He 


Arg 


Cys 


Tyr 


Leu 






1B0 










185 










190 






Glu Glu 


Leu 


Leu 


His 


He 


Leu 


Thr 


ASp 


Ala 


Asp 


Pro 


Glu 


Val 


Cys 


Lys 




195 










200 










205 








Lys Met 


Cys 


Lys 


Arg 


Asn 


Glu 


Phe 


Glu 


Ser 


val 


Leu 


Ala 


Leu 


Val 


Ala 


210 










215 










220 










Tyr Tyr 


Gin 


Met 


Glu 


His 


Arg 


Ala 


Ser 


Leu 


Arg 


Leu 


Leu 


Leu 


Leu 


Lys 


225 








230 










235 










240 


Cys Phe 


Gly 


Ala 


Met 


Cys 


Ser 


Leu 


Asp 


Ala 


Ala 


He 


He 


Ser 


Thr 


Leu 








245 










250 










255 




Val Ser 


Ser 


Val 


Leu 


Pro 


Val 


Glu 


Leu 


Ala 


Arg 


Asp 


Met 


Gin 


Thr 


Asp 






260 










265 










270 






Thr Gin 


Asp 


His 


Gin 


Lys 


Leu 


Cys 


Tyr 


Ser 


Ala 


Leu 


He 


Leu 


Ala 


Met 




275 










280 










285 








Val Phe 


Ser 


Met 


Gly 


Glu 


Ala 


Val 


Pro 


Tyr 


Ala 


His 


Tyr 


Glu 


His 


Leu 
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295 300 



flly 2 Thr Pro Phe Ala Gin Phe Leu Leu Asn lie Val Glu Asp Gly Leu 



III Leu Asp Thr Thr Olu Gin Leu Pro Asp Leu Cys Val Asn Leu Leu 

12S 330 
Leu Ala Leu Asn Leu His Leu Pro Ala Ala Asp Gin Asn Val He Met 



Ala Ala Leu Ser Lys His Ala Asn Val Lys He Phe Ser Olu Lys Leu 

360 365 



345 

Ser Lys His Ala Asn 

Leu Leu Leu Leu Asn Arg Gly Asp Asp Pro Val Arg lie Phe Lys His 
375 380 

Glu Pro Gin Pro Pro His Ser Val Leu Lys Phe Leu Gin Asp val Phe 

Gly ser Pro Ala Thr Ala Ala He Phe Tyr His Thr Asp Met Met Ala 

405 410 
Leu lie Asp lie Thr Val Arg His He Ala Asp Leu ser Pro Gly Asp 

420 US 

Lys Gly Pro Phe Gly Ala Gly Gin Arg Pro Trp Pro Gly Val Pro Arg 
435 ««0 445 



Arg Ser Gly Val Pro Ala Leu Thr Ser Ser Trp Ala Ser Gly Cys Pro 



Leu Leu Glu Pro Gly Ser Thr Pro Ser Arg Glu Pro His Pro Val Glu 
45S 460 
Leu Thr Ser Ser Trp 

Arg Pro Leu His Pro Ma Leu Gin Leu Val lie Asp Ser Ala Phe Gly 



Gly Arg Ser Val 
500 

<210> 30S1 
<211> 1902 
<212> DNA 

<213> Homo sapiens 



nntcatgagc agatggacga acttggccgc gtcgtcgtgg cagttctgga gg.tttttct 
ccacatggcg acgaacttgt ggacggacac ggagcccgtg cgctcccccc ggccacgagc 
caaagcattc cgaccttcta cttccccaga ggacgcccgc aggactccgt caacgtggat 
gc^gtcatca gcaagatcga gagcaccttc gcccggttcc cccacgagag ggccaccatg 
gltgacatgg gcctggtggc caaggcctgc ggctgccccc tctactggaa ggggccgctc 
ttctatggcg ccggcgggga gcgcacgggc tccgtgtccg tccacaagtt cgtcgccatg 
tggagaaaaa tcctccagaa ctgccacgac gacgcggcca agttcgtcca tctgctcatg 
Igccccggct gcaactacct ggtgcaggag gactttgtcc ccttcttgca ggacgtggtg 
lacacgcacc cggggctgtc gttcctgaag gaggcgtccg agttccactc gcgctacatc 
Tccacggtca tccagcggat cttctacgcc gtgaaccggt cctggtccgg caggatcacc 
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tgcgccgagc tgcggaggag 
660 

gacatcaacc agctgaccga 
720 

ttctgggagc tggacacgga 
780 

aatgaccacg ccctttctac 
640 

ggcagaaaag tgcagaagga 
900 

tctgaggaag acaaaaaaac 
960 

gacggggacg gcgccctgtc 
1020 

aggctggaca gcatggccat 
1080 

gacctggtca agccgaggac 
1140 

ctggccaacg tcttcttcga 
1200 

aaagagcaga tctccctgct 
1260 

gagaagtacg cggccgagga 
1320 

cgggaggacg ggctcgaggc 
1380 

tccccgccgg cccagaggcc 
1440 

tacgagtacg catgcgggga 
1500 

cgccgcgggg ccgcccccca 
1560 

tgtggaaaat gagtgcgttt 
1620 

tgattgccac tgtgggttcg 
1680 

agggccgcgc gtgaatggga 
1740 

gacccggcct gggttccggg 
1800 

accggcggct cccgggcgcc 
1860 

gttttgtgta aacgtacaaa 
1902 



ctccttcctg cagaatgcgg 
attcttctcg tacgagcatc 
ccacgacctg ctcatcgacg 
caagatgata gacaggatct 
agggaagatc agctacgccg 
accgaccagc atcgagtact 
catgttcgag ctcgagtact 
cgaggccctg cccttccagg 
tgaagggaag atcacgctgc 
cacctccttc aacatcgaga 
cagggacggt gacagcggcg 
gtacgacatc ctggtggccg 
cgagctcagc cccgtggagc 
cttcttcgag gcgccctcac 
cgaggacctg gagccgctgt 
cgtgccacca ccgggccacc 
gtacggaatg ataaactttt 
tggccggacc tgcccagagc 
cgggttccca cacggacacc 
gcctgcgtct gtggaaaggg 
tcagtcctgg acaggagcct 
accgtttctg gcgatcacga 



cgctgctgga ggaggaggcg 
tctacgtcat ctactgcaag 
cggacgacct ggcgcggcac 
tctcaggagc agtcacacga 
actttgtctg gtttttgatc 
ggttccgctg catggacctg 
tctacgagga gcagtgccga 
actgcctctg ccagatgctg 
aggacctgaa gcgctgcaag 
agtacctcga ccacgagcag 
gccccgagct ctcggactgg 
aggagaccgt gggagagccc 
agaagctgag tgcgctgcgc 
cgctgggcgc cgtggacctg 
gacgccaccc gcgagaacgc 
gcggctcgtg taaaaactgt 
acttattcac agaagcgtgt 
cctgtgcccg ggggacacgt 
ctccagcact tgccgttccc 
tccatgtgcg cacaacggtg 
ccaccacagg ctgtgtgaat 
aa 



<210> 3082 

<211> 414 

<212> PRT 

<213> Homo sapiens 



<400> 3082 

Met Asp Asp Met Gly Leu Val Ala Lys Ala Cys Gly Cys Pro Leu Tyr 

15 10 15 

Trp Lys Gly Pro Leu Phe Tyr GLy Ala Gly Gly Glu Arg Thr Gly Ser 
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20 25 30 

Val Ser Val His Lys Phe Val Ala Met Trp Arg Lys He Leu Gin Asn 

35 40 45 

Cys His Asp Asp Ala Ala Lys Phe Val His Leu Leu Met Ser Pro Gly 

50 55 60 

Cys Asn Tyr Leu Val Gin Glu Asp Phe Val Pro Phe Leu Gin Asp Val 
65 70 75 80 

Val Asn Thr His Pro Gly Leu Ser Phe Leu Lys Glu Ala Ser Glu Phe 

95 90 95 

His Ser Arg Tyr He Thr Thr Val He Gin Arg He Phe Tyr Ala Val 

100 105 HO 

Asn Arg Ser Trp Ser Gly Arg He Thr Cys Ala Glu Leu Arg Arg Ser 

115 120 12S 

Ser Phe Leu Gin Asn Val Ala Leu Leu Glu Glu Glu Ala Asp He Asn 

130 135 14 0 

Gin Leu Thr Glu Phe Phe Ser Tyr Glu His Phe Tyr Val He Tyr Cys 
145 150 155 160 

Lvs Phe Trp Glu Leu Asp Thr Asp His Asp Leu Leu He Asp Ala Asp 

165 170 175 

Asp Leu Ala Arg His Asn Asp His Ala Leu Ser Thr Lys Met He Asp 

180 1Q5 190 

Arg He Phe Ser Gly Ala Val Thr Arg Gly Arg Lys Val Gin Lys Glu 

195 200 205 

Gly Lys He Ser Tyr Ala Asp Phe Val Trp Phe Leu He Ser Glu Glu 

210 215 220 

Asp Lys Lys Thr Pro Thr Ser He Glu Tyr Trp Phe Arg Cys Met Asp 
225 230 235 240 

Leu Asp Gly Asp Gly Ala Leu Ser Met Phe Glu Leu Glu Tyr Phe Tyr 

245 250 255 

Glu Glu Gin Cys Arg Arg Leu Asp Ser Met Ala He Glu Ala Leu Pro 

260 265 270 

Phe Gin Asp Cys Leu Cys Gin Met Leu Asp Leu Val Lys Pro Arg Thr 

275 280 285 

Glu Gly Lys He Thr Leu Gin Asp Leu Lys Arg Cys Lys Leu Ala Asn 

290 295 300 

Val Phe Phe Asp Thr Phe Phe Asn He Glu Lys Tyr Leu Asp His Glu 
305 310 315 320 

Gin Lys Glu Gin He Ser Leu Leu Arg Asp Gly Asp Ser Gly Gly Pro 

325 330 335 

Glu Leu Ser Asp Trp Glu Lys Tyr Ala Ala Glu Glu Tyr Asp lie Leu 

340 345 350 

Val Ala Glu Glu Thr Val Gly Glu Pro Trp Glu Asp Gly Phe Glu Ala 

355 360 365 

Glu Leu Ser Pro Val Glu Gin Lys Leu Ser Ala Leu Arg Ser Pro Leu 

370 375 380 

Ala Gin Arg Pro Phe Phe Glu Ala Pro Ser Pro Leu Gly Ala Val Asp 
385 390 395 400 

Leu Tyr Glu Tyr Ala Cys Gly Asp Glu Asp Leu Glu Pro Leu 
405 410 . 



<210> 3083 

<211> 610 

<212> DNA 

<213> Homo sapiens 
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<400> 3083 

ngccggccca gctgctggga 
60 

agggggccac cctgtgaggt 
120 

gactgggcag gccgggcccg 
180 

agcaccccgg gcaagcacta 
240 

cgggtcaatc tgcctagggt 
300 

tacgaccggg aggtccacct 
360 

agcaccttcc tgaaggacgc 
420 

gtctccctta ggtgagagga 
480 

ccaaggcagg atttgggcac 
S40 

gccaccggga acctgctgcc 
600 

gcagtggcca 
610 



acctgt cagg 


ccctcgggct 


gtacattgcc 


gtcctgcaga 


ggcactggtg 


ggtgacagtc 


ccaggctgtg 


ggtctgcacc 


cctgtccatg 


ccccccgtgg 


gcgttgtgag 


ctctcaccgg 


gccaggggag 


ttcctgctcc 


accgcgcagt 


gctgctggct 


tttccctctg 


tggctggcag 


agcgccctcc 


catgtctgtc 



ccagtcacct gagctggcac 
gatccaggct gcacgcggcg 
atacttcgcg gagcccagcg 
tctggaaggt agagaagcgg 
ctggcaccgc gtgccatgca 
gctactacct ggctgtcccc 
gagtcttctc taccgggcga 
ctccgaggcc acaggccctt 
gtgtccatgt gggaactgag 
ttcttggcag cgccatcagg 



<210> 3084 

<211> 144 

<212> PRT 

<213> Homo sapiens 



<400> 3084 

Xaa Arg Pro Ser Cys Trp Glu Pro Val Arg Pro Ser Gly Ser Ser His 

15 10 15 

Leu Ser Trp His Arg Gly Pro Pro Cys Glu Val Tyr He Ala Val Leu 

20 25 30 

Gin Arg Ser Arg Leu His Ala Ala Asp Trp Ala Gly Arg Ala Arg Ala 

35 40 45 

Leu Val Gly Asp Ser His Thr Ser Trp Ser Pro Ala Ser lie Pro Gly 

50 S5 60 

Lys His Tyr Gin Ala Val Gly Leu His Leu Trp Lys Val Glu Lys Arg 
65 70 7S 80 

Arg Val Asn Leu Pro Arg Val Leu Ser Met Pro Pro Val Ala Gly Thr 

85 90 95 

Ala Cys His Ala Tyr Asp Arg Glu Val His Leu Arg Cys Glu Leu Ser 

100 105 110 

Pro Gly Tyr Tyr Leu Ala Val Pro Ser Thr Phe Leu Lys Asp Ala Pro 

115 120 125 

Gly Glu Phe Leu Leu Arg Val Phe Ser Thr Gly Arg Val Ser Leu Arg 
130 135 140 

<210> 3085 
<211> 1080 
<212> DNA 

<213> Homo sapiens 
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<400> 3085 

nntgcgcgga ggaggagttc catcattacg gtcttgcatt agataaatat ccccacttta 
60 

cttctccaat aagaagatat tcagatattg tagtaccccg cttgttaatg gcagccattt 
120 

caaaagataa gaaaatggaa actaagggaa atctgttcag caacaaagat cttgaggaat 
180 

tatgcagaca tatcaacaac agaaaccaag cagcacagca ttctcagaag cagtctactg 
240 

agctcttcca gtgcatgtac ttcaaagaca aagaccctgc caccgaggag cgttgcatat 
300 

ctgacggagt tatttattca attagaacaa atggtgtgct tctatttata ccaaggtttg 
360 

ggattaaagg tgctgcttat ctaaaaaata aagatggttt agtcatctca tgtggcccag 
420 

atagctgttc tgaatggaaa ccaggatccc ttcaacgatt tcaaaacaaa attacctcta 
480 

ctacaacaga tggggaatct gttacgttcc atttgcttga ccatgtaacc gtaagaatat 
540 

ccatacaggc ctcacgttgc cattctgata caatcagact tgaaataatt agtaacaaac 
600 

catacaagat accaaataca gaacttattc atcagagttc ccccttgctg aagagtgagt 
660 

tagtgaaaga agtaactaaa tctgtggaag aagctcagct tgcccaagaa gtcaaagtaa 
720 

aca teat tea ggaggaatat caagaatatc gecaaacaaa gggaaggagc ctatacacac 
780 

ttctagagga gataegggae ctagctctcc tggatgtttc aaacaattat ggaatatgag 
840 

aggctcttac ttcactaaga gctgtcatat gtgaatgttt tacagtcttt tcaaacttaa 
900 

catttaatgt gtgtcactca gtgctctagt cgatcaggac tgggtagcta tttegcatat 
960 

atgtanaatg ttctcagccg ggcacggtgg ctcacgcctg taaccccagc actttgggag 
1020 

getgaggegg gcggatcacg aggtcaggag attgagacca tcctggctaa cacggtgaaa 
1080 

<210> 3086 
<211> 58 
<212> PRT 

<213> Homo sapiens 
<400> 3086 

Met Cys Val Thr Gin Cys Ser Ser Arg Ser Gly Leu Gly Ser Tyr Phe 

15 10 15 

Ala Tyr Met Xaa Asn Val Leu Ser Arg Ala Arg Trp Leu Thr Pro Val 

20 25 30 

Thr Pro Ala Leu Trp Glu Ala Glu Ala Gly Gly Ser Arg Gly Gin Glu 

35 40 45 

He Glu Thr He Leu Ala Asn Thr Val Lys 
50 55 
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<210> 3087 

<211> 2329 

<212> DNA 

<213> Homo sapiens 

<400> 3087 

naggagaagc atctggacga tgaggaaaga aggaagcgaa aggaagagaa gaagcggaag 
60 

cgagagaggg agcactgtga cacggaggga gaggctgacg actttgatcc tgggaagaag 
120 

gtggaggtgg agccgccccc agatcggcca gtccgagcgt gccggacaca gcagccggaa 
180 

atggagcgca cccatattca gcaactcctg gaacacttcc tccgccagct tcagagaaaa 
240 

gatccccatg gattttctgc ttttcctgtc acggatgcaa ttgctcctgg atattcaatg 
300 

ataataaaac atcccacgga ttttggcacc atgaaagaca aaattgtagc taatgaatac 
360 

aagtcagtta cggaatttaa ggcagatttc aagctgatgt gtgataatgc aatgacatac 
420 

aataggccag ataccgtgta ctacaagttg gcgaagaaga tccttcacgc aggctttaag 
480 

atgacgagca aacaggcagc tcttttgggc aatgaagata cagctgttga ggaacctgtc 
540 

cctgaagttg taccagtaca agtagaaact gccaagaaat ccaaaaagcc gagtagagaa 
600 

gttatcagct gcatgtttga gcctgaaggg aatgcccgca gcctgacgga cagtaccgca 
660 

gaggagcacg tgctggcgct ggtggagcac gcagctgacg aagctcggga caggatcaac 
720 

cggttcctcc caggcggcaa gatgggctat ctgaagagga acggggacgg gagcctgctc 
780 

tacagcgtgg tcaacacggc cgagccgaac gctgacgagg aggagaccca cccggtgact 
840 

cgagctcgct ctccagtaag ctactcccag gcttcaccac gctgggcttc aaagacgaga 
900 

gaagaaacaa agtcaccttt ctctccagtg ccactactgc gctttcgatg cagaataatt 
960 

cagtatttgg cgacttgaag tcggacgaga tggagctgct ctactcagcc tacggagatg 
1020 

agacaggcgt gcagtgtgcg ctgagcctgc aggagtttgt gaaggatgct gggagctaca 
1080 

gcaagaaagt ggtggacgac ctcctggacc agatcacagg cggagaccac tctaggacgc 
1140 

tcttccagct gaagcagaga agaaatgttc ccatgaagcc tccagatgaa gccaaggttg 
1200 

gggacaccct aggagacagc agcagctctg ttctggagtt catgtcgatg aagtcctatc 
1260 

ccgacgtttc tgtggatatc tccatgctca gctctctggg gaaggtgaag aaggagctgg 
1320 

accctgacga cagccatttg aacttggatg agacgacgaa gctcctgcag gacctgcacg 
1380 

aagcacaggc ggagcgcggc ggctctcggc cgtcgtccaa cctcagctcc ctgtccaacg 
1440 
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cctccgagag ggaccagcac cacctgggaa gcccttctcg cctgagtgtc ggggagcagc 
1500 

cagacgtcac ccacgacccc tatgagtttc ttcagtctcc agagcctgcg gcctctgcca 
1560 

agacctaact ctagaccacc ttcagctcct ttattttatt tttttagttt tattttgcac 
1620 

gtgtagagtt tttgtcatca gacaaggact ttgatcctgt cccctttggc atgcgggaag 

1680 

cagccgcggg gaggtaatga attgtctgtg gtatcatgtc agcagagtct ccaagcccca 
1740 

cgaaccctga ggagtggagt catacgcgaa ggccatatgg ccatcgtgtc agcagagaga 
1800 

gtctctgtac acagccccgt gaaccctgag gagtggagtc atacacgaag ggcgtgtggc 
1860 

catcgtgtca gcagagagag tctctgtaca cagccccgtg aaccctgagg agtggagtca 
1920 

tacgcgaagg gtgtgtggcc aggctgcaga gctgcgtgcc gtttgtgtcc gagcatcacg 
1980 

tgtggctcca gcccttgttt ctgccagtgt agacacctct gtctgcccca ctgtcctggg 
2040 

gtcgctcttg ggaggcacag gcatgggtgt gtctggcctc attctgtatc agtccagtgt 
2100 

gttcctgtca tagtttgtgt ctcccaggca ggccatggta ggggcctcgc aggggccatt 
2160 

ggggagcaca gggccaggct ggggtgagga gagctcccct gttttctgtt taattgatga 
2220 

gcctgggaaa ggagtgtgtt ctgcctgccc gttacagtgg agcgttccgt gtccataaaa 
2280 

cgttttctaa ctgggaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaa 



<210> 3088 
<211> 280 
<212> PRT 

<213> Homo sapiens 



<400> 3088 



Xaa Glu 


Lys 


His 


Leu 


Asp Asp 


Glu 


Glu 


Arg 


Arg Lys 


Arg 


Lys 


Glu 


Glu 


1 




5 








10 








15 




Lys Lys 


Arg 


Lys 


Arg 


Glu Arg 


Glu 


His 


Cys 


Asp Thr 


Glu 


Gly 


Glu 


Ala 




20 








25 








30 






Asp Asp 


Phe 


Asp 


Pro 


Gly Lys 


Lys 


Val 


Glu 


Val Glu 


Pro 


Pro 


Pro 


Asp 


35 








40 








45 






Thr 


Arg Pro 


Val 


Arg 


Ala 


Cys Arg 


Thr 


Gin 


Gin 


Pro Glu 


Met 


Glu 


Arg 


50 








55 








60 










His lie 


Gin 


Gin 


Leu 


Leu Glu 


His 


Phe 


Leu 


Arg Gin 


Leu 


Gin 


Arg 


Lys 


65 








70 








75 








80 


Asp Pro 


His 


Gly 


Phe 


Phe Ala 


Phe 


Pro 


Val 


Thr Asp 


Ala 


He 


Ala 


Pro 




85 








90 








95 




Gly Tyr 


Ser 


Met 


He 


He Lys His 


Pro 


Met 


Asp Phe 


Gly 


Thr 


Met 


Lys 




100 








105 








110 






Asp Lys 


lie 


Val 


Ala 


Asn Glu 


Tyr 


Lys 


Ser 


Val Thr 


Glu 


Phe 


Lys 


Ala 


115 








120 








125 








Asp Phe 


Lys 


Leu 


Met 


Cys Asp 


Asn 


Ala 


Met 


Thr Tyr 


Asn 


Arg 


Pro 


Asp 
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130 








135 










14 0 










Thr 


Val 


Tyr 


Tvr 


Lys 


Leu Ala 


Lys 


Lys 


He 


Leu 


His 


Ala 


Gly 


Phe 


Lys 


14 5 










150 








155 










160 


Met 


Met 


Ser 


Lys 


Gin 


Ala Ala 


Leu 


Leu 


Glv 


Asn 


Glu 


Asp 


Thr 


Ala 


Val 










165 








170 










175 




Glu 


Glu 


Pro 


Val 


Pro 


Glu Val 


Val 


Pro 


Val 


Gin 


Val 


Glu 


Thr 


Ala 


Lys 








180 








185 










190 






Lys 


Ser 


Lys 


Lys 


Pro 


Ser Arg 


Glu 


Val 


He 


Ser 


Cys 


Met 


Phe 


Glu 


Pro 






195 








200 










205 








Glu 


Gly 


Asn 


Ala 


Cys 


Ser Leu 


Thr 


Asp 


Ser 


Thr 


Ala 


Glu 


Glu 


His 


Val 




210 








215 










220 










Leu 


Ala 


Leu 


Val 


Glu 


His Ala 


Ala 


Asp 


Glu 


Ala 


Arg 


Asp 


Arg 


He 


Asn 


225 










230 








235 










240 


Arg 


Phe 


Leu 


Pro 


Gly Gly Lys 


Met 


Gly 


Tyr 


Leu 


Lys 


Arg 


Asn 


Gly 


Asp 










245 








250 










255 




Gly Ser 


Leu 


Leu 


Tyr 


Ser Val 


Val 


Asn 


Thr 


Ala 


Glu 


Pro 


Asn 


Ala 


Asp 








260 








26S 










270 






Glu 


Glu 


Glu 


Thr 


His 


Pro val 


Thr 



















275 280 



<210> 3089 

<211> 722 

<212> DNA 

<213> Homo sapiens 

<400> 3089 

ncagctttgg accaagcgac catgagaggg ccagagctcg ggcccgaaac cagcatggag 
60 

ggagacgtgc tggacacact ggaggcgctg gggtataaag gaccattgtt agaagagcaa 
120 

gcccttacaa aggcggcaga gggtggatta tcttcacctg aattttcaga gctctgtatt 
180 

tggttaggct ctcaaataaa atcattatgc aacttggaag aaagtatcac gtctgctggg 
240 

agagatgacc tagagagctt ccagcttgag ataagtgggt ttttaaaaga gatggcctgt 
300 

ccatactcgg cactcgtctc aggagacatt aaagagcgcc tcacaaagaa ggatgactgc 
360 

ttgaaacttc tgttgttttt aagtacagaa cttcaagctt tacaaatatt acagaacaag 
420 

aaacataaaa attctcaatt agataaaaat agtgaagttt atcaggaagt tcaagctatg 
480 

tttgatacac ttggtatacc caagtcaaca acttctgaca ttccgcatat gctaaaccaa 
540 

gtggaatcaa aggtgaaaga tattctctca aaggtccaga aaaatcatgt gggaaaacca 
600 

ctactgaaaa tggatttaaa ttcagaacag gcggaacaac tggaaagaat caatgatgct 
660 

ctttcctgtg aatatgagtg ccgccgacga atgttaatga aacgattaga tgtgactgta 

720 

ca 

722 

<210> 3090 
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<211> 240 
<212> PRT 
<213> Homo sapiens 



<400> 3090 

Xaa Ala Leu Asp Gin Ala Thr Met Arg Gly Pro Glu Leu Gly Pro Glu 

1 S 10 IS 

Thr Ser Met Glu Gly Asp Val Leu Asp Thr Leu Glu Ala Leu Gly Tyr 

20 25 30 

Lvs Gly Pro Leu Leu Glu Glu Gin Ala Leu Thr Lys Ala Ala Glu Gly 

35 40 45 

Gly Leu Ser Ser Pro Glu Phe Ser Glu Leu Cys He Trp Leu Gly Ser 

50 55 60 

Gin lie Lys Ser Leu Cys Asn Leu Glu Glu Ser He Thr Ser Ala Gly 
65 70 75 80 

Arg Asp Asp Leu Glu Ser Phe Gin Leu Glu He Ser Gly Phe Leu Lys 

85 90 9 5 

Glu Met Ala Cys Pro Tyr Ser Val Leu Val Ser Gly Asp He Lys Glu 

100 105 HO 

Arg Leu Thr Lys Lys Asp Asp Cys Leu Lys Leu Leu Leu Phe Leu Ser 

11S 120 125 

Thr Glu Leu Gin Ala Leu Gin He Leu Gin Asn Lys Lys His Lys Asn 

130 135 140 

Ser Gin Leu Asp Lys Asn Ser Glu Val Tyr Gin Glu Val Gin Ala Met 
145 150 155 160 

Phe Asp Thr Leu Gly He Pro Lys Ser Thr Thr Ser Asp He Pro His 

1S5 170 175 

Met Leu Asn Gin Val Glu Ser Lys Val Lys Asp He Leu Ser Lys Val 

180 185 190 

Gin Lys Asn His Val Gly Lys Pro Leu Leu Lys Met Asp Leu Asn Ser 

195 200 205 

Glu Gin Ala Glu Gin Leu Glu Arg He Asn Asp Ala Leu Ser Cys Glu 

210 215 220 

Tyr Glu Cys Arg Arg Arg Met Leu Met Lys Arg Leu Asp Val Thr Val 

235 240 



225 230 



<210> 3091 

<211> 333 

<212> DNA 

<213> Homo sapiens 



<400> 3091 

acgcgtgaag ggggcggagg ggaaggaagc cctggggagc agctgctcac ccctttgcca 
60 

caccatcttg gcctggcagg ggtctgggac tgacagggag caccccaggc ccttggtacc 
120 

cccagggcga ccccttctgc caagtgtccc aaaatgattg ctaaatgcct ggctccccca 
180 

ctctttgact ccatctcttg gttccctctt tctgctgcca gctcccccga ctcttccctg 
240 

gggactcctt tttgtgtccc ccttctcccc tgcccctact gccaggcaga tccccttttc 
300 

ttccataccc atccctgcct ccctgctcgg ccg 
333 
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<210> 3092 








<211> 104 








<212> PRT 








<213> Homo sapiens 




<400> 3092 








Met Gly Met 


Glu 


Glu Lys Gly He Cys Leu Ala 


Val Gly Ala Gly Glu 


1 




5 10 


15 


Lys Gly Asp 


Thr 


Lys Arg Ser Pro Gin Gly Arg 


Val Gly Gly Ala Gly 




20 


25 


30 


Ser Arg Lys 


Arg 


Glu Pro Arg Asp Gly Val Lys 


Glu Trp Gly Ser Gin 


35 




40 


4S 


Ala Phe Ser 


Asn 


His Phe Gly Thr Leu Gly Arg 


Arg Gly Arg Pro Gly 


50 




55 


60 


Gly Thr Lys 


Gly 


Leu Gly Cys Ser Leu Ser Val 


Pro Asp Pro Cys Gin 


65 




70 75 


80 


Ala Lys Met 


Val 


Trp Gin Arg Gly Glu Gin Leu 


Leu Pro Arg Ala Ser 






85 90 


95 


Phe Pro Ser 


Ala 


Pro Phe Thr Arg 






100 







<210> 3093 
<211> 720 
<212> DNA 

<213> Homo sapiens 
<400> 3093 

nnaccggttt gtccaaggag gctggcctga ccacttacag cctgtccctg gctctggtgt' 
60 

gaggagcatt aggcccagct cagggtcctc tggcttcaga gccagctggc gtgggcatcc 
120 

a 9fggggcagc ctgtgggcag tgactctgtc tgtctttgga caggacaagg actgccatcc 
180 

accatggtga agctgggctg cagcttctct gggaagccag gtaaagaccc tggggaccag 
240 

gatggggctg ccatggacag tgtgcctctg atcagcccct tggacatcag ccagctccag 
300 

ccgccactcc ctgaccaggt ggtcatcaag acacagacag aataccagct gtcctcccca 
360 

gaccagcaga atttccctga cctggagggc cagaggctga actgcagcca cccagaggaa 
420 

gggcgcaggc tgcccaccgc acggatgatc gccttcgcca tggcgctact gggctgcgtg 
480 

ctgatcatgt acaaggccat ctggtacgac cagttcacct gccccgacgg cttcctgctg 
540 

cggcacaaga tctgcacgcc gctgaccctg gagatgtact acacggagat ggaccccgag 
600 

cgccaccgca gcatcctggc ggccatcggg gcctacccgc tgagccgcaa gcacggcacg 
660 

gagacgccgg cggcctgggg ggacggctac cgcgcagcca aggaggagcg caaggggccc 
720 

<210> 3094 
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<211> 179 
<212> PRT 
<213> Homo sapiens 

<400> 3094 

Met Val Lys Leu Gly Cys Ser Phe Ser Gly Lys Pro Gly Lys Asp Pro 

15 10 15 

Gly Asp Gin Asp Gly Ala Ala Met Asp Ser Val Pro Leu He Ser Pro 

20 25 30 

Leu Asp lie Ser Gin Leu Gin Pro Pro Leu Pro Asp Gin val Val He 

35 40 45 

Lys Thr Gin Thr Glu Tyr Gin Leu Ser Ser Pro Asp Gin Gin Asn Phe 

50 55 60 

Pro Asp Leu Glu Gly Gin Arg Leu Asn Cys Ser His Pro Glu Glu Gly 
65 70 ™ 80 

Arg Arg Leu Pro Thr Ala Arg Met He Ala Phe Ala Met Ala Leu Leu 

85 90 95 

Gly Cys Val Leu lie Met Tyr Lys Ala He Trp Tyr Asp Gin Phe Thr 

100 105 HO 

Cys Pro Asp Gly Phe Leu Leu Arg His Lys lie Cys Thr Pro Leu Thr 

115 120 125 

Leu Glu Met Tyr Tyr Thr Glu Met Asp Pro Glu Arg His Arg Ser He 

130 135 l^O 

Leu Ala Ala He Gly Ala Tyr Pro Leu Ser Arg Lys His Gly Thr Glu 
145 ISO 155 160 

Thr Pro Ala Ala Trp Gly Asp Gly Tyr Arg Ala Ala Lys Glu Glu Arg 
165 170 1 ?5 

Lys Gly Pro 



<210> 3095 

<211> 519 

<212> DNA 

<213> Homo sapiens 

<400> 3095 

ggtgggattt caccggcaca ttcatgtacc catagcggtg ctcattgcac acgtggacgg 
60 

agaccccagc agcaggcctc agctcatgtg actcggccct ctaagaggcc cagcaagata 
120 

gggtttgacg aggtctttgt catcagcctg gctcgcaggc ctgaccgtcg ggaacgcatg 
180 

ctcgcctcgc tctgggagat ggagatctct gggagggtgg tggatgctgt ggatggctgg 
240 

atgctcaaca gcagtgccat caggaacctc ggcgtagacc tgctcccggg ctaccaggac 
300 

ccttactcgg gccgcactct gaccaagggc gaggtgggct gcttcctcag ccattactcc 
360 

atctgggaag agcgagcagt acaaggcaca cttctggcca cgggacctgg tggccttctc 
420 

cgcccagccc ctgctcgctg cccctaccca ccatgccggg gacgccgagt ggctcagtga 
480 

cacggagaca tcctctccat gggatgatgc cagcggccg 
519 
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<210> 3096 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 3096 

Gly Gly He Ser Pro Ala His Ser Cys Thr His Ser Gly Ala His Cys 

15 10 15 

Thr Arg Gly Arg Arg Pro Gin Gin Gin Ala Ser Ala His Val Thr Arg 

20 25 30 

Pro Ser Lys Arg Pro Ser Lys He Gly Phe Asp Glu Val Phe Val He 

35 40 45 

Ser Leu Ala Arg Arg Pro Asp Arg Arg Glu Arg Met Leu Ala Ser Leu 

50 55 60 

Trp Glu Met Glu He Ser Gly Arg Val Val Asp Ala Val Asp Gly Trp 
65 70 75 80 

Met Leu Asn Ser Ser Ala He Arg Asn Leu Gly Val Asp Leu Leu Pro 

85 90 95 

Gly Tyr Gin Asp Pro Tyr Ser Gly Arg Thr Leu Thr Lys Gly Glu Val 

100 105 HO 

Gly Cys Phe Leu Ser His Tyr Ser He Trp Glu Glu Arg Ala Val Gin 

115 120 125 

Gly Thr Leu Leu Ala Thr Gly Pro Gly Gly Leu Leu Arg Pro Ala Pro 

130 135 140 

Ala Arg Cys Pro Tyr Pro Leu Cys Arg Gly Arg Arg Val Ala Gin 
145 150 155 

<210> 3097 

<211> 4953 

<212> DNA 

<213> Homo sapiens 



<400> 3097 

aggcatccag gatgcggtgc ggggcggccc 
60 

ggcggccgag gggaccgggc cagggccggg 
120 

ggcgggaggg gcggcctgag ggcggacggg 
180 

gctccgcact gcccggccgg tctcggcccc 
240 

ggctcggcgc ccagtcgctt cgccgactac 
300 

gggctggagc cggacgagct gtcggcatta 
360 

gatggtgcca gccctttcat ttcaagtacg 
420 

ttgagaagaa cattcaaatc taaggtcctt 
480 

ccctttgacc aagatgcagt aggaatgcta 
540 

caggctgatc ccagggagcc ccaattccat 
600 



ggtgcccccc cgccccgtca cggcagccgc 
ggcggcggcc cgagccgcgg tagcggcggc 
cgggcgcccg ggttgcgggg gctcggtgcc 
ggcgccatga gtggcggcgg cggcggaggg 
tttgtcatct gcggactgga cacggagacc 
tgccagtaca tacaggcttc taaagccagg 
actgaaggag aaaattttga gcagacacca 
gcacgatatc ctgagaacgt agaacggaat 
tgtatgccga aagggctggc attcaagacc 
gcctttatta tcacaaggga ggatggctct 
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cggacatttg ggtttgccct cacattttat gaagaggtga ctagcaagca gatctgcagc 

g!aatgcaga ccctctacca catgcacaat gctgagtatg atgtcctaca tgctccccct 

gccgatgaca gagaccagag cagcatggag gatggtgaag acacccctgt gaccaaactg 
780 

cagcgcttca actcctatga cattagccgg gacactctct acgtctctaa gtgcatctgc 
840 

ctcaccacac ccatgtcttt catgaaggca tgtcggagcg tgccgggcca actccaccag 

gcagccactt caccccagcc ccctccactg ccccttgaga gctacatata caacgtactc 

tacgaggtgc cgctcccacc tcctggccgg tccttgaagt tttctggggt ctattggcca 
1020 

ataatctgcc agagaccaag taccaatgag cttcccctat Ctgactttcc tgtcaaagag 
1080 

gtttttgaac tgctcggggt ggagaatgtg tttcagcttt ttacttgtgc ccttctggag 

tttcaaatcc tgctctactc acagcattac cagagactga tgactgtggc ggagacgatt 

acagctctca tgtttccttt ccagtggcag catgtctatg tccctattct cccagcttct 

ctcccgcatt tcttagatgc tcctgttcca tacctgatgg gtttgcattc caatggcctg 

gatgaccggt caaagctgga gctgcctcaa gaggctaacc cctgctttgt ggacattgac 

aaccacttca ttgagttgcc agaggacttg ccacagttcc ccaacaaatt ggagtttgtc 
1440 

caggaagtct ctgagattct catggcattt ggaattcccc ctgaagggaa tcttcattgc 
1500 

agtgagagtg cctccaagct gaagaggctg cgggcctctg agcttgtctc ggacaagagg 

aatgggaaca ttgctggctc ccctttgcat tcctacgagc ttcttaagga gaatgaaact 

attgcccggc tgcaagcctt ggtcaagaga actggggtga gcctggaaaa gttggaagtg 
1680 

cgtgaagacc ccagcagcaa taaggatctc aaagttcagt gtgatgaaga agaactcagg 

atttaccagc taaacattca gatccgggaa gtttttgcaa atcgtttcac tcagatgttt 
1800 

gcagactatg aggtgtttgt catccaaccc agccaggata aggaatcctg gtttaccaac 
I860 

agggagcaaa tgcaaaactt tgataaagca tcttttctgt cagatcagcc tgagccctac 
1920 

ctgcccttcc tctcaagatt cctggagacc cagatgtttg catttttcat tgacaacaaa 
1980 

ataatgtgtc atgatgatga tgataaagac cctgtactcc gggtatttga ttcccgagtt 
2040 

gacaagatca ggctgttgaa tgttcggaca cctactctcc gtacatccat gtaccagaag 
2100 

tgtaccactg tggatgaagc agagaaagca attgagctgc gtctggcaaa aattgaccat 
2160 

actgcaattc acccacattt acttgacatg aagattggac aagggaaata tgagccgggc 
2220 
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ttcttcccta agctgcagtc tgatgtacct tgcactgggc cagccagcaa caagtggaca 
2280 

aaaaggaatg cccctgcaca gtggaggcgg aaagaccggc agaagcagca cacagaacac 
2340 

ttgcgcttag acaatgacca gagagagaag cacatccagg aagccaggac tatgggcagc 
2400 

actatccgcc agcccaaact gtccaacctc tctccatcag tgattgccca gaccaattgg 
2460 

aagtttgtag agggcctgct gaaggaatgc cgcaataaga ccaagaggat gctggtggaa 
2520 

aagatgggcc gagaagctgt ggagctaggg catggggagg tgaacatcac aggggtggaa 
2580 

gagaacaccc tgattgccag cctttgtgat ctcctggaaa ggatctggag tcatggacta 
2640 

caagtgaaac aggggaaatc agccttatgg tcccacctgt cacattatca ggacaaccgg 
2700 

cagagaaaac tcacatcagg aagcctcagt acctcaggaa tacttcttga ttcagaacgt 
2760 

aggaagtctg atgccagctc actcatgcct cccctgagga tctccctgat tcaggatatg 
2820 

aggcacatcc agaacatcgg ggaaatcaag actgatgtgg gaaaggccag agcatgggtg 
2880 

cgactgtcca tggaaaaaaa gttactttcc agacacctga agcagctcct ctcagaccat 
2940 

gagctcacca aaaagttata taagcgctat gccttcccgc gctgtgatga cgagaaggag 
3000 

cagttcccct atcacctcct gtctttcaat gccgtcgatt acttttgctt caccaatgtc 
3060 

ttcacaacta tcctgatccc gtaccacatt ctgatcgtac caagcaagaa gctggggggc 
3120 

tccatgttca ctgccaaccc atggatctgt atatcaggag aattgggtga gacacagatc 
3180 

acgcagattc ccaggaatgt gctagagatg accttcgagt gccagaactt ggggaagctt 
3240 

actactgtcc agattggcca tgataactct gggctgtatg ccaaacggct ggtggagtat 
3300 

gtgatggtca ggaatgagat cacaggacat acctacaagt tcccgtgtgg ccggtggtta 
3360 

gggaagggca tggatgacgg aagcctggag cggatcctag ttggggagct gctcacatcc 
3420 

cagcccgagg tggatgagag gccatgccgg accccgccgc tgcagcagtc ccccagtgtc 
3480 

atccggaggc ttgttaccat ctcacccaac aacaagccca agctgaacac tgggcagatc 
3540 

caggagtcca tcggggaggc agtcaatggc attgtgaagc acttccataa gcctgagaaa 
3600 

gagcgaggca gtctgacgct gttgctctgt ggagagtgtg gccttgtctc ggccttggaa 
3660 

caggctttcc agcatggatt taaatcgccc cggctcttca aaaatgtctt catttgggat 
3720 

ttcctggaaa aagcacaaac ctattatgag acattagaga agaatgaagt agtccctgag 
3780 

gaaaactggc atacaagagc ccggaacttc tgccgatttg tcactgcaat caacaatact 
3840 
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ccccggaaca tcggcaagga tggcaagttt cagatgctgg tgtgcttggg agccagagat 
3900 

cacctcctac accactggat cgccctgccg gctgactgcc ccatcactgc acacatgtat 
3960 

gaggatgtgg cactgatcaa agaccataca cttgtcaatt ccttgattcg tgtgctgcag 
4020 

acattgcagg agttcaacat cacgctggag acgtcccttg tcaagggcat cgacatctga 
4080 

cctcccagca ccagccagca gcaggactga gaaagactca ccctgcagct ctgacctttt 
4140 

ttcccaaagg gacttaagcg attgtgcagg agtaggagac aaaatgtaca ctcactgtaa 
4200 

aaagaaaacc agaggatttt tggaataaat aatctatttt agagtttatt tgctgatttg 
4260 

ctttttacac actttcatgt gaaagagtga tagggagagg gagcgaggct ggtgccgctt 
4320 

attttgaagc tggtgccctc cctcgccgtg gccacatgct ggaagcctga ggcctccctg 
4380 

gactgagccc gtggcactgc gtgcgggaca gttatgtttc cttgccccgt cgcattaatg 
4440 

aggcccttcc acatcatttt taaactaatg tttttctata ttaacattat catggatatt 
4500 

tggctttcac aggccacaca caggtgtgct gcgcgggaag ccccatgccc caatcaaagg 
4560 

gatttttagt agtgcctcta agcaagcacc gatgagtcag tcccacgtat tttctttttt 
4620 

gtcagtattg tttgggaagg agacatgccg ggatgtgtca tcgtgccaaa taccacattt 
4680 

cctgttggca cagtttcaca gaagtaaaca taagcatgtt ttaacaggtt Cttcttttct 
4740 

tttttctttt ttaaaatgtt ttatttattt aacccgccat tgtgtgtttt taagtatttt 
4800 

ctttttttaa ggaaaggaaa agcttgtcac aatctaactg gctatgttat tattattaaa 
4860 

tttatgtttt gcaacttaga aaccagctac agtatggccc acttaataaa acacctgaaa 
4920 

caaaaaaaaa aaaaaaaaaa aaaaaaaaaa aat 
4953 

<210> 3098 
<211> 1359 
<212> PRT 

<213> Homo sapiens 
<400> 3098 

Arg His Pro Gly Cys Gly Ala Gly Arg Pro Gly Ala Pro Pro Pro Arg 

1 5 10 15 

His Gly Ser Arg Gly Gly Arg Gly Asp Arg Ala Arg Ala Gly Gly Gly 

20 25 30 

Gly Pro Ser Arg Gly Ser Gly Gly Gly Gly Arg Gly Gly Leu Arg Ala 

35 40 45 

Asp Gly Arg Ala Pro Gly Leu Arg Gly Leu Gly Ala Ala Pro His Cys 

50 55 60 

Pro Ala Gly Leu Gly Pro Gly Ala Met Ser Gly Gly Gly Gly Gly Gly 
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65 










70 




75 


80 


Gly 


Ser 


Ala 


Pro 


Ser Arg 


Phe 


Ala Asp Tyr Phe 


val He Cys Gly Leu 










85 






90 


95 


Asp 


Thr 


Glu 


Thr 


Gly Leu 


Glu 


Pro Asp Glu Leu 


Ser Ala Leu Cys Gin 








100 








105 


110 


Tyr 


lie 


Gin 


Ala 


Ser 


Lys 


Ala Arg Asp Gly Ala 


Ser Pro Phe He Ser 






115 










120 


125 


Ser 


Thr 


Thr 


Glu 


Gly Glu 


Asn 


Phe Glu Gin Thr 


Pro Leu Arg Arg Thr 




130 










135 




140 


Phe 


Lys 


Ser 


Lys 


Val 


Leu 


Ala Arg Tyr Pro Glu 


Asn Val Glu Trp Asn 


145 










150 




155 


160 


Pro 


Phe 


Asp 


Gin 


Asp Ala 


Val 


Gly Met Leu Cys 


Met Pro Lys Gly Leu 










165 






170 • 


175 


Ala 


Phe 


Lys 


Thr 


Gin 


Ala 


Asp 


Pro Arg Glu Pro 


Gin Phe His Ala Phe 








180 








185 


190 


lie 


He 


Thr 


Arg 


Glu Asp 


Gly Ser Arg Thr Phe 


Gly Phe Ala Leu Thr 






195 










200 


205 


Phe 


Tyr 


Glu 


Glu 


Val 


Thr 


Ser 


Lys Gin He Cys 


Ser Ala Met Gin Thr 




210 










215 




220 


Leu 


Tyr 


His 


Met 


His 


Asn 


Ala Glu Tyr Asp Val 


Leu His Ala Pro Pro 


225 










230 




235 


240 


Ala 


Asp 


Asp 


Arg 


Asp Gin 


Ser 


Ser Met Glu Asp 


Gly Glu Asp Thr Pro 










245 






250 


255 


Val 


Thr 


Lys 


Leu 


Gin Arg 


Phe 


Asn Ser Tyr Asp 


He Ser Arg Asp Thr 








260 








265 


270 


Leu 


Tyr 


Val 


Ser 


Lys 


Cys 


He 


Cys Leu lie Thr 


Pro Met Ser Phe Met 






275 










280 


285 


Lys 


Ala 


Cys 


Arg 


Ser 


Val 


Pro Gly Gin Leu His 


Gin Ala Val Thr Ser 




290 










295 




300 


Pro 


Gin 


Pro 


Pro 


Pro 


Leu 


Pro 


Leu Glu Ser Tyr 


He Tyr Asn Val Leu 


305 










310 




315 


320 


Tyr 


Glu 


Val 


Pro 


Leu 


Pro 


Pro 


Pro Gly Arg Ser 


Leu Lys Phe Ser Gly 










325 






330 


335 


Val 


Tyr 


Trp 


Pro 


He 


He 


Cys 


Gin Arg Pro Ser 


Thr Asn Glu Leu Pro 








340 








34S 


350 


Leu 


Phe 


Asp 


Phe 


Pro 


Val 


Lys 


Glu Val Phe Glu 


Leu Leu Gly Val Glu 






355 










360 


365 


Asn 


Val 


Phe 


Gin 


Leu 


Phe 


Thr 


Cys Ala Leu Leu 


Glu Phe Gin He Leu 




370 










375 




380 


Leu 


Tyr 


Ser 


Gin 


His 


Tyr 


Gin 


Arg Leu Met Thr 


Val Ala Glu Thr He 


385 










390 




395 


400 


Thr 


Ala 


Leu 


Met 


Phe 


Pro 


Phe 


Gin Trp Gin His 


Val Tyr Val Pro He 










405 






410 


415 


Leu 


Pro 


Ala 


Ser 


Leu 


Leu 


His 


Phe Leu Asp Ala 


Pro Val Pro Tyr Leu 








420 








425 


430 


Met 


Gly 


Leu 


His 


Ser 


Asn 


Gly Leu Asp Asp Arg 


Ser Lys Leu Glu Leu 






435 










440 


445 


Pro 


Gin 


Glu 


Ala 


Asn 


Leu 


Cys 


Phe Val Asp He 


Asp Asn His Phe He 




450 










455 




460 


Glu 


Leu 


Pro 


Glu 


Asp Leu 


Pro 


Gin Phe Pro Asn 


Lys Leu Glu Phe Val 


465 










470 




475 


480 


Gin 


Glu 


Val 


Ser 


Glu 


lie 


Leu 


Met Ala Phe Gly 


He Pro Pro Glu Gly 










485 






490 


495 


Asn 


Leu 


His 


Cys 


Ser 


Glu 


Ser 


Ala Ser Lys Leu 


Lys Arg Leu Arg Ala 
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500 505 510 

Ser Glu Leu VaX Ser Asp Lys Arg Asn Gly Asn He Ala Gly Ser Pro 

51S 520 S25 

Leu His Ser Tyr Glu Leu Leu Lys Glu Asn Glu Thr He Ala Arg Leu 

530 535 540 

Gin Ala Leu Val Lys Arg Thr Gly Val Ser Leu Glu Lys Leu Glu Val 
54S 550 555 560 

Arg Glu Asp Pro Ser Ser Asn Lys Asp Leu Lys Val Gin Cys Asp Glu 

565 570 575 

Glu Glu Leu Arg He Tyr Gin Leu Asn He Gin He Arg Glu Val Phe 

580 585 590 

Ala Asn Arg Phe Thr Gin Met Phe Ala Asp Tyr Glu Val Phe Val He 

595 600 605 

Gin Pro Ser Gin Asp Lys Glu Ser Trp Phe Thr Asn Arg Glu Gin Met 

610 615 620 

Gin Asn Phe Asp Lys Ala Ser Phe Leu Ser Asp Gin Pro Glu Pro Tyr 
625 630 635 640 

Leu Pro Phe Leu Ser Arg Phe Leu Glu Thr Gin Met Phe Ala Phe Phe 

64S 650 655 

He Asp Asn Lys He Met Cys His Asp Asp Asp Asp Lys Asp Pro Val 

660 665 670 

Leu Arg Val Phe Asp Ser Arg Val Asp Lys He Arg Leu Leu Asn Val 

675 680 685 

Arg Thr Pro Thr Leu Arg Thr Ser Met Tyr Gin Lys Cys Thr Thr Val 

690 695 700 

Asp Glu Ala Glu Lys Ala He Glu Leu Arg Leu Ala Lys He Asp His 
70S 710 715 720 

Thr Ala He His Pro His Leu Leu Asp Met Lys He Gly Gin Gly Lys 

725 730 735 

Tyr Glu Pro Gly Phe Phe Pro Lys Leu Gin Ser Asp Val Leu Cys Thr 

740 745 750 

Gly Pro Ala Ser Asn Lys Trp Thr Lys Arg Asn Ala Pro Ala Gin Trp 

755 760 765 

Arg Arg Lys Asp Arg Gin Lys Gin His Thr Glu His Leu Arg Leu Asp 

770 775 780 

Asn Asp Gin Arg Glu Lys Tyr He Gin Glu Ala Arg Thr Met Gly Ser 
785 790 795 800 

Thr He Arg Gin Pro Lys Leu Ser Asn Leu Ser Pro Ser Val He Ala 

805 810 815 

Gin Thr Asn Trp Lys Phe Val Glu Gly Leu Leu Lys Glu Cys Arg Asn 

820 825 830 

Lys Thr Lys Arg Met Leu Val Glu Lys Met Gly Arg Glu Ala Val Glu 

835 840 845 

Leu Gly His Gly Glu Val Asn He Thr Gly Val Glu Glu Asn Thr Leu 

850 855 860 

He Ala Ser Leu Cys Asp Leu Leu Glu Arg He Trp Ser His Gly Leu 
865 870 875 880 

Gin Val Lys Gin Gly Lys Ser Ala Leu Trp Ser His Leu Leu His Tyr 

885 890 895 

Gin Asp Asn Arg Gin Arg Lys Leu Thr Ser Gly Ser Leu Ser Thr Ser 

900 905 910 

Gly He Leu Leu Asp Ser Glu Arg Arg Lys Ser Asp Ala Ser Ser Leu 

915 920 925 

Met Pro Pro Leu Arg He Ser Leu He Gin Asp Met Arg His He Gin 
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930 




935 


940 




Asn lie Gly 


Glu 


He Lys Thr Asp Val 


Gly Lys Ala Arg Ala 


Trp Val 


94S 




950 


955 


960 


Arg Leu Ser 


Met 


Glu Lys Lys Leu Leu 


Ser Arg His Leu Lys 


Gin Leu 






965 


970 


975 


Leu Ser Asp 


His 


Glu Leu Thr Lys Lys 


Leu Tyr Lys Arg Tyr 


Ala Phe 




980 


985 


990 




Leu Arg Cys 


Asp 


Asp Glu Lys Glu Gin 


Phe Leu Tyr His Leu 


Leu Ser 


995 




1000 


1005 




Phe Asn Ala 


val 


Asp Tyr Phe Cys Phe 


Thr Asn Val Phe Thr 


Thr He 


1010 




1015 


1020 




Leu lie Pro 


Tyr 


His He Leu Zle Val 


Pro Ser Lys Lys Leu 


Gly Gly 


1025 




1030 


1035 


1040 


Ser Met Phe 


Thr 


Ala Asn Pro Trp He 


Cys He Ser Gly Glu 


Leu Gly 






1045 


1050 


1055 


Glu Thr Gin 


lie 


Met Gin He Pro Arg 


Asn Val Leu Glu Met 


Thr Phe 




1060 1065 1070 


Glu Cys Gin 


Asn 


Leu Gly Lys Leu Thr 


Thr Val Gin He Gly His Asp 


1075 


1080 


1085 




Asn Ser Gly Leu 


Tyr Ala Lys Trp Leu 


Val Glu Tyr Val Met Val Arg 


1090 




1095 


1100 




Asn Glu lie Thr Gly His Thr Tyr Lys 


Phe Pro Cys Gly Arg Trp Leu 


1105 




1110 


1115 


1120 


Gly Lys Gly Met Asp Asp Gly Ser Leu Glu Arg lie Leu val Gly Glu 






1125 


1130 


1135 


Leu Leu Thr Ser Gin Pro Glu Val Asp Glu Arg Pro Cys Arg 


Thr Pro 




1140 1145 1150 


Pro Leu Gin 


Gin 


Ser Pro Ser Val He 


Arg Arg Leu Val Thr 


He Ser 


1155 


1160 


1165 




Pro Asn Asn 


Lys 


Pro Lys Leu Asn Thr Gly Gin He Gin Glu 


Ser He 


1170 




1175 


1180 




Gly Glu Ala Val 


Asn Gly He Val Lys 


His Phe His Lys Pro 


Glu Lys 


1185 




1190 


1195 


1200 


Glu Arg Gly Ser Leu Thr Leu Leu Leu Cys Gly Glu Cys Gly Leu Val 






1205 


1210 


1215 


Ser Ala Leu 


Glu 


Gin Ala Phe Gin His Gly Phe Lys Ser Pro Arg Leu 




1220 1225 1230 


Phe Lys Asn Val 


Phe He Trp Asp Phe 


Leu Glu Lys Ala Gin Thr Tyr 


1235 


1240 


1245 




Tyr Glu Thr 


Leu 


Glu Lys Asn Glu Val 


Val Pro Glu Glu Asn 


Trp His 


1250 




1255 


1260 




Thr Arg Ala Arg Asn Phe Cys Arg Phe 


Val Thr Ala He Asn 


Asn Thr 


1265 




1270 


1275 


1280 


Pro Arg Asn 


He 


Gly Lys Asp Gly Lys 


Phe Gin Met Leu Val 


Cys Leu 






1285 


1290 


1295 


Gly Ala Arg Asp His Leu Leu His His Trp lie Ala Leu Leu Ala Asp 




1300 1305 1310 


Cys Pro lie 


Thr 


Ala His Met Tyr Glu Asp Val Ala Leu He Lys Asp 



1315 1320 1325 



His Thr Leu Val Asn Ser Leu He Arg Val Leu Gin Thr Leu Gin Glu 

1330 1335 1340 

Phe Asn He Thr Leu Glu Thr Ser Leu Val Lys Gly He Asp He 

1345 1350 1355 



2315 



WO 00/58473 



PCT/US00/08621 



<210> 3099 

<211> 1001 

<212> DNA 

<213> Homo sapiens 

<400> 3099 

nccatggtag cggcaattta tgcctattac aagaaacaga gaaccaaaac agatgtgtac 
60 

atcctgaatt tggctgtagc agatttactc cctctattca ctctgccttt ttgggctgtt 
120 

aatgcagttc atgggtgggt tttagggaaa ataatgtgca aaataacttc agccttgtac 
180 

acactaaact ttgtctctgg aatgcagttt ctggcttgta tcagcataga cagatatgtg 
240 

gcagtaacta aagtccccag ccaatcagga gtgggaaaac catgctggat catctgtttc 
300 

tgtgtctgga tggctgccat cttgctgagc ataccccagc tggtttttta tacagtaaat 
360 

gacaatgcta ggtgcattcc cattttcccc cgctacctag gaacatcaat gaaagcattg 
420 

attcacatgc tagagatctg cattggattt gtagtaccct ttcttattat gggggtgtga 

tactttatca cagcaaggac actcatgaag atgccaaaca ttaaaatatc tcgaccccta 
540 

aaagttctgc tcacagtcgt tatagttttc attgtcactc aactgcctta taacattgtc 
600 

aagttctgcc gagccataga catcatctac tccctgatca ccagctgcaa catgagcaaa 
660 

cgcatggaca tcgccatcca agtcacagaa agcatcgcac tctttcacag ctgcctcaac 
720 

ccaatccttt atgtttttat gggagcatct ttcaaaaact acgttatgaa agtggccaag 
780 

aaatatgggt cctggagaag acagagacaa agtgtggagg agtttccttt tgattccgag 
840 

ggtcctacag agccaaccag tacttttagc atttaaaggt aaaactgctc tgccttttgc 
900 

ttggatacat atgaatgatg ctttcccctc aaataaaaca tctgcattat tctgaaactc 
960 

aaatctcaga cgccgtggtt gcaacttata ataaagaatg g 
1001 

<210> 3100 

<211> 159 

<212> PRT 

<213> Homo sapiens 

<400> 3100 

Xaa Met Val Val Ala He Tyx Ala Tyr Tyr Lys Lys Gin Arg Thr Lys 

15 10 IS 

Thr Asp Val Tyr He Leu Asn Leu Ala Val Ala Asp Leu Leu Leu Leu 

20 25 30 

Phe Thr Leu Pro Phe Trp Ala Val Asn Ala Val His Gly Trp Val Leu 

35 40 45 

Gly Lys He Met Cys Lys He Thr Ser Ala Leu Tyr Thr Leu Asn Phe 
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50 55 60 

Val Ser Gly Met Gin Phe Leu Ala Cys He Ser He Asp Arg Tyr Val 
65 70 75 80 

Ala Val Thr Lys Val Pro Ser Gin Ser Gly Val Gly Lys Pro Cys Trp 

85 90 95 

He He Cys Phe Cys Val Trp Met Ala Ala He Leu Leu Ser He Pro 

100 105 HO 

Gin Leu Val Phe Tyr Thr Val Asn Asp Asn Ala Arg Cys He Pro He 

115 120 125 

Phe Pro Arg Tyr Leu Gly Thr Ser Met Lys Ala Leu He His Met Leu 

130 135 140 

Glu He Cys He Gly Phe Val Val Pro Phe Leu He Met Gly Val 
145 150 155 

<210> 3101 

<211> 2623 

<212> DNA 

<213> Homo sapiens 



<400> 3101 




cggcgccgag tagccgggcc 


gggccggagc 


60 




tcctcccctc ccaggccccg 


ccccccgccc 


120 




cggccgcgcg gcaggaccat 


ggttgagcgc 


180 




tcggtgtgct tcatgctcat 


cttgtaccag 


240 




cccggcggcc gcgcgccgcc 


cgacgacctg 


300 




gagaagaagt actacttccc 


ggtccgcgag 


360 




ggcgacgacg tgatcgtctt 


cctgcacatc 


420 




cacctcgtgc agaacgtacg 


cctcgaggtg 


480 




tgcacctgct accggcccaa 


ccgccgcgag 


540 




tggagctgcg ggctgcacgc 


cgactggacc 


600 




gaccgccgcg actccgccgc 


gctgcgcacg 


660 




cgagaccccg tgtcccgcta 


cctgagcgag 


720 




aagacgtctt tgcatatgtg 


tgatgggcgc 


780 




tacgagggca cggactggtc 


gggctgcacg 


840 




ctggccaaca accgccaggt 


gcgcatgctg 


900 




ctgtccttca tccccgaggg 


caagcgggcc 


960 




ctgcggggca tggccttctt 


cggcctgacc 


1020 





gcgggcgcgg 


cggaggcagc 


tgcgcccggc 


gggccccggc gatggtgaca 


catgcggcgg 


gccagcaagt 


tcgtgctggt 


ggtggcgggc 


tacgcgggcc 


caggactgag 


cctgggcgcg 


gacctgttcc 


ccacacccga 


cccccactac 


ctggagcgct 


cgctgcgctt 


cgacatgaag 


cagaagacgg 


gcggcaccac 


cttcggccgc 


ccgtgcgact 


gccggcccgg 


ccagaagaag 


acttggctct 


tctcccgctt 


ctccaccggc 


gagctcacca 


actgcgtgcc 


cggcgtgctg 


cccaggaagt 


tctactacat 


caccctgcta 


tggcggcatg 


tgcagagggg 


tgccacgtgg 


acgcccacgc ctgaggagct 


gccgccctgc 


ctacaggagt 


tcatggactg 


cccgtacaac 


gccgacctga gcctggtggg 


ctgctacaac 


cagctgctgc 


tcgagagcgc 


caagaagaac 


gagttccagc 


gcaagacgca 


gtacctgttc 
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gagcggacgt tcaacctcaa gttcatccgg cccttcatgc agtacaatag cacgcgggcg 



ggcggcgtgg aggtggatga agacaccatc cggcgcatcg aggagctcaa cgacctggac 



atgcagctgt acgactacgc caaggacctc ttccagcagc gctaccagta caagcggcag 



ctggagcgca gggagcagcg cccgaggagc cgcgaggagc gtctgctgca ccgggccaag 



gaggcactgc cgcgggagga tgccgacgag ccgggccgcg tgcccaccga ggactacatg 



agccacacca ttgagaagtg gtagtggcgg tggtggccac ggggaggcct cttggggggt 



gtgggggata aaacaggaca gacgacaggt ccacccaaga ctgtcaaggg atgagcatcc 

1440 

caaacctgct ccacagaggt agctgcgtcc tgaaaaaaaa cagagcaggg atgtagtggg 
1500 

gctgggcagg gatgggggct tgagaaatca acaggtgcag cccagtgggt cagaggaaag 

cgtgctcgaa ggatgccatg gtcagggcag ggcctccaga gcaggtgttg Egcctggagc 

tgctcccctg gcctccttgg acctatcgca aaaactgaag gtttgcgcaa gagaegagga 

cagcggaaag tggacctgcc aggccgggag tgtgtccctc accaactatg cacacagcac 
1740 

tcgctcttag ctcctctgtc cgggctacta ggagtgagac cagcttctgg caactgcccc 
agctccaggc catcccatag cccctcctct tctggctgcc cccaatgccc cgaggcctgg 
ggagccccca gctcacccat ctgtagctcc ctcaaagtca gggcccaccc catctgaggc 
agagaagact cgagtccagc ccccaggaag cctgctcccc tctctggccc atggtcctgc 
ttcatgcttt gggtcaggag gccaaagctg atgttcaggc cccacccact ccctacagtc 
ctlagaccaa ggaggggttt gggtagtagg cccgagctgc attgccggcc ttcctcgggc 
caactggcag cccaggagtg gggaggcttt ggccagggat gctgccactt gtgcgtgagt 
ccgcggctgg cccttggagg tgaccatcca ggcaggcctg gctcagactg gaagggctgg 

2220 

ggaccgaggg ctcccctgcc tctgttctcc tttctgaccc actgggattt gctagcaggc 

tgccccagcc ccatcaccga aacacatact caagagctct ccttgcattt ccccatgctc 

cccaccccct ggcaaaaggc tggccatgct ctgctcccag cagccccgca ggtttcccca 

ctggctgcaa tggccctact aaaagccatg ttgcatatcc gttgtaagca cgtgccctgt 
2460 

gctctgtccc cattccttat gccctaggag gccaagctgg tgtctctagg agggcccaca 

caggcaccct ggatccccca gagagcagat tggtgtgctc aggccgcagg ctgactcaga 
2580 

ggcaggggca gtgggctctg caggccacct ggctggggtt ggg 
2623 
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<210> 3102 

<211> 410 

<212> PRT 

<213> Homo sapiens 



<400> 3102 

Met Arg Arg Arg Pro Arg Gly Arg Thr Met Val Glu Arg Ala Ser Lys 

15 10 15 

Phe Val Leu Val Val Ala Gly Ser Val Cys Phe Met Leu lie Leu Tyr 

20 25 30 

Gin Tyr Ala Gly Pro Gly Leu Ser Leu Gly Ala Pro Gly Gly Arg Ala 

35 40 45 

Pro Pro Asp Asp Leu Asp Leu Phe Pro Thr Pro Asp Pro His Tyr Glu 

50 55 60 

Lys Lys Tyr Tyr Phe Pro Val Arg Glu Leu Glu Arg Ser Leu Arg Phe 
65 70 75 80 

Asp Met Lys Gly Asp Asp Val lie Val Phe Leu His He Gin Lys Thr 

85 90 95 

Gly Gly Thr Thr Phe Gly Arg His Leu Val Gin Asn Val Arg Leu Glu 

100 105 110 

Val Pro Cys Asp Cys Arg Pro Gly Gin Lys Lys Cys Thr Cys Tyr Arg 

115 120 125 

Pro Asn Arg Arg Glu Thr Trp Leu Phe Ser Arg Phe Ser Thr Gly Trp 

130 135 140 

Ser Cys Gly Leu His Ala Asp Trp Thr Glu Leu Thr Asn Cys Val Pro 
145 150 155 160 

Gly Val Leu Asp Arg Arg Asp Ser Ala Ala Leu Arg Thr Pro Arg Lys 

165 170 175 

Phe Tyr Tyr He Thr Leu Leu Arg Asp Pro Val Ser Arg Tyr Leu Ser 

180 185 190 

Glu Trp Arg His Val Gin Arg Gly Ala Thr Trp Lys Thr Ser Leu His 

195 200 205 

Met Cys Asp Gly Arg Thr Pro Thr Pro Glu Glu Leu Pro Pro Cys Tyr 

210 215 220 

Glu Gly Thr Asp Trp Ser Gly Cys Thr Leu Gin Glu Phe Met Asp Cys 
225 230 235 240 

Pro Tyr Asn Leu Ala Asn Asn Arg Gin Val Arg Met Leu Ala Asp Leu 

245 2S0 255 

Ser Leu Val Gly Cys Tyr Asn Leu Ser Phe He Pro Glu Gly Lys Arg 

260 265 270 

Ala Gin Leu Leu Leu Glu Ser Ala Lys Lys Asn Leu Arg Gly Met Ala 

275 280 285 

Phe Phe Gly Leu Thr Glu Phe Gin Arg Lys Thr Gin Tyr Leu Phe Glu 

290 295 300 

Arg Thr Phe Asn Leu Lys Phe He Arg Pro Phe Met Gin Tyr Asn Ser 
305 310 315 320 

Thr Arg Ala Gly Gly Val Glu Val Asp Glu Asp Thr He Arg Arg lie 

325 330 335 

Glu Glu Leu Asn Asp Leu Asp Met Gin Leu Tyr Asp Tyr Ala Lys Asp 

340 345 350 

Leu Phe Gin Gin Arg Tyr Gin Tyr Lys Arg Gin Leu Glu Arg Arg Glu 

355 360 365 

Gin Arg Leu Arg Ser Arg Glu Glu Arg Leu Leu His Arg Ala Lys Glu 
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3T5 3 80 
Ala 12 Pro Arg Glu Asp Ala Asp Glu Pro Gly Arg VI Pro Thr Glu 

385 390 395 

Asp Tyr Met Ser His lie He Glu Lys Trp 
405 

<210> 3103 

<2U> 1228 

<212> DNA 

<213> Homo sapiens 

^cgagctgg atccaccctc gagccttcac ctggagagtc ctccgcacaa gtccagagag 
aaggactacg cgcagcaatg gttctcatca gggggcaact tcgccctcac atgcctctcc 
caaccccgct gggacactag gccgcggctg ggggaagcgg gagggagaat gttatccccc 
tggcatgtgt ctagtcagcg gaggagacag atgctgctaa acaccttgca atccacggtg 
ggagggcccc tcecccaccc cgaagtagcc attcggcaga ggcggagaaa cccgcgtgca 
gatcaatgcc cacgcacctg gccgacggaa atcacgaatt ggtgaccaac tggatcttgg 
atctgaggaa aaagctccag cttcagaggg aactctcgaa gctttgccca gagcaaacgg 
aggggttgcg ttgccatcgc ccaaaatggg aaaatggcag gcgtcacagg ttgcagggga 
aggttggaga ccagctgagt gccccggagc cttcctggaa agagtttcct atccagcccg 
ccccggctcc cgcatccgtc tgattcctta tgatgttgag ggtgccgggg tctgggtcct 
ttacgatgca gagggtgccc ccgtctcacc tcgggcgcct ccccgctccc gcctcctcct 
ggcaacctgg tgggcggctc cggacccggc gacccgcgac catcttgtca gttgctgccg 
cctggcaaag ggcacctcca ggccagtggt gnagacggcc ggtggccgca ctcgctccat 

780 

actcggactc cctcgtggag cccttggcgt gtcgcctgca ggttettttt ttgaagaaag 
840 

cagggagtga acggccttgt gagacgactc caggagcaaa gggagactct cacaagaccc 
lagtcctcct agagcacagg aaagtgtcgc ttcaggtcga agaagggaga gaaagcagct 

960 

ttccgcatct gcatggttgt ctagtggcta ggattcggtg ctgaaagcgc cacggcccgg 
gttcgattcc cggtcaggga attgttttgc actggccgcc ctcccgcagg aatcttcctt 
iaccacgccg tcagccggcc tgctccaagg gccagatgta gaacagcctc cgcagcgagg 
ggcaaacccg ggcaaaggag ggcaagtcgt ggtgggccac ctctcacgac acaccgttcc 
1200 

tgtttatctc cgtgtccgtc atccgcgg 
1228 
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<210> 3104 

<211> 144 

<212> PRT 

<213> Homo sapiens 



<400> 3104 



Met 


Met 


Leu Arg 


Val Pro Gly 


Ser Gly Ser 


Phe 


Met Met Gin Arg Val 


1 








5 




10 




15 


Pro 


Pro 


Ser 


His 


Leu Gly Arg 


Leu 


Pro Ala 


Pro 


Ala Ser Ser Trp Gin 








20 






25 




30 


Pro Gly 


Gly Arg 


Leu Arg Thr 


Arg 


Arg Pro 


Ala 


Thr He Leu Ser Val 






35 






40 






45 


Ala 


Ala 


Ala 


Trp 


Gin Arg Ala 


Ser 


Leu Gly Gin 


Trp Xaa Arg Arg Pro 




50 






55 








60 


Val 


Ala 


Ala 


Leu 


Ala Pro Tyr 


Ser 


Asp Ser 


Leu 


Val Glu Pro Leu Val 


65 








70 






75 


80 


Cys 


Arg 


Leu 


Gin 


Val Leu Phe 


Leu 


Lys Lys 


Ala 


Gly Ser Glu Arg Pro 








85 




90 




95 


Cys 


Glu 


Thr 


Thr 


Pro Gly Ala 


Lys 


Gly Asp 


Ser 


His Lys Thr Gin Val 








100 






105 




110 


Leu 


Leu 


Glu 


His 


Arg Lys Val 


Ser 


Leu Gin 


Val 


Glu Glu Gly Arg Glu 






115 






120 






125 


Ser 


Ser 


Phe 


Pro 


His Leu His Gly Cys Leu Val 


Ala Arg He Arg Cys 




130 






135 








140 



<210> 3105 

<211> 4924 

<212> DNA 

<213> Homo sapiens 

<400> 3105 

ngcccgaaac ccggaagtga gcggcggcag ctgcgaggct cggagaaaca ggcgccgcgg 
60 

gctccgcgcc cggccggacc cgggcccgag atcatgatgc tgccgccacc gccgccacca 
120 

cggagcgaga agcccagata gacgccccgg cggccccggg tcctggagtc ccgccgcctg 
180 

ctgcccggcc gaggacccca ccccgcctgc cgcccgatgc ttgcagtggg gcccgccatg 
240 

gacagggatt acccgcagca tgaacccccg ccggcgggca gcctcctgta cagcccgccg 
300 

cccctgcaga gcgccatgct gcactgcccc tactggaaca ccttctcgct gccgccacac 
360 

cctgccttct ccagcgacag ccgcccgttc atgagctccg cctccttcct cggcagccag 
420 

ccctgcccag acaccagcta tgcccccgtg gccaccgcct ccagcttgcc accaaagacc 
480 

tgcgactttg ctcaggactc ctcctatttt gaggacttct ccaacatctc catcctctcc 
540 

tcgtccgtgg actccctgtc ggacatcgtg gacacgcccg acttcctgcc ggctgacagc 
600 

ctcaaccagg tgtccaccat ctgggacgat aaccctgccc cctccaccca cgataagctg 
660 
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ttccagccca gcaggccgct tgcaggcttc gaggactttc cgccctccca cagcaccccg 

Wtctegtca gctaccagga gcagagtgcg cagagccagc cagaggagga ggacgaggct 

gaggaggagg aggcggagga gctggggcac acagagaccc acgccgacca cgcgccgcce 

"gtccaaga tcgggaagca gcacccagac cgcgtggtgg agaccagcac actgtccagc 

gtcccacccc cagacatcac ctacaccctg gccctgccct cggacagcgg ggccctgtct 

gccctgcagc tagaggccac cacccacgcc tgccagcaac acgaggtcct gctcccoagc 

gggcagcgcg cgggctttct catcggcgat ggggccggcg tgggcaaagg ccggacggtg 

gccggagtca tcctggagaa ccacctgcgc ggccggaaga aagcattgtg gttcagcgtc 

tccaacgacc ttaagtacga tgcggagcgc gacctgcggg acatcgaagc cacgggcatc 

gcggtgcacg cgctcagcaa gatcaagtac ggtgacacca ctacctcaga gggcgtcctc 

"cgccacct actccgccot gaccggggag agccaggccg gcggccagca ccgcactcgc 

"ccggcaga tcctggactg gtgcggggag gcctttgagg gcgtcatcgt gttcgacgag 

tgtcacaaag ccaagaatgc cggctccacc aagatgggca aggccgtgct agacctgcag 

ilcaagctgc ccctggcccg cgtggtctac gccagcgcca caggtacccc tgagcctcgg 

aacacgacct acatgagccg cttgggtatc tggggcgagg gcacaccctt ccggaacttt 

gaggagttcc tgcacgccat cgagaagagg ggcgttggcg ccacggagat cgcggccatg 

gacatgaagg ccagcggcat gtacatcgca cgccagctca gcttctccgg cgtcaccttc 

cgcatcgagg agatcccgct ggccccagcc ttcgagtgcg tctacaaccg cgcagccctg 

ctgtgggccg aggccctgaa cgtgttccag caggcggccg actggatcgg cccggagtcg 

cgcLgtccc cgtggggcca gttctggtcg gcacaccagc gcttcttcaa gtatctgtgc 

atcgcagcca aggtgcgccg gctggtggag ctggcccgag aggagctggc gcgagacaag 

cg^gtggtca ccgggetgca gtccacgggc gaggcgcgca cgcgggaggt gccgggggag 

la^gatgggc acctcaactg cttcgtctcg gccgctgaag gcgtgttcct gtcgctaatt 

cagaagcact ttccgtccac caagagaaag cgggacagag gagcgggcag caagcggaaa 

cggcgacctc ggggacgcgg ggccaaagcc ccccggctgg cgtgcgagac agcgggcgtc 

acccgcatca gtgacgacag cagcacggag tcggaccctg gcctggacag cgacttcaac 

tcctcccccg agtccctggt ggatgacgac gctgtcatcg ctgatgcagt cgggctcccc 
2280 



2322 



WO 00/58473 



POYUS00/08621 



agtgacgacc ggggatccct 
2340 

gagcgggtgg agcggctgaa 
2400 

ctgccagtca acaccctgga 
2460 

gagatgaccg gcaggaaagg 
2520 

tcgcgggcag agcagggtct 
2580 

atgagcggcg agaagctcgt 
2640 

caagccgacc gccgtgtcca 
2700 

tggagcgccg accgcgccat 
2760 

gcgccagagt atgtcttcct 
2820 

gtggccaagc gcctggagag 
2880 

tcccgcgacc tcagcaagta 
2940 

gtcctcacca ccatcctgag 
3000 

ggaggggtcc ccaccttctt 
3060 

ggccgggagt cccggaatgg 
3120 

ctgaaccgca tcctggggct 
3180 

gacaccttcg accacctcat 
3240 

ctggaccttg ctcccggtat 
3300 

cccgggcacc cgcaggacgg 
3360 

aagtgggagg acgcctttgc 
3420 

ctctcctaca aggtccgcgg 
3480 

cagttcttca cggtgtacaa 
3540 

agcctccgcc gcaagttcca 
3600 

ggctacgctt tgtcgctgac 
3660 

gcgcaggagg gtaaggactg 
3720 

ggcgcgctgc tgcgcgtgtg 
3780 

agctacctgc agatcgtgcg 
384 0 

atccccgagg gctgcgtgcg 
3900 



gtgcc tcctg 


cagagagacc 


gcaggatctg 


c tggacaaag 


cgagctcatc 


gaccagccgg 


ccgcgtggtg 


tccaggcccg 


gtccatcgac 


cacgtgaacc 


ggccatcatc 


tcggaggcct 


gaaccagcgg 


cgccgcgtgc 


ccagcagtcc 


ggccgcaccc 


catctcggag 


ctggccgggg 


tctgggggcc 


ctgacccacg 


caactttgag 


aacaagtatg 


ccagactgag 


aacaaagtgc 


ccgggacatg 


aagcagggcc 


ctgcctggac 


gtggagaagg 


ggaggtgcac 


aagcagaacg 


cgagatggac 


aagcgggagg 


cgaggagacc 


tacgaggaga 


gcaggtggtc 


1 1 c tacaaga 






taacaagccc 


agctgcctgc 


gcccaacatc 


ggccggcaga 


ccgggtcacc 


gcggaggagg 


gcactgcagc 


cacagcgcct 


cctgcagggg 


ctgcggctgc 


gggccgcatc 


gccgccgcca 


gctgaagacc 


aaggacagga 


ccgggtgctg 


caggagctgc 



cgcatggccc cggggtcctg 
tgcgccggct gggccgggaa 
gcggccccca gcgggtggcg 
acgggacggt ggccttcgag 
tcagggagaa gcagcgcttc 
ccagcCcggg tgtctccctc 
acatgacctt ggagctgccg 
accggtccaa ccaggtctcc 
agcgccggtt cgcctccatc 
gagaccgccg cgccacggag 
gcacccgggc cctgcactgt 
ctgtgcccca gggataccct 
tgctgtctgt gggcattggt 
actgttccat caccaagttc 
ccctgttcca gtacttctca 
gcaaatacga catgggcatc 
gccagcaggt gttcctggct 
tcagcgtgga ccgcggcctg 
gcccctatga cggcttctac 
tggcggagca gaaccgcggc 
gccagctgga ggccctggac 
ccaaggagcc ctgggagagt 
ggaaccggca ctgccggctg 
ggcaccacta catgctgtgc 
tggccgacgt cagcagcagc 
agaagcaagt gggcatcaag 
ggctgatgga tgcggacgtg 
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aagcgcaggc aggcgcccgc cctgggctgc cccgccccgc ccgccccgcg cccgctggcg 



3960 



ctgccctgcg gccccggaga ggtgctggac ctcacctaca gccccccggc cgaggccttc 



4020 



ccgccgcccc cgcacttctc tttcccggcg ccgctgtccc tggacgccgg ccccggcgtc 



4080 



gtgccgctgg gcacccccga cgcccaggcc gaccctgcgg ccctcgcgca ccagggctgc 



4140 



H 14 U 

gacatcaact tcaaggaggt gctggaggac atgctgcgct cgctgcacgc ggggccgccc 



4200 



tccgagggcg cgctggggga gggcgcgggg gcggggggcg cggcgggcgg tggtcccgag 



4260 

cggcagagcg tgatccagtt cagcccaccc ttccccggcg cccaggctcc tctctgacac 

gcctttaggc gaaacatgcc ccaagacaca gggaccgttt ctcccctagg agcagcggtg 
4360 

gggagcaggg ccaaggtccc ctgaccactg ctcagaggag ccctaggccc cggccgcagc 

gccttcagcg cccgacccgg gcccccacct ggtcagccct ggcggggccc actcaggaca 
4S00 

gctgggggcc ggggcgtggc agggccctct ctgtgcctct cctcccaagt aggaaggggc 
4560 

tccgggtggc tgctctggga ctgggcaccc acaagggctc agtgggccca aacccttgaa 
4620 

atccgtgaaa ccgggtggtc ccaagagcta gaaactcagg aaaccccagg tgctcagggc 
4660 

cccgcgtctc gggggctccg tggggcagac ccctgctaat atatgcaatt ctccctcccc 

clgcccttcc ctgaccccta agttattgcc cgctcacctc tcccaggccc caggccgcgg 
4800 

agctggcagg gtggcgcctg cggtttctat gtatttatag caagttctga tgtacatatg 
4860 

taaaggactt ttttaaatat atgtgccttt tgcctacttc caaaaaaaaa aaaaaaaaaa 

4920 

aacc 

4924 

<210> 3106 

<211> 1366 

<212> PRT 

<213> Homo sapiens 

<400> 3106 

Met Leu Ala Val Gly Pro Ala Met Asp Arg Asp Tyr Pro Gin His Glu 

15 10 I 5 

Pro Pro Pro Ala Gly Ser Leu Leu Tyr Ser Pro Pro Pro Leu Gin Ser 

20 25 30 

Ala Met Leu His Cys Pro Tyr Trp Asn Thr Phe Ser Leu Pro Pro Tyr 

35 40 45 

Pro Ala Phe Ser Ser Asp Ser Arg Pro Phe Met Ser Ser Ala Ser Phe 

50 55 60 

Leu Gly Ser Gin Pro Cys Pro Asp Thr Ser Tyr Ala Pro Val Ala Thr 
65 70 75 80 

Ala Ser Ser Leu Pro Pro Lys Thr Cys Asp Pbe Ala Gin Asp Ser Ser 



2324 



WO 00/58473 



PCTAJS00/08621 



Tyr Phe Glu Asp 
100 

Ser Leu Ser Asp 
115 

Leu Asn Gin Val 
130 

His Asp Lys Leu 
145 

Phe Leu Pro Ser 

Ser Val Gin Ser 
180 

Ala Glu Glu Leu 
195 

Lys Ser Lys lie 
210 

Thr Leu Ser Ser 
225 

Pro Ser Asp Ser 

Tyr Ala Cys Gin 
260 

Gly Phe Leu lie 
275 

Ala Gly Val He 
290 

Trp Phe Ser Val 
30S 

Arg Asp He Glu 

Lys Tyr Gly Asp 
340 

Ser Ala Leu He 
355 

Leu Arg Gin He 
370 

val Phe Asp Glu 
385 

Gly Lys Ala Val 

Val Tyr Ala Ser 
420 

Met Ser Arg Leu 
435 

Glu Glu Phe Leu 
450 

He Val Ala Met 
465 

Leu Ser Phe Ser 

Pro Ala Phe Glu 
500 

Ala Leu Asn Val 



85 

Phe Ser Asn He 

He Val Asp Thr 
120 

Ser Thr He Trp 
135 

Phe Gin Leu Ser 
150 

His Ser Thr Pro 
165 

Gin Pro Glu Glu 

Gly His Thr Glu 
200 

Gly Lys Gin His 
215 

Val Pro Pro Pro 
230 

Gly Ala Leu Ser 
245 

Gin His Glu Val 

Gly Asp Gly Ala 
280 

Leu Glu Asn His 
295 

Ser Asn Asp Leu 
310 

Ala Thr Gly He 
325 

Thr Thr Thr Ser 

Gly Glu Ser Gin 
360 

Leu Asp Trp Cys 
375 

Cys His Lys Ala 
390 

Leu Asp Leu Gin 
405 

Ala Thr Gly Thr 

Gly He Trp Gly 
440 

His Ala He Glu 
455 

Asp Met Lys Val 
470 

Gly Val Thr Phe 
485 

Cys Val Tyr Asn 
Phe Gin Gin Ala 



90 




Ser He Phe 


Ser 


105 




Pro Asp Phe 


Leu 


Asp Asp Asn 


Pro 




140 


Arg Pro Phe 


Ala 


155 






Ser 


170 




Glu Asp Glu 


Ala 


185 




Thr Tyr Ala 


Asp 


Pro Asp Arg 


Val 




220 


Asp He Thr 


Tyr 


235 




Ala Leu Gin 


Leu 


250 




Leu Leu Pro 


Ser 


265 




Gly Val Gly 


Lys 


Leu Arg Gly 


Arg 




300 


Lys Tyr Asp 


Ala 


315 




Aid vai (119 


Ala 


330 




Glu Gly Val 


Leu 


345 




Ala Gly Gly 


Gin 


Gly Glu Ala 


Phe 




380 


Lys Asn Ala 


Gly 


395 




Asn Lys Leu 


Pro 


410 




Ser Glu Pro 


Arg 


425 




Glu Gly Thr 


Pro 


Lys Arg Gly 


Val 




460 


Ser Gly Met 


Tyr 


475 




Arg He Glu 


Glu 


490 




Arg Ala Ala 


Leu 


505 




Ala Asp Trp 


He 



95 




Cot* Cor V A 1 


Asp 


110 




Pro Ala Asp 


Ser 


125 




Ala Pro Ser 


Thr 


Gly Phe Glu 


Asp 




160 


Tyr Gin Glu 


Gin 


175 




Glu Glu Glu 


Glu 


190 




Tyr Val Pro 


Ser 


205 




Val Glu Thr 


Ser 


Thr Leu Ala 


Leu 




240 


Glu Ala He 


Thr 


255 




Gly Gin Arg 


Ala 


270 




Gly Arg Thr 


Val 


285 




Lys Lys Ala 


Leu 


Glu Arg Asp 


Leu 




320 


Leu Ser Lys 


He 


33S 




nUp Ala TVt r 

trim t\ L cl l HL. 


Tyr 


3 50 




His Arg Thr 


Arg 


36S 




Glu Gly Val 


He 


Ser Thr Lys 


Met 




400 


Leu Ala Arg 


Val 


41S 




Asn Met He 


Tyr 


430 




Phe Arg Asn 


Phe 


445 




Gly Ala Met 


Glu 


He Ala Arg 


Gin 




480 


He Pro Leu 


Ala 


495 




Leu Trp Ala 


Glu 


510 




Gly Leu Glu 


Ser 
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Sl5 520 525 

Arg Lys Ser Leu Trp Gly Gin Phe Trp Ser Ala His Gin Arg Phe Phe 

530 535 540 

Lys Tyr Leu Cys lie Ala Ala Lys Val Arg Arg Leu Val Glu Leu Ala 
5 ; 5 550 555 560 

Arg Glu Glu Leu Ala Arg Asp Lys Cys Val Val He Gly Leu Gin Ser 

565 S70 575 

Thr Gly Glu Ala Arg Thr Arg Glu Val Leu Gly Glu Asn Asp Gly His 

580 S85 590 

Leu Asn Cys Phe Val Ser Ala Ala Glu Gly Val Phe Leu Ser Leu He 

595 600 605 

Gin Lys His Phe Pro Ser Thr Lys Arg Lys Arg Asp Arg Gly Ala Gly 

610 615 620 

Ser Lys Arg Lys Arg Arg Pro Arg Gly Arg Gly Ala Lys Ala Pro Arg 
625 630 63S 640 

Leu Ala Cys Glu Thr Ala Gly Val He Arg lie Ser Asp Asp Ser Ser 

645 650 655 

Thr Glu Ser Asp Pro Gly Leu Asp Ser Asp Phe Asn Ser Ser Pro Glu 

660 665 670 

Ser Leu Val Asp Asp Asp Val Val lie Val Asp Ala Val Gly Leu Pro 

675 680 685 

Ser Asp Asp Arg Gly Ser Leu Cys Leu Leu Gin Arg Asp Pro His Gly 

690 695 700 

Pro Gly Val Leu Glu Arg Val Glu Arg Leu Lys Gin Asp Leu Leu Asp 
705 710 715 720 

Lys Val Arg Arg Leu Gly Arg Glu Leu Pro Val Asn Thr Leu Asp Glu 

725 730 735 

Leu He Asp Gin Leu Gly Gly Pro Gin Arg Val Ala Glu Met Thr Gly 

740 745 7S0 

Arg Lys Gly Arg Val Val Ser Arg Pro Asp Gly Thr Val Ala Phe Glu 

755 760 765 

Ser Arg Ala Glu Gin Gly Leu Ser He Asp His Val Asn Leu Arg Glu 

770 775 780 

Lys Gin Arg Phe Met Ser Gly Glu Lys Leu Val Ala He He Ser Glu 
785 790 795 800 

Ala Ser Ser Ser Gly Val Ser Leu Gin Ala Asp Arg Arg Val Gin Asn 

80S 810 815 

Gin Arg Arg Arg Val His Met Thr Leu Glu Leu Pro Trp Ser Ala Asp 

820 825 830 

Arg Ala He Gin Gin Phe Gly Arg Thr His Arg Ser Asn Gin Val Ser 

835 840 845 

Ala Pro Glu Tyr Val Phe Leu He Ser Glu Leu Ala Gly Glu Arg Arg 

8S0 855 860 

Phe Ala Ser He Val Ala Lys Arg Leu Glu Ser Leu Gly Ala Leu Thr 
865 870 875 880 

His Gly Asp Arg Arg Ala Thr Glu Ser Arg Asp Leu ser Lys Tyr Asn 

885 890 895 

Phe Glu Asn Lys Tyr Gly Thr Arg Ala Leu His Cys Val Leu Thr Thr 

900 90S 910 

He Leu Ser Gin Thr Glu Asn Lys Val Pro Val Pro Gin Gly Tyr Pro 

915 920 925 

Gly Gly Val Pro Thr Phe Phe Arg Asp Met Lys Gin Gly Leu Leu Ser 

930 935 940 

Val Gly He Gly Gly Arg Glu Ser Arg Asn Gly Cys Leu Asp Val Glu 
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945 9S0 955 960 

Lys Asp Cys Ser lie Thr Lys Phe Leu Asn Arg lie Leu Gly Leu Glu 

965 970 975 

Val His Lys Gin Asn Ala Leu Phe Gin Tyr Phe Ser Asp Thr Phe Asp 

980 965 990 

His Leu He Glu Met Asp Lys Arg Glu Gly Lys Tyr Asp Met Gly He 

995 1000 1005 

Leu Asp Leu Ala Pro Gly He Glu Glu He Tyr Glu Glu Ser Gin Gin 

1010 1015 1020 

Val Phe Leu Ala Pro Gly His Pro Gin Asp Gly Gin Val Val Phe Tyr 
1025 1030 1035 1040 

Lys He Ser Val Asp Arg Gly Leu Lys Trp Glu Asp Ala Phe Ala Lys 

1045 1050 1055 

Ser Leu Ala Leu Thr Gly Pro Tyr Asp Gly Phe Tyr Leu Ser Tyr Lys 

1060 1065 1070 

Val Arg Gly Asn Lys Pro Ser Cys Leu Leu Ala Glu Gin Asn Arg Gly 

1075 1080 1085 

Gin Phe Phe Thr Val Tyr Lys Pro Asn He Gly Arg Gin Ser Gin Leu 

1090 1095 1100 

Glu Ala Leu Asp Ser Leu Arg Arg Lys Phe His Arg Val Thr Ala Glu 
1105 1110 1115 1120 

Glu Ala Lys Glu Pro Trp Glu Ser Gly Tyr Ala Leu Ser Leu Thr His 

1125 1130 113S 

Cys Ser His Ser Ala Trp Asn Arg His Cys Arg Leu Ala Gin Glu Gly 

1140 1145 1150 

Lys Asp Cys Leu Gin Gly Leu Arg Leu Arg His His Tyr Met Leu Cys 

1155 1160 1165 

Gly Ala Leu Leu Arg Val Trp Gly Arg He Ala Ala Val Met Ala Asp 

1170 1175 1180 

Val Ser Ser Ser Ser Tyr Leu Gin He Val Arg Leu Lys Thr Lys Asp 
1185 1190 1195 1200 

Arg Lys Lys Gin Val Gly He Lys He Pro Glu Gly Cys Val Arg Arg 

1205 1210 1215 

Val Leu Gin Glu Leu Arg Leu Met Asp Ala Asp Val Lys Arg Arg Gin 

1220 1225 1230 

Ala Pro Ala Leu Gly Cys Pro Ala Pro Pro Ala Pro Arg Pro Leu Ala 

1235 1240 1245 

Leu Pro Cys Gly Pro Gly Glu Val Leu Asp Leu Thr Tyr Ser Pro Pro 

1250 1255 1260 

Ala Glu Ala Phe Pro Pro Pro Pro His Phe Ser Phe Pro Ala Pro Leu 
1265 1270 1275 1280 

Ser Leu Asp. Ala Gly Pro Gly Val Val Pro Leu Gly Thr Pro Asp Ala 

1285 1290 1295 

Gin Ala Asp Pro Ala Ala Leu Ala His Gin Gly Cys Asp He Asn Phe 

1300 1305 1310 

Lys Glu Val Leu Glu Asp Met Leu Arg Ser Leu His Ala Gly Pro Pro 

1315 1320 1325 

Ser Glu Gly Ala Leu Gly Glu Gly Ala Gly Ala Gly Gly Ala Ala Gly 

1330 133S 1340 

Gly Gly Pro Glu Arg Gin Ser Val He Gin Phe Ser Pro Pro Phe Pro 
1345 1350 1355 1360 

Gly Ala Gin Ala Pro Leu 
1365 



2327 



WO 00/58473 



PCT7US00/08621 



<210> 3107 

<211> 2102 

<212> DNA 

<213> Homo sapiens 



<400> 3107 

atgctgcagg agtggctggc ggctgtgggc gatgactatg ctgctgtggt ctggaggcct 
60 

gagggcgagc ccaggttcta cccagatgaa gagggtccca agcactggac caaagaaagg 
120 

caccagtttc tgatggagct gaagcaggaa gccctcacct ttgccaggaa ctggggggcc 
180 

gaccatatcc tgtttgcaga cacagacaac attctgacca acaatcagac tctgcggctt 
240 

ctcatggggc aggggcttcc agtggtggcc ccaatgctgg actcccagac ctactactcc 
300 

aacttctggt gtgggaccac cccccagggc tactaccgcc gcacagccga gtacttcccc 
360 

accaagaacc gccagcgccg gggctgcttc cgtgtcccca tggtccactc caccttcctt 

gcatccctgc gggctgaagg ggcagaccag cctgctttct acccgccaca tcccaactac 
480 

acttggcctt tcgacgacat catcgccttc gcctatgcct gccaggctgc cggggtctcc 
540 

gtccacgtgc gcaatgagca ccgttatggg tacatgaatg tgccggtgaa atcccaccag 
600 

gggctggaag acgagagggt caacttcatc cacctgatct tagaagcact agtggacggc 

ccccgcatgc aggcctcagc tcatgtgact cggccctcta agaggcccag caagataggg 
720 

tttgacgagg tctttgtcat cagcctggct cgcaggcctg accgtcggga acgcatgctc 
780 

gcctcgctct gggagatgga gacctctggg agggtggtgg acgctgtgga tggctggatg 
84 0 

ctcaacagca gtgccatcag gaacctcggc gtagacctgc tcccgggcta ccaggaccct 
900 

tactcgggcc gcactctgac caagggcgag gtgggccgct tcctcagcca ttactccatc 
960 

tgggaagagg tggttgccag gggcctggcc cgggtcctgg tgtttgagga tgacgtgcgc 
1020 

tttgagagca acttcagggg gcggctggag cggctgatgg aggatgtgga ggcagagaaa 
1080 

ctgtcttggg acctgatcta cctcggacgg aagcaggtga accctgagaa ggagacggcc 
1140 

gtggaggggc cgccgggcct ggtggtggct gggcactcct actggacgct ggcctatgcc 
1200 

ctgcgtctgg cgggtgcccg caagctgctg gcctcacagc ctctgcgccg catgctgccc 
1260 

gtggacgagt tcctgcccat catgttcgac cagcacccca acgagcagta caaggcacac 
1320 

ttctggccac gggacctggt ggccttctcc gcccagcccc tgctcgctgc ccctacccac 
1380 

tatgccgggg acgccgagtg gctcagtgac acggagacat cctctccatg ggatgatgac 
1440 
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agcggccgcc tcatcagctg gagcggctcc caaaagaccc tgcgcagccc ccgcctggac 
1SOO 

ctgactggca gcagcgggca cagcctccaa ccccagcccc gagatgagcc ctaggtccag 
1560 

gtgatgactg caaagcagtg tccaggagca ggccactact gcccagagag cagaggagga 
1620 

ggttgttggc agggactgca gatcctgtca gacctggcca ccaccttggg catggccact 
1680 

ctgccctctg gacctgtctt tcatcgggag aaaccactca gagatggatc ccattcccta 
1740 

aaggtctcac agcaaaggag caggactccc aggcccctgt accctgcctg gcctgattca 
1800 

gggccttgtg gcccccagcc tctgtttcaa gctgggcaga ccccaggatc ccttccctcc 
1860 

ctaaggactc agctgagggg cccctctgcc cccttctacc tccacctcag caccctcccc 
1920 

cagcttgatg tttgggtctc cccagcaccc tcctccctgg ccggtgcaaa gtacagggag 
1980 

gtaaagcagg acccttgcag acatgttgcc cagcacacag taggccctca ataaaagcca 
2040 

tttgcacttt aaatatatat atgtatgtat atatatgtat atatatatac atatatatat 
2100 

gt 

2102 

<210> 3108 

<211> 517 

<212> PRT 

<213> Homo sapiens 



<400> 3108 



Met 


Leu 


Gin 


Glu 


Trp 


Leu 


Ala 


Ala 


Val 


Gly 


Asp 


Asp 


Tyr 


Ala 


Ala 


val 


1 








5 










10 










15 




Val 


Trp 


Arg 


Pro 


Glu 


Gly 


Glu 


Pro 


Arg 


Phe 


Tyr 


Pro 


Asp 


Glu 


Glu 


Gly 








20 










25 










30 






Pro 


Lys 


His 


Trp 


Thr 


Lys 


Glu 


Arg 


His 


Gin 


Phe 


Leu 


Met 


Glu 


Leu 


Lys 






35 










40 










45 








Gin 


Glu 


Ala 


Leu 


Thr 


Phe 


Ala 


Arg 


Asn 


Trp 


Gly 


Ala 


Asp 


Tyr 


He 


Leu 




SO 










55 










60 










Phe 


Ala 


Asp 


Thr 


Asp 


Asn 


He 


Leu 


Thr 


Asn 


Asn 


Gin 


Thr 


Leu 


Arg 


Leu 


65 










70 










75 










80 


Leu 


Met 


Gly 


Gin 


Gly 


Leu 


Pro 


Val 


Val 


Ala 


Pro 


Met 


Leu 


Asp 


Ser 


Gin 










85 










90 










95 




Thr 


Tyr 


Tyr 


Ser 


Asn 


Phe 


Trp 


Cys 


Gly 


He 


Thr 


Pro 


Gin 


Gly 


Tyr 


Tyr 








100 










105 










110 






Arg 


Arg 


Thr 


Ala 


Glu 


Tyr 


Phe 


Pro 


Thr 


Lys 


Asn 


Arg 


Gin 


Arg 


Arg 


Gly 






115 










120 










125 








Cys 


Phe 


Arg 


Val 


Pro 


Met 


Val 


His 


Ser 


Thr 


Phe 


Leu 


Ala 


Ser 


Leu 


Arg 




130 










135 










140 










Ala 


Glu 


Gly 


Ala 


Asp 


Gin 


Leu 


Ala 


Phe 


Tyr 


Pro 


Pro 


His 


Pro 


Asn 


Tyr 


145 










150 










155 










160 


Thr 


Trp 


Pro 


Phe 


Asp 


Asp 


He 


He 


Val 


Phe 


Ala 


Tyr 


Ala 


Cys 


Gin 


Ala 










165 










170 










175 




Ala 


Gly 


Val 


Ser 


val 


His 


Val 


Cys 


Asn 


Glu 


His 


Arg 


Tyr 


Gly 


Tyr 


Met 
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180 185 190 

Asn Val Pro Val Lys Ser His Gin Gly Leu Glu Asp Glu Arg Val Asn 

195 200 205 

Phe lie His Leu lie Leu Glu Ala Leu Val Asp Gly Pro Arg Met Gin 

210 215 220 

Ala Ser Ala His Val Thr Arg Pro Ser Lys Arg Pro Ser Lys lie Gly 
225 230 235 240 

Phe Asp Glu Val Phe Val lie Ser Leu Ala Arg Arg Pro Asp Arg Arg 

245 250 255 

Glu Arg Met Leu Ala Ser Leu Trp Glu Met Glu He Ser Gly Arg Val 

260 265 270 

Val Asp Ala Val Asp Gly Trp Met Leu Asn Ser Ser Ala He Arg Asn 

275 280 285 

Leu Gly Val Asp Leu Leu Pro Gly Tyr Gin Asp Pro Tyr Ser Gly Arg 

290 295 300 

Thr Leu Thr Lys Gly Glu Val Gly Cys Phe Leu Ser His Tyr Ser lie 
305 310 315 320 

Trp Glu Glu Val Val Ala Arg Gly Leu Ala Arg Val Leu Val Phe Glu 

325 330 335 

Asp Asp val Arg Phe Glu Ser Asn Phe Arg Gly Arg Leu Glu Arg Leu 

340 34 5 350 

Met Glu Asp Val Glu Ala Glu Lys Leu Ser Trp Asp Leu He Tyr Leu 

355 360 365 

Gly Arg Lys Gin Val Asn Pro Glu Lys Glu Thr Ala Val Glu Gly Leu 

370 375 380 

Pro Gly Leu Val Val Ala Gly Tyr Ser Tyr Trp Thr Leu Ala Tyr Ala 
385 390 395 400 

Leu Arg Leu Ala Gly Ala Arg Lys Leu Leu Ala Ser Gin Pro Leu Arg 

405 410 415 

Arg Met Leu Pro Val Asp Glu Phe Leu Pro He Met Phe Asp Gin His 

420 425 430 

Pro Asn Glu Gin Tyr Lys Ala His Phe Trp Pro Arg Asp Leu Val Ala 

435 440 445 

Phe Ser Ala Gin Pro Leu Leu Ala Ala Pro Thr His Tyr Ala Gly Asp 

450 455 460 

Ala Glu Trp Leu Ser Asp Thr Glu Thr Ser Ser Pro Trp Asp Asp Asp 
465 * 470 475 480 

Ser Gly Arg Leu He Ser Trp Ser Gly Ser Gin Lys Thr Leu Arg Ser 

485 490 495 

Pro Arg Leu Asp Leu Thr Gly Ser Ser Gly His Ser Leu Gin Pro Gin 

500 505 510 

Pro Arg Asp Glu Leu 
515 



<210> 3109 

<211> 959 

<212> DNA 

<213> Homo sapiens 



<400> 3109 

nnacgcgtcc ttttcaccaa gtctcctgaa cacacaaccg ggtgccactg gaagtgattc 
60 

gcagcgcacc tgccctttgt taatacaaca tcaccttgct ccatatccta ccaaagatcc 
120 
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cctggaatct ggaaggatct acttcactcg 
180 

tccagtctgg gggacgcctt acccgcagga 
240 

cgtaatcttt gcagtcgcgc cgttctgcca 
300 

tgattccctg cagactcgct cttcatcctg 
360 

gtctggtctt tagagcagcc cgaatggcac 
420 

gtggcctcgt gctggagccc ggacgggcgc 
480 

cggataaccg tctggtcctt gtgcacaaaa 
540 

tgtctgcagg gaatcacctt caccagggac 
600 

gactgcaaag attacgtgag catcttcgtc 
660 

gatacggaca cccaggatct cacagggatt 
720 

gtgtgggaca cctgcttgga gtacaagatt 
780 

tccacgtaca gcgctntacg agtggtcnnc 

840 

agcagtcagt tcctggcagt tgggagctat 
900 

acttggaaaa tgatcacgga gtttgggcat 
959 

<210> 3110 

<211> 207 

<212> PRT 

<213> Homo sapiens 

<400> 3110 



Met 
1 


Tyr 


Lys 


Arg 


Gly 
5 


Leu 


val 


Gin 


Val 


Trp 


His 


Cys 


Lys 


lie 


Asp 


Glu 


Gly 


Ser 








20 










25 


Trp 


Ser 


Pro 


Asp 


Gly 


Arg 


His 


He 


Leu 






35 










40 




Arg 


lie 


Thr 


Val 


Trp 


Ser 


Leu 


Cys 


Thr 




SO 










55 






Tyr 


Pro 


Lys 


Ala 


Cys 


Leu 


Gin 


Gly 


He 


65 










70 








Tyr 


Met 


Ala 


Leu 


Ala 
85 


Glu 


Arg 


Arg 


Asp 


Phe 


Val 


Cys 


Ser 


Asp 


Trp 


Gin 


Leu 


Leu 








100 










105 


Gin 


Asp 


Leu 


Thr 


Gly 


lie 


Glu 


Trp 


Ala 






115 










120 




val 


Trp 


Asp 


Thr 


Cys 


Leu 


Glu 


Tyr 


Lys 




130 










135 






Gly 


Arg 


Leu 


Leu 


Ser 


Thr 


Tyr 


Ser 


Ala 



atccctccac agtcagcagg acaactttat 
gctgccaatc actgcagacg aagatgctca 
gcgccatgta gcggccgtcc ctggtgaagg 
tgcgccatgt acaagcgagg gctggtgcag 
tgcaaaatag acgagggctc agccgggctg 
cacatcctca acaccacgga attccatctg 
tccgtgtctt acatcaaata cccgaaagct 
ggccgctaca tggcgctggc agaacggcgc 
tgcagtgatt ggcagctcct gcggcatttt 
gagtgggccc caaacggctg tgtgctggca 
ctgctgtact cattggatgg ccggttgttg 
ctgggcatca agtctgtggc ctggagcccc 
gatggaaagg tgcgcatcct taatcacgtg 
ccctgcagcc ccataaatga ttcccaaaa 



Trp Ser Leu Glu Gin Pro Glu 
10 15 
Ala Gly Leu Val Ala Ser Cys 
30 

Asn Thr Thr Glu Phe His Leu 
45 

Lys Ser Val Ser Tyr He Lys 
60 

Thr Phe Thr Arg Asp Gly Arg 

75 80 
Cys Lys Asp Tyr Val Ser He 
90 95 
Arg His Phe Asp Thr Asp Thr 
110 

Pro Asn Gly Cys Val Leu Ala 
125 

He Leu Leu Tyr Ser Leu Asp 
140 

Xaa Arg Val Val Xaa Leu Gly 
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145 150 155 160 

lie Lys Ser Val Ala Trp Ser Pro Ser Ser Gin Phe Leu Ala Val Gly 

165 170 175 

Ser Tyr Asp Gly Lys Val Arg He Leu Asn His Val Thr Trp Lys Met 

180 185 190 

lie Thr Glu Phe Gly His Pro Cys Ser Pro He Asn Asp Ser Gin 
195 200 205 



<210> 3111 

c211> 1269 

<212> DNA 

<213> Homo sapiens 



<400> 3111 

tttttttttt tttttttttt tttttttttt tttttcttta acaaaatttt tatttaataa 
60 

atggttaaaa tcgcagtgcc aaaaatacat tgacatttag caatttcact gaaaggaaga 
120 

aactacagaa tgcacggttt cagaaagcta ttttaagtta tttacaaata aagtatctaa 
180 

aactcaaaaa caggctctgt atgctatatc tagtttatcc cttcccgaac aaaatttctg 
240 

ttatttgggc aaattcttaa accatggctt aaaccgtaat ggttacaaac cacaaacaca 
300 

tccatccaga gactgaaacc gtttctatcc ggtcagtggc aaaactgttg aaagggcaat 
360 

agttgaagct gttgggtttt atatagtgtg aactctgata aatattccta ccaggactaa 
420 

aacacagcac gctttgcggg catggctgac tcacaaaggt tgtaacaaac aagaactact 
480 

cctcactcga caccatggct cagaggccac cgagaagcac gagtgactga cagctcctct 
540 

gcttacaaac gaatgaaacc caaagtggat gtcgttctca cagcactgaa agtgcttcag 
600 

gactcacact gatccaatac taactttctt ccctatttta cacatatttt tctactgtcc 
660 

agtggaaacc attttctgct ttggctaaac aacaaatact agtttataac aggaatggta 
720 

aaatctgtga gaattctgct caatttaata caagatcact actttcttta gaatggtttc 
780 

tgcgtgtttc tacgtcaccc tctgtatttt tagcttccag tttcctggta aggaataagt 
840 

tctccttccc agtcacactc ggggtcattt acacgtttct gggatgccct tgctcgtcca 
900 

tggaggccag gtgcgtgcag tgactcactc tgcctcttcc ctcttctcag gaccagtccc 
960 

cgaaccttct gccttgcaga tcctcccgct tccgccacac tctcgcgctc ggaagcgagc 
1020 

tcctggatca tacagctgca aggctggccg gtccttgttt gccagtcgct cttttctggg 
1080 

tgctggactg tcgtcacacc tctgcgctct tcccagtctc tccatggcct cccccggagc 
1140 

cccgctgtcc tggctcccct tcttccctct gtcttggcca ggtcctttcc cccatctctg 
1200 
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ctcatcctca ctccttctgg aaagccgttc aggctcgtgg tgagctctgt gcctcctgcc 
1260 

gtcatccac 
1269 

<210> 3112 
<211> 151 
<212> PRT 

<213> Homo sapiens 
<400> 3112 

Met Thr Ala Gly Gly Thr Glu Leu Thr Thr Ser Leu Asn Gly Phe Pro 

15 10 15 

Glu Gly Val Arg Met Ser Arg Asp Gly Gly Lys Asp Leu Ala Lys Thr 

20 25 30 

Glu Gly Arg Arg Gly Ala Arg Thr Ala Gly Leu Arg Gly Arg Pro Trp 

35 40 45 

Arg Asp Trp Glu Glu Arg Arg Gly Val Thr Thr Val Gin His Pro Glu 

50 55 60 

Lys Ser Asp Trp Gin Thr Arg Thr Gly Gin Pro Cys Ser Cys Met lie 
65 70 75 80 

Gin Glu Leu Ala Ser Glu Arg Glu Ser Val Ala Glu Ala Gly Gly Ser 

85 90 95 

Ala Arg Gin Lys Val Arg Gly Leu Val Leu Arg Arg Gly Lys Arg Gin 

100 105 110 

Ser Glu Ser Leu His Ala Pro Gly Leu His Gly Arg Ala Arg Ala Ser 

115 120 125 

Gin Lys Arg Val Asn Asp Pro Glu Cys Asp Trp Glu Gly Glu Leu lie 

130 135 140 

Pro Tyr Gin Glu Thr Gly Ser 
14S 150 

<210> 3113 
<211> 631 
<212> DNA 

<213> Homo sapiens 



<400> 3113 

nacgcgttcc tgcagaacgc ctcagccgtg 
60 

gagaccatca ccatgcccca cgcgggtgta 
120 

ccaaaaggga aggagatagt aagcctgctg 
180 

accatcggaa cccggaactt gcagaaatat 
240 

atctccttca ttgtcctgat gatcatttcc 
300 

aggtttcgat atgcaaatgc cagggatagg 
360 

aaagccatca gcaaactcca gatcaggacc 
420 

gattttgaca actgtgcagt ttgtattgaa 
480 



gtcatcttca acgtgggctc caacaccaac 
gaagacatcg tggccataat gattcctgag 
gaaagaaaca tcaccgtgac aatgtacatc 
gtgagccgca cttcggttgt gtttgtctcc 
ctcgcatggc tcgtctttta ttacatccag 
aaccagcgcc gactggggga tgcagcaaag 
atcaagaagg gtgacaagga aacagagtct 
gggtacaagc ccaatgacgt tgtccggatc 
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ctgccctgcc ggcatctttt ccacaagtcc tgtgttgacc cctggcttct agaccatcgt 
540 

acctgcccca tgtgcaagat gaacattctt aaagccctag ggatcccccc caatgccgac 
600 

tgcatggacg actttgccac tgacttcgag g 
631 

<210> 3114 
<211> 210 
<212> PRT 

<213> Homo sapiens 

Xa^Ala^he Leu Gin Asn Ala Ser Ala Val Val lie Phe Asn Val Gly 

1 5 10 15 

Ser Asn Thr Asn Glu Thr He Thr Met Pro His Ala Gly Val Glu Asp 

20 25 30 

He Val Ala He Met lie Pro Glu Pro Lys Gly Lys Glu He Val Ser 

35 40 45 

Leu Leu Glu Arg Asn He Thr Val Thr Met Tyr He Thr He Gly Thr 

50 55 60 

Arg Asn Leu Gin Lys Tyr Val Ser Arg Thr Ser Val Val Phe Val Ser 
65 70 75 80 

He Ser Phe He Val Leu Met He He Ser Leu Ala Trp Leu Val Phe 

85 90 95 

Tyr Tyr He Gin Arg Phe Arg Tyr Ala Asn Ala Arg Asp Arg Asn Gin 

100 ios no 

Arg Arg Leu Gly Asp Ala Ala Lys Lys Ala He Ser Lys Leu Gin He 

115 120 125 

Arg Thr He Lys Lys Gly Asp Lys Glu Thr Glu Ser Asp Phe Asp Asn 

130 135 140 

Cys Ala Val Cys He Glu Gly Tyr Lys Pro Asn Asp Val Val Arg He 
145 150 155 160 

Leu Pro Cys Arg His Leu Phe His Lys Ser Cys Val Asp Pro Trp Leu 

165 170 175 

Leu Asp His Arg Thr Cys Pro Met Cys Lys Met Asn He Leu Lys Ala 

180 IBS 190 

Leu Gly He Pro Pro Asn Ala Asp Cys Met Asp Asp Phe Ala Thr Asp 
195 200 205 

Phe Glu 
210 

<210> 3115 
<211> 1366 
<212> DNA 

<213> Homo sapiens 
<400> 3115 

ncacaaaggc accaaaccac aaaacgtcac acgtaaacat catacgtggc aaccacaagc 
60 

caatcagttg gatatttcat tcattggtat acatatggac tgtaaggtgt ctttcaggtt 
120 

gcagaaaaga tggaaaaaag gacatgtgca ctctgcccca aagatgtcga atataatgtc 
180 
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ctatactttg cacaatcaga 
240 

ggacttgtgg aatgtgagga 
300 

tcagtaaaga aagaaatcca 
360 

ggagccaccg tgggatgtga 
420 

aagaaggacg acgcagttcc 
480 

cagcaacatg ctcaattccc 
S40 

aaaagaggaa ggaagaaacc 
600 

tgtaatacat tcataagaca 
660 

aaagttcctt ttcttaagaa 
720 

aatattagac aaagttcatt 
780 

agactatgaa gaaatcggga 
640 

aaattttcaa gcagcaatag 
900 

gaaggaagag atcgagctac 
960 

tagagatctt atgtcaagtt 
1020 

tcctaagcca agagtcatgC 
1080 

aatccacaca tctttagaac 
1140 

tactggttga cattttgatc 
1200 

tcccagcacc tagtatgctc 
1260 

ctttgattct acttacagcc 
1320 

ctaaaaaaaa aaaaaaaaaa 
1366 



gaatatagct gcccatgaga 
tcaggatcca cttaatcctg 
gagaggaagg aagttgaaat 
tttaaaaaac tgtaacaaga 
acagtctgat ggagttcgag 
gatcatcgct caaagtggta 
cctctcaggc aatcatgtac 
agtgaaagaa gagcatggca 
atgcaagnga agcaggactt 
caattccaga aaaactcatg 
gcgcactttt tgactgtaga 
agaaaaaaat tcatgcatct 
ttcaggactt aaaacaaacc 
ctacatcaat atcatccctg 
caaattgcaa tcaggctcaa 
tagtcgtctc ctcttggcct 
actctttgca cactcttgtg 
agtaaatgtt tgcggaataa 
catgatagcc tcttcttaga 
aaaaaaaaaa aaaaaaaaaa 



attgtttgct 


gtattcttca 


a tagaagt 1 1 


tqatqtqqaa 


gcaaaccctg 


tcataaaaga 


accaccact t 


tttctgtgcc 


gaat t t a taa 


actgctt tgc 


aatt t tcagg 


agtgaaaaga 


agccacccga 


aacaatgaaa 


gacacacaga 


tgcaactgtg 


rttaattact 


tacttoraaoa 




cttcaaaatc 


ttottcaaao 


acacatttgt 


c aacaaagg C 


ggcagcagt t 


ttgtgctctt 


ttcaagaaaa 


tcttattagg 


gattaccgtt 


aaccagagac 


caggctgtga 


cagcagctct 


tccctgttct 


ttttttgctc 


actgtcacat 


gtgcataaaa 


tgttcttaac 


Cataataaat 


ttggatcata 


aaaaaa 





<210> 3116 
<211> 191 
<212> PRT 

<213> Homo sapiens 
<400> 3116 

Met Glu Lys Arg Thr Cys Ala Leu 

1 5 
Val Leu Tyr Phe Ala Gin Ser Glu 
20 

Leu Leu Tyr Ser Ser Gly Leu Val 

35 40 
Asn Pro Asp Arg Ser Phe Asp Val 



Cys Pro Lys Asp Val Glu Tyr Asn 

10 15 
Asn He Ala Ala His Glu Asn Cys 
25 30 
Glu Cys Glu Asp Gin Asp Pro Leu 
4S 

Glu Ser Val Lys Lys Glu He Gin 
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ec 60 
50 55 



Arg lly Arg Lys Leu Lys Cys Lys Phe Cys His Lys Arg Gly Ala Thr 

CS 70 75 

Val Gly Cys Asp Leu Lys Asn Cys Asn Lys Asn Tyr His Phe Phe Cys 

85 90 
Ala Lys Lys Asp Asp Ala Val Pro Gin Ser Asp Gly Val Arg Gly He 

100 10S 
Tyr Lys Leu Leu Cys Gin Gin His Ala Gin Phe Pro lie He Ala Gin 

115 120 
Ser Gly Lys Phe Ser Gly Val Lys Arg Lys Arg Gly Arg Lys Lys Pro 

Lys Cys Asn 
ice 160 

145 150 



135 



Leu Ser Gly Asn His Val Gin Pro Pro Glu Thr Met Lys Cys Asn Thr 

145 150 155 *n fu- 

Phe lie Arg Gin Val Lys Glu Glu His Gly Arg His Thr Asp Ala Thr 

165 170 
Val Lys Val Pro Phe Leu Lys Lys Cys Lys Xaa Ser Arg Thr Ser 

185 190 



180 



<210> 3117 
<211> 1373 
<212> DNA 

<213> Homo sapiens 

nnaacccagl agcaaaagag cagagccacc atgtcctctt ggagcagaca gcgaceaaaa 
agcccagggg gcattcaacc ccacgctcct agaactctgt tcctgctgct gctgttggca 
gcLagcct ggggggtcac cctgagcccc aaagactgcc aggrgcccog ctcagaccat 
ggcagctcca tctcctgtca accacctgcc gaaatccccg gctacccgcc agccgacacc 
gjgcacctgg ccgtggaatt cttcaacctg acccacctgc cagccaacct cctccagggc 
gcctctaagc tocaagaatt gcacctctcc agcaacggge tggaaagccc ctcgcccgaa 
ttcctgcggc cagtgccgca getgagggtg ctggatctaa cccgaaacgc cctgaccggg 
ctgcccccgg gcctcttcca ggcctcagcc accctggaca ccctggtatt gaaagaaaac 
cagctggagg tcctggaggt ctcgtggcta cacggcctga aagctctggg gcatctggac 
ctgtctggga accgcctccg gaaactgccc cccgggctgc tggccaactt caocctcctg 
cgcacccttg acctcgggga gaaccagttg gagaccttgc cacctgaccc cctgaggggt 
ccgctgcaat cagaacggct acatctagaa ggcaacaaat tgcaagtact gggaaaagat 
ctcctcttgo cgoagccgga cctgcgctac ctcttcctga gcggcaacaa gctggccagg 

780 

gtggcagccg gtgcctccca gggcctgcgg cagctggaca tgctggacct ctccaataac 
tcaccggcca gcgtgcccga ggggccccgg gcatccctag ggcagccaaa ctgggacatg 
900 
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cgggatggct tcgacatctc cggcaacccc tggatctgtg accagaacct gagcgacctc 
960 

tatcgttggc ttcaggccca aaaagacaag atgttttccc agaatgacac gcgctgtgct 
1020 

gggcctgaag ccgtgaaggg ccagacgccc ctggcagtgg ccaagtccca gtgagaccag 
1080 

gggcttgggt tgagggtggg gggtctggta gaacactgca acccgcttaa caaataatcc 
1140 

tgcccttggc cgggtgcggg ggctcacgcc tgtaatccca gcactttggg gaggcccagg 
1200 

tggcggaatc acgaggccag gagatcgaga ccatcttggc taacatggtg aaaccctgtc 
1260 

tctactaaaa atataaaaaa ttagccaggc gtggtggtgg gcacctgtag tcccagcaac 
1320 

tcgggaggct gaggcaggag aatggcgtga acttgggagg cggagcttgc ggt 
1373 

<210> 3118 

<211> 312 

<212> PRT 

<213> Homo sapiens 



<400> 3118 



Val 


Thr 


Leu 


Ser 


Pro 


Lys 


Asp 


Cys 


Gin 


Val 


Phe 


Arg 


Ser 


Asp 


His 


Gly 


1 








5 










10 










15 




Ser 


Ser 


He 


Ser 


Cys 


Gin 


Pro 


Pro 


Ala 


Glu 


He 


Pro 


Gly 


Tyr 


Leu 


Pro 








20 










25 










30 






Ala 


Asp 


Thr 


Val 


His 


Leu 


Ala 


Val 


Glu 


Phe 


Phe 


Asn 


Leu 


Thr 


His 


Leu 






35 










40 










45 








Pro 


Ala 


Asn 


Leu 


Leu 


Gin 


Gly 


Ala 


Ser 


Lys 


Leu 


Gin 


Glu 


Leu 


His 


Leu 




50 










55 










60 










Ser 


Ser 


Asn 


Gly 


Leu 


Glu 


Ser 


Leu 


Ser 


Pro 


Glu 


Phe 


Leu 


Arg 


Pro 


Val 


65 










70 










75 










80 


Pro 


Gin 


Leu 


Arg 


val 


Leu 


Asp 


Leu 


Thr 


Arg 


Asn 


Ala 


Leu 


Thr 


Gly 


Leu 










85 










90 










95 




Pro 


Pro 


Gly 


Leu 


Phe 


Gin 


Ala 


Ser 


Ala 


Thr 


Leu 


Asp 


Thr 


Leu 


Val 


Leu 








100 










105 










110 






Lys 


Glu 


Asn 


Gin 


Leu 


Glu 


Val 


Leu 


Glu 


val 


Ser 


Trp 


Leu 


His 


Gly 


Leu 






115 










120 










125 








Lys 


Ala 


Leu 


Gly 


His 


Leu 


Asp 


Leu 


Ser 


Gly 


Asn 


Arg 


Leu 


Arg 


Lys 


Leu 




130 










135 










140 










Pro 


Pro 


Gly 


Leu 


Leu 


Ala 


Asn 


Phe 


Thr 


Leu 


Leu 


Arg 


Thr 


Leu 


Asp 


Leu 


14 5 










150 










155 










160 


Gly 


Glu 


Asn 


Gin 


Leu 


Glu 


Thr 


Leu 


Pro 


Pro 


Asp 


Leu 


Leu 


Arg 


Gly 


Pro 










165 










170 










175 




Leu 


Gin 


Leu 


Glu 


Arg 


Leu 


His 


Leu 


Glu 


Gly 


Asn 


Lys 


Leu 


Gin 


Val 


Leu 








180 










185 










190 






Gly 


Lys 


Asp 


Leu 


Leu 


Leu 


Pro 


Gin 


Pro 


Asp 


Leu 


Arg 


Tyr 


Leu 


Phe 


Leu 






195 










200 










205 








Ser 


Gly 


Asn 


Lys 


Leu 


Ala 


Arg 


Val 


Ala 


Ala 


Gly 


Ala 


Phe 


Gin 


Gly 


Leu 




210 










215 










220 










Arg 


Gin 


Leu 


Asp 


Met 


Leu 


Asp 


Leu 


Ser 


Asn 


Asn 


Ser 


Leu 


Ala 


Ser 


Val 


225 










230 










235 










240 


Pro 


Glu 


Gly 


Leu 


Trp 


Ala 


Ser 


Leu 


Gly 


Gin 


Pro 


Asn 


Trp 


Asp 


Met 


Arg 
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•250 255 



Asp Gly Phe Asp Ml Ser Gly Asn Pro Trp lie Cys Asp Gin Asn Leu 

260 265 
Ser Asp Leu Tyr Arg Trp Leu Gin Ala Gin Lys Asp Lys Met Phe Ser 



, 7 c 280 
Gin Asn Lp Thr Arg Cys Ala Gly Pro Glu Ala val Lys Gly Gin Thr 

290 29:> 
Leu Leu Ala Val Ala Lys Ser Gin 
305 510 

<210> 3119 

<211> 427 

<212> DNA 

<213> Homo sapiens 

gtacacatgg tgctcaacca gcagggccgg ccatcgggcg atgccttcat tcagatgaca 
"agoagagc gagccctagc tgotgctcag cgttgccata agaaggtgat gaaggagcgc 
ea^tggagg tggtcccctg ttccacagag gagacgagcc gagtgctgat ggggggcacc 
"gggccgca gtggcatgtc ecctccaccc tgcaagctgc cctgcctctc accacctacc 
taoaccacct tcoaagccac cccaacgctc attcccaogg agacggcagc tctatacecc 
tcttcagcac tgctcccagc tgccagggtg cctgctgccc ccacccctgt tgcctactat 
ccagggccag ccactcaact ctacctgaac tacacagcct actacccaag ccccgaagac 
420 

aacgcgt 
427 

<210> 3120 
<211> 142 
<212> PRT 

<213> Homo sapiens 



va^i"^ val Leu Asn Gin Gin Gly Arg Pro Ser Gly Asp Ala Phe 

iL Gin Met Thr Ser Ala Glu Arg Ala Leu Ala Ala Ala Gin Arg Cys 

20 25 
His Lys Lys val Met Lys Glu Arg Tyr Val Glu Val Val Pro Cys Ser 

3S 40 
Thr Glu Glu Met Ser Arg Val Leu Met Gly Gly Thr Leu Gly Arg Ser 

50 55 60 

Gly Met Ser Pro Pro Pro Cys Lys Leu Pro Cys Leu Ser Pro Pro Thr 

Tyr Thr Thr Phe Gin IL Thr Pro Thr Leu II. Pro Thr Glu Thr Ala 

85 90 
Ala Leu Tyr Pro Ser Ser Ala Leu Leu Pro Ala Ala Arg Val Pro Ala 

100 ios 110 

Ala Pro Thr Pro Val Ala Tyr Tyr Pro Gly Pro Ala Thr Gin Leu Tyr 
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US 120 125 

Leu Asn Tyr Thr Ala Tyr Tyr Pro Ser Pro Glu Asp Asn Ala 
130 135 140 

<210> 3121 

<211> 284 

<212> DNA 

<213> Homo sapiens 

<400> 3121 

gaattccatg gcagctggga catctgtgag ccacgtgggt tcctgggcag caccaggacc 
60 

atctgaggat ttctcaactt ctgcagcaac ctctgcagcc agctcacacg tgaggagaaa 
120 

taagaggaac atgaacctgg acggggcagc ttccattgtc cctctcctgc tcctgctaat 
180 

gaacaaggcc tccccagagt atgaagagaa catgcacaga taccagaagg cagccaagct 
240 

cttccgggga agattctctt tattctggtg gacagtggta tgaa 
284 

<210> 3122 
<211> 91 
<212> PRT 
<213> Homo sapiens 

<400> 3122 

Met Ala Ala Gly Thr Ser Val Ser His Val 

IS 10 
Gly Pro Ser Glu Asp Phe Ser Thr Ser Ala 

20 25 
Ser His Val Arg Arg Asn Lys Arg Asn Met 

35 40 
Ser He Val Pro Leu Leu Leu Leu Leu Met 

50 55 
Tyr Glu Glu Asn Met His Arg Tyr Gin Lys 
65 70 

Gly Arg Phe Ser Leu Phe Trp Trp Thr Val 
85 90 

<210> 3123 
<211> 344 
<212> DNA 
<213> Homo sapiens 

<400> 3123 

aagaaagtga actgcaagcc caagaaccag gacgaacagg agattccttt ccggctccgg 
60 

gagattatga ggagccgcca agagatgaaa aacccgatca gtaacaagaa gaggaagaaa 
120 

gcagcccagg tgaccttcag aaagacattg gagaaggaag caaagggaga ggagcccgac 
180 

atcgcagtcc ccaagttcaa acagaggaag ggggagtccg acggggccta tatccaccgc 
240 



Gly Ser Trp Ala Ala Pro 
15 

Ala Thr Ser Ala Ala Ser 
30 

Asn Leu Asp Gly Ala Ala 
45 

Asn Lys Ala Ser Pro Glu 
60 

Ala Ala Lys Leu Phe Arg 
7S 80 
Val 
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atgcagcaag aggcccagca tgtgctgttc 
300 

gaggtgcagg cagctcccaa ggagaagtct 
344 



ctcagcaaga accaggccat ccggcagcca 
gagcagaaaa aagc 



<210> 3124 

<211> 92 

<212> PRT 

<213> Homo sapiens 



Met^rg'ser Arg Gin Glu Met Lys Asn Pro lie Ser Asn Lys Lys Arg 

1 5 10 

Lys Lys Ala Ala Gin Val Thr Phe Arg Lys Thr Leu Glu Lys Glu Ala 

20 25 30 

Lys Gly Glu Glu Pro Asp He Ala Val Pro Lys Phe Lys Gin Arg Lys 

35 40 45 

Gly Glu Ser Asp Gly Ala Tyr lie His Arg Met Gin Gin Glu Ala Gin 

50 ss 60 

His Val Leu Phe Leu Ser Lys Asn Gin Ala lie Arg Gin Pro Glu Val 

65 7 0 75 

Gin Ala Ala Pro Lys Glu Lys Ser Glu Gin Lys Lys 
85 90 



<210> 3125 

<:211> 647 

<212> DNA 

<213> Homo sapiens 



agacggagtt ttgctcttcg tgcccaggct ggagtaccat ggcgacagtg cgaagetaag 

acattaggaa ggcgctgagg aaagccacta agcatccaca gctccactgc ctaggcagat 

ggtcagcagg cagtttagct gtgggagtat ctccaatttg catgaatgaa acatggacaa 
18 0 

ataagataag gctggctcca gggaagtaat tcccccagtt cccctgagcc ttggatctgg 
24 0 

aaaaccgcag cccatcctgg aattagggaa catcacaaaa cgtactgggg agaacccccc 
300 

atgtggcctc ggcccacgcc agaagccggg caaggtccca agtgccggct cgcccacaag 

ctatggctaa gacagaaaaa caaaggaaaa aaagtcctcc ccaaacacac acataagcaa 
420 

aacccatctt cctgtgttct ctgccaagag agctggagca aaagagatga gtttgagact 
4 80 

ctgattcatc catcaagaca aataaactca gtctatggag gttagcaggg caatttgtga 



540 

agcaaacaaa agttgagtct tggaaagggg ctctgaagaa aatgaagatg acataccagg 
600 

aatttaactt catgacaaga agagaaagtg actcactctt gacgcgt 
647 



<210> 3126 
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<211> 116 
<212> PRT 

<213> Homo sapiens 



<400> 3126 












Met 


Lys 


Leu 


Asn 


Ser Trp Tyr Val He Phe He 


Phe Phe Arg Ala Pro 


1 








5 10 




15 




Phe 


Gin 


Asn 


Ser 


Thr Phe Val Cys Phe Thr Asn 


Cys Pro Ala 


Asn 


Leu 








20 


25 


30 






His 


Arg 


Leu 


Ser 


Leu Phe Val Leu Met Asp Glu 


Ser Glu Ser 


Gin 


Thr 






35 




40 


45 






His 


Leu 


Phe 


Cys 


Ser Ser Ser Leu Gly Arg Glu 


His Arg Lys 


Met 


Gly 




50 






55 


60 






Phe 


Ala 


Tyr 


Val 


Cys Val Trp Gly Gly Leu Phe 


Phe Leu Cys 


Phe 


Ser 


65 








70 75 






80 


Val 


Leu 


Ala 


lie 


Ala Cys Gly Arg Ala Gly Thr 


Trp Asp Leu 


Ala 


Arg 










85 90 




95 




Leu 


Leu 


Ala 


Trp 


Ala Glu Ala Thr Trp Gly Val 


Leu Pro Ser 


Thr 


Phe 








100 


105 


110 






Cys 


Asp 


Val 


Pro 











115 



<210> 3127 

<211> 2218 

<212> DNA 

<213> Homo sapiens 



<400> 3127 

ncagaagtta gccaagatga acttaatgaa atcaatcagt tcttgggacc cgtggaaaaa 
60 

ttcttcactg aagaggtgga ctcccgaaaa attgaccagg aagggaaaat cccagatgaa 
120 

actttggaga aattgaagag cctagggctt tttgggctgc aagtcccaga agaatatggt 
180 

ggcctgggct tctccaacac catgtactca agactagggg agatcatcag catggatggg 
240 

tccatcactg tgaccctggc agcgcaccag gctattggcc tcaaggggat catcttggct 
300 

ggcaccgagg agcagaaagc caaatacttg cctaaactgg cgcccgggga gcacatagca 
360 

gccttctgcc tcacggagcc agccagtggg agcgatgcag cctcaatccg gagcagagcc 
420 

acactaagtg aagacaagaa gcactacatc ctcaatggct ccaaggtctg gattactaat 
460 

ggaggactgg ccaatatttt tactgtgttt gcaaagactg aggtcgttga ttctgatgga 
540 

tcagtgaaag acaagatcac agcattcata gtagaaagag actttggtgg agtcactaat 
600 

gggaaacccg aagataaatt aggcattcgg ggctccaaca cttgtgaagt ccattttgaa 
660 

aacaccaaga tacctgtgga aaacatcctt ggagaggtcg gagatgggtt taaggtggcc 
720 

atgaacatcc tcaacagcgg ccggttcagc atgggcagcg tcgtggctgg gctgctcaag 
780 
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agattgactg aaatgactgc cgagtacgcc tgcacaagga aacagtttaa caagaggctc 
agcgaatccg gattgattca ggagaaattt gcaccgacgg ctcagaaggc ttacgtcatg 
gagagtatga cctaccccac agcagggatg ctggaccaac ctggctttcc cgactgctcc 
Itcgaggcag ccatggtgaa ggtgttcagc tccgaggccg cctggcagcg tgtgagtgag 
gcgctgcaga tcctcggggg cttgggctac aoaagggact acccgtacga gcgcacactg 
cgtgacaccc gcatcctcct catcttcgag ggaaccaatg agattccccg gatgtacacc 
gccctgacgg gtctgcagca tgccggccgc atcctgacta ccaggatcca tgagcttaaa 
caggccaaag tgagcacagt catggatacc gttggccgga ggcttcggga ctccctgggc 
cgaactgtgg acctggggct. gacaggcaac catggagttg tgcaccccag tcctgcggac 
agcgccaaca agtttgagga gaacacctac tgcttcggcc ggaccgtgga gacaccgccg 
ctccgccttg gcaagaccat catggaggag cagctggcac tgaagcgggt ggccaacatc 
ctcatcaacc tgtatggcat gacggccgtg ctgccgcggg ccagccgotc catccgcatt 
gggccccgca accacgacca cgaggctctc ttggcoaaca ccttctgcgt ggaagcctac 
"gcagaatc tcttcagcct ctctcagctg gacaagtatg ctccagaaaa cctagacgag 
cagattaaga aagtgcccca gcagatcctt gagaagcgag cctatacccg tgcccaccct 
ceggacagga catgccgagg caggggacag tgtccectgc caccgcccgc ccctacccac 
ggcccgttgo cggacgactg ctaccccttc ttcagaaggt gttgggatta tcacaggtta 
agccttttgt tccccgtctg cacctgaagg gttgtcgcct ggcctgggag agcctcttcc 
aggttttgac ctgcaggcag tgctctctaa caggaccatc acagcttctg aactgagccg 
glgagagaga atggaattgc tgacccccgg aactggcggg tattctggtc attgaggaga 
1980 

caccatagtg gaaactgggg cttatgctgc tgcctccagg gtgcgaggtg ggtggggacc 

tgtgtcaggt gtggatagcc atttctgctc aaccacacat tctccaagaa acagcttgaa 

agctctgtct gggtcattca tttaaactag aagcagaggc acttaaaaca tgtaccagga 

accatttaac aaagaatata aaatgtcaca atctgtgtac tgttaaaaaa aaaaaaaa 
2218 

<210> 3128 

<211> 565 

<212> PRT 

<213> Homo sapiens 
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<400> 3128 

Xaa Glu Val Ser Gin Asp Glu Leu Asn Glu He Asn Gin Phe Leu Gly 

IS 10 15 

Pro Val Glu Lys Phe Phe Thr Glu Glu Val Asp Ser Arg Lys He Asp 

20 25 30 

Gin Glu Gly Lys He Pro Asp Glu Thr Leu Glu Lys Leu Lys Ser Leu 

35 40 45 

Gly Leu Phe Gly Leu Gin Val Pro Glu Glu Tyr Gly Gly Leu Gly Phe 

50 55 60 

Ser Asn Thr Met Tyr Ser Arg Leu Gly Glu lie He Ser Met Asp Gly 
65 70 75 80 

Ser He Thr Val Thr Leu Ala Ala His Gin Ala He Gly Leu Lys Gly 

85 90 95 

He He Leu Ala Gly Thr Glu Glu Gin Lys Ala Lys Tyr Leu Pro Lys 

100 105 110 

Leu Ala Ser Gly Glu His He Ala Ala Phe Cys Leu Thr Glu Pro Ala 

115 120 125 

Ser Gly Ser Asp Ala Ala Ser He Arg Ser Arg Ala Thr Leu Ser Glu 

130 135 140 

Asp Lys Lys His Tyr He Leu Asn Gly Ser Lys Val Trp He Thr Asn 
145 150 155 ISO 

Gly Gly Leu Ala Asn He Phe Thr Val Phe Ala Lys Thr Glu Val Val 

165 170 175 

Asp Ser Asp Gly Ser Val Lys Asp Lys He Thr Ala Phe He Val Glu 

180 185 190 

Arg Asp Phe Gly Gly Val Thr Asn Gly Lys Pro Glu Asp Lys Leu Gly 

195 200 205 

He Arg Gly Ser Asn Thr Cys Glu Val His Phe Glu Asn Thr Lys He 

210 215 220 

Pro Val Glu Asn He Leu Gly Glu Val Gly Asp Gly Phe Lys Val Ala 
225 230 23S 240 

Met Asn He Leu Asn Ser Gly Arg Phe Ser Met Gly Ser Val Val Ala 

245 250 255 

Gly Leu Leu Lys Arg Leu He Glu Met Thr Ala Glu Tyr Ala Cys Thr 

260 265 270 

Arg Lys Gin Phe Asn Lys Arg Leu Ser Glu Phe Gly Leu He Gin Glu 

275 280 285 

Lys Phe Ala Leu Met Ala Gin Lys Ala Tyr Val Met Glu Ser Met Thr 

290 295 300 

Tyr Leu Thr Ala Gly Met Leu Asp Gin Pro Gly Phe Pro Asp Cys Ser 
305 310 315 320 

He Glu Ala Ala Met Val Lys Val Phe Ser Ser Glu Ala Ala Trp Gin 

325 330 335 

Cys Val Ser Glu Ala Leu Gin He Leu Gly Gly Leu Gly Tyr Thr Arg 

340 345 3S0 

Asp Tyr Pro Tyr Glu Arg He Leu Arg Asp Thr Arg He Leu Leu He 

355 360 365 

Phe Glu Gly Thr Asn Glu He Leu Arg Met Tyr He Ala Leu Thr Gly 

370 375 380 

Leu Gin His Ala Gly Arg He Leu Thr Thr Arg He His Glu Leu Lys 
38S 390 395 400 

Gin Ala Lys Val Ser Thr Val Met Asp Thr Val Gly Arg Arg Leu Arg 

405 410 415 

Asp Ser Leu Gly Arg Thr Val Asp Leu Gly Leu Thr Gly Asn His Gly 
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420 «« 430 



Val val His Pro Ser Leu Ala Asp Ser Ala Asn Lys Phe Glu Glu Asn 

dlS 440 

Thr Tyr Cys Phe Gly Arg Thr val Glu Thr «u Leu Leu Arc, Phe Gly 



455 



Lys He Met Glu Glu Gin Leu Val Leu Lys Arc, Val Ala Asn lie 



470 



Leu lie Asn Leu Tyr Gly Met Thr Ala Val Leu Ser Arg Ala Ser Arg 

4 90 



Ser lie Arg lie Gly Leu Arg Asn His Asp His Glu Val Leu Leu Ala 

500 SOS 
Asn Thr Phe Cys Val Glu Ala Tyr Leu Gin Asn Leu Phe Ser Leu Ser 

ei 5 520 525 

Gin Leu Asp Lys Tyr Ala Pro Glu Asn Leu Asp Glu Gin lie Lys Lys 

535 540 
Val HI Gin Gin He Leu Glu Lys Arg Ala Tyr He Cys Ala His Pro 
545 550 555 

Leu Asp Arg Thr Cys 
565 

<210> 3129 

<211> 1964 

<212> DNA 

<213> Homo sapiens 

Ttttrctctt cctcccataa cacgattgcc tcccatttat tacgcaggtt gtcgacttac 
atagggagtt. ggagatgcca accaagcatg gagtttccac atggtctatt cctgctgagr 
tcagggactt ggagacagcc tttaacttct ggcaaaaaga caarttcaca aaggtgttta 
aaaccatcct ttggttcttg atcctgagtc agagacggac atgtgcttat gaaagaaggt 
agagt-ttcaa cccttaggta accttaaaag agcaggaaot atgttgtgcg taagtcatgt 
gcagtataca aacttgatat taaatgacaa attggaacaa tcccccccca ggaatgcctc 
tctttcatag aggcatcaca gtgagtctct taaagccttg atctaggtgt gttacagatg 
ggcttacaga gcatgaatgc acgataagaa ggaaatcgga tagggagtga ggatatgaaa 
"taaaagaa ggaagaagag aaaacgagat trtaagacag gaaatgaagc tctgtgcgcg 
tgcgtgtgtg tgtgcgtgtg tgtgcgtgca cgcgtgcgtg cgtgtgtgca cgtgogcgtg 
tgtgtggrtg gcaggcctag tgatcctgtt gtttagtgcc tccgagatct gagttgtgcc 
ttttcacttt goataaagta gatacttggc caratgcagt tccaaggaga agtcagagtt 
ccacctttgg agtctttcct tctgattcac gatttccttt caacaattct ccacttagga 
Itccaccaca aaagttttgc acatgctcca cggaaacttc tgctgtgggc agtgtacccc 
840 
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actcgtcatc tagagtctgg 
900 

aaaatgatat caccttccca 
960 

tcccctggaa gagcttggct 
1020 

aggccttgtt cattatcagg 
X080 

cagtcacagg gttggagcag 
1140 

atgttcctct tatttctcct 
1200 

aaatcctcag atggtcctgg 
1260 

gccatggaat tcattgctgc 
1320 

ataccagcag tgcccatact 
1380 

atcagcactg attctgaggt 
1440 

tttcgcctgg tagacaatga 
1500 

gccaccaaat tgagccgttt 
1560 

cctgtgactg tgattgggtt 
1620 

aacaaggcct ccccagagta 
1680 

ttccagggga agattctctt 
1740 

atatcatttt tcaaactaaa 
1800 

gatgacgagt gggatacact 
1860 

tgcgatggat tcctaagtgg 
1920 

cccaaggtgg aactctgact 
1964 



taaattgcca aagctggcag 
ttttctttca taccactgtc 
gccttctggt atctgtgcat 
aggagatgaa tctgaattac 
gagcaggaga gggacaatgg 
cacgtgtgag ctggctgcag 
tgctgcccag gaacccacgt 
cactgaggtg gctgtcatag 
ccatagcatg gtgcaaaaat 
tctgacacac tacaacatca 
acaactgaat ttagaggacg 
cattgagatc aacagcctcc 
attcaacagc gtaattcaga 
tgaagagaac atgcacagat 
tattctggtg gacagtggta 
ggagtctcaa ctgccagctt 
gcccacagca gaagtttccg 
aaaattgttg aaagaaaatc 
tctccttgga actacacatg 



ttgagactcc tttagttcga 
caccagaata aagagaacct 
gttctcttca tactctgggg 
gctgttgaat aacccaatca 
aagctgcccc gtccaggttc 
aagttgctgc agaagctgag 
ggctcacaga tgtcccagct 
gcttcttcca ggacttagaa 
ccccaggcgt gtcatttggg 
ctgggaacac catctgcctc 
aagacattga aagcattgat 
acatggtgac agagtacaac 
ttcatctcct cctgataatg 
accagaaggc agccaagctc 
tgaaagaaaa tgggaaggtg 
tggcaattta ccagactcta 
tagagcatgt gcaaaacttt 
gtgaatcgaa aagaaagact 
gcca 



<210> 3130 
<211> 273 
<212> PRT 

<213> Homo sapiens 
<400> 3130 

Met Glu Ala Ala Pro Ser Arg Phe 

1 5 
Cys Glu Leu Ala Ala Glu Val Ala 
20 

Gly Pro Gly Ala Ala Gin Glu Pro 

35 40 
Ala Met Glu Phe He Ala Ala Thr 

50 55 
Gin Asp Leu Glu He Pro Ala Val 



Met Phe Leu Leu Phe Leu Leu Thr 

10 15 
Ala Glu Val Glu Lys Ser Ser Asp 
25 30 
Thr Trp Leu Thr Asp Val Pro Ala 
45 

Glu val Ala Val He Gly Phe Phe 
60 

Pro He Leu His Ser Met Val Gin 
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65 70 75 80 

Lys Phe Pro Gly Val Ser Phe Gly lie Ser Thr Asp Ser Glu Val Leu 

85 90 95 

Thr His Tyr Asn lie Thr Gly Asn Thr lie Cys Leu Phe Arg Leu Val 

100 105 HO 

Asp Asn Glu Gin Leu Asn Leu Glu Asp Glu Asp He Glu Ser He Asp 

115 120 125 

Ala Thr Lys Leu Ser Arg Phe lie Glu He Asn Ser Leu His Met Val 

130 135 140 

Thr Glu Tyr Asn Pro Val Thr Val lie Gly Leu Phe Asn Ser Val He 
145 150 155 I" 

Gin He His Leu Leu Leu He Met Asn Lys Ala Ser Pro Glu Tyr Glu 

165 170 175 

Glu Asn Met His Arg Tyr Gin Lys Ala Ala Lys Leu Phe Gin Gly Lys 

180 IBS 190 

He Leu Phe He Leu Val Asp Ser Gly Met Lys Glu Asn Gly Lys Val 

195 200 205 

He Ser Phe Phe Lys Leu Lys Glu Ser Gin Leu Pro Ala Leu Ala He 

2io 215 220 

Tyr Gin Thr Leu Asp Asp Glu Trp Asp Thr Leu Pro Thr Ala Glu Val 
225 230 235 240 

Ser Val Glu His Val Gin Asn Phe Cys Asp Gly Phe Leu Ser Gly Lys 

245 250 255 

Leu Leu Lys Glu Asn Arg Glu Ser Lys Arg Lys Thr Pro Lys Val Glu 
260 265 270 

Leu 



<210> 3131 

<211> 1544 

<212> DNA 

<213> Homo sapiens 

<400> 3131 

nnaactccag gacgagacgc ggagcgaccc gcgcacgagc gataggcggc gaacgtggcc 
60 

caggccgccg agaccggcag ctgcgtgggg cgggggctgc gctgagcccg atactgccgg 
120 

ctccgagctt agcaaagaag cgacttcaga agaagcgaat gcatgtgaaa tcgtctcaag 
180 

ctacctcgag ctcagccagt ctaatcaccc ccagagagcc gaacaactgc gagcgcaatg 
240 

ggacacaaaa tcattttgtg ttggtctcgg aaagagggtc gtggtcccgc acggatgcgc 
300 

ttgttgggag aaaccttgga gattcacggc aaggcgtaaa gcctggggct tccaacgata 
360 

ctctgggcag ggatggaagc ctagatgcct caccgcaagg agcggccgag cgggtcctcg 
420 

cttcacacac acggcagcac cggcaccgcg gagggaggaa acatgtcccg gctgtctctc 
480 

acccggtcgc ctgtgtctcc cctggctgcc cagggcatcc ccctgccagc acaactcaca 
540 

aaatccaatg cgcctgtcca cattgatgtg ggcggccaca tgtacaccag cagcctggcc 
600 
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accctcacca aataccctga 
660 

gttttggaca gtctcaaaca 
720 

atcttgaatt ttctacgaac 
790 

ttgttatatg aagaggcaaa 
840 

tggaagcagg acagagaaac 
900 

gtggccccag acctcggaga 
960 

gtatttccag agatcggcga 
1020 

tcgacgcacg tcatcaggtt 
1080 

ctcgagaggt tgcagcaaag 
1140 

tcgtcccagt tcagcgaata 
1200 

tccgtcatcc ggataaagca 
1260 

ggaaaacaca cacaaccaat 
1320 

gcaaaccaag tcctggacgt 
1360 

cacctgtatt catatgggaa 
1440 

aaatatatat atatatgtca 
1500 

cagccgcagt tggtgctgtg 
1544 



atccagaatc ggaagacttt 
gcactatttc attgacagag 
atccaaactc ctcattcctg 
atattttcag cttcagccca 
tggtcgattt tcaaggccct 
aaggatcacg ctaagcggtg 
cgtgatgtgt aactctgtca 
tccactaaat ggctactgtc 
aggatttgaa atcgtgggct 
cgtccttcgg cgggaactga 
agagcctctg gactaaatgg 
aactcaaaca aaaaagggac 
aaaatcgaat aaaagacaca 
caattggaat agtgatatcc 
aaaggtagga aatgcaaaaa 
atagccatga aatatcctgg 



ttgatggtac agagcccatt 
atggacagat gttcagatat 
atgatttcaa ggactacact 
tgttgttgga gatggaaaga 
gtgagtgcct cgtcgtgcgt 
acaaatcctt gatagaagaa 
atgcaggctg gaatcacgac 
acctcaactc agtccaggtc 
cctgcggggg aggagtagac 
ggcggacgcc ccgtgtaccc 
acatatttct tatgcaaaaa 
atttatgtgc agttgggaca 
tttatatcca atagagacca 
tcaaggcgta aaaaatatat 
agaaaaaaaa aaaaaggtga 
gccc 



<210> 3132 

<211> 283 

<212> PRT 

<213> Homo sapiens 



<400> 3132 

Met Pro His Arg Lys Glu Arg Pro Ser Gly Ser Ser Leu His Thr His 

IS 10 15 

GLy Ser Thr Gly Thr Ala Glu Gly Gly Asn Met Ser Arg Leu Ser Leu 

20 25 30 

Thr Arg Ser Pro Val Ser Pro Leu Ala Ala Gin Gly lie Pro Leu Pro 

35 40 45 

Ala Gin Leu Thr Lys Ser Asn Ala Pro Val His lie Asp Val Gly Gly 

50 55 60 

His Met Tyr Thr Ser Ser Leu Ala Thr Leu Thr Lys Tyr Pro Glu Ser 
6S 70 75 80 

Arg He Gly Arg Leu Phe Asp Gly Thr Glu Pro He Val Leu Asp Ser 

85 90 95 

Leu Lys Gin His Tyr Phe He Asp Arg Asp Gly Gin Met Phe Arg Tyr 

100 105 HO 

lie Leu Asn Phe Leu Arg Thr Ser Lys Leu Leu He Pro Asp Asp Phe 
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X15 120 125 

Lys Asp Tyr Thr Leu Leu Tyr Glu Glu Ala Lys Tyr Phe Gin Leu Gin 

130 135 1*0 

Pro Met Leu Leu Glu Met Glu Arg Trp Lys Gin Asp Arg Glu Thr Gly 
145 ISO 1S5 160 

Arg Phe Ser Arg Pro Cys Glu Cys Leu Val Val Arg Val Ala Pro Asp 

165 I 70 175 

Leu Gly Glu Arg He Thr Leu Ser Gly Asp Lys Ser Leu lie Glu Glu 

180 185 190 

val Phe Pro Glu He Gly Asp Val Met Cys Asn Ser Val Asn Ala Gly 

195 200 205 

Trp Asn His Asp Ser Thr His Val He Arg Phe Pro Leu Asn Gly Tyr 

210 215 220 

Cvs His Leu Asn Ser Val Gin Val Leu Glu Arg Leu Gin Gin Arg Gly 
225 230 23S 240 

Phe Glu He val Gly Ser Cys Gly Gly Gly Val Asp Ser Ser Gin Phe 

245 250 255 

Ser Glu Tyr Val Leu Arg Arg Glu Leu Arg Arg Thr Pro Arg Val Pro 

260 265 270 

Ser Val He Arg He Lys Gin Glu Pro Leu Asp 
275 280 

<210> 3133 
<211> 621 
<212> DNA 

<213> Homo sapiens 
<400> 3133 

ggatccttgg ggtgttgctt cgccagctgg aaacctctgt ggacagtggc gtctttgccc 
60 

gagtttttct ctagcccgct aggctcgttc tgtccactcg gcctggcacg ctacgcctgg 
120 

gtctgatgcc tgccaagggc aagccaggcg tggagcagcg agaggtgtgt gagtgagcat 
180 

ggggtccagc catcgcacac agcaggcacg ctggctgcag tggggcaggc agctccacgc 
240 

gcagtcatgg ctccctgtga agctgcagct ggaccaggcg tactacaagc agcttccact 
300 

gcaggcactg gggaacatgg tggcacctgg aagcttggag acgctagaaa ccgcagagcc 
360 

ctaaagaggg tgtcacagcc ctggctcagg gagctcctag gtctgggctt cccgaagggc 
420 

tgcagctctt ctctccttct cctttccttg tcacctgcaa cgtggtgagc aagggacata 
480 

tttcagcgct gtttgtgtta cacctctttt agccccgccg ttcggcaggt cccgagttct 
540 

tgtgctgcat ccaggaagaa tgagactgaa gtgaaatcag aagaaggccc aggttggacg 
600 

atcctacgtg atgatttcat g 
621 

<210> 3134 
<211> 51 
<212> PRT 
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<213> Homo sapiens 
<400> 3134 

Ala Arg Asp He Phe Gin Arg Cys Leu Cys Tyr Thr Ser Phe Ser Pro 

15 10 IS 

Ala Val Arg Gin Val Pro Ser Ser Cys Ala Ala Ser Arg Lys Asn Glu 

20 2S 30 

Thr Glu Val Lys Ser Glu Glu Gly Pro Gly Trp Thr He Leu Arg Asp 

35 40 45 

Asp Phe Met 
50 

<210> 3135 
<211> 3166 
<212> DNA 

<213> Homo sapiens 
<400> 3135 

nncgtgtgtg gatttgagac cgagctcaat gcccagtttg tcagccacat gtcactccac 
60 

gtggacaagg agcagtggat gttttcgatc tgctgcactg cctgcgactt cgtcaccatg 
120 

gaggaagcag agataaagac tcacattggc accaagcaca caggggaaga caggaagacc 
180 

cccagcgaat caaatagccc ctcttcatcc tccctctcag ctctgagtga ttcagccaac 
240 

agcaaagatg attcagatgg ctcccagaaa aacaagggcg ggaacaatct gctgggcatc 
300 

tctgtcatgc ctgggagcca gccctcactg aacagtgagg aaaagccaga gaaagggttc 
360 

gaatgtgttt tttgcaactt tgtctgcaag acgaagaaca tgtttgagcg tcatctgcag 
420 

atacacctca tcacccggat gtttgagtgt gatgtgtgcc acaagttcat gaagaccccc 
480 

gaacagctgc tggagcataa gaaatgccac actgtcccca ccggtgggct caactcagga 
S40 

cagtggtgag tttcagactc ctctaggtgc ccattctgca tttattccac caaccgcccc 
600 

gctgccatgg agtgccacct caagacccac taccagatgg agtacaagtg cccgatctgc 
660 

cagacggtga aagccaacca gctggagctg gagacgcaca cccgggagca ccgcctgggc 
720 

aaccactaca agtgcgacca gtgcggctac ctgtccaaga ccgccaacaa gctcatcgag 
780 

cacgtgcgcg tccacaccgg gagcgggccc ctccactggg accagtgcag ctacagctgc 
840 

aagcgcaagg acaatctcaa cctgcacaag aagctgaagc acgccccacg ccagaccttc 
900 

agctgcgaag agtgcctgtt caagaccaca caccctttcg tcttcagccg ccacgtcaag 
960 

aagcaccaga gtggggactg ccccgaggag gacaagaagg gcctgtgtcc agcccccaag 
1020 

gaaccggccg gcccgggggc cccgctcctg gtggtcggga gctcccggaa tctcctgtct 
1080 
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cccctgtcag ttatgtctgc ctcccaggct ctgcagaccg tggccctgtc ggcagcccac 



ggcagcagcc cagagcccaa cctggcactc aaggctttgg ccttcaacgg ctcccctttg 



cgccttgaca agtaccggaa ctcagatttt gcccatc.tca ttcccttgac aatgttatac 



1260 

cccaagaacc acttggatct cacattccac cctccccgac ctcagaccgc gcctcccagc 



atcccctcac ccaaacactc ctccctggcc tatctcggac tgagagaaag agcagagact 



1380 

gtctgagggc agccatgttc tgtaccaaaa acagagagac aaaagacaaa aaaaaaaaaa 



1440 

aaaccacaaa acttaaacac aaccccagca ggtgtatgtt gctgcaaaac ctacagaccc 



1500 

cgatgggtct ggaacatgtg tactgtatat ctttagtaag gaatagaaaa ttggctctgt 



1560 

gtgtatacct actgcattga cctgaaagct gctttatcca atcttcagag aggtgaccta 



ctgcatactt ctaccttcag aggcatgcct ccccagccac ccactcccac tctcagccct 



1680 



tctccgtact tttctctgaa aggaatcttg tcttgttaaa ccctaaagag agtgccctta 



1740 

atagcaatca gcacttgtaa gcttatatac tggtgcattt ggttttctgt tgggtgaatg 



cggtgtgtgg gcgtttgtgg attctgaaag agaaagccgt gtgtcgtgtg ccatgacatt 



tctattgcac attctttgta ctggcttctt taacagcgat gaacgttctt ttccctcctg 



1920 

ggttgttcat ccacgacagt ctctccctgt gctccttcat cacccttccc tctctctttg 



1980 



atggctacag agtggtaggg cctggtgctt agtcgatgaa ggaatggtag ccatctacag 



tgctgctgga gatttccgcc agagcgctgg agaccttgcg ctcagatctt ctctggtgat 



ga!gaggcga ggaatcaagt gactgatctg gaagaaatat cccgcagcac tgcagctaac 



2160 

atcacagaac ttaagtgtgt tttgtgtgtg tgcccacacg tagacaaatg tgtacggtgc 



2220 

acacacacag tgcatcattt tttaagggca gattatatat atatatgaga tgtatcaatt 



cagtggttac catttgtttg caggaaaaag aaatgtatgg gtgaaaaaat ttatggttga 



2340 



taaatccagc caaggagatt aaaaggggtt tggataaatt ctgggtataa atgctcagac 



2400 

taaaaaaaag aaatggcagt tttgcacagt gctatggtet tgcactagtt tttgtttccc 



2460 

atctgaaaaa aaaaaagtaa aataaaagga agaaaatgta ccttttttat ggaatgagta 



2520 

gactgtatgt ttgaagattt agccacaacc tctttgacat ataatgacgc aacaaaaagg 



25B0 

tgctgtttag tcctacggtt cagtttatgc ccctgacaag tttccattgt gttttgccga 



2640 

tcttctggct aatcgtggta tcctccatgt tattagtaat tctgtattcc attttgttaa 
2700 
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cgcctggtag atgtaacctg ctaggaggct 
2760 

tgtggtcatt aaaatggcaa cttatgtgca 
2820 

gttggttgta aagctctttg ctaatcttaa 
2880 

gaaaaaaatc tttggctgaa tatgttcatt 
2940 

gtatgaaaca ggctgaaaga gcaggaagaa 
3000 

aatataaaag tttatatatt atttatctat 
3060 

cttactgtgt tgctgttttc catcatgtgt 
3120 

gtttcaccag gggaaaataa aagcatccct 
3166 



aactttatac ttatttaaaa gctcttattt 
gcactttatt gcagcaggaa gcaggtgtgg 
aaagtaatgg gtgatttaaa aagaaaaaag 
gcttgtattt ttaaaacaac agaatttcca 
atgttctttg tataataatg ggaagtttgg 
tggagaactg gtgtacagga ggaacatttt 
tatcctaaga gttggggttt tttaaaatct 
aatgttaaaa aaaaaa 



<210> 3136 
<211> 278 
<212> PRT 

<213> Homo sapiens 



<400> 3136 
Val Ser Asp 
1 

Pro Ala Ala 

Lys Cys Pro 
35 

Thr His Thr 
50 

Cys Gly Tyr 
65 

Val His Thr 

Cys Lys Arg 

Pro Arg Gin 
115 

Pro Phe Val 
130 

Pro Glu Glu 
145 

Gly Pro Gly 

Ser Pro Leu 

Leu Ser Ala 
195 

Ala Leu Ala 

210 
Ser Asp Phe 
225 

His Leu Asp 



Ser Ser 
5 

Met Glu 
20 

lie Cys 

Arg Glu 

Leu Ser 

Gly Ser 

85 
Lys Asp 
100 

Thr Phe 

Phe Ser 

Asp Lys 

Ala Pro 
165 
Ser Val 
180 

Ala His 
Phe Asn 
Ala His 
Leu Thr 



Arg Cys Pro 

Cys His Leu 

Gin Thr Val 
40 

His Arg Leu 
55 

Lys Thr Ala 
70 

Gly Pro Phe 

Asn Leu Asn 

Ser Cys Glu 
120 

Arg His Val 

135 
Lys Gly Leu 
150 

Leu Leu Val 

Met Ser Ala 

Gly Ser Ser 
200 

Gly Ser Pro 

215 
Leu lie Pro 
230 

Phe His Pro 



Phe Cys He 
10 

Lys Thr His 
25 

Lys Ala Asn 

Gly Asn His 

Asn Lys Leu 
75 

His Trp Asp 
90 

Leu His Lys 
105 

Glu Cys Leu 

Lys Lys His 

Cys Pro Ala 
155 

Val Gly Ser 

170 
Ser Gin Ala 
185 

Ser Glu Pro 

Leu Arg Phe 

Leu Thr Met 
235 

Pro Arg Pro 



Tyr Ser 

Tyr Gin 

Gin Leu 

45 
Tyr Lys 
60 

He Glu 

Gin Cys 

Lys Leu 

Phe Lys 
125 
Gin Ser 
140 

Pro Lys 

Ser Arg 

Leu Gin 

Asn Leu 
205 
Asp Lys 
220 

Leu Tyr 
Gin Thr 



Thr Asn Arg 
15 

Met Glu Tyr 
30 

Glu Leu Glu 

Cys Asp Gin 

His Val Arg 
80 

Ser Tyr Ser 
95 

Lys His Ala 
110 

Thr Thr His 

Gly Asp Cys 

Glu Pro Ala 
160 

Asn Leu Leu 
175 

Thr val Ala 
190 

Ala Leu Lys 

Tyr Arg Asn 

Pro Lys Asn 
240 

Ala Pro Pro 
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245 250 255 

Ser He Pro Ser Pro Lys His Ser Phe Leu Ala Tyr Leu Gly Leu Arg 

260 265 270 

Glu Arg Ala Glu Thr Val 

27S 

<210> 3137 

<211> 5773 

<212> DMA 

<213> Homo sapiens 

ntgtacaatt tcagtggtta ttgaaatgga caaggcataa taagcagtat tttgtggaat 

cctaagaggt gtagtacagc gaatagccga ttggcagcct atgaagtcct tgtgatgttg 

gctgatagtt caccttcaaa tcttcaaatt attataaaag aactgctttc tatgcatcac 
180 

cagcctgacc ctgctcttac caaggagttt gattaccttc ccccagtgga tagcaggtcc 
agttcagggt ttgtggggct gagaaatggt ggtgcaactt gttatatgaa tgcagtcttc 
cagcagctgt atatgcaacc tgggctccct gagtcattac tttcagtgga tgatgacaca 
glcaatccag atgatagcgt gttttaccaa gtgcagtctc tctttggaca tttaatggaa 
agcaagctgc agtactatgt acctgagaat ttttggaaga ttttcaagat gtggaataaa 
gaactttatg tgagagaaca gcaggatgca tatgaattct ttactagtct cattgatcag 

atggatgaat acctcaagaa aatggggaga gaccaaattt ttaagaatac atttcagggc 

600 . 
atctactctg atcagaagat ctgtaaagac tgtcctcaca gatatgagcg tgaagaagct 

ttcatggctc tcaatctagg agtgacttct tgtcagagtt tggaaatttc tttggaccaa 

tttgttagag gagaagttct agaaggaagt aatgcgtact actgtgaaaa gtgtaaagaa 
780 

aagagaataa cagtgaaaag gacctgtatt aaatctttac ctagcgtctt ggtaattcac 

ctaatgagat ttgggtttga ctgggaaagc ggacgctcca ttaaatatga tgaacaaata 
900 

aggtttccct ggatgctaaa catggagcct tacacagttt caggaatggc tcgccaagat 
960 

tcttcttctg aagttgggga aaatgggcga agtgtggatc agggcggtgg aggatcccca 

cgaaaaaagg ttgccctcac agaaaactat gaacttgtcg gtgtcatcgt acacagtggg 
1080 

caggcacacg caggccacta ctattccttc attaaggaca ggcgagggtg tggaaaagga 

aagtggtata aatttaatga cacagttata gaagaatttg acctaaatga cgagaccctg 

gagtatgaat gctttggagg agaatataga ccaaaagttt atgatcaaac aaacccatac 
1260 
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actgatgtgc gccgaagata 
1320 

cagaactccc cagtattacc 
1380 

gatctctctc tgtcagctcc 
1440 

cataggccga acaatgaccg 
1500 

aaaggactgt ttgtggagaa 
1560 

ctcaagttta tgaagaatag 
1620 

ttagcttcat tgaatgctac 
1680 

agcttacagc ttgctattca 
1740 

agggttgata ctgaagaatg 
1800 

gcttgtcagt ggttagttga 
1860 

ttcttactgg agtgcaatgt 
1920 

accctagaca gtgccttgtt 
1980 

gtactacttg ctctgttgga 
2040 

tttttcctgt tcaacacttt 
2100 

aggcattcag ctctgcggca 
2160 

cagatacgtc gatggagttc 
2220 

gcgttacttg ttttgcattc 
2280 

aagcaacgac cacccattag 
2340 

gtagaagcct tgttgttcat 
2400 

ttgcgggagc tgacaggctc 
2460 

tgtaatgagc atttttcctt 
2520 

ccacctcatg agttaaagaa 
2580 

cctatacaag cagagcgagt 
2640 

atgcaccaca gtaatcatgt 
2700 

actcttgctc aaaagtgtcc 
2760 

agctgggctg tgcagtggct 
2820 

aatgcctcta atgaaacatc 
2880 



ctggaatgcc tatatgcttt 
aaagaaaagt cgagtcagcg 
atcttcacca gaaatttcac 
gcegtctatt cttaccaagc 
aatgcctgct cgaatatacc 
agatgtatac agtagtgatt 
taaattaaag catccatatt 
attccttttt caaacttatc 
gattgctacc attgaagcat 
atattttatt agttctgaag 
gagagaagta cgagttgctg 
tcatcaggat aagttaaaaa 
caaagacgtc ccagaaaatt 
tgtacaaaag caaggaatta 
catgatcagc ttcctcctag 
agcacaagca cgagaatttg 
agatgtctca tcccaaagga 
cattgctccc tcaagccctc 
gtctgaaggg aaaccttacc 
gctcttggca ctcattgaga 
cacaatgctg catttcatta 
tacgttccaa ctacttcatg 
taaatttgtg tttgagacag 
ggacagtagt cgctgctacc 
tgcagctaag gagtacttca 
acagaagaag atgtcagaac 
aactggaaaa acctttcagc 



tctaccaaag ggtgtctgat 
ttgtacggca ggaagctgag 
ctcagtcatc ccctcggccc 
tggttaaaaa aggcgagaag 
agatggtgag agatgagaac 
atttcagttt tgttttgtct 
atccttgcat ggcaaaggtg 
tacggacaaa gaagaaactc 
tgctttcaaa aagttttgat 
gacgagaatt gataaagatt 
tggccaccat tctggagaaa 
gccttcatca gttactggag 
gtaaaaactg tgctcagtac 
gggctggaga tcttcttctg 
gggccagtcg gcaaaacaat 
ggaatcttca caatacagtg 
atgttgctcc tggcatattt 
tgttgcccct ccatgaggag 
tgttagaggt aatgtttgct 
tggtagtgta ctgctgtttc 
agaaccaact agaaacggct 
aaatattggt tattgaagat 
aaaatggatt actagctttg 
agtgtgtcaa atttcttgtc 
aggagaattc ccaccactgg 
attactggac accacagagt 
gaaccatttc agctcaggac 
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gcgctagcgt atgccacagc tttgttgaat gaaaaagagc aatcaggaag cagtaatggg 
2940 

tcggagagta gtcctgccaa tgagaacgga gacaggcatc tacagcaggg ttcagaatct 
3000 

cccatgatga ttggtgagtt gagaagtgac cttgatgatg ttgatcccta gaggaacacg 
3060 

cccagcctga gaggagtcaa gacacaatac tggatgctca gcaccttctt ggaatcagaa 
3120 

tctcgaaccc tttggaagag cctggagatt ggactgggaa agctgctgcg acttgggcgg 
31B0 

atcgtgtatt tctcaaggaa agcactctta agccactaga aggtttggga gctgtttggc 
3240 

agtgggagaa ctccggcatg tggatcagct gtcccgggag cgtggtctat atgtggattc 
3300 

acatttctgt ggagattttc ggaaatagag ccagtggcag acttttttgt tacacgaaca 
3360 

tacaagagtg agcataaagc tgttgctttc tctacgatgc tacaaaagaa attcctttgg 
3420 

tttttatatt ttaagaaaaa gcaagctgct tttagatatg tgggggcaaa tttttaatct 
3480 

tgcagtaata ttaaacagga atatccaatt taaaatgatg taaagatgta ataaaattcc 
3540 

ttttcattgt aaaacagtaa ttaagtcaat ttacacagac ctttgtattt aatatgtctc 
3600 

cctatttgta tagaatttca gatgggtcta gatgagaacc ctatgcataa gcttggatct 
3660 

tgatgaaagg ttaccaggat caggatcaaa aattgggaaa tactaagctc ttgaagatat 
3720 

ttttctgata taattagatt gaaaagagca attttgaaaa tgctgtgttc tccagaagta 
3780 

cagggtgcac tatttgacat caattactta aagaagttat gagttgttcc ccaaacagat 
3840 

tttaaaaaca gcaaaataaa agcactttaa gatataattt tactgagttt aacttcacag 
3900 

aattatcttt ttaatgcttg gagacatatt gaataaactg tagtcttaaa tcatgtgatc 
3960 

tgcaatcgtt tgcttttgcc taaaacataa ttactgaaac ccttggtatt ggttgtatat 
4020 

gaagttaact atttgagttg gtacacactg cttgtgagtt tcatagttat tgtaatgcag 
4080 

agaaggaatt tgagaatttg tttctcctca acatgactaa ttaacactga aaagtcagtc 
4140 

aaggtttaag atttattttc ccagaaataa atataaagca attgaataac catccattta 
4200 

gtcgtattcc caaagtatag caccattcac tcatttatac cagctccctt ttatggtgtg 
4260 

ggggagaggt ctacacccac atatctcata tatattttgt acattttgta ttttgaattg 
4320 

ctcacatttt cggccctgtt ttgcctttag ttacaggtcc tgccttattt tcatctcacc 
4380 

atgcacagaa ctagggagcc ttaggaagtg ccaggttttc actgtcagat ttgccaagtc 
4440 

acagaggcgc agccagccct gaagtgcctg tccggctgct gtggcattgt gtgggcatgt 
4500 
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ggccaggcag atggcatctc 
4560 

ggcagtgagg gtttctgtgc 
4620 

gcagtggcct ttgtcaaaca 
4680 

gtacccttag agaaacggac 
4740 

cagtttgaaa tgtgatgttc 
4800 

gtttccccta ccctattctc 
4860 

gacatgacct tgaaatgctg 
4920 

tctcaggagc ccaaaatcag 
4980 

ggaaacaacg ccttccgcac 
5040 

tcgtccaccg tgtatattat 
5X00 

catcgttttc actttgctgg 
5160 

tgatgacttt ttttaatgta 
5220 

ttgtcatttt tactgccaat 
5280 

ctgcaaacag agcaggaatt 
5340 

aagctccctt agtgaggccg 
5400 

gaaagaaaac aagcatccca 
5460 

gtcactgaca actacagtca 
5520 

tcctgcccca ccttccctgc 
5580 

aagcagactg gaattttcct 
5640 

aaaaggaagt agatacacta 
5700 

agttcttagc ttctaagagt 
5760 

aaaaaaaaaa aaa 
5773 



attactgtgc tctcgccatg 
tgtcagactt cactgttatt 
cactgagaag atggaagggc 
agaggcgagt ggcaaacttc 
taccattggt tttgagtacg 
accttctctc cgcccacatc 
gcgatgatcc acactgggat 
gagtgaaatt gccacttcta 
ccctagcacc tgccgtcctc 
acgcttcaga tcatgttgct 
taaccacttg attgctgaca 
gtacaacagt gacagttatg 
tttttggatg aagatgtttt 
gcacaattaa ctcaactcaa 
atcttaagat ggccgattct 
gcgggcatct caccacgact 
gttttaggaa ctagagtgcc 
taacatcgag gtgtgtgcag 
ctgctacctc ttgtgtataa 
gggaagaacc ttaattctaa 
ataaaataaa tttttcaaaa 



gcccagtctt ttcattctct 
ctgtgacttg ctggaggttg 
cagcacttaa gagcagaact 
agacggttcc aatggtcttg 
tgaatacttc ctgtcctact 
ctcaccaaga gattgtgtgg 
atcatcgctg gcgactgcac 
gtcagcccct tatttcctat 
actgtaaagc ttcatcagga 
tatattgttg ctgcaatgac 
gctacagtca atgaacctgc 
acaggcttac cctggaagag 
tataaacctt tcaaaatggt 
taatgctgtg tgttctcaag 
gcccgttgaa ggcatcctgg 
tctcctggag tcctcacacg 
gtatcatcag acttaccctg 
ttaccttctg agcttggaac 
aatcttgttt ataaaatttc 
atttggttca tgtgtggcaa 
acaaaaaaaa accaaaaaaa 



<210> 3138 

<211> 977 

<212> PRT 

<213> Homo sapiens 



<400> 3138 

Leu Ala Asp Ser Ser Pro Ser Asn Leu Gin lie lie lie Lys Glu Leu 

15 10 15 

Leu Ser Met His His Gin Pro Asp Pro Ala Leu Thr Lys Glu Phe Asp 
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20 25 30 

Tyr Leu Pro Pro Val Asp Ser Arg Ser Ser Ser Gly Phe Val Gly Leu 

35 40 45 

Arg Asn Gly Gly Ala Thr Cys Tyr Met Asn Ala Val Phe Gin Gin Leu 

50 55 60 

Tyr Met Gin Pro Gly Leu Pro Glu Ser Leu Leu Ser Val Asp Asp Asp 
65 70 75 80 

Thr Asp Asn Pro Asp Asp Ser Val Phe Tyr Gin Val Gin Ser Leu Phe 

85 90 95 

Gly His Leu Met Glu Ser Lys Leu Gin Tyr Tyr Val Pro Glu Asn Phe 

100 105 110 

Trp Lys He Phe Lys Met Trp Asn Lys Glu Leu Tyr Val Arg Glu Gin 

US 120 125 

Gin Asp Ala Tyr Glu Phe Phe Thr Ser Leu He Asp Gin Met Asp Glu 

130 135 140 

Tyr Leu Lys Lys Met Gly Arg Asp Gin He Phe Lys Asn Thr Phe Gin 
145 ' 150 1S5 160 

Gly He Tyr Ser Asp Gin Lys He Cys Lys Asp Cys Pro His Arg Tyr 

165 170 175 

Glu Arg Glu Glu Ala Phe Met Ala Leu Asn Leu Gly Val Thr Ser Cys 

180 185 190 

Gin Ser Leu Glu He Ser Leu Asp Gin Phe Val Arg Gly Glu Val Leu 

19S 200 205 

Glu Gly Ser Asn Ala Tyr Tyr Cys Glu Lys Cys Lys Glu Lys Arg He 

210 215 220 

Thr Val Lys Arg Thr Cys He Lys Ser Leu Pro Ser Val Leu Val He 
225 230 235 240 

His Leu Met Arg Phe Gly Phe Asp Trp Glu Ser Gly Arg Ser He Lys 

245 250 255 

Tyr Asp Glu Gin He Arg Phe Pro Trp Met Leu Asn Met Glu Pro Tyr 

260 265 270 

Thr Val Ser Gly Met Ala Arg Gin Asp Ser Ser Ser Glu Val Gly Glu 

275 280 285 

Asn Gly Arg Ser Val Asp Gin Gly Gly Gly Gly Ser Pro Arg Lys Lys 

290 295 300 

Val Ala Leu Thr Glu Asn Tyr Glu Leu val Gly Val He Val His Ser 
305 310 315 320 

Gly Gin Ala His Ala Gly His Tyr Tyr Ser Phe He Lys Asp Arg Arg 

325 330 335 

Gly Cys Gly Lys Gly Lys Trp Tyr Lys Phe Asn Asp Thr Val He Glu 

340 345 350 

Glu Phe Asp Leu Asn Asp Glu Thr Leu Glu Tyr Glu Cys Phe Gly Gly 

355 360 365 

Glu Tyr Arg Pro Lys Val Tyr Asp Gin Thr Asn Pro Tyr Thr Asp Val 

370 37S 380 

Arg Arg Arg Tyr Trp Asn Ala Tyr Met Leu Phe Tyr Gin Arg Val Ser 
385 390 395 400 

Asp Gin Asn Ser Pro Val Leu Pro Lys Lys Ser Arg Val Ser Val Val 

405 410 415 

Arg Gin Glu Ala Glu Asp Leu Ser Leu Ser Ala Pro Ser Ser Pro Glu 

420 425 430 

He Ser Pro Gin Ser Ser Pro Arg Pro His Arg Pro Asn Asn Asp Arg 

435 440 445 

Leu Ser He Leu Thr Lys Leu Val Lys Lys Gly Glu Lys Lys Gly Leu 
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450 










455 










460 










Phe 


Val 


Glu Lys Met 


Pro 


Ala 


Arg 


He 


Tyr 


Gin 


Met 


Val 


Arg 


Asp 


Glu 


465 










470 










475 










480 


Asn 


Leu 


Lys 


Phe 


Met 


Lys Asn 


Arg 


Asp 


Val 


Tyr 


Ser 


Ser 


ASp 


Tyr 


Phe 










485 










490 










495 




Ser 


Phe 


Val 


Leu 
500 


Ser 


Leu 


Ala 


Ser 


Leu 
505 


Asn 


Ala 


Thr 


Lys 


Leu 
510 


Lys 


His 


Pro 


Tyr 


Tyr 
515 


Pro 


Cys 


Met 


Ala 


Lys 
520 


Val 


Ser 


Leu 


Gin 


Leu 
525 


Ala 


He 


Gin 


Phe 


Leu 
530 


Phe 


Gin 


Thr 


Tyr 


Leu 
535 


Arg 


Thr 


Lys 


Lys 


Lys 
540 


Leu 


Arg 


Val 


Asp 


Thr 


Glu 


Glu 


Trp 


He 


Ala 


Thr 


He 


Glu 


Ala 


Leu 


Leu 


Ser 


Lys 


Ser, 


Phe 


545 










550 










555 










560 


Asp Ala 


Cys 


Gin Trp 


Leu 


Val 


Glu 


Tyr 


Phe 


He 


Ser 


ser 


Glu 


Gly Arg 


565 










570 










575 












Glu 


Leu 


He 


Lys 
580 


He 


Phe 


Leu 


Leu 


Glu 
585 


Cys 


Asn 


val 


Arg 


Glu 
590 


Val 


Arg 


Val 


Ala 


Val 
595 


Ala 


Thr 


He 


Leu 


Glu 
600 


Lys 


Thr 


Leu 


Asp 


Ser 
605 


Ala 


Leu 


Phe 


Tyr Gin 


Asp Lys 


Leu 


Lys 


Ser 


Leu 


His 


Gin 


Leu 


Leu 


Glu 


Val 


Leu 


Leu 




610 










615 










620 










Ala 


Leu 


Leu Asp 


Lys 


Asp Val 


Pro 


Glu 


Asn 


Cys 


Lys 


Asn 


Cys 


Ala 


Gin 


625 










630 










635 










640 


Tyr 


Phe 


Phe 


Leu 


Phe 


Asn 


Thr 


Phe 


val 


Gin 


Lys 


Gin 


Gly 


He 


Arg Ala 










645 










650 










655 




Gly Asp 


Leu 


Leu 


Leu 


Arg His 


Ser 


Ala 


Leu 


Arg 


His 


Met 


He 


Ser 


Phe 








660 










665 










670 






Leu 


Leu 


Gly Ala Ser 


Arg Gin 


Asn 


Asn 


Gin 


He 


Arg 


Arg 


Trp 


Ser 


Ser 






675 










680 










685 








Ala 


Gin 


Ala Arg Glu 


Phe Gly 


Asn 


Leu 


His 


Asn 


Thr 


Val 


Ala 


Leu 


Leu 




690 










695 










700 










Val 


Leu 


His 


Ser 


Asp 


val 


Ser 


Ser 


Gin 


Arg 


Asn 


Val 


Ala 


Pro 


Gly 


He 


705 










710 










715 










720 


Phe 


Lys 


Gin 


Arg 


Pro 
725 


Pro 


He 


Ser 


He 


Ala 
730 


Pro 


Ser 


Ser 


Pro 


Leu 
735 


Leu 


Pro 


Leu 


His 


Glu 


Glu 


Val 


Glu 


Ala 


Leu 


Leu 


Phe 


Met 


Ser 


Glu 


Gly Lys 








740 










745 










750 






Pro 


Tyr 


Leu 
755 


Leu 


Glu 


Val 


Met 


Phe 
760 


Ala 


Leu 


Arg 


Glu 


Leu 

765 


Thr 


Gly 


Ser 


Leu 


Leu 
770 


Ala 


Leu 


He 


Glu 


Met 
775 


val 


Val 


Tyr 


Cys 


Cys 
780 


Phe 


Cys 


Asn 


Glu 


His 


Phe 


Ser 


Phe 


Thr 


Met 


Leu 


His 


Phe 


He 


Lys 


Asn 


Gin 


Leu 


Glu 


Thr 


785 










790 










795 










800 


Ala 


Pro 


Pro 


His 


Glu 


Leu Lys 


Asn 


Thr 


Phe 


Gin 


Leu 


Leu 


His 


Glu 


He 










805 










810 










81S 




Leu 


Val 


He Glu Asp 


Pro 


He 


Gin 


Ala 


Glu 


Arg 


Val 


Lys 


Phe 


val 


Phe 








820 










825 










830 






Glu 


Thr 


Glu Asn Gly 


Leu 


Leu 


Ala 


Leu 


Met 


His 


His 


Ser 


Asn 


His 


val 






835 










840 










84 5 








Asp Ser 


Ser Arg Cys 


Tyr Gin 


Cys 


val 


Lys 


Phe 


Leu 


Val 


Thr 


Leu 


Ala 




850 










855 










860 










Gin 


Lys 


Cys 


Pro 


Ala 


Ala 


Lys 


Glu 


Tyr 


Phe 


Lys 


Glu 


Asn 


Ser 


His 


His 


865 










870 










875 










880 


Trp Ser 


Trp Ala Val 


Gin Trp 


Leu 


Gin 


Lys 


Lys 


Met 


Ser 


Glu 


His 


Tyr 
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88S 99° 




895 




Trp 


Thr 


Pro 


Gin 


Ser Asn Val Ser Asn Glu 


Thr Ser Thr Gly 


Lys 


Thr 






900 


905 


910 






Phe 


Gin Arg 


Thr 


lie Ser Ala Gin Asp Ala 


Leu Ala Tyr Ala 


Thr 


Ala 




915 




920 


925 


Glu 




Leu 


Leu 


Asn 


Glu 


Lys Glu Gin Ser Gly Ser 


Ser Asn Gly Ser 


Ser 




930 






935 


940 






Ser 


Pro 


Ala 


Asn 


Glu Asn Gly Asp Arg His 


Leu Gin Gin Gly 


Ser 


Glu 


945 








950 


955 


Val 


960 


Ser 


Pro 


Met 


Met 


He Gly Glu Leu Arg Ser Asp Leu Asp Asp 


Asp 








965 970 




975 




Pro 

















<210> 3139 

<211> 503 

<212> DNA 

<213> Homo sapiens 



<400> 3139 

nggatcctct gtttaggact gacggttgct gtggactctt atttttggcg gcagctcact 
60 

tggccggaag gaaaggtgct ttggtacaac actgtcctga acaaaagctc caactggggg 
120 

acctccccgc tgctatggta cttctactca gccctgcccc gcggcctggg ctgcagcctg 
180 

ctcttcatcc ccttgggctt ggtagacaga aggacgcacg cgccgacggt gctggcactg 
240 

ggcttcatgg cactctactc cctcctgcca cacaaggagc tacgcttcat catctatgcc 
300 

ttccccatgc tcaacatcac ggctgccaga ggctgctcct acctgtgagt gctctttttg 
360 

tgacatgcat ttttatagtt tcattggaaa caggttcact gatttactgt tggggggatg 
420 

tatgtgtgtg tttaattttt gaaacagggt cttgctctgt cgcccagctg gagtggggct 
480 

tactgcaccc ctcaactcct agg 
503 



<210> 3140 
<211> 115 
<212> PRT 

<213> Homo sapiens 



<400> 3140 

Xaa He Leu Cys Leu Gly Leu Thr 

1 5 
Arg Gin Leu Thr Trp Pro Glu Gly 
20 

Leu Asn Lys Ser Ser Asn Trp Gly 

35 40 
Tyr Ser Ala Leu Pro Arg Gly Leu 

50 55 
Leu Gly Leu Val Asp Arg Arg Thr 



Val Ala Val Asp Ser Tyr Phe Trp 

10 15 

Lys Val Leu Trp Tyr Asn Thr val 
25 30 

Thr Ser Pro Leu Leu Trp Tyr Phe 
45 

Gly Cys Ser Leu Leu Phe He Pro 
60 

His Ala Pro Thr Val Leu Ala Leu 
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65 70 75 80 

Gly Phe Met Ala Leu Tyr Ser Leu Leu Pro His Lys Glu Leu Arg Phe 

85 90 95 

He He Tyr Ala Phe Pro Met Leu Asn He Thr Ala Ala Arg Gly Cys 
100 105 HO 

Ser Tyr Leu 
115 

<210> 3141 
<211> 1815 
<212> DNA 

<213> Homo sapiens 
<400> 3141 

nnattcttgg atgacatccc tcagcatgtc tgagcgactg ctgagggaga aaatgatgcc 
60 

caggttggcg tccccggccc accggccagg agaggcctgc gctgcacacg cgcagaccga 
120 

gcatccgcgt caagaggcga agagagcgcg cgctccccac gtcctgcgct cctggctgcc 
180 

gggcattcgt ctcagccgtg actctcgcca ggccggggct ggcgcgccca cgtctgaaga 
240 

gcgatgcccc gggagatcat caccctgcag ctgggccagt gcggcaacca gattgggttc 
300 

gagttctgga aacagctgtg cgccgagcat ggtatcagcc ccgagggcat cgtggaggag 
360 

ttcgccaccg agggcactga ccgcaaggac gtctttttct accaggcaga cgatgagcac 
420 

tacatccccc gggccgtgct gctggacttg gaaccccggg tgatccactc catcctcaac 
480 

tccccctatg ccaagctcta caacccagag aacatctacc tgtcggaaca tggaggagga 
540 

gctggcaaca actgggccag cggattctcc cagggtgaga aaattcatga ggacattttt 
600 

gacatcatag accgggaggc agatggtagt gacagtctag agggctttgt gctgtgtcac 
660 

tccattgctg gggggacagg ctctggactg ggttcctacc tcttagaacg gctgaatgac 
720 

aggtatccta agaagctggt gcagacatac tcagtgtttc ccaaccagga cgagatgagc 
780 

gatgtggtgg tccagcctta caattcactc ctcacactca agaggctgac gcagaatgca 
840 

gactgtgtgg tggtgctgga caacacagcc ctgaaccgga ttgccacaga ccgcctgcac 
900 

atccagaacc catccttctc ccagatcaac cagctggtgt ctaccatcat gtcagccagc 
960 

accaccaccc tgcgctaccc tggctacatg aacaatgacc tcatcggcct catcgcctcg 
1020 

ctcattccca ccccacggct ccacttcctc atgaccggct acaccccgct cactacagac 
1080 

cagtcagtgg ccagcgtgag gaagaccacg gtcctggatg tcatgaggcg gctgctgcag 
1140 

cccaagaacg tgatggtgtc cacaggccga gaccgccaga ccaaccactg ctacatcgcc 
1200 



2359 



WO 00/58473 



PCT/US00/08621 



atcctcaaca tcatccaggg agaggtggac cccacccagg tccacaagag cttgcagagg 

atccgggaac gcaagttggc caacttcatc ccgtggggcc ccgccagcat ccaggtggcc 

ctgtcgagga agtctcccta cctgccctcg gcccaccggg tcagcgggcc catgatggcc 

aaccacacca gcatctcctc gctcttcgag agaacctgtc gccagtatga caagctgcgt 

aagcgggagg ccttcctgga gcagttccgc aaggaggaca tgttcaagga caactttgat 

gagatggaca catccaggga gattgtgcag cagctcatcg atgagtacca tgcggccaca 

cggccagact acatctcctg gggcacccag gagcagtgag tcccccagga cagggaccct 

catctgcctt actggttggc ccaagccctg cctgactgac caccccctca gagcacagat 
1680 l 

cagggacctc acgcatctct ttctcatata catggactct ctgttggcct gcaaacacat 

ttacttctcc tcttatgaga ctatttatct ttaataaagc accggatata aaaaaaaaaa 
1800 

aaaaaaaaaa aaaaa 
181S 

<210> 3142 
<211> 451 
<212> PRT 

<213> Homo sapiens 

Me^Pro^rg Glu lie He Thr Leu Gin Leu Gly Gin Cys Gly Asn Gin 

1 5 10 15 

lie Gly Phe Glu Phe Trp Lys Gin Leu Cys Ala Glu His Gly He Ser 

20 25 30 

Pro Glu Gly He Val Glu Glu Phe Ala Thr Glu Gly Thr Asp Arg Lys 

35 40 45 

Asp val Phe Phe Tyr Gin Ala Asp Asp Glu His Tyr He Pro Arg Ala 

50 55 60 

Val Leu Leu Asp Leu Glu Pro Arg Val He His Ser He Leu Asn Ser 

Pro Tyr Ala Lys Leu Tyr Asn Pro Glu Asn He Tyr Leu Ser Glu His 

85 90 
Gly Gly Gly Ala Gly Asn Asn Trp Ala Ser Gly Phe Ser Gin Gly Glu 

100 105 11° 

Lys He His Glu Asp He Phe Asp He He Asp Arg Glu Ala Asp Gly 

115 120 125 

Ser Asp Ser Leu Glu Gly Phe Val Leu Cys His Ser He Ala Gly Gly 

130 135 I 40 

Thr Gly Ser Gly Leu Gly Ser Tyr Leu Leu Glu Arg Leu Asn Asp Arg 
14S ISO 155 I 60 

Tyr Pro Lys Lys Leu Val Gin Thr Tyr Ser Val Phe Pro Asn Gin Asp 

165 170 I 75 

Glu Met Ser Asp Val Val Val Gin Pro Tyr Asn Ser Leu Leu Thr Leu 

180 185 I 90 

Lys Arg Leu Thr Gin Asn Ala Asp Cys Val Val Val Leu Asp Asn Thr 
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Ala Leu 
210 
Phe Ser 
225 

Thr Thr 

He Ala 

Tyr Thr 

Thr Val 
290 
Val Ser 
305 

Leu Asn 

Leu Gin 

Pro Ala 

Ser Ala 
370 
Ser Ser 
385 

Arg Glu 

Asn Phe 

Asp Glu 

Gin Glu 
450 



195 

Asn Arg 

Gin He 

Leu Arg 

Ser Leu 
260 
Pro Leu 
275 

Leu Asp 

Thr Gly 

He He 

Arg He 
340 
Ser He 
3S5 

His Arg 

Leu Phe 

Ala Phe 

Asp Glu 
420 
Tyr His 
435 
Gin 



He Ala Thr 
215 

Asn Gin Leu 

230 
Tyr Pro Gly 
24S 

He Pro Thr 

Thr Thr Asp 

Val Met Arg 
295 

Arg Asp Arg 
310 

Gin Gly Glu 
325 

Arg Glu Arg 

Gin val Ala 

Val Ser Gly 
375 

Glu Arg Thr 
390 

Leu Glu Gin 
405 

Met Asp Thr 
Ala Ala Thr 



200 

Asp Arg 

Val Ser 

Tyr Met 

Pro Arg 
26S 
Gin Ser 
280 

Arg Leu 

Gin Thr 

Val Asp 

Lys Leu 
345 
Leu Ser 
360 

Leu Met 

Cys Arg 

Phe Arg 

Ser Arg 
425 
Arg Pro 
440 



205 



Leu 


His 


He 


Gin 


Asn 


Pro 


Ser 






220 










Thr 


He 


Met 


Ser 


Ala 


Ser 


Thr 




235 










240 


Asn 


Asn 


Asp 


Leu 


He 


Gly 


Leu 


2S0 










255 




Leu 


His 


Phe 


Leu 


Met 


Thr 


Gly 










270 






Val 


Ala 


Ser 


val 


Arg 


Lys 


Thr 








285 








Leu 


Gin 


Pro 


Lys 


Asn 


Val 


Met 






300 










Asn 


His 


Cys 


Tyr 


He 


Ala 


He 




315 










320 


Pro 


Thr 


Gin 


Val 


His 


Lys 


Ser 


330 










335 




Ala 


Asn 


Phe 


He 


Pro 


Trp 


Gly 










350 






Arg 


Lys 


Ser 


Pro 


Tyr 


Leu 


Pro 








365 








Met 


Ala 


Asn 


His 


Thr 


ser 


He 






380 










Gin 


Tyr 


Asp 


Lys 


Leu 


Arg 


Lys 




395 










400 


Lys 


Glu 


Asp 


Met 


Phe 


Lys 


Asp 


410 










415 




Glu 


He 


Val 


Gin 


Gin 


Leu 


He 










430 






Asp 


Tyr 


He 


Ser 


Trp 


Gly 


Thr 



445 



<210> 3143 
<211> 356 
<212> DNA 

<213> Homo sapiens 
<400> 3143 

gctagctacc aaaaagggca ggagaaggaa gagcaacgtc tcagtgtcag gagggggccc 
60 

ggagacagac cctctgcggt ggagtctggg agtggtgtgg ttgctgcttg ggctgggctg 
120 

caggcctgag ctcctggctg gtgggaaggg gaggctgctg gtccacagtg tgggggtgct 
180 

tcacggttaa ccaagccatc ccccatgctg ggcgtgaggc actagcggaa ttgagagcct 
240 

cagaaaccca ggtgctgctg tgtgaggctg tcgcagccac gaagatgacc atgactgcaa 
300 

gggctgtgag gggccccctg agcgtccagc agcactaaca gataggaacc acgcgt 
356 



<210> 3144 
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<2ll> 61 

<212> PRT 

<213> Homo sapiens 



i^tVlTle Phe val Ala Al. Thr Ala S.r His Ser Ser Thr Trp Val 

Ser Glu Ala Leu Asn Ser Ala Ser Ala Ser Arg Pro Ala Trp Gly Met 

20 25 3 

Ala Trp Leu Thr Val Lys His Pro His Thr Val Asp Gin Gin Pro Pro 

Leu Pro Thr Ser Gin Glu Leu Arg Pro Ala Ala Gin Pro Lys Gin Gin 



« 60 

50 ss 



Pro His His ser Gin Thr Pro Pro Gin Arg Val Cys Leu Arg Ala Pro 



65 
Ser 



<210> 3145 

<211> 436 

<212> DNA 

<213> Homo sapiens 

rlaaagcccg gagccgctca gctatggaga agctgcgctc caaaactcca ctcggcctcc 
"ccgaagag cccgattacc agctgctcgg gagggccaag caggaccggg ggaggccaaa 
ctccgaggag cccgccccac ctgccctcag gagggtgttt aaaacggagg ttgccaccgt 
"Lgcacct gccctcagtg ccagggccce cgagcctggt ttgtcagact ctgcagccge 
cagccagtgg tcaccctgcc cggcagatga cgagcggagg agagocacac atctcaacgg 
gctccaggcg ccctcggaaa ctgccctggc ctgctcaccc ccgatgcagt gcotgtcccc 
cgaacgcagt gagcagccgt cgcagactca caccccgccg gggctgggga accagctaag 
420 

teccacagcg gttgcc 
436 

<210> 3146 
<:211> 131 
<212> PRT 

<213> Homo sapiens 

M 4 et 0 Glu X4 Lys Leu Arg Ser Lys Thr Pro Leu Gly Leu His Pro Lys Ser 

10 



Pro lie Thr Ser Cys Ser Gly Gly Pro Ser Arg Thr Gly Gly Gly Gin 

Thr Pro Arg Ser Pro Leu His Leu Pro Ser Gly Gly Cys Leu Lys Arg 

35 40 45 

Arg Leu Pro Pro Phe Thr His Leu Pro Ser Val Pro Gly Pro Pro Ser 
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50 55 60 

Leu Val Cys Gin Thr Leu Gin Pro Pro Ala Ser Gly His Ser Ala Arg 
65 70 75 80 

Gin Met Thr Ser Gly Gly Glu Pro His He Ser Thr Gly Ser Arg Arg 

85 90 95 

Pro Arg Lys Leu Pro Trp Pro Ala His Pro Arg Cys Ser Ala Cys Pro 

100 105 110 

Pro Asn Val Val Ser Ser Arg Arg Arg Leu Thr Pro Arg Arg Gly Trp 

115 120 125 

Gly Thr Ser 
130 

<210> 3147 

<211> 3106 / 

<212> DNA 

<213> Homo sapiens 

<400> 3147 

cacaccggct gggaggcagc cgtctgtgca gcgagcagcc ggcgcgggga ggccgcagtg 
60 

cacggggcgt cacagtcggc aggcagcatg gggaagggag ggaaccaggg cgagggggcc 
120 

gccgagcgcg aggtgtcggt gcccaccttc agctgggagg agattcagaa gcataacctg 
180 

cgcaccgaca ggtggctggt cattgaccgc aaggtttaca acatcaccaa atggtccatc 
240 

cagcacccgg ggggccagcg ggtcatcggg cactacgctg gagaagatgc aacggatgcc 
300 

ttccgcgcct tccaccctga cctggaattc gtgggcaagt tcttgaaacc cctgctgatt 
360 

ggtgaactgg ccccggagga gcccagccag gaccacggca agaactcaaa gatcactgag 
420 

gacttccggg ccctgaggaa gacggctgag gacatgaacc tgttcaagac caaccacgtg 
480 

ttcttcctcc tcctcctggc ccacatcatc gccctggaga gcattgcatg gttcactgtc 
540 

ttttactttg gcaacggccg gattcctacc ctcatcacgg cctttgtcct tgctacctct 
600 

caggcccaag ctggatggct gcaacatgat tatggccacc tgtctgtcta cagaaaaccc 
660 

aagtggaacc accttgtcca caaattcgtc attggccact taaagggtgc ctctgccaac 
720 

tggtggaatc atcgccactt ccagcaccac gccaagccta acatcttcca caaggatccc 
780 

gatgtgaaca tgctgcacgt gtttgttctg ggcgaatggc agcccatcga gtacggcaag 
840 

aagaagctga aatacctgcc ctacaatcac cagcacgaat acttcttcct gattgggccg 
900 

ccgctgctca tccccatgta tttccagtac cagatcatca tgaccatgat cgtccataag 
960 

aactgggtgg acctggcctg ggccgtcagc tactacatcc ggttcttcat cacctacatc 
1020 

cctttctacg gcaccctggg agccctcctt ttcctcaact tcatcaggtt cctggagagc 
1080 
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cactggtttg tgtgggtcac acagacgaat cacatcgtca tggagattga ccaggaggcc 
1140 

taccgtgact ggttcagtag ccagctgaca gccacctgca acgtggagca gtccctcttc 
1200 

aacgactggt tcagtggaca ccttaacttc cagattgagc accacctctt ccccaccatg 
1260 

ccccggcaca acttacacaa gatcgccccg ctggtgaagt ctctatgtgc caagcatggc 
1320 

attgaatacc aggagaagcc gccactgagg gccctgctgg acatcatcag gtccctgaag 
1380 

aagtctggga agctgtggct ggacgcctac cttcacaaat gaagccacag cccccgggac 
1440 

accgtgggga aggggtgcag gtggggtgat ggccagagga atgatgggct tttgttctga 
1500 

ggggtgtccg agaggctggt gtatgcactg ctcacggacc ccatgttgga tctttctccc 
1560 

tttctcctct cctttttctc ttcacatctc ccccatagca ccctgccctc atgggacctg 
1620 

ccctccctca gccgtcagcc atcagccatg gccctcccag tgcctcctag ccccttcttc 
1660 

caaggagcag agaggtggcc accgggggtg gctctgtcct acctccactc tctgccccta 
1740 

aagatgggag gagaccagcg gtccatgggt ctggcctgtg agtctcccct tgcagcctgg 
1800 

tcactaggca tcacccccgc tttggttctt cagatgctct tggggttcat aggggcaggt 
1860 

cctagtcggg cagggcccct gaccctcccg gcctggcttc actctccctg acggctgcca 
1920 

ttggtccacc cttccataga gaggcctgct ttgttacaaa gctcgggtct ccctcctgca 
1980 

gctcggctaa gtacccgagg cctctcttaa gatgtccagg gccccaggcc cgcgggcaca 
2040 

gccagcccaa accttgggcc ctggaagagt cctccacccc atcactagag tgctctgacc 
2100 

ctgggctttc acgggcccca ttccaccgcc tccccaactt gagcctgtga ccttgggacc 
2160 

aaagggggag cccctcgtct cttgtgactc agcagaggca gtggccacgt tcagggaggg 
2220 

gccggctggc ctggaggctc agcccaccct ccagcttttc ctcagggtgt cctgaggtcc 
2280 

aagattctgg agcaatctga cccttctcca aaggctctgt tatcagctgg gcagtgccag 
2340 

ccaatccctg gccatttggc cccaggggac gtgggccctg caggctgcag gagggcactg 
2400 

gagctgggag gtctcgtccc agccctcccc atctcggggc tgctgtgtgg acggcgctgc 
2460 

ctcaggcact ctcctgtctg aacccgccct tactgtgttt aacctgttgc tccaggatgc 
2520 

attctgatag gagggggcgg cagggctggg ccttgtgaca atctgccttt caccacatgg 
2580 

ccttgcctcg gtggccctga ctgtcaggga gggccaggga ggcagagcgg gagggagtct 
2640 

caggaggagg ctgccctgag gggctgggga gggggtacct catgaggacc agggtggagc 
2700 
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tgagaagagg aggaggtggg ggctggaggt gctggtagct gaggggacgg gcaagtgaga 
2760 

ggggagggag ggaagtcctg ggaggatcct gagctgctgt tgcagtctaa cccactaatc 
2820 

agttcttaga ttcaggggaa gggcaggcac caacaactca gaatgggggc tttcggggag 
2880 

ggcgcctagt ccccccagct ctaagcagcc aggagggacc tgcatctaag catctgggtt 
2940 

gccatggcaa tggcatgccc cccagctact gtatgccccc gacccccgca gaggcagaat 
3000 

gaacccatag ggagctgatc geaatgttta tcatgttact cccccacccc tacatttttt 
3060 

gaaacaaaat aaggaatttt actctcaaaa aaaaaaaaaa aaaaaa 
3106 

<210> 3148 

<211> 444 

<212> PRT 

<213> Homo sapiens 

<400> 3148 

Met Gly Lys Gly Gly Asn Gin Gly Glu Gly Ala Ala Glu Arg Glu Val 

15 10 15 

Ser Val Pro Thr Phe Ser Trp Glu Glu lie Gin Lys His Asn Leu Arg 

20 25 30 

Thr Asp Arg Trp Leu Val He Asp Arg Lys Val Tyr Asn lie Thr Lys 

35 40 45 

Trp Ser He Gin His Pro Gly Gly Gin Arg Val He Gly His Tyr Ala 

50 55 60 

Gly Glu Asp Ala Thr Asp Ala Phe Arg Ala Phe His Pro Asp Leu Glu 
65 70 75 80 

Phe Val Gly Lys Phe Leu Lys Pro Leu Leu He Gly Glu Leu Ala Pro 

85 90 95 

Glu Glu Pro Ser Gin Asp His Gly Lys Asn Ser Lys He Thr Glu Asp 

100 105 110 

Phe Arg Ala Leu Arg Lys Thr Ala Glu Asp Met Asn Leu Phe Lys Thr 

US 120 125 

Asn His Val Phe Phe Leu Leu Leu Leu Ala His He He Ala Leu Glu 

130 135 140 

Ser He Ala Trp Phe Thr Val Phe Tyr Phe Gly Asn Gly Trp He Pro 
145 150 1S5 160 

Thr Leu He Thr Ala Phe Val Leu Ala Thr Ser Gin Ala Gin Ala Gly 

165 170 175 

Trp Leu Gin His Asp Tyr Gly His Leu Ser Val Tyr Arg Lys Pro Lys 

180 185 190 

Trp Asn His Leu Val His Lys Phe Val He Gly His Leu Lys Gly Ala 

195. 200 205 

Ser Ala Asn Trp Trp Asn His Arg His Phe Gin His His Ala Lys Pro 

210 215 220 

Asn He Phe His Lys Asp Pro Asp Val Asn Met Leu His Val Phe Val 
225 230 235 240 

Leu Gly Glu Trp Gin Pro He Glu Tyr Gly Lys Lys Lys Leu Lys Tyr 

245 250 255 

Leu Pro Tyr Asn His Gin His Glu Tyr Phe Phe Leu He Gly Pro Pro 
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Leu U» Ue p" Met Tyr Phe Gin £ Cln He Ue Met Thr Me, Ue 



265 



270 



280 



val His Lys Asn Trp Val Asp Leu Ma Trp Ala Val Ser Tyr Tyr lie 
Arg £ Phe Ue Thr Tyr lie Pro Phe Tyr Gly He Leu cly Ala Leu 

110 J1 
Leu Phe Leu Asn Phe He Arg Phe Leu Glu Ser His Trp Phe Val Trp 

125 330 

val Thr Gin Met Asn His Ue val Met Glu Ue Asp Gin Glu Ala Tyr 

Arg Asp Trp Pne Ser Ser Gin Leu £ Ala Thr Cys Asn Val Glu Gin 

Ser Phe P^e Asn Asp Trp Phe Ser Gly His Leu Asn Pne Gin Ue Glu 

375 .sou 
His His Leu Phe Pro Thr Met Pro Arg His Asn Leu His Lys lie Ala 

2" Leu val Lys Ser Leu Cys Ala Lys His Gly Ue Glu Tyr Gin Glu 

Lys Pro Leu Leu Arg Ala Leu Leu Asp Ue Ue Arg Ser Leu Lys Lys 

425 



420 



Ser Gly Lys Leu Trp Leu Asp Ala Tyr Leu His Lys 

440 



435 

<210> 3149 
<211> 1006 
<212> DNA 
<213> Homo sapiens 



ncttcgccgg cgtcccgacc cgaggccgga cccgaggcca gtcccgccgc tgccaccgaa 
gccagtgcgg ggcctgagag ggacgcgcgc cc=gggg=c= ccgccgcggg caccatgggc 
gctgcccacc ccgcgtctga ggaggtgcgg gagctcgagg gcaagaccgg cttctcatcg 
gatcagatcg agcagctcca tcggagattt aagcagctga gcggagatca gcctaccatt 
cgcaaggaga aottcaacaa tgtcccggac ctggagccca accccatccg atccaaaatt 
g ° t °tcgtg=c t rcttcgacaa caggaacctg cgoaagggac ccagtggcct ggctga.gag 
atcaattteg aggacttcct gaccatcatg tcctacttcc ggcccatcga caccaccatg 
gacgaggaac aggtggagct gtcccggaag gagaagctga gatttctgtt ccacatgcac 
gactcggaca gcgacggccg caccaetctg gaagaatatc gaaatgtaaa gtggtcgagg 
agctgctgtc gggaaaccct cacatcgaga aggagtccgo tcgctccatc gccgacgggg 
cc.tg.tgg. ggcggccagc gtgtgcatgg ggcagatgga gcctgaccag gtgtacgagg 
ggatcaccrt cgaggacttc ctgaagatct ggcaggggat cgacattgag accaagatgc 



720 
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acgtccgctt ccttaacatg gaaaccatgg ccctctgcca ctgacccacc gccacctccg 
780 

cggagaaact gcactttgca atggggccgc ctccccgcgt agctggagca gcccaggccc 
840 

ggcggacagc ctcttcctgc agcgccggta catagccaag gctcgtctgc gcaccttgtg 
900 

tcttgtaggg tatggtatgt gggacttcgc tgtttttatc tccaataaaa aaaaaaaaaa 
960 

ggtttgttaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaa 
1006 

<210> 3150 
<211> 201 
<212> PRT 

<213> Homo sapiens 
<400> 3150 



Xaa Ser 


Pro 


Ala 


Ser Arg Pro 


Glu 


Ala 


Gly 


Pro 


Glu 


Ala 


Ser 


Pro 


Ala 


1 






5 








10 










15 




Ala Ala 


Thr 


Glu 


Ala 


Ser Ala 


Gly 


Pro 


Glu 


Arg 


Asp 


Ala 


Arg 


Pro 


Gly 






20 








25 










30 






Ala Pro 


Ala 


Ala 


Gly Thr Met 


Gly 


Ala 


Ala 


His 


Ser 


Ala 


Ser 


Glu 


Glu 




35 








40 










45 








Val Arg 


Glu 


Leu 


Glu Gly Lys 


Thr 


Gly 


Phe 


Ser 


Ser 


Asp 


Gin 


He 


Glu 


50 








55 










60 










Gin Leu 


His 


Arg 


Arg 


Phe Lys 


Gin 


Leu 


Ser 


Gly 


Asp 


Gin 


Pro 


Thr 


He 


65 








70 








75 










80 


Arg Lys 


Glu 


Asn 


Phe 


Asn Asn 


Val 


Pro 


Asp 


Leu 


Glu 


Leu 


Asn 


Pro 


He 








85 








90 










95 




Arg Ser 


Lys 


He 


Val 


Arg Ala 


Phe 


Phe 


Asp 


Asn 


Arg 


Asn 


Leu 


Arg 


Lys 






100 








105 










110 






Gly Pro 


Ser 


Gly 


Leu 


Ala Asp 


Glu 


He 


Asn 


Phe 


Glu 


Asp 


Phe 


Leu 


Thr 




115 








120 










125 








lie Met 


Ser 


Tyr 


Phe 


Arg Pro 


He 


Asp 


Thr 


Thr 


Met 


Asp 


Glu 


Glu 


Gin 


130 








135 










140 










Val Glu 


Leu 


Ser 


Arg 


Lys Glu 


Lys 


Leu 


Arg 


Phe 


Leu 


Phe 


His 


Met 


Tyr 


145 








150 








155 










160 


Asp Ser 


Asp 


Ser 


Asp 


Gly Arg 


He 


Thr 


Leu 


Glu 


Glu 


Tyr 


Arg 


Asn 


Val 








165 








170 










175 




Lys Trp 


Ser 


Arg 


Ser 


Cys Cys 


Arg 


Glu 


Thr 


Leu 


Thr 


Ser 


Arg 


Arg 


Ser 






180 








185 










190 






Pro Leu 


Ala 


Pro 


Ser 


Pro Thr 


Gly 


Pro 

















195 200 



<210> 3151 
<211> 2079 
<212> DMA 

<213> Homo sapiens 
<400> 3151 

gaggggacgt cgtcgtagag ggccggagcg ggcgggcggc 
60 

aggacggagc cgtggctcag gtcggcccct ccccaacacc 
120 



gacggacccg gctcccgcgc 
accccgggcc tccgcccctt 
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cctgggcctc tcggtggagc agggacccga accggtgccc atccagcccg gtgccatctg 
aagccccctc cccagaaaat gagccacaga gcaagctgac cccagcgaca cagcccccca 
gccctactat atttccgttc ctatcaaaaa atggatgact cggagacagg ettcaatctg 
aaagtcgccc cggtcagt« caagcagtgt ctcgatgaga aggaagaggt cttgccggac 
ccctacattg ccagctggaa gggcctggtc aggtttctga acagcctggg caccatcttc 
"attcatct ccaaggacgt ggtccccaag ctgcggatca tggagcgcct caggggcggc 
ccgcagagcg agcaccaccg cagcctgcag gccatggcgg cccacgagct gagcaaccgg 
ctggtggacc tggagggccg ctcccaccac ccggagtctg gctgccggac ggtgctgcgc 
"gcaccgcg ccctgcactg gctgcagctg ctcctggagg gcctgcgtac cagccccgag 
gacgcacgca cctccgcact ctgcgccgac ccccacaacg cctcgctggc cgcctaccac 
coctgggtcg tgcgccgcgc cgtcaccgtg gcctcctgca cgctgcccac acgcgaggtc 
ttcctggagg ccatgaacgc ggggcccccg gagcaggccg tgcagatgct aggcgaggcc 
ctccccttca tccagcgcgt ccacaacgtc tcccagaagc tctacgccga gcactccctg 
ctggacctgc cctagaggcg ggaagccagg gccgcaccgg ctttcctgct gcagatctgg 
gctgcggtgg ccagggccgt gagtcccgtg gcagagcctt ctgggcgctg cgggaacagg 
agaecccctg tcgcccccgt gagctgagct ggttaggaac cacagactgt gacagagaag 
gcggcgacca gcccagaaga ggcccaccct ctcggtccgg aacaagacgc cccagccacg 
gcJccccctc ggcccattac acgcgtgcgc agccaggcct cgccagggtg cggtgcagag 
cagagcaggc aggggtgggg gccgggcccg caagagcccg aaaggtcgcc accccctagc 
ccgcggggtg catctgcgaa ccagggcgaa gccacaggcc ccggggtgtg gaggctccat 
cctttctcct ttccgccagc cgatgtgccc tcaccccagg cccgtgcctg ggaccccgtg 
tctgcccagg tgggcagcct cgagcccagg ggactcagtg ccctccatgc cctggctggc 
agaaaccctc aacagcagtc tgggcactgt ggggctctcc ccgcctctcc: tgccctgttt 
gccccteagc gtgccaggca gactgggggc aggacagccg gaagctgaga ccaaggctcc 
ccacagaagg gcccaggaag tccccgccct tgggacagcc tcctccgtag cccctgcacg 
gcaccagttc cccgagggac gcagcaggcc gcctcccgca gcggccgtgg gtctgcacag 
cccagcccag cccaaggccc ccaggagctg ggactctgct acacccagtg aaatgctgtg 

1740 
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tcccttctcc cccgtgcccc ttgatgcccc ctccccacag tgctcaggag acccgtgggg 
1800 

cacggaacag gagggtctgg accctgtggc ccagccaaag gctaccagac agccacaacc 
1860 

agcccagcca ccatccagtg cctggggcct ggccactggc tcttcacagt ggaccccagc 
1920 

acctcggggt ggcagaggga cggcccccac ggcccagcag acatgcgagc ttccagagtg 
1980 

caatctatgt gatgtcttcc aacgttaata aatcacacag cctcccagga gggagacgct 
2040 

ggggtgcaaa aaaaaagcaa aaaaaaaaaa aaaaaaaac 
2079 

<210> 3152 
<211> 214 
<212> PRT 

<213> Homo sapiens 
<400> 3152 

Met Asp Asp Ser Glu Thr Gly Phe Asn Leu Lys Val Val Leu Val Ser 

15 10 IS 

Phe Lys Gin Cys Leu Asp Glu Lys Glu Glu Val Leu Leu Asp Pro Tyr 

20 25 30 

lie Ala Ser Trp Lys Gly Leu Val Arg Phe Leu Asn Ser Leu Gly Thr 

35 40 45 

He Phe Ser Phe He Ser Lys Asp Val Val Ser Lys Leu Arg He Met 

50 55 60 

Glu Arg Leu Arg Gly Gly Pro Gin Ser Glu His Tyr Arg Ser Leu Gin 
65 70 75 80 

Ala Met Val Ala His Glu Leu Ser Asn Arg Leu Val Asp Leu Glu Gly 

85 90 95 

Arg Ser His His Pro Glu Ser Gly Cys Arg Thr Val Leu Arg Leu His 

100 105 110 

Arg Ala Leu His Trp'Leu Gin Leu Phe Leu Glu Gly Leu Arg Thr Ser 

115 120 125 

Pro Glu Asp Ala Arg Thr Ser Ala Leu Cys Ala Asp Ser Tyr Asn Ala 

130 135 140 

Ser Leu Ala Ala Tyr His Pro Trp Val Val Arg Arg Ala Val Thr Val 
145 150 155 160 

Ala Phe Cys Thr Leu Pro Thr Arg Glu Val Phe Leu Glu Ala Met Asn 

165 170 175 

Val Gly Pro Pro Glu Gin Ala Val Gin Met Leu Gly Glu Ala Leu Pro 

180 185 190 

Phe lie Gin Arg Val Tyr Asn Val Ser Gin Lys Leu Tyr Ala Glu His 

195 200 205 

Ser Leu Leu Asp Leu Pro 
210 

<210> 3153 

<211> 1498 

<212> DNA 

<213> Homo sapiens 

<400> 3153 
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nttctttttt tttttttttt tttttttttt tttttttttt tttttctact aaaaataatt 
60 

taactagaaa cggagttttg gcaagggagg cagaagcggc tccctttctc cccttggccg 
120 

cccactcagc aaccaacaag gaggaaagcc cccgcagtgc tcggccagtg ccgcgccatc 
180 

gccaccaggg agcgccccgc gcgcggtcca cgtggcagag gtcgcggcct cgcggcgcgg 
240 

ggaggagccg cacgccacag tggcaggtcc caggccgtca ctccgagctc tcgcctcccg 
300 

ggccgctgtc cggcgtgggc gggaggaggg gtctccggcg cgagcgcttg acccggcgcg 
360 

agggctgcag cagcctccgc ttcagcacag cagccactgt gtcctggctg cccgctgtgg 
420 

gcccccagta gatgctctcc ccgcgtcgga agtttctgtg cagccgtgcg cagagcgtgg 

480 

ccagggcgag cagcaccagc aggaaggtca gggccatggc agcccaggcg gcctcttcag 
540 

tgcgtggggt ggggccccgg gctgcccgtg gagcgctgct gcgcgagggg ccggggaagc 
600 

ctgacttgaa cagacacagc cccctgggct gccttgcccg ttgggcacct gagcctctgt 
660 

cctggagctg gcattgcctc caggcgcccc cggcagcagg gagacagtgg gcacagatgg 
720 

ggcattactc tccctaccag ggattcccgc catggactgc ttggccttca agctccctgg 
780 

ggaagcagag ggaaacctca gggctgagcg agtgggctgg ggaccaaggg cagcccgcag 
840 

cctccgcctc ttggcaccac tagaagaggg ctgcctgggc ccttgagatg tcacctctgt 
900 

gccagggggc cgccagctcc gcaaaagcaa aggccaaaac cccgggcctg cacacaccct 
960 

cttcgggcac agcctccctc taccgggagt tggctcggag ggagcaggcc ctgaaaggct 
1020 

ttcacagtag atccatgcct tctccttcct ccgcttcctc ctccgcctcc tcatcagcca 
1080 

gtgggcagcc caggctggct ctacccaggc catctccagc gccagccccc atgcagtcag 
1140 

caccaggggc cgatcctgcg tgaggctgaa gtcaggggtg agggaagggt tagccataca 
1200 

agcataggcc aggagggcaa gctggagctt cagccaggga tgggcacagg ggtggtagag 
1260 

gaaggtgaca tcctcagcct gccccgggct cactcgtgtg taggtcactc ttggtgacac 
1320 

ctgcggaggc agaggccaca ggctctcggg acaatgggct cccgcctcct ccgccggtcc 
1380 

agccatcacc tgtgggtcca aagcgaagag ttggggcgct ggacgcggcg aggccctgcc 
1440 

ctctctctcc ccaggcccag cccgccagcg gaagaactcc gcgcccccct cggcgcgc 
1498 



<210> 3154 
<211> 65 
<212> PRT 
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<213> Homo sapiens 
<400> 3X54 

Thr Asp Thr Ala Pro Trp Ala Ala Leu Pro Val Gly His Leu Ser Leu 

1 5 10 IS 

Cys Pro Gly Ala Gly He Ala Ser Arg Arg Pro Arg Gin Gin Gly Asp 

20 25 30 

Ser Gly His Arg Trp Gly He Thr Leu Pro Thr Arg Asp Ser Arg His 

35 40 45 

Gly Leu Leu Gly Leu Gin Ala Pro Trp Gly Ser Arg Gly Lys Pro Gin 
50 55 60 

Gly 
65 

<210> 3155 
<211> 551 
<212> DNA 

<213> Homo sapiens 
<400> 3155 

caattggacg taattatggt aaaaccctat aaactccgta acaatcaaga agaaaacgat 
60 

gcagtgtctt ctgctaagaa accaaagcta gccctggaag attcggaaaa cactgcctct 
120 

actaactgtg actcttcttc agaaggactg gaaaaggaca cagcaacaca gagaagtgac 
180 

cagacttgcc tagaaccatc atgttcatgt tcttctgaaa atcaggaatg ccagactgct 
240 

gccagccctg gggaaattct ggaaattttg aagaaaggga aggcatttgt tttagatatt 
300 

gacttggatt ttctttcagt caagaatccc ttcaaaaaaa tgttcactca ggaagagtac 
360 

aaaatcttac aagagctgta ccaatttaag aaacctggca ccaacctaac agaggaagat 
420 

ttggtagata ttgttgatac tcgaattcat caattagagg attcagaagc cactttcgct 
4B0 

gatttgtgtg atggtgatga tgaagaaacg gtacagggat gggcttcaaa ccctggaatg 
540 

gaatcactag t 
551 

<210> 3156 
<211> 178 
<212> PRT 

<213> Homo sapiens 
<400> 3156 

Met Val Lys Pro Tyr Lys Leu Cys Asn Asn Gin Glu Glu Asn Asp Ala 

15 10 IS 

Val Ser Ser Ala Lys Lys Pro Lys Leu Ala Leu Glu Asp Ser Glu Asn 

20 25 30 

Thr Ala Ser Thr Asn Cys Asp Ser Ser Ser Glu Gly Leu Glu Lys Asp 

35 40 45 

Thr Ala Thr Gin Arg Ser Asp Gin Thr Cys Leu Glu Pro Ser Cys Ser 
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50 ss 60 

cys ser Ser Glu Asn Gin Glu Cys Gin Thr Ala Ala Ser Pro Gly Glu 

65 70 75 B ° 

lie Leu Glu lie Leu Lys Lys Gly Lys Ala Phe Val Leu Asp He Asp 

85 90 9S 

Leu Asp Phe Phe Ser Val Lys Asn Pro Phe Lys Lys Met Phe Thr Gin 

100 105 I 10 

Glu Glu Tyr Lys He Leu Gin Glu Leu Tyr Gin Phe Lys Lys Pro Gly 

US 120 125 

Thr Asn Leu Thr Glu Glu Asp Leu Val Asp He Val Asp Thr Arg He 

130 1^5 140 

His Gin Leu Glu Asp Leu Glu Ala Thr Phe Ala Asp Leu Cys Asp Gly 
14S 150 155 160 

Asp Asp Glu Glu Thr val Gin Gly Trp Ala Ser Asn Pro Gly Met Glu 
165 170 175 

Ser Leu 



<210> 31S7 

<211> 903 

<212> DNA 

<213> Homo sapiens 

<400> 31S7 

nntgaagact agaggaggta ggtccttgga ggacctagtc agtaggtatt tacaaggcag 
60 

gcccctggga tcctacagtg ggatgggcac ccacaaaccc caggttgcgg ccagccttac 
120 

tctctggtag gacttctgat ggtgggggca cctccccagg tcacagtcca ggtgcagggc 
180 

caggaggtcc tatcagagaa gatggagccc tccagtttcc agcccctacc tgaaactgag 
240 

cctccaactc cagagcctgg gcccaagaca cctcctagga ctatgcagga atcaccactg 
300 

ggcctgcagg tgaaagagga gtcagaggtt acagaggact cagatttcct ggagtctggg 
360 

cctctagctg ccacccagga gtctgtaccc accctcctgc ctgaggaggc ccagtgacca 
420 

ctgtgatttc agagatgtgg gaccgtgctg gaccagatct ttccccacag caagactggg 

480 

cctgagggtc cctcatggag ggagcacccc agggccctgt ggcatgagga agctgggggc 
540 

atcttctccc cagggttcgc gctgcagcta ggcagcatct ccgcaggtcc aggtagtgta 
600 

agccctcacc tccacgtccc ctgggacctc ggcatggctg gcctttctgg ccagatccaa 
660 

tcaccctccc gcgaaggtgg ctttgcgcat gcgcttctgc tccccagcga tctgaggagt 
720 

gaacaggacc ccacggacga ggatccctgc cggggtgtgg gccctgctct ggtcaccacc 

780 

cgctggcgct cccccagggg ccggagccgg ggccgcccca gcactggggg cggggtggtt 
840 

aggggcggcc gttgcgatgt atgtggcaag gtgttcagcc aacgcagcaa cctgctgagg 
900 
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cac 
903 



<210> 3158 

<211> 92 

<212> PRT 

<213> Homo sapiens 



<400> 31S8 

Met Val Gly Ala Pro Pro Gin Val 

1 5 
Val Leu Ser Glu Lys Met Glu Pro 
20 

Thr Glu Pro Pro Thr Pro Glu Pro 

35 40 
Met Gin Glu Ser Pro Leu Gly Leu 

50 55 
Thr Glu Asp Ser Asp Phe Leu Glu 
65 70 
Glu Ser Val Pro Thr Leu Leu Pro 
85 



Thr Val Gin Val Gin Gly Gin Glu 

10 15 
Ser Ser Phe Gin Pro Leu Pro Glu 
25 30 
Gly Pro Lya Thr Pro Pro Arg Thr 
4S 

Gin Val Lys Glu Glu Ser Glu Val 
60 

Ser Gly Pro Leu Ala Ala Thr Gin 

75 80 
Glu Glu Ala Gin 
90 



<210> 3159 

<211> 2408 

<212> DNA 

<213> Homo sapiens 



<400> 3159 

nncgcgtact ggctgtacgg agcaggagca agaggtcgcc gccagcctcc gccgccgagc 
60 

ctcgttcgtg tccccgcccc tcgctcctgc agctactgct cagaaacgct ggggcgccca 
120 

ccctggcaga ctaacgaagc agctcccttc ccaccccaac tgcaggtcta attttggacg 
180 

ctttgcctgc catttcttcc aggttgaggg agccgcagag gcggaggctc gcgtattcct 
240 

gcagtcagca cccacgtcgc ccccggacgc tcggtgctca ggcccttcgc gagcggggct 
300 

ctccgtctgc ggtcccttgt gaaggctctg ggcggctgca gaggccggcc gtccggtttg 
360 

gctcacctct cccaggaaac ctcacactgg agagccaaaa ggagtggaag agcctgtctt 
420 

ggagattttc ctggggaaat cctgaggtca ctcattatga agtgtaccgc gcgggagtgg 
480 

ctcagagtaa ccacagtgct gttcatggct agagcaattc cagccatggt ggttcccaat 
540 

gccactttat tggagaaact tttggaaaaa tacatggatg aggatggtga gtggtggata 
600 

gccaaacaac gagggaaaag ggccatcaca gacaatgaca tgcagagtat tttggacctt 
660 

cataataaat tacgaagtca ggtgtatcca acagcctcta atatggagta tatgacatgg 
720 

gatgtagagc tggaaagatc tgcagaatcc tgggctgaaa gttgcttgtg ggaacatgga 
780 
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cctgcaagct tgcttccatc aattggacag aatttgggag cacactgggg aagatatagg 
840 

cccccgacgt ttcatgtaca atcgtggtat gatgaagtga aagactttag ctacccatat 

900 _ „ 

gaacatgaat gcaacccata ttgtccattc aggtgttctg gccctgtatg tacacactat 

960 

acacaggtcg tgtgggcaac tagtaacaga atcggttgtg ccattaattt gtgtcataac 
1020 

atgaacatct gggggcagat atggcccaaa gctgtctacc tggtgtgcaa ctactcccca 
1080 

aagggaaact ggtggggcca tgccccttac aaacatgggc ggccctgttc tgcttgccca 
1140 

cctagttttg gagggggctg tagagaaaat ctgtgctaca aagaagggtc agacaggtat 
1200 

tatccccctc gagaagagga aacaaatgaa atagaacgac agcagtcaca agtccatgac 
1260 

acccatgtcc ggacaagatc agatgatagt agcagaaatg aagtcataag cgcacagcaa 
1320 

atgtcccaaa ttgtttcttg tgaagtaaga ttaagagacc agtgcaaagg aacaacctgc 
1380 

aataggcacg aatgtcctgc tggctgtttg gatagtaaag ctaaagttat tggcagtgta 
1440 

cattatgaaa tgcaatccag catctgtaga gctgcaattc attatggtat aatagacaat 
1500 

gatggtggct gggtagatat cactagacaa ggaagaaagc attatttcat caagtccaat 
15G0 

agaaatggta ttcaaacaat tggcaaatat cagtctgcta attccttcac agtctctaaa 
1620 

gtaacagttc aggctgtgac ttgtgaaaca actgtggaca gctctgtcca tttcataagc 
1680 

ctgcttcaca ttgcccaaga gtatactgtc ctcgtaactg tatgcaagca aatccacatt 
1740 

atgctcgtgt aattgggact cgagtttatt ctgatctgtc cagtatctgc agagcagcag 
1800 

tacatgctgg gagtagttcg aaaccacggt ggttatgttg atgtaatgcc tgtggaccaa 

1860 . - 

agaaagacct acattgcttc ttttcagaat ggaatcttct cagaaagttt acagaatcct 

1920 

ccaggaggaa aggcattcag agtgtttgct gttgtgtgaa actgaatact tggaagagga 
1980 

ccataaagac tattccaaat gcaatatttc tgaattttgt ataaaactgt aacatcactg 
2040 

tacagagtac atcaactatt ttcagcccaa aaaggtgcca aatgcatata aatcttgata 
2100 

aacaaagtct ataaaataaa acatgggaca ttagctttgg gaaaagtaat gaaaatataa 
2160 

tggttttaga aatcctgtgt taaatattgc tatattttct tagcagttat ttctacagtt 
2220 

aattacatag tcatgattgt tctacgtttc atatattata tggtgctttg tatatgccac 
2280 

taataaaatg aatctaaaca ccgaatgtga atggccctca gaaaaccatc tagtgcattt 



2340 



aaaaataatc gactctaaaa ctgaaagaaa ccttatcaca ctttccccag tccaatgcta 
2400 
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tgccatta 
2408 

<210> 3160 
<211> 431 
<212> PRT 

<213> Homo sapiens 



<400> 3160 



Met Lys 


Cys 


Thr 


Ala Arg Glu Trp Leu Arg Val Thr 


Thr Val 


Leu 


Phe 


1 






5 10 




IS 




Met Ala 


Arg 


Ala 


He Pro Ala Met Val Val Pro Asn 


Ala Thr 


Leu 


Leu 






20 


25 


30 






Glu Lys 


Leu 


Leu 


Glu Lys Tyr Met Asp Glu Asp Gly Glu Trp Trp 


He 




35 




40 


45 






Ala Lys 


Gin 


Arg 


Gly Lys Arg Ala He Thr Asp Asn Asp Met 


Gin 


Ser 


SO 






55 60 








lie Leu 


Asp 


Leu 


His Asn Lys Leu Arg Ser Gin Val 


Tyr Pro 


Thr 


Ala 


65 






70 75 






80 


Ser Asn 


Met 


Glu 


Tyr Met Thr Trp Asp Val Glu Leu Glu Arg Ser 


Ala 








85 90 




95 




Glu Ser 


Trp 


Ala 


Glu Ser Cys Leu Trp Glu His Gly Pro Ala 


Ser 


Leu 






100 


105 


110 






Leu Pro 


Ser 


He 


Gly Gin Asn Leu Gly Ala His Trp Gly Arg Tyr 


Arg 




US 




120 


125 






Pro Pro 


Thr 


Phe 


His Val Gin Ser Trp Tyr Asp Glu 


Val Lys 


Asp 


Phe 


130 






135 140 








Ser Tyr 


Pro 


Tyr 


Glu His Glu Cys Asn Pro Tyr Cys 


Pro Phe 


Arg 


Cys 


145 






150 155 






160 


Ser Gly 


Pro 


Val 


Cys Thr His Tyr Thr Gin Val Val 


Trp Ala 


Thr 


Ser 








165 170 




175 




Asn Arg 


He 


Gly 


Cys Ala He Asn Leu Cys His Asn 


Met Asn 


He 


Trp 






180 


185 


190 






Gly Gin 


He 


Trp 


Pro Lys Ala Val Tyr Leu Val Cys 


Asn Tyr 


Ser 


Pro 




195 




200 


205 






Lys Gly 


Asn 


Trp 


Trp Gly His Ala Pro Tyr Lys His 


Gly Arg 


Pro 


Cys 


210 






215 220 








Ser Ala 


Cys 


Pro 


Pro Ser Phe Gly Gly Gly Cys Arg 


Glu Asn 


Leu 


Cys 


225 






230 235 






240 


Tyr Lys 


Glu 


Gly 


Ser Asp Arg Tyr Tyr Pro Pro Arg Glu Glu Glu 


Thr 








245 2S0 




255 




Asn Glu 


He 


Glu 


Arg Gin Gin Ser Gin Val His Asp Thr His 


val 


Arg 






260 


265 


270 






Thr Arg 


Ser 


Asp 


Asp Ser Ser Arg Asn Glu Val He 


Ser Ala 


Gin 


Gin 




275 




280 


285 






Met Ser 


Gin 


He 


Val Ser Cys Glu Val Arg Leu Arg Asp Gin Cys 


Lys 


290 






295 300 








Gly Thr 


Thr 


Cys 


Asn Arg Tyr Glu Cys Pro Ala Gly Cys Leu Asp 


Ser 


305 






310 315 






320 


Lys Ala 


Lys 


Val 


He Gly Ser Val His Tyr Glu Met 


Gin Ser 


Ser 


He 








325 330 




335 




Cys Arg 


Ala 


Ala 


He His Tyr Gly He He Asp Asn Asp Gly Gly 


Trp 






340 


345 


3S0 






Val Asp 


He 


Thr 


Arg Gin Gly Arg Lys His Tyr Phe 


He Lys Ser 


Asn 
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355 360 "J 

Arg Asn Gly lie Gin Thr lie Gly Lys Tyr Glr, Ser Ala Asn Ser Phe 

-»70 375 380 

Thr val Ser Lys V.1 Thr Val Gin Ala Val Thr Cys olu Thr Thr Val 

390 395 
£p ser Ser Val His Phe lie Ser Leu Leu His He Ala Gin Glu Tyr 

405 410 ™ 

Thr Val Leu Val Thr Val Cys Lys Gin He His He Met Leu Val 
420 425 

<210> 3161 
<211> 119? 
<212> DNA 
<213> Homo sapiens 

onaacaccag caaaattttt gaaaaaggcc gcaaaggagt trggctccca aaataatggc 
"ctcggcca acaccaacag aaacaagacc ggagagataa cagcctcctc caacaaatcc 
ctcaacttgc taaaaatcaa gcacggcgat ttgttgtecc tgtttccccc gagccttgct 
gggcccccat ctgaaatgga gacgtcagtt ccaccgggct tcaaagtctt tggcgctccc 

240 

aacgtggcgg aggacgagae tgatcagtac ctcagcaaac aggacgggaa gacttacaga 
agccgagacc cacagctatg ccgccacggc cctttgggga aatgcgtgca ctgcgcccct 
ccagagccat tcgacgagga ctatccaaac cacctcgagc ctcccgtgaa gcacatgtcc 
ttccacgcct acatccggaa gctgactgga ggggctgaca aggggaagtt tgttgccctg 
glgaacatca gctgcaagat taagtcaggg tgcgaggggc acctcccgcg gccgaatggc 
atctgtacta agtgccagcc gagcgccatc acgccgaaca gacagaagta caggcatgtg 
gacaatatca tgttcgagaa tcacaccgtc gctgaccgct ttcttgactt ctggagaaag 
Icagggaacc agcattttgg gtacttatac ggacggcaca cggagcacaa agacattccc 
ctcggcacca gggctgaagt ggetgcgatt catgagccac ctcagattgg tacacagaac 
Igcttggagc ttctcgagga tccaaaagct gaagtggtcg atgaaattgc tgccaaactt 
ggcctgcgga aggttggctg gatatttaca gacctcgtct cagaagatac ccgaaagggt 
Iccgcccgct acagccgaaa taaggacacc tatttcctaa gtteagaaga gcgcatcact 
gcaggagact tccagaacaa gcaccccaac atgcgccggc tctctccaga cggacatctc 
ggacccaagt tcgccactgc agcggotaca ggcggtcctg acaaceaagt ccacctcgaa 
gggtaccagg cgtccaatca gtgcatggca ctggtccgtg atgagrgtct gctgccatgc 

1140 
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aaggacgccc cggtatgctg acgccaagga gtctagcagt gagcagtacg tgccaaa 
1197 

<210> 3162 
<211> 386 
<212> PRT 

<213> Homo sapiens 
<400> 3162 

Xaa Thr Pro Ala Lys Phe Leu Lys Lys Val Ala Lys Glu Phe Gly Phe 

15 10 15 

Gin Asn Asn Gly Phe Ser Val Asn lie Asn Arg Asn Lys Thr Gly Glu 

20 25 30 

lie Thr Ala Ser Ser Asn Lys Ser Leu Asn Leu Leu Lys lie Lys His 

35 40 4S 

Gly Asp Leu Leu Phe Leu Phe Pro Ser Ser Leu Ala Gly Pro Ser Ser 

SO 55 60 

Glu Met Glu Thr Ser Val Pro Pro Gly Phe Lys Val Phe Gly Ala Pro 
65 70 75 80 

Asn Val Val Glu Asp Glu He Asp Gin Tyr Leu Ser Lys Gin Asp Gly 

85 90 95 

Lys He Tyr Arg Ser Arg Asp Pro Gin Leu Cys Arg His Gly Pro Leu 

100 105 110 

Gly Lys Cys Val His Cys Val Pro Leu Glu Pro Phe Asp Glu Asp Tyr 

115 120 125 

Leu Asn His Leu Glu Pro Pro Val Lys His Met Ser Phe His Ala Tyr 

130 135 140 

He Arg Lys Leu Thr Gly Gly Ala Asp Lys Gly Lys Phe Val Ala Leu 
145 ISO 155 160 

Glu Asn He Ser Cys Lys He Lys Ser Gly Cys Glu Gly His Leu Pro 

165 170 175 

Trp Pro Asn Gly He Cys Thr Lys Cys Gin Pro Ser Ala He Thr Leu 

180 185 190 

Asn Arg Gin Lys Tyr Arg His Val Asp Asn He Met Phe Glu Asn His 

195 200 205 

Thr Val Ala Asp Arg Phe Leu Asp Phe Trp Arg Lys Thr Gly Asn Gin 

210 21S 220 

His Phe Gly Tyr Leu Tyr Gly Arg Tyr Thr Glu His Lys Asp He Pro 
225 230 235 240 

Leu Gly He Arg Ala Glu Val Ala Ala He Tyr Glu Pro Pro Gin He 

245 250 255 

Gly Thr Gin Asn Ser Leu Glu Leu Leu Glu Asp Pro Lys Ala Glu Val 

260 26S 270 

Val Asp Glu He Ala Ala Lys Leu Gly Leu Arg Lys Val Gly Trp He 

275 280 285 

Phe Thr Asp Leu Val Ser Glu Asp Thr Arg Lys Gly Thr Val Arg Tyr 

290 295 300 

Ser Arg Asn Lys Asp Thr Tyr Phe Leu Ser Ser Glu Glu Cys He Thr 
305 310 315 320 

Ala Gly Asp Phe Gin Asn Lys His Pro Asn Met Cys Arg Leu Ser Pro 

325 330 335 

Asp Gly His Phe Gly Ser Lys Phe Val Thr Ala Val Ala Thr Gly Gly 

340 345 350 

Pro Asp Asn Gin Val His Phe Glu Gly Tyr Gin Val Ser Asn Gin Cys 
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355 360 365 

Met Ala Leu Val Arg Asp Glu Cys Leu Leu Pro Cys Lys Asp Ala Pro 

370 375 380 

Val Cys 
385 

<210> 3163 

<211> 1075 

<212> DNA 

<213> Homo sapiens 

<400> 3163 

ngacctctgt aaaagccaca ggtggactgc ttctggggac atcaccttct tcttcggggt 
60 

tgccagtcat cggaacgtca gaaacccgaa gtgtcatctg gggccatgga cggagagggg 
120 

tgggggctac cagtggaccc actgactcct ggacatcagg atgctctgcc atggcaaagg 
180 

tgttatcatc catgttcttc gtcttcagtt cctccccggc aggcctgcgc ctcaccggct 
240 

tcatgcagct cttcagctgc cntggcctca gcctccacgg gaccctggca ctcgggctgt 
300 

ggctccagct gcggcagctg ctgctgctgg ggcagccctt cggcatcagt gggtgtggga 
360 

gcgggtgcga tccggagcag gactgtgtag ttgcggccgt ggttgttggc ccagaaagtg 

420 

ccctcanngg ggtctcatag cgcaccancg aagtcgaggc gcgccccatc gcccgcgccc 
480 

tcagcaaagg gcagctggaa ggcaaagcgg tcggtgcggc cgccgtcgtc gggcgaggag 
540 

gcggacgcct ggccgggacc caggccgagc cccggatcca ggatgggatc tcctgctcct 
600 

gttcctcccg ctcctgccca cggcgggctg cgcgggacgt agcgcgctgg gtggtcgcaa 
660 

aaggaagccc agccgtcgtg tgaggccgca cgtgcaccgc cttctcgaag gagcggttca 
720 

gcacgcgtac caacccgcgc agcaccggcg ggcggccccc aggcacccac accccggcac 
780 

ccccggggac cgctccggga ggcggcagca gcgcctccag ctccaccatg acgcgcccca 
B40 

agcgctccag acggcccggc gcgggcggca gcgaaaatgt ggggaccagg taaaaccncc 
900 

ccgccagcgg ggacggggca cagcggtgag ggctcggggc aagcctcctc ttcctcctcc 
960 

ccttcatccc catcctcgcc atcgtcgtcc tcgtcggccc cgccgccgcc gccaatatgg 
1020 

cgcgtacggc ccctgtggag cccccgctgc ggcattccgc gcccccctcg ccggc 
1075 

<210> 3164 
<211> 94 
<212> PRT 

<213> Homo sapiens 
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<400> 3164 






Met Asp Gly 


Glu 


Gly Trp Gly Leu 


1 




5 


His Gin Asp 


Ala 


Leu Pro Trp Gin 




20 




Ser Ser Val 


Pro 


Pro Arg Gin Ala 


35 




40 


Ser Ser Ala 


Ala 


Xaa Ala Ser Ala 


50 




55 


Cys Gly Ser 


Ser 


Cys Gly Ser Cys 


65 




70 


Ser Val Gly 


Val 


Gly Ala Gly Ala 



85 



Pro val 


Asp 


Pro Leu 


Thr 


Pro Gly 


10 








15 


Arg Cys 


Tyr 


His Pro 


Cys 


Ser Ser 


25 






30 




Cys Ala 


Ser 


Pro Ala 


Ser 


Cys Ser 






45 






Ser Thr 


Gly 


Pro Trp 


His 


Ser Gly 






60 






Cys Cys 


Trp 


Gly Ser 


Pro 


Ser Ala 




75 






60 


lie Arg 


Ser 


Arg Thr Val 





90 



<210> 3165 

<2ll> 2413 

<212> DNA 

<213> Homo sapiens 



<400> 3165 

gaaggctgtg cggagcggcg 
60 

tccggggccg ggccaggtct 
120 

ggaaagtgcg ttaaagggaa 
180 

tggctcagca gggccgagtg 
240 

ttgcagcggt acgcgcttaa 
300 

cctctggcag tggcttctac 
360 

ggcttgggca ctgatgaact 
420 

cttatctcag agaggaagac 
480 

gtaaatattc cggattggat 
540 

catataaatg actgccgcag 
600 

tggtgccgcc aactggagaa 
660 

gggatagagg aagaggatca 
720 

cagaaaccag agcctcagga 
780 

gacagcaaag gcagcgaaga 
640 

ctatatgaaa gagcccgaga 
900 

gagaaattta ggtatttacc 
960 

gaatgtgtcc tggcagagct 
1020 



cggcacagag cctgttgttg 
aggttcccag gggatggatc 
agggtcgttg ccactctcgg 
ggaccaggtg acggtttatc 
ccgcatcacg gtgtggagga 
tgctgacctg atacgctgta 
tagactgctc tatggcatgg 
aaagtttgcc aaggtccccc 
tgttgacctt cgccatgagt 
aggctgctac tttgtcctgg 
cagcctgaga gagacctggg 
agaggaagat aagaacattg 
tgatgggaaa agtacggagt 
ggtggattct cattgcaaaa 
actgctggta tcatacgaag 
taaggccatt aaggcgtgga 
caagggcgtt acatgcgaga 



agctcagtat gtcgtgggaa 
tcgtgtggag tgcgtggtac 
cccacggcat cgtggtcgcc 
tgttctgtga cgaccataag 
gcaggtcagg caacgaactc 
agctcttgga tgtaactggt 
cattggtcag gtttgtgaat 
tcaagtgtct ggctcaagag 
tgacccacaa gaaaatgccc 
actggctcca gaagacctat 
agttggagga gttcagggaa 
ttgttgatga catcacagaa 
cagatgtaaa ggccgatgga 
aggccctgag tcataaagag 
aggagcagtt tacggtgctg 
ataacccgtc cccacgtgta 
acagggaggc tgtgctggat 
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gcttttctgg atgatggctt ccttgtcccc acatttgaac agttggcagc tttgcagata 
1080 

gaatatgaag aaaacgtgga cttgaatgac gtcctggtgc caaagccgtt ctctcagttc 
1140 

tggcagcccc tgctcagggg cctgcactcc cagaacttca cgcaggccct attggagagg 
1200 

atgctctctg aactgccagc cttggggatc agcgggatcc ggcctaccta catcctcaga 
1260 

tggaccgttg aactgatcgt ggccaacacc aagactggac ggaatgctcg ccgattttct 
1320 

gcaggccagt gggaagcaag aaggggctgg aggctgttca actgctccgc ctcccttgac 
13B0 

tggccccgga tggttgagcc ctgcttgggc tcaccttgct gggccagccc ccaactccct 

1440 

cggatcatct tcaaagccat ggggcagggc ctgccagacg aggagcagga gaagctgctg 
ISOO 

cgcatctgtt ccatttatac ccagagtgga gaaaacagcc tggtgcagga gggctctgag 
1560 

gcctccccca ttgggaagtc tccatataca ctagacagcc tgtattggag cgtcaagcca 
1620 

gccagctcca gcttcgggtc tgaagcaaag gcccagcaac aggaggagca gggcagtgtt 
1660 

aatgatgtca aggaagagga gaaggaggag aaagaggtct tgccagacca ggtagaggag 
1740 

gaggaagaaa atgatgacca agaggaggaa gaggaggatg aagatgatga agatgatgaa 
1800 

gaggaagaca gaatggaggt ggggcctttc tctacagggc aagagtcccc cactgccgag 
I860 

aatgctaggc ttctggccca gaaaagagga gctttgcagg gctctgcatg gcaggttagc 
1920 

tcagaagacg tgcgatggga cacatttccc ctaggccgaa tgccaggtca gaccgaggac 
1980 

ccagcagagc tcatgctgga gaattatgac accatgtatc ttttggacca gcctgtgcta 
2040 

gagcagcggc tggaaccctc aacatgcaag actgacacct tgggcctgag ctgtggtgtc 
2100 

ggcagtggca actgcagcaa cagcagcagc agcaacttcg agggccttct ctggagccag 
2160 

gggcagctgc atgggctcaa aactggcctg cagctcttct gatggccatc cctggtgcaa 
2220 

gtgctcatcc agccgtgcca gggcaacagc ccacccccta gtacaactga tgctccctga 
2280 

gacaacctgg gagacagcct ggatcagcca catcaactca gttgtccacc acaggggaat 
2340 

tttgaatgtc ttttgttttt gttttgtttt gaaaaataat aaacaggcaa ctgtaaaaaa 
2400 

aaaaaaaaaa aaa 
2413 

<210> 3166 
<211> 717 
<212> PRT 

<213> Homo sapiens 
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<400> 3166 

Met Ser Trp Glu Ser Gly Ala Gly Pro Gly Leu Gly Ser Gin Gly Met 

15 10 15 

Asp Leu Val Trp Ser Ala Trp Tyr Gly Lys Cys Val Lys Gly Lys Gly 

20 25 30 

Ser Leu Pro Leu Ser Ala His Gly He Val Val Ala Trp Leu Ser Arg 

35 40 45 

Ala Glu Trp Asp Gin Val Thr Val Tyr Leu Phe Cys Asp Asp His Lys 

50 55 60 

Leu Gin Arg Tyr Ala Leu Asn Arg He Thr Val Trp Arg Ser Arg Ser 
65 70 75 80 

Gly Asn Glu Leu Pro Leu Ala Val Ala Ser Thr Ala Asp Leu He Arg 

85 90 95 

Cys Lys Leu Leu Asp Val Thr Gly Gly Leu Gly Thr Asp Glu Leu Arg 

100 105 110 

Leu Leu Tyr Gly Met Ala Leu Val Arg Phe Val Asn Leu He Ser Glu 

115 120 125 

Arg Lys Thr Lys Phe Ala Lys Val Pro Leu Lys Cys Leu Ala Gin Glu 

130 13S 140 

Val Asn He Pro Asp Trp He Val Asp Leu Arg His Glu Leu Thr His 
145 150 155 160 

Lys Lys Met Pro His He Asn Asp Cys Arg Arg Gly Cys Tyr Phe Val 

165 170 175 

Leu Asp Trp Leu Gin Lys Thr Tyr Trp Cys Arg Gin Leu Glu Asn Ser 

180 165 190 

Leu Arg Glu Thr Trp Glu Leu Glu Glu Phe Arg Glu Gly He Glu Glu 

195 200 205 

Glu Asp Gin Glu Glu Asp Lys Asn He Val Val Asp Asp He Thr Glu 

210 215 220 

Gin Lys Pro Glu Pro Gin Asp Asp Gly Lys Ser Thr Glu Ser Asp Val 
225 230 235 240 

Lys Ala Asp Gly Asp Ser Lys Gly Ser Glu Glu Val Asp Ser His Cys 

245 250 255 

Lys Lys Ala Leu Ser His Lys Glu Leu Tyr Glu Arg Ala Arg Glu Leu 

260 265 270 

Leu Val Ser Tyr Glu Glu Glu Gin Phe Thr Val Leu Glu Lys Phe Arg 

275 260 285 

Tyr Leu Pro Lys Ala He Lys Ala Trp Asn Asn Pro Ser Pro Arg Val 

290 295 300 

Glu Cys Val Leu Ala Glu Leu Lys Gly Val Thr Cys Glu Asn Arg Glu 
305 310 315 320 

Ala Val Leu Asp Ala Phe Leu Asp Asp Gly Phe Leu Val Pro Thr Phe 

325 330 335 

Glu Gin Leu Ala Ala Leu Gin He Glu Tyr Glu Glu Asn Val Asp Leu 

340 345 350 

Asn Asp Val Leu Val Pro Lys Pro Phe Ser Gin Phe Trp Gin Pro Leu 

355 360 365 

Leu Arg Gly Leu His Ser Gin Asn Phe Thr Gin Ala Leu Leu Glu Arg 

370 375 380 

Met Leu ser Glu Leu Pro Ala Leu Gly lie Ser Gly He Arg Pro Thr 
38S 390 395 400 

Tyr He Leu Arg Trp Thr Val Glu Leu He Val Ala Asn Thr Lys Thr 

405 410 415 

Gly Arg Asn Ala Arg Arg Phe Ser Ala Gly Gin Trp Glu Ala Arg Arg 
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420 425 430 

Gly Trp Arg Leu Phe Asn Cys Ser Ala Ser Leu Asp Trp Pro Arg Met 

435 440 445 

Val Glu Ser Cys Leu Gly Ser Pro Cys Trp Ala Ser Pro Gin Leu Leu 

450 455 460 

Arg He He Phe Lys Ala Met Gly Gin Gly Leu Pro Asp Glu Glu Gin 

465 470 475 480 

Glu Lys Leu Leu Arg lie Cys Ser lie Tyr Thr Gin Ser Gly Glu Asn 

485 490 495 

Ser Leu Val Gin Glu Gly Ser Glu Ala Ser Pro He Gly Lys Ser Pro 

500 505 S10 

Tyr Thr Leu Asp Ser Leu Tyr Trp Ser Val Lys Pro Ala Ser Ser Ser 

515 520 525 

Phe Gly Ser Glu Ala Lys Ala Gin Gin Gin Glu Glu Gin Gly Ser Val 

530 535 540 

Asn Asp Val Lys Glu Glu Glu Lys Glu Glu Lys Glu Val Leu Pro Asp 
54S 550 555 560 

Gin Val Glu Glu Glu Glu Glu Asn Asp Asp Gin Glu Glu Glu Glu Glu 

565 570 575 

Asp Glu Asp Asp Glu Asp Asp Glu Glu Glu Asp Arg Met Glu Val Gly 

580 585 590 

Pro Phe Ser Thr Gly Gin Glu Ser Pro Thr Ala Glu Asn Ala Arg Leu 

5g5 600 605 

Leu Ala Gin Lys Arg Gly Ala Leu Gin Gly Ser Ala Trp Gin Val Ser 

610 61S 620 

Ser Glu Asp Val Arg Trp Asp Thr Phe Pro Leu Gly Arg Met Pro Gly 
625 630 635 640 

Gin Thr Glu Asp Pro Ala Glu Leu Met Leu Glu Asn Tyr Asp Thr Met 

645 650 655 

Tyr Leu Leu Asp Gin Pro Val Leu Glu Gin Arg Leu Glu Pro Ser Thr 

660 665 670 

Cys Lys Thr Asp Thr Leu Gly Leu Ser Cys Gly Val Gly Ser Gly Asn 

675 680 685 

Cys Ser Asn Ser Ser Ser Ser Asn Phe Glu Gly Leu Leu Trp Ser Gin 

690 695 700 

Gly Gin Leu His Gly Leu Lys Thr Gly Leu Gin Leu Phe 
705 710 715 

<210> 3167 
<211> 2730 
<212> DNA 

<213> Homo sapiens 
<400> 3167 

nnggccggcg cctcctcctg gattcattca ctcgctcttt tcattcacga aggtagtgag 
60 

gcctagtgga aagccatgga gagcgctctc cccgccgccg gcttcctgta ctgggtcggc 
120 

gcgggcaccg tggcctacct agccctgcgt atttcgtact cgctcttcac ggccctccgg 
180 

gtctggggag tggggaatga ggcgggggtc ggcccggggc tcggagagtg ggcagttgtc 

240 

acaggtagta ctgatggaat tggaaaatca tatgcagaag agttagcaaa gcatggaatg 
300 
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aaggtcgtcc ttatcagcag 
360 

gaaaaattca aagtggagac 
420 

gataaaatta aaacaggctt 
480 

atgtcgtatg agtatcctga 
540 

aaaatgataa atattaatat 
600 

atggtggaaa gatccaaagg 
660 

gtcccactct tgaccatcta 
720 

ctccatgagg agtataggag 
780 

gctacaaaac tggctaaaat 
840 

gtgaagtctg caattaaaac 
900 

gctcttatgg gctcgataat 
960 

aatatgaaca agtctacacg 
1020 

ataaccgcat tgtaacttgg 

1080 

tactggtttt gaaaatctga 
1140 

cttaattaag aggaaaacag 
1200 

atccgaggta attttgaagt 
1260 

ttgtcgggaa cacctaatag 
1320 

aagcataaaa cttggcagtt 
1380 

ttctctgaaa ctgattataa 
1440 

gaaatggaga tcgatttgat 
1500 

ttacggtttt ataaaattat 
1560 

gggcagctaa tgacatgaaa 
1620 

cactaaacta tgctttctta 
1680 

gaagctatat ggtatgattt 
1740 

ccatctatgg taccactgaa 
1800 

ccctcgttcc cgcattaaac 
1860 

agtaatgacc tcatagaaat 
1920 



atcaaaggat aaacttgacc 
aagaaccatt gctgttgact 
ggctggtctt gaaatcggca 
atactttttg gatgttcctg 
tctttctgtt tgtaagatga 
ggctattctg aacatttcat 
ttctgcaacc aagacttttg 
caagggcgtc tttgtgcaga 
ccggaagcca actttggata 
agtcggcctg caatcccgaa 
ctcaaacctg ccttcttgga 
ggctcactat ctgaagaaaa 
ccagatgctc cagcatacgc 
ccttgtcatt tcaacagtca 
aagttgcttt taggggtttc 
tcaatataaa tgctcatatc 
aaaggaatac tattatagca 
ttatctgctt caaaatgcca 
aaaccaatgt ccagctactc 
ttgtttataa gcagacacac 
cttccagttt gtacatttat 
ataattgtga aatatggaat 
taatgcatat ttcttctcag 
ataaagataa atgggccaaa 
accctgaccc agaaaagtgg 
caatattgat cacacatatg 
ggcattataa tttttaagtt 



aggtttccag tgaaataaaa 
ttgcatcaga agatatttat 
tcttagtgaa caacgtggga 
acttggacaa tgtgatcaag 
cacaattggt actgcctggc 
ctggcagtgg catgctccct 
tagatttctt ctctcagtgc 
gtgtcctgcc atacttcgta 
agccctctcc ggagacgttt 
ccaatggata cctgatccat 
tttattcgaa aatagtcatg 
ccaagaagaa ctaagcattg 
acgttcactg caaagcaccc 
ttaacatgac taaatattat 
tgacatatat tctggatact 
aaatgaatat agaactaata 
aatcacagaa tgatagactc 
ttgatcatta ttcctgtatt 
ttttgttttt gacacttgaa 
tgcaatttac aaagatctct 
atggaattgt tctttatcaa 
tatttctgac acatgaagcc 
tttaaatgta tgtaaatatc 
gtgtacattg agactggcag 
cttgcttgga cacccagctg 
acacaggcca gtcctataaa 
gatactctac aggtagctat 
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tgatataatt agttttaata aaacatgctg caaccatggt atacaacaaa aatacatttc 
1980 

tttggtgatt gaaattaagg ccgtatttac aatgacttaa tataagactg acttttatcc 

2040 

tgcttcataa cttgtatgga gaactcacca agaaagaatt caatactgcg aaatatgcag 
2100 

caagaagatt ggtctttacc taggctgtgt ttcctaagct ctgagttttc agcaccagta 
2160 

gatttgtatt aaaagaaaaa aaaatggggc cttagcttct ggcttttaat tttgccagct 
2220 

aaggacataa aacaaaaata aacaaacaaa aacaaatagc catctgctat cagcatcatt 
2280 

atgtaaaaga aaatatattt tagcccctaa aattaggaag aacgtaatct cagaataaag 
2340 

gttgccattt aagttgaata aatatatagc tttatgaaaa acacattgtt tgcccttttt 
2400 

tcctctcatt tcattgtaga aatggtgaca ccacaatgac ctggacagta ttttatctgc 
2460 

tttcacacat tggttggtta gttggttggt tggttggttg gtgagttggt tttagtgtag 
2520 

tggtggtaga tagaggaggg attctcttgc aagtatacaa aatactctct ttttctttta 
2580 

tcccagttag aaaatagttg taggctaagc acagtggctt acacctgtaa actcaatgct 
2640 

ttgggaggct gagacaggag gattgcttga gcccgggagt tcaacgccag cccgggcaac 
2700 

gtagcaagct cttgtctcta caaaaaaatt 
2730 

<210> 3168 

<211> 312 

<212> PRT 

<213> Homo sapiens 

<400> 3168 

Met Glu Ser Ala Leu Pro Ala Ala Gly Phe Leu Tyr Trp Val Gly Ala 

15 10 15 

Gly Thr Val Ala Tyr Leu Ala Leu Arg He Ser Tyr Ser Leu Phe Thr 

20 25 30 

Ala Leu Arg Val Trp Gly Val Gly Asn Glu Ala Gly Val Gly Pro Gly 

35 40 45 

Leu Gly Glu Trp Ala Val Val Thr Gly Ser Thr Asp Gly He Gly Lys 

SO 55 60 

Ser Tyr Ala Glu Glu Leu Ala Lys His Gly Met Lys Val Val Leu He 
65 70 « 80 

Ser Arg Ser Lys Asp Lys Leu Asp Gin Val Ser Ser Glu He Lys Glu 

85 90 95 

Lys Phe Lys Val Glu Thr Arg Thr He Ala Val Asp Phe Ala Ser Glu 

100 105 11° 

Asp He Tyr Asp Lys He Lys Thr Gly Leu Ala Gly Leu Glu lie Gly 

US 120 125 

He Leu Val Asn Asn Val Gly Met Ser Tyr Glu Tyr Pro Glu Tyr Phe 

130 135 140 

Leu Asp Val Pro Asp Leu Asp Asn Val He Lys Lys Met He Asn He 
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145 








150 










15S 










160 


Asn lie 


Leu 


Ser 


Val 


Cys 


Lys 


Met 


Thr 


Gin 


Leu 


Val 


Leu 


Pro 


Gly 


Met 








165 










170 










175 




Val Glu Arg Ser 


Lys Gly 


Ala 


He 


Leu 


Asn 


He 


Ser 


Ser 


Gly 


Ser 


Gly 






180 










185 










190 






Met Leu 


Pro 


val 


Pro 


Leu 


Leu 


Thr 


He 


Tyr 


Ser 


Ala 


Th 

r 


Lys 


Thr 


Phe 




195 










200 










205 








Val Asp 


Phe 


Phe 


Ser 


Gin 


Cys 


Leu 


His 


Glu 


Glu 


Tyr 


Arg 


Ser 


Lys 


Gly 


210 










215 










220 










val Phe 


Val 


Gin 


Ser 


Val 


Leu 


Pro 


Tyr 


Phe 


val 


Ala 


Thr 


Lys 


Leu 


Ala 


225 








230 










235 










240 


Lys He 


Arg 


Lys 


Pro 


Thr 


Leu 


Asp 


Lys 


Pro 


Ser 


Pro 


Glu 


Thr 


Phe 


Val 








245 










250 










255 




Lys Ser 


Ala 


He 


Lys 


Thr 


Val 


Gly 


Leu 


Gin 


Ser Arg 


Thr 


Asn 


Gly 


Tyr 






260 










265 










270 






Leu He 


His 


Ala 


Leu 


Met 


Gly 


Ser 


He 


He 


Ser 


Asn 


Leu 


Pro 


Ser 


Trp 




275 










280 










285 








He Tyr Leu Lys 


He 


Val 


Met 


Asn 


Met 


Asn 


Lys 


Ser 


Thr 


Arg 


Ala 


His 


290 










295 










300 










Tyr Leu 


Lys 


Lys 


Thr Lys 


Lys 


Asn 


















305 








310 























<210> 3169 

<211> 5945 

<212> DNA 

<213> Homo sapiens 

<400> 3169 

nncggccgcc gcaagaaagt gtccttcgag gccagcgtgg ccctgctgga ggcctcgctg 
60 

aggaacgacg ccgaggaagt acgctacttc ctgaagaata aggtcagccc tgatttgtgc 
120 

aatgaggacg gactcacagc cccacaccag tgctgcatcg acaactttga ggaaattgtg 
180 

aagctgctcc tctcccatgg tgccaatgtg aacgccaagg acaacgagct gtggacacct 
240 

ctccatgctg cagccacctg cggccacatc aacctggtga agatcctcgt tcagtatggg 
300 

gccgacttgc ttgctgtcaa ctcggatggg aacatgccat acgacctctg cgaggatgaa 
360 

cccaccctgg atgtcatcga gacctgcatg gcataccagg gcatcaccca agagaaaatc 
420 

aacgagacgc gggtggctcc cgagcagcag atgattgcgg acatccactg catgatcgca 

480 

gcgggccagg acctggactg gatagatgcc cagggtgcca cactgctgca catagctgga 
540 

gccaatggat acctgcgggc agctgagctc ctcctggatc atggagtgcg tgtggatgtg 
600 

aaggactggg atggctggga gcccctgcat gcagctgcct tctggggaca gatgcagacg 
660 

gcagagctat tggtgtccca tggagctagt ctcagtgcaa ggacatccat ggatgagatg 
720 f 
ccaatagacc tgtgcgagga ggaagagttc aaggtcctgc tgctggagct aaaacacaag 
780 
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catgatgtga tcatgaagtc acagctgagg cacaagtcat ccttgagccg gaggacctcc 
840 

agcgcaggca gccgtgggaa ggtggtgcgg cgagccagcc tgtcggacag gaccaacctg 
900 

tataggaagg agtatgaggg agaggccatc ctgtggcagc ggagtgcagc tgaggatcag 
960 

cggacctcca cctacaacgg ggacatcagg gagaccagga cagaccaaga gaataaggac 
1020 

cctaacccca ggctggagaa gcccgtgcta ctctccgaat ttcctaccaa gaccccacga 
1080 

ggtgaaccgg acatgcctgt tgagaatggc ctccgggctc cggtcagtgc ctaccagtat 

1140 

gcgctggcca acggggatgt ctggaaggtg catgaggtgc ctgactacag catggcctat 
1200 

ggcaaccctg gcgtggccga cgccaccccg ccctggagca gctacaagga acagagccct 
1260 

cagacgcttc tggagccgaa gcggcagcgg gctgcagcca agctgctcag ccaccccttc 
1320 

cttagcacac acctgggcag cagcatggcc aggacgggcg agagtagcag tgaaggcaag 
1380 

gccnccttga ccggaggcag aacttcaccg tacagcagca atgggacctc ggtatattac 

1440 

acggccacca gcggagatcc cccactctca aagttcaagg cccccataga ggagatggag 
1500 

gagaaggtgc atggctgttg ccgtatctcc tagtctccgt gtgatggagg agggagatgc 
1560 

ctggggaggg gctcctggaa tccaggccag cccaacaacc ctggctgggg aggtgtcagg 
1620 

gcagctgggg agaggtgggc tctgcttttc agaggaactc agaccccagc cctcagctgg 
1680 

ctgcccatag catcccatgt cccacgtccc gtggttctgc ttcctgctgc atcgtctgcc 

1740 

atctgacaca aggcctgtcg tggcctcctg gttcactctg ctgtctgatc ttgggagggt 
1800 

gggcttgaga tcccagctct attcttggta taaaggcttc tccggatcag tacatgcatg 
1860 

tcacattaac acacacacac acacacatat acacacacac acaagctcga tcagtgtgtg 
1920 

taggaatgac atacctgggc tcaggggaag caagggggct tagaatttgt ggggtattcc 
1980 

caaaaggatg gaagctaaga ctcagagtct cattaccact gccaatgtgg ttttagcagg 
2040 

ggaggggacc tgctaagctg agacccatag tcctgctcag agttatccca aagtctgagc 
2100 

caccagccac acctgacagg ggtgagaagt cctcgctgtg ttcagaggga gccaggaatc 
2160 

tacatgggca gatgagatag acacagacct gctccccgca gccttgttga gagccacact 
2220 

tctgcccatg ccaggagcca gctgtgtgac catccagggg tggaggggga aaaccaggca 
2280 

atttcgctcc tggaatcaac caaatcatgt tctcctcttg gatggaagtg tcaaaggcag 



2340 

aagggtgtgg gagggggaca aggtcagtat ttaccaaagt gtatccgatt ttaaaaattc 
2400 
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ctttagtctg taaaactcct agagggaggg 
2460 

cgtaccaagg tcactgggtt ttactggctg 
2520 

ttccattgga atgcttttcc agggagagag 
2580 

ttaacagcga cagagcccag caccctgggg 
2640 

agcccatctc agccaaccct ccttagactg 
2700 

ctgcctccac ctcccacccc cttccacctc 
2760 

ggatcccggg cccagctttt gcctttttgg 
2820 

gcccttttga gttcccgcct cacccagggg 
2880 

gccccaagtc tgcgaatcca gggtgcacgt 
2940 

ccatggtagg gctggagttg ggtcttgccc 
3000 

tggtgctggg gagggaggac tgtgaatggc 
3060 

accccctttg gagatgccca tggcatgggc 
3120 

gtgtacccga taagctgcag gttatccctt 
3180 

tacctcctta gagctctgaa ggggtctcct 
3240 

tgggttcttt ttaaccctct tcttcctcag 
3300 

gggctagggg cttgggactg gaagaccatc 
3360 

atctgctctt tgtcattctt agccccctac 
3420 

gggagctgga cttcagggag cctgagtgat 
3480 

ccagaaagta gagggcccat gggagtgact 
3540 

gttctcagca tcaggccacc tccaccccaa 
3600 

tggaggcggc ccaggaggct gaagacaggt 
3660 

ggggtgggct cttcaacatc tcaggctgtg 
3720 

acgtaccatt ggctgtaaaa cagtatgagc 
3780 

aaccttagct acaaggtagg gagttctgag 
3840 

tttaggtttt ccgatctttt tgctcagggg 
3900 

cactgagcgc ctgaggccat tccctccttt 
3960 

ctctccaccc agaaggctgg gaatcccagc 
4020 



aggtaactga 


attcacttct 


tcttgtggat 


gtgctgggaa 


aatgaagcta 


agtgaggagc 


gccagttaat 


ttaaaaaaaa 


cagtcgctag 


tccttgtgaa 


tatccagact 


gtttcagccc 


agctgccaga 


gcaagcaatt 


aggggccagc 


catcagtcat 


gtgtgcagag 


tcagtgctcg 


ggatgcttgg 


tgagacagat 


ttgccagtca 


ctcccagcct 


gcacttgcag 


gagtggtgat 


ggtcaatatc 


ccctcctgca 


ttcaggagag 


agccctgcag 


tttcatagtc 


ccagccttcc 


tgttctcccc 


tcactgctga 


gtctcccagg 


actgcccaca 


ggctcagcca 


gaacctcttg 


gctctgtgcg 


ccttttactc 


gtccttaaac 


agttccagat 


tttaatttgg 


ggaacagatc 


tctatgagaa 


acttgccctg 


aggggcacct 


cccgcctcgt 


gccacaactt 


Cggtcatggg 


cgtggccccc 


atagccccat 


aacccagaga 


gctttcccag 


gagcagggca 


gctggctgga 


gcacccttgg 


tggctgctgg 


aaagggagag 


tgccaggata 


gatgtatLtzc t 


agagtagggg 


gcacagacgc 


ttcccacgac 


cttgccattt 


gctggaacag 


gacaggatga 


tctaaaacac 


ccagactgac 


gctgaaatcc 


ctcatgagcc 


ggaagccgcg 


tgctcctcag 


gagagagctg 


ccaaacactg 


aaggcacgta 


ctgcccaacc 


tccgcatgcc 


tcctgcctcc 


tgggctattc 


tgattccctg 


acaggagccg 


acttcacaca 
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caggtgactc tcaggcattg gctcatgttt tcagccaggg ataaaccatc ccttcttggg 
4080 

gctttaagtc cctggggagc tttccctgta ggtctcctgg gtgttgagag acaagttgga 
4140 

gaccaacctc caatgaatga gccgcggtca ttcatcaatt cactcacgta atttactgag 
4200 

tagctgcaac atgccagcct ctacgttagg ttctgcggat aaaggaggaa taagacagag 
4260 

tcaggagaac tgttccttgt ggtttccgtc ccttggggac cacaggcatc agcagtccca 
4320 

tccaagtcac ctgaggcaaa gtgtctgcat cttcgtccag cgaccctttg cttttcggct 
4380 

cctagaatcc ttagagtctg aattccttta gctgggaaca gctgtcatgg tcacccctgg 

4440 

ataacatttg ccaccaagta tagatgctgg atcttgggtt ccaggcagac atcatccagg 
4500 

tccatctgga actttcagtg atagctgcct tcagccagca tctttggggg actctataat 
4560 

agcagcttga gatcagtgtc tagaagactg ttctgcaatt tgctgccaaa tgcatctcag 
4620 

gtttttaaag tcattgtttc ttgctcatgg tggctcattt attacatagt cccctcaccc 
4680 

cactaatgga taatgggagg aaaagttgct gcttccttca gcatcaaagc ctttccttgg 
4740 

gaatctgcct ccctccatgg caggggtgga ttcgggagct gggagtaacc aggcaaagtc 
4800 

aaccagatgc ctagctcctg ctgagaccca ggtcctatgg cagctcctca ttagatcaaa 
4860 

ggagaccact tccaaagcag gtgctgcatg gctcaccatc atatgcccca aacaactgaa 
4920 

agttggcggt tatcaccaga ctgtgagttt ctggcaagta gcttggggaa gctgaataaa 
4980 

ctctaggccc agggctacta aagacttcag gatagaattc tccatcaaat acacagcata 
5040 

agtaaaactg ctctgcactg tttaatccat ttccaagggg cttagaaaag ctaacaaggg 
5100 

tgtgtcccct gtcctgcccc accggtttgc tggctttgta ataacataag accattgtgg 
5160 

ttgttggtgt cagatacctt cccatcctga gctctctcac ctacctgctc tctctcctag 
5220 

agcaggatac tggggtactt ttaagaaggg tgctcctttt aagatgccca gaaaagctgt 
5280 

atttaactct tgctatttgt aacttgggga tggtctcccc tgccccaggg cacataagag 
5340 

caaaggctcc aatggtcagt ggatgactct gcaaaagtga ccccctgtgc cagaagctat 
5400 

agccctctcc ccaacaggtc tctcttgttg gccagagggc ctgcttccca tgggcattgc 
5460 

aagtgccacc gtgcggggcc tggctctgca cacccaggaa aagtctgcag acccccagcc 
5520 

ctccgcaata attcaccaga ccagaagcca ctggtgtaca gagaacactt aaaaaaatgt 
5580 

atcctatgtg aaaaaaaatt aaaactctgt atactgtacc agcagcttcg tgtaaaaatg 
5640 
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gcaatcaaga gagtctaata catttaaaac ttttttaaaa aaaatcttcg cggatctttg 
5700 

atatcgtact gaggtaactt ccacgtagcc ccttgccacg cggcaccggt gggccttggg 
5760 

tccaaaactg tggctcagcc acatcccaaa gggggcacat gtccctggag ttgcttccag 
5820 

ctgccaaggc ctgtgacaga attcgctgtt aagagttttt aattaaaatt attaaattcc 
5880 

ttttaataac aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

5940 

aaaaa 

5945 

<210> 3170 
<211> 412 
<212> PRT 

<213> Homo sapiens 



<400> 3170 



Tyr Gly Ala 


Asp 


Leu 


Leu 


Ala 


Val 


Asn 


Ser 


Asp 


Gly Asn 


Met 


Pro Tyr 


1 




5 










10 








15 


Asp Leu Cys 


Glu Asp 


Glu 


Pro 


Thr 


Leu 


Asp 


Val 


He Glu 


Thr Cys Met 




20 










25 








30 




Ala Tyr Gin 


Gly 


lie 


Thr 


Gin 


Glu 


Lys 


He 


Asn 


Glu Met 


Arg Val Ala 


35 










40 








45 






Pro Glu Gin 


Gin 


Met 


He 


Ala 


Asp 


He 


His 


Cys 


Met He 


Ala Ala Gly 


50 








55 










60 






Gin Asp Leu 


Asp Trp 


He 


Asp 


Ala 


Gin 


Gly 


Ala 


Thr Leu 


Leu 


His He 


65 






70 










75 






60 


Ala Gly Ala 


Asn Gly 


Tyr 


Leu 


Arg 


Ala 


Ala 


Glu 


Leu Leu 


Leu 


Asp His 






85 










90 








95 


Gly Val Arg 


Val 
100 


Asp 


Val 


Lys 


Asp 


Trp 
105 


Asp 


Gly 


Trp Glu 


Pro 

110 


Leu His 


Ala Ala Ala 


Phe 


Trp 


Gly 


Gin 


Met 


Gin 


Met 


Ala 


Glu Leu 


Leu 


Val Ser 


115 










120 








125 






His Gly Ala 


Ser 


Leu 


Ser 


Ala 


Arg 


Thr 


Ser 


Met 


Asp Glu 


Met 


Pro lie 


130 








135 










140 






Asp Leu Cys 


Giu 


Glu 


Glu 


Glu 


Phe 


Lys 


val 


Leu 


Leu Leu 


Glu 


Leu Lys 


145 






150 










155 






160 


His Lys His 


Asp 


val 
165 


He 


Met 


Lys 


Ser 


Gin 
170 


Leu 


Arg His 


Lys 


Ser Ser 
175 


Leu Ser Arg 


Arg 
180 


Thr 


Ser 


Ser 


Ala 


Gly 
185 


Ser 


Arg 


Gly Lys 


Val 
190 


Val Arg 


Arg Ala Ser 


Leu 


Ser 


Asp 


Arg 


Thr 


Asn 


Leu 


Tyr 


Arg Lys 


Glu Tyr Glu 


195 










200 








205 






Gly Glu Ala 


He 


Leu 


Trp 


Gin 


Arg 


Ser 


Ala 


Ala 


Glu Asp 


Gin Arg Thr 


210 








215 










220 






Ser Thr Tyr 


Asn Gly 


Asp 


He 


Arg 


Glu 


Thr 


Arg 


Thr Asp 


Gin 


Glu Asn 


225 






230 










235 






240 


Lys Asp Pro 


Asn 


Pro 
245 


Arg 


Leu 


Glu 


Lys 


Pro 
250 


Val 


Leu Leu 


Ser 


Glu Phe 
255 


Pro Thr Lys 


He 
260 


Pro 


Arg 


Gly 


Glu 


Leu 
265 


Asp 


Met 


Pro Val 


Glu 
270 


Asn Gly 


Leu Arg Ala 


Pro 


Val 


Ser 


Ala 


Tyr 


Gin 


Tyr 


Ala 


Leu Ala 


Asn Gly Asp 
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27S 280 285 

Val Trp Lys Val His Glu Val Pro Asp Tyr Ser Met Ala Tyr Gly Asn 

Pro Gly val Ala Asp Ala Thr Pro Pro Trp Ser Ser Tyr Lys Glu Gin 
305 310 315 

Ser Pro Gin Thr Leu Leu Glu Leu Lys Arg Gin Arg Ala Ala Ala Lys 

325 330 335 

Leu Leu Ser His Pro Phe Leu Ser Thr His Leu Gly Ser Ser Met Ala 

340 345 3 *0 

Arg Thr Gly Glu Ser Ser Ser Glu Gly Lys Ala Xaa Leu lie Gly Gly 

355 360 365 

Arg Thr Ser Pro Tyr Ser Ser Asn Gly Thr Ser Val Tyr Tyr Thr Val 

370 375 380 

Thr Ser Gly Asp Pro Pro Leu Leu Lys Phe Lys Ala Pro lie Glu Glu 

385 3 90 395 

Met Glu Glu Lys Val His Gly Cys Cys Arg He Ser 
405 410 

<210> 3171 
<211> 753 
<212> DNA 

<213> Homo sapiens 

gaattctatt tattccttag tgttgactct agggccatgg aaggaaagga atgaggtacc 

Ictcactgaa ttgggaggcg attacaattc tgttattctg atgctatttg ggaccttctt 

tttcccctta cagggtcaac ggactgcgtg tgttactcca ccgtgggcac cagcgacgca 

gaaacctcgg cgctgcatat cgttgttggg gactcgctgg ccatggatgt gtcctcagtc 
240 

caccacaaca gcacactcct tcgctactcc gtgtccctgc tgggctacgg cttctacggg 

gacatcatca aggacagtga gaagaaacgg tggttgggtc ttgccagata cgacttttca 

ggtttaaaga ccttcctctc ccaccactgc tatgaaggga cagtgtcctt cctccctgca 
420 

caacacacgg tgggatctcc aagggatagg aagccctgcc gggcaggatg ctttgtttgc 

aggcaaagca agcagcagct ggaggaggag cagaagaaag cactgtatgg tttggaagct 

gcggaggatg tggaggagtg gcaagtcgtc tgtgggaagt ttctggccat caatgccaca 
600 

aacatgtcct gtgcttgtcg ccggagcccc aggggcctct ccccggctgc ccacttggga 

gacgggtctt ctgacctcat cctcatccgg aaatgctcca ggttcaattt tctgagattt 
720 

ctcatctggc acgaagtctg caagaagcca ctt 
753 

<210> 3172 
c2H> 228 
<212> PRT 
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<213> Homo sapiens 
<400> 3172 

lie Gly Arg Arg Leu Gin Phe Cys Tyr Ser Asp Ala lie Trp Asp Leu 

15 10 15 

Leu Phe Pro Phe Thr Gly Ser Thr Asp Cys Val Cys Tyr Ser Thr Val 

20 25 30 

Gly Thr Ser Asp Ala Glu Thr Ser Ala Leu His He Val Val Gly Asp 

35 40 45 

Ser Leu Ala Met Asp Val Ser Ser Val His His Asn Ser Thr Leu Leu 

50 55 60 

Arg Tyr Ser Val Ser Leu Leu Gly Tyr Gly Phe Tyr Gly Asp He He 
65 70 75 80 

Lys Asp Ser Glu Lys Lys Arg Trp Leu Gly Leu Ala Arg Tyr Asp Phe 

85 90 9S 

Ser Gly Leu Lys Thr Phe Leu Ser His His Cys Tyr Glu Gly Thr Val 

100 105 110 

Ser Phe Leu Pro Ala Gin His Thr Val Gly Ser Pro Arg Asp Arg Lys 

115 120 125 

Pro Cys Arg Ala Gly Cys Phe Val Cys Arg Gin Ser Lys Gin Gin Leu 

130 13S 140 

Glu Glu Glu Gin Lys Lys Ala Leu Tyr Gly Leu Glu Ala Ala Glu Asp 
145 150 155 160 

Val Glu Glu Trp Gin Val Val Cys Gly Lys Phe Leu Ala He Asn Ala 

165 170 175 

Thr Asn Met Ser Cys Ala Cys Arg Arg Ser Pro Arg Gly Leu Ser Pro 

180 185 190 

Ala Ala His Leu Gly Asp Gly Ser Ser Asp Leu He Leu He Arg Lys 

195 200 205 

Cys Ser Arg Phe Asn Phe Leu Arg Phe Leu He Trp His Glu Val Cys 

210 215 220 

Lys Lys Pro Leu 
225 

<210> 3173 

<211> 573 

<212> DNA 

<213> Homo sapiens 



<400> 3173 

nntgtacaga acaaggattc aactgctgcc 
60 

ctgctcaggg gccccaaaaa atgactgaaa 
120 

tatagtgaag gtttgaaggt tgaagtgact 
180 

gtttgtaatg taacaaggag gcctgccagt 
240 

ggccaaactg tggagagaac agtagcgcag 
300 

aagtacccgc accttccctg tctgcaagtc 
360 

ctagaagtct gtaacattgt ggcagggcaa 
420 



cgaagagcat ggactcgatc ttaacttcaa 
aatgactaaa aagcataata aagttgatgt 
cattgtggaa caatgagacg gaaataccgt 
catcaaacct ttcctttaca gttagaaaac 
tatttcagag aaaagtatac tcttcagctg 
gggcaggaac agaaacacac ctacctgcca 
cgatgtatca agaagctaac agacaatcag 
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acttccacta tgatcaaggc aacagcaaga tctgcaccag acagacaaga ggaaattagc 
Igattggcaa gaagcgcaaa tcacgaaaca gatccatctg ttcaggagtt ccaatctaaa 



540 

gttcgggatg aaatggctca tgtaactgga cgc 
S73 

<210> 3174 

<211> 152 

<212> PRT 

<213> Homo sapiens 



CysV/Ier Glu Gly Leu Lys Val Glu Val Thr His Cys Gly Thr Met 

Arg Arg Lys Tyr Arg Val Cys Asn Val Thr Arg Arg Pro Ala Ser His 

20 25 
Gin Thr Phe Pro Leu Gin Leu Glu Asn Gly Gin Thr Val Glu Arg Thr 

Val Ala Gin Tyr Phe Arg Glu Lys Tyr Thr Leu Gin Leu Lys Tyr Pro 

50 55 60 

His Leu Pro Cys Leu Gin Val Gly Gin Glu Gin Lys His Thr Tyr Leu 

65 70 75 80 

Pro Leu Glu val Cys Asn lie Val Ala Gly Gin Arg Cys lie Lys Lys 

8S 90 
Leu Thr Asp Asn Gin Thr Ser Thr Met lie Lys Ala Thr Ala Arg Ser 

ioo i° s 110 

Ala Pro Asp Arg Gin Glu Glu lie Ser Arg Leu Val Arg Ser Ala Asn 

115 120 125 

Tyr Glu Thr Asp Pro Phe Val Gin Glu Phe Gin Phe Lys Val Arg Asp 

130 135 "0 

Glu Met Ala His val Thr Gly Arg 
145 ISO 

<210> 3175 

<211> 948 

<212> DNA 

<213> Homo sapiens 

nncccccc" tccccctcac gcgoagaact acaacttcag ggttttccca acggcctctt 
"tgcacgct aggagaaact acatttccca taatcctttg ttccagggct ggagcggcto 
cgggccccgg aatcgcccgc agccggtact gcgggaccca ctgcggacat ggctgtcttg 

180 

gctggatccc tgttgggccc cacgagtagg tcggcagcgt tgctgggtgg caggcggctc 
clgccccggg cctggctggg gtccccagac gcctggggcc tccccacccc gcagcaggcc 

300 

cggggcaagg ctcgcgggaa tgagtatcag ccgagcaaca tcaaacgcaa gaacaagcac 
ggctgggtcc ggcgoccgag cacgccggcc ggogtgcagg ccatccttcg ccgaatgctc 
420 
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aagggccgca agtcgctgag ccattgagga tcgcgacgca gtcggcggga cccccatgga 
480 

agcatcgccc tcgcctcgga ccttgcctgg cgctattttt gcagggagct ggggagcagg 
S40 

aacgccccgg acctgagtgc tctccatatC gtggggttga agtctggatg ggagcttgcc 
600 

aagtcccttt ttaggctttt taattaggaa gcatttcgaa cctgcgcaac agaccaaaga 
660 

acagtacaaa gaacatccgt gtacccagta ccctgactac cgactaccta caacccgtcc 
720 

ctgccccatc ctgagttctt ttgaagctga tctcaggcat cggattattt cttctgtaaa 
780 

tatttcagaa tgtatctctc caagatgaga gctcatcaaa agataattac aaagcttatc 
840 

acatccaaaa gaattatcaa taattttgaa atattattaa acgtgtaata aatgttcaaa 
900 

gttccacttg caaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 
948 

<210> 3176 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 3176 



Met Ala 


Val 


Leu 


Ala Gly Ser Leu Leu Gly 


Pro 


Thr 


Ser Arg 


Ser 


Ala 


l 






5 




10 








15 




Ala Leu 


Leu 


Gly 


Gly Arg Trp Leu 


Gin 


Pro 


Arg 


Ala 


Trp Leu 


Gly 


Phe 






20 




25 








30 






Pro Asp Ala 


Trp 


Gly Leu Pro Thr 


Pro 


Gin 


Gin 


Ala 


Arg Gly 


Lys 


Ala 




35 




40 










45 






Arg Gly 


Asn 


Glu 


Tyr Gin Pro Ser 


Asn 


He 


Lys 


Arg 


Lys Asn 


Lys 


His 


50 






55 








60 








Gly Trp 


val 


Arg 


Arg Leu Ser Thr 


Pro 


Ala 


Gly 


Val 


Gin Val 


He 


Leu 


65 






70 






75 








80 


Arg Arg 


Met 


Leu 


Lys Gly Arg Lys 


Ser 


Leu 


Ser 


His 









85 90 



<210> 3177 
<211> 1857 
<212> DNA 

<213> Homo sapiens 
<400> 3177 

nggatccagg acatcgaggg agccagcgcc aaggaccttt gcagcgcgtc ttcggttgtg 
60 

tccccgtctt ttgtaccaac aggggagaag ccatgtgagc aagtccagtt ccagcccaac 
120 

acagtgaaca ctttggcctg cccgctcctc tccaacctgg cgacccgact ctggctacgc 
180 

aacggggccc ccgtcaatgc ctcggcctcc tgccacgtgc tacccactgg ggacctgctg 
240 

ctggtgggca cccaacagct gggggagttc cagtgctggt cactagagga gggcttccag 
300 
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cagctggtag ccagccactg cccagaggtg gcggaggacg gggtggcaga ccaaacagat 

gagggtggca gcgtacccgc catcatcagc acatcgcgcg tgagtgcacc agctggtggc 

aaggccagct ggggcgeaga caggtcctac tggaaggagt tcctggtgat gtgcacgctc 

"tgtgctgg ccgtgccgct cccagtttta ttcttgctce accggcaccg gaacagcatg 

alagtcttcc tgaagcaggg ggaatgtgcc agcgtgcacc ccaagacctg ccctgcggtg 

ctgccccctg agacccgccc acccaacggc ctagggcccc ctagcacccc gctcgatcac 

cgagggcacc agtccctgtc agacagcccc ccgggggccc gagccttcac tgagtcagag 

lagaggccac tcagcatcca agacagcttc gtggaggtat ccccagtgtg cccccggccc 

cgggtccgcc ttggcccgga gatccgtgac tccgtggtgt gagagctgac ttccagagga 

cgctgccctg gcttcagggg ctgtgaatgo tcggagaggg tcaactggac ctcccctccg 

ctctgctctt cgcggaacac gaccgtggtg cccggcccct gggagccttg gagccagctg 

gcctgctgct ctccagtcaa gtagcgaagc tcctaccacc cagacaccca aacagccgtg 

gccccagagg ccccggccaa atatgggggc ccgcctaggt tggtggaaca gtgctcctta 

tgtaaactga gccctctgtt tagaaaacaa ctccaaatgt gaaactagaa tgagagggaa 

gagatagcat ggcatgcagc acacacggct gctccagttc atggcctccc aggggtgctg 

gggatgcatc caaagtggtc gtctgagaca gagttggaaa ccctcaccaa ctggcctctt 

caccttccac atcatcccgc tgccaccggc tgccctgtct cactgcagat tcaggaccag 

cttgggctgc gtgcgttctg cctcgccagt cagccgagga tgtagttgtt gctgccgtcg 

ccccaccacc tcagggacca gagggctagg ttggcactgc ggecctcacc aggccctggg 

"cggaccca actcccggac ctttccagcc tgtatcaggc tgtggccaca cgagaggaca 

gcgcgagctc aggagagact tcgtgacaat gtacgcctct ccctcagaat tcagggaaga 

gactgtcgcc cgccctcctc cgtcgttgcg tgagaacccg tgtgcccccc cccaccatat 

ccacccccgc tccatccttg aacccaaaca cgaggaacca actgcaccct ggtcccctcc 

ccagtcccca gttcaccctc catccctcac cttcctccac tctaagggat atcaacactg 

««gca=ag gggccctgaa tttatgtggt tcttatacat tttttaat.. gatgcacttt 

atgtcatttt ttaataaagt ctgaagaatt actgtttaaa aaaaaaaaaa aagtttc 
1BS7 



<210> 3178 
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<211> 273 
<212> PRT 

<213> Homo sapiens 
<400> 3178 

Xaa lie Gin Asp He Glu Gly Ala Ser Ala Lys Asp Leu Cys Ser Ala 

IS 10 15 

Ser Ser Val Val Ser Pro Ser Phe Val Pro Thr Gly Glu Lys Pro Cys 

20 25 30 

Glu Gin Val Gin Phe Gin Pro Asn Thr Val Asn Thr Leu Ala Cys Pro 

35 40 45 

Leu Leu Ser Asn Leu Ala Thr Arg Leu Trp Leu Arg Asn Gly Ala Pro 

50 55 60 

Val Asn Ala Ser Ala Ser Cys His Val Leu Pro Thr Gly Asp Leu Leu 
65 70 75 80 

Leu Val Gly Thr Gin Gin Leu Gly Glu Phe Gin Cys Trp Ser Leu Glu 

85 90 95 

Glu Gly Phe Gin Gin Leu Val Ala Ser Tyr Cys Pro Glu Val Val Glu 

100 105 110 

Asp Gly Val Ala Asp Gin Thr Asp Glu Gly Gly Ser Val Pro Val He 

115 120 125 

He Ser Thr Ser Arg Val Ser Ala Pro Ala Gly Gly Lys Ala Ser Trp 

130 135 140 

Gly Ala Asp Arg Ser Tyr Trp Lys Glu Phe Leu Val Met Cys Thr Leu 
145 150 155 160 

Phe Val Leu Ala Val Leu Leu Pro Val Leu Phe Leu Leu Tyr Arg His 

165 170 175 

Arg Asn Ser Met Lys Val Phe Leu Lys Gin Gly Glu Cys Ala Ser Val 

180 185 190 

His Pro Lys Thr Cys Pro Val Val Leu Pro Pro Glu Thr Arg Pro Leu 

195 200 205 

Asn Gly Leu Gly Pro Pro Ser Thr Pro Leu Asp His Arg Gly Tyr Gin 

210 215 220 

Ser Leu Ser Asp Ser Pro Pro Gly Ala Arg Val Phe Thr Glu Ser Glu 
225 230 235 240 

Lys Arg Pro Leu Ser He Gin Asp Ser Phe Val Glu Val Ser Pro Val 

245 250 255 

Cys Pro Arg Pro Arg Val Arg Leu Gly Ser Glu He Arg Asp Ser Val 
260 26S 270 

Val 



<210> 3179 
<211> 3447 
<212> DNA 

<213> Homo sapiens 
<400> 3179 

tttttttttt tttttttttt tttttttttt tttttttctt tttttttttg tctgttaaac 
60 

tgcttaatga atgcataaaa aggcagaaaa atatataaag ccaaaagctc ataataaaat 
120 

taaatcatga tacaaccacc acaggcaatt accatcaaat acattcccat gatttacaaa 
180 
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tgtategctt atacagagga agttgcaaaa ccaccgccag tacagacaca tccagtctaa 
ttaaccaccg tctattcaca caacagcaac aactgcagct cctgagacca cagaaggaca 
cagtgagcag ctggcgactg agccagggta gcctccgatc aataactgat cagagtaatg 
agacttcgag aggaacgcct ataagaaatc tcaaaaggta tttgcttggg cgcagaaaca 
latgcaccct ccacatttgg actttctcta gaagaatctg tggccaaatc tcttatccaa 
tggaggtact gagtggctgg atcagttacc atgcaagctc acga.gaatg agat C gaa« 
tggttccgtg tgcacactgg gctctgggga gggaggacac ccctgtgtgt tgccgctgcc 
ttccgtgctg tctactgtat ccttcatgtg tctccaaatg gtacacgccc catgggatta 
cagaacacag ctacagaact aggatctcat ggtaacaatg aggaattagg ctactgcaga 
IcLaaatat gtttaacgaa attaaaatgc aacggaaaaa aaatcaggca acagaacact 
ctgatgaatt tacaggactg attatatccc acggcactga acgacaaaca gtccccctcc 
atLagtcgo aattagaggc atagaagtca tactgaatgc tgaatagaag aacactgaga 
Igagcaggtc ataaatgaag gttttcacat aaaacagaaa aatagacaaa atcatcggta 
agaagctagc cctcgaaaao ccccctaaaa gtacacggca cggagaagtg gggcactggg 
atgtcctggc tgctttctgc tctgggaacc atccaagtgg cacatcacca tgtccagctt 
aggtgcccrg tgaaacctta cctcctccac ataaaaagga aggaacggtc tccaaagcta 
atgtttccag gctctgcctc gtgacactca agtggcctca gatatgagca ctggcacaga 
gtgatgctgg agaggtcact tagagagaag ctgccgggcc aagcacacga caatcttggc 
cctaagtgct cacccatccc tcatgtgacc ctgacattcc ggggaactgg gaaacctgtt 
ccttaaaggc aacaacagtc etttetttea tctcacaaca aaggagcacg ttctccgtga 
^gcactttt catttacggc tctcaaaaga atacgccttc tcaaggaatt tttaatgcac 
ttttcttgaa cgtcagctcc cagcaacaca agcatgggtg ctgttagggc attcccgggc 
tcgggggcgg ccgctccaac atgtggtacc agcggccatg tgccctcaag gggagggagg 
algagcacag gagggtggga ggaggacaaa cagccccttt tatagggcca tgggggggct 
ccactcagag cctggcagga atctgccagg aaaacctcgc Cctagatagg gagaagcaga 
actgtgtgtg gggcaggccg ccgtggtcct gagagacagg gcccgggcct tccaccgctc 
gctcgcacac ctccccggcc tatcccaagg accttcctag cacataaaaa caggggctct 
1800 
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cccgatttgt aaacagaaca acaaataaaa ataaaaacaa aaccaaaaat tcctccacgg 
1860 

cagcccaccc aatgaatacc ccagattttt agggccattg cgggtctgta gctgggtgta 
1920 

gagagagtta agctttcatc tcccatgttt acaacacttt gtgataaaat agttgagtgg 
1980 

agcaatcaca tccccaccgc gtgcgctccc ccgggatgcc tcacagctgc tctgtgatca 
2040 

cacgtgcaaa tgttattatt attatttttt gcctttggca tcaaagggca agcctgttca 
2100 

ttaaaaaatc ttctatattc aacactccat agtgaaaaga atggatactt caaaattcct 
2160 

aaagcaatca tgtgaaaatt atttttattt ttaaaatttt tgaaagtgtt ttgactttta 
2220 

tgggtccttg ataattggcc agccctgttt tgcaaagaga tggactattt ctgagactag 
2280 

aatgttttct ttgaaaatat tgaagagtat aagagattta agacaataaa ggctgtaatc 
2340 

ttaccataaa ggaagaaaaa catctatgtg tgtcaatatt gttttgagat aaagtcacaa 
2400 

tgattgatat caatgctttc accattttat ttcaacttaa accagtgtca ctcacatgaa 
2460 

gcttatttta taatacatat tatccagtga tttcatctct tctgcacagt ttaagtacat 
2 520 

tttttttttc tgtaccttga agtaagcaga atagttcaag ctttcaaaac tggtgatgct 
2580 

gtatgcgtga gggatgctta cataatagca acgctttatt gggcaacccg aatccataca 
2640 

tgtctggtgc ggtttgatag ctgggcttga aaaagtgctt ccagttgaaa ttagcattag 
2700 

aaatcggtta gaacaccaac acttcagggt gagggaggac cgctacaaag gaaaagaaca 
2760 

cgtctacaaa tgcactgaaa gaactagcca gaacacgaat tccattagta tctaagacac 
2820 

acaaaatgtc atttacaaat aagtcacggc aagtgtcaca acctgaaatc tcaactcaga 
2880 

cagatggtag agatgttaac agttgcctga aacttcgatg tgctttcacg cccacaggaa 
2940 

aggtaaaact gacatttgtg tttctcttca acaatttcat gatcaataaa gaattgcagt 
3000 

tggagaccaa agcaaattct agaaactcct taactccaag ttgccctatg gtttttatga 
3060 

ttgcatgtta tcagaatgag gcgctctgtt ccacacttta ctcaaaagcc ttttacgctc 
3120 

ccacaaggcc ttctggaatt ccagaatcag ccctgcacac aggcagaaaa acagcttcat 
3180 

cttacaggcc gtgtgagaac acccaataaa ctagggactt ctttgggaaa aacttctttc 
3240 

tctccaaaat tacacaacca ccaaacactc taaacatcac gtaaaatact gcatctgcaa 
3300 

tctgaatggc acccagggac cagcgctttg atgaaccagc agccacaggt tctccactga 
3360 

caatcaactg cagaaaccac tcccagactc tggaccccat agcagagttt tttttttttg 
3420 
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gttatacttt tttttccact tttgctt 
3447 

<210> 3180 
<211> 127 
<212> PRT 

<213> Hotno sapiens 

Thr Asn Lys Ser Arg Gin Val Ser Gin Pro Glu lie Ser 
tL Gin Thr Asp Gly Arg Asp Val Asn Ser Cys Leu Lys Leu Arg Cys 
Ala Phe Thr Pro Thr Gly Lys Val Lys Leu Thr Phe Val Phe Leu Phe 

35 40 

Asn Asn Phe Met He Asn Lys Glu Leu Gin Leu Glu Thr Lys Ala Asn 

cn 55 
ser Arg Asn Ser Leu Thr Pro Ser Cys Pro Met Val Phe Met lie Ala 

"s Tyr Gin Asn Glu U. Leu Cys Ser Thr Leu Tyr Ser Lys Ala Phe 

85 90 
Tyr Ala Pro Thr Arg Pro Ser Gly He Pro Glu Ser Ala Leu His Thr 

100 105 
Gly Arg Lys Thr Ala Ser Ser Tyr Arg Leu Cys Glu Asn Thr Gin 

120 125 



115 



<210> 3181 
<211> 287 
<212> DNA 

<213> Homo sapiens 

natggcttcc tccccggcgg tggacgtgto ctgcaggcgg cggggagaac ggcggcagct 
ggacgcgcgc cgcaacaagt gccgcattcg cctgggcggg cacatgaagc aggggggcct 
cctcaaggac ggctgggctt ctccctgcac tcgcagctcg ccaagttcct gttggaccgg 
tacacttctt caggctgtgt cctctgtgca ggtcctgago ttttgcotcc aaaaggtctg 
240 

cagcatccgg tgctcttgtc tcatgcccca caccggagat gcaccct 
287 

<210> 3182 
<211> 95 
<212> PRT 

<213> Homo sapiens 



Mauser ser Pro Ala Val Asp Val Ser Cys Arg Arg Arg Gly Glu 

Arg Arg Gin Leu Asp Ala Arg Arg Asn Lys Cys Arg He Arg Leu Gly 

JO 25 
Gly His Met Lys Gin Gly Gly Leu Leu Lys Asp Gly Trp Ala Ser Pro 
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35 40 45 

Cys Thr Arg Ser Ser Pro Ser Ser Cys Trp Thr Gly Thr Leu Leu Gin 

50 55 60 

Ala Val Ser Ser Val Gin Val Leu Ser Phe Cys Leu Gin Lys Val Cys 
65 70 75 80 

Ser He Trp Cys Ser Cys Leu Met Pro His Thr Gly Asp Ala Pro 
85 90 95 

<210> 3183 

<211> 1457 

<212> DNA 

<213> Homo sapiens 

<400> 3183 

ncgtacgtgt catgcattgt catgacaccc tcattgtgtg tcgcatgtcc ccaattgatc 
60 

acacatatcc cacgtaatgc agggtactcc tctgtccaga cccagctcct ggttcccaaa 
120 

aaagttctcc ctgagagctg caggctgtcc tggaatctcc tcggggatga ggcagctgcc 
160 

gagctggccc aggtgctgcc gcagatgggc cggctgaaga gagtggacct ggagaagaat 
240 

cagatcacag ctttgggggc ctggctcctg gctgaaggac tggcccaggg gtctagcatc 
300 

caagtcatcc gcctctggaa taaccccatt ccctgcgaca tggcccagca cctgaagagc 
360 

caggagccca ggctggactt tgccttcttt gacaaccagc cccaggcccc ttggggcact 
420 

tgatggcccc ctcaagacct ctggaatcca gccaagtgat gcacccaaat gatccacctt 
480 

tcgcccactg ggataaatga ctcaggaaag aagagcctcg gcagggcgct ctgcactcca 
540 

cccaggagga aggatacgtg tgtcccgctg cagtcctcag ggagaacttt tttgggaacc 
600 

aggagctggg tctggacaaa ggagtaccct gcattacgtg ggatatgtgt gatcaattgg 
660 

ggacatgcga cacacaatga gggtgtcatg acaatgcatg acacgtacgg ttatatgtgg 
720 

cagtgtgacc ccttgacatg tggcgttaca tgaaagtcag tgtggcacgt gttctgtggc 
780 

atgggtgctg gcatcccaag tggcaggata catgattgtt ggtctatata tgacacatga 
840 

caaatgtcca cgtcacagga ctcatggctg gccagatgac ctcaggctgg cccaagatct 
900 

aatttactaa tttttaaagc aaatacatat ttatagattg tgtgtatgga gcagctaagt 
960 

caggaaaagt cttccgcccg agctgggagg ggagagtgtc catgcacCga ccagtccagg 
1020 

ggctcaaggg ccagggctct ggaacaagcc agggactcag ccattaagtc ccctcctgcc 
1080 

tcaatcctca gcctacccat ctataaactt gatgactcct cccttactta catactagct 
1140 

tccaaggaca ggtggaggta gggccagcct ggcgggagtg gagaagccca gtctgtccca 
1200 
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tgtaagggac aaagccaggt ccaatggtac tgggtagggg gcactgccaa gacaataagc 
caggccaccg ggtccagcta ctactttggt gggattcagg tgagtctcca tgcacttcae 
atgttaccca gtgtccttgt tacttccaag gagaaccaag aatggctctg tcacactcga 
agccaggttt gatcaataaa cacaatggta ttccaaaaaa aaaaaaaaaa aaaaaaaaaa 



1440 

aaaaaaaaaa aaaaaaa 
1457 

<210> 3184 
<211> 140 
<212> PRT 

<213> Homo sapiens 



xTr^lll Ser Cys Ue Val Met Thr Pro Ser Leu Cys Val Ala Cys 
Pro Gin Leu lie Thr His He Pro Arg Asn Ala Gly Tyr Ser Phe Val 

20 ^5 

Gl„ Thr Gin Leu Leu Val Pro Lys Lys val Leu Pro Glu Ser Cys Arg 

Leu Ser T^p Asn Leu Leu Gly Asp Glu Ala Ala Ala Glu Leu Ala Gin 

Val Leu Pro Gin Met Gly A^g Leu Lys Arg Val Asp Leu Glu Lys Asn 

Gin lie Thr Ala Leu lly Ala Trp Leu Leu Ala Glu Gly Leu Ala Gin 

Gly ser ser He Gin Val Ue Arg Leu Trp Asn Asn Pro lie Pro cys 

A sp «ec Ala G°in His Leu Lys Ser "in Glu Pro Arg Leu Asp Phe Ala 

120 l " 



Phe Phe Asp Asn Gin Pro Gin Ala Pro Trp Gly Thr 
13 S 140 



130 

<210> 3165 

<211> 1433 

<212> DNA 

<213> Homo sapiens 



;=^=gtcga cttttttttt ttttttttct aaccgcatca cttt.tttca ccgacctcca 
ctctggctcc caccccacaa gcctcagagc aggaaacaag cttggctgag atgcctcagg 
cotggtaacc tgaggaggtg tagagcacec agaaggaagg gtaaaagcag ggggcaaagc 
gg?ggccct= cctttctggg ggtcacttct gggctggggc cagctgaaao ctgtgtocaa 
g'tagctctca gggctggcca caccctaagc cttgcaaaag ggcctcctgc aagggctggc 
ccacggggtc cccaccttcc cagccagtga ggttagcatg gttaggagtc cacatgtgtg 
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caagtgcttg tgtggaggct catgtatgca tgtgtgtata tgcaaagctg cacatgacaa 
420 

tgtgcatgcc agtccagagt tagatgtacc tatgcagttg ccctcaagcg aagggtcata 
480 

tttggaaaca aggatggctc taaacatgta agcgtgcatg tgggcatgta tgtatctggg 
540 

gcctaaggag gtggggaagt gggtgttggg gtaagggctg gccttcaggg catttgcaga 
600 

aggaggagtg ggtgggaggg aaaggctggg cagagcaggg gaaggagtga aagccaggca 
660 

ggaaagtgga agaacaggag aagctcatgt aatggattac cctccacagg attatgttcc 
720 

ttgattcctg agagtttttt ctcttgattt taccccctca gtctatcact gcaagagaaa 
780 

gaggtagaaa agacaaacag accacaaaag acaagaaccc agacatatag acagacgcac 
840 

ctgttgcatg tgcatgagcc agagcctggg agagaagaga gagcgtgcaa gagagagctc 
900 

agagcaggca ggcagcccac cccctgcagc agtgctgggc ttcactggag cccctgcagg 
960 

aagcccagca gccctgtatg ccactcctct ggtttgtcca ggtaacaggg gtgccccgcc 
1020 

cccttcatga tcagcacccg gtggttgggc agctgcttca ggtgctcaaa gctggtctga 
1080 

cccatggggt cctggtctcc atatacaatc agagctggag tctgagagga aggatagggg 
1140 

ggtggggcag agtcaacagg acctgccata gcatccccag ccctccccac ttcagtctct 
1200 

tcctgggacc accccatatg agggagagag acaagctggc ccagtgggtg ggggcacaga 
1260 

ttggtgtctg ccccagaaca cagtttagca cagggcttgg cacagtagtc tgctgagtaa 
1320 

accaaaaggg tggagttggg tggtcagctc ctcccagaag acaccccttg attatccagc 
1380 

ccccagatga ggaaagccca ggatgcaccc ttccttgctc ctggcagggc acc 
1433 

<210> 3186 
<211> 112 
<212> PRT 

c213> Homo sapiens 



<400> 3186 



Met Pro Leu Leu 


Trp 


Phe 


Val 


Gin 


Val Thr 


Gly Val Pro Arg Pro Leu 


1 


5 








10 


15 


His Asp Gin His 


Pro 


Val 


Val 


Gly 


Gin Leu 


Leu Gin Val Leu Lys Ala 


20 










25 


30 


Gly Leu Thr His 


Gly 


val 


Leu 


Val 


Ser He 


Tyr Asn Gin Ser Trp Ser 


35 








40 




45 


Leu Arg Gly Arg 


He 


Gly Gly Trp 


Gly Arg 


Val Asn Arg Thr Cys His 


50 






55 






60 


Ser He Pro Ser 


Pro 


Pro 


His 


Phe 


Ser Leu 


Phe Leu Gly Pro Pro His 


65 




70 








75 80 


Met Arg Glu Arg Asp 


Lys 


Leu 


Ala 


Gin Trp 


Val Gly Ala Gin He Gly 
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85 90 95 

Val Cys Pro Arg Thr Gin Phe Ser Thr Gly Leu Gly Thr Val Val Cys 
100 105 I 10 

<210> 3107 

<211> 860 

<212> DNA 

<213> Homo sapiens 

gggcccgglg cagcctccct ttggtccgct tctcgaaggt tcaattcaca gagcacttca 

tatctaccag gagacggagc ttcgctatgt ttcccagact ggtcttgaac tcctggccta 

aagtggtcct cccgcctcgg cctcctgagt agctgggatt acagatatgt tcctaaaaca 
180 

tccccgagtt caccaccttg gccagaagtt gttctgccag acccagttga ggagaccaga 

caccatgcag aggtcgcgaa gaaggtgaat gagatgatcg tcacggggca gtatggcagg 

ctctttgccg tggtgcactt tgccagccgc cagtggaagg tgacctctga agacctgatc 

ttaattggaa atgaaccaga ccttgcgtgt ggagagagaa ttcgactgga gaaggtcctg 
420 

ctggttgggg cagacaactt cacgctgctt ggcaagccac tcctcgggta acggctgtga 
480 

agtgctgggc tttgtctggg gctccagggc tggacatgca gacagtggtc acagtgcaat 
540 

taggccagaa aggatcttgt tcgagtagaa gccacagtca ttgaaaagac agaatcatgg 

ccaagaatca ttatgagatt caggaaaagg aaaaacttca agaagaaaag aagtaagtta 
660 

gagaaagtac cgctgggccc tgttgcacgg tgctggttgc ccaggcgcat gcggacggag 

ggtgtggggc acgtgggtct cgggacagga agcccaggca ggtctcaacc tggctgccac 
780 

tgcccacttg ccaccctcat cccagaggga gcacccagag ggtccagcct cgctcccctt 
B40- 

ctcctccacg ctccacgcgt 
860 

<210> 3188 

<211> 120 

<212> PRT 

<213> Homo sapiens 

Thr^Pro^y Leu Lys Trp Ser Ser Arg Leu Gly Leu Leu Ser Ser Trp 

! 5 10 15 

Asp Tyr Arg Tyr Val Pro Lys Thr Ser Leu Ser Ser Pro Pro Trp Pro 

20 25 30 

Glu Val Val Leu Pro Asp Pro Val Glu Glu Thr Arg His His Ala Glu 

35 40 4S 

Val Val Lys Lys Val Asn Glu Met He Val Thr Gly Gin Tyr Gly Arg 
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50 55 60 

Leu Phe Ala Val Val His Phe Ala Ser Arg Gin Trp Lys Val Thr Ser 
65 70 75 80 

Glu Asp Leu He Leu He Gly Asn Glu Leu Asp Leu Ala Cys Gly Glu 

8S 90 95 

Arg He Arg Leu Glu Lys Val Leu Leu Val Gly Ala Asp Asn Phe Thr 

100 105 110 

Leu Leu Gly Lys Pro Leu Leu Gly 
115 120 

<210> 3189 
<211> 440 
<212> DNA 

<213> Homo sapiens 
<400> 3189 

nngggcccct aagggcacgg atggggccgg actctggcct ggctgtcaac aagagggctg 
60 

agcctgggga agcaagtccc tgttttcagt accacctgca tcccccaggg cagcatcctt 
120 

gactcccctt ctgggccagt gccgccctgc tttctctgtc tctttcaggg tgtgctgtcc 
180 

gacctcacca aagtgacccg gatgcatgga atcgaccctg tggtgctggt cctgatggtg 
240 

ggcatggtga tgttcaccct ggggttcgcc ggctgcgtgg gggctctgcg ggagaatatc 
300 

tgcttgctca actttgtgag tggccacaga gacaagagtg ggatatgatg caatggggta 
360 

caggctctgc tgggcaggac tatatgttac ctggtcagag caggtggcag ctcttaggag 
420 

cctcccctat ggcccctgcc 
440 

<210> 3190 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<400> 3190 



Gly His 


Gly 


Trp 


Gly 


Arg 


Thr 


Leu 


Ala 


Trp 


Leu Ser Thr Arg 


Gly 


Leu 


1 






5 










10 




15 




Ser Leu 


Gly 


Lys 


Gin 


Val 


Pro 


Val 


Phe 


Ser 


Thr Thr Cys He 


Pro 


Gin 






20 










25 




30 






Gly Ser 


lie 


Leu 


Asp 


Ser 


Pro 


Ser 


Gly 


Pro 


Val Leu Pro Cys 


Phe 


Leu 




35 










40 






45 






Cys Leu 


Phe 


Gin 


Gly 


Val 


Leu 


Ser 


Asp 


Leu 


Thr Lys Val Thr 


Arg 


Met 


50 










55 








60 






His Gly 


lie 


Asp 


Pro 


Val 


val 


Leu 


Val 


Leu 


Met Val Gly Met 


Val 


Met 


65 








70 










75 




80 


Phe Thr 


Leu 


Gly 


Phe 


Ala 


Gly 


Cys 


Val 


Gly 


Ala Leu Arg Glu 


Asn 


He 








85 










90 




95 




Cys Leu 


Leu 


Asn 


Phe 


val 


Ser 


Gly 


His 


Arg 


Asp Lys Ser Gly 


lie 








100 










105 




110 
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<210> 3191 

<211> 266 

<212> DNA 

<213> Homo sapiens 

cggaggccga cgggccgata gctccccgtc ccgtgtccgc tacttgagcc atggaccggg 

Iccctttgcg gcagtcgcca aattgccacg ggtcgtcctt gctctctcta cttcggagcg 

aacagcagga caatccacac ctccgtagcc tcctggggtc ggccgccgag ccagcccggg 
180 

gcccgccgcc ccagcacccg ttgcagggca gaaaagagaa gagagttgac aacatcgaga 

240 

tacagaaatt catctcccaa aaagcg 
266 

<210> 3192 

<211> 84 

<212> PRT 

<213> Homo sapiens 

££°Ln l phe Cys He Ser Met Leu Ser Thr Leu Phe Ser Phe Leu Pro 

x S 10 15 

Cys Asn Gly Cys Trp Gly Gly Gly Pro Arg Ala Gly Ser Ala Ala Asp 

20 25 30 

Pro Arg Arg Leu Arg Lys Cys Gly Leu Ser Cys Cys Ser Leu Arg Ser 

35 40 45 

Arg Glu Ser Lys Asp Asp Pro Trp Gin Phe Ser Asp Cys Arg Lys Arg 

50 55 60 

Ser Arg Ser Met Ala Gin Val Ala Asp Thr Glu Gin Gly Thr lie Ser 
65 75 30 

Pro Ser Ala Ser 



<210> 3193 

<211> 567 

<212> DNA 

<213> Homo sapiens 

<400> 3193 

nctgaccaca tctccgaccg cgttaaggta ccgaagccat ggtgggaaga gccggactcc 
60 

acagcctgcc tgagtgttca gatccaggct ctgcccagag ctggatgtaa atttatgacc 
120 

tggagtgagt tgttttgccc ctctgagcct cagtttctcc atctgtgaaa tggggacaac 
180 

agcagttcct cccaggaggg taaaaggagg agaaaaagaa tgcagatcca gccctcggca 
240 

gagtcagcgg ctcatgcttt gcatgcaaag tgcccagccc ctggctcaaa gtctgtgttc 
300 

atccagacct gggttaacta ctgtcttcct tatgttgttc ctgtggggac gcctggggcc 
360 
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gctggcctcg tgattcctct 
420 

ctgggccacc gcccctgcat 
480 

gcaaagctgc tgcagaggct 
540 

gagcaggcca cactcaagcc 
567 



ctttccctgc aggccacggt 
cgggcagcag tttgctcaga 
ggagttccgg ctggtgcccg 
actggac 



tcacctactt ccccttctcc 
tggaggtgaa ggtggtcatg 
ggcagcgctt cgggctgcag 



<210> 3194 
<211> 116 
<212> PRT 

<213> Homo sapiens 
c400> 3194 

Met Gin He Gin Pro Ser Ala Glu Ser Ala Val His Ala Leu His Ala 

15 10 15 

Lys Cys Pro Ala Pro Gly Ser Lys Ser Val Phe He Gin Thr Trp Val 

20 25 30 

Asn Tyr Cys Leu Pro Tyr Val Val Pro Val Gly Thr Pro Gly Ala Ala 

35 40 45 

Gly Leu Val He Pro Leu Phe Pro Cys Arg Pro Arg Phe Thr Tyr Phe 

50 55 60 

Pro Phe Ser Leu Gly His Arg Ser Cys He Gly Gin Gin Phe Ala Gin 
65 70 75 80 

Met Glu Val Lys Val Val Met Ala Lys Leu Leu Gin Arg Leu Glu Phe 

85 90 95 

Arg Leu Val Pro Gly Gin Arg Phe Gly Leu Gin Glu Gin Ala Thr Leu 

100 105 110 

Lys Pro Leu Asp 
115 

<210> 3195 
<211> 987 
<212> DNA 

<213> Homo sapiens 
<400> 319S 

cgatcgccca cctgatggag gaacctctag gcagtgaccc attcagctgg aaactcccaa 
60 

gcctcgacta cgaacgcaag accaaagtgg acttcgatga cttcctccca gctatccgga 
120 

agccccagac acctacctcc ttggctggat cagccaaagg tgggcaagac ggttcacagc 
180 

gttcaagcat ccactttgaa acggaagagg ctaaccgttc ctttctctcg gggatcaaga 
240 

ccattttgaa gaagagcccg gagcccaagg aggatcccgc tcacctgtct gactcgtcct 
300 

catcctccgg ctccatcgtg tccttcaaaa gtgctgacag caCcaaaagt cgaccaggaa 
360 

tcccacgact tgcgggtgac ggtggcgagc gaacgtcccc cgagcggaga gagccaggga 
420 

cggggaggaa agacgacgat gttgcgagca taatgaagaa atacctccag aagtaggaac 
480 
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cagttcagcc tccttgaagc tgcccttgaa gacttcccga ctctacaata acttggagac 
agagagactg gccaggcctc cccggtggcc agagccagcc agcatggcca ccctcaagag 
gcgagatgag cccacagagg catatcctgc ggggatgctg ggctcccagt gtggttggcc 
tgaacaaaat aaagtgtcga ctcctgggca tctgtgcctt ctctatggcc ttgctacctg 
ggattccaga gagttgatgg ggtgcagata ggggtaggac tgttagaata gaaccaaccc 
Ilac^gtg tagtttgggg tgtatacttc tatttctctt cctacatgtc tacatgccat 
gaccttcctc ctcctcttca cttggccagt ttcagctcac ttcctccagg aagtctttcc 
tgatatatca aactgaaaca aatgctcctc ctccatgctc ccttaatccc catgcttgtc 
960 

gattatattc ctttgccaat tcatttc 
987 

<210> 3196 

<211> 153 

<212> PRT 

<213> Homo sapiens 



Pro Leu Gly Ser Asp Pro Phe Ser Trp Lys Leu Pro Ser 
t 5 10 

Leu Asp Tyr Glu Ar g Lys Thr Lys Val Asp Phe Asp Asp Phe Leu Pro 

Ma lie Arg Lys Pro Gin Thr Pro Thr Ser Leu Ala Gly Ser Ala Lys 

Oly Gly lln Asp Gly Ser Gin Arg Ser Ser He His Phe Glu Thr Glu 



ec 60 

SO 55 



Glu La Asn Arg Ser Phe Leu Ser Gly He Lys Thr He Leu Lys Lys 

70 

sir Pro Glu Pro Lys Glu Asp Pro Ala His Leu Ser Asp Ser Ser Ser 

85 90 
ser Ser Gly Ser lie Val Ser Phe Lys Ser Ala Asp Ser lie Lys Ser 

100 105 
Arg Pro Gly lie Pro Arg Leu Ala Gly Asp Gly Gly Glu Arg Thr Ser 

115 120 1 

Pro Glu Arg Arg Glu Pro Gly Thr Gly Arg Lys Asp Asp Asp Val Ala 

130 135 140 

Ser lie Met Lys Lys Tyr Leu Gin Lys 
145 150 

<210> 319*7 

<211> 5575 

<212> DNA 

<213> Homo sapiens 

nnacttgaac ccaggaggtg gaggttgoag tgagcggaga rtgtgocact gcacctggac 
60 
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ctggctgaca cagcaagact atgtttaaaa 
120 

agagcaatgg cgacactgga tcgcaaagtg 
180 

tggtcctcct ggatcgacgc cgccaaatta 
240 

gctggaaaag agggtggaaa aagcagggag 
300 

ttatccggcc attacccagc acatgacgac 
360 

caggtcgtca agccacaggt tttccagtcg 
420 

agaccttctc cctctccagt gtctccagcc 
480 

aaaacaaaag cctgtctcag cggccatcac 
540 

acgcccaaag acaatctact tacctccagc 
600 

ggatcaaggg ataaaccatg tgttccagtt 
660 

ctagtgaagg cagatggtgc caatgtcaaa 
720 

gcctccccca cctcgtcctc tgccgtctcc 
780 

tccaagtcag tgccaccttc accagagaag 
840 

accatagaca agaaacacca aaatggcacc 
900 

tcagagagag aatttgaccc aaataaacac 
960 

ccttgcacaa gatccctcac ctgcaagaca 
1020 

ggccggaaaa agcaatttga cctcctcctg 
1080 

gaagttaaag ataaagagca tctcctgact 
1140 

gggccggcac aggattctct gctagggtct 
1200 

gcatcccccg caaaatccag accacccaac 
1260 

agcataagca gcagcacatc ttcaaatcat 
1320 

ccggttggag gtgacctcgc cagccgactg 
1380 

gacgaatccg agaagctaga ctgtcagttc 
1440 

tgctcatttg ggagtcgcct catgggacga 
1500 

cgttttcgat tcgcactaaa ctccatggta 
1560 

aagatccctc ctgcggcaga tagccccatg 
1620 

gttccagcat ccgttttgca gcctttcagc 
1680 



aaaaagagag agaaaaaaaa acaagaagga 
cccagtccgg aggcgtttct gggcaaaccc 
cactgctccg acaatgtaga tttagaagag 
gttatgaggc ttaataaaga agatatgcac 
ttctatctcg tagtgtgcag tgcctgtaac 
cactgcgaga gaagacacgg ttcaatgtgt 
tccaatccca ggacatcact agtacaggtg 
tctgccagca gcacctcaaa gccactcaaa 
agcaaacagc acacagtctc tcctgcgaaa 
cctgtagtca gtttagagaa aattcctaac 
atgaactcca caaccactac tgcagtttct 
acccctcctt taattaagcc tgtcctgatg 
atcttaaatg gcaaaggaat tctgccaacc 
aaaaacagca acaagcctta caggagactt 
tgtggagtat tggatcccga gacaaagaaa 
cattcgctaa gccatcggag ggcagcccca 
gcagaacaca aagcaaagtc ccgggaaaaa 
tccacgaggg aaatacttcc aagccaatcc 
tcagggagct ctgggccaga accaaaagtt 
tctgtacttc ctagaccatc atctgcaaat 
agcggccaca ctccagagcc cccactccca 
tccagtgatg aaggggagat ggacggagcc 
tccacgcacc accccagacc tctggcgttt 
gggtactatg tgtttgatag aagatgggat 
gaaaaacacc tgaattcaca gatgtggaag 
ccctcgccag cagcccacat caccaccccc 
aaccccagtg ctgtgtatct tccttcagct 
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cccatcagcc cgagacccac ctcctcccac ataatgacat cagccacgct ctcagacgca 

gctttcgtga catcgccgga cccgagcgcc ctcatgtccc acaccacagc ttccccccat 

gtggccgcaa ccctcagcat catggactca accttcaagg ccccatccgc cgtgtccccg 

"accagccg tcaccccttc cccatcccac aagccatcca aaaccaaaac cagcaaatcc 

tcaaaagtca aagacctgtc cacccgcagc gacgagtctc caagcaacaa aaaaaggaag 

ccacagtctt cgacttcctc ctcctcctcc tcctcctccc cttccttgca gacatccctc 

togcctccac tgtcagggcc tcacaaaaag aactgcgtcc tgaatgccag ttctgctttg 

aactcctatc aggcggcccc tccccataac agcctgtctg tgcacaactc aaacaatggg 

gtgagcccac ccagtgccaa actggagccc tcaggacgga cctcgccgcc cggcggcccc 

gcggacacag tgagacaggt gggcgcggtg ggaggcagca gcgacccccg tcccctctct 

gtgccctccc ttgcgctcca cgcaggggac ctctctctgg cctcacacaa tgctgtgtct 

tctctgcccc tctctcttga caaaccagaa ggaaaaaagc gtaagaaccc gagttctagt 

agcaaagcct gtaaaatcac taaaacgccc ggtatgaata gcgttcacaa aaagaacccg 

cccagccttc tcgcaccggt gcccgatccc gttaacagca cctcctctcg gcaggttggg 

aaaaatagca gcctagcttt gtcacaatcc agtccttcaa gtatatccag cccaggacac 

agccgacaga acacaaacag aacgggcagg ataaggactc ttccataaca agaccatgaa 

gccacttcca catcaattcc aggccaccta atcccatccg aggaggccat ggggaggagg 

agggagggga gtgggccggg gggagagtct gttttctgtg cactccctgc gactctggcc 

tttcttcttc ttttcttaat tgaccaattt ttagttaaaa aggcaaaaga aggtgaattt 

g!gatccaca gaaaacagtt ccagtgtttg gtttccgctg tctttecttt catttgccat 
2860 

gtttttacat tcctccaaat ttggggtcac tcccctagcc cctgatgccg ctactgtacc 
Itccttttgc tccagccatg agagcagaca ttgcagaatg ctggttccag gttggcatgc 
cctgaagctc ttgaactgta gcacaggcag agcccttttt cttcctgtca tccccacccg 
attccttcca cccccacgtc taccactccc tgggtcctca ccggtctcca aaggacctgg 
ctctcatagg atcccctcag gattgtgtgc agggagaggg ggctttgctg gggaggagct 
gggagtggag agttggaggg tgggtggggt tccctcatcc agtrtccaca gcccaccatg 
gctggagcca aatgccagaa gcgagattga gaacagtggc cgtttagcga tgtggtttac 
3300 
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ctaataccac tgtccagctg tgcagctcag aaaggataaa ccagtcaggg acaggggcca 
3360 

gaacaggttt gggaaggtgg cagcaagcag agcatggtgg gtaggagatg atccctaaaa 
3420 

aaactggaga ctgtggtggt ctgagctggt caggaatctg cagaatccct tccaggaatc 
3480 

agtgtgccag tgcccacagc agggtgagct aggagggaga aatcccagga aaaaggtcgt 
3540 

gagaacccag aaagccactc catgaggagg cacggtgacc acagctgcta aaggttctta 
3600 

ggctgccttc ctgggctagg aagagccccc cagggagagc ttccacaaaa gggtatgtgt 
3660 

caaacctttt gtcagaataa ataatagcat ttcccaccca cccccatgcc ctgggccaca 
3720 

gggacccggt gggatcagca cacccatgga tcagcttttg ctgtcttaga gacagccatc 
3780 

cccatgaagg aatggtaagg acagccaccg ctcagtgaag aacagccatt tggaagagcc 
3840 

acgctggagc cctgcagcca tagaactatt cacactggag ttttaaaaga aacagcaata 
3900 

ccataagctc tagtagggaa tcataatcag gaaaggaatt cacaacataa aataggtgtt 
3960 

ctgtgctact aatcatgtaa ctttgtatat gatgtatagc aaagatactg ggaggttttg 
4020 

tttcatcctt aaatcagaaa tgaatgctag tttcatagct gggcagaacc ctcatcccca 
4080 

ccccaaagtt ttccttttct ttcccgttcc cccaacccaa agatcagact actgttaagt 
4140 

ttcaccacac aattggaatt gcaaagacgg gaggcaaatg gagtgatttt catcaatgga 
420O 

attgcactga cagtgagtgt ttcttatagg attactaaat tttttaatat aaaatgattt 
4260 

gtttaaaaat caggagttga tatcaagtac caggacatta gttcggatga cttcatcttt 
4320 

acttctacag tgttaaaagc gcacttatat gctggtttat ttacgtcttg ggaaaagaga 
4380 

ctgcaaattg aagggatgat tgttactttt tcttttttta aaaaaaaaag gttaaggaga 

4440 

ttttaagact tataaatgtt taagaaatta taaacaaggt tagacccttt gaaaaaaagt 
4500 

ttagaagata ttcttaaagt aaatttttat agtgttaatt ttgtaataat ttatgtttta 
4560 

ctatattaca gagctaactg accagaatag tttcagaaac aatatgaaac ttaggaaagc 
4620 

ttaagcaatg tttatacttt taaaatgttc tttgaattat gtttttattg tacatttctt 
4680 

cagactgaaa agtatgtaca tatctttgtt atttttgcac aattttgcct tgttcggttt 
4740 

cagaggtccg ttgtttttta taatttactt tgagctgcaa aacttgcagg agtaaaaaca 
4800 

aaaaacaaaa tctccacaac aaaataaccc tctgatttat aaactcttat agtcaaagag 
4860 

ggaaaacaaa ggttgagaga ttaagtggct gcttctgaga aataatgtct caaggactaa 
4920 
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aggagcaatt caataggrtt agacattgra gccctctaca tcctgaactg gaagccggaa 
caaagagccc ccaccccccc cccaccctca ccgaatgccg «c.c«tgt caaaagaccg 
gccatgacca aggtgaggat atttcrggaa aacrgggcaa aaagggaaag cccacagtat 
tcccccttgg cagccaacca caggtttacc ctacaatgat gtattaaaaa cctgcagctt 
gaaaaacgga acgcaaacaa aaggttcccc CC ggg« t gt cttaatggag ttaaactgga 
fcagcctata aaacactttt agggtgatgc cctccgggtc cttccgttct gcacacccac 
"agtcccct cecccagccc cttgactgca cacacccetc cttgcccgaa gaccrcctga 
c«gtcgcc, gccatagagg ctcgaaagct ctggtcgtga agcacaacgc aatgcataga 
cctgtcagcc ataaaaaaaa aaaaaaaaaa aaaaaaaaaa gcgacttgga taacttgtat 
g'ccrtctttt gt a C caatg t aocaa Ct gta aataatgctg atoaacctrt gtagagaata 
gttLacag catattct.t tattgctgat tctcagtgaa ctcttgrtaa tatao 



5575 

<210> 3198 

<211> 833 

<212> PRT 

<213> Homo sapiens 



Leu Asp Arg Lys V.1 Pro Ser Pro Glu ,1a Phe Leu Gly 

L ys Pro Trp ser Ser Trp lie Asp Ala Ala Lys Leu His Cys Ser Asp 

As„ val Asp l1 Glu Glu Ala Gly Lys Glu Gly Gly Lys Ser Arg Glu 

val Met Arg Leu Asa Lys Glu Asp Me, His Leu Phe Gly His Tyr Pro 
55 

Ma His Asp Asp Phe Tyr Leu Val Val Cys Ser Ala Cys Asn Gin Val 
Val Lys Pro Gin Val Phe Gin Ser His Cys Glu Arg Arg His Gly Ser 
Met cys Arg Pro Ser Pro Ser Pro Val 11 Pro Ala Ser Asn Pro Arg 
Th r ser Leu Val Gin Val Lys Thr Lys Ala Cys Leu Ser Gly His His 

11c: 120 1Z5 

Ser Ala Ser Ser Thr Ser Lys Pro Phe Lys Thr Pro Lys Asp Asn Leu 
13 5 

L eu Thr Ser Ser Ser Lys Gin His Thr Val Phe Pro Ala Lys Gly Ser 

150 155 

£ Asp Lys Pro c yS Val Pro Val Pro Val Val Ser Leu Glu Lys Xle 
Pro Asn Leu Val Lys Ala Asp Gly Ala Asn Val Lys Met Asn Ser Thr 
Thr Thr Thr Ala Val Ser Ala Ser Pro Thr Ser Ser Ser Ala Val Ser 
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195 




200 


Thr Pro 


Pro 


Leu 


He Lys Pro Val Leu 


210 






215 


Ser Pro 


Glu 


Lys 


He Leu Asn Gly Lys 


22S 






230 


Asp Lys 


Lys 


His 


Gin Asn Gly Thr Lys 








245 


Arg Leu 


Ser 


Glu 


Arg Glu Phe Asp Pro 






260 


265 


Asp Pro 


Glu 


Thr 


Lys Lys Pro Cys Thr 




27S 




280 


His Ser 


Leu 


Ser 


His Arg Arg Ala Val 


290 






29S 


Asp Leu 


Leu 


Leu 


Ala Glu His Lys Ala 


30S 






310 


Lys Asp 


Lys 


Glu 


His Leu Leu Thr Ser 








32S 


Gin Ser 


Gly 


Pro 


Ala Gin Asp Ser Leu 






340 


345 


Gly Pro 


Glu 


Pro 


Lys Val Ala Ser Pro 




355 




360 


Ser Val 


Leu 


Pro 


Arg Pro Ser Ser Ala 


370 






375 


Ser Ser 


Asn 


His 


Ser Gly His Thr Pro 


385 






390 


Gly Gly 


Asp 


Leu 


Ala Ser Arg Leu Ser 








405 


Gly Ala 


Asp 


Glu 


Ser Glu Lys Leu Asp 






420 


425 


Pro Arg 


Pro 


Leu 


Ala Phe Cys Ser Phe 




435 




440 


Gly Tyr 


Tyr 


Val 


Phe Asp Arg Arg Trp 


450 






455 


Asn Ser 


Met 


val 


Glu Lys His Leu Asn 


465 






470 


Pro Pro 


Ala 


Ala 


Asp Ser Pro Met Pro 








485 


Thr Pro 


val 


Pro 


Ala Ser Val Leu Gin 






500 


505 


Val Tyr 


Leu 


Pro 


Ser Ala Pro lie Ser 




515 




520 


He Met 


Thr 


Ser 


Ala Met Leu Ser Asp 


530 






535 


Asp Pro 


Ser 


Ala 


Leu Met Ser His Thr 


545 






550 


Ala Thr 


Leu 


Ser 


He Met Asp Ser Thr 








565 


Ser Pro 


lie 


Pro 


Ala Val He Pro Ser 






560 


585 


Thr Lys 


Thr 


Ser 


Lys Ser Ser Lys Val 




595 




600 


Asp Glu 


Ser 


Pro 


Ser Asn Lys Lys Arg 


610 






615 


Ser Ser 


Ser 


Ser 


Ser Ser Ser Ser Ser 
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205 



Met Ser Lys 


Ser 


val 


Pro 


Pro 


220 










Gly He Leu 


Pro 


Thr 


Thr 


He 


235 








240 


Asn Ser Asn 


Lys 


Pro 


Tyr Arg 


2S0 






255 




Asn Lys His 


Cys 


Gly 


Val 


Leu 






270 






Arg Ser Leu 


Thr 


Cys 


Lys 


Thr 




285 








Pro Gly Arg 


Lys 


Lys 


Gin 


Phe 


300 










Lys Ser Arg 


Glu 


Lys 


Glu 


Val 


315 








320 


Thr Arg Glu 


He 


Leu 


Pro 


Ser 


330 






335 




Leu Gly Ser 


Ser 


Gly 


Ser 


Ser 






350 






Ala Lys Ser Arg 


Pro 


Pro 


Asn 




365 








Asn Ser He 


Ser 


Ser 


Ser 


Thr 


380 










Glu Pro Pro 


Leu 


Pro 


Pro 


val 


395 








400 


Ser Asp Glu Gly 


Glu 


Met Asp 


410 






415 




Cys Gin Phe Ser 


Thr 


His 


His 






430 






Gly Ser Arg 


Leu 


Met 


Gly Arg 




445 








Asp Arg Phe 


Arg 


Phe 


Ala 


Leu 


460 










Ser Gin Met 


Trp 


Lys 


Lys 


He 


475 








480 


Ser Pro Ala 


Ala 


His 


He 


Thr 


490 






49S 




Pro Phe Ser 


Asn 


Pro 


Ser 


Ala 






510 






Ser Arg Leu Thr 


Ser 


Ser Tyr 




525 








Ala Ala Phe 


Val 


Thr 


Ser 


Pro 


540 










Thr Ala Phe 


Pro 


His 


Val 


Ala 


555 








560 


Phe Lys Ala 


Pro 


Ser 


Ala 


Val 


570 






575 




Pro Ser His 


Lys 


Pro 


Ser 


Lys 






590 






Lys Asp Leu Ser 


Thr 


Arg Ser 




605 








Lys Pro Gin 


Ser 


Ser 


Thr 


Ser 


620 










Leu Gin Thr 


Ser 


Leu 


Ser 


Ser 
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625 630 635 640 

Pro Leu Ser Gly Pro His Lys Lys Asn Cys Val Leu Asn Ala Ser Ser 

645 650 6 55 

Ala Leu Asn Ser Tyr Gin Ala Ala Pro Pro Tyr Asn Ser Leu Ser Val 

660 665 670 

His Asn Ser Asn Asn Gly Val Ser Pro Leu Ser Ala Lys Leu Glu Pro 

675 680 685 

Ser Gly Arg Thr Ser Leu Pro Gly Gly Pro Ala Asp He Val Arg Gin 

690 695 700 

Val Gly Ala Val Gly Gly Ser Ser Asp Ser Cys Pro Leu Ser Val Pro 
705 710 715 ? 

Ser Leu Ala Leu His Ala Gly Asp Leu Ser Leu Ala Ser His Asn Ala 

72S 730 735 

Val Ser Ser Leu Pro Leu Ser Phe Asp Lys Ser Glu Gly Lys Lys Arg 

740 745 750 

Lys Asn Ser Ser Ser Ser Ser Lys Ala Cys Lys lie Thr Lys Met Pro 

755 760 ? 65 

Gly Met Asn Ser Val His Lys Lys Asn Pro Pro Ser Leu Leu Ala Pro 

770 775 7 80 

Val Pro Asp Pro Val Asn Ser Thr Ser Ser Arg Gin Val Gly Lys Asn 
785 790 795 *°° 

Ser Ser Leu Ala Leu Ser Gin Ser Ser Pro ser Ser lie Ser Ser Pro 

80S 815 
Gly His Ser Arg Gin Asn Thr Asn Arg Thr Gly Arg He Arg Thr Leu 
820 325 830 

Pro 



<210> 3199 

<211> 777 

<212> DNA 

<213> Homo sapiens 

<400> 3199 

acgcgtgagg tccggccact gcgcagtcag acacgccggc tgctgcagtg gggcaggcag 

ctccaggtgc tggtgagggc cccagctctc tgcgaggctg tggctggacc aggcatacag 

caagcagctc ccacagctgg cactggggaa cgtggtgaca cccagaagct tggagatgcc 
180 

aggaaccgca aggccccaaa gagagtgtca cagccctggc ttagggagct cctaggtctg 

ggctgcccga agagcaaggg ctcttccttc cttctttctt ttctccttct tgctacctgc 

aacatggcga gcaaggggca tgtctcagcc ctgtttgtga tacagctctt ttagccctgc 

catccagtgg gtcctgagtt cttgtccggc aaccaggaag aatgaggtac ccagacaagt 
420 

gtagagtgac caagacaaag aggagcttta ctgagtgaca atagctcaga ggaggccctg 
480 

gagagggcag ttcctcacta cagctggtca tccgacgtct gctcagctct ggctgagcct 

ggggcttctg tcagcctcag agagggggaa gttcatgctg accggtccat gggcggccat 
600 
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gggcaggccc agaaaaggca acacaagttc gcactccagt ccacggcact gacagcctgg 
660 

cccccagcct tcagggcctc cctggcctga aggtgggcct caccagggac tcaccccctt 
720 

ctgcccagaa acctgtctgc ctcctgctgc cattcatggc gcccaggcta taggtat 

<210> 3200 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 3200 

Met Leu Gin Val Ala Arg Arg Arg Lys Glu Arg Arg Lys Glu Glu Pro 

1 5 10 is 

Leu Leu Phe Gly Gin Pro Arg Pro Arg Ser Ser Leu Ser Gin Gly Cys 

20 25 30 

Asp Thr Leu Phe Gly Ala Leu Arg Phe Leu Ala Ser Pro Ser Phe Trp 

35 40 45 

Val Ser Pro Arg Ser Pro Val Pro Ala Val Gly Ala Ala Cys Cys Met 

50 SS 60 

Pro Gly Pro Ala Thr Ala Ser Gin Arg Ala Gly Ala Leu Thr Ser Thr 
65 70 75 80 

Trp Ser Cys Leu Pro His Cys Ser Ser Arg Arg Val 
85 go 

<210> 3201 
<211> 390 
<212> DNA 

<213> Homo sapiens 
<400> 3201 

acacgcgcag tgcgtctcct accgaacccg agcccctgct atgggtacgc ggaagcagcc 

cccgtcgcgc ctgccccagg ctggacggaa gggccacgct gcagccgggg tgagcacagc 

gaagccgaca gcctttggga ccgaggtcag cagctgcacc ggcgcaagaa ttccaaacac 
180 

agctgtggct gaagggcctg ggggtgtgca ggtcccaaac cccagtgagc ctgatcccga 

catgggtcct gtctcctggg ggccaccttt gtgtcccgtg gtggctgacc ctgagaggga 

^ctgcggg gatgctcaca tgacactggg gtcccagcga cagcccctcc tcacgctgcg 

tgtccctggg gcctctcagg agggacgcgt 
390 

<210> 3202 
<211> 116 
<212> PRT 

<213> Homo sapiens 
<400> 3202 

Met Gly Thr Arg Lys Gin Leu Pro Ser Arg Leu- Pro Gin Ala Gly Arg 
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1 5 10 IS 

Lys Gly His Ala Ala Ala Gly Val Ser Thr Ala Lys Pro Thr Ala Phe 

20 25 30 

Gly Thr Glu Val Ser Ser Cys Thr Gly Ala Arg He Pro Asn Thr Ala 

35 40 45 

Val Ala Glu Gly Pro Gly Gly Val Gin Val Pro Asn Pro Ser Glu Pro 

SO 55 60 

Asp Pro Asp Met Gly Pro Val Ser Trp Gly Pro Pro Leu Cys Pro Val 
65 * 70 75 80 

Val Ala Asp Pro Glu Arg Glu Gly Cys Gly Asp Ala His Met Thr Leu 

85 90 95 

Gly Ser Gin Arg Gin Pro Leu Leu Thr Leu Arg Val Pro Gly Ala Ser 

100 105 HO 

Gin Glu Gly Arg 
115 



<210> 3203 

<211> 1906 

<212> DNA 

<213> Homo sapiens 



<400> 3203 

ngaattcggc acgagctcgt gccgaatcgg cacgagcgcg ggcccaggag cggcaggact 
60 

cgggccggag cgtggccgga cccccacccg ccgaggggcc cagggaggac gcggcagagt 
120 

cacggtggca gcattgagag ttggacaccc gggtccttga agtgatctct aggccccagc 
160 

cccaaatccg ccaccattcc gtgctgcggg gacaccatgg ctccagaaga ggacgctgga 
240 

ggggaggcct tagggggcag tttctgggag gctggcaact acaggcgcac ggtacagcgg 
300 

gtggaggacg ggcaccggct gtgcggggac ctggtcagct gcttccagga gcgcgcccgc 
360 

atcgagaagg cttatgccca gcagttggct gactgggccc gaaagtggag ggggaccgtg 
420 

gagaagggcc cccagtatgg cacactggag aaggcctggc atgccttttt cacggcggct 
480 

gagcggctga gcgcgctgca cctggaggtg cgggagaagc tgcaagggca ggacagtgag 
540 

cgggtgcgcg cctggcagcg gggggctttc caccggcctg tgctgggcgg cttccgcgag 
600 

agccgggcgg ccgaggacgg cttccgcaag gcccagaagc cctggctgaa gaggctgaag 
660 

gaggttgagg cttccaagaa aagctaccac gcagcccgga aggatgagaa gaccgcccag 
720 

acgagggaga gccacgcaaa ggcagacagc gccgtctccc aggagcagct gcgcaaactg 
780 

caggaacggg tggaacgctg tgccaaggag gccgagaaga caaaagctca gtatgagcag 
840 

acgctggcag agctgcatcg ctacactcca cgctacatgg aggacatgga acaggccttt 
900 

gagacctgcc aggccgccga gcgccagcgg cttcttttct tcaaggatat gctgctcacc 
960 
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ttacaccagc acctggacct ttccagcagt gagaagttcc atgaactcca ccgtgacttg 
1020 

caccagggca ttgaggcagc cagtgacgaa gaggatctgc gctggtggcg cagcacccac 
1080 

gggccaggca tggccatgaa ctggccacag ttcgaggagt ggtccttgga cacacagagg 
1140 

acaatcagcc ggaaagagaa gggtggccgg agccctgatg aggttacccc gaccagcatt 
1200 

gtgcctacaa gagatggcac cgcaccccca ccccagtccc cggggtcccc aggcacgggg 
1260 

caggatgagg agtggtcaga tgaagagagt ccccggaagg ctgccaccgg ggttcgggtg 
1320 

agggcactct atgactacgc tggccaggaa gctgatgagc tgagcttccg agcaggggag 
1380 

gagctgctga agatgagtga ggaggacgag cagggctggt gccaaggcca gttgcagagt 
1440 

ggccgcactg gcctgtaccc tgccaactac gtggagtgtg tgggcgcctg agtgtcctga 
ISOO 

cagcccttct gcaacgttta cccaccctgg ttcagagccc agcttctcct ggagagccgg 
1560 

accctcaggg ccctgaaccg tcgctctctg gctgctcctc tgtcccttga gggaggaagt 
1620 

cctgggaccc agggagggga ggggcctttg tctagggaag ggactggtag ggaagggacg 
1680 

agtctaggct gagggcaaga tgggaggtca gaggtgacag aagcgttcag gggtgcctgg 
1740 

gcctccccag gagctgtgga ctcagttcct gacctctgct ttggggttcc tggggtgggc 
1800 

ttggggtgag tgtagttctg gcctagcagc accctcttgt ggcttgttct agcgtgtatt 
1860 

aaaacttgac acacacccac acacaaaaac aaaaacacca aaaaaa 
1906 

<210> 3204 
<211> 424 
<212> PRT 

<213> Homo sapiens 



<400> 3204 



Met Ala 


Pro 


Glu 


Glu 


Asp 


Ala 


Gly 


Gly 


Glu 


Ala Leu 


Gly 


Gly 


Ser 


Phe 


1 






5 










10 








IS 




Trp Glu 


Ala 


Gly 


Asn 


Tyr 


Arg 


Arg 


Thr 


val 


Gin Arg 


Val 


Glu 


Asp 


Gly 






20 










25 








30 






His Arg 


Leu 


Cys 


Gly 


Asp 


Leu 


Val 


Ser 


Cys 


Phe Gin 


Glu 


Arg 


Ala 


Arg 




35 










40 








45 








lie Glu 


Lys 


Ala 


Tyr 


Ala 


Gin 


Gin 


Leu 


Ala 


Asp Trp 


Ala 


Arg 


Lys 


Trp 


50 










55 








60 










Arg Gly 


Thr 


Val 


Glu 


Lys 


Gly 


Pro 


Gin 


Tyr 


Gly Thr 


Leu 


Glu 


Lys 


Ala 


65 








70 










75 








80 


Trp His 


Ala 


Phe 


Phe 


Thr 


Ala 


Ala 


Glu 


Arg 


Leu Ser 


Ala 


Leu 


His 


Leu 








85 










90 








95 




Glu Val 


Arg 


Glu 


Lys 


Leu 


Gin 


Gly 


Gin 


Asp 


Ser Glu 


Arg 


Val 


Arg 


Ala 






100 










105 








110 






Trp Gin 


Arg 


Gly 


Ala 


Phe 


His 


Arg 


Pro 


Val 


Leu Gly 


Gly 


Phe 


Arg 


Glu 
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US 120 125 

Ser Arg Ala Ala Glu Asp Gly Phe Arg Lys Ala Gin Lys Pro Trp Leu 

130 13S 140 

Lys Arg Leu Lys Glu Val Glu Ala Ser Lys Lys Ser Tyr His Ala Ala 
145 ISO 155 160 

Arg Lys Asp Glu Lys Thr Ala Gin Thr Arg Glu Ser His Ala Lys Ala 

165 170 175 

Asp Ser Ala Val Ser Gin Glu Gin Leu Arg Lys Leu Gin Glu Arg Val 

180 185 190 

Glu Arg Cys Ala Lys Glu Ala Glu Lys Thr Lys Ala Gin Tyr Glu Gin 

195 200 205 

Thr Leu Ala Glu Leu His Arg Tyr Thr Pro Arg Tyr Met Glu Asp Met 

210 * 215 220 

Glu Gin Ala Phe Glu Thr Cys Gin Ala Ala Glu Arg Gin Arg Leu Leu 
225 230 235 240 

Phe Phe Lys Asp Met Leu Leu Thr Leu His Gin His Leu Asp Leu Ser 

245 250 255 

Ser Ser Glu Lys Phe His Glu Leu His Arg Asp Leu His Gin Gly lie 

260 265 270 

Glu Ala Ala Ser Asp Glu Glu Asp Leu Arg Trp Trp Arg Ser Thr His 

275 280 285 

Gly Pro Gly Met Ala Met Asn Trp Pro Gin Phe Glu Glu Trp Ser Leu 

290 295 300 

Asp Thr Gin Arg Thr He Ser Arg Lys Glu Lys Gly Gly Arg Ser Pro 
305 310 315 320 

Asp Glu Val Thr Leu Thr Ser He Val Pro Thr Arg Asp Gly Thr Ala 

325 330 335 

Pro Pro Pro Gin Ser Pro Gly Ser Pro Gly Thr Gly Gin Asp Glu Glu 

340 345 3S0 

Trp Ser Asp Glu Glu Ser Pro Arg Lys Ala Ala Thr Gly Val Arg Val 

355 360 365 

Arg Ala Leu Tyr Asp Tyr Ala Gly Gin Glu Ala Asp Glu Leu Ser Phe 

370 375 380 

Arg Ala Gly Glu Glu Leu Leu Lys Met Ser Glu Glu Asp Glu Gin Gly 
385 390 395 400 

Trp Cys Gin Gly Gin Leu Gin Ser Gly Arg He Gly Leu Tyr Pro Ala 

405 410 415 

Asn Tyr Val Glu Cys Val Gly Ala 
420 

<210> 3205 
<211> 1482 
<212> DNA 

<213> Homo sapiens 
<400> 320S 

nnggagatgg agggaacctc cccgagcagc ccaccaccca gtggggtgcg gtcccccccg 
60 

ggtctggcca agacacccct atctgctctg ggcctgaaac ctcacaaccc agcggacatc 
120 

ctgctgcacc ccacaggaga gccccggagc tatgtggagt ccgtggcacg gacagcggtg 
1B0 

gctggacccc gagctcagga ctctgagccc aagagcttta gtgctccagc cacccaggcc 
240 
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tatggccatg agatacccct gaggaacggg accctgggtg gcccctttgt ctcccccagc 
300 

cccctctcca ccagcagccc catcctcagt gctgacagca cttcagtggg gagtttcccg 
360 

tcgggagaga gcagtgacca gggtccccgg acgcccaccc agcctctgtt ggagtctggc 
420 

ttccgctcag gcagcctggg acagcccagc ccgtctgccc agagaaacta ccagagctct 
480 

tctcctctcc cgactgtggg cagtagctac agcagccccg actactcact tcagcatttc 
540 

agcccctctc cggaaagcca ggctcgagct cagttcagtg tggctggcgt ccacacggtg 
600 

cctgggagcc ctcaggcgcg tcacagaaca gtgggcacca acactccccc tagtcctggc 
660 

ttcggctggc gggccatcaa tcccagcatg gctgccccca gcagtcccag tttgagccat 
720 

caccagatga tgggtccacc aggcactggc ttccatggta gcactgtctc cagcccccag 
780 

agcagtgcag cgaccacccc ggggagcccc agcctgtgtc ggcacccagc aggggtctac 
840 

caggtttctg gcctccacaa caaagtggcc accaccccgg ggagtcccag cctgggccgg 
900 

caccctgggg ctcaccaagg caacctggcc tccggtcttc atagcaatgc aatagccagc 
960 

cctggaagcc ccagcctggg ccgtcacctc ggagggtctg gatctgtggt tcccggcagc 
1020 

ccctgctcgg accggcatgt ggcctatggc ggctattcta ccccggagga ccggagaccc 
1080 

acactgtccc ggcagagcag tgcctctggc taccaggctc cttccacgcc ctccttccct 
1140 

gtctcccctg cctactaccc tggcctgagc agccctgcca cctccccgtc accagactcc 
1200 

gcagccttcc ggcaagggag cccaacacca gccttgccag agaagcgaag gatgtcagtg 
1260 

ggagaccggg caggcagcct ccccaactat gccaccatca acgggaaggt gtcttcgcct 
1320 

gtcgccagcg gcatgtccag tcccagtggg ggcagcaccg tctccttctc ccacactctg 
1380 

cccgacttct ccaagtactc catgccagac aacagcccgg agacgcgggc taaagtgaag 

1440 

tttgtccagg acacttctaa gtattggtac aagcctaaga tc 
1482 

<210> 3206 
<211> 494 
<212> PRT 
<213> Homo sapiens 

<400> 3206 

Xaa Glu Met Glu Gly Thr Ser Pro Ser Ser Pro 

15 10 
Arg Ser Pro Pro Gly Leu Ala Lys Thr Pro Leu 

20 25 
Lys Pro His Asn Pro Ala Asp lie Leu Leu His 



Pro Pro Ser Gly Val 
15 

Ser Ala Leu Gly Leu 
30 

Pro Thr Gly Glu Pro 
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35 40 45 

Arg Ser Tyr Val Glu Ser Val Ala Arg Thr Ala Val Ala Gly Pro Arg 

SO 55 60 

Ala Gin Asp Ser Glu Pro Lys Ser Phe Ser Ala Pro Ala Thr Gin Ala 
65 70 75 80 

Tyr Gly His Glu lie Pro Leu Arg Asn Gly Thr Leu Gly Gly Ser Phe 

85 90 95 

Val Ser Pro Ser Pro Leu Ser Thr Ser Ser Pro He Leu Ser Ala Asp 

100 105 HO 

Ser Thr Ser Val Gly Ser Phe Pro Ser Gly Glu Ser Ser Asp Gin Gly 

115 120 125 

Pro Arg Thr Pro Thr Gin Pro Leu Leu Glu Ser Gly Phe Arg Ser Gly 

130 135 140 

Ser Leu Gly Gin Pro Ser Pro Ser Ala Gin Arg Asn Tyr Gin Ser Ser 
14S ISO 155 160 

Ser Pro Leu Pro Thr Val Gly Ser Ser Tyr Ser Ser Pro Asp Tyr Ser 

165 170 175 

Leu Gin His Phe Ser Ser Ser Pro Glu Ser Gin Ala Arg Ala Gin Phe 

ISO 185 190 

Ser Val Ala Gly Val His Thr val Pro Gly Ser Pro Gin Ala Arg His 

195 200 205 

Arg Thr Val Gly Thr Asn Thr Pro Pro Ser Pro Gly Phe Gly Trp Arg 

210 215 220 

Ala He Asn Pro Ser Met Ala Ala Pro Ser Ser Pro Ser Leu Ser His 
225 230 235 240 

His Gin Met Met Gly Pro Pro Gly Thr Gly Phe His Gly Ser Thr Val 

245 250 255 

Ser Ser Pro Gin Ser Ser Ala Ala Thr Thr Pro Gly Ser Pro Ser Leu 

260 265 270 

Cys Arg His Pro Ala Gly Val Tyr Gin Val Ser Gly Leu His Asn Lys 

27S 200 285 

Val Ala Thr Thr Pro Gly Ser Pro Ser Leu Gly Arg His Pro Gly Ala 

290 295 300 

His Gin Gly Asn Leu Ala Ser Gly Leu His Ser Asn Ala lie Ala Ser 
305 ' 310 315 320 

Pro Gly Ser Pro Ser Leu Gly Arg His Leu Gly Gly Ser Gly Ser Val 

325 330 335 

Val Pro Gly Ser Pro Cys Leu Asp Arg His Val Ala Tyr Gly Gly Tyr 

340 345 350 

Ser Thr Pro Glu Asp Arg Arg Pro Thr Leu Ser Arg Gin Ser Ser Ala 

355 360 365 

Ser Gly Tyr Gin Ala Pro Ser Thr Pro Ser Phe Pro Val Ser Pro Ala 

370 375 380 

Tyr Tyr Pro Gly Leu Ser Ser Pro Ala Thr Ser Pro Ser Pro Asp Ser 
385 390 395 400 

Ala Ala Phe Arg Gin Gly Ser Pro Thr Pro Ala Leu Pro Glu Lys Arg 

405 410 415 

Arg Met Ser Val Gly Asp Arg Ala Gly Ser Leu Pro Asn Tyr Ala Thr 

420 425 430 

He Asn Gly Lys Val Ser Ser Pro Val Ala Ser Gly Met Ser Ser Pro 

435 440 445 

Ser Gly Gly Ser Thr Val Ser Phe Ser His Thr Leu Pro Asp Phe Ser 

450 455 460 

Lys Tyr Ser Met Pro Asp Asn Ser Pro Glu Thr Arg Ala Lys Val Lys 
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465 470 475 

Phe Val Gin Asp Thr Ser Lys Tyr Trp Tyr Lys Pro Lys He 
485 490 



480 



<210> 3207 
<211> 495 
<212> DNA 

<213> Homo sapiens 



<400> 3207 

ngcgggacgc gcagcgctat ggcagagggc agcggggaag tggtcgcagt gtctgcgacc 
60 

ggggctgcca acggcctcaa caatggggca ggcgggacct cggcgacgac ctgcaacccg 
120 

ctgtcgcgca agctgcataa gatcctggag acgcggctgg acaacgacaa ggagatgtta 
180 

gaagctctca aggcaccttc aacctttttt gttgaaaata gtctgcggac tcgaagaaat 
240 

ttacgtggag atattgaacg taaaagttta gccatcaatg aagaatttgt aagcattttc 
300 

aaggaagtga aggaggaact tgaaagcata agcgaagatg ttcaagcaat gagcaactgt 
360 

tgtcaagata tgacaagtcg cctacaggca gcaaaggaac agactcaaga tttaatagta 

420 

aataccacta agcttcaatc tgaaagccaa aaattagaga taagagctca agttgcagat 
480 

gccttcttat ccaag 
495 



<210> 3208 

<211> 107 

<212> PRT 

<213> Homo sapiens 



<400> 3208 

Met Leu Glu Ala Leu Lys Ala Leu 

1 5 
Leu Arg Thr Arg Arg Asn Leu Arg 
20 

Ala He Asn Glu Glu Phe Val Ser 

35 40 
Leu Glu Ser He Ser Glu Asp Val 

50 55 
Asp Met Thr Ser Arg Leu Gin Ala 
65 70 
He Val Asn Thr Thr Lys Leu Gin 
85 

Arg Ala Gin Val Ala Asp Ala Phe 
100 



Ser Thr Phe Phe Val Glu Asn Ser 

10 15 
Gly Asp He Glu Arg Lys Ser Leu 
25 30 
He Phe Lys Glu Val Lys Glu Glu 
45 

Gin Ala Met Ser Asn Cys Cys Gin 
60 

Ala Lys Glu Gin Thr Gin Asp Leu 

75 80 
Ser Glu Ser Gin Lys Leu Glu He 

90 95 
Leu Ser Lys 
105 



<210> 3209 
<211> 346 
<212> DNA 

<213> Homo sapiens 
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<400> 3209 

tgttcctcta ggtggggcag gtagggggtc cagcttcctg cttgctggtg gttcaggtca 
60 

tgcgcccagc cttgtccctt ctgacctggg ccctacccac ggggaaatgt tcccatagca 
120 

gaagaatcag ccccacagtg caggggtgtg ttagtgggga acgggctctg ggctcctgtg 
180 

ggaaccaggg accccctatc ttggtaccgg tcattggatg tatccccagc tcatgcctgt 
240 

gtctgtcttg gcccgtgtgg tcaccctgtg ttcatctctc tcccagccat ggcctctcaa 
300 

actggggttt tcgtctccct atgagggggt cctggtatgt acgcgt 
346 



<210> 3210 

<211> 95 

<212> PRT 

<213> Homo sapiens 



<400> 3210 

Met Arg Pro Ala Leu Ser Leu Leu 

1 5 
Cys Ser His Ser Arg Arg He Ser 
20 

Gly Glu Arg Ala Leu Gly Ser Cys 

35 40 
Val Pro Val He Gly Cys He Pro 

SO 55 
Pro Val Trp Ser Pro Cys Val His 
6S 70 
Asn Trp Gly Phe Arg Leu Pro Met 
85 



Thr Trp Ala Leu Pro Thr Gly Lys 

10 is 
Pro Thr Val Gin Gly Cys Val Ser 
25 30 
Gly Asn Gin Gly Pro Pro He Leu 
45 

Ser Ser Cys Leu Cys Leu Ser Trp 
60 

Leu Ser Pro Ser His Gly Leu Ser 

75 80 
Arg Gly Ser Trp Tyr Val Arg 
90 95 



<210> 3211 

<211> 1728 

<212> DNA 

<212> Homo sapiens 

<400> 3211 

tccggaaata taaagttgag ctaccagttt 
60 

tggacaaaag attccaagtc gatagcccag 
120 

gtttccttgg ccatcgtgca agccagtccg 
180 

aagaacagct acggaaaagt gactgctgaa 
240 

ctgtcaagtc acacagaata ctaaaggatg 
300 

caaagaagac ttcctccatg acagctactt 
360 

ggaggagctg cactttggag aaggggttca 
420 



tcagaaatcc atgaagactc taccgtctgc 
gccaagaaaa gcgcagggga caactccagt 
aaggaccagg gactctatta ctgctgcatc 
tttaacctca cagctgaagt tctcaaacag 
tgaagagatt gaattcagcc aactcatctt 
tgggggccgc ctgcgtggtc agatcgccac 
ccgcaaagcc ttccgcagca cagtgatgca 
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cggcctcatg cctgtcttca aacctggcca tgcctgtgtg cttaaggtgc acaatgccat 
480 

tgcctatggg accagaaata atgatgagct catccaaagg aactacaaac tcgctgccca 
540 

ggaatgctat gttcaaaata ctgccaggta ttatgccaag atctacgctg ctgaagcaca 
600 

gcctctggaa ggctttggag aagtacctga gatcattcct atttttctta tccatcggcc 
660 

tgagaacaat atcccgcatg ctacagtgga ggaggagctg attggagaat ttgtgaagta 
720 

ttccatcagg gatgggaaag aaataaactt cttgagaaga gaatcagaag ctggtcagaa 
780 

atgttgcacc ttccagcact gggtgtacca gaaaacaagt ggctgcctcc tggtgacgga 
840 

catgcaaggt gtaggaatga agctaactga cgttggcata gcaacgctgg ctaaagggta 
900 

caagggatct aaaggcaact gttccacgac ctccattgat cagtttaaag cactacacca 
960 

gtgcaacaag tattgcaaaa tgctgggact gaaatccctt caaaacaaca accagaaaca 
1020 

gaagcagccg agcattggga aaagcaaagt tcaaacaaac tctatgacag taaagaaggc 
1080 

agggcctgag accccaggcg aaaagaaaac ctaacgtccc cgggtaacct aatggccact 
1140 

ggctagcagc acacaatctc gccagggaaa atctgaggcc acacaggaga gaatatacag 
1200 

cctgcagaga gtgcgtggca atccttactc ccagccgact gtgcgccaag atgcttctaa 
1260 

acccatcacc tgctgtcttc actcaaatga tttcagaaca ggatttgcga ccaggtttat 
1320 

ggggagattg aatcaacgat tggtctcaaa gacagtccat tctttatata catgtttagc 
1380 

atttttacca acctcacatc atgtgtatat ttgtgtattt gcacatggtt gtgctgtcga 
1440 

ggacctggtg ctgagaagag tctgttcaca gccaaaattc ttcccactgt cattcctaac 
1500 

ctgggatttc tagacacatc ctgctgtgat gtaaacagaa atcacgaaCt cgctcactgg 
1560 

atcaagttgt tccactggtg tctaatacgc tattgttgcc ggaggtgggt tctgtgacgt 
1620 

gaagccattt cccatcattc aacagccagt tacaattttc tgtttaatta aactcatatt 
1680 

taaacaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 
1728 

<210> 3212 

<211> 87 

<212> PRT 

<213> Homo sapiens 

<400> 3212 

Ser Gly Asn lie Lys Leu Ser Tyr Gin Phe Ser Glu lie His Glu Asp 

1 5 10 15 

Ser Thr Val Cys Trp Thr Lys Asp Ser Lys Ser He Ala Gin Ala Lys 



2421 



WO 00/58473 PCT/US00/08621 



20 2S 30 

Lys Ser Ala Gly Asp Asn Ser Ser Val Ser Leu Ala He Val Gin Ala 

35 40 45 

Ser Pro Lys Asp Gin Gly Leu Tyr Tyr Cys Cys He Lys Asn Ser Tyr 

50 55 60 

Glv Lys Val Thr Ala Glu Phe Asn Leu Thr Ala Glu Val Leu Lys Gin 
65 70 " 80 

Leu Ser Ser His Thr Glu Tyr 
85 

<210> 3213 

<211> 348 

<212> DNA 

<213> Homo sapiens 

<400> 3213 

acgcgtgaag gggaagcggc ggggtagtaa cagattatgg gcaacagtcc ttttaattaa 
60 

tctaccgtca tcatggctaa tgaggactgt cccaaggctg ctgatagtcc tttttcatca 
120 

gataaacatg cccaactcat cttggcccaa atcaataaga tgagaaatgg acagcatttc 
180 

tgtgatgtgc agctgcaagt tggacaggaa agttttaaag ctcatcggct ggttttggct 
240 

gccagcagtc cttactttgc agctttgttc actggaggaa tgaaagagtc ctcaaaagat 
300 

gttgtaccga ttctaggaat tgaagcagga atctttcaga tacttcta 
348 

<210> 3214 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 3214 

Met Ala Asn Glu Asp Cys Pro Lys Ala Ala Asp Ser Pro Phe Ser Ser 

15 10 15 

Asp Lys His Ala Gin Leu He Leu Ala Gin He Asn Lys Met Arg Asn 

20 25 30 

Gly Gin His Phe Cys Asp Val Gin Leu Gin Val Gly Gin Glu Ser Phe 
35 40 45 

. Lys Ala His Arg Leu Val Leu Ala Ala Ser Ser Pro Tyr Phe Ala Ala' 
SO 55 60 

Leu Phe Thr Gly Gly Met Lys Glu Ser Ser Lys Asp Val Val Pro He 

75 80 



65 70 



Leu Gly He Glu Ala Gly He Phe Gin He Leu Leu 
8 5 90 

<210> 3215 

<211> 597 

<212> DNA 

<213> Homo sapiens 

<400> 3215 
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acgcgtgcgc gctcccggca ggagagggcc agccggcccc ggcttaccat cttgaacgtg 
60 

tgcaacactg gggacaagat ggtggagtgc cagctggaga cgcacaacca caagatggtg 
120 

accttcaagt tcgacttgga cggggacgca cccgatgaaa ttgccacgta tatggtggag 
180 

catgacttta tcctgcaggc cgagcgggaa acgttcatcg agcagatgaa ggatgtcatg 
240 

gacaaggcag aggacatgct cagcgaggac acagacgccg accgtggctc cgacccaggg 
300 

accagcccgc cacacctcag cacctgcggc ctgggcaccg gggaggagag ccgacaatcc 
360 

caagccaacg cccccgtgta ccagcagaac gtcctgcaca ccgggaagag gtggttcatc 
420 

atctgtccgg tgcctgagcc ccccgccccc gagggccctt gaatcttcgc ccccacttcc 
480 

tctaagctcc ctgccgccag aagccagcca agattcagcg ccctataaag accagctgtc 
540 

ctcgaaggaa caacccagct ttctagccag tcagcagctc ctgggccagg cgggccc 
597 

c210> 3216 
<21i> 153 
<212> PRT 

<213> Homo sapiens 
<400> 3216 



Thr Arg 


Ala 


Arg 


Ser Arg 


Gin 


Glu 


Arg 


Ala Ser 


Arg 


Pro 


Arg 


Leu 


Thr 


1 






5 








10 








15 




He Leu 


Asn 


Val 


Cys Asn 


Thr 


Gly 


Asp 


Lys Met 


Val 


Glu 


Cys 


Gin 


Leu 






20 








25 








30 






Glu Thr 


His 


Asn 


His Lys 


Met 


Val 


Thr 


Phe Lys 


Phe 


Asp 


Leu 


Asp 


Gly 




35 








40 








45 








Asp Ala 


Pro 


Asp 


Glu He 


Ala 


Thr 


Tyr 


Met Val 


Glu 


His 


Asp 


Phe 


He 


50 








55 








60 










Leu Gin 


Ala 


Glu 


Arg Glu 


Thr 


Phe 


He 


Glu Gin 


Met 


Lys 


Asp 


Val 


Met 


65 






70 








75 










80 


Asp Lys 


Ala 


Glu 


Asp Met 


Leu 


Ser 


Glu 


Asp Thr 


Asp 


Ala 


Asp 


Arg 


Gly 








85 








90 








95 




Ser Asp 


Pro Gly 


Thr Ser 


Pro 


Pro 


His 


Leu Ser 


Thr 


Cys 


Gly 


Leu 


Gly 






100 








105 








110 






Thr Gly 


Glu 


Glu 


Ser Arg 


Gin 


Ser 


Gin 


Ala Asn 


Ala 


Pro 


Val 


Tyr 


Gin 




115 








120 








125 








Gin Asn 


Val 


Leu 


His Thr 


Gly 


Lys 


Arg 


Trp Phe 


He 


He 


Cys 


Pro 


Val 


130 








135 








14 0 










Pro Glu 


Pro 


Pro 


Ala Pro 


Glu 


Gly 


Pro 















145 150 

<210> 3217 

<211> 2570 

<212> DNA 

<213> Homo sapiens 

<400> 3217 
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ggggtcaaag ctcgccagta cccctggggt gttgtacaag tggaaaatga aaaccactgt 



gactttgtaa agctgcggga aatgctcatt tgtacaaata tggaggacct gcgagagcag 



acccatacca ggcactatga gctttacagg cgctgcaaac tggaggaaat gggctttaca 



L80 

gatgtgggcc cagaaaacaa gccagtcagt gttcaagaga cctatgaagc caaaagacat 



240 

gagttccatg gtgaacgtca gaggaaggaa gaagaaatga aacagatgtt tgtgcagcga 



gtaaaggaga aagaagccat attgaaagaa gctgagagag agctacaggc caaatttgag 



caccttaaga gacttcacca agaagagaga atgaagcttg aagaacaaag aagacttttg 



420 

gaagaagaaa taattgcttt ctctaaaaag aaagctacct ccgagatatt tcacagccag 



tcctttctgg caacaggcag caacctgagt aaggacaagg accataagaa ctccaatttt 
540 

ttgtaaaaca gaagttccag agcacagaag gtcatcatca caagcaaact ttattaaaaa 

aaaactagaa gtgtgctttg attttgctgt tatttgtttt atcacttcta tatttggtga 

"agccacag ttactgatat ttatggaaaa gtactttcaa gtacaaggtc aatacataag 
720 

ccagagtgaa tgatactaca agttgagcat ctctaattca aaaatctgaa atccagaagc 
780 

ttcaaaatct gaatcttttt gagcactgac ttgaccccac aagtggaaaa ttccccaccc 
840 

gacacctttg ctttctgatg gttcagttta aacagatttt gtttcttgca caaaattttt 

gtataaacta ctttcaggcc atatgtataa ggtggatgcg aaacatgaat tatgtaatta 
960 

gagtcgggtc ccgttgtgta tatgcagata ttccaaacct gaaatccaaa acacttctgg 

tccctagcat tttggataag ggatactcag cttgtaccta tatattcata tatattcact 

gttgttagaa atgtttaagt tgctgttctg tgatgaatct aaatcttttc tcttgctacc 

aagctattgt cactgcagtg cattatacca aagagcgaag tcagtgccac tgaaaataca 

gaacccatta atatcgtggc tatctgatta catttatatt ccaagatgaa ccttttttta 
1260 

tatatgctaa aaattttggg gaatatgttt tgggatgtat tatggagcta aaactctaac 
1320 

ctcttaatag ttttatagaa cttaaaaatt ttttatacaa ttacccaatt ggtgatatga 

tcttaagctt ttgtgtcaga ttatttaata tgatgacttc atgctttatt atgccttatt 
1440 

atggctgacg tattactgtg gtgaaacaaa atatctttaa aagttaaaac atccagatat 

ataagctatt ttttcctaag gataaagtac ctttgagcat gagtgtatca cagctttcat 
1560 

taggaaaact tttcattaca tacttgttta aactctgtct tccagggtaa aaataataag 
1620 
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gttgaatcat tttattaaaa atacttttta 
1680 

agatataaaa atgcacataa ttcatatttc 
1740 

tattctcaga acattttaat gatttctaac 
1800 

tcattttttg tacttgaata ttctaaataa 
1860 

tatatttact aaaaaaaaaa aaaaaaaacc 
1920 

tgttaaagga aaaaaaagag gggggaagat 
1980 

aacagctcag gatctcttag cattttaatt 
2040 

aagtttggtt ctgtgtctgt gttttaataa 
2100 

agagaaaaca gacctaatgc tccttgttcc 
2160 

agtcgagctc tcggaactgc atgctgctgg 
2220 

cactgaattc cattttttca aggtaatttc 
2280 

ttgatcagat ctgacatgat tccttcctgt 
2340 

tgagtcaggt ttgagtagag gcttagagac 
2400 

tggtctcagt cataatcatt agggggaact 
2460 

aactggggat tgggtgggca ggaaaaggtg 
2520 

ctgagaagct tttgaataaa aactttgcta 
2570 



agaaaataac tatgaacatc tgaatattaa 

aggtggtatt tgcattcagt gccttactgg 

atttcttaac agtcatagat atatacattt 

aactgacatt tactcttgac aaataaaaca 

tcgtgccgaa ttcggagagt ctaggaatac 

caggtcatac tacctactct cctcatctct 

agatgtaatt gtttgtcttt aactgtcaaa 

gacgagagga cgagcgattg aggtgtatgg 

tagagtagag tggagggagg gtggcctaag 

acagtatcac tgtctttcct agatggcagt 

Ctgtgcctct aacagcccaa gaatgggagg 

tctgaactgt ggggtgtgca catctctgct 

agttgggtga gaacaaccaa aatcttatca 

ctagccaaat ggtttaactt ctgcctgtgg 

atatccattc tttctgataa ctagatggtg 
aatgaaaaaa aaaaaaaaaa 



<210> 3218 

<211> 181 

<212> PRT 

<213> Homo sapiens 

<400> 3218 

Gly Val Lys Ala Arg Gin Tyr Pro Trp Gly Val Val Gin Val Glu Asn 

IS 10 15 

Glu Asn His Cys Asp Phe Val Lys Leu Arg Glu Met Leu lie Cys Thr 

20 25 30 

Asn Met Glu Asp Leu Arg Glu Gin Thr His Thr Arg His Tyr Glu Leu 

35 40 45 

Tyr Arg Arg Cys Lys Leu Glu Glu Met Gly Phe Thr Asp Val Gly Pro 

50 55 60 

Glu Asn Lys Pro Val Ser Val Gin Glu Thr Tyr Glu Ala Lys Arg His 
65 70 75 80 

Glu Phe His Gly Glu Arg Gin Arg Lys Glu Glu Glu Met Lys Gin Met 

85 90 95 

Phe Val Gin Arg Val Lys Glu Lys Glu Ala He Leu Lys Glu Ala Glu 

100 105 110 

Arg Glu Leu Gin Ala Lys Phe Glu His Leu Lys Arg Leu His Gin Glu 
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115 120 125 

Glu Arg Met Lys Leu Glu Glu Gin Arg Arg Leu Leu Glu Glu Glu He 

130 135 1*0 

lie Ala Phe Ser Lys Lys Lys Ala Thr Ser Glu He Phe His Ser Gin 
14S 150 155 1«0 

Ser Phe Leu Ala Thr Gly Ser Asn Leu Ser Lys Asp Lys Asp His Lys 

165 170 I 75 

Asn Ser Asn Phe Leu 
180 

<210> 3219 

<211> 1241 

<212> DNA 

<213> Homo sapiens 

<400> 3219 

gcgcgccatg taccacaccc agcacctcag gtcccgccca gcagggggct cggctgtgcc 
60 

tcctctggac gccacgttgt cccagcccag gttcatgtca atggtgggng cgttacatct 
120 

gagcgggaga cagacatcct ggacgatgaa ttgccaaacc aggatggtca cagtgcgggc 
180 

agcatgggca cactctcttc tctggacggg gtcaccaaca tcagtgaggg gggctaccca 
240 

gaggccctgt ccccactgac caacggtctg gacaagtcct accccatgga gcctatggtc 
300 

aatggaggag gctaccccta cgagtctgcc agccgggcgg ggcctgccca tgctggccac 
360 

acggccccca tgcggccctc ctactctgca caggagggtt tagctggcta ccagagggag 

gggccccacc cagcctggcc acagccagtg accacctccc actatgccca tgaccccagc 
480 

ggtatgttcc gctctcaatc cttttcggaa gctgaacccc agctgccccc agctccggtc 
540 

cgagggggaa gcagccggga ggctgtgcaa aggggactga attcgtggca gcagcagcag 
600 

cagcagcagc agcagcctcg cccacctcca cgccagcagg aaagagccca cttggagagt 
660 

cttgtagcca gcaggcccag ccctcagcca ttggcagaga cccccatccc cagtctccct 
720 

gagttcccgc gagcagcctc ccagcaggag attgaacagt ccatcgaaac actcaatatg 
780 

ctgatgctgg acctggagcc agcctccgct gctgccccac tacacaagtc ccagagtgtc 

840 

cccggggcct ggccaggggc ttctccactc tcctcccagc ccctctctgg atcctcccgt 
900 

cagtcccatc cactgaccca gtccagatct ggctatatcc ccagtgggca ttcgttggga 
960 

acccctgagc cagccccacg ggcctctctg gagtctgtcc ctcctggcag gtcttactca 
1020 

ccttatgact atcagccatg tttggctggg cctaaccagg atttccattc aaagagccca 
1080 

gcctcttcct ccttgcctgc cttccttccg accacccaca gccctccagg gcctcagcaa 
1140 
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cccccagcct ctctccctgg cctcactgct cagcctctgc tctcaccaaa ggaagcgact 
1200 

tcagacccct cccggactcc agaggaggag ccattgaatt c 
1241 

<210> 3220 
<211> 413 
<212> PRT 

<213> Homo sapiens 
<400> 3220 

Ala Arg His Val Pro His Pro Ala Pro Gin Val Pro Pro Ser Arg Gly 

1 5 10 15 

Leu Gly Cys Ala Ser Ser Gly Arg His Val Val Pro Ala Gin Val His 

20 25 30 

Val Asn Gly Gly Xaa Val Thr Ser Glu Arg Glu Thr Asp lie Leu Asp 

35 40 45 

Asp Glu Leu Pro Asn Gin Asp Gly His Ser Ala Gly Ser Met Gly Thr 

50 55 60 

Leu Ser Ser Leu Asp Gly Val Thr Asn lie Ser Glu Gly Gly Tyr Pro 
65 70 75 80 

Glu Ala Leu Ser Pro Leu Thr Asn Gly Leu Asp Lys Ser Tyr Pro Met 

85 90 95 

Glu Pro Met Val Asn Gly Gly Gly Tyr Pro Tyr Glu Ser Ala Ser Arg 

100 10S no 

Ala Gly Pro Ala His Ala Gly His Thr Ala Pro Met Arg Pro Ser Tyr 

US 120 125 

Ser Ala Gin Glu Gly Leu Ala Gly Tyr Gin Arg Glu Gly Pro His Pro 

130 135 140 

Ala Trp Pro Gin Pro Val Thr Thr Ser His Tyr Ala His Asp Pro Ser 
145 150 155 160 

Gly Met Phe Arg Ser Gin Ser Phe Ser Glu Ala Glu Pro Gin Leu Pro 

165 170 175 

Pro Ala Pro Val Arg Gly Gly Ser Ser Arg Glu Ala Val Gin Arg Gly 

180 185 190 

Leu Asn Ser Trp Gin Gin Gin Gin Gin Gin Gin Gin Gin Pro Arg Pro 

195 200 205 

Pro Pro Arg Gin Gin Glu Arg Ala His Leu Glu Ser Leu Val Ala Ser 

210 215 220 

Arg Pro Ser Pro Gin Pro Leu Ala Glu Thr Pro lie Pro Ser Leu Pro 
225 230 235 240 

Glu Phe Pro Arg Ala Ala Ser Gin Gin Glu He Glu Gin Ser He Glu 

245 250 255 

Thr Leu Asn Met Leu Met Leu Asp Leu Glu Pro Ala Ser Ala Ala Ala 

260 265 270 

Pro Leu His Lys Ser Gin Ser Val Pro Gly Ala Trp Pro Gly Ala Ser 

275 280 285 

Pro Leu Ser Ser Gin Pro Leu Ser Gly Ser Ser Arg Gin Ser His Pro 

290 295 300 

Leu Thr Gin Ser Arg Ser Gly Tyr He Pro Ser Gly His Ser Leu Gly 
305 310 315 320 

Thr Pro Glu Pro Ala Pro Arg Ala Ser Leu Glu Ser Val Pro Pro Gly 

325 330 335 

Arg Ser Tyr Ser Pro Tyr Asp Tyr Gin Pro Cys Leu Ala Gly Pro Asn 
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340 345 350 

Gin Asp Phe His Ser Lys Ser Pro Ala Ser Ser Ser Leu Pro Ala Phe 

355 360 365 

Leu Pro Thr Thr His Ser Pro Pro Gly Pro Gin Gin Pro Pro Ala Ser 

370 375 380 

Leu Pro Gly Leu Thr Ala Gin Pro Leu Leu Ser Pro Lys Glu Ala Thr 
385 390 395 

Ser Asp Pro Ser Arg Thr Pro Glu Glu Glu Pro Leu Asn 
405 410 

<210> 3221 

<211> 15BS 

<212> DNA 

<213> Homo sapiens 

ctcctggctg tcctccgacc ccggcggtct cgaaagcgac acgtgcagtg ggtggaggag 
ccccaacgct cctgcaccgc gcggagatgg cacatccagg ccaccggtgg ggtcgagccc 
gcaggctgga aggagatgcg atgccacctg cgcgccaacg gctacctgtg caagtaccag 

1 BO 

tttgaggcct tgtgtcctgc gccgcgcccc ggggccgcct ctaacttgag ctatcgcgcg 
cccttccagc tgcacagcgc cgctctggac ttcagtccac ctgggaccga ggcgagtgcg 
ctctgccggg gacagctccc gatctcagtt acttgcatcg cggacgaaat cggcgctcgc 
cgggacaaac tctcgggcga tgtgttgtgt ccctgccccg ggaggtacct ccgtgctggc 
aaatgcgcag agctccctaa ctgcctagac gacttgggag gctctgcctg cgaatgtgct 
acgggcttcg agctggggaa ggacggccgc txttgtgtga ccagtgggga aggacagccg 
acccttgggg ggaccggggt gcccaccagg cgcccgccgg ccactgcaac cagccccgtg 
ccgcagagaa catggccaat cagggtcgac gagaagctgg gagagacacc acttgtccct 
"acaagaca acccagcaac atctattcct gagattcctc gatggggatc aeagagcacg 

720 

atgtctaccc tccaaatgtc ccttcaagcc gagtcaaagg ccactatcac cccaccaggg 
Igcgtgattt ccaagtttaa ttctacgact tcctctgcca cccctcaggc tctcgactcc 

840 

tcctctgccg tggtottcat atttgtgagc acagcagtag tagtgtcggc gatcctgacc 

atgacagcac ttgggcttgt caagctctgc tcccacgaaa gcccctcttc ccagccaagg 
960 

aaggagtcta tgggcccgcc gggctgtgat gagtgatcct gagcccgctg otttgggctc 
cagtttgcac attgcacaaa caatggggtg aaagccgggg actgtgatct gcgggacaga 
gcagagggcg ccctgctgcg gagtccccgt ctttgggctc cagtgatgca tagggaaaca 

1140 
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ggggacatgg gcactcccgt gaacagtttt tcacttttga tgaaacgggg aaccaagagg 
1200 

aacttacttg tgtaactgac aatttctgca gaaatccccc ttcctctaaa ttccctttac 
1260 

tccactgagg agctaaatca gaactgcaca ctccttccct gatgatagag gaagtggaag 
1320 

tgcctttagg atggtgatac tgggggaccg ggtagtgctg gggagagata ttttcttatg 
1380 

tttattcgga gaatttggag aagtgattga acttttcaag acattggaaa caaatagaac 
1440 

acaatataat ttacattaaa aaataatttc taccaaaatg gaaaggaaat gttctatgtt 
1500 

gttcaggcta ggagtatatt ggttcgaaat cccagggaaa aaaaataaaa acaaaaaatt 
1560 

aaaggattgt tgataaaaaa aaaaa 
1585 

<210> 3222 

<211> 331 

<212> PRT 

<213> Homo sapiens 



<400> 3222 



Leu 


Leu 


Ala 


Val 


Leu 


Arg 


Pro 


Arg 


Arg 


Ser 


Arg 


Lys 


Arg 


His 


Val 


Gin 


1 








5 










10 










15 




Trp 


Val 


Glu 


Glu 


Pro 


Gin 


Arg 


Ser 


Cys 


Thr 


Ala 


Arg 


Arg 


Trp 


His 


He 








20 










25 










30 






Gin 


Ala 


Thr 


Gly 


Gly 


Val 


Glu 


Pro 


Ala 


Gly 


Trp 


Lys 


Glu 


Met 


Arg 


Cys 






35 










40 










45 








His 


Leu 


Arg 


Ala 


Asn 


Gly 


Tyr 


Leu 


Cys 


Lys 


Tyr 


Gin 


Phe 


Glu 


Val 


Leu 




50 










55 










60 










Cys 


Pro 


Ala 


Pro 


Arg 


Pro 


Gly 


Ala 


Ala 


Ser 


Asn 


Leu 


Ser 


Tyr 


Arg 


Ala 


65 










70 










75 










80 


Pro 


Phe 


Gin 


Leu 


His 


Ser 


Ala 


Ala 


Leu 


Asp 


Phe 


Ser 


Pro 


Pro 


Gly 


Thr 










85 










90 










95 




Glu 


Val 


Ser 


Ala 


Leu 


Cys 


Arg 


Gly 


Gin 


Leu 


Pro 


He 


Ser 


val 


Thr 


Cys 








100 










105 










110 






He 


Ala 


Asp 


Glu 


He 


Gly 


Ala 


Arg 


Trp 


Asp 


Lys 


Leu 


Ser 


Gly 


Asp 


Val 






115 










120 










12 5 








Leu 


Cys 


Pro 


Cys 


Pro 


Gly 


Arg 


Tyr 


Leu 


Arg 


Ala 


Gly 


Lys 


Cys 


Ala 


Glu 




130 










135 










140 










Leu 


Pro 


Asn 


Cys 


Leu 


Asp 


Asp 


Leu 


Gly 


Gly 


Phe 


Ala 


Cys 


Glu 


Cys 


Ala 


145 










150 










155 










160 


Thr 


Gly 


Phe 


Glu 


Leu 


Gly 


Lys 


Asp 


Gly 


Arg 


Ser 


Cys 


val 


Thr 


Ser 


Gly 










165 










170 










175 




Glu 


Gly 


Gin 


Pro 


Thr 


Leu 


Gly 


Gly 


Thr 


Gly 


Val 


Pro 


Thr 


Arg 


Arg 


Pro 








180 










185 










190 






Pro 


Ala 


Thr 


Ala 


Thr 


Ser 


Pro 


Val 


Pro 


Gin 


Arg 


Thr 


Trp 


Pro 


He 


Arg 






195 










200 










205 








Val 


Asp 


Glu 


Lys 


Leu 


Gly 


Glu 


Thr 


Pro 


Leu 


Val 


Pro 


Glu 


Gin 


Asp 


Asn 




210 










215 










220 










Ser 


Val 


Thr 


Ser 


lie 


Pro 


Glu 


He 


Pro 


Arg 


Trp 


Gly 


Ser 


Gin 


Ser 


Thr 


225 










230 










235 










240 


Met 


Ser 


Thr 


Leu 


Gin 


Met 


Ser 


Leu 


Gin 


Ala 


Glu 


Ser 


Lys 


Ala 


Thr 


He 



2429 



WO 00/58473 



PCTrtiSOO/08621 



245 250 255 

Thr Pro Ser Gly Ser Val He Ser Lys Phe Asn Ser Thr Thr Ser Ser 

260 265 270 

Ala Thr Pro Gin Ala Phe Asp Ser Ser Ser Ala Val Val Phe He Phe 

275 290 28 

Val Ser Thr Ala Val Val Val Leu Val lie Leu Thr Met Thr Val Leu 

290 295 300 

Gly Leu Val Lys Leu Cys Phe His Glu Ser Pro Ser Ser Gin Pro Arg 
305 310 315 

Lys Glu Ser Met Gly Pro Pro Gly Cys Asp Glu 
325 330 

<210> 3223 
<211> 985 
<212> DNA 

<213> Homo sapiens 

^cgcgtgg ttcacgggct gcagcctcc= tgcttccagg agccgtgcag caaccccgac 
Igcccgattt ttggggcact gaccatcatg accggcgtca ttggggtcat cttgggggca 
gaagcctcga ggaggcacaa gaaagtcatt ccaggagctg agcccctcat ctgcgcctcc 

180 

agcctgcttg ccacagcccc ctgcctctac ctggctctcg tcctggcccc gaccaccctg 
«ggcccccc acgtgttcct gggccttggg gagctgcttc tgccctgcaa ctgggcagtg 
g«gccgaca tcctgctgtc tgtggtggtg cccagatgcc gggggacggc agaggcactt: 
cagatcacgg tgggccacat cctgggagac gccggcagcc cctacctcac aggacttatc 

420 

tccagtgtcc cgcggccagg cgccctgacc cctctgcagc gcttccgcag cctgcagcag 
480 

agcttcctgt gctgcgcctt tgtcatcgcc ctggggggcg gctgcttcct gctgactgcg 

540 

ctgtacctgg agagagacga gacccgggec tggcagcctg tcacagggac cccagacagc 
aatgatgtgg acagcaacga cctggagaga caaggcctac tttcgggcgc tggcgcctct 
"agaggagc cctgaggtcc ctgcctacac tcgtcctgcc tgcaagcctc ccgttggtcc 
Icacagcagc agegcctcgg ttcecctttg gctgtcctcg gggactccgg ctgaggcaca 
tctgccacct ttgaaccccc ggctggagag ctggcaggac cctgtggccg ggctgggaat 

840 

ggagctgtca gcactctgcg tgggaggcct gggcctgtgc ctgcatcccg ctcaaggctg 

ccccagcctg gggtccccag cctggctgct gctgggccct gaataaagag aggccagtac 
960 

aaagcccatg gattttgggc ctgta 
985 

<210> 3224 
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<211> 224 
<212> PRT 

<213> Homo sapiens 
<400> 3224 

Xaa Arg Val Val His Gly Leu Gin Pro Pro Cys Phe Gin Glu Pro Cys 

15 10 15 

Ser Asn Pro Asp Ser Leu He Phe Gly Ala Leu Thr He Met Thr Gly 

20 25 30 

Val He Gly Val He Leu Gly Ala Glu Ala Ser Arg Arg Tyr Lys Lys 

35 40 45 

Val He Pro Gly Ala Glu Pro Leu He Cys Ala Ser Ser Leu Leu Ala 

50 55 60 

Thr Ala Pro Cys Leu Tyr Leu Ala Leu Val Leu Ala Pro Thr Thr Leu 
65 70 75 80 

Leu Ala Ser Tyr Val Phe Leu Gly Leu Gly Glu Leu Leu Leu Ser Cys 

85 90 95 

Asn Trp Ala Val Val Ala Asp He Leu Leu Ser Val Val Val Pro Arg 

100 105 110 

Cys Arg Gly Thr Ala Glu Ala Leu Gin He Thr Val Gly His He Leu 

115 120 125 

Gly Asp Ala Gly Ser Pro Tyr Leu Thr Gly Leu He Ser Ser Val Leu 

130 13S 140 

Arg Pro Gly Ala Leu Thr Pro Leu Gin Arg Phe Arg Ser Leu Gin Gin 
145 150 15S 160 

Ser Phe Leu Cys Cys Ala Phe Val He Ala Leu Gly Gly Gly Cys Phe 

165 170 175 

Leu Leu Thr Ala Leu Tyr Leu Glu Arg Asp Glu Thr Arg Ala Trp Gin 

180 185 190 

Pro Val Thr Gly Thr Pro Asp Ser Asn Asp Val Asp Ser Asn Asp Leu 

195 200 205 

Glu Arg Gin Gly Leu Leu Ser Gly Ala Gly Ala Ser Thr Glu Glu Pro 
210 215 220 

<210> 3225 

<211> 506 

<212> DNA 

<213> Homo sapiens 

<400> 3225 

cgcctgcccc agtccatctg tgacaggcgg gcgtgagtgt agaggaatag ctaggctgta 
60 

gcagtcgaaa ttctttctga accccatata ggatgaaggt tatatttcca aaattaaaac 
120 

agaggaacat tttaaatggc ctacgtccat gcaccttctt tattcaagaa gctaccaaga 
180 

attctgcctg tttcccagtc cctaaaatgc ctgtgccatg tgccctgggt gaagaactag 
240 

tcccatgcca caggggtaca ggccccgctg tagtttggcc agcccaaccg cagcaagggg 
300 

aagtggaacc acagcctcaa cccacacaga ggatggaacc accttctgca gctaaaaata 
360 

accacaccgc ctttgaggtg agccacccaa gatgcaggtg gggctgtatg aaactccacg 
420 
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aacatgggat gagtttcatt ttcagggttc cgaggggcca tgagtggtac caagatccct 
480 

ggaggcgccc ttggtttccc atgtag 
506 

<210> 3226 
<211> 137 
<212> PRT 

<213> Homo sapiens 
<400> 3226 

Met Lys val lie Phe Pro Lys Leu Lys Gin Arg Asn lie Leu Asn Gly 

15 10 IS 

Leu Arg Pro Cys Thr Phe Phe He Gin Glu Ala Thr Lys Asn Ser Ala 

20 2S 30 

Cys Phe Pro Val Pro Lys Met Pro Val Pro Cys Ala Leu Gly Glu Glu 

35 40 45 

Leu Val Pro Cys His Arg Gly Thr Gly Pro Ala Val Val Trp Pro Ala 

50 55 60 

Gin Pro Gin Gin Gly Glu Val Glu Pro Gin Pro Gin Pro Thr Gin Arg 
65 70 75 60 

Met Glu Pro Pro Ser Ala Ala Lys Asn Asn His Thr Ala Phe Glu Val 

85 90 95 

Ser His Pro Arg Cys Arg Trp Gly Cys Met Lys Leu His Glu His Gly 

100 105 HO 

Met Ser Phe He Phe Arg Val Pro Arg Gly His Glu Trp Tyr Gin Asp 

US 120 125 

Pro Trp Arg Cys Pro Trp Phe Pro Met 
130 135 

<210> 3227 

<211> 1623 

<212> DNA 

<213> Homo sapiens 

<400> 3227 

nngtgtaggg gtagattttc gctgcagtgt tccccgagcc tgttagacgc agcggccggg 
60 

agactgagag aggaaaggat agaggaagtg ctgccctagg ctgcatgagt cgaagcaagc 
120 

gtgtttcctt cccgccaggc aagtgccctt agaaaccggg ccccgccccc ttcctggcct 
180 

gcattcccat cccctctccc ggggcggagg tgaggacctc cttggttcct ttggttctgt 
240 

cagtgagccc cttccttggc catgaagctc gtgaggaaga acatcgagaa ggacaatgcg 
300 

ggccaggtga ccctggtccc cgaggagcct gaggacatgt ggcacactta caacctcgtg 
360 

caggtgggcg acagcctgcg cgcctccacc atccgcaagg tacagacaga gtcctccacg 
420 

ggcagcgtgg gcagcaaccg ggtccgcact accctcactc tctgcgtgga ggccatcgac 
480 

ttcgactctc aagcctgcca gctgcgggct aaggggacca acatccaaga gaatgagtat 
540 
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gtcaagatgg gggcttacca caccatcgag ctggagccca accgccagtt caccctggcc 
600 

aagaagcagt gggacagtgt ggtactggag cgcatcgagc aggcctgtga cccagcctgg 
660 

agcgctgatg tggcggctgt ggtcatgcag gaaggcctcg cccatatctg cttagtcact 
720 

cccagcatga ccctcactcg ggccaaggtg gaggtgaaca tccctaggaa aaggaaaggc 
780 

aattgctctc agcatgaccg ggccttggag cggttctatg aacaggtggt ccaggctatc 
840 

cagcgccaca tacactttga tgttgtaaag tgcatcctgg tggccagccc aggatttgtg 
900 

agggagcagt tctgcgacta catgtttcaa caagcagtga agaccgacaa caaactgctc 
960 

ctggaaaacc ggtccaaatt tcttcaggta catgcctcct ccggacacaa gtactccctg 
1020 

aaagaggccc tttgtgaccc tactgtggct agccgccttt cagacactaa agctgctggg 
1060 

gaagtcaaag ccttggatga cttctataaa atgttacagc atgaaccgga tcgagctttc 
1140 

tatggactca agcaggtgga gaaggccaat gaagccatgg caattgacac attgctcatc 
1200 

agcgatgagc tcttcaggca tcaggatgta gccacacgga gccggtatgt gaggctggtg 
1260 

gacagtgtga aagagaatgc aggcaccgtt aggatattct ctagtcttca cgtttctggg 
1320 

gaacagccca gccagttgac tggggtagct gccattctcc gcttccctgt tcccgaactt 
1380 

tctgaccaag agggtgattc cagttctgaa gaggattaat gattgaaact taaaattgag 
1440 

acaatcttgt gtttcctaaa ctgttacagt acatttctca gcatccttgt gacagaaagc 
1500 

tgcaagaacg gcactttttg attcatacag ggatttctta tgtctttggc tacaccagat 
1560 

attttgtgat tggcaagaca tgtatttaaa caataaacta aaaggaaata aaaaaaaaaa 

1620 

aaa 

1623 

<210> 3228 
<211> 385 
<212> PRT 

<213> Homo sapiens 



<400> 3228 



Met Lys Leu Val 


Arg 


Lys Asn lie 


Glu Lys 


Asp 


Asn Ala Gly Gin Val 


1 


5 




10 




IS 


Thr Leu Val Pro 


Glu 


Glu Pro Glu 


Asp Met 


Trp 


His Thr Tyr Asn Leu 


20 






25 




30 


Val Gin Val Gly Asp 


Ser Leu Arg 


Ala Ser 


Thr 


lie Arg Lys Val Gin 


35 




40 






45 


Thr Glu Ser Ser 


Thr 


Gly Ser Val 


Gly Ser 


Asn 


Arg Val Arg Thr Thr 


50 




SS 






60 


Leu Thr Leu Cys 


val 


Glu Ala lie 


Asp Phe 


ASP 


Ser Gin Ala Cys Gin 
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65 ™ 75 30 

Leu Arg Val Lys Gly Thr Asn lie Gin Glu Asn Glu Tyr Val Lys Met 

85 90 95 

Gly Ala Tyr His Thr lie Glu Leu Glu Pro Asn Arg Gin Phe Thr Leu 

100 105 110 

Ala Lys Lys Gin Trp Asp Ser Val Val Leu Glu Arg He Glu Gin Ala 

115 120 125 

Cys Asp Pro Ala Trp Ser Ala Asp Val Ala Ala Val Val Met Gin Glu 

130 135 140 

Gly Leu Ala His lie Cys Leu Val Thr Pro Ser Met Thr Leu Thr Arg 
145 150 155 I" 

Ala Lys val Glu Val Asn He Pro Arg Lys Arg Lys Gly Asn Cys Ser 

165 170 i75 

Gin His Asp Arg Ala Leu Glu Arg Phe Tyr Glu Gin Val Val Gin Ala 

180 185 i9 ° 

He Gin Arg His He His Phe Asp Val Val Lys Cys He Leu Val Ala 

195 200 205 

Ser Pro Gly Phe Val Arg Glu Gin Phe Cys Asp Tyr Met Phe Gin Gin 

210 215 220 

Ala Val Lys Thr Asp Asn Lys Leu Leu Leu Glu Asn Arg Ser Lys Phe 
225 * 230 235 240 

Leu Gin val His Ala Ser Ser Gly His Lys Tyr Ser Leu Lys Glu Ala 

245 250 255 

Leu Cys Asp Pro Thr Val Ala Ser Arg Leu Ser Asp Thr Lys Ala Ala 

260 265 270 

Gly Glu Val Lys Ala Leu Asp Asp Phe Tyr Lys Met Leu Gin His Glu 

275 280 285 

Pro Asp Arg Ala Phe Tyr Gly Leu Lys Gin Val Glu Lys Ala Asn Glu 

290 29S 300 

Ala Met Ala He Asp Thr Leu Leu He Ser Asp Glu Leu Phe Arg His 
305 310 315 320 

Gin Asp Val Ala Thr Arg Ser Arg Tyr Val Arg Leu Val Asp Ser Val 

325 330 335 

Lys Glu Asn Ala Gly Thr Val Arg He Phe Ser Ser Leu His Val Ser 

340 345 350 

Gly Glu Gin Leu Ser Gin Leu Thr Gly Val Ala Ala He Leu Arg Phe 

355 360 365 

Pro val Pro Glu Leu Ser Asp Gin Glu Gly Asp Ser Ser Ser Glu Glu 
370 375 380 

Asp 
385 



<210> 3229 

<211> 1008 

<212> DNA 

<213> Homo sapiens 



<400> 3229 

nngcgcgcct cgcgccccag ggagccccgc cctcccgcgg cacctccgca gcaaccgccg 
60 

cctgcactgg gcgcgcgaga gctgctaggg cggtttctct gcctcgggcc tgttgggcag 
120 

ggccggctaa ggtgcgcgtg ctcgctggtt ctaacccttc tgttgggcgt ttctgctgag 
180 
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aggcgggagg cgctgagagt ctgtgcggag gtccgtggac agactgcttt gctcgttgtt 
240 

gctcttcgga ggcggcgatc cccgaaggcg agctgaaata cggctgcagg ctacaatttg 
300 

cagccgacca ttatggaaga cggcaagcgg gagaggtggc ccaccctcat ggagcgcttg 
360 

tgctcggatg gcttcgcatt tccccaatac cccattaaac cgtatcatct gaagaggatc 
420 

cacagagctg tcttacgtgg taatctggag gaactgaagt accttctgct cacgtattat 
480 

gacatcaata agagagacag gaaggaaagg accgccctac atttggcctg tgccactggc 
540 

caaccggaaa tggtacatct cctggtgtcc agaagatgtg agcttaacct ctgcgaccgt 
600 

gaagacagga cacctctgat caaggctgta caactgaggc aggaggcttg tgcaaccctt 
660 

ctgctgcaaa atggcgccga tccaaatatt acggatgtct ttggaaggac tgctctgcac 
720 

tacgctgtgt ataatgaaga tacatccatg atagaaaaac ttctttcaca tggtacaaat 
780 

attgaagaat gcagcaagaa tgaatatcag ccactgttac ttgctgtgag tcgaagaaaa 
840 

gtgaaaatgg tggaattttt attaaagaaa aaagcaaatg taaatgccat tgattatctt 
900 

ggcagatcag ccctcatact tgctgttact cttggagaaa aagatatagt cattcttctt 
960 

ctgcagcaca atattgatgt gttttctcga gatgtgtatg gaaagctt 
1008 

<210> 3230 

<211> 232 

<212> PRT 

<213> Homo sapiens 



<400> 3230 



Met 


Glu 


Asp 


Gly 


Lys 


Arg 


Glu 


Arg 


Trp 


Pro 


Thr 


Leu 


Met 


Glu 


Arg 


Leu 


1 








5 










10 










IS 




Cys 


Ser 


Asp 


Gly 
20 


Phe 


Ala 


Phe 


Pro 


Gin 
25 


Tyr 


Pro 


He 


Lys 


Pro 
30 


Tyr 


His 


Leu 


Lys 


Arg 
35 


He 


His 


Arg 


Ala 


Val 
40 


Leu 


Arg 


Gly 


Asn 


Leu 
45 


Glu 


Glu 


Leu 


Lys 


Tyr 
SO 


Leu 


Leu 


Leu 


Thr 


Tyr 
55 


Tyr 


Asp 


He 


Asn 


Lys 
60 


Arg 


Asp 


Arg 


Lys 


Glu 


Arg 


Thr 


Ala 


Leu 


His 


Leu 


Ala 


Cys 


Ala 


Thr 


Gly 


Gin 


Pro 


Glu 


Met 


65 










70 










75 










60 


val 


His 


Leu 


Leu 


Val 

as 


Ser 


Arg 


Arg 


Cys 


Glu 
90 


Leu 


Asn 


Leu 


Cys 


Asp 
95 


Arg 


Glu 


Asp 


Arg 


Thr 
100 


Pro 


Leu 


He 


Lys 


Ala 
105 


val 


Gin 


Leu 


Arg 


Gin 
110 


Glu 


Ala 


Cys 


Ala 


Thr 
US 


Leu 


Leu 


Leu 


Gin 


Asn 
120 


Gly 


Ala 


Asp 


Pro 


Asn 
125 


He 


Thr 


Asp 


Val 


Phe 
130 


Gly 


Arg 


Thr 


Ala 


Leu 
135 


His 


Tyr 


Ala 


Val 


Tyr 
140 


Asn 


Glu 


Asp 


Thr 


Ser 


Met 


He 


Glu 


Lys 


Leu 


Leu 


Ser 


His 


Gly 


Thr 


Asn 


He 


Glu 


Glu 


Cys 
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14S ISO 155 160 

Ser Lys Asn Glu Tyr Gin Pro Leu Leu Leu Ala Val Ser Arg Arg Lys 

165 170 175 

Val Lys Met val Glu Phe Leu Leu Lys Lys Lys Ala Asn Val Asn Ala 

180 185 190 

He Asp Tyr Leu Gly Arg Ser Ala Leu He Leu Ala Val Thr Leu Gly 

195 200 205 

Glu Lys Asp He Val He Leu Leu Leu Gin His Asn He Asp Val Phe 

210 215 220 

Ser Arg Asp Val Tyr Gly Lys Leu 
225 230 

<210> 3231 

<211> 1367 

<212> DNA 

<213> Homo sapiens 

<400> 3231 

nnacgcgtga aggggaagtt tcgcctcaga aggctgcctc gctggtccga attcggtggc 
60 

gccacgtccg cccgtctccg ccttctgcat cgcggcttcg gcggcttcca cctagacacc 
120 

taacagtcgc ggagccggcc gcgtcgtgag ggggtcggca cggggagtcg ggcggtcttg 
180 

tgcatcttgg ctacctgtgg gtcgaagatg tcggacatcg gagactggtt caggagcatc 
240 

ccggcgatca cgcgctattg gttcgccgcc accgtcgccg tgcccttggt cggcaaactc 
300 

ggcctcatca gcccggccta cctcttcctc tggcccgaag ccttccttta tcgctttcag 
360 

atttggaggc caatcactgc caccttttat ttccctgtgg gtccaggaac tggatttctt 
420 

tatctggtca atttatattt cttatatcag tattctacgc gacttgaaac aggagctttt 
480 

gatgggaggc cagcagacta tttattcatg ctcctcttta actggatttg caccgtgatt 

actggcttag caatggatat gcagttgctg atgattcctc tgatcacgtc agtactttat 
600 

gtctgggccc agctgaacag agacatgatt gtatcatttt ggtttggaac acgatttaag 

gcctgctatt caccctgggt tatccttgga ttcaactata tcatcggagg ctcggtaatc 
720 

aatgagctta ttggaaatct ggttggacat ctttattttt tcctaatgtt cagataccca 
780 

atggacttgg gaggaagaaa ttttctatcc acacctcagt ttttgtaccg ctggctgccc 
840 

agtaggagag gaggagtatc aggatttggt gtgccccctg ctagcatgag gcgagctgct 
900 

gatcagaatg gcggaggcgg gagacacaac tggggccagg gctttcgact tggagaccag 
960 

tgaaggggcg gcctcgggca gccgctcctc tcaagccaca tttcctccca gcgctgggtg 
1020 

cacttaacaa ctgcgttctg gctaacactg ttggacctga cccacactga atgtagtctt 
1080 
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tcagtacgag acaaagtttc ttaaatcccg aagaaaaata taagtgttcc acaagtttca 
1140 

cgattctcat tcaagtcctt actgctgtga agaacaaaca ccaactgtgc aaattgcaaa 
1200 

actgactaca ttttttggtg tttttttttt tcccctttcc gttctgaata atgggtttta 
1260 

gcgggcccta gtctgctggc attgagctgg ggctgggtca ccaaaccctt cccaaaagga 
1320 

cccttatctc tttcttgcac acatgcctct ctcccccctt cacgcgt 
1367 

<210> 3232 
<211> 251 
<212> PRT 

<213> Homo sapiens 



<400> 3232 



rleC bet Asp lie 


vj x y as p 


i tp true Mi y 


Ser 


He Pro Ala He Thr 


Ara 


1 


5 




10 


15 




Tyr Trp Phe Ala 


Ala Thr 


Val Ala Val 


Pro 


Leu Val Gly Lys Leu 


Gly 


20 




25 




30 




Leu He Ser Pro 


Ala Tyr 


Leu Phe Leu 


Trp 


Pro Glu Ala Phe Leu 


Tyr 


35 




40 




45 




Arg Phe Gin He 


Trp Arg 


Pro He Thr 


Ala 


Thr Phe Tyr Phe Pro 


Val 


SO 




55 




60 




Gly Pro Gly Thr 


Gly Phe 


Leu Tyr Leu 


Val 


Asn Leu Tyr Phe Leu 


Tyr 


65 


70 






75 


80 


Gin Tyr Ser Thr 


Arg Leu 


Glu Thr Gly 


Ala 


Phe Asp Gly Arg Pro 


Ala 




85 




90 


95 




Asp Tyr Leu Phe 


Met Leu 


Leu Phe Asn 


Trp 


He Cys He Val He 


Thr 


100 




105 




110 




Gly Leu Ala Met 


Asp Met 


Gin Leu Leu 


Met 


He Pro Leu He Met 


Ser 


115 




120 




125 




Val Leu Tyr Val 


Trp Ala 


Gin Leu Asn 


Arg 


Asp Met He Val Ser 


Phe 


130 




135 




140 




Trp Phe Gly Thr 


Arg Phe 


Lys Ala Cys 


Tyr 


Leu Pro Trp Val He 


Leu 


145 


150 






155 


160 


Gly Phe Asn Tyr 


He He 


Gly Gly Ser 


val 


He Asn Glu Leu He 


Gly 




165 




170 


175 




Asn Leu Val Gly 


His Leu 


Tyr Phe Phe 


Leu 


Met Phe Arg Tyr Pro 


Met 


180 




185 




190 




Asp Leu Gly Gly 


Arg Asn 


Phe Leu Ser 


Thr 


Pro Gin Phe Leu Tyr 


Arg 


195 




200 




205 




Trp Leu Pro Ser 


Arg Arg 


Gly Gly Val 


Ser 


Gly Phe Gly Val Pro 


Pro 


210 




215 




220 




Ala Ser Met Arg 


Arg Ala 


Ala Asp Gin 


Asn 


Gly Gly Gly Gly Arg 


His 


225 


230 






235 


240 


Asn Trp Gly Gin 


Gly Phe 


Arg Leu Gly 


Asp 


Gin 






245 




250 







<210> 3233 

<211> 975 

<212> DNA 

<213> Homo sapiens 
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<400> 3233 

nacgcgtacg tggtggagct ctgcgtgttt actatttttg gaaatgaaga aaatggaaag 
60 

accgttgttt accttgtggc tttccatctg ttctttgtta tgtttgtatg gtcctattgg 
120 

atgacaattt tcacatctcc cgcttccccc tccaaagagt tctacttgtc caattctgaa 
180 

aaggaacgtt atgaaaaaga attcagccaa gaaagacaac aagaaatttt gagaagagca 
240 

gcaagagctt tacctatcta taccacatca gcttcaaaaa ctatcagata ttgtgaaaaa 
300 

tgtcagctga ttaaacctga tcgggcgcat cactgctcag cctgtgactc atgtattctt 
360 

aagatggatc atccctgtcc ttgggtgaat aactgtgtgg gattttctaa ttacaaattc 
420 

ttcctgctgt ttttattgta ttccctatta tattgccttt tcgtggccgc acagttttag 
480 

agtacttaaa aaattttgga cgaaagaacc gaccaaaacc cgggccaaaa ttccacgtac 
540 

ttttttcttt tctttgtgtc tgcaatgttc ttcatcagcg tcctctcact tttcagctac 
600 

cactgctggc tttaaacagc attgtccaca gctccgtctg cagggtcagg gcatggcctc 
660 

tctccgtgtt cctgtgaaga gccttcattg gaatcatccc gggacataca gcttgaatgt 
720 

gctgtctggc tagcccctcc acaagtcggt cactctgcac aaggaatccg agagctcatc 
780 

aaggatcagc acggtctggg gcccaggtgg ggtggaacac gcacggtcca caagcaattc 
840 

tgtctttctc aaggcccctt cttgtgcagt atgaaatcct tcatatttca tatgaagtat 
900 

gtgccttccg gggcactgag ctcaggaact ccaaaaagac cccttcgggc cggatcccgg 
960 

cttcaaggct gcccc 
975 



<210> 3234 
<211> 159 
<212> PRT 

<213> Homo sapiens 



<400> 3234 

Xaa Ala Tyr Val Val Glu Leu Cys 

1 5 
Glu Asn Gly Lys Thr Val Val Tyr 
20 

Val Met Phe Val Trp Ser Tyr Trp 

35 40 
Ser Pro Ser Lys Glu Phe Tyr Leu 

SO 55 
Glu Lys Glu Phe Ser Gin Glu Arg 
65 70 
Ala Arg Ala Leu Pro lie Tyr Thr 



Val Phe Thr He Phe Gly Asn Glu 

10 15 
Leu Val Ala Phe His Leu Phe Phe 
25 30 
Met Thr He Phe Thr Ser Pro Ala 
45 

Ser Asn Ser Glu Lys Glu Arg Tyr 
60 

Gin Gin Glu He Leu Arg Arg Ala 

75 80 
Thr Ser Ala Ser Lys Thr He Arg 
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85 90 
Tyr Cys Glu Lys Cys Gin Leu He Lys Pro Asp 

100 105 
Ser Ala Cys Asp Ser Cys He Leu Lys Met Asp 

115 120 
Val Asn Asn Cys Val Gly Phe Ser Asn Tyr Lys 

130 135 
Leu Leu Tyr Ser Leu Leu Tyr Cys Leu Phe Val 
145 ISO 155 

<210> 3235 
<211> 551 
<212> DNA 
<213> Homo sapiens 

<400> 3235 

ntggaaactg agcttcaaac atataagcat 
60 

gaagccagaa ggcagcttcg agatgaatct 
120 

gcagtacaag ttagtatgaa gcatgagatt 
160 

atccatgaga aacaagatac tctgataggc 
240 

attaacatag agatgtatca aaagttgcag 
300 

gaaataattg cccgactaga agaaaaaacc 
360 

gaacaaagat tgcagcaagc agagaaggcg 
420 

tatctacaag aatgtctcag taaatctgat 
480 

aaacagctgg tgcaactgga aactgacttg 
540 

caggaagatc t 
551 

<210> 3236 
<211> 183 
<212> PRT 

<213> Homo sapiens 



<400> 3236 



Xaa Glu Thr 


Glu 


Leu 


Gin 


Thr Tyr 


Lys 


His 


Ser 


Arg 


Gin Gly Leu 


Asp 


1 




5 








10 






15 




Glu Met Tyr 


Asn 


Glu 


Ala 


Arg Arg 


Gin 


Leu 


Arg 


Asp 


Glu Ser Gin 


Leu 




20 








25 








30 




Arg Gin Asp 


Val 


Glu 


Asn 


Glu Leu 


Ala 


Val 


Gin 


Val 


Ser Met Lys 


His 


35 








40 










45 




Glu He Glu 


Leu 


Ala 


Met 


Lys Leu 


Leu 


Glu 


Lys 


Asp 


He His Glu 


Lys 


50 








55 








60 






Gin Asp Thr 


Leu 


He 


Gly 


Leu Arg 


Gin 


Gin 


Leu 


Glu 


Glu Val Lys 


Ala 


65 






70 








75 






80 


He Asn He 


Glu 


Met 


Tyr 


Gin Lys 


Leu 


Gin 


Gly 


Ser 


Glu Asp Gly 


Leu 



95 

Arg Ala His His Cys 
110 

His Pro Cys Pro Trp 
125 

Phe Phe Leu Leu Phe 
140 

Ala Ala Gin Phe 



tctcgtcagg 


ggctagatga 


aatgtacaat 


cagttacgac 


aggatgtaga 


gaatgagcta 


gaacttgcca 


tgaagttgct 


ggagaaagat 


cttcgacaac 


aactagagga 


agttaaagca 


ggttctgaag 


atggcttgaa 


agaaaaaaat 


aataaaatta 


ctgcagccat 


gaggcagctg 


caaatggaag 


ctgaagatga 


ggatgagaaa 


agtctgcaga 


aacaaatctc 


ccaaaaggag 


aagattgaga 


aggaatggag 


gcagactttg 
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85 90 95 

Lys Glu Lys Asn Glu lie He Ala Arg Leu Glu Glu Lys Thr Asn Lys 

100 105 HO 

He Thr Ala Ala Met Arg Gin Leu Glu Gin Arg Leu Gin Gin Ala Glu 

115 120 125 

Lys Ala Gin Met Glu Ala Glu Asp Glu Asp Glu Lys Tyr Leu Gin Glu 

130 13S 140 

Cys Leu ser Lys Ser Asp Ser Leu Gin Lys Gin lie Ser Gin Lys Glu 
145 ISO 1SS 160 

Lys Gin Leu Val Gin Leu Glu Thr Asp Leu Lys He Glu Lys Glu Trp 

165 170 175 

Arg Gin Thr Leu Gin Glu Asp 
180 

<210> 3237 

<211> 1323 

<212> DNA 

<213> Homo sapiens 



<400> 3237 

nctctgggct gcgacctacc tcgcagaggg gtttgcacta aggcgctggg cgccgggctc 
60 

cgggcgctgt ggaccatggc tccgcccgcg gcgcctggcc gggaccgtgt gggccgtgag 
120 

gatgaggacc gttgggaagt acggggggac cgcaaggccc ggaagcccct ggtggagaag 
180 

aagcgacgcg cgcggatcaa cgagagtctt caggagttgc ggctgctgct ggcgggcgcc 
240 

gaggtgcagg ccaagctgga gaacgccgaa gtgctggagc tgacggtgcg gcgggtccag 
300 

ggtgtgctgc ggggccgggc gcgcgagcgc gagcagctgc aggcggaagc gagcgagcgc 
360 

ttcgctgccg gctacatcca gtgcatgcac gaggtgcaca cgttcgtgtc cacgtgccag 
420 . 

gccatcgacg ctaccgtcgc tgccgagctc ctgaaccatc tgctcgagtc catgccgctg 
480 

cgtgagggca gcagcttcca ggatctgctg ggggacgccc tggcggggcc acctagagcc 
540 

cctggacgga gtggctggcc tgcggggggc gctccgggat ccccaatacc cagccccccg 
600 

ggtcctgggg acgacctgtg ctccgacctg gaggaggccc ctgaggctga actgagtcag 
660 

gctcctgctg aggggcccga cttggtgccc gcagccctgg gcagcctgac cacagcccaa 
720 

attgcccgga gtgtctggag gccttggtga ccaatgccag ccagagtcct gcgggggtgg 
780 

gcccggccct ccctggatct cctccctcct cccaggggtt cagatgtggt ggggtagggc 
840 

cctggaagtc tcccaggtct tccctccctc ctctgatgga tggcttgcag ggcagcccct 
900 

ggtaaccagc ccagtcaggc cccagccccg tttcttaaga aacttttagg gaccccgcag 
960 

ctctggagtg ggtggaggga gggagctacg ggcaggagga agaattttgt agagctgcca 
1020 
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gcgctccccc aggttcaccc acccaggctt caccagccct gtgcgggctc tgggggcaga 
1080 

ggtggcagaa atggtgctgg gcactagtgt tccaggcagc cctgggctaa acaaaagctt 
1X40 

gaacttgcca cttcagcggg gagatgagag gcaggtgcac tcagctgcac tgcccagagc 
1200 

tgtgatgctc tgtacatctt gtttgtagca cacttgagtt tgtgtattcc attgacatca 
1260 

aatgtgacaa ttttactaaa taaagaattt tggagttagt tacccttgaa aaaaaagtcg 

1320 

a eg 

1323 

<210> 3239 

<211> 249 

<212> PRT 

<213> Homo sapiens 



<400> 3238 



Xaa Leu 


Gly Cys 


Asp 


Leu 


Pro 


Arg 


Arg 


Gly 


Val 


Cys 


Thr 


Lys 


Ala 


Leu 


1 




5 










10 










15 




GXy Ala 


Gly Leu 


Arg 


Ala 


Leu 


Trp 


Thr 


Met 


Ala 


Pro 


Pro 


Ala 


Ala 


Pro 




20 










25 










30 






Gly Arg 


Asp Arg 


Val 


Gly 


Arg 


Glu 


Asp 


Glu 


Asp 


Arg 


Trp 


Glu 


Val 


Arg 




35 








40 










45 








Gly Asp 


Arg Lys 


Ala 


Arg 


Lys 


Pro 


Leu 


Val 


Glu 


Lys 


Lys 


Arg 


Arg 


Ala 


SO 








S5 










60 










Arg He 


Asn Glu 


Ser 


Leu 


Gin 


Glu 


Leu 


Arg 


Leu 


Leu 


Leu 


Ala 


Gly 


Ala 


65 






70 










75 










80 


Glu Val 


Gin Ala 


Lys 


Leu 


Glu 


Asn 


Ala 


Glu 


Val 


Leu 


Glu 


Leu 


Thr 


val 






85 










90 










95 




Arg Arg 


Val Gin 


Gly 


Val 


Leu 


Arg 


Gly 


Arg 


Ala 


Arg 


Glu 


Arg 


Glu 


Gin 




100 










105 










110 






Leu Gin 


Ala Glu 


Ala 


Ser 


Glu 


Arg 


Phe 


Ala 


Ala 


Gly 


Tyr 


He 


Gin 


Cys 




115 








120 










125 








Met His 


Glu Val 


His 


Thr 


Phe 


Val 


Ser 


Thr 


Cys 


Gin 


Ala 


He 


Asp 


Ala 


130 








135 










140 










Thr Val 


Ala Ala 


Glu 


Leu 


Leu 


Asn 


His 


Leu 


Leu 


Glu 


Ser 


Met 


Pro 


Leu 


145 






150 










155 










160 


Arg Glu 


Gly Ser 


Ser 


Phe 


Gin 


Asp 


Leu 


Leu 


Gly 


Asp 


Ala 


Leu 


Ala 


Gly 






165 










170 










175 




Pro Pro 


Arg Ala 


Pro 


Gly 


Arg 


Ser 


Gly 


Trp 


Pro 


Ala 


Gly 


Gly 


Ala 


Pro 




180 










185 










190 






Gly Ser 


Pro lie 


Pro 


Ser 


Pro 


Pro 


Gly 


Pro 


Gly 


Asp 


Asp 


Leu 


Cys 


Ser 




195 








200 










205 








Asp Leu 


Glu Glu 


Ala 


Pro 


Glu 


Ala 


Glu 


Leu 


Ser 


Gin 


Ala 


Pro 


Ala 


Glu 


210 








21S 










220 










Gly Pro 


Asp Leu 


Val 


Pro 


Ala 


Ala 


Leu 


Gly 


Ser 


Leu 


Thr 


Thr 


Ala 


Gin 


225 






230 










235 










240 


He Ala 


Arg Ser 


val 


Trp 


Arg 


Pro 


Trp 

















245 



<210> 3239 
<211> 432 
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<212> DNA 

<213> Homo sapiens 

<400> 3239 

aaaaccaaag attctcctgg agttttctct 
60 

agaaacttgg tgagaaataa gctggcagtg 
120 

ggtttgctcc tccttttctt cgttctgcgg 
180 

caggaccgcg taggtctcct ttaccagtct 
240 

aacgctgtga atctgtttcc cgtgctgcga 
300 

ctctaccaga agtggcagat gatgctggcc 
360 

gttgccacca tgattttcag cagtgtgtgc 
420 

gcccgattgg gt 
432 



aaactgggtg ttctcctgag gagagtgaca 
attacgcgtc tccttcagaa tctgatcatg 
gtccgaagca atgtgctaaa gggtgctatc 
gtgggcgcca ccccgtacac aggcatgctg 
gctgtcagcg accaggagag tcaggacggc 
tatgcactgc acgtcctccc cttcagcgtt 
tactggacgc tgggcttaca tcctgaggtt 



<210> 3240 

<211> 144 

<212> PRT 

<213> Homo sapiens 



<400> 3240 










Lys 


Thr 


Lys Asp 


Ser Pro Gly Val Phe Ser Lys Leu 


Gly 


Val Leu 


Leu 


1 






5 10 




15 




Arg 


Arg 


Val Thr 


Arg Asn Leu Val Arg Asn Lys Leu 


Ala 


Val He 


Thr 


20 


25 




30 




Arg 


Leu 


Leu Gin 


Asn Leu He Met Gly Leu Phe Leu 


Leu 


Phe Phe 


Val 




35 


40 


45 






Leu 


Arg 


Val Arg 


Ser Asn Val Leu Lys Gly Ala He 


Gin 


Asp Arg 


val 




50 




55 60 








Gly 


Leu 


Leu Tyr 


Gin Phe Val Gly Ala Thr Pro Tyr 


Thr 


Gly Met 


Leu 


65 




70 75 






80 


Asn 


Ala 


Val Asn 


Leu Phe Pro Val Leu Arg Ala Val 


Ser 


Asp Gin 


Glu 








85 90 




95 




Ser 


Gin 


Asp Gly 


Leu Tyr Gin Lys Trp Gin Met Met 


Leu 


Ala Tyr 


Ala 






100 


105 




110 




Leu 


His 


Val Leu 


Pro Phe Ser Val Val Ala Thr Met 


lie 


Phe Ser 


Ser 






115 


120 


125 






Val 


Cys 


Tyr Trp 


Thr Leu Gly Leu His Pro Glu Val 


Ala 


Arg Leu 


Gly 




130 




135 140 









<210> 3241 

<211> 492 

<212> DNA 

<213> Homo sapiens 



<400> 3241 

gtggaatttt tttagacaaa gtctcaaaaa acaaacaaac aaacaaaagg taagataaat 
60 
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acgaaataca aaataagagg caggaagagc ccaaagcatc agaaatgtgc cagttataat 
120 

gggccaaaat cccctcttgt gcctccagaa gtatttgaaa aatacgttag gatctgcctc 
180 

acagacatgc tcccaggaca ctcgacagca aggaggtacg gcgggcccag ccagccaagg 
240 

cagaggagga catcactgcc acagcagggg gcctgactgg cagcaaaagg gacgactccg 
300 

gcgaaaagtc agcaggaaac aggacagggg ctggaccaat ggcctccctc agccccacac 
360 

cccacccagg caggagcggt gcctggcccg gggcaggcgg gtgggagagc tcactgagtg 
420 

ggcagcaggg catggcccct gatgctgcag gtacccaggc tgcagctgca gaaacctcag 
480 

tgggaaccca gg 
492 

<210> 3242 

<211> 107 

<212> PRT 

<213> Homo sapiens 

<400> 3242 



Met Gly Gin 


Asn 


Pro Leu Leu Cys Leu 


Gin 


Lys Tyr Leu 


Lys 


Asn 


Thr 


1 




5 


10 






15 




Leu Gly Ser 


Ala 


Ser Gin Thr Cys Ser 


Gin 


Asp Thr Arg 


Gin 


Gin 


Gly 




20 


25 






30 






Gly Thr Ala 


Gly 


Pro Ala Ser Gin Gly 


Arg 


Gly Gly His 


His 


Cys 


His 


35 




40 




45 








Ser Arg Gly 


Pro 


Asp Trp Gin Gin Lys 


Gly 


Arg Leu Arg 


Arg 


Lys 


Val 


50 




55 




60 








Ser Arg Lys 


Gin 


Asp Arg Gly Trp Thr 


Asn 


Gly Leu Pro 


Gin 


Pro 


His 


65 




70 




75 






80 


Thr Pro Pro 


Arg 


Gin Glu Arg Cys Leu 


Ala 


Arg Gly Arg 


Arg Val 


Gly 






85 


90 






95 




Glu Leu Thr 


Glu 


Trp Ala Ala Gly His 


Gly 


Pro 









100 105 



<210> 3243 
<211> 944 
<212> DNA 

<213> Homo sapiens 
<:400> 3243 

gatctgcatt ttcaagtgag caaagaccgc tatggagggc agccactttt ctcagagaag 
60 

ttccccaccc tttggtctgg ggcaaggagt acttacggag tgacaaaggg aaaagtctgc 
120 

tttgaggcaa aggtaaccca gaatctccca atgaaagaag gctgcacaga ggtctctctc 
180 

cttcgagttg ggtggtctgt tgatttttcc cgcccacagc ttggtgaaga tgaattctct 
240 

tacggcttcg atggacgagg actcaaggca gaaaatggac aatttgagga atttggccag 
300 
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acttttgggg agaatgatgt tattggctgc tttgctaatt ttgagactga agaagtagaa 
360 

ctttccttct ccaagaatgg agaagaccta ggtgtggcat tctggatcag caaggattcc 
420 

ctggcagacc gggcccttct accccacgtc ctctgcaaaa attgtgttgt agaattaaac 
480 

ttcggtcaga aggaggagcc cttcttccca ccaccagaag agtttgtgtt cattcatgct 
540 

gtgcctgttg aggagcgtgt acgcactgca gtccctccca agaccataga ggaatgtgag 
600 

gtgattctga tggtgggact acccggatct ggaaagaccc agtgggcact gaaatatgca 
660 

aaagaaaacc ctgagaaaag atacaatgtc ctgggagctg agactgtgct caatcaaatg 
720 

aggatgaagg gtctcgagga gccagagatg gaccccaaaa gccgagaccc tttagttcag 
780 

caagcccccc agtgccttag taagctggtc cagattgctt cccggacaaa gaggaacttt 
840 

attcttgatc agtgtaatgt gtacaattct ggccaacggc ggaagctatt gctgttcaag 
900 

accttctctc ggaaagtggt ggtggttgtc cctaatgagg aaga 
944 

<210> 3244 

<211> 314 

<212> PRT 

<213> Homo sapiens 

<400> 3244 

Asp Leu His Phe Gin Val Ser Lys Asp Arg Tyr Gly Gly Gin Pro Leu 

IS 10 15 

Phe Ser Glu Lys Phe Pro Thr Leu Trp Ser Gly Ala Arg Ser Thr Tyr 

20 25 30 

Gly Val Thr Lys Gly Lys Val Cys Phe Glu Ala Lys Val Thr Gin Asn 

3S 40 45 

Leu Pro Met Lys Glu Gly Cys Thr Glu Val Ser Leu Leu Arg Val Gly 

SO 55 60 

Trp Ser Val Asp Phe Ser Arg Pro Gin Leu Gly Glu Asp Glu Phe Ser 
65 70 75 80 

Tyr Gly Phe Asp Gly Arg Gly Leu Lys Ala Glu Asn Gly Gin Phe Glu 

85 90 95 

Glu Phe Gly Gin Thr Phe Gly Glu Asn Asp Val lie Gly Cys Phe Ala 

100 10S no 

Asn Phe Glu Thr Glu Glu Val Glu Leu Ser Phe Ser Lys Asn Gly Glu 

115 120 125 

Asp Leu Gly Val Ala Phe Trp He Ser Lys Asp Ser Leu Ala Asp Arg 

130 135 140 

Ala Leu Leu Pro His Val Leu Cys Lys Asn Cys Val Val Glu Leu Asn 
145 150 155 160 

Phe Gly Gin Lys Glu Glu Pro Phe Phe Pro Pro Pro Glu Glu Phe Val 

165 170 175 

Phe He His Ala Val Pro Val Glu Glu Arg Val Arg Thr Ala Val Pro 

180 185 190 

Pro Lys Thr He Glu Glu Cys Glu Val lie Leu Met Val Gly Leu Pro 
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195 










200 










205 








Gly 


Ser 
210 


Gly 


Lys 


Thr 


Gin 


Trp 
215 


Ala 


Leu 


Lys 


Tyr 


Ala 
220 


Lys 


Glu 


Asn 


Pro 


Glu 


Lys 


Arg 


Tyr 


Asn 


Val 


Leu 


Gly 


Ala 


Glu 


Thr 


Val 


Leu 


Asn 


Gin 


Met 


225 










230 










235 










240 


Arg 


Met 


Lys 


Gly 


Leu 
245 


Glu 


Glu 


Pro 


Glu 


Met 
250 


Asp 


Pro 


Lys 


Ser 


Arg 
255 


Asp 


Leu 


Leu 


Val 


Gin 
260 


Gin 


Ala 


Ser 


Gin 


Cys 
265 


Leu 


Ser 


Lys 


Leu 


val 
270 


Gin 


He 


Ala 


Ser 


Arg 
275 


Thr 


Lys 


Arg 


Asn 


Phe 
280 


lie 


Leu 


Asp 


Gin 


Cys 
265 


Asn 


Val 


Tyr 


Asn 


Ser 
290 


Gly 


Gin 


Arg 


Arg 


Lys 
295 


Leu 


Leu 


Leu 


Phe 


Lys 
300 


Thr 


Phe 


Ser 


Arg 


Lys 


Val 


val 


Val 


Val 


Val 


Pro 


Asn 


Glu 


Glu 















305 310 

<210> 3245 

<211> 980 

<212> DMA 

<213> Homo sapiens 

<400> 3245 

tggtatgagg gttctccctc caggccggga ctgacaccac cggccaggaa gtggctgaag 
60 

ctcagctgga tgaggatggg gatttggacg tggtgagaag accacgagcc gcctctgatt 
120 

ccaacccagc agggcctctg agagacaagg tacatcccat gattctagca caggaagaag 
180 

acgacgtcct gggagaggaa gcacaaggca gcccgcacga tatcatcaga ataggtgtgg 
240 

cggggcgccc tgctcctggc agactacatc ctgttccgac aggacctctt ccgaggatgt 
300 

acagcgctgg agctcggggc cggcacgggg ctcgctagca tcatcgcagc caccatggca 
360 

cggaccgttt attgtacaga tgtcggtgca gatcttttgt ccatgtgcca gcgaaacatt 
420 

gccctcaaca gccacctggc tgccactgga ggtggtatag ttagggtcaa agaactggac 
480 

tggctgaagg acgacctctg cacagatccc aaggtcccct tcagttggtc acaagaggaa 
540 

atttctgacc tgtacgatca caccaccatc ctgtttgcag ccgaagtgtt ttacgacgac 
600 

gacttgactg atgctgtgtt taaaacgctc tcccgactcg cccacagatt gaaaaatgcc 
660 

tgcacagcca tactgtcggt ggagaagagg ctcaacttca cactgagaca cttggacgtc 
720 

acatgtgaag cctacgatca cttccgctcc tgcctgcacg cgctggagca gctcacagat 
780 

ggcaagctgc gcttcgtggt ggagcccgtg gaggcctcct tcccacagct cctggtttac 
840 

gagcgcctcc agcagctgga gctctggaag atcatcgcag aaccagtaac atgacccatc 
900 

gcctccacca ggcgcggcgt ctcgactgtt cttagagtgt atttctagta aaatcagaag 
960 
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ctcaccaaag caaaaaaaaa 
980 

<210> 3246 

<211> 219 

<212> PRT 

<213> Homo sapiens 

<400> 3246 

Val Trp Arg Gly Ala Leu Leu Leu Ala Asp Tyr He Leu Phe Arg Gin 

15 10 15 

Asp Leu Phe Arg Gly Cys Thr Ala Leu Glu Leu Gly Ala Gly Thr Gly 

20 ' 25 30 

Leu Ala Ser He He Ala Ala Thr Met Ala Arg Thr Val Tyr Cys Thr 

35 40 45 

Asp Val Gly Ala Asp Leu Leu Ser Met Cys Gin Arg Asn lie Ala Leu 

50 55 60 

Asn Ser His Leu Ala Ala Thr Gly Gly Gly He Val Arg Val Lys Glu 
65 70 75 80 

Leu Asp Trp Leu Lys Asp Asp Leu Cys Thr Asp Pro Lys Val Pro Phe 

85 90 95 

Ser Trp Ser Gin Glu Glu He Ser Asp Leu Tyr Asp His Thr Thr He 

100 105 HO 

Leu Phe Ala Ala Glu Val Phe Tyr Asp Asp Asp Leu Thr Asp Ala Val 

115 120 125 

Phe Lys Thr Leu Ser Arg Leu Ala His Arg Leu Lys Asn Ala Cys Thr 

130 135 140 

Ala He Leu Ser Val Glu Lys Arg Leu Asn Phe Thr Leu Arg His Leu 
145 150 155 160 

Asp Val Thr Cys Glu Ala Tyr Asp His Phe Arg Ser Cys Leu His Ala 

165 170 175 

Leu Glu Gin Leu Thr Asp Gly Lys Leu Arg Phe Val Val Glu Pro Val 

180 185 190 

Glu Ala Ser Phe Pro Gin Leu Leu Val Tyr Glu Arg Leu Gin Gin Leu 

195 200 205 

Glu Leu Trp Lys He He Ala Glu Pro Val Thr 
210 215 



<210> 3247 

<211> 977 

<212> DNA 

<213> Homo sapiens 



<400> 3247 

ntctagaacc cagccctgtg gaagtatgtg cggcccaggg gctgtgtgct ggagtgggta 
60 

cgcaacatcg tggccaaccg cctggcctcg gatggggcca cctgggcaga catcttcaag 
120 

aggttcaaca gcggcacgta taacaaccag tggatgatcg tggactacaa ggcgttcatc 
180 

ccgggtgggc ccagccccgg gagccgggtg cttaccatcc tggagcagat ccccggcatg 
240 

gtggtggtgg ctgacaagac ctcggagctc taccagaaga cctactgggc cagctacaac 
300 
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ataccgtcct tcgagactgt gttcaatgcc agtgggctgc aggccctagt ggcccagtat 
360 

ggggactggt tttcttatga cgggagcccc cgggcccaga tcttccggcg gaaccagtca 

420 

ctggtacaag acatggactc catggtcagg ctgatgaggt acaatgactt cctccatgac 
480 

cctctgtcac tgtgcaaagc ctgcaacccc cagcccaatg gggagaatgc tatctccgcc 
540 

cgctccgacc tcaacccggc caatggctcc taccccttcc aggccctacg tcagcgctcc 
600 

catgggggta tcgatgtgaa ggtgaccagc atgtcactgg ccaggatcct gagcctgctg 
660 

gcggccagcg gtcccacgtg ggaccaggtg cccccgttcc agtggagcac ctcgcccttc 
720 

agcggcctgc tgcacatggg ccagccagac ctctggaagt tcgcgcctgt caaggtttca 

780 

tgggactgaa gttctgtccc tgctccgctg ctttcgcccc tgctgaccct cgtcagggtc 
840 

acccccgtcc caaggccacc ggacttctaa ctccagcccc tcctgggggc ttcgttctct 
900 

gatctggggt ctgagtcatc tcctcctaga gtgggtcacg aacctgatgg ggctcagaac 
960 

tgaccccctc tctcccc 
977 

<210> 3248 

<211> 260 

<212> PRT 

<213> Homo sapiens 



<400> 3248 



Asn 


Pro 


Ala 


Leu 


Trp 


Lys 


Tyr 


val 


Arg 


Pro 


Arg 


Gly 


Cys 


Val 


Leu 


Glu 


1 








S 










10 










15 




Trp 


Val 


Arg 


Asn 


He 


Val 


Ala 


Asn 


Arg 


Leu 


Ala 


Ser 


Asp 


Gly 


Ala 


Thr 






20 










25 










30 






Trp 


Ala 


Asp 


He 


Phe 


Lys 


Arg 


Phe 


Asn 


Ser 


Gly 


Thr 


Tyr 


Asn 


Asn 


Gin 






35 










40 










45 








Trp 


Met 


He 


Val 


Asp 


Tyr 


Lys 


Ala 


Phe 


He 


Pro 


Gly 


Gly 


Pro 


Ser 


Pro 




50 










55 










60 










Gly 


Ser 


Arg 


Val 


Leu 


Thr 


He 


Leu 


Glu 


Gin 


lie 


Pro 


Gly 


Met 


Val 


Val 


65 










70 










75 










80 


val 


Ala 


Asp 


Lys 


Thr 


Ser 


Glu 


Leu 


Tyr 


Gin 


Lys 


Thr 


Tyr 


Trp 


Ala 


Ser 










85 










90 










95 




Tyr 


Asn 


He 


Pro 


Ser 


Phe 


Glu 


Thr 


Val 


Phe 


Asn 


Ala 


Ser 


Gly 


Leu 


Gin 








100 










105 










110 






Ala 


Leu 


Val 


Ala 


Gin 


Tyr 


Gly 


Asp 


Trp 


Phe 


Ser 


Tyr 


Asp 


Gly 


Ser 


Pro 






115 










120 










125 








Arg 


Ala 


Gin 


He 


Phe 


Arg 


Arg 


Asn 


Gin 


Ser 


Leu 


Val 


Gin 


Asp 


Met 


Asp 




130 










135 










140 










Ser 


Met 


Val 


Arg 


Leu 


Met 


Arg 


Tyr 


Asn 


Asp 


Phe 


Leu 


His 


Asp 


Pro 


Leu 


145 










150 










15S 










160 


Ser 


Leu 


Cys 


Lys 


Ala 


Cys 


Asn 


Pro 


Gin 


Pro 


Asn 


Gly 


Glu 


Asn 


Ala 


He 










165 










170 










175 




Ser 


Ala 


Arg 


Ser 


Asp 


Leu 


Asn 


Pro 


Ala 


Asn 


Gly 


Ser 


Tyr 


Pro 


Phe 


Gin 



2447 



WO 00/58473 



PCT/US00/0862I 









180 




185 






190 






Ala 


Leu 


Arg 
195 


Gin 


Arg 


Ser His Gly Gly He Asp 
200 


val 


Lys 
205 


Val 


Thr 


Ser 


Met 


Ser 


Leu 


Ala 


Arg 


He Leu Ser Leu Leu Ala 


Ala 


Ser Gly Pro 


Thr 




210 








215 


220 










Trp Asp 


Gin 


Val 


Pro 


Pro Phe Gin Trp Ser Thr 


Ser 


Pro 


Phe 


Ser 


Gly 


225 










230 235 










240 


Leu 


Leu 


His 


Met 


Gly 
245 


Gin Pro Asp Leu Trp Lys 
250 


Phe 


Ala 


Pro 


val 
255 


Lys 


Val 


Ser 


Trp 


Asp 
260 

















<210> 3249 

<211> 4487 

<212> DNA 

<213> Homo sapiens 

<400> 3249 

nngaattctt tgcatttttc tggtggagaa actgaggctc agagattagg taacttgtct 
60 

taatcagcag atggcagcac tggtacttga acccaggctt gtgtgaaccg ccccacccct 
120 

gctcttcact tttatgcttt ccaccagagt aataatggaa atcctggaaa gccttctcct 
180 

ttcccatggg ttcccactga ttgcttttct ctctctctct ccccacccca ctccaggtgc 
240 

tctggggcca ggtgccaccg gccattgtcc aggcagctgt gtgcaagcca aagaagcatg 
300 

tggacactgg aagactcctc ggggacagtc ctgcaccgcc tcatccagga gcagctgcgc 
360 

tacggcaacc tgactgagac gcgcacgctg ctagccatcc agcagcaggc cccgaggggt 
420 

ggggctggaa ctgggggtac agggagcccc caggcctccc tggagatcct ggccccagag 
480 

gacagtcagg tgctgcagca ggccaccagg caggagcccc agggccagga gcaccagggc 
S40 

ggtgagaacc acctggcaga gaacaccctc taccggctat gcccacagcc cagcaaggga 
600 

gaggagctgc ccacctatga ggaggccaaa gcccactcgc agtactatgc ggcccagcag 
660 

gcagggaccc ggccacatgc gggggaccga gatccccgtg gggccccggg aggcagtcgg 
720 

aggcaggacg aggccccgcg ggagctgagg catgggcacg tgcgctcgtt gagtgaacgg 
780 

ctccctcagt tgtccctgga gaggaacggc gcccgggccc ccagccacat gagctcctcc 
840 

cacagcttcc cacagctggc ccgcaaccag cagggccccc cactgagggg cccccctgct 
900 

gagggcccag agtcccgagg acccccacct cagtaccctc atgttgtact agctcatgag 
960 

accaccactg ctgtcactga cccacggtac cgtgcccgcg gcagcccgca cttccagcat 
1020 

gctgaagtca ggatcctgca ggcccaggtg cctcctgtgt tcctccaaca gcagcagcag 
1080 
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taccagtacc tgcagcaatc tcaggagcac ccccctcccc cacatccagc tgctctcggc 
1140 

catggccccc tgagctccct cagtccacct gctgtggagg ggccagcgag tgcccaggcc 
1200 

tcctcagcca cctcgggcag tgcccacctg gcccagatgg aggccgtgct gagggagaat 
1260 

gccaggctgc agagagacaa cgagcggctg cagagggagc tggagagctc tgcggagaag 
1320 

gctggccgca ttgagaagct ggaaagcgaa atccagcggc tctctgaggc ccatgagagc 
1380 

ctgaccagag cctcctccaa gcgtgaggcc ctggagaaga ccatgcggaa caagatggac 
1440 

agtgaaatga ggaggctgca agacttcaac cgggatctta gagagagatt ggaatctgca 
1500 

aatcgccgcc tggcaagcaa gacacaggag gcccaggccg gcagtcagga catggtggcc 
1560 

aagctgcttg ctcagagcta cgaacagcag caggagcaag agaagctgga gcgagagatg 
1620 

gcactgctgc gcggcgccat cgaggaccag cggcggcgtg ccgagctgct ggagcaggct 
1680 

ctgggcaatg cgcagggccg ggcagctcga gccgaagagg agctgcgcaa gaagcaggcc 
1740 

tatgtggaga aagtggagcg gctgcagcag gcgctcgggc agctgcaggc agcctgtgag 
1800 

aagcgggagc agctggagct gcgtctgcgg actcgcctgg agcaggaact caaggccctg 
1860 

cgtgcacagc agagacaggc aggtgcccca ggtggtagca gtggcagtgg tgggtctcca 
1920 

gagctcagcg ccctgcgact gtcagaacaa ctgcgagaga aggaggagca gatcctggcg 
1980 

ctggaggccg acatgaccaa gtgggagcag aagtatttgg aggaacgtgc catgaggcag 
2040 

tttgccatgg atgcggctgc cacggctgct gctcagcgtg acaccactct catccgacat 
2100 

tccccccagc cctcacccag cagcagcttc aatgagggtc tgctcactgg tggccacagg 
2160 

catcaggaga tggaaagcag gttaaaggtg ctccatgccc agatcctgga gaaggatgca 
2220 

gtgatcaagg tccctcagca gcgctccagg agagaccctg gcaaggccat ccagggctcc 
2280 

ctgcggcctg ccaagtcggt gccatctgtt ttcgcggctg cggcagcagg aacccagggc 
2340 

tggcaagggc tctcttctag cgagcgacaa acagcagacg cccctgctcg gctgactaca 
2400 

gcagacagag cacccacaga ggagccagtg gtcacagctc cccctgctgc ccatgccaaa 
2460 

cacgggagca gagatgggag cacccagact gacggccccc cagacagcac ctccacctgc 
2520 

ctgccaccgg agcctgacag ccttctgggg tgcagcagta gccagagagc agcctctctg 
2580 

gactctgtag ctacatccag agtccaggac ttgtcagaca tggtggagat actgatctga 
2640 

aggaggtggt gcttcaggac tctgagccat tctctcccct cctctgccct gtgccactct 
2700 
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cagccatttc agcagccccg tcaaccgccg ctccgtccct ctccccagcc agacactcac 
2760 

tcccattgac catctggtcc caggagctca ggaggaggac cccaggggag aggagagctg 

2820 mtm 
tgagagcacc ggcaccccca gaagactctg cttcttagcc cacattcctc cgggccttat 

2880 

ggagaatgag gattcagcct tgacttcttg cccaaggcct gctactgggg tagcaactga 
2940 

cagctcagaa aggagctgag ctccctctgc cctgccagtt gtcagtcagg cagggaggga 
3000 

gtggctgtgt tggtttgggg aactaatttc caaggacggc tgcccgtgga caccaggtgg 
3060 

actggttcac taatcaagtc agccatattg ttctctggct aagtttggtt ccagccaacg 
3120 

tcatctgctc ttcagttcct caccgccttc ttgggatact aagacttgaa ttttttgggg 
3X80 

actattaagg gtgttagtct tggagaagac acagcctcac cttctcactt gctgtgggtg 
3240 

aggggccatt taagtggact gggagacagt gcgcagtttg tatataattc cctttcttgt 
3300 

ggaacagaag actgaggcct gcaggttccg atgtgtctcc atgggctgcg ctcccctctt 
3360 

cctactgtca gtttctgaaa cttctgactg gcctcccagt tatgcctcct cctcaagttc 
3420 

ctggcccgtg gatgttaaag ctgctcgatt cccaggatct cggctgcctt ttcctctatc 
3480 

ttgagcccta taaatgccca cgggaccccc accaccagcc tcttgaagtg gctccacagc 
3540 

tcctgtccct ggaacatcct gtcagtttgg tcataaaccc tgagccagat gaaatgagcc 
3600 

accgtgaaca gacatctgcc atgcccccag gtgggcttcg gtggccctac ccggtaccag 
3660 

ttctctctga gaaactggag atgtctcgtt agcataagtg tcttcattcc cacctggagg 
3720 

gtttgggaga ggagcaaagc agctgaaaac tagttaatga gctacaagag tcaaatagtc 
3780 

ctctgaatgg agcccccatc acaaaacagt gcccaggagg ctggctcctc aagctaccca 
3840 

tgcccagcgc cctaaagcag gaccagatgc tttggaattg gggtgaaaca cccacatggc 
3900 

agcctgctag cagcagtgac tttgacttct ggtcttaaag agtccctcac ttcagcccca 
3960 

ggagctattg gtgggtttta gcagttttgt ctttaccgtt tttagttctc cttgattctt 
4020 

tgttttcttc ctttatcgtt tttaggtttg gtatgtgttg ttttatttcc atggttcctc 
4080 

aagtttcctt tttaaacatt tgcatttgct ggacaattgc aattcttttt aaaaaattcc 
4140 

cctacccctg cttaaagctg aaaaatacat ttggttcatg tgcattgttt acaaagcaaa 
4200 

aagaaaaaag aggaaaaaaa ggcaaaaaat attgtgaaag aaaaaaaaca acttaatata 
4260 

ttttggatta atatttggta tttcttttaa agcatttttt gtgctgtgaa cattttctgc 
4320 
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caaagaccat gatgtgtgtc tgtatgttta agttatcgta 
4380 

ggctgttttg ttatgccacc ctgtaccagg attgctgccg 
4440 

tattttaatt aaaaaataat aattaaaagt gaaaaaaaaa 
4487 

<210> 3250 

<211> 849 

<212> PRT 

<213> Homo sapiens 



<400> 3250 



Thr Gin 


Ala 


Cys 


Val 


Asn 


Arg 


Pro 


Thr 


Pro 


Ala 


Leu 


His 


Phe 


Tyr 


Ala 


l 






5 










10 










15 




Phe His 


Gin 


Ser 


Asn 


Asn 


Gly 


Asn 


Pro 


Gly 


Lys 


Pro 


Ser 


Pro 


Phe 


Pro 






20 










25 










30 






Trp Val 


Pro 


Thr 


Asp 


Cys 


Phe 


Ser 


Leu 


Ser 


Leu 


Ser 


Pro 


Pro 


His 


Ser 




35 










40 










45 








Arg Cys 


Ser 


Gly 


Ala 


Arg 


Cys 


His 


Arg 


Pro 


Leu 


Ser 


Arg 


Gin 


Leu 


Cys 


50 










55 










60 










Ala Ser 


Gin 


Arg 


Ser 


Met 


Trp 


Thr 


Leu 


Glu 


Asp 


Ser 


Ser 


Gly 


Thr 


Val 


65 








70 










75 










8 0 


Leu His 


Arg 


Leu 


lie 


Gin 


Glu 


Gin 


Leu 


Arg 


Tyr 


Gly 


Asn 


Leu 


Thr 


Glu 








85 










90 










95 




Thr Arg 


Thr 


Leu 


Leu 


Ala 


lie 


Gin 


Gin 


Gin 


Ala 


Leu 


Arg 


Gly 


Gly 


Ala 






100 




















110 






Gly Thr 


Gly 


Gly 


Thr 


Gly 


Ser 


Pro 


Gin 


Ala 


Ser 


Leu 


Glu 


lie 


Leu 


Ala 




115 










120 










125 








Pro Glu 


Asp 


Ser 


Gin 


Val 


Leu 


Gin 


Gin 


Ala 


Thr 


Arg 


Gin 


Glu 


Pro 


Gin 


130 










135 










140 










Gly Gin 


Glu 


His 


Gin 


Gly 


Gly 


Glu 


Asn 


His 


Leu 


Ala 


Glu 


Asn 


Thr 


Leu 


145 








150 










155 










160 


Tyr Arg 


Leu 


Cys 


Pro 


Gin 


Pro 


Ser 


Lys 


Gly 


Glu 


Glu 


Leu 


Pro 


Thr 


Tyr 








165 










170 










175 




Glu Glu 


Ala 


Lys 


Ala 


His 


Ser 


Gin 


Tyr 


Tyr 


Ala 


Ala 


Gin 


Gin 


Ala 


Gly 






180 










185 










190 






Thr Arg 


Pro 


His 


Ala 


Gly 


Asp 


Arg 


Asp 


Pro 


Arg 


Gly 


Ala 


Pro 


Gly 


Gly 




195 










200 










205 








Ser Arg 


Arg 


Gin 


Asp 


Glu 


Ala 


Leu 


Arg 


Glu 


Leu 


Arg 


His 


Gly 


His 


Val 


210 










215 










220 










Arg Ser 


Leu 


Ser 


Glu 


Arg 


Leu 


Leu 


Gin 


Leu 


Ser 


Leu 


Glu 


Arg 


Asn 


Gly 


22S 








230 










235 










240 


Ala Arg 


Ala 


Pro 


Ser 


His 


Met 


Ser 


Ser 


Ser 


His 


Ser 


Phe 


Pro 


Gin 


Leu 








245 










250 










255 




Ala Arg 


Asn 


Gin 


Gin 


Gly 


Pro 


Pro 


Leu 


Arg 


Gly 


Pro 


Pro 


Ala 


Glu 


Gly 






260 










265 










270 






Pro Glu 


Ser 


Arg 


Gly 


Pro 


Pro 


Pro 


Gin 


Tyr 


Pro 


His 


Val 


Val 


Leu 


Ala 




275 










280 










285 








His Glu 


Thr 


Thr 


Thr 


Ala 


Val 


Thr 


Asp 


Pro 


Arg 


Tyr 


Arg 


Ala 


Arg 


Gly 


290 










295 










300 










Ser Pro 


His 


Phe 


Gin 


His 


Ala 


Glu 


Val 


Arg 


lie 


Leu 


Gin 


Ala 


Gin 


Val 


305 








310 










315 










320 


Pro Pro 


val 


Phe 


Leu 


Gin 


Gin 


Gin 


Gin 


Gin 


Tyr 


Gin 


Tyr 


Leu 


Gin 


Gin 
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325 330 335 

Ser Gin Glu His Pro Pro Pro Pro His Pro Ala Ala Leu Gly His Gly 

340 345 350 

Pro Leu Ser Ser Leu Ser Pro Pro Ala Val Glu Gly Pro Val Ser Ala 

355 360 365 

Gin Ala Ser Ser Ala Thr Ser Gly Ser Ala His Leu Ala Gin Met Glu 

370 375 3S0 

Ala Val Leu Arg Glu Asn Ala Arg Leu Gin Arg Asp Asn Glu Arg Leu 
385 390 395 400 

Gin Arg Glu Leu Glu Ser Ser Ala Glu Lys Ala Gly Arg lie Glu Lys 

405 410 415 

Leu Glu Ser Glu lie Gin Arg Leu Ser Glu Ala His Glu Ser Leu Thr 

420 425 430 

Arg Ala Ser Ser Lys Arg Glu Ala Leu Glu Lys Thr Met Arg Asn Lys 

435 440 445 

Met Asp Ser Glu Met Arg Arg Leu Gin Asp Phe Asn Arg Asp Leu Arg 

450 455 460 

Glu Arg Leu Glu Ser Ala Asn Arg Arg Leu Ala Ser Lys Thr Gin Glu 
465 470 475 480 

Ala Gin Ala Gly Ser Gin Asp Met Val Ala Lys Leu Leu Ala Gin Ser 

485 490 495 

Tyr Glu Gin Gin Gin Glu Gin Glu Lys Leu Glu Arg Glu Met Ala Leu 

500 505 510 

Leu Arg Gly Ala He Glu Asp Gin Arg Arg Arg Ala Glu Leu Leu Glu 

515 520 525 

Gin Ala Leu Gly Asn Ala Gin Gly Arg Ala Ala Arg Ala Glu Glu Glu 

S30 535 540 

Leu Arg Lys Lys Gin Ala Tyr Val Glu Lys Val Glu Arg Leu Gin Gin 
S45 550 555 560 

Ala Leu Gly Gin Leu Gin Ala Ala Cys Glu Lys Arg Glu Gin Leu Glu 

565 570 575 

Leu Arg Leu Arg Thr Arg Leu Glu Gin Glu Leu Lys Ala Leu Arg Ala 

580 585 590 

Gin Gin Arg Gin Ala Gly Ala Pro Gly Gly Ser Ser Gly Ser Gly Gly 

595 600 605 

Ser Pro Glu Leu Ser Ala Leu Arg Leu Ser Glu Gin Leu Arg Glu Lys 

610 615 620 

Glu Glu Gin He Leu Ala Leu Glu Ala Asp Met Thr Lys Trp Glu Gin 
62S 630 635 640 

Lys Tyr Leu Glu Glu Arg Ala Met Arg Gin Phe Ala Met Asp Ala Ala 

645 650 655 

Ala Thr Ala Ala Ala Gin Arg Asp Thr Thr Leu He Arg His Ser Pro 

660 665 670 

Gin Pro Ser Pro Ser Ser Ser Phe Asn Glu Gly Leu Leu Thr Gly Gly 

675 680 685 

His Arg His Gin Glu Met Glu Ser Arg Leu Lys Val Leu His Ala Gin 

690 695 700 

He Leu Glu Lys Asp Ala Val He Lys Val Leu Gin Gin Arg Ser Arg 
705 710 715 720 

Arg Asp Pro Gly Lys Ala He Gin Gly Ser Leu Arg Pro Ala Lys Ser 

725 730 735 

Val Pro Ser Val Phe Ala Ala Ala Ala Ala Gly Thr Gin Gly Trp Gin 

740 745 750 

Gly Leu Ser Ser Ser Glu Arg Gin Thr Ala Asp Ala Pro Ala Arg Leu 
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755 






760 








765 








Thr 


Thr 


Ala 


Asp Arg 


Ala 


Pro Thr 


Glu 


Glu Pro 


Val 


Val 


Thr 


Ala 


Pro 




770 








775 






780 










Pro 


Ala 


Ala 


His Ala Lys His Gly Ser Arg Asp Gly Ser 


Thr 


Gin 


Thr 


785 








790 






795 










800 


Asp Gly 


Pro 


Pro Asp 


Ser 


Thr Ser 


Thr 


Cys Leu 


Pro 


Pro 


Glu 


Pro 


Asp 








805 








810 








815 




Ser 


Leu 


Leu 


Gly Cys 


Ser 


Ser Ser 


Gin 


Arg Ala 


Ala 


Ser 


Leu Asp 


Ser 








820 






825 








830 






Val 


Ala 


Thr 


Ser Arg 


Val 


Gin Asp 


Leu 


Ser Asp 


Met 


Val 


Glu 


He 


Leu 






835 






840 








845 








He 



























<210> 3251 
<211> 2595 
<212> DNA 

<213> Homo sapiens 
<400> 3251 

acgcgtggaa cggcgtagag aagagcttta tcgtcaatat tttgaggaaa tccagagacg 
60 

ctttgatgcc gaaaggccgt tgattgttct gtgattgtgg tcaacaaaca gacaaaagac 
120 

tatgctgagt ctgtggggcg gaaggtgcga gacctaggca tggtagtgga cttgatcttc 
180 

cttaacacag aagtgtcact gtcacaagcc tcggaggatg ttagcagggg aggttctcct 
240 

tttgctattg tcatcaccca gcaacaccag attcaccgct cctgcacagt caacatcatg 
300 

tttggaaccc cgcaagagca tcgcaacatg ccccaagcag atgccatggt gctggtggcc 
360 

agaaattatg agcgttacaa gaatgagtgc cgggagaagg aacgtgagga gattgccaga 
420 

caggcagcca agatggccga tgaagccatc ctgcaggaaa gagagagagg aggccctgag 
480 

gagggagtgc gtgggggcca ccctccagcc atccagagcc tcatcaacct gctggcagac 
540 

aacaggtacc tcactgctga agagactgac aagatcatca actacctgcg agagcggaag 
600 

gagcggctga tgaggagcag caccgactct ctgcctggtg agctacgtgg caggccgagg 
660 

cccgatttcc cgccaaccac tcggggcgac cccgggtgcc tcgctgaaga cacagccaag 
720 

ctcccaaccg ctccagagcg gccaagtgct cccctctgct acacccactc catctgcacc 
780 

ccccacctcc cagcaagagc ttcaggccaa aatcctcagc cccttcaata gtggcacagt 
840 

gacggccaat agcagctctg catccccctc ggttgctgcc ggaaacaccc caaaccagaa 
900 

cttttccaca gcagcaaaca gccagcctca acaaagatca caggcttctg gcaatcagcc 
960 

tccaagcatt ttgggacagg gaggatctgc tcagaacatg ggccccagac ctggggctcc 
1020 
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ttcccaaggg ctttttggcc agccttccag tcgcctggca cctgctagca acatgactag 
1080 

ccagaggcct gtgtcttcca caggtatcaa ctttgacaat ccaagtgtac agaaggctct 
1140 

ggataccctg atccagagtg gccctgctct ctcccacctg gttagccaga ccacagcaca 
1200 

gatggggcag ccacaggccc ccatgggatc ttaccagagg cattactgaa gctaaatctt 
1260 

tcaactctcc ccagtcccct catcccctgg cctcctccca cttacttgtt ctaaatagag 
1320 

ctgtttggag gatgttctct gcgctcccag gccggcatcg agtgtcatca atttctacca 
1380 

cctgctctct cttctgccca aggctgtgtt gcttattcct tacaaagttt atactgcatt 
1440 

tggggctgta tctttttttg ttttttgttt tgtagaaaat aaatatctcc gggggcagta 
1500 

caggtgtctg ggcttgtatt tgatggggtt tctccggtcc ctgtttctac tggatttgga 
1S60 

gccaggccca gctagccaag tttggaatgg catttgtcat gtcagtagcc accacctttg 
1620 

ttcattgtga acccaccaag gctttccagc ttcatacaca ttgaccagag ctcaagctcc 
1680 

tgcctgcaac tcctgcctag agttgaagaa aagcaaactg gccttggcag gcacagtgtc 
1740 

atcataccct caccccatat gtttggggtc tgcttgagga ttcataaatc agccactctg 
1800 

gattgttgag gaatggccat ggcagccaca gaaaaaagaa tttttctctc tgagccaagg 
1860 

ttgttttttg tttttttctc ttttcttttt tgttttcatt tcattggaag atctccaatg 
1920 

gactgaacag ctccagtcag cagcagttac cacaaactgt gaatctgggc cccaccactc 
1980 

ttccctgtta accagttctg tcagcatccc cctctccagc agcacttcca tgaagttggt 
2040 

tctgagactc tggccgtgaa cacccgtttc ttcagtgatt tgttttgggc ttttggctca 
2100 

aaaccccagg ctcttgtttt tgtctagact cttattctgt ttcctgagca gcaggaggta 
2160 

gggaccactt tgatgtcaga cttctggtag ctggacatgt tctcgagatg ggtggctgtt 
2220 

cgcgactttt gcaccagagt gaaattgtta gaaggagggt ttctggctgt ggttctaaat 
2280 

ggagccccag gaagctgccc tctccccagg gtttgtgctc agtagagccc tgtggatcac 
2340 

agtctcgagg tcctctagca ggggtgaggg agagcagcga cttcagctga gtccctgcca 
2400 

gtggttaagc aaacaatggt ttcaaaattc aaggtcccca aatggcagca ttttatgttc 
2460 

tgacctgttc gtgttatata gtggtttttt ttttcctctt tggaactctt gtgttgttaa 
2520 

taaaatgaaa tgattacttt ttaattaaaa tgaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2580 

aaaaaaaaaa aaaaa 
2595 
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<210? 3252 

<211> 254 

<212> PRT 

<213> Homo sapiens 



<400> 32S2 

Cys Arg Lys Ala Val Asp Cys Ser Val lie Val Val Asn Lys Gin Thr 

15 X0 15 

Lys Asp Tyr Ala Glu Ser Val Gly Arg Lys Val Arg Asp Leu Gly Met 

20 25 30 

Val Val Asp Leu lie Phe Leu Asn Thr Glu Val Ser Leu Ser Gin Ala 

3S 40 45 

Leu Glu Asp Val Ser Arg Gly Gly Ser Pro Phe Ala He Val He Thr 

50 55 60 

Gin Gin His Gin He His Arg Ser Cys Thr Val Asn He Met Phe Gly 
65 70 75 BO 

Thr Pro Gin Glu His Arg Asn Met Pro Gin Ala Asp Ala Met Val Leu 

85 90 95 

Val Ala Arg Asn Tyr Glu Arg Tyr Lys Asn Glu Cys Arg Glu Lys Glu 

100 ios no 

Arg Glu Glu He Ala Arg Gin Ala Ala Lys Met Ala Asp Glu Ala He 

115 120 125 

Leu Gin Glu Arg Glu Arg Gly Gly Pro Glu Glu Gly Val Arg Gly Gly 

130 135 140 

His Pro Pro Ala He Gin Ser Leu He Asn Leu Leu Ala Asp Asn Arg 
145 150 155 160 

Tyr Leu Thr Ala Glu Glu Thr Asp Lys He He Asn Tyr Leu Arg Glu 

165 170 175 

Arg Lys Glu Arg Leu Met Arg Ser Ser Thr Asp Ser Leu Pro Gly Glu 

180 185 190 

Leu Arg Gly Arg Pro Arg Pro Asp Phe Pro Pro Thr Thr Arg Gly Asp 

195 200 205 

Leu Gly Cys Leu Ala Glu Asp Thr Ala Lys Leu Pro Thr Ala Pro Glu 

210 215 220 

Arg Pro Ser Ala Pro Leu Cys Tyr Thr His Ser He Cys Thr Pro His 
225 230 235 240 

Leu Pro Ala Arg Ala Ser Gly Gin Asn Pro Gin Pro Leu Gin 
245 250 



<210> 3253 

<211> 686 

<212> DNA 

<213> Homo sapiens 



<400> 3253 

ttttgcagtt ggaacatctt tccagtttta ttttcagttc tcctctctgc actccaaggt 
60 

cataggattt ccacatgccc ttggaagagc ctttggaagg tattttcatc cttcctactg 
120 

gtaaaatggc atcaagggtc cccaccggtt caagatgggg accttgacta tatggcaatg 
180 

aagacaggga caccctggca gtagcaggta gcctttggcc atctctgcag caggctggtg 
240 
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tttgggatcc acgaggcacg gaaagtcagc actctggagg acctggttgg ggtcaccctg 
300 

ggccaggtgc agatcgtggg aagctggata tgtgaaatgg caggtgctgg tgaacttgcg 

ctcgtcctcc ctcgtggcct catgttcctg tgatgggaag aagccgggga gtcccaggtc 
420 

tttggcagtc atgtggggtc ttttgaaagc agggtaccca tctgttagct tggggttggg 
480 

gttagggatg ggcctgtaaa actctttgtc ccggagttga gcatcgagct ttgcctgctc 

"gcggcgtg accctggagt atttgtgctt cctgtagggc tgatagtcga ccatgtggga 
600 

gctttggtat atgtctaaat ccacagggtc ctgtcccggg tatttcacac ctgccatggc 
660 

aaacgacaga cagcttctct cctagg 
686 



<210> 3254 
<211> 180 
<212> PRT 

<213> Homo sapiens 



Met Ala Gly Val Lys Tyr Pro Gly Gin Asp Pro Val Asp Leu Asp lie 

15 10 15 

Tyr Gin Ser Ser His Met Val Asp Tyr Gin Pro Tyr Arg Lys His Lys 

20 25 30 

Tyr Ser Arg Val Thr Pro Gin Glu Gin Ala Lys Leu Asp Ala Gin Leu 

35 40 45 

Arg Asp Lys Glu Phe Tyr Arg Pro He Pro Asn Pro Asn Pro Lys Leu 

50 55 60 

Thr Asp Gly Tyr Pro Ala Phe Lys Arg Pro His Met Thr Ala Lys Asp 
65 70 7 5 80 

Leu Gly Leu Pro Gly Phe Phe Pro Ser Gin Glu His Glu Ala Thr Arg 

85 9° 95 , 

Glu Asp Glu Arg Lys Phe Thr Ser Thr Cys His Phe Thr Tyr Pro Ala 

100 10S 110 

Ser His Asp Leu His Leu Ala Gin Gly Asp Pro Asn Gin Val Leu Gin 

H5 120 125 

Ser Ala Asp Phe Pro Cys Leu Val Asp Pro Lys His Gin Pro Ala Ala 

130 135 140 

Glu Met Ala Lys Gly Tyr Leu Leu Leu Pro Gly Cys Pro Cys Leu His 
145 150 155 160 

Cys His He Val Lys Val Pro lie Leu Asn Arg Trp Gly Pro Leu Met 



Pro Phe Tyr Gin 
180 



<210> 3255 

<211> 724 

<212> DNA 

<213> Homo sapiens 



<400> 3255 
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nntgtacatg cgtgtgcgtc tgtgattgtg tgggtgtgtg atagtgcagg ggagccagga 
60 

gcgagaggag aggacggcga tcgtagggga cacctgagag tcagaggccc gagggggctg 
120 

ggactcatgt cgaggtcggg gaaggatgta aaacccggac ggacatcact gtaggccgca 
180 

cctgctgaga ggccagagct gcctccttga gagtgaagtt gtttacagac aagagaagag 
240 

atcttggcgg acacatcaca gctagccgcg aatcccgaag ggtcagcaga gcctagaaag 
300 

gaatatgagg ggggtcggaa tgaggcaggc gaaaggcacg gacgtgggag ggcacggcta 
360 

cccaacgggg acacctacga agggagctac gaattcggta aaagacatgg ccaggggatc 
420 

tacaaattta aaaatggtgc tcgatatatc ggagaatatg ttagaaataa aaagcacggt 
480 

caaggcactt ttatatatcc agatggatcc agatatgaag gagagtgggc aaatgacctg 
540 

cggcacggcc atggcgtata ctactacatc aataatgaca cctacactgg agagtggttt 
600 

gctcatcaaa ggcatgggca aggcacctat ttatacgcag agacgggcag taagtatgtt 
660 

ggcacctggg tgaacggaca gcaggagggc acggccgagc tcattcacct gaaccacagg 

720 

tacc 

724 



<210> 3256 
<211> 169 
<212> PRT 

<213> Homo sapiens 



<400> 3256 



Ser Cys 


Leu 


Gin 


Thr 


Arg 


Glu 


Glu 


He 


Leu 


Ala Asp 


Thr 


Ser 


Gin 


Leu 


1 






5 










10 








15 




Ala Ala 


Asn 


Pro 


Glu 


Gly 


Ser 


Ala 


Glu 


Pro 


Arg Lys 


Glu 


Tyr 


Glu 


Gly 






20 










25 








30 






Gly Arg 


Asn 


Glu 


Ala 


Gly 


Glu 


Arg 


His 


Gly 


Arg Gly 


Arg 


Ala 


Arg 


Leu 




35 










40 








45 








Pro Asn 


Gly 


Asp 


Thr 


Tyr 


Glu 


Gly 


Ser 


Tyr 


Glu Phe 


Gly 


Lys 


Arg 


His 


50 










55 








60 










Gly Gin 


Gly 


lie 


Tyr 


Lys 


Phe 


Lys 


Asn 


Gly 


Ala Arg 


Tyr 


He 


Gly 


Glu 


65 








70 










75 








80 


Tyr Val 


Arg 


Asn 


Lys 


Lys 


His 


Gly 


Gin 


Gly 


Thr Phe 


He 


Tyr 


Pro 


Asp 








85 










90 








9S 




Gly Ser 


Arg 


Tyr 


Glu 


Gly 


Glu 


Trp 


Ala 


Asn 


Asp Leu 


Arg 


His 


Gly 


His 






100 










105 








110 






Gly Val 


Tyr 


Tyr 


Tyr 


He 


Asn 


Asn 


Asp 


Thr 


Tyr Thr 


Gly 


Glu 


Trp 


Phe 




115 










120 








125 








Ala His 


Gin 


Arg 


His 


Gly 


Gin 


Gly 


Thr 


Tyr 


Leu Tyr 


Ala 


Glu 


Thr 


Gly 


130 










135 








140 










Ser Lys 


Tyr 


Val 


Gly 


Thr 


Trp 


val 


Asn 


Gly 


Gin Gin 


Glu 


Gly 


Thr 


Ala 


145 








150 










155 








160 


Glu Leu 


lie 


His 


Leu 


Asn 


His 


Arg 


Tyr 
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165 



<210> 3257 

<211> 368 

<212> DNA 

<213> Homo sapiens 



<400> 3257 

nncccggggt acatagactc ccccacctac agccggcagg gcatgtcccc caccttctcc 
60 

cgctcacctc accactacta ccgctctggt gatttgtcta cagcaaccaa gagcgaaaca 

120 fc . 

agtgaagaca tcagccagac ctccaagtac agtcccatct actcgccaga cccctactat 

180 

gcttcggagt ctgagtactg gacctaccat gggtccccca aagtgccccg agccagaagg 
240 

ttctcgtctg gaggagagga ggatgatttt gaccgcagca tgcacaagct ccaaagtgga 
300 

attggccggc tgattctgaa ggaagaaatg aaggcccggt cgagctccta tgcagatccc 
360 

tggcgcgc 

368 



<210> 3258 

<211> 122 

<212> PRT 

<213> Homo sapiens 



c400> 3258 




Xaa 


Pro Gly 


Tyr lie Asp Ser 


1 




S 


Pro 


Thr Phe 


Ser Arg Ser Pro 






20 


ser 


Thr Ala 


Thr Lys Ser Glu 




35 




Lys 


Tyr Ser 


Pro He Tyr Ser 




50 


55 


Glu Tyr Trp 


Thr Tyr His Gly 


65 




70 


Phe 


Ser Ser 


Gly Gly Glu Glu 
85 


Leu 


Gin Ser 


Gly He Gly Arg 






100 


Arg 


Ser Ser 


Ser Tyr Ala Asp 




115 





10 is 
His His Tyr Tyr Arg Ser Gly Asp Leu 

25 30 
Thr Ser Glu Asp He Ser Gin Thr Ser 
40 45 
Pro Asp Pro Tyr Tyr Ala Ser Glu Ser 
60 

Ser Pro Lys Val Pro Arg Ala Arg Arg 

75 80 
Asp Asp Phe Asp Arg Ser Met His Lys 

90 95 
Leu He Leu Lys Glu Glu Met Lys Ala 

105 HO 
Pro Trp Arg 
120 



<210> 3259 

<211> 747 

<212> DNA 

<213> Homo sapiens 



<400> 3259 

acgcgcgaag ggcgcaccct ctgctgcagc actggccacc ccggacacgc tgcagggcca 
60 
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gtgctcagcc ttcgtacagc 
120 

caccatcgaa cccggagcgc 
180 

ggagcagcgg aacctgggcc 
240 

cgcgcctgcg ggctctgagg 
300 

tgtgggcaac gtgactcact 
360 

cttcctggag cagggcaggc 
420 

gctgcggctg caccccgagg 
480 

acaggacaac ttctcgctgc 
540 

caacgcggcc tgcggctgga 
600 

cttccccgac gaggagagca 
660 

cactgttttt gccagtgtga 
720 

cactacaaga tccgccagaa 

747 



tctgggccgg cctgcagccc 
tgcggcgggg caacatgagc 
ttctcgtgca cctcatgacc 
tcgaccgcgt catcctcaag 
atgcccaggt ctggctcaac 
tgcagcaaca cctgcgctgg 
cactgaacct gtcactggat 
ccagtggcat ggccctcctg 
tccagttcat gtccaaggtg 
ttgtcaacta caccctcaac 
tcttccagac ccggaaggac 
ctccagc 



atcttgtgtg gcaacaaccg 
tccctgggct ttacgagcaa 
agcaacccca aaatcctgta 
gccaacgaga cttttgcttt 
atctcggcgg agatccgcag 
ctgcagcagt atgtagcaga 
gagctgccgc cggccctgag 
cagcagctgg ataccattga 
agcgtggaca tcttcaaggg 
caggcctacc aggacaacgt 
ggctcgtccc gcctcacgtg 



<210> 3260 

<211> 197 

<212> PRT 

<213> Homo sapiens 



<400> 3260 

Met Ser Ser Leu Gly Phe Thr Ser Lys Glu Gin Arg Asn Leu Gly Leu 

15 10 15 

Leu Val His Leu Met Thr Ser Asn Pro Lys lie Leu Tyr Ala Pro Ala 

20 25 30 

Gly Ser Glu Val Asp Arg Val lie Leu Lys Ala Asn Glu Thr Phe Ala 

35 40 45 

Phe Val Gly Asn Val Thr His Tyr Ala Gin Val Trp Leu Asn lie Ser 

50 55 60 

Ala Glu He Arg Ser Phe Leu Glu Gin Gly Arg Leu Gin Gin His Leu 
65 70 75 80 

Arg Trp Leu Gin Gin Tyr Val Ala Glu Leu Arg Leu His Pro Glu Ala 

85 90 95 

Leu Asn Leu Ser Leu Asp Glu Leu Pro Pro Ala Leu Arg Gin Asp Asn 

100 10S 110 

Phe Ser Leu Pro Ser Gly Met Ala Leu Leu Gin Gin Leu Asp Thr He 

115 120 125 

Asp Asn Ala Ala Cys Gly Trp He Gin Phe Met Ser Lys Val Ser Val 

130 13S 140 

Asp He Phe Lys Gly Phe Pro Asp Glu Glu Ser He Val Asn Tyr Thr 
14S 150 155 160 

Leu Asn Gin Ala Tyr Gin Asp Asn Val Thr Val Phe Ala Ser Val He 

165 170 175 

Phe Gin Thr Arg Lys Asp Gly Ser Ser Arg Leu Thr Cys Thr Thr Arg 



2459 



WO 00/58473 



PCTAJSOO/08621 



180 195 190 

Ser Ala Arg Thr Pro 
195 

<210> 3261 

<211> 1323 

<212> DNA 

<213> Homo sapiens 



<400> 3261 

nnacgcgtac agccaccttc cttaccgccg gccctgccgg gagcctgctt cttatcattt 
60 

gcacctcatt gctttcctca cctgccatct cacacgtggc tgccctgtgt tgcccctgtg 
120 

tgctgtgcca attgtgtttt tttgctctgt gtacattttg gttttatttg gggttgctgt 
160 

tgatgacttc ctttgttccg gtgttctgtc tcccctcgct ggctgtgtgg gggctgcctg 
240 

gcccgctgct tgccgcctcc atagatcccc gttgcgcagc catctgtcat ggacgacatt 
300 

gaggtgtggc tcaggaccga cctgaagggt gatgatctgg aggagggtgt cacaagtgaa 
360 

gagtttgata aattccttga agaaagagcc aaagctgctg aaatggttcc cgacctcccc 
420 

tcgcccccca tggaggctcc tgccccagcc tcaaaccctt ctggccggaa gaagccagag 
480 

cggtcagagg atgccctctt cgccctgtga gcagctctgt ggtttgcctc cccagatggc 
540 

gggtccccgc ttgcaccccg tggacaccgg gcactggcca ctcctacatc cccagctcca 
600 

cacggcctgc acacctgtgt ttccatggaa atgccaccgt gtctgctccc aggcctccca 
660 

ctagtcagga ccagcttcag ccacttcttt tctctgagtg gtgggacaac tgcagccaga 
720 

gactctctcc cctcccacca tgggcccctc tgcccatgtt tcctcccagg aagagcgggc 
780 

agagtggccc agccccaggc agtgcttcct gagcagacca cccggactgt ctttcctcca 
840 

cccgcccatg gagaaagagc acgcccggcc ccgccctgtg ctcacctctg cctggctcag 
900 

tgaccttctc aggcattctg ccctcctggg cccctctctc cctgaagggg ctttgtggca 
960 

tctctggaag agcagggtgt gctgcactca tgggcctggt ctcactcctt ggactcgtca 
1020 

ccttgtgaca tttggcttac cagcatttga gaaggctctg ctgggtctcc atggtggggg 
1080 

tctctcacct ccttgaccct ctctccatca ttcagctgcc agcccaggct tcacacccaa 
1140 

gctggctcag cagccgagcc tggcaccgag ggtccctgca ggctccctgg gcagggagag 
1200 . 

ggccaaggac aattgggagg gcagcaggca gcccgcagat ggtggccatg tggcacgctg 
1260 

ctgagacgac actaccaata aaccaaactg ccacgcacaa aaaaaaaaaa aaaaaaaaaa 
1320 
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aaa 
1323 

<210> 3262 
<211> 81 
<212> PRT 

<213> Homo sapiens 
<400> 3262 

lie Pro Val Ala Gin Pro Ser Val Met Asp Asp He Glu Val Trp Leu 

IS 10 IS 

Arg Thr Asp Leu Lys Gly Asp Asp Leu Glu Glu Gly Val Thr Ser Glu 

20 25 30 

Glu Phe Asp Lys Phe Leu Glu Glu Arg Ala Lys Ala Ala Glu Met Val 

35 40 45 

Pro Asp Leu Pro Ser Pro Pro Met Glu Ala Pro Ala Pro Ala Ser Asn 

50 55 60 

Pro Ser Gly Arg Lys Lys Pro Glu Arg Ser Glu Asp Ala Leu Phe Ala 
65 70 7S 80 

Leu 



<210> 3263 
<211> 1128 
<212> DNA 

<213> Homo sapiens 
<400> 3263 

agccgctacc gccgcagcag cggggacgag 
60 

cggggacgca agggccgggg ccggggtccc 
120 

gagctggaga gagaggccaa gaaatcagcg 
180 

gccaggaaac ctggccagaa ggagaagaga 
240 

cccgtgaagg cggagcggac ccggaagcgg 
300 

gagaagaaga aagagccctc cgtggaggag 
360 

tttgccctaa aggtcgacag cccggacgtg 
420 

ggaaccctgc aggtgacctc tcagatcctc 
480 

aagaagattc gccgttacaa agcgaacaag 
540 

acccggctca agtcgcgggt cctcggccca 
600 

gctgggatgg agaaggagaa ggccgaggag 
660 

gaggcccccc aggagaaggc ggaggacaag 
720 

ggcgaggcca catcacagaa gggggagagc 
780 



ctcagggagg acgatgagcc cgtcaagaag 
ccgtcctcct ctgactccga gcccgaggcc 
aagaagccgc agtcctcaag cacagagccc 
gtgcggcccg aggagaagca acaagccaag 
tccgagggct tcccgatgga caggaaggta 
aagctgcaga agctgcacag tgagatcaag 
aaggggtgcc tgaatgccct agaggagctg 
cagaagaaca cagacgtggt ggccaccttg 
gacgtaatgg agaaggcagc agaagtctat 
aagatcgagg cggtgcagaa agtgaacaag 
aagctggccg gggaggagct ggccggggag 
cccagcaccg atctctcagc cccagtgaat 
gcagaggaca aggagcacga ggagggtcgg 
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gactcggagg aggggccaag gtgtggctcc tctgaagacc tgcacgacag cgtacgggag 

ggtcccgacc tggacaggcc tgggagcgac cggcaggagc gcgagagggc acggggggac 
900 

tcggaggccc tggacgagga gagctgagcc gcgggcagcc aggcccagcc cccgcccgag 
960 

ctcaggctgc ccctctcctt ccccggctcg caggagagca gagcagagaa ctgtggggaa 

cgctgtgctg tttgtatttg ttcccttggg tttctttttc ctgcctaatt tctgtgattt 
1080 

ccaaccaaca tgaaatgact ataaatggtt tttttaatga aaaaaaaa 
1128 

<210> 3264 

<211> 308 

<212> PRT 

<213> Homo sapiens 

<400> 3264 

Ser Arg Tyr Arg Arg Ser Ser Gly Asp Glu Leu Arg Glu Asp Asp Glu 

L S 10 15 

Pro Val Lys Lys Arg Gly Arg Lys Gly Arg Gly Arg Gly Pro Pro Ser 

20 25 30 

Ser Ser Asp Ser Glu Pro Glu Ala Glu Leu Glu Arg Glu Ala Lys Lys 

35 40 45 

Ser Ala Lys Lys Pro Gin Ser Ser Ser Thr Glu Pro Ala Arg Lys Pro 

SO 55 60 

Gly Gin Lys Glu Lys Arg Val Arg Pro Glu Glu Lys Gin Gin Ala Lys 
65 70 7 5 80 

Pro Val Lys Val Glu Arg Thr Arg Lys Arg Ser Glu Gly Phe Ser Met 

85 90 95 

Asp Arg Lys Val Glu Lys Lys Lys Glu Pro Ser Val Glu Glu Lys Leu 

100 105 110 

Gin Lys Leu His Ser Glu lie Lys Phe Ala Leu Lys Val Asp Ser Pro 

U5 120 125 

Asp Val Lys Gly Cys Leu Asn Ala Leu Glu Glu Leu Gly Thr Leu Gin 

130 135 140 

Val Thr Ser Gin lie Leu Gin Lys Asn Thr Asp Val Val Ala Thr Leu 
145 150 1S5 1" 

Lys Lys lie Arg Arg Tyr Lys Ala Asn Lys Asp Val Met Glu Lys Ala 

165 170 I 75 

Ala Glu Val Tyr Thr Arg Leu Lys Ser Arg Val Leu Gly Pro Lys lie 

180 185 190 

Glu Ala Val Gin Lys Val Asn Lys Ala Gly Met Glu Lys Glu Lys Ala 

195 200 205 

Glu Glu Lys Leu Ala Gly Glu Glu Leu Ala Gly Glu Glu Ala Pro Gin 

210 215 220 

Glu Lys Ala Glu Asp Lys Pro Ser Thr Asp Leu Ser Ala Pro Val Asn 
225 230 235 240 

Gly Glu Ala Thr Ser Gin Lys Gly Glu Ser Ala Glu Asp Lys Glu His 

245 250 255 

Glu Glu Gly Arg Asp Ser Glu Glu Gly Pro Arg Cys Gly Ser Ser Glu 

260 265 270 

Asp Leu His Asp Ser Val Arg Glu Gly Pro Asp Leu Asp Arg Pro Gly 
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275 280 285 

Ser Asp Arg Gin Glu Arg Glu Arg Ala Arg Gly Asp Ser Glu Ala Leu 

290 295 300 

Asp Glu Glu Ser 
305 



<210> 3265 

<211> 524 

<212> DNA 

<213> Homo sapiens 



<400> 3265 

tcatgacagt gtggtcctct gaagatttgt tcagactccc tggaactgtt ctttgtggtc 
60 

ctttttcgtg gttttcaaaa tgtttccatt gagggcgtat tacttttata atcaacaaaa 
120 

gagaaagtat aacttcattt tagaaattct cacctaaggc atttgaaaaa taatccaaaa 
180 

ggtacattat tgttgatttt tcttccttct agaaaggatc ttgttcgagt agaagccaca 
240 

gtcattgaaa agacagaatc atggccaaga atcattatga gattcaggaa aaggaaaaac 
300 

ttcaagaaga aaagaagtaa gttagagaaa gtaccgctgg gccctgttgc acggtgctgg 
360 

ttgcccaggc gcatgcggac ggagggtgtg gggcacgtgg gtctcgggac aggaagccca 
420 

ggcaggtctc aacctggctg ccactgccca ctcgccaccc tcatcctaga gggagcaccc 
480 

agagggtcca gcctcgctcc ccttctcctc cacgctccac gcgt 
524 



<210> 3266 

<211> 82 

<212> PRT 

<213> Homo sapiens 



<40O> 3266 

Met Arg Phe Arg Lys Arg Lys Asn 

1 5 
Glu Lys Val Pro Leu Gly Pro Val 
20 

Met Arg Thr Glu Gly Val Gly His 

35 40 
Gly Arg Ser Gin Pro Gly Cys His 

50 55 
Glu Gly Ala Pro Arg Gly Ser Ser 
65 70 
Pro Arg 



Phe Lys Lys Lys Arg Ser Lys Leu 

10 15 
Ala Arg Cys Trp Leu Pro Arg Arg 
25 30 
Val Gly Leu Gly Thr Gly Ser Pro 
45 

Cys Pro Leu Ala Thr Leu lie Leu 
60 

Leu Ala Pro Leu Leu Leu His Ala 
75 80 



c210> 3267 

<211> 393 

<212> DNA 

<213> Homo sapiens 
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<400> 3267 

gtcgaatatg catgcagagt acagggttta gaacatgaca tggaagagat caatgctcga 
60 

tggaatacat tgaataaaaa ggtcgcacaa agaattgcac agctacagga agctttgttg 
120 

cattgtggga agtttcaaga tgccttggag ccattgctca gctggttggc agataccgag 
180 

gagctcatag ccaatcagaa acctccatct gctgagtata aagtggtgaa agcacagatc 
240 

caagaacaga agttgctcca gcggctccta gatgatcgaa aggccacagt agacatgctt 
300 

caagcagaag gaggcagaat agcccagtca gcagagctgg ctgatagaga gaaaatcact 
360 

ggacagctgg agagtcttga aagtagatgg act 
393 



<210> 3268 

<211> 131 

<212> PRT 

<213> Homo sapiens 



<400> 3268 

Val Glu Tyr Ala Cys Arg Val Gin Gly Leu Glu His Asp Met Glu Glu 

1 5 10 15 

He Asn Ala Arg Trp Asn Thr Leu Asn Lys Lys Val Ala Gin Arg He 

20 25 30 

Ala Gin Leu Gin Glu Ala Leu Leu His Cys Gly Lys Phe Gin Asp Ala 

35 40 45 

Leu Glu Pro Leu Leu Ser Trp Leu Ala Asp Thr Glu Glu Leu He Ala 

50 5S 60 

Asn Gin Lys Pro Pro Ser Ala Glu Tyr Lys Val Val Lys Ala Gin He 
65 ™ 75 80 

Gin Glu Gin Lys Leu Leu Gin Arg Leu Leu Asp Asp Arg Lys Ala Thr 

85 90 93 

Val Asp Met Leu Gin Ala Glu Gly Gly Arg He Ala Gin Ser Ala Glu 

100 105 11° 

Leu Ala Asp Arg Glu Lys He Thr Gly Gin Leu Glu Ser Leu Glu Ser 

115 120 125 

Arg Trp Thr 
130 



<210> 3269 

<211> 1423 

<212> DNA 

<213> Homo sapiens 



<400> 3269 

ctgtatcaaa aataatagta actttttgaa tatacacaat ttatctagaa tctattttcc 
60 

tttgaagctg taactttatg agcgattatt tactaccttt gagaaatgtg ttttagtata 
120 

aaatatagga tgtggaagcg aaaaaatatc tgggtagcaa gtgaggtgta ctcaaaaata 
180 
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agcaaaagtc acgtgggtct gattttatac cctcgctgga aagcttgttc tcagacacac 
240 

tgttactgca agtgtgtgtg agggggaaac tctcacacac tttgcagttg aggacagggc 
300 

tagactttga ggtggaccct ggctcccagg gctgtgtact cccagcccgt gtttctcttt 
360 

tgctcagact gaacaagtgg aacgaaatta cattaaagaa aagaaggcag cagtgaaaga 
420 

atttgaagac aagaaggttg agctgaaaga gaacctgatt gctgagctag aagaaaagaa 
480 

gaaaatgatt gaaaacgaaa tgctgacaat ggaactgaat ggagattcta tggaggtgaa 
540 

acctatcatg accagaaagt tgcggaggcg accaaatgat cccgtcccca tcccagacaa 
600 

gaggaggaaa cctgctccag cccagctaaa ctatttgtta acagatgaac agatcatgga 
660 

ggatctgaga acattaaata agcttaagtc acccaagaga ccagcatctc catcctctcc 
720 

tgagcacttg cctgcaacac ccgcggaatc tccagcacag agatttgagg cgcggataga 
780 

agatggcaaa ctgtattatg acaaaagatg gtaccacaag agccaggcca tctatctgga 
840 

gtcaaaggac aaccagaaac tgagctgcgt gatcagttct gtaggagcca atgagatctg 
900 

ggtgaggaag acaagtgaca gcaccaagat gaggatctac ctgggtcagc ttcagcgcgg 
960 

gctcttcgtg atccgccggc gctcagctgc ttgactttct acagtgctct tctcttgacc 
1020 

ctttttctgg agtgggtttt atttttgttt tgtttcgttt tctccttaat agaaaaatgt 
1080 

taacttactg ggaatagcta ctcagccttg gaaatggaga gcactgcagt gaattcttta 
1140 

gggcactttt gcggccggat gcttccaact ttgtcagtct tttctgcctc aacttcttcc 
1200 

agacatcagt caccatgaga ctgttttact ttcaggcgta ttggggggtt tgatttactt 
1260 

tccttttatt tctttatttt ttgcttatac ttgtttttga aaacctcctc tgagtttgaa 
1320 

gggacagcta tttttattga tcatctttaa gtctctctac cacggagaag agcaggaagg 
1380 

gatacactct ccagtgcatt ctcatgtttt gaatcggatt agt 
1423 

<210> 3270 
<211> 169 
<212> PRT 

<213> Homo sapiens 
<400> 3270 

Met lie Glu Asn Glu Met Leu Thr Met Glu Leu Asn Gly Asp Ser Met 

15 10 IS 

Glu Val Lys Pro He Met Thr Arg Lys Leu Arg Arg Arg Pro Asn Asp 

20 25 30 

Pro Val Pro He Pro Asp Lys Arg Arg Lys Pro Ala Pro Ala Gin Leu 
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A3n Tyr 

50 
Asn Lys 
65 

His Leu 

Arg He 

Ser Gin 

val He 
130 
Asp Ser 
145 

Phe Val 



35 

Leu Leu 

Leu Lys 

Pro Ala 

Glu Asp 
100 
Ala rle 

1X5 

Ser Ser 
Thr Lys 
He Arg 



Thr Asp 

Ser Pro 

70 
Thr Pro 
85 

Gly Lys 

Tyr Leu 

Val Gly 

Met Arg 
150 
Arg Arg 
165 



40 
Glu Gin 
55 

Lys Arg 

Ala Glu 

Leu Tyr 

Glu Ser 
120 
Ala Asn 
135 

He Tyr 
Ser Ala 



45 

He Met Glu Asp Leu 
60 

Pro Ser 



Pro Ala Ser 
75 

Ser Pro Ala 
90 

Tyr Asp Lys 
105 

Lys Asp Asn 



Gin Arg 
Arg Trp 



Arg Thr Leu 

Ser Pro Glu 
80 

Phe Glu Ala 
95 

Tyr His Lys 
110 

Leu Ser Cys 



Gin Lys 
125 

Glu He Trp Val Arg Lys Thr Ser 
140 

Leu Gin 



Leu Gly Gin 
155 

Ala 



i Arg Gly Leu 
160 



<210> 3271 

<211> 464 

<212> DNA 

<213> Homo sapiens 



<400> 3271 

tcatgagcag ggcccaattc tggcttctct gtggtcgcca tccatgtgct gggcgtcacc 
60 

gaaggcactg gggatacagc cgagcacaag atggacagag atccctggcc cctcggagca 
120 

ggcagtctgt ggctctggcc cctccagttc cttgtcacca ggagataggc aatgcagctg 
180 

atgagaaggg ccccggcagc aagagatcca atgatggtgg ccgccaggat cccagcgttg 
240 

gtgggcaggt gtgtactggg cagctcctta ttcttttcag ctacctggac ctcagtcttg 
300 

gccttcatag tccattcaga gttgatggta atggctactt ggtaggtgcc actgtctgta 
360 

ggctgggcgc ggcgcagcag catggaacca ttggggaagc ccacgatgtc tcgctgtccc 
420 

atggcactgc catccctctg aggccgttgt atccccaggg atgt 
464 



<210> 3272 
<211> 140 
<212> PRT 

<213> Homo sapiens 



<400> 3272 

Met Gly Gin Arg Asp He Val Gly Phe Pro Asn Gly Ser Met Leu Leu 

! 5 10 15 

Arg Arg Ala Gin Pro Thr Asp Ser Gly Thr Tyr Gin Val Ala He Thr 

20 25 30 

He Asn Ser Glu Trp Thr Met Lys Ala Lys Thr Glu Val Gin Val Ala 

35 40 45 

Glu Lys Asn Lys Glu Leu Pro Ser Thr His Leu Pro Thr Asn Ala Gly 
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50 

He Leu Ala Ala Thr He 
65 70 
He Ser Cys He Ala Tyr 
85 

Ser His Arg Leu Pro Ala 
100 

Cys Ser Ala Val Ser Pro 
115 

Ala Thr Thr Glu Lys Pro 
130 

<210> 3273 
<211> 387 
<212> DNA 

<213> Homo sapiens 
<400> 3273 

ngcgcgccag ggatggaaaa ctttattctg tatgaggaga tcggaagagg aagcaagact 
60 

gctgtctata aagggcgacg gaagggaaca atcaattttg tagccattct ttgtactgat 
120 

aagtgcagaa ggcctgaaat aaccaactgg gtccgtctca cccgtgaaat aaaacacaag 
180 

aatattgtaa cttttcatga atggtatgaa acaagcaacc acctctggct agtggtggaa 
240 

ctccgcacag gtggttcctt aaaaacagtt attgctcaag atgaaaacct cccagaagat 
300 

gttgtgagag aatttggaat tgacctgatt agtggattac atcatcttca taaacttggc 
360 

attctctttg tgacatttct cctagga 
387 

<210> 3274 

<211> 129 

<212> PRT 

<213> Homo sapiens 



<400> 3274 



Xaa 


Ala 


Pro 


Gly 


Met 


Glu 


Asn 


Phe 


He 


Leu 


Tyr Glu 


Glu 


He 


Gly 


Arg 


1 






5 










10 








15 




Gly 


Ser 


Lys 


Thr 


Val 


Val 


Tyr 


Lys 


Gly 


Arg 


Arg Lys 


Gly 


Thr 


He 


Asn 








20 










2S 








30 






Phe 


val 


Ala 


He 


Leu 


Cys 


Thr 


Asp 


Lys 


Cys 


Arg Arg 


Pro 


Glu 


He 


Thr 






35 










40 








45 








Asn 


Trp 


Val 


Arg 


Leu 


Thr 


Arg 


Glu 


He 


Lys 


His Lys 


Asn 


He 


val 


Thr 




SO 










55 








60 










Phe 


His 


Glu 


Trp 


Tyr 


Glu 


Thr 


Ser 


Asn 


His 


Leu Trp 


Leu 


Val 


Val 


Glu 


65 










70 










75 








80 


Leu 


Arg 


Thr 


Gly 


Gly 


Ser 


Leu 


Lys 


Thr 


Val 


He Ala 


Gin 


Asp 


Glu 


Asn 










85 










90 








95 




Leu 


Pro 


Glu 


Asp 


val 


val 


Arg 


Glu 


Phe 


Gly 


He. Asp 


Leu 


He 


Ser 


Gly 








100 










105 








110 






Leu 


His 


His 


Leu 


His 


Lys 


Leu 


Gly 


He 


Leu 


Phe Val 


Thr 


Phe 


Leu 


Leu 
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S5 60 

He Gly Ser Leu Ala Ala Gly Ala Leu Leu 

75 80 
Leu Leu Val Thr Arg Asn Trp Arg Gly Gin 

90 95 
Pro Arg Gly Gin Gly Ser Leu Ser He Leu 

105 HO 
Val Pro Ser Val Thr Pro Ser Thr Trp Met 

120 125 
Glu Leu Gly Pro Ala His 
13S 140 
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!15 120 12S 

Gly 



<210> 3275 

<211> 1266 

<212> DMA 

<213> Homo sapiens 

<400> 3275 

ttttctttaa tcagttaaga ttcttgttga cacaaattgt tctacatcaa ctgttgttat 
60 

agaacacatg aaaggaatac atggggaaga aataaagtag aacccaagag ttcttttaag 
120 

ttttctttta tagagacatg aataacagat acactgaagt ataaacaaaa attggcctga 
180 

agcgcccggc ggccggctta gttaggagct atggctaaac atcatcctga tttgatcttt 

240 _ ta 

tgccgcaagc aggctggtgt tgccatcgga agactgtgtg aaaaatgtga tggcaagtgt 

300 

gtgatttgtg actcctatgt gcgtccctgc actctggtgc gcatatgtga tgagtgtaac 
360 

tatggatctt accaggggcg ctgtgtgatc tgtggaggac ctggggtctc tgatgcctat 
420 

tattgtaagg agtgcaccat ccaggagaag gacagagatg gctgcccaaa gattgtcaat 
480 

ctggggagct ctaagacaga cctcttctat gaacgcaaaa aatacggctt caagaagagg 

tgattggtgg gtggcccctt cctcccccca acatcagtct gctgcagctg ccagaaaaca 
600 

tgcctactac taccagcaga aagggagcag agcccagagc atcaccagga gtgcctgcta 
660 

gtgtactggc agcttgccac cccctcctct cccttcaccc agacacgtgg cagggatgga 
720 

aaaggattct tcacagagca ctctggcaca ccatatcgga gaaaaattga tagattagtt 
780 

aatggttttt cttgaattcg agaagcatag atctgttctc catattggta tgttctccct 
840 

caaccaagat cttctaaaaa gaaataatat tttagtcttc tgcttgagga actgactgtg 
900 

aagcgacgcc cagtgaaaaa catgatcttg cagcagctct ggtggcagct gtccttgagg 
960 

aacctttggt gtgtggtggg aagctatcag aacaagaaat gtaggcattt cccgtttttt 
1020 

ttgggggggg ggtggggggg cagggctctg ccctcttgaa aggcatttac ttgtttaaca 

1080 

cttgtccagc tacagtgggg tacagtagct ggctattcac aggcatcatc atagcccact 
1140 

agtctcatat tattttcctt ttgagaaatt ggaaactctt cctgttgcta ttatattaat 
1200 

aaagttggtg tttattttct ggtaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

1260 

aaaaaa 

1266 
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<2X0> 3276 

<211> 110 

<212> PRT 

<213> Homo sapiens 



<400> 3276 

Met Ala Lys His His Pro Asp Leu lie Phe Cys Arg Lys Gin Ala Gly 

IS 10 15 

Val Ala He Gly Arg Leu Cys Glu Lys Cys Asp Gly Lys Cys Val He 

20 25 30 

Cys Asp Ser Tyr Val Arg Pro Cys Thr Leu Val Arg He Cys Asp Glu 

3S 40 45 

Cys Asn Tyr Gly Ser Tyr Gin Gly Arg Cys Val He Cys Gly Gly Pro 

50 55 60 

Gly Val Ser Asp Ala Tyr Tyr Cys Lys Glu Cys Thr He Gin Glu Lys 
6S 70 75 80 

Asp Arg Asp Gly Cys Pro Lys He Val Asn Leu Gly Ser Ser Lys Thr 

85 90 95 

Asp Leu Phe Tyr Glu Arg Lys Lys Tyr Gly Phe Lys Lys Arg 
100 105 HO 



<210> 3277 

<211> 1435 

<212> DNA 

<213> Homo sapiens 



<400> 3277 

ncctccgtcc ccgagaacaa caacaacagc aacaagaaaa caacaataaa aaaaataagg 
60 

ctgcgtggga ggcagaaaga gctaatgcgg ccacgcttgt ccctcggcca ccgtcccacc 
120 

cagacttccg tctccttaaa atgttcatgc gtaagtgcgt ggcagaagcg gctcaagcgc 
180 

actcgtgcgt cattgctgtc agggccgagg gagcggtgca aggccgccgc gtgacgtcag 
240 

gacgccgcgg tcaggacgtc gaagccaaag aagaccagag ccagccgggt ggcacagcgg 
300 

tgtcgtggcc gtgttgctga tcgcctgggt ggttgttggc gtgtccctgc agcgaaggat 
360 

cctggttggc agtgaaaaag cagtctggct cccgaggtcc accccttata ccccaaggtc 
420 

cagatggcgg ccaacgtggg tgatcaacgt agcacagatt ggtcttctca gtacagcatg 
480 

gtggctgggg caggccgaga gaatggcatg gagacgccga tgcacgagaa cccggagtgg 
540 

gagaaggccc gtcaggccct ggccagcatc agcaagtcag gagctgccgg cggctctgcc 
600 

aagtccagca gcaatgggcc tgtggccagt gcaagtacgt gtcccaggca gaagcctcag 
660 

ctttgcagca gcagcagtac taccagtggt accagcagta caactatgcc tacccctaca 
720 

gctactacta tcccatgagc atgtaccaga gctatggctc cccttcccag tatgggatgg 
780 



2469 



WO 00/58473 



PCT/USOO/08621 



ccggctccta tggctagcca caccccagca gccatccgca ccccaacacc aagggactct 
840 

gaaccagccc ccagtccccg gcatggatga gagcatgtcc taccaggctc cccctcagca 
900 

gctgccgtcg gctcagcccc ctcagccctc aaatccccca catggggctc acacgctgaa 
960 

cagtggccct cagcctggga cagctccagc cacacagcan ncagccaggc ggggcccgcc 
1020 

acgggccagg cctatgggcc acacacctac accgaacctg ccaagcccaa gaagggccaa 
1080 

cagctgtgga accgcatgaa acccgcccct gggactggag gttcaagttc aacatccaga 
1140 

agcgaccctt tgctgttacc acccagagct ttggctccaa cgcagagggc cagcacagtg 
1200 

gttttggccc ccagcccaac cctgagaaag ttcagaacca cagcgggtcc tctgcccggg 

1260 

ggaacctgtc tgggaagccc gatgactggc cccaggacat gaaagagtat gtggagcgct 
1320 

gcttcaccgc ctgtgagtcg gaggaggaca aggaccgcac ggaaaagctg ctcaaggagg 
1380 

tgctgcaggc gcggctgcag gacggctcgg cctataccat tgactggagc cggga 
143S 



<210> 3278 

<211> 104 

<212> PRT 

<213> Homo sapiens 



<400> 3278 

Met Ala Ala Asn val Gly Asp Gin Arg Ser Thr Asp Trp Ser Ser Gin 

15 10 15 

Tyr Ser Met Val Ala Gly Ala Gly Arg Glu Asn Gly Met Glu Thr Pro 

20 25 30 

Met His Glu Asn Pro Glu Trp Glu Lys Ala Arg Gin Ala Leu Ala Ser 

35 40 45 

lie Ser Lys Ser Gly Ala Ala Gly Gly Ser Ala Lys Ser Ser Ser Asn 

50 55 60 

Gly Pro Val Ala Ser Ala Ser Thr Cys Pro Arg Gin Lys Pro Gin Leu 
65 70 75 80 

Cys Ser Ser Ser Ser Thr Thr Ser Gly Thr Ser Ser Thr Thr Met Pro 

85 90 95 

Thr Pro Thr Ala Thr Thr lie Pro 
100 

<210> 3279 

<211> 1130 

<212> DNA 

<213> Homo sapiens 

<400> 3279 

nngcgcgccc accgcgccgc acccatgttc gacaccacac cccactctgg ccggagcacg 
60 

ccaagcagct ccccatcgct ccggaaacgg ctgcagctcc tgcccccaag ccggccccca 
120 
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cctgagccag aaccaggcac catggtggag aagggatcag atagctcctc agagaagggt 
180 

ggggtgcctg ggacccccag cacccagagc ctaggcagcc ggaacttcat ccgcaacagc 
240 

aagaagatgc agagctggta cagtatgctg agccccactt ataagcagcg taatgaggac 
300 

ttccggaaac tgttcagcaa actccccgaa gcagaacgcc tcattgtgga ttactcctgc 
360 

gccctgcagc gtgagatcct gctccagggc cgcctctacc tctctgagaa ctggatctgc 
420 

ttctacagca acatcttccg ctgggagacc acgatctcca tccagctgaa ggaagtgaca 
480 

tgtctgaaga aggaaaagac ggccaagctg atccccaacg ccatccagat ctgcacggag 
540 

agcgagaagc atttcttcac ttcctttggg gcccgtgacc gctgcttccc cctcatcttc 
600 

cgcctctggc agaatgcact gcttgaaaag acgctgagtc cccgcgagct ctggcacctg 
660 

gtgcatcagt gctacggctc agagctgggc ctcaccagtg aggatgagga ctatgtctcc 
720 

cccttgcagc tgaacggtct ggggaccccc aaggaagtgg gagatgtgat cgccctgagc 
780 

gacatcacct cctcgggggc agctgaccgc agccaggagc caagcccagt gggttcgcgc 
840 

cgtggccatg tcacgcccaa cctttcccga gccagcagcg acgcagacca tggggcagag 
900 

gaggacaagg aggagcaggt agacagccag ccagacgcct cctccagcca gacagtgacc 
960 

ccggtggctg aacccccgag cacagagccc acccagcctg acgggcccac caccctgggc 
1020 

cccccggacc tgctgcccag tgaggagcta tcgacagaca caagtaactc ctcttcatcc 
1080 

actggggagg aagcggactt ggctgccctg cttcccgacc tctccggccg 
1130 

<210> 3280 
<211> 376 
<212> PRT 

<213> Homo sapiens 



<400> 3280 



Xaa Arg 


Ala 


His 


Arg 


Ala 


Ala 


Ser 


Met 


Phe 


Asp 


Thr 


Thr 


Pro 


His 


Ser 


1 






5 










10 










15 




Gly Arg 


Ser 


Thr 


Pro 


Ser 


Ser 


Ser 


Pro 


Ser 


Leu 


Arg 


Lys 


Arg 


Leu 


Gin 






20 










25 










30 






Leu Leu 


Pro 


Pro 


Ser 


Arg 


Pro 


Pro 


Pro 


Glu 


Pro 


Glu 


Pro 


Gly 


Thr 


Met 




35 










40 










45 








Val Glu 


Lys 


Gly 


Ser 


Asp 


Ser 


Ser 


Ser 


Glu 


Lys 


Gly 


Gly 


Val 


Pro 


Gly 


50 










55 










60 










Thr Pro 


Ser 


Thr 


Gin 


Ser 


Leu 


Gly 


Ser 


Arg 


Asn 


Phe 


lie 


Arg 


Asn 


Ser 


65 








70 










75 










80 


Lys Lys 


Met 


Gin 


Ser 


Trp 


Tyr 


Ser 


Met 


Leu 


Ser 


Pro 


Thr 


Tyr 


Lys 


Gin 








85 










90 










95 




Arg Asn 


Glu 


Asp 


Phe 


Arg 


Lys 


Leu 


Phe 


Ser 


Lys 


Leu 


Pro 


Glu 


Ala 


Glu 
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100 105 110 

Arg Leu lie Val Asp Tyr Ser Cys Ala Leu Gin Arg Glu lie Leu Leu 

115 120 125 

Gin Gly Arg Leu Tyr Leu Ser Glu Asn Trp He Cys Phe Tyr Ser Asn 

130 135 140 

He Phe Arg Trp Glu Thr Thr lie Ser He Gin Leu Lys Glu Val Thr 
145 ISO 1" 

Cys Leu Lys Lys Glu Lys Thr Ala Lys Leu lie Pro Asn Ala He Gin 

165 i™ 175 

He Cys Thr Glu Ser Glu Lys His Phe Phe Thr Ser Phe Gly Ala Arg 

180 185 190 

Asp Arg Cys Phe Leu Leu He Phe Arg Leu Trp Gin Asn Ala Leu Leu 

195 200 205 

Glu Lys Thr Leu Ser Pro Arg Glu Leu Trp His Leu Val His Gin Cys 

2io 215 220 

Tyr Gly Ser Glu Leu Gly Leu Thr Ser Glu Asp Glu Asp Tyr Val Ser 
22 5 230 235 240 

Pro Leu Gin Leu Asn Gly Leu Gly Thr Pro Lys Glu Val Gly Asp Val 

245 250 255 

He Ala Leu Ser Asp He Thr Ser Ser Gly Ala Ala Asp Arg Ser Gin 

260 265 270 

Glu Pro Ser Pro Val Gly Ser Arg Arg Gly His Val Thr Pro Asn Leu 

275 280 285 

Ser Arg Ala Ser Ser Asp Ala Asp His Gly Ala Glu Glu Asp Lys Glu 

290 295 ^00 

Glu Gin val Asp Ser Gin Pro Asp Ala Ser Ser Ser Gin Thr Val Thr 
305 310 315 320 

Pro Val Ala Glu Pro Pro Ser Thr Glu Pro Thr Gin Pro Asp Gly Pro 

325 33° 33S 

Thr Thr Leu Gly Pro Leu Asp Leu Leu Pro Ser Glu Glu Leu Leu Thr 

340 34S 350 

Asp Thr Ser Asn Ser Ser Ser Ser Thr Gly Glu Glu Ala Asp Leu Ala 

355 360 365 

Ala Leu Leu Pro Asp Leu Ser Gly 
370 375 

<210> 3281 

c211> 842 

<212> DNA 

<213> Homo sapiens 

<400> 3281 

gaattctgcc ttgccgtgtg cctcattggc caaaggaaag caacagagtc tgcagccagg 
60 

gcaggacccg caggaggggc ctggacccgg ggggctcctg gcagcgctgt gcctttctga 

ggcaaggagg tagagccagc ggctgaggac ctgtcagggc cagtcccagc tctgcagctt 
180 

gctgtgtgac ctggcacaca tcctctccct gcctccctca gtctcttccc ctgcaagacg 
240 

gggtcctgac acggatctca tgggattgct ctgaggccca ggcagtccca ggctcaacca 
300 

ctggttcaca aagtgtgttg tttccaggaa gaacagatgg gggcgcctga gggcaaaggg 
360 
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cctgagtgtg ggtcgaggat atgccggctg ctcgctcagg ggctgggttt tcatcttgtg 
420 

tgtcttgaca gggtgtgaca cttggcacca cactgttccc tgtcccttca tggatgtggc 
480 

ccacatgatg ttcctttcct cttgcaaaag aagttgctgg aaggcccact gtccagcagc 
540 

ccccaggttg cctgggccac ggtgcctttg tgggcccagc tacaaggagg acttgcaggc 
600 

tcgtgtctgg gacagatact ggcgccaggg ccaagtgaag cccgggattg gtgggcacct 
660 

ctagctggtc cctgagagag ggtggagggt gctgacaggc cttggcgctt tcatctgtca 
720 

actccagagg cccttgtgct tgcagcaggg aggtcaaggc cagggcgtct gaccccggcc 
780 

gctcctccac actgagcctc ctgcacgtgc tcacaggcag agaagcggcg ggtcaatctg 

840 

tc 

842 

<210> 3282 

<211> 146 

<212> PRT 

<213> Homo sapiens 

<400> 3282 

Met Pro Thr Asn Pro Gly Leu His Leu Ala Leu Ala Pro Val Ser Val 

15 10 15 

Pro Asp Thr Ser Leu Gin Val Leu Leu Val Ala Gly Pro Thr Lys Ala 

20 25 30 

Pro Trp Pro Arg Gin Pro Gly Gly Cys Trp Thr Val Gly Leu Pro Ala 

35 40 45 

Thr Ser Phe Ala Arg Gly Lys Glu His His Val Gly His lie His Glu 

' 50 55 60 

Gly Thr Gly Asn Ser Val Val Pro Ser Val Thr Pro Cys Gin Asp Thr 
6S 70 75 80 

Gin Asp Glu Asn Pro Ala Pro Glu Arg Ala Ala Gly lie Ser Ser Thr 

85 90 95 

His Thr Gin Ala Leu Cys Pro Gin Ala Pro Pro Ser Val Leu Pro Gly 

100 105 110 

Asn Asn Thr Leu Cys Glu Pro Val Val Glu Pro Gly Thr Ala Trp Ala 

115 120 125 

Ser Glu Gin Ser His Glu He Arg Val Arg Thr Pro Ser Cys Arg Gly 

130 135 140 

Arg Asp 
145 

<210> 3283 

<211> 3268 

<212> DNA 

<213> Homo sapiens 

<400> 3283 

nggatcagag cggctgtggt gctccagaaa cattaccgca cgcagagggc ccgccaggcc 
60 
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taccagaggg tccgcagagc tgccgttgtt acccaggcct tcacccggng ccatgtttgt 
120 

gcggagaacc taccgccagt cctcatggag cacaaggcca ccaccatcca gaagcacgtg 
180 

cggggccgga tggcacgcag gcacttccag cggctgcggg atgcagccat tgtcatccag 
240 

tgtgccttcc ggatgctcaa ggccaggcgg gagctgaagg ccctcaggat tgaggcccgc 
300 

tcagcagagc atctgaaacg tctcaacgtg ggcatggaga acaaggcggc ccagctgcag 
360 

cggaagatcg atgagcagaa caaagagttc aagacacttt cagagcagtt gtccgtgacc 
420 

acctcaacat acaccatgga ggtagagcgg ctgaagaagg agctggtgca ctaccagcag 
480 

agcccaggtg aggacaccag cctcaggccg caggaggagg tggagagcct gcgcacagag 
540 

ctgcagaggg cccactcgga gcgcaagacc ttggaggacg cccacagcag ggagaaagat 
600 

gagctgagga agcgagttgc agacctggag caagaaaatg ctctcttgaa agatgagaaa 
660 

gaacagccca acaaccaaat cctgtgccag tctaaagatg aatttgccca gaactctgtg 
720 

aaggaaaatc tcctcatgaa gaaagaactg gaggaggagc gatcccggta ccagaacctt 
780 

gtgaaggaat attcacagtc ggagcagaga tacgacaacc ttcgggatga aatgaccatc 
840 

ataaagcaaa ctccaggtca caggcggaac ccatcaaacc aaagtagctt agaatctgac 
900 

tccaattacc cctccatctc cacatctgag atcggagaca ctgaggatgc cctccagcag 
960 

gtggaggaaa ttggcctgga gaaggcagcc atggacatga cggtcttcct gaagctgcag 
1020 

aagagagtac gggagctgga gcaggagagg aaaaagctgc aagtgcagcc ggagaagaga 
1080 

gaacagcagg acagcaagaa agtccaggcg gaaccaccac agactgacat agatttggac 

1140 

ccgaatgcag atctggccta caatagtctg aagaggcaag agctggagtc agagaacaaa 
1200 

aagctgaaga atgacctgaa tgagctgagg aaagccgtgg ccgaccaagc cacgcagaat 
1260 

aactccagcc acggctcccc agatagctac agcctcctgc tgaaccagct caagccggcc 
1320 

cacgaggagc tcgaggtgcg caaggaggag gtgctcatcc tcaggaccca gatcgtgagc 
1380 

gccgaccagc ggcgactcgc cggcaggaac gcggagccga acattaatgc cagatcaagt 
1440 

tggcctaaca gtgaaaggca tgttgaccag gaggatgcca ttgaggccta tcacggggtc 
1S00 

tgccagacaa acaggctgct ggaggctcag ctgcaggccc agagcctgga gcatgaggag 
1560 

gaggtggagc atctcaaggc tcagctcgag gccctgaagg aggagatgga caaacagcag 
1620 

cagaccttcc gccagacgct actgctctcc ccagaggccc aggtggaatt cggcgttcag 
1680 
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caggaaatat cccggctgac 

1740 

gaaaagaatg agaggaagct 
1800 

ctagaagctg cccaggcatt 
1860 

gtcacggtcc agcggaaaga 
1920 

gaggcccccc tcatccggaa 
1980 

gcgccctgtc tccccgccta 
2040 

gacgatctca aggtgcactc 
2100 

aaaaagcaca atgatgactt 
2160 

cttcactgtc tgaagcagta 
2220 

cagaacgaac actgtcttaa 
2280 

ctttccattc agatctacca 
2340 

atagtttctg ccatgttgga 
2400 

ggctaccgga agcgctcctc 
2460 

atcatccgcc agatgaatgc 
2520 

atcatcctgc aggtattcaa 
2580 

ctgctcttgc ggaaggacgt 
2640 

agtcagcttg aggagtggct 
2700 

atggaacctc tgatccaagc 

2760 

gcagaggcta tctgctccct 
2820 

aacctttata ctcccctgaa 
2S80 

atccaggcac aactacaaga 
2940 

atgtttcctg ttttgtttcc 
3000 

ccagcgtgtc tcaatctgga 
3060 

gtttgattcc caatgtgagc 
3120 

ttaaatctgg taaaagtaga 
3180 

tacagaatta gacacaacta 
3240 

ttgaaacatg aaaaaaaaaa 
3268 



caacgagaat ctggacctta 
caaaaagcaa ctgaagatct 
ggcccagagt gagaggaagc 
gaaggatctc cagggcatgc 
cctggtgaca gacttgaagc 
catcctctac atgtgcatcc 
cctgctgacc tccaccatca 
tgagatgacg tcattctggt 
cagcggggat gagggctcca 
gaattttgac ctcaccgaat 
gcagctcatt aaaattgccg 
aaatgagagc attcagggtc 
cagcatggca gatggggata 
ctttcataca gtcatgtgtg 
acagctcttc tacatgatca 
ctgctcttgg agcacaggca 
tcggggaaga aaccttcacc 
agcccagctc ctgcaattaa 
gtgtacctcc cccagcaccc 
tgaatttgaa gaacgggtaa 
gcggaatgac cctcagcaac 
atttaatcca tcttctctaa 
attcctcaat gaagtctgaa 
aagaaggaag tatatacagt 
tcaaatcaga gattgacagc 
tgtcattatt ttttgtacct 
aaaaaaaa 



aagaactggt agaaaagctg 
acatgaagaa agcccaggac 
gccatgagct caacaggcag 
tggagtacca caaagaggac 
cccagatgct gtcgggcaca 
ggcacgcgga ctacaccaac 
acggcattaa gaaagtcctg 
catccaacac ctgccgcctt 
tgactcagaa cactgcaaag 
accgtcaggt gctgagtgac 
agggcgtgtt acagccgatg 
tatctggtgt gaagcccacc 
actcatactg cctggaagct 
accagggctt ggaccctgag 
acgcagtgac tcttaacaac 
cgcaactcag gtacaatata 
agagtggagc agttcagacc 
agaagaaaac ccaggaggac 
agcagattgt caaaatttta 
cagtggcctt tatacgaaca 
tgctatcaga tgccaagcac 
ccatggactc aatccacatc 
gatgcatgtt tccagcatta 
aaagtaaatt caaggatctg 
ctgtggaggg tgctgaacta 
actgctcaga ataaaaacac 
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<210> 3284 

<211> 1012 

<212> PRT 

<213> Homo sapiens 



<400> 3284 

xaa He Arg Ala Ala Val Val Leu Gin Lys His Tyr Arg Met Gin Arg 

1 5 10 15 

Ala Arg Gin Ala Tyr Gin Arg Val Arg Arg Ala Ala Val Val lie Gin 

20 25 30 

Ala Phe Thr Arg Xaa His Val Cys Ala Glu Asn Leu Pro Pro Val Leu 

35 40 45 

Met Glu His Lys Ala Thr Thr lie Gin Lys His Val Arg Gly Trp Met 

50 55 60 

Ala Arg Arg His Phe Gin Arg Leu Arg Asp Ala Ala He Val He Gin 
65 ™ 75 80 

Cys Ala Phe Arg Met Leu Lys Ala Arg Arg Glu Leu Lys Ala Leu Arg 

85 90 95 

He Glu Ala Arg Ser Ala Glu His Leu Lys Arg Leu Asn val Gly Met 

100 1° 5 110 

Glu Asn Lys Val Val Gin Leu Gin Arg Lys He Asp Glu Gin Asn Lys 

U5 120 125 

Glu Phe Lys Thr Leu Ser Glu Gin Leu Ser Val Thr Thr Ser Thr Tyr 

130 135 140 

Thr Met Glu Val Glu Arg Leu Lys Lys Glu Leu Val His Tyr Gin Gin 
145 150 155 160 

Ser Pro Gly Glu Asp Thr Ser Leu Arg Leu Gin Glu Glu Val Glu Ser 

165 170 175 

Leu Arg Thr Glu Leu Gin Arg Ala His Ser Glu Arg Lys He Leu Glu 

180 18S 190 

Asp Ala His Ser Arg Glu Lys Asp Glu Leu Arg Lys Arg Val Ala Asp 

195 200 205 

Leu Glu Gin Glu Asn Ala Leu Leu Lys Asp Glu Lys Glu Gin Leu Asn 

210 215 220 

Asn Gin He Leu Cys Gin Ser Lys Asp Glu Phe Ala Gin Asn Ser Val 
225 230 235 240 

Lys Glu Asn Leu Leu Met Lys Lys Glu Leu Glu Glu Glu Arg Ser Arg 

245 250 255 

Tyr Gin Asn Leu Val Lys Glu Tyr Ser Gin Leu Glu Gin Arg Tyr Asp 

260 265 270 

Asn Leu Arg Asp Glu Met Thr He He Lys Gin Thr Pro Gly His Arg 

275 280 285 

Arg Asn Pro Ser Asn Gin Ser Ser Leu Glu Ser Asp Ser Asn Tyr Pro 

290 295 300 

Ser He Ser Thr Ser Glu He Gly Asp Thr Glu Asp Ala Leu Gin Gin 
305 310 315 320 

Val Glu Glu He Gly Leu Glu Lys Ala Ala Met Asp Met Thr Val Phe 

325 330 335 

Leu Lys Leu Gin Lys Arg Val Arg Glu Leu Glu Gin Glu Arg Lys Lys 

340 345 350 

Leu Gin Val Gin Leu Glu Lys Arg Glu Gin Gin Asp Ser Lys Lys Val 

355 360 365 

Gin Ala Glu Pro Pro Gin Thr Asp He Asp Leu Asp Pro Asn Ala Asp 
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370 375 380 



Leu Ala 


Tyr 


Asn 


Ser 


Leu 


Lys 


Arg 


vjin 


Glu 




Glu 


Ser 


Glu 


Asn 


Lys 


385 








3 90 










395 










400 


Lys Leu 


Lys 


Asn 


Asp 


Leu 


sn 


Gl 

U 


eu 


Arg 


Lys 


Ala 


Val 


Ala 


Asp 


Gin 








4 05 










410 










415 




Ala Thr 


Gin 


Asn 


Asn 


er 


Ser 


is 


Gly 


Ser 


Pro 


As 


Ser 


_ 

ryr 


Ser 


Leu 






420 










4 25 










430 






Leu Leu 


Asn 


Gin 


Leu 


Lys 


Leu 


Ala 


His 


Glu 


Glu 


Leu 


Glu 


Val 


Arg 


Lys 




4 35 




















445 








CjIU GlU 


Val 


Leu 


lie 


Leu 


Arg 


Thr 


Gin 


He 


Val 


Ser 


Ala 


ASp 


Gin 


Aro 


4 50 










4 55 










460 










Arg Leu 


Ala 


Gly 


Arg 


Asn 


Ala 


Glu 


Pro 


Asn 


He 


Asn 


Ala 


Arg 


Ser 


Ser 


465 








470 










475 










480 


Trp Pro 


Asn 


Ser 


Glu 


Arg 


His 


vai 


Asp 


Gin 


Glu 


sp 


Ala 


He 


Glu 


Ala 








4 85 










4 90 










495 




Tyr His 


Gly 


Val 


Cys 


Gin 


Thr 


Asn 


Arg 


Leu 


eu 


Glu 


Ala 


Gin 


Leu 


Gin 






500 




















510 






Ala Gin 


Ser 


Leu 


Glu 


HIS 


Glu 


Glu 


Glu 


vai 


Glu 


nlS 


r on 
Lieu 


Lys 


Ala 


Gin 




515 










520 










525 








Leu Glu 


Ala 


Leu 


Lys 


Glu 


Glu 


Met 


Asp 


Lys 


bin 


bin 


Gin 


r 


Phe 


Cys 


530 










535 










54 0 










Gin Thr 


Leu 


Leu 


Leu 


Ser 


Pro 


Glu 


Aia 




vai 


Glu 


rne 


G y 


Val 


Gin 


545 








550 










555 










560 


Gin Glu 


He 


Ser 


Arg 


Leu 


Thr 


Asn 


Glu 


Asn 


Leu 


Asp 


Leu 


ys 


Glu 


Leu 








565 










3 ' V 










575 




Val Glu 


Lys 


Leu 


Glu 


Lys 


Asn 


Glu 


Arg 


Lys 


Leu 


Lys 


Lys 


Gin 


Leu 


ys 






580 










585 










590 






He Tyr 


Met 


Lys 


Lys 


Ala 


Gin 


Asp 


Leu 


Glu 


Aia 


Aia 


Pin 


Aia 


T mi 

Lieu 


Ma 




595 










600 










6 05 








Gin Ser 


Glu 


Arg 


Lys 


Arg 


KiS 


Glu 


Leu 


Asn 


Arg 


oin 


vai 


Thr 


If, 1 
vai 


Gin 


610 










615 










620 










Arg Lys 


Glu 


Lys 


Asp 


Phe 


Gin 


Gly 


Met 


eu 


Glu 


Tyr 


His 


ys 


Glu 


Asp 


625 








630 










63 5 










640 


Glu Ala 


Leu 


Leu 


i le 


Arg 


Asn 


U 


Val 


Thr 


Asp 


Leu 


ys 


Pro 
ro 


Gin 


Met 








645 










650 










655 




Leu Ser 


Gly 


Thr 


Val 


Pro 


Cys 


Leu 


Pro 


Ala 


Tyr 


He 


Leu 
eu 




Met 


cys 






660 










665 










670 






He Arg 


tils 


Ala 


Asp 


Tyr 


Thr 


Asn 


Asp 


sp 


Leu 


ys 


Val 


His 


Ser 


Leu 




675 










680 










685 








Leu Thr 


Ser 


Thr 


He 


Asn 


Gly 


He 


Lys 


Lys 


val 


Leu 


Lys 


Lys 


His 


Asn 


690 










695 










700 










Asp Asp 


Phe 


Glu 


Met 


Thr 


Ser 


Phe 


Trp 


Leu 


Ser 


Asn 


Thr 


Cys 


Arg 


Leu 


705 








710 










715 










720 


Leu His 


Cys 


Leu 


Lys 


Gin 


Tyr 


Ser 


Gly 


Asp 


Glu 


Gly 


Phe 


Met 


Thr 


Gin 








72S 










730 










735 




Asn Thr 


Ala 


Lys 


Gin 


Asn 


Glu 


His 


cys 


Leu 


Lys 


Asn 


Phe 


Asp 


Leu 


Thr 






740 










745 










750 






Glu Tyr 


Arg 


Gin 


Val 


Leu 


Ser 


Asp 


Leu 


Ser 


He 


Gin 


lie 


Tyr 


Gin 


Gin 




755 










760 










765 








Leu He 


Lys 


He 


Ala 


Glu 


Gly 


Val 


Leu 


Gin 


Pro 


Met 


He 


val 


Ser 


Ala 


770 










775 










780 










Met Leu 


Glu 


Asn 


Glu 


Ser 


He 


Gin 


Gly 


Leu 


Ser 


Gly 


Val 


Lys 


Pro 


Thr 


785 








790 










79S 










800 


Gly Tyr 


Arg 


Lys 


Arg 


Ser 


Ser 


Ser 


Met 


Ala 


Asp 


Gly 


Asp 


Asn 


Ser 


Tyr 
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805 810 815 

Cys Leu Glu Ala He He Arg Gin Met Asn Ala Phe His Thr Val Met 

820 825 830 

Cys Asp Gin Gly Leu Asp Pro Glu He He Leu Gin Val Phe Lys Gin 

835 840 845 

Leu Phe Tyr Met He Asn Ala Val Thr Leu Asn Asn Leu Leu Leu Arg 

850 855 860 

Lys Asp Val Cys Ser Trp Ser Thr Gly Met Gin Leu Arg Tyr Asn He 
865 870 875 880 

Ser Gin Leu Glu Glu Trp Leu Arg Gly Arg Asn Leu His Gin Ser Gly 

885 890 895 

Ala Val Gin Thr Met Glu Pro Leu He Gin Ala Ala Gin Leu Leu Gin 

900 905 910 

Leu Lys Lys Lys Thr Gin Glu Asp Ala Glu Ala He Cys Ser Leu Cys 

915 920 925 

Thr Ser Leu Ser Thr Gin Gin He Val Lys He Leu Asn Leu Tyr Thr 

930 935 940 

Pro Leu Asn Glu Phe Glu Glu Arg Val Thr Val Ala Phe He Arg Thr 
945 950 955 960 

He Gin Ala Gin Leu Gin Glu Arg Asn Asp Pro Gin Gin Leu Leu Leu 

965 970 975 

Asp Ala Lys His Met Phe Pro Val Leu Phe Pro Phe Asn Pro Ser Ser 

980 985 990 

Leu Thr Met Asp Ser He His He Pro Ala Cya Leu Asn Leu Glu Phe 

995 1000 1005 

Leu Asn Glu Val 
1010 



<210> 3285 

<211> 1518 

<212> DNA 

<213> Homo sapiens 



<400> 3285 

ctggcactaa actgttagct aatcatccgg tgttccatgt gaatgacaga acacggaata 
60 

aacctgatga caccaccact ttattttgag ctaaatcctc atttaagtga gaacaggaca 
120 

ggtttcacca ctgcctcctt tggcaacttg agtggtggtg ttcccaccga gtttatggct 
1B0 

gcaaagatag gtcttttctc gtatttatgt ataaacaggt accagttttg attttattta 
240 

atcatttcat acattaacat acatgacaca tcaaaatgag aaatgcacag tttaaccgtt 
300 

caacagctgg ccttacttca aaagaacact atattcatat taaacattta cagtctttcc 
360 

atctaacttt acacatgtcc taaatcattt tccagcactt ctcacataga agtctagttt 
420 

tgctctttaa aatcaccatc tgtatcaccc ctagtagacg cgagggtttc cccaattaca 
480 

tgctgaagag agccagccac caccccacct aaagacatcc aagcagctcc agagcctgcc 
540 

tccgaggcca ccccttcgcc acggcagtct cgattccaag aactgattat ctgacactag 
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tgaaccagca ctaaaggctg taggatgtga ctacatcaca gttccagaag gaaggggacc 
660 

atggccaaga gaagccctaa atgacagaag ctcattaaaa ccaagtcccc caaacctcct 
720 

gaaacatcgt tagcaaggag ctactgcttt cctttcttaa acatgttttg ggcatgacca 
780 

cactctggaa gtggtgaact gttacacatt tggtgtgtgt gtacataaca tcaaaaacta 
840 

ctgtgtgaaa cttgagaatg tctgattaaa gatttcaatg tatatctaaa aactaactca 
900 

aatcgttgac cagcactttc ccagtatcat aacaatgcgg ctgaccctct tctgccttca 
960 

ctttacaccc catcatagca cattatttgt gcacaactag tgaggtctgt gcggctcatc 
1020 

atccccataa ccaagtcggt ctgtgttgag tcatatcatt ctgtgctggt tttagaagtc 
1080 

accataggaa acatgaagtc acatcctggt caaaaaactg tccatttctc aaaaacagag 
1140 

aaaaacctga gatacgaggc agcaactagc gacacttaca ggaagggaaa gaacaatgac 
1200 

aacacccgcc cagccccacc cccaaaaagc tgctgttgtg aattaaggct tcaaaagagg 
1260 

acccacactg tagctgataa aactcaagcc aggaggatgt ttgaaagcca atctgcacta 
1320 

tcacttgttc cagtgacctc ctatgttcag ctgccaggac cgattccata cagtgattgt 
1380 

aggttgagga ctgaggacgc ccctttgctc tcgctccatt ttgatttgct ttttccactg 
1440 

aagacacgcc ggccagcgtt tccaaaaaca gcttggccat ggctttgcac tctattcaca 
1500 \ 
actgatcaaa actcaacc 
1518 

<210> 3286 
<211> 142 
<212> PRT 

<213> Homo sapiens 



<400> 3286 




























Met 


Lys 


Ser 


His 


Pro 


Gly 


Gin 


Lys 


Thr 


Val 


His 


Phe 


Ser 


Lys 


Thr 


Glu 


1 








5 










10 










15 




Lys 


Asn 


Leu 


Arg 
20 


Tyr 


Glu 


Ala 


Ala 


Thr 
25 


Ser 


ASp 


Thr 


Tyr 


Arg 
30 


Lys 


Gly 


Lys Asn 


Asn 


Asp 


Asn 


Thr 


Arg 


Pro 


Ala 


Pro 


Pro 


Pro 


Lys 


Ser 


Cys 


Cys 






35 










40 










45 








Cys 


Glu 
50 


Leu 


Arg 


Leu 


Gin 


Lys 
55 


Arg 


Thr 


His 


Thr 


val 

60 


Ala 


Asp 


Lys 


Thr 


Gin 


Ala 


Arg 


Arg 


Met 


Phe 


Glu 


Ser 


Gin 


Ser 


Ala 


Leu 


Ser 


Leu 


Val 


Pro 


65 










70 










75 










80 


Val 


Thr 


Ser 


Tyr 


Val 
85 


Gin 


Leu 


Pro 


Gly 


Pro 
90 


He 


Pro 


Tyr 


Ser 


Asp 
95 


Cys 


Arg 


Leu 


Arg 


Thr 
100 


Glu 


Asp 


Ala 


Pro 


Leu 
105 


Leu 


Ser 


Leu 


His 


Phe 
110 


Asp 


Leu 


Leu 


Phe 


Pro 


Leu 


Lys 


Thr 


Arg 


Arg 


Pro 


Ala 


Phe 


Pro 


Lys 


Thr 


Ala 


Trp 
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115 120 125 

Pro Trp Leu Cys Thr Leu Phe Thr Thr Asp Gin Asn Ser He 
130 135 140 

<210> 3287 

<211> 321 

<212> DNA 

<213> Homo sapiens 

<400> 3287 

gtcgactcct tcgagaagca gtgagacgtg gcggggtggg ggagggtccc cggggttggg 
60 

gagcgcgcgg cttggcggag tagggggcac ggccagcgca gtcagagctg gcgccctcct 
120 

gcgtaagccc aatccgggaa actcgttgcc cctctcctgg gaaaggaacg tccctcccca 
180 

gggttgcgag tgactcgggc accatcaccc tgtgctgtaa agacctgcga gtgctgcagc 
240 

tggaaataga gggcgcggaa gcgacgctgg gcatcgcccg ctccatcgag gtgtgccgag 
300 

ggagctcccg agccctttaa gctctccctg tctcgcgtag aggggaataa aaaggtgctt 
360 

ctgttcaaag aggctccgca gccgcagcta aatggcaggg ggatgcaggg tggtccgggg 
420 

tacttggaga ggccgaagct gaagctacag gactgagggg ctggaaaggg cgcgggcgag 
480 

acaatcccga ccctccccag agcccctgac ttccttctcc ggacgctgtc ctccctggaa 
S40 

tcagtcatca cctccctccc tttattctac cgtcccaagg gcctgagatt gggcgactcc 
600 

tggcacttcc tcccgcccga actctactgc aagagagtag ctcgcgaagt gggcgcggtc 
660 

gtaggggccc gggaaggtgg aagcgccggg cctggaagag gcgcggggac agggcactcc 
720 

ctgggtgccc tagacc'tggc ctctctcctc cctgcgctgc agaccaacgc ggccggaaaa 
780 

aggctggagg gggcttggca gccaagctaa ttcgggcgaa tttctatgat tatgattttt 
840 

ttattaaata gttataaaaa aatagggtat acaatttaaa ggactcttag tttaaaacaa 
900 

aatctattct gagaactctt c 
921 

<210> 3288 

<211> 148 

<212> PRT 

<213> Homo sapiens 

<400> 3288 

Met Thr Asp Ser Arg Glu Asp Ser Val Arg Arg Arg Lys Ser Gly Ala 

1 S 10 15 

Leu Gly Arg Val Gly He Val Ser Pro Ala Pro Phe Pro Ala Pro Gin 

20 25 30 

Ser Cys Ser Phe Ser Phe Gly Leu Ser Lys Tyr Pro Gly Pro Pro Cys 
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35 


40 




45 




lie Pro 


Leu Pro 


Phe Ser Cy9 Gly 


Cys Gly Ala Ser 


Leu 


Asn Arg Ser 


SO 




55 


60 






Thr Phe 


Leu Phe 


Pro Ser Thr Arg 


Asp Arg Glu Ser 


Leu 


Lys Gly Ser 


65 




70 


75 




SO 


Gly Ala 


Pro Ser 


Ala His Leu Asp 


Gly Ala Gly Asp 


Ala 


Gin Arg Arg 




B5 


90 




95 


Phe Arg 


Ala Leu 


Tyr Phe Gin Leu 


Gin His Ser Gin 


Val 


Phe Thr Ala 


100 




105 




110 


Gin Gly 


Asp Gly 


Ala Arg Val Thr 


Arg Asn Pro Gly Glu 


Gly Arg Ser 




115 


120 




125 




Phe Pro 


Arg Arg 


Gly Ala Thr Ser. 


Phe Pro Asp Trp 


Ala 


Tyr Ala Gly 


130 




135 


140 






Gly Arg 


Gin Leu 











145 

<210> 3269 

<211> 554 

<212> DNA 

<213> Homo sapiens 

<400> 3289 

acgcgtagtg atctgtgcga ggtcacacag caaatctgtg ggaggctagg gttcaaacct 
60 

cacagcatgg actcttccct gtgtcccgtt cctgccttcg cctcctccca gctcttctct 
120 

cccagcctcc tagcccaata tcagggccgg aggcactgga gaacttccgg ctaaggcagg 
180 

cctcccctcc cattcacaga gccctgccag ggtggctggc aatggtgaag tccagggcag 
240 

agatggggac agaggggacg ccttggattc gactctgtgg tgggtggacc acctccctga 
300 

gaccaggcat ccacgtcggg cagcacatgc tacccagtcc acagaagagg aaacagaggc 
360 

tccgagagga agggactgtg tccagggcgg gacccaggcc cttctgcact gggtcaatga 
420 

gccaagcaca tcaccccagc ccttggggag caggagccgg gccttgcagg gtgaggagct 
480 

gggaaaagca aagctccatg gaaggcaacc gggaatcatc acaaatagga cataactagt 
540 

ataagctgca attg 
554 

<210> 3290 
<211> 129 
<212> PRT 

<213> Homo sapiens 
<400> 3290 

Met He Pro Gly Cys Leu Pro Trp Ser Phe Ala Phe Pro Ser ser Ser 

15 10 15 

Pro Cys Lys Ala Arg Leu Leu Leu Pro Lys Gly Trp Gly Asp Val Leu 

20 25 30 

Gly Ser Leu Thr Gin Cys Arg Arg Ala Trp Val Pro Pro Trp Thr Gin 
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35 40 
Ser Leu Pro Leu Gly Ala Ser Val 

50 55 
Cys Ala Ala Arg Arg Gly Cys Leu 
65 70 
His Arg Val Glu Ser Lys Ala Ser 
65 

Thr Ser Pro Leu Pro Ala Thr Leu 
100 

Arg Pro Ala Leu Ala Gly Ser Ser 
115 120 

Gly 



45 

Ser Ser Ser Val Asp Trp Val Ala 
60 

Val Ser Gly Arg Trp Ser Thr His 

7S 80 
Pro Leu Ser Pro Ser Leu Pro Trp 

90 95 
Ala Gly Leu Cys Glu Trp Glu Gly 
105 HO 
Pro Val Pro Pro Ala Leu lie Leu 
125 



<210> 3291 

<211> 1075 

<212> DNA 

<213> Homo sapiens 

<400> 3291 

nngcntatgg ggtgcgcttt 
60 

ggctggaggc ccccgcgcgt 
120 

tgggcccctt ctcccgccac 
180 

gcctctgtcc ctccgcactg 
240 

agcgagcctn ggcgtcgacc 
300 

cttccctagc ctacatagcc 
360 

ccccccacag gtggacagac 

420 

cgctcaccgc gtgtccgggg 
480 

ctgacagccg agccgatggc 
S40 

gtgaaggccc cgacgctttc 
600 

ccgcgcccac gctgcgggcc 
660 

acctggactc caagaggcca 
720 

tggaaccctc ccnntactct 
780 

aagaaagggg agccaggatt 
840 

ctgttgactt ccctgggtag 
900 

tggcatctag agtttgagca 
960 

ctagggcccg cagagcattt 
1020 



acgcgactgc cgctggagcg 
gccttcgcct gcgccgcgga 
gcctgcggtg aggctccccg 
gctgttcacc tggctagctg 
gctgccgcca ccccagttac 
cttggccatg gcccggcctg 
gccttcgnnt gggcctgagc 
ccctggcgcg ggtcctggaa 
gcaccccggc taccccagtg 
tcttgctctt gggagcggct 
cagcttgccc aggatggcgt 
ggggaggagg tcccctgtga 
gaccccctac agacaaccaa 
tagtcctggc ccagcccaga 
gacactgcca cccctgggcc 
gccttcttgg ctgcaggcag 
ggtgcccctc catgttgcaa 



cggcgtgggt 


ggctgcactt 


gcgcgacgcc 


cgggccgccg 


ccccgtctcc 


Caccatagct 


tgtccgtttc 


tcaacccgga 


cccctcccac 


cccgccgtcc 


gtcccacctc 


tgatgtcccg 


acttgcggcc 


ggcacatgtc 


gtaccctagc 


gggccacacc 


tgcctccacc 


ggcggctgcg 


gcatgagctg 


cgcgtcctca 


gcagctttgc 


gccctcgacg 


gcccactctg 


gaacccttcc 


gcactaatcc 


ccttagtacc 


gctgggacct 


ggagcacgat 


caggtcctca 


tgcctccaaa 


gcctagcctg 


tggcagcggg 


cgcaaacacc 


ttcaccactg 
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gggcagtggg gagagatggc tatattaata aaataacgtg tgtctttcaa aaaaa 
1075 

<210> 3292 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<40O> 3292 



Xaa Xaa Met 


Gly 


Cys 


Ala 


Leu 


Arg Asp Cys 


Arg Trp 


Ser Ala 


Val 


Trp 


1 




5 






10 






IS 




Val Ala Ala 


Leu 
20 


Gly 


Trp 


Arg 


Pro Pro Arg 
25 


val Pro 


Ser Pro 
30 


Ala 


Pro 


Trp Ser Ala 


Thr 


Pro 


Gly 


Pro 


Pro Trp Ala Pro Ser 


pro Ala 


Thr 


Pro 


35 










40 




45 






Ala Val Arg 


Leu 


Pro 


Ala 


Pro 


Ser Pro Thr 


He Ala 


Ala Ser 


Val 


Pro 


50 








55 




60 








Pro His Trp 


Leu 


Phe 


Thr Trp 


Leu Ala Val 


Ser Val Ser Gin Pro Gly 


65 






70 






75 






80 


Ser Glu Ser 


Xaa 


Arg 
65 


Arg 


Pro 


Leu Pro Pro 
90 


Pro Gin 


Leu Pro 


Pro 
95 


Pro 


Thr Pro Pro 


Ser 
100 


Leu 


Pro 















<210> 3293 

<211> 2362 

c212> DNA 

<213> Homo sapiens 

<400> 3293 

nnctcaccga agccggcgct ccccgccgga gatgaggaaa ctgaggctca gagaggtcac 
60 

atggcttgct cgaggccccc cagccagtgt gaacccacat ccctgccccc agggccacct 
120 

gcaggacgcc gacacctacc cctcagcaga cgccggagag aaatgagtag caacaaagag 
180 

cagcggtcag cagtgttcgt gatcctcttt gccctcatca ccatcctcat cccctacagc 
240 

tccaacagtg ccaatgaggt cttccattac ggctccctgc ggggccgtag ccgccgacct 
300 

gtcaacctca agaagtggag catcactgac ggctatgtcc ccattctcgg caacaagaca 
360 

ctgccctctc ggtgccacca gtgtgtgatt gtcagcagct ccagccacct gctgggcacc 
420 

aagctgggcc ctgagatcga gcgggctgag tgtacaatcc gcatgaatga tgcacccacc 
460 

actggctact cagctgatgt gggcaacaag accacctacc gcgtcgtggc ccattccagt 
540 

gtgttccgcg tgctgaggag gccccaggag tttgtcaacc ggacccctga aaccgtgttc 
600 

atcttctggg ggcccccgag caagatgcag aagccccagg gcagcctcgt gcgtgtgatc 
660 

cagcgagcgg gcctggtgtt ccccaacatg gaagcatatg ccgtctctcc cggccgcatg 
720 
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cggcaatttg acgacctctt 
780 

tggttgagca caggctggtt 
840 

gtctatggca tggtcccccc 
900 

caccactact acgagcccaa 
960 

agtcgcaagg gcaaccacca 
1020 

cagctgtatg gcatcacctt 
1080 

cctcaggagg gtcagaggag 
1140 

ggccaatcaa ggcttgctgg 
1200 

ctccagccaa tcagggcctg 
1260 

gttaatcagg ggtgtctttc 
1320 

ggggtacttc tgagtcaatc 
1380 

agagccccag gaatggaccc 
1440 

cccaaggagc tgggaactcg 
1500 

tgtgggggta gaagctgtct 
1560 

gggggcggtg gggaggtccc 
1620 

agaccttgga caaacccttc 
1680 

gcggagtctg agaccctttc 
1740 

tggaccctcc cagccactat 
1800 

acctccccac ctcctggaaa 
1860 

gactctgaag gaaacgggac 
1920 

attagcttgg ctcttaaagg 
1980 

aactgttgga ggcgcctttg 
2040 

gtctccctcg accctctgtc 
2100 

gtcccctggc tctgtatcag 
2160 

tcctgctctt ctggagcctg 
2220 

accagatgga ggaggccagc 
2280 

accgccccag acttggtttt 
2340 



ccggggtgag acgggcaagg 
taccatggtg atcgcggtgg 
caactactgc agccagcggc 
ggggccggac gaatgtgtca 
ccgcttcatc accgagaaaa 
ctcccacccc tcctggacct 
aagcagcctc cgcccagccg 
agtgtccccc agccaatcag 
gggaatctgt tggcgaatca 
tcgtgcagtc agggtctgcg 
cgaggctaag gacatgtcct 
cccaatcact ccccaccctg 
gtgttgcccc ctcaatttcc 
ggaggcccgg ccagagaatt 
agaggtggga ggctggcatc 
cccctctctg ggcacccttc 
cacctcccct acaagtgccc 
cccttgctgg aaggctcagc 
actttagggt atttttgcgc 
aaaaccttaa gctgttttct 
gccaggcctc cttttctgcc 
gggctgcccc tttgtctgga 
gtcctgggat ggctgtcggg 
gcactttatt aaagctgggc 
gaaggaaagg gcttcaggag 
agctagccat tgcacactgg 
gtaatgattt gtacaggaat 



acagggagaa gtctcattcg 
agtcgcgcga ccacgtgcat 
cccgcctcca gcgcatgccc 
cctacatcca gaatgagcac 
gggtcttctc atcgtgggcc 
aggccaccca gcctgtggga 
ctaggccagg gaccatcttt 
ggccttgagg aggatgtatc 
gggatttggg agtctatgtg 
cacagtcaat cagggtagag 
ttcccatgag gccttggttc 
ctgggataat ggggtcctgt 
agcaccagaa agagagattg 
tgtggggttg tggaggttgt 
caggtcttgg ctctgccctg 
tgcccacacc agcttccagt 
tcgggtctgt cctccccgtc 
tctttggggg gtctggggtg 
aaactccttc agggttgggg 
cagcccctca gccagctgcc 
ctctagcagg gaggctttcc 
gtcactgggg gcttccgagg 
agctgtatca cctgggttct 
ctcagcgggg tgtgtttgtc 
gaggctgtga ggctggaggg 
ggtgatgggt gggggcggtg 
aaacacacct acgctccgaa 
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aaaaaaaaaa aaaaaaaaaa aa 
2362 

<210> 3294 

<211> 353 

<212> PRT 

<213> Homo sapiens 



<400> 3294 



Xaa 


Ser 


Pro 


Lys 


Pro 


Ala 


Leu Pro 


Ala 


Gly Asp Glu Glu Thr Glu Ala 


1 








5 








10 IS 


Gin 


Arg 


Gly 


His 


Met 


Ala 


Cys Ser Arg 


Pro Pro Ser Gin Cys Glu Pro 








20 








25 


30 


Thr 


Ser 


Leu 


Pro 


Pro 


Gly 


Pro Pro 


Ala 


Gly Arg Arg His Leu Pro Leu 






35 








40 




45 


Ser 


Arg 


Arg 


Arg 


Arg 


Glu 


Met Ser 


Ser 


Asn Lys Glu Gin Arg Ser Ala 




50 










55 




60 


Val 


Phe 


Val 


He 


Leu 


Phe 


Ala Leu 


He 


Thr He Leu He Leu Tyr Ser 


65 










70 






75 80 


Ser 


Asn 


Ser 


Ala 


Asn 


Glu 


Val Phe 


His 


Tyr Gly Ser Leu Arg Gly Arg 










85 








90 95 


Ser 


Arg 


Arg 


Pro 


val 


Asn 


Leu Lys 


Lys 


Trp Ser He Thr Asp Gly Tyr 








100 








105 


HO 


Val 


Pro 


He 


Leu 


Gly 


Asn 


Lys Thr 


Leu 


Pro Ser Arg Cys His Gin Cys 






115 








120 




125 


val 


lie 


val 


Ser 


Ser 


Ser 


Ser His 


Leu 


Leu Gly Thr Lys Leu Gly Pro 




130 










135 




140 


Glu 


He 


Glu 


Arg 


Ala 


Glu 


Cys Thr 


He 


Arg Met Asn Asp Ala Pro Thr 


145 










150 






1S5 160 


Thr 


Gly 


Tyr 


Ser 


Ala 


Asp 


val Gly Asn 


Lys Thr Thr Tyr Arg Val Val 










165 








170 175 


Ala 


His 


Ser 


Ser 


val 


Phe 


Arg Val 


Leu 


Arg Arg Pro Gin Glu Phe Val 








180 








185 


190 


Asn 


Arg 


Thr 


Pro 


Glu 


Thr 


Val Phe 


He 


Phe Trp Gly Pro Pro Ser Lys 






195 








200 




205 


Met 


Gin 


Lys 


Pro 


Gin 


Gly 


Ser Leu 


Val 


Arg Val He Gin Arg Ala Gly 




210 










215 




220 


Leu 


Val 


Phe 


Pro 


Asn 


Met 


Glu Ala Tyr 


Ala Val Ser Pro Gly Arg Met 


225 










230 






235 240 


Arg 


Gin 


Phe 


Asp 


Asp 


Leu 


Phe Arg Gly 


Glu Thr Gly Lys Asp Arg Glu 










245 








250 255 


Lys 


Ser 


His 


Ser 


Trp 


Leu 


Ser Thr Gly 


Trp Phe Thr Met Val He Ala 








260 








265 


270 


val 


Glu 


Leu 


Cys 


Asp 


His 


Val His 


Val 


Tyr Gly Met Val Pro Pro Asn 






275 








280 




265 


Tyr 


Cys 


Ser 


Gin 


Arg 


Pro 


Arg Leu 


Gin 


Arg Met Pro Tyr His Tyr Tyr 




290 










295 




300 


Glu 


Pro 


Lys 


Gly 


Pro 


Asp 


Glu Cys 


Val 


Thr Tyr He Gin Asn Glu His 


305 










310 






31S 320 


Ser 


Arg 


Lys 


Gly 


Asn 


His 


His Arg Phe 


He Thr Glu Lys Arg Val Phe 










325 








330 335 


Ser 


Ser 


Trp 


Ala 


Gin 


Leu 


Tyr Gly lie 


Thr Phe Ser His Pro Ser Trp 








340 








345 


350 



Thr 
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<210> 3295 
<211> 690 
<212> DNA 

<213> Homo sapiens 
<400> 3295 

cacagggaag agagatttga 
60 

gggcagggag ggggtgatgc 
120 

gccagactca ttttcagcct 
180 

gctgggggat gggctctgca 
240 

gaactggaaa aataagcctt 
300 

atgctgcatt aggcacagga 
360 

tctgcaagtc aagaagggaa 
420 

tagtggcttt acagtgggta 
480 

atggaaggag tgtcctatct 
540 

ggaggaccac atggatggac 
600 

gatcttactc cctcgtacat 
660 

gcatacactt aggtttcatg 
690 

<210> 3296 
<211> 120 
<212> PRT 

<213> Homo sapiens 



<400> 3296 



Met Gly 


Asn 


Trp 


Lys 


Asn 


Lys 


Pro 


Ser 


Arg lie Val Gly 


Arg 


Lys 


Thr 


1 






5 










10 




15 




Leu Trp 


Glu 


Arg 


Pro 


Gly 


Cys 


Cys 


lie 


Arg His Arg He 


Thr 


Trp 


Glu 






20 










25 




30 






Pro Arg 


His 


Met 


Gly 


Pro 


Ala 


Leu 


Arg 


Ser Leu Gin Val 


Lys 


Lys 


Gly 




35 










40 




4S 








Thr Glu 


His 


Ala 


Asp 


Pro 


Leu 


Pro 


Phe 


Pro Ser Val Ser 


Leu 


Ser 


Gly 


50 










SS 






60 








Phe Thr 


Val 


Gly 


Thr 


Leu 


Ser 


Glu 


Thr 


Ser Thr Gly Gly 


Pro 


Ala 


Thr 


65 








70 








75 






80 


Pro Thr 


Trp 


Lys 


Glu 


Cys 


Pro 


He 


Cys 


Lys Glu Arg Phe 


Pro 


Ala 


Glu 








85 










90 




95 




Ser Asp 


Lys 


Asp 


Ala 


Leu 


Glu 


Asp 


His 


Met Asp Gly His 


Phe 


Phe 


Phe 






100 










105 




110 






Ser Thr 


Gin 


Gly 


Pro 


Leu 


His 


Leu 













tcatctagtc ccggttttgc 
tgtcatcctt ctcggctgga 
cattaggcag cagacggaga 
ctgcagagac cagcagggac 
ccaggattgt ggggagaaag 
taacctggga acccaggcac 
cagagcacgc cgaccctctc 
ccctgtcaga aaccagcact 
gtaaggagcg ctttcctgct 
acttcttttt cagcacccag 
gcacaaatac acactcatgc 
cccattttct 



ctggatgtga gatgggctca 
gcaggaagat gaaggacgat 
tggagggagg agagcaggag 
taaagaagag aggacatggg 
acgctgtggg agaggccagg 
atgggtcctg ctctccgaag 
cctttcccct ctgtctctct 
gggggccctg ccacccccac 
gagagtgaca aggatgccct 
ggaccccttc acctttgagt 
acacacacac tcacacacat 



2486 



WO 00/58473 



PCT/USOO/08621 



115 120 

<210> 3297 
<211> 3176 
<212> DNA 

<213> Homo sapiens 
<400> 3297 

ncgctttttt nttttttttt tttttttttg agacggagtc ttgcactgtt gcccaggctg 
60 

gagacagtgg tgtgatcttg gctcactgca gtctccacct ctcaaattca agtgattctc 
120 

ctgcctcagc ctcccaagta gctgggatta taggtgcccg ccaccctgcc tggctaattt 
180 

ttgtattttt agtaaagatg gggttttgta acattggcca ggctggtctc aaactcctga 
240 

cctcaactga actgccccca tcgggcttcc aaagtgttgg gattagaggt ctgagctact 
300 

gggcccgggc aaacttggaa acattttttt ccttcctagt gcctcagttt tctcaaatgt 
360 

aaaatgggaa taaaatatct accttgtaag acttttgtga gggtctaata actgttatat 
420 

acattatctc atttaatctt cacaacaacc Cttaaaatag ggatacgatc attctcaatt 
480 

tacagttgag tgaaagtgag gcagttcaga tggcttgact aaggtcacct ggcatttgag 
540 

tggcagagcc aagatttaaa cccagctctg tctgatgcta gaccctttgc ctcaaccata 
600 

ttctgtaatg tctcatttct aggaatgaat gaaggaatgt tcacacatgc atcatccagc 
660 

ctctgaggcg cctctgacaa ccataattgc ctcctcatga aaccgagccc agttcctcct 
720 

gtggctcttc ctgctgcagc cgtgggcctt gctctcctgg ctggaagcgc tgttttcatc 
780 

ttacctgggg attctcattg ctgacggtgc tggaggctgt ggggcacagt ggtttcaagc 
840 

acaggcttcg gagccaggca aacctgggtt tcaatatggc tcaggaagct gttgggcagg 
900 

aggacttttg gcgagcaggc actgtctgat aatggtgttt cccaggatcc caggtttctt 
960 

gggggcacac aagtaggcca aagatgatct gggaacctcc cagagaattg cctcatactg 
1020 

tactctcccc aagaggctgc agccaagaga acaggggcca cgtcacgggg gctcatgatg 
1080 

gagtctgggc tttgtgggaa aggaagtggg gagggtctca gaaatgtttc tacaatgtaa 

1140 

aatcttccag ttagaacttt atatgcagga tttaatcaga aggaaatttg gacaggactc 
1200 

atttttctca ttgctgctct aagtggctgc tctaagcagt ctggactgtc tcccctgtgg 
1260 

ctttgttgag ttcagtaaac atttattgtg cacatactgt gtgcaggcac tttgctgggg 
1320 

atacagggat gaaataggga cagcgcccat gcctgagggc attgccctga agctggatgc 
1380 
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taaggccatc tgtgtgtgtg tctgtgtgtc 

1440 

tgtgtctgtg ctctgtgtct atgtgtatgt 
1500 

gtttgtgtgt gtatctgtgt gtgtgttnct 
1560 

ttctgtatgt gtctctgcgt gtgtctacat 
1620 

cattttgttt gtttctgggt gtgtctatct 
1680 

gtgtgtctgt gtgtgtgtat ttgtnngtgt 

1740 

gtgtgtgtgt gtgtgtgtat tgagagggag 
1800 

gcatggaagg tgtatcctca ttcacagccc 
1860 

caagaccaac tctggtggtg cctggctgac 
1920 

ggtttgcatt tcctaggaaa agaatgtagg 
1980 

ccttttgtga ttgagagagc acagccttgt 
2040 

gttggggata gccacagaga agagacagag 
2100 

ggaaccagtc tgcctttagg cccaaacccc 
2160 

agtcttttgt ttgttcataa aaaaccaatc 
2220 

gctgacctgc tgctcccagg ttaatgtgat 
2280 

tcatagcata gcacaaaccc ttagagattc 
2340 

accaggtatc ttcaggagtg aggaccacaa 
2400 

gatttctttg ttaaagtctg aaggagagaa 
2460 

tctgaagggc caaaggcaga agtgctgggg 
2S20 

agcctgacag tggctgcctt atgtggcagt 
2580 

acgactactc accaatggga ccaggtggcc 
2640 

aaccccacca ccacccagta tgccagcctc 
2700 

accgtgcgtg acatcgaccc ccagaacgat 
2760 

aatgaaatta tggttgcacc agataaagac 
2820 

gaataagcca ctctcttggc tccctgtgtc 
2880 

taatgtcaat catgtcagtg gactagcaca 
2940 

tccagtgacc gtgtgtgggc tggcggctct 
3000 



tgcatgtatc tctgtgtctg cgtgtgtctc 
ctgtgtgagt gtctgtgggt ctctttttgt 
ctgtgtgcct gtatgtgtct tgatgtgtgt 
gtgtgtatct gtgtctatgt atgtgtgtgt 
gcgtgtctct gtatacctgt atctccgtgt 
ctctgtatgt gcgtccgtgg gtgtgtgtct 
ggagaaagaa agggagcgac agatgggtca 
tgggaggaat cagtcaatcc acctactggt 
agtgggaatg tgacttttca tttaagaatg 
agttggagtc tcaaggagtg tttttttttt 
gtgcattggc tgacagttac caatctgcgt 
ggaaccgcag acagtgagca ggagtctggt 
caactatgaa tacctcacct tagggagctc 
tgggaaccag aggtggacag gaaagaggag 
cttggctggt gttgacaagt gtattatggt 
cccttgccct caccggggtc accacaccaa 
aaaattggag atctcaccag ggtgggcaga 
gactcagggg catctctctg gctccaaatc 
gagtgtcaag ttttcattta caacagggac 
gagtttcagt caacagtcaa cagaggccca 
atagagggct ggggagtgca gagcaaggac 
atgcacagct tcatcctgaa ggcacggagc 
ctcaccttcc ttcgaattcg ctccaagaaa 
tatttcctga ttgtgattca gaatccaacc 
attccttaat ttaatgcccc ccaagaatgt 
tggcagtcgc ttggaaccca ctcacaccaa 
tctcccccac caacggaacc cctgtgtgca 
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ccaaccttcc ccagagctcc ggagcgccct ctcctcactt ccaggttttg gagcaagagc 
3060 

ttgcaggaag cccgcaccca gcttccttct gaccttcagt tcactttgtc gcccttggag 
3120 

aaagctgttt ttctttaact aaaaataacc aaaatgctaa aaaaaaaaaa aaaaaa 
3176 

<210> 3298 
<211> 251 
<212> PRT 

<213> Homo sapiens 



<400> 329B 



Gly His 


Leu 


Cys 


Val 


Cys 


Leu 


Cys 


Val 


Cys 


Met 


Tyr 


Leu 


Cys 


Val 


Cys 


1 






5 










10 










IS 




Val Cys 


Leu 


Cys 


Val 


Cys 


Ala 


Leu 


Cys 


Leu 


Cys 


val 


Cys 


Leu 


Cys 


Glu 






20 










25 










30 






Cys Leu 


Trp 


Val 


Ser 


Phe 


Cys 


Val 


Cys 


val 


Cys 


He 


Cys 


Val 


Cys 


Val 




35 










40 










45 








Xaa Leu 


Cys 


Ala 


Cys 


Met 


Cys 


Leu 


Asp 


Val 


Cys 


Phe 


Cys 


Met 


Cys 


Leu 


50 










55 










60 










Cys Val 


Cys 


Leu 


Tyr 


Val 


Cys 


lie 


Cys 


Val 


Tyr 


Val 


Cys 


Val 


Cys 


His 


65 








70 










75 










80 


Phe Val 


Cys 


Phe 


Trp 


Val 


Cys 


Leu 


Ser 


Ala 


Cys 


Leu 


Cys 


He 


Pro 


Val 








85 










90 










95 




Ser Pro 


Cys 


Val 


Cys 


Leu 


Cys 


val 


Cys 


lie 


Cys 


Xaa 


Cys 


Leu 


Cys 


Met 






100 










10S 










110 






Cys Val 


Arg 


Gly 


Cys 


Val 


Ser 


Val 


Cys 


Val 


Cys 


Val 


Cys 


He 


Glu 


Arg 




115 










120 










125 








Glu Gly 


Glu 


Arg 


Lys 


Gly 


Ala 


Thr 


Asp 


Gly 


Ser 


Ala 


Trp 


Lys 


Val 


Tyr 


130 










135 










140 










Pro His 


Ser 


Gin 


Pro 


Trp 


Glu 


Glu 


Ser 


Val 


Asn 


Pro 


Pro 


Thr 


Gly 


Gin 


145 








150 










155 










160 


Asp Gin 


Leu 


Trp 


Trp 


Cys 


Leu 


Ala 


Asp 


Ser 


Gly 


Asn 


Val 


Thr 


Phe 


His 








165 










170 










175 




Leu Arg 


Met 


Gly 


Leu 


His 


Phe 


Leu 


Gly 


Lys 


Glu 


Cys 


Arg 


Ser 


Trp 


Ser 






160 










185 










190 






Leu Lys 


Glu 


Cys 


Phe 


Phe 


Phe 


Pro 


Phe 


Val 


He 


Glu 


Arg 


Ala 


Gin 


Pro 




19S 










200 










205 








Cys Val 


His 


Trp 


Leu 


Thr 


Val 


Thr 


Asn 


Leu 


Arg 


Val 


Gly 


Asp 


Ser 


His 


210 










215 










220 










Arg Glu 


Glu 


Thr 


Glu 


Gly 


Thr 


Ala 


Asp 


Ser 


Glu 


Gin 


Glu 


Ser 


Gly 


Gly 


225 








230 










235 










240 


Thr Ser 


Leu 


Pro 


Leu 


Gly 


Pro 


Asn 


Pro 


Gin 


Leu 













245 250 



<210> 3299 

<211> 1387 

<212> DNA 

c2l3> Homo sapiens 

<400> 3299 

nnaccggtaa ttcctcctat tggtgtgcag cagccacatt gaaggataga gtggcagcag ■ 
60 
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aggccaagga tcgtgagttg atggagtttg ctgctgaaaa tgaagggaag tctgggggag 
120 

gtctccacag cgtagcttaa gggggtgcgg ctaagtccag agcctggcag ggagggagta 
180 

agggacttag caggggcgga ggagttcggc ggcggagagg aggggacagg gctgacaggg 
240 

ataaaggaga taggggatgg agaggaagga agtggacaaa ggccagagga aataccgatg 
300 

gacctaacgg tagtgaagca ggaaattata gactggccag gtacagaagg caggttggct 
360 

ggccagtggg tagaacagga ggtggaggat aggcctgagg tgaaggatga gaacgcaggc 
420 

gtattggagg tgaagcagga gacggatagt agtttagtgg taaaagaagc gaaggtgggt 
480 

gaaccagagg taaaggaaga gaaggtaaag gaagaggtaa tggactggtc agaagtgaag 
540 

gaagagaagg ataacttgga gataaaacag gaggagaagt ttgttggtca atgcataaaa 
600 

gaggaattga tgcattgaga gtgtgtaaaa gaagagaagg atttcctgaa gaaagaaatc 
660 

gcggatgata caaaggtgaa agaagagcct ccgataaatc acccggtggg ctgcaagcgg 
720 

aaactggcca tgtcaaggtg tgagacttgt ggtacagaag aagcaaagta cagatgtcca 
780 

cgttgtatgc gatattcctg cagtttgccc tgtgtaaaga aacacaaagc agaactgaca 
840 

tgtaatggag ttcgagataa aactgcatac atttcaatac aacagtttac tgaaatgaat 
900 

ctcctaagtg attatcgatt tttggaagat gtggcaagaa cagcggacca tatttctaga 
960 

gatgcttttt tgaagagacc aataagcaat aaatatatgt actttatgaa aaatcgtgcc 
1020 

cggagcaaag gtattaactt aaaacttcta cccaatggat tcaccaagag gaaggagaat 
1080 

tcaacctttt ttgataagaa aaaacaacag ttttgttggc atgtgaagct ccagtttcct 
1140 

caaagtcaag ctgagtacat agaaaaaaga gtaccagatg acaaaactat taatgaaatc 
1200 

ctaaaacctt acattgatcc tgaaaagtct gatcctgtaa ttcgtcaaag gttgaaagcc 
1260 

tacatccgct ctcagactgg ggttcagatt ttaatgaaga ttgaatatat gcagcaaaat 
1320 

ttagtaagat attatgaact agatccttat aaaagtctcc tagacaattt gaggaacaaa 

1380 

gtgatca 

1387 

<210> 3300 
<211> 219 
<212> PRT 

<213> Homo sapiens 
<400> 3300 

Met Ser Arg Cys Glu Thr Cys Gly Thr Glu Glu Ala Lys Tyr Arg Cys 
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15 10 15 

Pro Arg Cys Met Arg Tyr Ser Cys Ser Leu Pro Cys Val Lys Lys His 

20 25 30 

Lys Ala Glu Leu Thr Cys Asn Gly Val Arg Asp Lys Thr Ala Tyr He 

35 40 4S 

Ser He Gin Gin Phe Thr Glu Met Asn Leu Leu Ser Asp Tyr Arg Phe 

50 55 60 

Leu Glu Asp Val Ala Arg Thr Ala Asp His He Ser Arg Asp Ala Phe 
65 70 7S 80 

Leu Lys Arg Pro He Ser Asn Lys Tyr Met Tyr Phe Met Lys Asn Arg 

85 90 95 

Ala Arg Ser Lys Gly He Asn Leu Lys Leu Leu Pro Asn Gly Phe Thr 

100 105 110 

Lys Arg Lys Glu Asn Ser Thr Phe Phe Asp Lys Lys Lys Gin Gin Phe 

11S 120 125 

Cys Trp His Val Lys Leu Gin Phe Pro Gin Ser Gin Ala Glu Tyr He 

130 135 140 

Glu Lys Arg Val Pro Asp Asp Lys Thr He Asn Glu He Leu Lys Pro 
145 150 155 160 

Tyr He Asp Pro Glu Lys Ser Asp Pro Val He Arg Gin Arg Leu Lys 

165 170 175 

Ala Tyr He Arg Ser Gin Thr Gly Val Gin He Leu Met Lys He Glu 

1B0 185 190 

Tyr Met Gin Gin Asn Leu Val Arg Tyr Tyr Glu Leu Asp Pro Tyr Lys 

195 200 205 

Ser Leu Leu Asp Asn Leu Arg Asn Lys Val He 
210 215 

<210> 3301 

<211> 2109 

<212> DNA 

<213> Homo sapiens 

<400> 3301 

ctgatggccc ggcatgggtt accgctgctg cccctgctgt cgctcctggt cggcgcgtgg 
60 

ctcaagctag gaaatggaca ggctactagc atggtccaac tgcagggtgg gagattcctg 
120 

atgggaacaa attctccaga cagcagagat ggtgaagggc ctgtgcggga ggcgacagtg 
180 

aaaccctttg ccatcgacat atttcctgtc accaacaaag atttcaggga ttttgtcagg 
240 

gagaaaaagt atcggacaga agctgagatg tttggatgga gctttgtctt tgaggacttt 
300 

gtctctgatg agctgagaaa caaagccacc cagccaatga aggtcaagtt tacccatggg 
360 

ggaactggtt ccagccaaac cgcaccaacc tgtggcaggg aaagttcccc aagggagaca 
420 

aagctgagga tggcttccat ggagtctccc ncagtgaatg ctttccccgc ccagaacaac 
480 

tacgggctct atgacctcct ggggaacgtg tgggagtgga cagcatcacc gtaccaggct 
540 

gctgagcagg acatgcgcgt cctccggggg catcctggat cgacacagct gatggctctg 
600 
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ccaatcaccg ggcccgggtc accaccagga tgggcaacac tccagattca gcctcagaca 
660 

acctcggttt ccgctgtgct gcagacgcag gccggccgcc aggggagctg taagcagccg 
720 

ggtggtgaca aggagaaaag ccttctaggg tcactgtcat tccctggcca tgttgcaaac 
780 

agcgcaattc caagctcgag agcttcagcc tcaggaaaga acttcccctt ccctgtctcc 
840 

catccctctg tggcaggcgc ctctcaccag ggcaggagag gactcagcct cctgtgtttt 
900 

ggagaagggg cccaatgtgt gttgacgatg gctgggggcc aggtgtttct gttagaggcc 
960 

aagtattatt gacacaggat cgcaaacaca caaacaattg gaacagagca ctctgaaagg 
1020 

ccatttttta agcattttaa aatctattct ctcccccttt ctccctggat gattcaggaa 
10B0 

gccgacattg tttcctcaag gcagaatttt cctggttctg ttttctcagc cagttgctgt 
1140 

ggaaggagaa tgctttcttt gtggcctcat ctgtggtttc gtgtccctct gaaggaaact 
1200 

agcttccact gtgtaacagg cagacatgta actatttaaa gcacagttca gtcctaaaag 
1260 

ggtctgggag aaccagatga tgtactaggt gaagcattgc attgtgggaa tcacaaagca 
1320 

aatagtactc cagaaagaca aatatcagaa gcttcctatt cttttttttt tttttttttt 
1380 

tttttgagac agggtctttc tctgttgccc aggctagagt gcactggtga tcacggctca 
1440 

ctctagcctt gaattcctgg gcccaagcaa ttctcccacc tcagcctcct gagtagctgg 
1500 

gactacaagt gtgcaccacc atgcctggct aattttttga atttttgtag tgatgggatc 
1560 

tcgctctgtt gcccagggtg gtctcgaact cctggcctca agcgatcctc ccacctcgac 
1620 

ctcccaaagt gctgggatta caggtgtgag ccacctcgcc tgggccccct tctccatatg 
1680 

cctccaaaaa catgtccctg gagagtagcc tgcccccaca ctgtcactgg atgtcatggg 
1740 

gccaataaaa tctcctgcaa ttgtgtatct cagacatttg tgtctttgat cctcaccctg 
1800 

tgaccctaag ggaagaaagc ctgagtgtca gtaactctgg gcctccccta aagagaaatg 
1860 

gagatggtgg ctcatctagg aagtagagga gcagggggtt cctggttctc aggccacgtg 
1920 

tgatctctgc ccacccaggg cctgccccag cctgcaggta ctgctgtgtg gtgggaacac 
1980 

ccacttccct tgtgcacagc ctttgagagg ggatcgtggc ctcagttcca ggggttcctg 
2040 

ccagggccaa gtgctccttc tgcagaggcc tgcacgcatc tcaccccttt gacttgcatt 
2100 

tccatggct 
2109 

<210> 3302 
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<211> 323 
<212> PRT 

<213> Homo sapiens 
<400> 3302 

Leu Met Ala Arg His Gly Leu Pro Leu Leu Pro Leu Leu Ser Leu Leu 

1 5 10 IS , 

Val Gly Ala Trp Leu Lys Leu Gly Asn Gly Gin Ala Thr Ser Met Val 

20 25 30 

Gin Leu Gin Gly Gly Arg Phe Leu Met Gly Thr Asn Ser Pro Asp Ser 

35 40 45 

Arg Asp Gly Glu Gly Pro Val Arg Glu Ala Thr Val Lys Pro Phe Ala 

50 SS 60 

He Asp lie Phe Pro Val Thr Asn Lys Asp Phe Arg Asp Phe Val Arg 
65 70 75 80 

Glu Lys Lys Tyr Arg Thr Glu Ala Glu Met Phe Gly Trp Ser Phe Val 

85 90 95 

Phe Glu Asp Phe Val Ser Asp Glu Leu Arg Asn Lys Ala Thr Gin Pro 

100 10S 110 

Met Lys Val Lys Phe Thr His Gly Gly Thr Gly Ser Ser Gin Thr Ala 

115 120 125 

Pro Thr Cys Gly Arg Glu Ser Ser Pro Arg Glu Thr Lys Leu Arg Met 

130 135 140 

Ala Ser Met Glu Ser Pro Xaa Val Asn Ala Phe Pro Ala Gin Asn Asn 
145 150 155 160 

Tyr Gly Leu Tyr Asp Leu Leu Gly Asn Val Trp Glu Trp Thr Ala Ser 

165 170 175 

Pro Tyr Gin Ala Ala Glu Gin Asp Met Arg Val Leu Arg Gly His Pro 

180 IBS 190 

Gly Ser Thr Gin Leu Met Ala Leu Pro He Thr Gly Pro Gly ser Pro 

195 200 205 

Pro Gly Trp Ala Thr Leu Gin He Gin Pro Gin Thr Thr Ser Val Ser 

210 21S 220 

Ala Val Leu Gin Thr Gin Ala Gly Arg Gin Gly Ser Cys Lys Gin Pro 
225 230 235 240 

Gly Gly Asp Lys Glu Lys Ser Leu Leu Gly Ser Leu Ser Phe Pro Gly 

245 250 255 

His Val Ala Asn Ser Ala He Pro Ser Ser Arg Ala Ser Ala Ser Gly 

260 265 270 

Lys Asn Phe Pro Phe Pro Val Ser His Pro Ser Val Ala Gly Ala Ser 

275 280 285 

His Gin Gly Arg Arg Gly Leu Ser Leu Leu Cys Phe Gly Glu Gly Ala 

290 295 300 

Gin Cys Val Leu Thr Met Ala Gly Gly Gin Val Phe Leu Leu Glu Ala 
305 310 315 320 

Lys Tyr Tyr 



<210> 3303 

<211> 699 

<212> DNA 

<213> Homo sapiens 

<400> 3303 
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cctaggaagc gggacttcac caatgaagcc cccccagctc ctctcccaga cgcctcggct 
60 

tcccccctgt ctccacaccg aagagccaag tcactggaca ggaggtccac ggagccctcc 
120 

gtgacgcccg acctgctgaa tttcaagaaa ggctggctga ctaagcagta tgaggacggc 
180 

cagtggaaga aacactggtt tgtcctcgcc gatcaaagcc tgagatacta cagggattca 
240 

gtggctgagg aggcagccga cttggatgga gaaattgact tgtccgcatg ttacgatgtc 
300 

acagagtatc cagttcagag aaaccatggc ttccagatac atacaaagga gggcgagttt 
360 

accctgtcgg ccatgacatc tgggattcgg cggaactgga tccagaccat catgaagcac 
420 

gtgcacccga ccactgcccc ggatgtgacc agctcgttgc cagaggaaaa aaacaagagc 
480 

agctgctctt ttgagacctg cccgaggtcc actgagaagc aagaggcaga gctgggggag 
540 

ccggaccctg agcagaagag gagccgcgca cgggagcgga ggcgagaggg ccgctccaag 
600 

acctttgact gggctgagtt ccgtcccatc cagcaggccc cggctcagga gcgggtgggc 
660 

ggcgtggggc ctgctgacac ccacgagccc ctgcgccct 
699 

<210> 3304 
<211> 233 
<212> PRT 

<213> Homo sapiens 



<400> 3304 



Pro Arg Lys Arg 


Asp 


Phe Thr Asn Glu Ala Pro Pro 


Ala 


Pro 


Leu 


Pro 


1 


s 


10 






15 




Asp Ala Ser Ala 


Ser 


Pro Leu Ser Pro His Arg Arg 


Ala 


Lys 


Ser 


Leu 


20 




25 




30 






Asp Arg Arg Ser 


Thr 


Glu Pro Ser Val Thr Pro Asp 


Leu 


Leu 


Asn 


Phe 


35 




40 


45 








Lys Lys Gly Trp 


Leu 


Thr Lys Gin Tyr Glu Asp Gly 


Gin 


Trp 


Lys 


Lys 


SO 




55 60 










His Trp Phe Val 


Leu 


Ala Asp Gin Ser Leu Arg Tyr 


Tyr 


Arg 


Asp 


Ser 


65 




70 75 








80 


Val Ala Glu Glu 


Ala 


Ala Asp Leu Asp Gly Glu He 


Asp 


Leu 


Ser 


Ala 




85 


90 






95 




Cys Tyr Asp Val 


Thr 


Glu Tyr Pro Val Gin Arg Asn 


Tyr 


Gly 


Phe 


Gin 


100 




105 




110 






He His Thr Lys 


Glu 


Gly Glu Phe Thr Leu Ser Ala 


Met 


Thr 


Ser 


Gly 


115 




120 


125 








He Arg Arg Asn 


Trp 


He Gin Thr He Met Lys His 


Val 


His 


Pro 


Thr 


130 




135 140 










Thr Ala Pro Asp 


Val 


Thr Ser Ser Leu Pro Glu Glu 


Lys 


Asn 


Lys 


Ser 


145 




150 155 








160 


Ser Cys Ser Phe 


Glu 


Thr Cys Pro Arg Ser Thr Glu 


Lys 


Gin 


Glu 


Ala 




165 


170 






175 




Glu Leu Gly Glu 


Pro 


Asp Pro Glu Gin Lys Arg Ser 


Arg 


Ala 


Arg 


Glu 
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180 185 190 

Arg Arg Arg Glu Gly Arg Ser Lys Thr Phe Asp Trp Ala Glu Phe Arg 

195 200 205 

Pro lie Gin Gin Ala Leu Ala Gin Glu Arg Val Gly Gly Val Gly Pro 

210 215 220 

Ala Asp Thr His Glu Pro Leu Arg Pro 
22S 230 

<210> 3305 

<211> 2717 

<212> OKA 

<213> Homo sapiens 

<400> 3305 

nnggatcccc gctactttct ccagatgaca gagaccactg ttaagacagc agcttggttc 
60 

atggccaacg tgcaggtctc tggaggggga cctagcatct ccttggtgat gaagactccc 
120 

agggtcgcca agaatgaggc gctctggcac ccgacgctga acttgccact gagcccccag 
180 

gggactgtgc gaactgcagt ggagtcccag gtgatgacac agacccaatc cctgagcttc 
240 

ctgctggggt cctcagcctc cttggactgt ggcttctcca tggcaccggg cttggacctc 
300 

atcagtgtgg agtggcgact gcagcacaag ggcaggggtc agttggtgta cagctggacc 
360 

gcagggcagg ggcaggctgt gcggaagggc gctaccctgn gagcctgcac aactgggcat 
420 

ggcnncaggg atgcctccct caccctgccc ggcctcacta tacaggacga ggggacctac 
480 

atttgccaga tcaccacctc tctgtaccga gcccagcaga tcatccagct caacatccaa 
540 

gcttccccta aagtacgact gagcttggca aacgaagctc tgctgcccac cctcatctgc 
600 

gacattgctg gctattaccc tctggatgtg gtggtgacgt ggacccgaga ggagctgggt 
660 

ggatccccag cccaagtctc tggtgcctcc ttctccagcc tcaggcaaag cgtggcaggc 
720 

acctacagca tctcctcctc tctcaccgca gaacctgggc tctgcaggtg ccacttacac 
780 

ctgccaggtc acacacatct ctctggagga gccccttggg gccagcaccc aggttgtccc 
840 

accagagcgg agaacagcct tgggagtcac ctttgccagc agtctcttcc ttcttgcact 
900 

gatgttcctg gggcttcaga gacggcaagc acctacagga cttgggctgc ttcaggctga 
960 

acgctgggag accacttcct gtgctgacac acagagctcc catctccatg aagaccgcac 
1020 

agcgcgtgta agccagccca gctgacctaa agcgacatga gactactaga aagaaacgac 
1060 

acccttcccc aagcccccac agctactcca acccaaacaa caaccaagcc agtttaatgg 
1140 

taggaatttg tattttttgc ctttgttcag aatacatgac attggtaaat atgccacatg 
1200 
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cccttggtgg aagtacaacc 
1260 

aaaaaagaca aagaggtgat 
1320 

accgaagaac gggatgtggg 
1380 

tgcacatttg ctcatgcaca 
1440 

agagggtaca gggtgggtga 
1500 

caactacacc tggtgagcct 
1560 

tgggagagcc aagaggacgg 
1620 

tcttctccag cggtgacccc 
1680 

ctcgaggggg gccgttggga 
1740 

tgggcaggac gaagggaatg 
1800 

caatgaaatg ctgctgcatg 
1860 

tcttcctgtt cgtggaccga 
1920 

ttcccagcct gccctcctcc 
1980 

aagctcagca attgccccga 
2040 

atacacacaa accatgcaaa 
2100 

aaagggtggt tcaaagggga 
2160 

gggccccatg acagcacagc 
2220 

ccaaggtggg gctggtgggt 
2280 

aggaagaacc acttgcctca 
2340 

gattccatgg gtgtccaaag 
2400 

gaagagagga acaggaccct 
2460 

ccttcaaatt aagcacttga 
2520 

atgccaacaa ttaactggga 
2580 

atggatttat ttggtgccct 
2640 

cttccagcta gaagcacatg 
2700 

aatccctaag tgttctc 
2717 

<210> 3306 



gttgttatta ctctatacaa 
gacagacaca cagcggaaac 
aagctcagct tcatttgact 
tgggtggtgg gaggaaaggg 
gaaagaaagt agaagggcta 
cagagggaca gaaacccagg 
attcgctcca ggcttgggac 
ctgcattagg caaggaggag 
gggtactgac tgctttcttc 
tgggaaacaa gggcgaaagg 
gaaagtgggc atccagaccc 
gggaagaagg aataaagggc 
ccttgcacct gggcttatcc 
agataggctg agcagatccc 
gaggaggaag agaaaggagg 
atatactaca ggaagaacag 
aatacacaag cacacctgac 
ctacatgact tctctgcatc 
tccctgtctt tggcaagtgc 
atctcacacc gctaacaccc 
ccttaacgag ggcaaggagt 
ctcactgttt ctctataact 
gctaggttaa attatttggc 
cacacagaat gctgtagaaa 
ggactgcttc taggatggaa 



gtatgagatc agggttagga 
cccacatcgt ctcatggcaa 
gcaaagtccc agggttttgc 
ggatagcaaa gacacacaga 
atacccccaa agaacaaggc 
aatgacccct gtgatagggc 
acatcgagga cagtggtggt 
cccagaggag agtggagacc 
cagctcttca gtcccgccct 
aaaggaagga tggttttgag 
tgcccagcat ggcctcagcc 
catgggcatt ctccgctctg 
cacattaata gcccatcctg 
atcctcaggt tccactgtct 
caaagtagaa ttcagacagg 
agaggcggct ctcaaggaga 
acaggctggc acgcctcccc 
ctgaggatcg gccgggcccc 
acgggtggtg cggaggaaag 
tcacgctcct tcatcaacag 
ggcttcctct gagcttgtta 
aacaggcaat ctctctcttt 
tagataaaac taccagctag 
atgtaaagaa gagaaagctc 
acaagtcctg ctattttcac 
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<211> 319 
<212> PRT 

<213> Homo sapiens 



<400> 3306 

Xaa Asp Pro Arg Tyr Phe Leu Gin Met Thr Glu Thr Thr Val Lys Thr 

1 s 10 IS 

Ala Ala Trp Phe Met Ala Asn Val Gin Val Ser Gly Gly Gly Pro Ser 

20 25 30 

lie Ser Leu Val Met Lys Thr Pro Arg Val Ala Lys Asn Glu Ala Leu 

35 40 45 

Trp His Pro Thr Leu Asn Leu Pro Leu Ser Pro Gin Gly Thr Val Arg 

50 55 60 

Thr Ala val Glu Phe Gin Val Met Thr Gin Thr Gin Ser Leu Ser Phe 
65 70 7S 80 

Leu Leu Gly Ser Ser Ala Ser Leu Asp Cys Gly Phe Ser Met Ala Pro 

85 90 95 

Gly Leu Asp Leu He Ser Val Glu Trp Arg Leu Gin His Lys Gly Arg 

100 105 HO 

Gly Gin Leu Val Tyr Ser Trp Thr Ala Gly Gin Gly Gin Ala Val Arg 

115 120 125 

Lys Gly Ala Thr Leu Xaa Ala Cys Thr Thr Gly His Gly Xaa Arg Asp 

130 135 140 

Ala Ser Leu Thr Leu Pro Gly Leu Thr He Gin Asp Glu Gly Thr Tyr 
145 150 155 160 

He Cys Gin He Thr Thr Ser Leu Tyr Arg Ala Gin Gin He He Gin 

165 170 175 

Leu Asn He Gin Ala Ser Pro Lys Val Arg Leu Ser Leu Ala Asn Glu 

180 185 190 

Ala Leu Leu Pro Thr Leu He Cys Asp He Ala Gly Tyr Tyr Pro Leu 

195 200 205 

Asp Val Val Val Thr Trp Thr Arg Glu Glu Leu Gly Gly Ser Pro Ala 

210 21S 220 

Gin Val Ser Gly Ala Ser Phe Ser Ser Leu Arg Gin Ser Val Ala Gly 
225 230 235 240 

Thr Tyr Ser He Ser Ser Ser Leu Thr Ala Glu Pro Gly Leu Cys Arg 

245 2S0 25S 

Cys His Leu His Leu Pro Gly His Thr His Leu Ser Gly Gly Ala Pro 

260 265 270 

Trp Gly Gin His Pro Gly Cys Pro Thr Arg Ala Glu Asn Ser Leu Gly 

275 280 285 

Ser His Leu Cys Gin Gin Ser . Leu Pro Ser Cys Thr Asp Val Pro Gly 

290 295 300 

Ala Ser Glu Thr Ala Ser Thr Tyr Arg Thr Trp Ala Ala Ser Gly 
305 310 315 



<210> 3307 

<211> 352 

<212> DNA 

<213> Homo sapiens 



<400> 3307 

ggatcctggg ctggtgtcca ggatggggct cccgcgtgct cttgcgctgc cctctggtgg 
60 
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ccgctctggg tccttgcacc ccgacccagg ggccagcctg ccctgtcctg ccctgatacc 
120 

gaggtgggag ccctgccttg gccagggtgg ccgtgttgac ggttcttggg actgtgacat 
180 

tggaaggcga ggcaggtcac cagcactgtc ctctgcagga tgggctggga ttcatttggc 
240 

agcctctcag ggcctgtgtc cggctggttg gtccctgtgc tgcccaaacc aggtgtccac 
300 

atttccggct cctatgcgca gagaaggggg caggtggtgg cttgggtgga ga 
352 

<210> 3308 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 3308 

Met Gly Leu Pro Arg Ala Leu Ala Leu Pro Ser Gly Gly Arg Ser Gly 

15 10 IS 

Ser Leu His Pro Asp Pro Gly Ala Ser Leu Pro Cys Pro Val Leu He 

20 25 30 

Pro Arg Trp Glu Pro Cys Leu Gly Gin Gly Gly Arg Val Asp Gly Ser 

35 40 45 

Trp Asp Cys Asp He Gly Arg Arg Gly Arg Ser Pro Ala Leu Ser Ser 

SO 55 60 

Ala Gly Trp Ala Gly He His Leu Ala Ala Ser Gin Gly Leu Cys Pro 
65 70 75 80 

Ala Gly Trp Ser Leu Cys Cys Pro Asn Gin Val Ser Thr Phe Pro Ala 

85 90 95 

Pro Met Arg Arg Glu Gly Gly Arg Trp Trp Leu Gly Trp Arg 
100 105 110 

<210> 3309 

<211> 737 

<212> DNA 

<213> Homo sapiens 

<400> 3309 

ggatcctggg cctggagaag aggcatgaat gtccaccaca ggggctctgc cggtcaggat 
60 

caaggtcaca ctggatgagg gagtcctgac cctctcccgg gctgagccca cctgtgctgc 
120 

ccccaggacc ccaagtacca gggtctgcgg gcacgtggcc gggagatccg gaaggagctt 
180 

gttcacctgt accccaggga ggcccagctt gaggagcagt tctacctgca ggcgctgaag 
240 

ctgcccaacc agacccaccc agacgtgccc gtcggggatg agagccaggc tcgagtgctc 
300 

cacatggtcg gagacaagcc agttttctcc ttccaacctc ggggccacct ggaaattggc 
360 

gagaaactcg acatcatccg tcagaagcgc ctgtcccacg tgtctggcca ccggtcctat 
420 

tacctgcgcg gggctggagc cctcctgcag cacggcctgg tcaacttcac attcaacaag 
480 
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cttctccgcc ggggcttcac ccccatgacg gtgccagacc ttctccgcgg agcagtgttt 
S40 

gaaggctgtg ggatgacacc aaatgccaac ccatcccaaa tttacaacat cgaccctgcc 
600 

cgcttcaaag atctcaacct tgctggaaca gcggaggtgg ggcttgcagg ctacttcatg 
660 

gaccacaccg tggccttcag ggacctgcca gtcaggacgg tttgctccag cacctgctac 
720 

cgggcagaga caaacac 
737 



<210> 3310 

<211> 210 

<212> PRT 

<213> Homo sapiens 



<400> 3310 



Ala 


His 


Leu 


Cys 


Cys Pro Gin 


Asp 


Pro 


Lys 


Tyr 


Gin 


Gly 


Leu 


Arg 


Ala 


1 








s 






10 










15 




Arg Gly 


Arg 


Glu 


lie Arg Lys 


Glu 


Leu 


Val 


His 


Leu 


Tyr 


Pro 


Arg 


Glu 








20 






2S 










30 






Ala 


Gin 


Leu 
35 


Glu 


Glu Gin Phe 


Tyr 
40 


Leu 


Gin 


Ala 


Leu 


Lys 
45 


Leu 


Pro 


Asn 


Gin 


Thr 
50 


His 


Pro 


Asp Val Pro 
55 


Val 


Gly 


Asp 


Glu 


Ser 
60 


Gin 


Ala 


Arg 


Val 


Leu 


His 


Met 


Val 


Gly Asp Lys 


Pro 


Val 


Phe 


Ser 


Phe 


Gin 


Pro 


Arg 


Gly 


65 








70 








75 










80 


His 


Leu 


Glu 


lie 


Gly Glu Lys 
85 


Leu 


Asp 


lie 
90 


lie 


Arg 


Gin 


Lys 


Arg 
95 


Leu 


Ser 


His 


val 


Ser 
100 


Gly His Arg 


Ser 


Tyr 
105 


Tyr 


Leu 


Arg 


Gly 


Ala 
110 


Gly 


Ala 


Leu 


Leu 


Gin 
115 


His 


Gly Leu Val 


Asn 

.120 


Phe 


Thr 


Phe 


Asn 


Lys 
12S 


Leu 


Leu 


Arg 


Arg Gly 


Phe 


Thr 


Pro Met Thr 


Val 


Pro 


Asp 


Leu 


Leu 


Arg 


Gly 


Ala 


Val 




130 






135 










140 










Phe 


Glu 


Gly 


Cys 


Gly Met Thr 


Pro 


Asn 


Ala 


Asn 


Pro 


Ser 


Gin 


He 


Tyr 


145 








150 








155 










160 


Asn 


lie 


Asp 


Pro 


Ala Arg Phe 
165 


Lys 


Asp 


Leu 

170 


Asn 


Leu 


Ala 


Gly 


Thr 
175 


Ala 


Glu 


Val 


Gly 


Leu 
180 


Ala Gly Tyr 


Phe 


Met 
185 


Asp 


His 


Thr 


Val 


Ala 
190 


Phe 


Arg 


Asp 


Leu 


Pro 
19S 


Val 


Arg Met Val 


Cys 
200 


Ser 


Ser 


Thr 


Cys 


Tyr 
205 


Arg 


Ala 


Glu 



Thr Asn 



210 



<210> 3311 

<211> 486 

<212> DNA 

<213> Homo sapiens 

<400> 3311 

nngcggagcg gcggcggtgg cgacggcgat gggaccccag cgagagatct gcagctaggc 
60 
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tggctgcact tgctccacgg gtcaggggat cggaggggga ttgaagaatg cgccattaaa 
120 

aggaaagatc aaggagtaaa ccagaagaag aagaaaaaga ggacttcaaa gctgggaagg 
180 

atgagttctt gcagcaacgt ctgtgggtcc aggcaggcac aggctgcagc cgagggtggt 
240 

taccagcgct acggagtccg gtcctacctg caccagtttt atgaggactg tacagcctca 
300 

atttgggagt atgaggatga cttccagatc caaagatcac ctaacaggtg gagctcagta 
360 

ttctggaagg ttggactcat ctcaggtaca gtttttgtga tcctcggact gactgttctg 
420 

gcagtgggct ttcttgtgcc ccccaaaatc gaagcatttg gcgaagccga ttttgtggtg 
480 

gtcgac 
486 



<210> 3312 
<211> 102 
<212> PRT 

<213> Homo sapiens 



<400> 3312 














Met Ser 


Ser 


Cys 


Ser 


Asn 


Val 


Cys Gly 


Ser Arg Gin Ala Gin Ala Ala 


1 






5 








10 IS 


Ala Glu 


Gly 


Gly 


Tyr 


Gin 


Arg 


Tyr Gly 


Val Arg Ser Tyr Leu His Gin 






20 








25 


30 


Phe Tyr 


Glu 


Asp 


Cys 


Thr 


Ala 


Ser rle 


Trp Glu Tyr Glu Asp Asp Phe 




35 










40 


45 


Gin He 


Gin 


Arg 


Ser 


Pro 


Asn 


Arg Trp 


Ser Ser Val Phe Trp Lys Val 


50 










SS 




60 


Gly Leu 


He 


Ser 


Gly 


Thr 


Val 


Phe Val 


lie Leu Gly Leu Thr Val Leu 


65 








70 






7S 80 


Ala val 


Gly 


Phe 


Leu 


Val 


Pro 


Pro Lys 


He Glu Ala Phe Gly Glu Ala 








85 








90 95 


Asp Phe 


Val 


Val 


Val 


Asp 












100 













<210> 3313 
<211> 1791 
<212> DNA 

<213> Homo sapiens 
<400> 3313 

nggctcggga gacgtacgag gaggaccggg agtacgagag ccaggccaag cgtctcaaga 
60 

ccgaggaggg ggagatcgac tactcggccg aggaaggcga gaaccgcggt gaagcgacgc 
120 

cccggggcgg gtcgagttgg cggcggcggc ggccgantgc gttctcgtca gccggaaggg 
ISO 

ctgcgaagtc atcataaagt ttctgtttca cccgtcgtcc atgttcgagg actctgtgaa 
240 

tctgtggtgg aagcagacct cgtggaagcg ctggaaaaat ttgggacaat atgctatgtg 
3 00 
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atgatgatgc 


cat t taaacg 


360 




gaa tgtgtga 


cat t tgctgc 


420 




aactattcta 


caagcaaaag 


480 




aacaaagttc 


ttctgctctc 


540 




tatactgtat 


gcaaccctgt 


600 




atacaagcaa 


tggttgagtt 


660 




aatggagctg 


atatatatgc 


720 




cgtctaaacg 


ttattaggaa 


780 




agacgagaca 


gaggaaaggg 


840 




tctagacatg 


atggctatgg 


900 




atgggctctc 


gagatacacc 


960 




tacatgcatg 


gaggaaatcc 


1020 




aaaatgaatt 


gttcaagagt 


1080 




aaatttatga 


agaccattcc 


1140 




gaaagagctg 


tcacacacct 


1200 




gtgtctaaac 


aacattcagt 


1260 




agct acaaag 


a tt t tgcaat 


1320 




aagaatataa 


tccagccacc 


1360 




acagaagaga 


ccttcacaaa 


1440 




aaagtgtttg 


atgcaaaacc 


1500 




aaaactgatg 


cagtagaagc 


1560 




ggttccaatc 


cctatacatt 


1620 




aagagcatgt 


tagaatttat 


1680 




aaaaaatcta 


aaatggttga 


1740 




taaacatatt 


ttgccttgag 


1791 





<210> 3314 
<211> 537 
<212> PRT 



acaggctcta gtggaatttg 
agatgaaccc gtgtacattg 
gatcactcgg ccaggaaata 
aattcagaat ccgctttatc 
tggcaaagtg caacgtattg 
tgaatcagtc ccttgtgccc 
tggatgttgc acactaaaaa 
tgacaatgac agttgggact 
tcgccagaga caagccattt 
atcccatggt ccactattgc 
tgaacttgtt gcttatccat 
ctctggttca gttgtaatgg 
cttcaacctg ttctgcttat 
tggtacagca ctggtagaaa 
taataatgtc aaattatttg 
tgttccaagt caaatatttg 
gagcaaaaat aatcgcttta 
ctcctgtgtt ttgcattatt 
gttgtgtaat gaccatgaag 
ttcagccaaa acactttctg 
ccttacggca ctgaatcact 
gaagctttgc ttttctacat 
gttcaccttt attacaattt 
tctcatgttg ccttgcttac 
taaatttgtt gtaagcttaa 



aaaacataga tagtgccaaa 
ctggtcaaca ggcctttttc 
ctgatgatcc atcaggaggc 
caattacagt ggatgtttta 
ttatattcaa gagaaatggg 
agaaagctaa agcagcactc 
ttgaatatgc acggccaact 
acactaaacc atatttggga 
tgggagaaca cccttcttcg 
ctttaccaag tcgttacaga 
taccacaggc ttcttcctct 
ttagtggatt acatcaacta 
atggaaatat tgagaaggta 
tgggtgatga gtatgctgta 
ggaaaagact taatgtttgc 
agctggagga tggtaccagc 
caagtgctgg ccaagcatct 
ataatgttcc attgtgtgtc 
ttcttacatt catcaaatat 
ggctattaga atgggagtgc 
atcagataag agtgccgaat 
catcccattt ataagaagag 
caaagctaca cttcattaaa 
tttaagatcc tgttctgtaa 
aaaaaaaaaa a 
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<213> Homo sapiens 
<400> 3314 

Xaa Leu Gly Arg Arg Thr Arg Arg Thr Gly Ser Thr Arg Ala Arg Pro 

1 S 10 15 

Ser Val Ser Arg Pro Arg Arg Gly Arg Ser Thr Thr Arg Pro Arg Lys 

20 25 30 

Ala Arg Thr Ala Val Lys Arg Arg Pro Gly Ala Gly Arg Val Gly Gly 

35 40 45 

Gly Gly Gly Arg Xaa Arg Ser Arg Gin Pro Glu Gly Leu Arg Ser His 

50 55 60 

His Lys Val Ser Val Ser Pro Val Val His Val Arg Gly Leu Cys Glu 
65 70 75 80 

Ser Val Val Glu Ala Asp Leu Val Glu Ala Leu Glu Lys Phe Gly Thr 

85 90 95 

lie Cys Tyr Val Met Met Met Pro Phe Lys Arg Gin Ala Leu Val Glu 

100 105 110 

Phe Glu Asn He Asp Ser Ala Lys Glu Cys Val Thr Phe Ala Ala Asp 
115 120 125 

Glu Pro Val Tyr He Ala Gly Gin Gin Ala Phe Phe Asn Tyr Ser Thr 

130 i3s 140 

Ser Lys Arg He Thr Arg Pro Gly Asn Thr Asp Asp Pro Ser Gly Gly 
14S 150 155 160 

Asn Lys Val Leu Leu Leu Ser lie Gin Asn Pro Leu Tyr Pro He Thr 

165 170 175 

Val Asp Val Leu Tyr Thr Val Cys Asn Pro Val Gly Lys Val Gin Arg 

180 185 190 

He Val He Phe Lys Arg Asn Gly He Gin Ala Met Val Glu Phe Glu 

195 200 205 

Ser Val Leu Cys Ala Gin Lys Ala Lys Ala Ala Leu Asn Gly Ala Asp 

210 215 220 

He Tyr Ala Gly Cys Cys Thr Leu Lys He Glu Tyr Ala Arg Pro Thr 
225 230 235 240 

Arg Leu Asn Val He Arg Asn Asp Asn Asp Ser Trp Asp Tyr Thr Lys 

245 250 255 

Pro Tyr Leu Gly Arg Arg Asp Arg Gly Lys Gly Arg Gin Arg Gin Ala 

260 265 270 

He Leu Gly Glu His Pro Ser Ser Phe Arg His Asp Gly Tyr Gly Ser 

275 280 285 

His Gly Pro Leu Leu Pro Leu Pro Ser Arg Tyr Arg Met Gly Ser Arg 

290 295 300 

Asp Thr Pro Glu Leu Val Ala Tyr Pro Leu Pro Gin Ala Ser Ser Ser 
305 310 315 320 

Tyr Met His Gly Gly Asn Pro Ser Gly Ser Val Val Met Val Ser Gly 

325 330 335 

Leu His Gin Leu Lys Met Asn Cys Ser Arg Val Phe Asn Leu Phe Cys 

340 345 3S0 

Leu Tyr Gly Asn He Glu Lys Val Lys Phe Met Lys Thr He Pro Gly 

355 360 365 

Thr Ala Leu Val Glu Met Gly Asp Glu Tyr Ala Val Glu Arg Ala Val 

370 375 380 

Thr His Leu Asn Asn Val Lys Leu Phe Gly Lys Arg Leu Asn Val Cys 
385 390 395 " 400 

Val Ser Lys Gin His Ser Val Val Pro Ser Gin He Phe Glu Leu Glu 
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405 




410 


415 




Asp Gly 


Thr Ser Ser Tyr Lys Asp 


Phe 


Ala Mec 


Ser Lys Asn Asn 


Arg 




420 


425 




430 




Phe Thr 


Ser Ala Gly Gin Ala Ser 


Lys 


Asn lie 


He Gin Pro Pro 


Ser 




435 440 






445 




Cys Val 


Leu His Tyr Tyr Asn Val 


Pro 


Leu Cys 


Val Thr Glu Glu 


Thr 


450 


455 






460 




Phe Thr 


Lys Leu Cys Asn Asp His 


Glu 


Val Leu 


Thr Phe He Lys 


Tyr 


465 


470 




475 




480 


Lys Val 


Phe Asp Ala Lys Pro Ser 


Ala 


Lys Thr 


Leu Ser Gly Leu 


Leu 


495 




490 


495 




Glu Trp 


Glu Cys Lys Thr Asp Ala 


Val 


Glu Ala 


Leu Thr Ala Leu 


Asn 


500 


505 




510 




His Tyr 


Gin He Arg Val Pro Asn 


Gly Ser Asn 


Pro Tyr Thr Leu 


Lys 




515 520 






525 




Leu Cys 


Phe Ser Thr Ser Ser His 


Leu 








530 


535 











<210> 3315 

<211> 934 

<212> DNA 

<213> Homo sapiens 

<400> 3315 

ngggcggcgg catggcagca tcttccctga cggtcacctt agggcggctg gcgtccgcgt 
60 

gcagccacag catcctgaga ccttcggggc ccggagcagc ctccctttgg tctgcttctc 
120 

gaaggttcaa ttcacagagc acttcatatc taccagggta atatcaaaat atatgttcct 
180 

aaaacatccc tgagttcacc accttggcca gaagttgttc tgccagaccc agttgaggag 
240 

accagacacc atgcagaggt cgtgaagaag gtgaatgaga tgatcgtcac ggggcagtat 
300 

ggcaggctct ttgccgtggt gcactttgcc agccgccagt ggaaggtgac ctctgaagac 
360 

ctgatcttaa ttggaaatga actagacctt gcgtgtggag agagaattcg actggagaag 
420 

gtcctgctgg ttggggcaga caacttcacg ctgcttggca agccactcct cggaaaggat 
480 

cttgttcgag tagaagccac agtcattgaa aagacagaat catggccaag aatcattatg 
540 

agattcagga aaaggaaaaa cttcaagaag aaaagaatcg tcacgacccc gcagactgtc 
600 

ctccggataa acagcattga gattgctccg tgtttgttgt gattaccgag ttaatactta 
660. 

caaaaggata aaaataaact cctgcttccc aaggagacca ggtttctgtg ttctggttta 
720 

aagccgtgca tgcctgttgt agatagttta actggagcag catgtctgta agcaccaggc 
780 

ccccgagcca gagaaaacag gaactggggg agaatgacaa gcatggccct cccagggctg 
840 

gataaatagt attcttggca gccctccacc ccacgtggcg gcggcagggc ccaggggagt 
900 
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ggggcgggga tgcagattga tcttggagcc gcag 
934 

<:210> 3316 
<211> 187 
<212> PRT 

<213> Homo sapiens 
<400> 3316 



Asp Leu 


Arg 


Gly 


Pro 


Glu Gin Pro Pro 


Phe Gly Leu 


Leu Leu Glu Gly 


1 








5 




10 


15 


Ser 


He 


His 


Arg 


Ala 


Leu His He Tyr 


Gin Gly Asn 


He Lys He Tyr 








20 




25 




30 


val 


Pro 


Lys 


Thr 


Ser 


Leu Ser Ser Pro 


Pro Trp Pro 


Glu Val Val Leu 






35 






40 




45 


Pro 


Asp 


Pro 


Val 


Glu 


Glu Thr Arg His 


His Ala Glu 


Val Val Lys Lys 




50 








55 


60 




Val 


Asn 


Glu 


Met 


He 


Val Thr Gly Gin 


Tyr Gly Arg 


Leu Phe Ala Val 


65 










70 


75 


80 


Val 


His 


Phe 


Ala 


Ser 


Arg Gin Trp Lys 


Val Thr Ser 


Glu Asp Leu He 










85 




90 


95 


Leu 


He 


Gly 


Asn 


Glu 


Leu Asp Leu Ala 


Cys Gly Glu 


Arg He Arg Leu 








100 




105 




110 


Glu 


Lys 


Val 


Leu 


Leu 


Val Gly Ala Asp 


Asn Phe Thr 


Leu Leu Gly Lys 






115 






120 




125 


Pro 


Leu 


Leu 


Gly 


Lys 


Asp Leu Val Arg 


Val Glu Ala 


Thr Val He Glu 




130 








135 


140 




Lys Thr 


Glu 


Ser 


Trp 


Pro Arg He He 


Met Arg Phe 


Arg Lys Arg Lys 


145 










150 


155 


160 


Asn 


Phe 


Lys 


Lys 


Lys 


Arg He Val Thr 


Thr Pro Gin 


Thr Val Leu Arg 










165 




170 


17S 


He 


Asn 


Ser 


He 


Glu 


He Ala Pro Cys 


Leu Leu 










180 




185 







<210> 3317 
<211> 1665 
<212> DNA 

<213> Homo sapiens 
<400> 3317 

ntcattattt tccgaaatga atgtagtaga atttcagaat ggcttctgga acatgtttcc 
60 

tgttaaaagg cctagaatat cctgcagtgg tagagtttgc tccattccag aagatagcca 
120 

aaaagaagct gagaaaaaaa gatgccaaga ctggaagcat cgaagatggt gagccctttc 
180 

caagtgccac gttatgaagc tgccaaatta agaacactga gcaaatgtaa ttctcccgta 
240 

gttgggaaag attatattta ttttcttcct actttttaat gtctagatcc agaatataag 
300 

aagtttttag aaacctactg tgtggaggaa gagaagacca gcgccaaccc tgagactctg 
360 

ctgggggaga tggaggcgaa gacaagagag ctcattgcta gaagaaccac acctcttttg 
420 
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gaatatatta aaaatagaaa attagaaaag cagagaattc gagaagagaa gcgagaagaa 
480 

cggaggagga gagagttaga aaagaaacgt ttgcgggaag aggaaaaaag aagaagaaga 
54 0 

gaagaagaaa gatgcaaaaa aaaagagaca gataaacaga agaaaattgc agagaaagaa 
600 

gtaaggatta agcttcttaa gaaaccagaa aagggagagg aaccaaccac agagaaacca 
660 

aaagaaagag gagaggagat tgatactgga ggtggcaagc aggaatcctg tgcccccggt 
720 

gcagtcgtaa aagccaggcc catggaaggc tcgctggagg agccccagga gacgtcacac 
780 

agcggcagtg ataaagagca cagggatgtg gagagatctc aagaacaaga atctgaagca 
840 

caaagatacc atgtggatga cggcaggagg cacagagctc accacgagcc tgaacggctt 
900 

cccagaagga gtgaggatga gcagagatgg gggaaaggac ctggccaaga cagagggaag 
960 

aaggggagcc aggacagcgg ggctccgggg gaggccatgg agagactggg aagagcgcag 
X020 

aggtgtgacg acagtccagc acccagaaaa gagcgactgg caaacaaggt ttttattaaa 
1080 

cccaaaaaga aaaatgtgtc tggctgtctt aaggtccagg ctgcatgctg accatgtcac 
1140 

ccccacttgg ccttgtgtct tggggaacgc agtgctttga gcattttcaa gagcagtttt 
1200 

tcctgaaagt cagatcccag agtgagacta gtcatcatct tttctcagat aatcaaatta 
1260 

tttttcacca ggaaaaagaa agattttatt tagtataaaa ctagcacgtt tatatgattc 
1320 

acttgagaat aagattatta aatttaccct tgagacagga aggaaagttt taatgatatt 
1380 

tcatggaggt ttcttccaca ccattaacaa cattctgatt attggtgaat actcccatgg 

1440 

ctcacaaaca cctgtaagtt agatccgcac ggacggtgag cacaggactg tggttacccc 
1500 

cttagccaag caaacaactt tcttttttca ggagctaatt tttgttcagg ttgcattttc 
1560 c 
ccagcgcagc actacagatg gcatcacctt tctgacagca ccaggcccca ccctggcctc 
1620 

ctagcaaact gagggctgcc tagggttcca gttcccactc acctc 
1665 



<210> 3318 

<211> 253 

<212> PRT 

<213> Homo sapiens 



<400> 3318 

Met Glu Ala Lys Thr Arg Glu Leu 

1 5 
Leu Glu Tyr lie Lys Asn Arg Lys 
20 

Glu Lys Arg Glu Glu Arg Arg Arg 



lie Ala Arg Arg Thr Thr Pro Leu 

10 15 
Leu Glu Lys Gin Arg He Arg Glu 
25 30 
Arg Glu Leu Glu Lys Lys Arg Leu 
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35 40 45 

Arg Glu Glu Glu Lys Arg Arg Arg Arg Glu Glu Glu Arg Cys Lys Lys 

50 55 60 

Lys Glu Thr Asp Lys Gin Lys Lys He Ala Glu Lys Glu Val Arg He 
65 70 75 80 

Lys Leu Leu Lys Lys Pro Glu Lys Gly Glu Glu Pro Thr Thr Glu Lys 

85 90 95 

Pro Lys Glu Arg Gly Glu Glu lie Asp Thr Gly Gly Gly Lys Gin Glu 

100 105 110 

Ser Cys Ala Pro Gly Ala Val Val Lys Ala Arg Pro Met Glu Gly Ser 

115 120 125 

Leu Glu Glu Pro Gin Glu Thr Ser His Ser Gly Ser Asp Lys Glu His 

130 135 140 

Arg Asp Val Glu Arg Ser Gin Glu Gin Glu Ser Glu Ala Gin Arg Tyr 
145 150 155 160 

His Val Asp Asp Gly Arg Arg His Arg Ala His His Glu Pro Glu Arg 

165 170 175 

Leu Ser Arg Arg Ser Glu Asp Glu Gin Arg Trp Gly Lys Gly Pro Gly 

180 185 190 

Gin Asp Arg Gly Lys Lys Gly Ser Gin Asp Ser Gly Ala Pro Gly Glu 

195 200 205 

Ala Met Glu Arg Leu Gly Arg Ala Gin Arg Cys Asp Asp Ser Pro Ala 

210 215 220 

Pro Arg Lys Glu Arg Leu Ala Asn Lys Val Phe He Lys Pro Lys Lys 
225 230 23S 240 

Lys Asn Val Ser Gly Cys Leu Lys Val Gin Ala Ala Cys 
245 250 



<210> 3319 

<211> 1541 

<212> DNA 

<213> Homo sapiens 



<400> 3319 

nncggccgcg gggcgcgccc gctcccaagt cggcttcctc cccgccgggg ccgctttgcc 
60 

tcgggtctcc ccattctcca ggtcccctga actgcacagt cggaggccgt gggcggcggg 
120 

ctctgcctcc gccgagggac agccggatcg cccctctgct tcccgcaact gccctgatca 
180 

ccccccgtcc cagcccttga gtgaacgtcc ttctgagcgg cttcctgggg tcctccccac 
240 

gtcccaaagg ccggcaagat ggtgtcctgg atgatctgtc gcctggtggt gctggtgttt 
300 

gggatgctgt gtccagctta tgcttcctat aaggctgtga agaccaagaa cattcgtgaa 
360 

tatgtgcggt ggatgatgta ctggattgtt tttgcactct tcatggcagc agagatcgtt 
420 

acagacattt ttatctcctg gttccctttc tactatgaga tcaagatggc cttcgtgctg 
480 

tggctgctct caccctacac caagggcgcc agcctgcttt accgcaagtt tgtccacccg 
540 

tccctgtccc gccatgagaa ggagatcgac gcgtacatcg tgcaggccaa ggagcgcagc 
600 
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tacgagaccg tgctcagctt cgggaagcgg ggcctcaaca ttgccgcctc cgctgctgtg 

660 

caggctgcca ccaagagtca gggggcgccg gccggcaggc tgcggagctt ctccatgcag 
720 

gacctgcgct ccatctctga cgcacctgcc cctgcctacc atgaccccct ctacctggag 
780 

gaccaggtgt cccaccggag gccacccatt gggtaccggg ccgggggcct gcaggacagc 
840 

gacaccgagg atgagtgttg gtcagatact gaggcagtcc cccgggcgcc agcccggccc 
900 

cgagagaagc ccctaatccg cagccagagc ctgcgtgtgg tcaagaggaa gccaccggtg 
960 

cgggagggca cctcgcgctc cctgaaggtt cggacgagga aaaagactgt gccctcagac 
1020 

gtggacagct agggtctgct gcatctgccc ccttcttacc tcgtgccctg cagggctcca 
1080 

gggctatttg gagggacctt gggctgcaca tctggcctgc ctgcaccagc tgcctgggcc 
1140 

ccaccctcct gactcctgct gatggttaag ggccgggagc agatgctgcc aaggccacat 
1200 

gcagggatgc acccacaatg taccaaagca ggctgggccc agggttctat ttattgcctt 
1260 

gctccgccct ctcccttccc cggttgtggg acaagagccc tccctgaacc cctgcaaccc 
1320 

tccctgaacc cctgcaaatg aaaccaaacg tccacctggg tgtgttcatt ccttcctgtc 
1380 

cttcaaagta cttgatagcc tttcataagg cctggcacat gtgtcctggt tgtgtgtgtg 
1440 

tgtgttggtg agtgaggtca ggtttgcgag tgttttgata aataaataca taaaggggca 
1500 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa a 
1541 

<210> 3320 

<211> 256 

<212> PRT 

<213> Homo sapiens 



<400> 3320 



Val 


Ser 


Trp 


Met 


He 


Cys 


Arg 


Leu 


val 


Val 


Leu val 


Phe 


Gly 


Met 


Leu 


1 








5 










10 








15 




Cys 


Pro 


Ala 


Tyr 


Ala 


Ser 


Tyr 


Lys 


Ala 


Val 


Lys Thr 


Lys 


Asn 


He 


Arg 








20 










25 








30 






Glu 


Tyr 


Val 


Arg 


Trp 


Met 


Met 


Tyr 


Trp 


He 


Val Phe 


Ala 


Leu 


Phe 


Met 






35 










40 








45 








Ala 


Ala 


Glu 


He 


Val 


Thr 


Asp 


He 


Phe 


He 


Ser Trp 


Phe 


Pro 


Phe 


Tyr 




50 










55 








60 










Tyr 


Glu 


lie 


Lys 


Met 


Ala 


Phe 


Val 


Leu 


Trp 


Leu Leu 


Ser 


Pro 


Tyr 


Thr 


65 










70 










75 








80 


Lys 


Gly 


Ala 


Ser 


Leu 


Leu 


Tyr 


Arg 


Lys 


Phe 


Val His 


Pro 


Ser 


Leu 


Ser 










85 










90 








95 




Arg 


His 


Glu 


Lys 


Glu 


He 


Asp 


Ala 


Tyr 


He 


Val Gin 


Ala 


Lys 


Glu 


Arg 








100 










105 








110 






Ser 


Tyr 


Glu 


Thr 


Val 


Leu 


Ser 


Phe 


Gly 


Lys 


Arg Gly 


Leu 


Asn 


He 


Ala 
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115 










120 










125 








Ala 


Ser 
130 


Ala 


Ala 


Val 


Gin 


Ala 
13S 


Ala 


Thr 


Lys 


Ser 


Gin 
140 


Gly 


Ala 


Leu 


Ala 


Gly 


Arg 


Leu 


Arg 


Ser 


Phe 


Ser 


Met 


Gin 


Asp 


Leu 


Arg 


Ser 


lie 


Ser 


Asp 


145 










150 










155 










160 


Ala 


Pro 


Ala 


Pro 


Ala 
165 


Tyr 


His 


Asp 


Pro 


Leu 
170 


Tyr 


Leu 


Glu 


Asp 


Gin 
175 


Val 


Ser 


His 


Arg 


Arg 
180 


Pro 


Pro 


He 


Gly 


Tyr 
185 


Arg 


Ala 


Gly 


Gly 


Leu 
190 


Gin 


Asp 


Ser 


Asp 


Thr 
195 


Glu 


Asp 


Glu 


Cys 


Trp 
200 


Ser 


Asp 


Thr 


Glu 


Ala 
205 


Val 


Pro 


Arg 


Ala 


Pro 
210 


Ala 


Arg 


Pro 


Arg 


Glu 
21S 


Lys 


Pro 


Leu 


He 


Arg 
220 


Ser 


Gin 


Ser 


Leu 


Arg 


Val 


Val 


Lys 


Arg 


Lys 


Pro 


Pro 


Val 


Arg 


Glu 


Gly 


Thr 


Ser 


Arg 


Ser 


225 










230 










235 










240 


Leu 


Lys 


val 


Arg 


Thr 
245 


Arg 


Lys 


Lys 


Thr 


Val 
250 


Pro 


Ser 


Asp 


Val 


Asp 
255 


Ser 



<210> 3321 
<211> 1536 
<212> DNA 

<213> Homo sapiens 
<400> 3321 

nnacgcgtcg tagacgttgg ggagcgggaa ggcaacggca gcgggatcgg gatgaacagc 
60 

ggcggcggct tcggtttggg cttaggcttc ggccccaccc ccacgtcggt gattcaggtg 
120 

acgaatctgt cgtcggcggt gaccagcgag cagatgcgga cgcttttttc cttcctagga 
180 

gaaatcgagg agctgcggct ctaccccccg gacaacgcac ctcttgcttt ttcctccaaa 
240 

gtatgttatg ttaagtttcg tgatccatca agtgttggcg tggcccagca tctaactaac 
300 

acggttttta ttgacagagc tctgatagtt gttccttgtg cagaaggtaa aatcccagag 
360 

gaatccaaag ccctctcttt attggctcct gctccaacca tgacaagtct gatgcctggt 
420 

gcaggactgc ttccaatacc gaccccaaat cctttgacta ctcttggtgt ttcacttagc 
480 

agtttgggag ctataccagc agcagcacta gaccccaaca ttgcaacact tggagagata 
540 

ccacagccac cacttatggg aaacgtggat ccttccaaaa cagatgaaat caggagaacg 
600 

gtttatgttg gaaatctgaa ttcccagaca acgacagctg atcaactact tgaatttttt 
660 

aaacaagttg gagaagtgaa gtttgcgga't ggcagaataa atcactccaa caatgcaata 
720 

gtaaaacccc ctgagatgac acctcaggct gcagctaagg agttagaaga agtaatgaag 
780 

cgagtacgag aagctcagtc atttatctca gcagctattg aaccagagtc tggaaagagc 
640 

aatgaaagaa aaggcggtcg atctcgttcc catactcgct caaaatccag gtctagctca 
900 
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aaatcccatt ctagaaggaa aagatcacaa tcaaaacaca ggagtagatc ccataataga 
960 

tcacgttcaa gacagaaaga cagacgtaga tctaagagcc cacacaaaaa acgctctaaa 
1020 

tcaagggaga gacggaagtc aaggagtcgt tcgcattcac gggacaagag aaaagacact 
1080 

cgagaaaaga ccaaggaaaa ggaaagagtg aaagagaaag acagggaaaa ggagagagag 
1140 

agggaaaagg aacgtgaaaa agaaaaggaa cggggtaaaa acaaagaccg ggacaaggaa 
1200 

cgggaaaagg accgggaaaa agacaaggaa aaggacagag agagagaacg ggaaaaagag 
1260 

catgagaagg atcgagacaa agagaaggaa aaggaacagg acaaagaaaa ggaacgagaa 
1320 

aaagacagat ccaaagagat agatgaaaaa aagaaagaag gataaaaaat ccagaacacc 
1380 

acccaggagt tacaatgcat cgcgaagatc tcgtagttcc agcagggaaa ggcgtaggag 
1440 

gaggagcagg agttcttcca gatcgccaag aacatcaaaa accataaaaa ggaaatcttc 
1500 

tagatctccg tcccccagga gaaataagaa ggataa 
1536 

<210> 3322 
<211> 454 
<212> PRT 

<213> Homo sapiens 
<400> 3322 



Xaa Arg Val 


Val 


Asp Val Gly Glu Arg Glu Gly Asn 


Gly 


Ser 


Gly 


He 


1 




' 5 10 






15 




Gly Met Asn 


Ser 


Gly Gly Gly Phe Gly Leu Gly Leu 


Gly 


Phe 


Gly 


Leu 




20 


25 




30 






Thr Pro Thr 


Ser 


Val lie Gin Val Thr Asn Leu Ser 


Ser 


Ala 


Val 


Thr 


35 




40 


45 








Ser Glu Gin 


Met 


Arg Thr Leu Phe Ser Phe Leu Gly 


Glu 


He 


Glu 


Glu 


SO 




55 60 










Leu Arg Leu 


Tyr 


Pro Pro Asp Asn Ala Pro Leu Ala 


Phe 


Ser 


Ser 


Lys 


65 




70 7S 








80 


Val Cys Tyr 


Val 


Lys Phe Arg Asp Pro Ser Ser Val 


Gly 


Val 


Ala 


Gin 






85 90 






95 




His Leu Thr 


Asn 


Thr Val Phe He Asp Arg Ala Leu 


He 


Val 


val 


Pro 




100 


105 




110 






Cys Ala Glu 


Gly 


Lys He Pro Glu Glu Ser Lys Ala 


Leu 


Ser 


Leu 


Leu 


115 




120 


12S 








Ala Pro Ala 


Pro 


Thr Met Thr Ser Leu Met Pro Gly 


Ala 


Gly 


Leu 


Leu 


130 




135 140 










Pro lie Pro 


Thr 


Pro Asn Pro Leu Thr Thr Leu Gly 


val 


Ser 


Leu 


Ser 


145 




ISO 155 








160 


Ser Leu Gly 


Ala 


He Pro Ala Ala Ala Leu Asp Pro 


Asn 


He 


Ala 


Thr 






165 170 






175 




Leu Gly Glu 


lie 


Pro Gin Pro Pro Leu Met Gly Asn 


Val 


Asp 


Pro 


Ser 




180 


185 




190 






Lys He Asp 


Glu 


He Arg Arg Thr Val Tyr Val Gly 


Asn 


Leu 


Asn 


Ser 
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195 










200 










205 








Gin Thr 


Thr 


Thr 


Ala 


Asp 




Leu 


Leu 


Glu 


Phe 


Phe 


Lys 


Gin 


Val 


Glv 


2 10 










215 










220 










Glu Val 


Lys 


Phe 


Aia 


Asp 


Gly 


Arg 


Tin 

lie 




His 


Ser 


Asn 


Asn 


Ala 


lie 


225 








230 










235 










240 


Val Lys 


Pro 


Pro 


Glu 


Met 


inr 


Pro 


Gin 


Ala 


Ala 


Ala 


r V c 
L.ys 


Glu 


Leu 


Glu 








245 










250 










255 




Glu Val 


Met 


Lys 


Arg 


vai 


Arg 


Glu 


Ala 


Gin 


Ser 


Phe 


He 


Ser 


Ala 


Ala 






260 










26 5 










270 






lie Glu 


Pro 


Glu 


Ser 


Gly 


Lys 


Ser 


Asn 


U 


Arg 


ys 


uiy 


Glv 
uiy 


Arg 


Ser 




275 










2 80 










28 5 








Arg Ser 


His 


Tnr 


Arg 


Ser 


Lys 


Ser 


Arg 


Ser 


er 


Ser 


Lys 


Ser 


His 


Ser 


290 










295 










300 










Arg Arg 


Lys 


Arg 


Ser 


Gin 


Ser 


Lys 


His 


Arg 


Ser 


Arg 


Ser 


His 


Asn 


Arg 


305 








310 










315 










320 


Ser Arg 


Ser 


Arg 


Gin 


Lys 


Asp 


Arg 


Arg 


Arg 


Ser 


Lys 


Ser 


Pro 


His 


Lys 








325 










330 










33 5 




Lys Arg 


Ser 


Lys 


Ser 


Arg 


Glu 


Arg 


Arg 


Lys 


Ser 


Arg 


Ser 


Arg 


Ser 


His 






340 










34 5 










350 






Ser Arg 


Asp 


Lys 


Arg 


Lys 


Asp 


Thr 


Arg 


Glu 


Lys 


He 


Lys 


Glu 


Lys 


Glu 




355 










360 










365 








Arg Val 


Lys 


Glu 


Lys 


Asp 


Arg 


Glu 


Lys 


Glu 


Arg 


Glu 


Arg 


Glu 


Lys 


Glu 


370 










375 










380 










Arg Glu 


Lys 


Glu 


Lys 


Glu 


Arg 


Gly 


Lys 


Asn 


Lys 


Asp 


Arg 


Asp 


Lys 


Glu 


385 








390 










395 










400 


Arg Glu 


Lys 


Asp 


Arg 


Glu 


Lys 


Asp 


Lys 


Glu 


Lys 


Asp 


Arg 


Glu 


Arg 


Glu 








405 










410 










415 




Arg Glu 


Lys 


Glu 


His 


Glu 


Lys 


Asp 


Arg 


Asp 


Lys 


Glu 


Lys 


Glu 


Lys 


Glu 






420 










425 










430 






Gin Asp 


Lys 


Glu 


Lys 


Glu 


Arg 


Glu 


Lys 


Asp 


Arg 


Ser 


Lys 


Glu 


He 


Asp 




435 










440 










445 








Glu Lys 


Lys 


Lys 


Glu 


Gly 






















450 































<210> 3323 

<211> 949 

<212> DNA 

<213> Homo sapiens 

<400> 3323 

ntcatgattc ttcactagaa gtttgtgatt taaagatttg tgatgaagaa attccactat 
60 

gcaagtggca tggcttccca gttataaaat ctcagctctt gagagggcct cagagctaac 
120 

ttctacccca ggtactgtgc cttgcacaac ataaggcaag ccagcctctg actgaacatg 
180 

cctggaaagg agttcaatat cttacttaac atctctcagg aagatgtgcc atcttcaact 
240 

ggaccattgg cttctgagta agctgtgtta ggcctgggct agacctaatg gtttattatt 
300 

ggtggagaga aagatctgga aatacttgag gttattacat actagattag cttctaatgt 
360 

gaaccatttt tcttttaaca gtgataaatt attatttccg aagttaactg ttcccttggt 
420 
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cgtgatacac actcgattaa caaacatact gttgtatttt ttccagtttt gtttggctat 
480 

gccaccacag tcatccccag ggtctataca tactatgttt caactgtatt atttgccatt 
S40 

tttggcatta gaatgcttcg ggaaggctta aagatgagcc ctgatgaggg tcaagaggaa 
600 

ctggaagaag ttcaagctga attaaagaag aaagatgaag aagtaagcca tggcactgtt 
660 

gatctggacc aaaaaggcac tcaactagga ataaacactc tacagaggtt tctcagtggc 
720 

cccatctgtg tgatatgcgg ggctacacaa aaatagcttc ttttgctttg ttctgttctt 
780 

atacctgtct gtgatctgac ttggggttgg tgtgaatgta gtagagaaag gaagctgaca 
840 

gatgaatact gaacacaggt aatcagtttc cttaattagg ttgattataa gctcctgaaa 
900 

agcaggaact gaattttata attttacctg ttttctccca tggagtctt 
949 



<210> 3324 

<211> 122 

<212> PRT 

<213> Homo sapiens 



<400> 3324 

He He He Ser Glu Val Asn Cys Ser Leu Gly Arg Asp Thr His Ser 

1 5 10 15 

He Asn Lys His Thr Val Val Phe Phe Pro Val Leu Phe Gly Tyr Ala 

20 2S 30 

Thr Thr Val He Pro Arg Val Tyr Thr Tyr Tyr Val Ser Thr Val Leu 

35 40 45 

Phe Ala He Phe Gly He Arg Met Leu Arg Glu Gly Leu Lys Met Ser 

50 55 60 

Pro Asp Glu Gly Gin Glu Glu Leu Glu Glu Val Gin Ala Glu Leu Lys 
65 70 75 80 

Lys Lys Asp Glu Glu Val Ser His Gly Thr Val Asp Leu Asp Gin Lys 

85 90 95 

Gly Thr Gin Leu Gly He Asn Thr Leu Gin Arg Phe Leu Ser Gly Pro 

100 105 HO 

He Cys Val He Cys Gly Ala Thr Gin Lys 
115 120 



<210> 3325 

<211> 5055 

<212> DNA 

<213> Homo sapiens 



<400> 3325 

agacagtccg ggagctgctg cggccgcgct gtctgcttct cctgcgcctc cttttcgccc 
60 

agcactagcg ccttaggcca gctcggggga tgtgagagcc gaagccctta gactggccag 
120 

gcacagagtc gggtcgggat ttgtcagcca agcctcggcc ccagctccgc aatctcggga 
180 
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240 




caggc t cage 




300 






y Lay waay Ly 


360 




LCCtCddCWC 


tyH.dL.yaaU 


420 




CLULCCLLdd 


yy dy UL, Lyat 


4 BO 




gcggCCaCCa 


y y y y (,tUL*ja 


540 




cccgcgtccc 


tgcagc tggg 


600 




gcgcacctcc 


gccagcagCc 


660 




gagatgacct 


t cacggccac 


720 




acatggcaag 


accceaggaa 


780 




gccgtcagtt 


ccacaccagt 


840 




atgaatcacc 


aacaccagca 


900 




actcagaacc 


cacccgcagg 


960 




cagcagcaga 


aac tgcggct 


1020 




caagaggagc 


tcacgaggca 


1080 




actct tgccc 


cagctcaggc 


1140 




atcactaata 


atagct caga 


1200 




agcactgaca 


gtggcctggg 


1260 






t-y y acgay a t. 


1320 




aatccccaac 


agacccgttt 


1380 




ttaggaactt 


tggaatctga 


1440 




aacaaaagtg 


agccctttct 


1500 




catgacctta 


catttcctgg 


1560 




tgcaccactt 


cccgcctcca 


1620 




ttgcctggct 


ttgattgaga 


1680 




ttctgcaagc 


ctgcgttctx 


1740 




gcagaatact 


tttctctttc 


1800 





ccgacggcaa gttcgggcgg 
gcccagaaga tgaatccggc 
atccacgtca cgcaggacct 
ccgaagccca gctcgtggcg 
tcgggctcgc actcgcgcca 
ctggctgggg ggtgcccagc 
caccggcgcg ggtgctgcgg 
ctacgacgtg accgacgagc 
tggccagagg tacttcctca 
ggcgatgaat cagcctctga 
gcctcagagg tccatggcag 
gcagatggcc cccagtaccc 
gctcatgagt atgcccaatg 
tcagagaatc cagatggaga 
ggaagctgcc ctctgtcgac 
tgctgtcaac ccacccacga 
tcctttcctc aatggagggc 
gttagggtgc tacagtgtcc 
ggatacagga gaaaacgcag 
ccctgatttc cttgactgtc 
agacctgatc cccctcttca 
aacctggctg taatcactac 
gcctcttgga aaaagtgatg 
tgactcgcgc tccctccttt 
gtaacttaag ttaaacataa 
gtgacagatt atacagaatt 
ttctctgctg ccccatggct 



gacggcggcc gccgcgcgct 
ctcggcgccc cctccgctcc 
agacacagac ctcgaagccc 
gaagaagacc ctgccggagt 
gtccagcacc gactcgtcgg 
atgtccgctc gcactcgtcg 
gtagccccgc gcagcagcac 
tgccactgcc cccgggctgg 
atcacataga aaaaatcacc 
atcatatgaa cctccaccct 
taccccagcc aaacctcgtg 
tgagccagca gaaccgcccc 
cgctgaccac tcagcagcag 
gagaaaggat tcgaatgcgc 
agctccccat ggaagctgag 
tgaccccaga catgagatcc 
catatcattc gagggagcag 
ccacaactcc ggaggacttc 
gacaaacacc catgaacatc 
ttccaggaac aaacgttgac 
atgatgtaga gtctgctctg 
cattgtaact tggatgtagc 
gagcagagca agtctgcagg 
ttatgttgcc agtttaatca 
ataaatattc tattttcatt 
gtgtctgcag gattgactat 
aagctttatg ggtgttaatt 
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gaaatttata caccaaccga ttttaaacca 
I860 

agggcatctt ggtccaggaa atgtgcacaa 
1920 

gtattgatga cagtagtacc aaatgcttta 
1960 

ttgtatggat agtaaaattc tactgtatgg 
2040 

tctgatggct cttattagtc tgtatttata 
2100 

tcgttatttc actgcagagc atctagacaa 
2160 

gcagcattag tcacagttct tacactacag 
2220 

ttatgagcat tttattcaaa caaaagtttt 
2280 

tgcagcttag aatctgatgg tttttttttt 
2340 

cgagttttgc tcttgttgtc caggctggaa 
2400 

ctctgccttc tgggttcaag cgattctcct 
2460 

ggcgcctgcc accacgtccg gctaattttt 
2520 

taatggtcag gctgttctca aactcctgat 
2580 

aagtgctggg attactggcg tgagccaccg 
2640 

actgtaattt tgtagctgat gacaaaaggc 
2700 

ctgtattttt gtcttttgaa ataactctga 
2760 

atagcacacc acacacagtg agctgttgct 
2820 

ttcctagatt tcaagtgttt aaaataattc 
2880 

tctgactgac atgtaaaaaa aaaatgccct 
2940 

tgaattcagt aaaattgatc cctaagtata 
3000 

taaaaaggca tgaaatatgt attcaatacc 
3060 

ctcttaagga ctgagagagc atcatgttca 
3120 

gaagtcctca actgtttaat attttgaact 
3180 

tttttgaaag actttaataa tttgagtctc 
3240 

cttatttgtt ggggatctta aataagattc 
3300 

agtacactgg atcatgttgg aaagaaggca 
3360 

ttatggaata tcgcggaaag gatactagtt 
3420 



taaaaagctg accacaggca gttacttctg 
aattcgacct gatttacagt ttcaaaaact 
aaaactattt aacttgagct ctaaaaatca 
aatacaatgt aattttgaat ccatgctggc 
aaggcacaca gtcctattgt agcttatctt 
cttagtccct ccagcgggaa agtagcagca 
atcttgtgaa agagaccagc ttggtactaa 
cgaaatatta caactgggga tttaaaaaat 
ttcttgatgt tgtttgtttg tttttgagat 
tgcaatggca caatctcggc tcactgcaac 
gccttagcct cccgagtagc tgggattaca 
tgtattttga gtagagacgg ggtttcacca 
ctcaggtgat ccacccatct cggccttcca 
cacccggcct tgatgtttat tttataaagc 
agccaaatgt ttttgataaa tcagtggcaa 
aaacatcagg acaacataga tttcaacctg 
ttttaaattc tgaagccttg tcaggtttgc 
tatctatgaa actgaaggat gaagcagatc 
ttgagggtgt atggtggaga taaatgtttc 
ttatcctaac cctgtttgct acagttggta 
tcttatgtaa ccaaaaccat ttttaattag 
actggcatgc agtctgcctg cattgccaat 
aatattattt ataatctatg aatttaatct 
tgagaggata ctttcaattt ccatggggga 
cttttgatct accggaatat acatgtacag 
agtgaaaagg tcagagatga agtagcgaag 
gtgaaatgga aagagacaag ttatagtacc 
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ccaaaagcaa aacaagcagg agatgcaaga 
3480 

ctgttgccac ccttataccg gaagactctg 
3540 

ttatgtggga ggaggagggg cagggcatgc 
3600 

tagcctgctg ttgcctccat cactatgaaa 
3660 

tatgctcctc taattccttt cactctccct 
3720 

ctttattgct actaaattga agggagcacc 
3780 

tgcaaaaaga attgtacatt cttgctaaaa 
3840 

aagggaccta acaaaactca gcagtgttac 
3900 

attttcaggt tattaaatgt aagagaaaca 
3960 

attgatgatt tatattacca atttttagaa 
4020 

aaatactaga agattttttt agttaaatta 
4080 

tattttttca gaataaaata tggacccttt 
4140 

ttttttgttt ttaaggccac aaaatatggc 
4200 

taaagttaga gcaacttttt aatggctatt 
4260 

agaattcttg ataaggtgct atttatacta 
4320 

tcttcttagt actagtcttt ttagtactaa 
4380 

aaaattttgc cacagaaaag gcgtatcaaa 
4440 

agatattttt tcctgataaa atacattgtc 
4500 

gcaattctgt taaatctaag taatttttag 
4560 

aaatgccatt tctttcactg attacaccat 
4620 - 

ttattgtgct ggttgatgcc aacttggttg 
4680 

ctgacagaag tgttgctaat tacaagttgt 
4740 

tcaaagtaca acttttatga aaaagataag 
4800 

taattgggaa aatgggcaat tgacagagac 
4860 

tttaactttt taaaatttta cttctacgtt 
4920 

agaatgttat acgtaccgaa agcatgcagc 
4980 

gagtttggta ctggttttta cttctctgaa 
5040 



gatgccccaa aaggacaaag caacaatttt 
ttgtagaaga aaagaaggct ttggtgcacc 
tgatgctgag cgtacaggca gacaagagcg 
tgacctattc tacctgaagg acccatggtt 
aagccctctg agagagatga agatagatga 
atttcttttt gccttttgtt agcaaaaaat 
ataaataaat aaataaaaaa ttaaaaaaac 
tgtatttttt aaaaatattt ttatagactc 
gatacccctc ttttttaaag taggtaaatc 
gcaattttct agtaagcttg cggcatcaga 
gttagaacat ttatgaatga atataataaa 
gtgtttacta atagataaag ccagatataa 
ctttgttaaa gaacactaaa gttagaaatc 
tcctattatt gtaagtgtta aaacccctgc 
tatttcttat tataagataa ctgtctttag 
atcaatcagc aaacatcatc atttcacccc 
tgaaaaataa tttcagagat ctttctttca 
ttgaagtaaa tacattgtca aaacctaatt 
acagtgtttc accgtattat ttaggatgtg 
acacaggaaa caggtaaaac agtgaaaact 
aaaagctctc tgcagaagaa gtgatctaga 
gttctcatga cgtaattaga aagtaacttc 
ctgttaaaaa aaggaaatcg taggttaatt 
cattttccta acacatatat gtgctagtac 
ttgtaatata aaaatttcta ttttaagttt 
caaatcgatc agatcaaacc attttacctg 
tctgtataag aaaaataaag acaattgaac 
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Ctccaaaaaa aaaaa 
5055 

<210> 3326 
<211> 254 
<212> PRT 

<213> Homo sapiens 



<400> 3325 

Glu Lys lie Thr Thr Trp Gin Asp Pro Arg Lys Ala Met Asn Gin Pro 

15 10 15 

Leu Asn His Met Asn Leu His Pro Ala Val Ser Ser Thr Pro Val Pro 

20 25 30 

Gin Arg Ser Met Ala Val Ser Gin Pro Asn Leu Val Met Asn His Gin 

35 40 45 

His Gin Gin Gin Met Ala Pro Ser Thr Leu Ser Gin Gin Asn Arg Pro 

50 55 60 

Thr Gin Asn Pro Pro Ala Gly Leu Met Ser Met Pro Asn Ala Leu Thr 
65 70 75 80 

Thr Gin Gin Gin Gin Gin Gin Lys Leu Arg Leu Gin Arg He Gin Met 

85 90 95 

Glu Arg Glu Arg He Arg Met Arg Gin Glu Glu Leu Met Arg Gin Glu 

100 10S 110 

Ala Ala Leu Cys Arg Gin Leu Pro Met Glu Ala Glu Thr Leu Ala Pro 

115 120 125 

Val Gin Ala Ala Val Asn Pro Pro Thr Met Thr Pro Asp Met Arg Ser 

130 135 140 

He Thr Asn Asn Ser Ser Asp Pro Phe Leu Asn Gly Gly Pro Tyr His 
145 150 1SS 160 

Ser Arg Glu Gin Ser Thr Asp Ser Gly Leu Gly Leu Gly Cys Tyr Ser 

165 170 175 

Val Pro Thr Thr Pro Glu Asp Phe Leu Ser Asn Val Asp Glu Met Asp 

180 185 190 

Thr Gly Glu Asn Ala Gly Gin Thr Pro Met Asn He Asn Pro Gin Gin 

195 200 205 

Thr Arg Phe Pro Asp Phe Leu Asp Cys Leu Pro Gly Thr Asn Val Asp 

210 215 220 

Leu Gly Thr Leu Glu Ser Glu Asp Leu He Pro Leu Phe Asn Asp Val 
225 230 235 240 

Glu Ser Ala Leu Asn Lys Ser Glu Pro Phe Leu Thr Trp Leu 
24S 250 



<210> 3327 

<211> 2263 

<212> DNA 

<213> Homo sapiens 



<400> 3327 

nacgcgtgcg gaaccttcaa catttccgag gcctgcctgc ctccttccac tgctggctgg 
60 

agctgcctgg agaacttcgg ggactgccgg ccaccctgga ggagacagca ggggattcag 
120 

gcctcatcca ctgccaggcc caccagtttt atccctccat gtcccagcgg gagctcccag 
180 
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tgcccatcta cgtcacccag ggtgaagccc agaggctgga caacacccat gctctttatg 
240 

tgatcctgta cgactgcgcc atgggccacc cggactgcag ccactgccaa gcggccagca 
300 

gaggagccca ggtcctaccc ggacgaggaa ggcccgaaac actggtctga ctcacgctac 
360 

gagcatgtca tgaagttgcg ccaggcagcc ctgaaatcag ctcgagacat gtgggctgat 
420 

tacatcctgt ttgtagatgc ggacaacctg atcctcaacc ctgacacact gagcctgctc 
480 

atcgctgaga acaagacggt ggtcgccccc atgctggatt cccgggctgc gtactccaac 
S40 

ttctggtgtg gaatgacttc ccagggctac tacaagcgca cacctgccta catccctatc 
600 

cgcaagcgag accgccgggg ccgctttgca gttcccatgg tgcactcgac cttcctgatc 
660 

gacctgcgga aggcggcgtc caggaacctg gccttctacc cacctcaccc tgactacacc 
720 

tggtcctttg acgacatcat cgtctttgcc ttctcctgca agcaggcaga ggtccagatg 
780 

tatgtgtgca acaaggagga gtacggattc ttgccagtgc cattgcgcgc ccacagcacc 
840 

ctccaggatg aggccgagag cttcatgcat gtgcagctgg aggtcacggc gaagcacccg 
900 

cccgcagagc cctcccgctt catctcggct cccaccaaga caccggacaa gatgggcttc 
960 

gacgaggtct tcatgatcaa cctgaggcgg cggcaggacc ggcgggagcg catgctgcgg 
1020 

gcgctgcagg cacaggagat cgagtgccgg ctggtggagg ccgtggacgg caaagccatg 
1080 

aacaccagcc aggtggaggc gctggggatc cagatgctgc ctggctaccg ggacccctac 
1140 

cacggccggc ccctcaccaa gggtgagctg ggctgcttcc tgagccacta caacatctgg 
1200 

aaggaggtgg cggaccgggg gctgcagaaa tcgcttgtgt ttgaggatga cctgcgcttt 
1260 

gagatcttct tcaagagacg tctgatgaac ctcatgcggg atgtggagcg ggagggcctg 
1320 

gactgggacc tcatctatgt gggccggaag cggatgcagg tggagcaccc cgagaaggct 
1380 

gtgcctcgcg tgaggaacct ggtggaggcc gactattcct actggaccct ggcctacgtg 
1440 

atctccctgc aaggcgcccg caaactgctg gctgctgagc cgctctccaa gatgctgcct 
1500 

gtggacgagt tcctgcccgt catgttcgac aaacacccag tgtccgagta caaggcccac 
1560 

ttctccctcc gcaacctgca tgccttctct gtggagccgc tgctcatcta ccccacacac 
1620 

tacacaggag acgatggcta cgtgagtgac accgagactt cagtcgtatg gaacaatgag 
1680 

cacgtcaaga ccgactggga ccgcgccaag tcccagaaga tgcgggagca gcaggcactg 
1740 

agccgtgagg ccaagaactc ggacgtgctc cagtccccac tggacagtgc tgcccgggat 
1800 
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gaactctgag gggtagcagc cagaaagcca aagcagccat cggtggccca ggctccacgt 
1860gacatcaggg ccacctctgg accccttggc aggccacaga gggctctcgt 1920 
gtggggtggt gtccagccag ctcttgctaa gcaatcacgt gcacacaggc agcattaatg 
1980 

gagtgcctac tgcatgccag caacagggct tggccctggg gaattgggag gaaccaagcc 
2040 

ctcttcatct gttcatgtgc ccagcattta ttaagcacct gctgtatgca aggttcccac 
2100 

gttacggcag tgaatgaggc ataattgttc cctccatcag cgattgattc agtcatcaag 
2160 

cagttactga tcagattaag aatcaggcac tagtgataca cattcatttt taaaattcat 
2220 

tcaaggaaaa aaaaaaaaaa aaaaaaaagc gcggccgcaa get 
2263 

<210> 3328 

<211> 521 

<212> PRT 

<213> Homo sapiens 



<400> 3328 



Ser Cys 


Thr 


Thr 


Ala 


Pro 


Trp 


Ala 


Thr 


Arg 


Thr 


Ala 


Ala 


Thr 


Ala 


Lys 


1 






5 










10 










15 




Arg Pro 


Ala 


Glu 


Glu 


Pro 


Arg 


Ser 


Tyr 


Pro 


Asp 


Glu 


Glu 


Gly 


Pro 


Lys 






20 










25 










30 






His Trp 


Ser 


Asp 


Ser 


Arg 


Tyr 


Glu 


His 


Val 


Met 


Lys 


Leu 


Arg 


Gin 


Ala 




35 










40 










45 








Ala Leu 


Lys 


Ser 


Ala 


Arg 


Asp 


Met 


Trp 


Ala 


Asp 


Tyr 


He 


Leu 


Phe 


Val 


50 










55 










60 










Asp Ala 


Asp 


Asn 


Leu 


He 


Leu 


Asn 


Pro 


Asp 


Thr 


Leu 


Ser 


Leu 


Leu 


He 


65 








70 










75 










80 


Ala Glu 


Asn 


Lys 


Thr 


Val 


Val 


Ala 


Pro 


Met 


Leu 


Asp 


Ser 


Arg 


Ala 


Ala 








85 










90 










95 




Tyr Ser 


Asn 


Phe 


Trp 


Cys 


Gly 


Met 


Thr 


Ser 


Gin 


Gly 


Tyr 


Tyr 


Lys 


Arg 






100 










105 










110 






Thr Pro 


Ala 


Tyr 


lie 


Pro 


He 


Arg 


Lys 


Arg 


Asp 


Arg 


Arg 


Gly 


Cys 


Phe 




115 










120 










125 








Ala Val 


Pro 


Met 


Val 


His 


Ser 


Thr 


Phe 


Leu 


He 


Asp 


Leu 


Arg 


Lys 


Ala 


130 










135 










140 










Ala Ser 


Arg 


Asn 


Leu. 


Ala 


Phe 


Tyr 


Pro 


Pro 


His 


Pro 


Asp 


Tyr 


Thr 


Trp 


145 








150 










155 










160 


Ser Phe 


Asp 


Asp 


lie 


He 


Val 


Phe 


Ala 


Phe 


Ser 


Cys 


Lys 


Gin 


Ala 


Glu 








165 










170 










175 




Val Gin 


Met 


Tyr 


val 


Cys 


Asn 


Lys 


Glu 


Glu 


Tyr 


Gly 


Phe 


Leu 


Pro 


Val 






180 










185 










190 






Pro Leu 


Arg 


Ala 


His 


Ser 


Thr 


Leu 


Gin 


Asp 


Glu 


Ala 


Glu 


Ser 


Phe 


Met 




195 










200 










205 








His Val 


Gin 


Leu 


Glu 


Val 


Met 


Val 


Lys 


His 


Pro 


Pro 


Ala 


Glu 


Pro 


Ser 


210 










215 










220 










Arg Phe 


lie 


Ser 


Ala 


Pro 


Thr 


Lys 


Thr 


Pro 


Asp 


Lys 


Met 


Gly 


Phe 


Asp 


225 








230 










235 










240 


Glu Val 


Phe 


Met 


He 


Asn 


Leu 


Arg 


Arg 


Arg 


Gin 


ASp 


Arg 


Arg 


Glu 


Arg 








245 










250 










255 




Met Leu 


Arg 


Ala 


Leu 


Gin 


Ala 


Gin 


Glu 


He 


Glu 


Cys 


Arg 


Leu 


Val 


Glu 
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260 








265 










270 






Ala Va 1 


Asp 


Gly 


Lys Ala 


Met 


Asn 


Thr 


Ser 


Gin 


Val 


Glu 


Ala 


Leu 


Gly 




275 








280 










28S 








He Gin 


Met 


Leu 


Pro Gly 


Tyr Arg 


Asp 


Pro 


Tyr 


His 


Gly 


Arg 


Pro 


Leu 


290 








29S 










300 










Thr Lys 


Gly 


Glu 


Leu Gly 


Cys 


Phe 


Leu 


Ser 


His 


Tyr 


Asn 


He 


Trp 


Lys 


305 






310 










315 










320 


Glu Val 


Val 


Asp 


Arg Gly 


Leu 


Gin 


Lys 


Ser 


Leu 


Val 


Phe 


Glu 


Asp 


Asp 








325 








330 










335 




Leu Arg 


Phe 


Glu 


He Phe 


Phe 


Lys 


Arg 


Arg 


Leu 


Met 


Asn 


Leu 


Met 


Arg 






340 








345 










350 






Asp Val 


Glu 


Arg 


Glu Gly 


Leu Asp 


Trp 


Asp 


Leu 


He 


Tyr 


Val 


Gly 


Arg 




355 








360 










365 








Lys Arg 


Met 


Gin 


Val Glu 


His 


Pro 


Glu 


Lys 


Ala 


Val 


Pro 


Arg 


Val 


Arg 


370 








375 










380 










Asn Leu 


Val 


Glu 


Ala Asp 


Tyr 


Ser 


Tyr 


Trp 


Thr 


Leu 


Ala 


Tyr 


Val 


He 


385 






390 










395 










400 


Ser Leu 


Gin 


Gly 


Ala Arg 


Lys 


Leu 


Leu 


Ala 


Ala 


Glu 


Pro 


Leu 


Ser 


Lys 








405 








410 










415 




Met Leu 


Pro 


val 


Asp Glu 


Phe 


Leu 


Pro 


Val 


Met 


Phe 


Asp 


Lys 


His 


Pro 






420 








425 










430 






Val Ser 


Glu 


Tyr 


Lys Ala 


His 


Phe 


Ser 


Leu 


Arg Asn 


Leu 


His 


Ala 


Phe 




435 








440 










445 








Ser Val 


Glu 


Pro 


Leu Leu 


He 


Tyr 


Pro 


Thr 


His 


Tyr 


Thr 


Gly 


Asp 


Asp 


4S0 








455 










460 










Gly Tyr 


Val 


Ser 


Asp Thr 


Glu 


Thr 


Ser 


Val 


Val 


Trp 


Asn 


Asn 


Glu 


His 


465 






470 










47S 










480 


Val Lys 


Thr 


Asp 


Trp Asp 


Arg Ala 


Lys 


Ser 


Gin 


Lys 


Met 


Arg 


Glu 


Gin 








485 








490 










495 




Gin Ala 


Leu 


Ser 


Arg Glu 


Ala 


Lys 


Asn 


Ser 


Asp Val 


Leu 


Gin 


Ser 


Pro 






500 








505 










510 






Leu Asp 


Ser 


Ala 


Ala Arg 


Asp Glu 


Leu 

















515 520 



<210> 3329 
<211> 705 
<212> DNA 

<213> Homo sapiens 
<400> 3329 

ngtgcacgcg tggtggcaga gcctggcctg gacgtgcctg agggcgctgc cctgaacctc 
60 

agctgccgcc tcctgggtgg ccctgggcct gtgggcaact ccacctttgc atggttctgg 
120 

aatgaccggc ggctgcacgc ggagcctgtg cccactctcg ccttcaccca cgtggctcgt 
180 

gctcaagctg ggatgtacca ctgcctggct gagctcccca ctggggctgc tgcctctgct 
240 

ccagtcacgc tccgtgtgct ctaccctccc aagacgccca ccatgatggt cttcgtggag 
300 

cctgagggtg gcctccgggg catcctggat tgccgagtgg acagcgagcc gctcgccagc 
360 

ctgactctcc accttggcag tcgactggtg gcctccagtc agccccaggg tgctcctgca 
420 
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gagccacaca tccatgtcct ggcttccccc aatgccctga gggtggacat cgaggcgctg 
480 

aggcccagcg accaagggga atacatctgt tctgcctcaa atgtcctggg ctccgcctct 
S40 

acctccacct actttggggt cagagccctg caccgcctgc atcagttcca gcagctgctc 
600 

tgggtcctgg gactgctggt gggcctcctg ctcctgctgt tgggcctggg ggcctgctac 
660 

acctggagaa ggaggcgtgt ttgtaagcag agcatgggcg agaat 
705 

<210> 3330 
<211> 235 
«212> PRT 

<213> Homo sapiens 



<400> 3330 



Xaa Ala Arg 


Val 


Val Ala 


Glu Pro Gly 


Leu 


Asp Val 


Pro 


Glu 


Gly 


Ala 


1 






5 




10 








15 




Ala Leu 


Asn 


Leu 


Ser Cys 


Arg Leu Leu 


Gly 


Gly Pro 


Gly 


Pro 


Val 


Gly 






20 




25 








30 






Asn Ser 


Thr 


Phe 


Ala Trp 


Phe Trp Asn 


Asp 


Arg Arg 


Leu 


His 


Ala 


Glu 




3S 






40 






45 








Pro Val 


Pro 


Thr 


Leu Ala 


Phe Thr His 


Val 


Ala Arg 


Ala 


Gin 


Ala 


Gly 


50 








55 




60 










Met Tyr 


His 


Cys 


Leu Ala 


Glu Leu Pro 


Thr 


Gly Ala 


Ala 


Ala 


Ser 


Ala 


65 






70 






75 








80 


Pro Val 


Met 


Leu 


Arg Val 


Leu Tyr Pro 


Pro 


Lys Thr 


Pro 


Thr 


Met 


Met 








85 




90 








95 




Val Phe 


Val 


Glu 


Pro Glu 


Gly Gly Leu 


Arg 


Gly He 


Leu 


Asp 


Cys 


Arg 






100 




105 








110 






Val Asp Ser 


Glu 


Pro Leu 


Ala Ser Leu 


Thr 


Leu His 


Leu 


Gly 


Ser 


Arg 




11S 






120 






125 








Leu Val 


Ala 


Ser 


Ser Gin 


Pro Gin Gly 


Ala 


Pro Ala 


Glu 


Pro 


His 


He 


130 








135 




140 










His Val 


Leu 


Ala 


Ser Pro 


Asn Ala Leu 


Arg 


Val Asp 


He 


Glu 


Ala 


Leu 


145 






150 






155 








160 


Arg Pro 


Ser 


Asp 


Gin Gly 


Glu Tyr lie 


Cys 


Ser Ala 


Ser 


Asn 


Val 


Leu 








165 




170 








175 




Gly Ser 


Ala 


Ser 


Thr Ser 


Thr Tyr Phe 


Gly 


Val Arg 


Ala 


Leu 


His 


Arg 






180 




185 








190 






Leu His 


Gin 


Phe 


Gin Gin 


Leu Leu Trp 


Val 


Leu Gly 


Leu 


Leu 


Val 


Gly 




195 






200 






205 








Leu Leu 


Leu 


Leu 


Leu Leu 


Gly Leu Gly 


Ala 


Cys Tyr 


Thr 


Trp 


Arg 


Arg 


210 








215 




220 










Arg Arg 


Val 


Cys 


Lys Gin 


Ser Met Gly 


Glu 


Asn 










225 






230 






235 











<210> 3331 

<211> 1644 

<212> DNA 

<213> Homo sapiens 

<400> 3331 



2519 



WO 00/58473 PCTAJSOO/08621 



nnggaaacgc 


gctggctgac 


60 




ggagctgacg 


cctagacact 


120 




atattaagga 


tgaattcagg 


180 




attctccaag 


gagaggttgc 


240 




tgtcggaagc 


aaggtctggt 


300 




tctgagatag 


tagatgttgg 


360 




aatgatagaa 


taaaagtatc 


420 




cttgatccca 


acaatgtttc 


480 




acactgggca 


gaagatcacc 


540 




gtaaaggcca 


ctttgcaaaa 


600 




tacctgatga 


ggaagaggaa 


660 




ctacaaggaa 


tccttctaga 


720 




ggaagtcatc 


tgactctgac 


780 




acacatcaaa 


agacagcaag 


940 




agcacaagga 


gtgagagtat 


900 




ctcgcgcctt 


gagactcctg 


960 




acttcgctcc 


catgggagat 


1020 




tcaaaagcag 


ctgcctgaat 


1080 




gaaccctgca 


gctcacccat 


1140 




accctctcca 


gctgccactg 


1200 




cagagactgt 


tgtggaggtg 


1260 




tctgtcctgg 


gccaactggt 


1320 




cagcaggagg 


ggggaacatg 


1380 




gttctactat 


gctagaagtg 


1440 




cttaacttgt 


gtattgcatt 


1500 




gttctacttt 


gtatttacta 


1560 




attcctgtca 


ctaaatggaa 


1620 





tggggtcggc gtttagttca 
tgcattagct ttaatagaag 
aaggcctgag accatggaaa 
tatggtgaca gactatgggg 
ccatcgaact catatgtcat 
agataaagtg tgggtgaagc 
cctccccatg aaggttgtca 
attgagcaag aagagaggcg 
cttgaggctg tcttgaacac 
gattgtttca tgcaaccagg 
aaggaagagg caaagtcagc 
aaaagaaaga aggagaagaa 
agctcagact ctgagagtga 
gcagcaaaga agaagaaaaa 
aaagagtgta gggggtggtt 
gaaagactca atagtgagaa 
ggcttcccct catgcaacag 
gagttgttgc ttccttatca 
tcattcaccc aacttccttc 
ccagagctgg attcctgtaa 
agttcggctg tagttagagt 
gggtgatctc tgctgcatcc 
gtgagaagtg gtgctcactt 
gcatccagcg gccacagcta 
ccagcagacc actgaaccag 
ctgtgtgaat cagttgattc 
atgtgcttgg ttttaaaaaa 



gcgcagcgac tcggggacct 
agaaatggag gagccataga 
acttgcctgc tctctacact 
cctttatcaa aatcccaggc 
cctgtcgggt ggataagccc 
ttattggccg agagatgaaa 
atcaagggac tgggaaagac 
gaggcgatcc ttccaggatt 
tacctgcaag aagtgtggct 
tgggactaaa tactctctga 
agagtctgag aagcctgacc 
gaaaaagaaa catagagata 
tacaggcaag agggcaaggc 
gaagaagaag cacaagaaga 
gagagtaaga aaccaggagc 
tatagcctcc caccccatta 
gcaggtttgg gagttagagg 
ctcctggtcc ctttgcaagt 
attcagcagg aggccctatt 
aggagtccag gctagagcca 
gattggaccc ttcctattgg 
aacatgggag cagagactgg 
ttcccattcc tcctaacata 
gaaaacagtc tgcagtgtga 
acagcgaagc caagatcatt 
tacttcaggc ccttgcttaa 
aaaaaaaaaa aaaaaaaaaa 
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aaaaaaaaaa aaaaaaaaaa aaaa 
1644 

<210> 3332 

<211> 128 

<212> PRT 

<213> Homo sapiens 



<400> 3332 



Met 


Asn 


Ser 


Gly 


Arg 


Pro Glu Thr Met Glu Asn 


Leu Pro Ala Leu Tyr 


1 






5 


10 


15 


Thr 


lie 


Phe 


Gin 


Gly 


Glu Val Ala Met Val Thr 


Asp Tyr Gly Ala Phe 








20 




25 


30 


He 


Lys 


He 


Pro 


Gly 


Cys Arg Lys Gin Gly Leu 


Val His Arg Thr His 






35 






40 


45 


Met 


Ser 


Ser 


cys 


Arg 


Val Asp Lys Pro Ser Glu 


He Val Asp Val Gly 




50 








S5 


60 


Asp 


Lys 


Val 


Trp 


Val 


Lys Leu He Gly Arg Glu 


Met Lys Asn Asp Arg 


65 










70 75 


80 


He 


Lys 


Val 


Ser 


Leu 


Ser Met Lys Val Val Asn 


Gin Gly Thr Gly Lys 










85 


90 


95 


ASp 


Leu 


Asp 


Pro 


Asn 


Asn Val Ser Leu Ser Lys 


Lys Arg Gly Gly Gly 








100 




105 


110 


Asp 


Pro 


Ser 


Arg 


He 


Thr Leu Gly Arg Arg Ser 


Pro Leu Arg Leu Ser 






115 






120 


125 



<210> 3333 

<211> 2422 

<212> DNA 

<213> Homo sapiens 

<400> 3333 

ctcgagtttg accagcagca ggggtcggtg tgtccctctg aatctgagat ctatgaggca 
60 

ggagctgggg acaggatggc aggagcgccc atggctgctg ctgtacagcc tgctgaggtg 
120 

actgttgaag ttggtgagga cctccacatg caccacgttc gtgaccggga gatgcctgaa 
180 

gctttggagt ttaacctttc tgccaatcca gagtcaagca caatattcca gaggaactct 
240 

caaacagaag ctttggagtt taacccttct gccaatccag aggcaagcac aatattccag 
300 

aggaactctc aaacagatgt tgtagaaata agaagaagca actgtacaaa ccatgtatct 
360 

gctgtgcgtt tcagtcaaca atacagcttg tgttcgacaa tattccttga tgacagcaca 
420 

gccatccagc attatcttac aatgacaata atatctgtga ccttggagat acctcatcat 
480 

atcacacaaa gagatgcaga tagaactttg agcatacctg atgaacagtt acactcattt 
540 

gcggtttcca ccgtgcacat tatgaagaaa agaaatggag gtgggagttt aaataactat 
600 

tcctcctcca ctccatcgac tcccagcacc agccaggagg accctcagtt cagtgttcct 
660 
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cccactgcca acacacccac 
720 

acatctgaga aagggagtca 
780 

accatcggga gcggcagagc 
840 

aaatggccga agacatggaa 
900 

tattattcaa gcttaggtga 
960 

acatctacca tcaaagtccc 
1020 

atctccagct ctaaaagcaa 
1080 

acatgcttca gccccagtat 
1140 

cctcatgcta ataaaaagaa 
1200 

tctgccactg gccaaacgtg 
1260 

gtccaagcca tccagagcca 
1320 

aagtcccagc tgaccagcca 
1380 

gggaacgccc actgtgtgga 

1440 

ggagtcctca tgtgtattga 
1500 

cgtgtgcgat ctctggagct 
1560 

attggcaatg agctagccaa 
1620 

tcggtagact ccacaaggga 
1680 

ctctttctgg ccccactacc 
1740 

accgctgatg aggacctgca 
1800 

gtgaacgaga cctgtgggga 
1860 

gggaatgtgg tcctggcgca 
1920 

gcccacggga acacagcgct 
1980 

gtgcttctgc agtacggctg 
2040 

gtctccttgg tgcaaaaaca 
2100 

atcacaaatt cagctagtaa 
2160 

aaatgttgat ttttctgacc 
2220 

tagtctcagg ccctcctggc 
2280 



ccccgtttgc aagcggtcca 
cccagacaaa gagaggaaag 
catccccatt aaacagggca 
aaagaaatac gtcaccctgt 
ttatatgaag aatattcata 
aggaaagtgg ccatccctag 
tggcctatcc aaggacatgg 
ctccagcacc accagcccca 
acacctaaag aagaaaagca 
gcactttgaa gccacgacgt 
gatcctggcc agcctgcagt 
aagcgaggcc atggccctgc 
ctgtgagacc cagaatccta 
atgctcaggt atccaccgca 
ggatgactgg ccagttgagc 
cagcatctgg gaagagagca 
agagaaggaa cggtggatcc 
ctgcactgag ctgtccctgg 
gacagccatc ctgctgctgg 
gggagacggc tgcacggcgc 
gctcctgatc tggtacgggg 
gacctacgcc cggcaggcct 
ccccgacaag tgtgtgtagt 
aaatgggaaa aataaggata 
tagcattttc agtacttttc 
ataagacgca tcttatgtcc 
cacattgccc aagtcacaca 



tgcgctggtc caacctgctt 
ccccggagaa tcacgctgac 
cgctcttaaa gcgaagtggg 
gctccaacgg catgctcacc 
aaaaagagat tgaccttcag 
ccacatcggc ctgcacaccc 
acaccgggct gggcgactcc 
agctcaaccc gcccccctct 
ccaacaactt tatgattgtg 
atgaggagcg ggatgcctgg 
catgcgagag cagtaaaagc 
agtcgatcca aaacatgcgt 
agtgggccag tttgaacttg 
gtcttggcac ccgcctttcc 
tcaggaaggt tatgtcatct 
gccaggggcg gacaaaacca 
gttccaaaca tgaggagaag 
gccagcagct gctgcgggcc 
cacatggctc ccgtgaggag 
tccatctggc ctgccgcaag 
tggacgtcat ggcccgagat 
ccagccagga gtgcatcaac 
atctgtttta tttgactgca 
actcagaatt tcaaaaggaa 
gtaaactaag taaatacaca 
ttttgccaag gcggatttgt 
ggcctctgta ttatgtattt 
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agataaaatg tgtgaaaaca tatttgaaat aaagttcata aatatgcaaa aaaaaaaaaa 
2340 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaagaaa 
2400 

aaaaaaaggg aaaaaaaaaa ag 
2422 

<210> 3334 
<211> 672 
<212> PRT 

<213> Homo sapiens 



<400> 3334 



Leu Glu 


Phe 


Asp 


Gin 


Gin 


Gin 


Gly Ser 


Val 


Cys 


Pro 


Ser 


Glu 


Ser 


Glu 


1 






5 








10 










IS 




lie Tyr 


Glu 


Ala 


Gly 


Ala 


Gly 


Asp Arg 


Met 


Ala 


Gly 


Ala 


Pro 


Met 


Ala 






20 








25 










30 






Ala Ala 


Val 


Gin 


Pro 


Ala 


Glu 


Val Thr 


Val 


Glu 


Val 


Gly 


Glu 


Asp 


Leu 




35 










40 








45 








His Met 


His 


His 


Val 


Arg 


Asp 


Arg Glu 


Met 


Pro 


Glu 


Ala 


Leu 


Glu 


Phe 


50 










55 








60 










Asn Leu 


Ser 


Ala 


Asn 


Pro 


Glu 


Ser Ser 


Thr 


He 


Phe 


Gin 


Arg 


Asn 


Ser 


65 








70 








75 










8 0 


Gin Thr 


Glu 


Ala 


Leu 


Glu 


Phe 


Asn Pro 


Ser 


Ala 


Asn 


Pro 


Glu 


Ala 


Ser 








85 








90 










9 5 




Thr lie 


Phe 


Gin 


Arg 


Asn 


Ser 


Gin Thr 


Asp 


Val 


Val 


Glu 


He 


Arg 


Arg 














105 










110 






Ser Asn 


Cys 


Thr 


Asn 


His 


Val 


Ser Ala 


Val 


Arg 


Phe 


Ser 


Gin 


Gin 


Tyr 




115 










120 








125 








Ser Leu 


Cys 


Ser 


Thr 


He 


Phe 


Leu Asp 


Asp 


Ser 


Thr 


Ala 


He 


Gin 


His 


130 










135 








140 










Tyr Leu 


Thr 


Met 


Thr 


He 


He 


Ser val 


Thr 


Leu 


Glu 


He 


Pro 


His 


His 


145 








150 








155 










160 


He Thr 


Gin 


Arg 


Asp 


Ala 


Asp 


Arg Thr 


Leu 


Ser 


He 


Pro 


Asp 


Glu 


Gin 








165 








170 










175 




Leu Hi9 


Ser 


Phe 


Ala 


val 


Ser 


Thr Val 


His 


He 


Met 


Lys 


Lys 


Arg 


Asn 






180 








185 










190 






Gly Gly 


Gly 


Ser 


Leu 


Asn 


Asn 


Tyr Ser 


Ser 


Ser 


He 


Pro 


Ser 


Thr 


Pro 




195 










200 








205 








Ser Thr 


Ser 


Gin 


Glu 


Asp 


Pro 


Gin Phe 


Ser 


val 


Pro 


Pro 


Thr 


Ala 


Asn 


210 










215 








220 










Thr Pro 


Thr 


Pro 


Val 


Cys 


Lys 


Arg Ser 


Met 


Arg 


Trp 


Ser 


Asn 


Leu 


Phe 


225 








230 








235 










240 


Thr Ser 


Glu 


Lys 


Gly 


Ser 


His 


Pro Asp 


Lys 


Glu 


Arg 


Lys 


Ala 


Pro 


Glu 








245 








250 










255 




Asn His 


Ala 


Asp 


Thr 


He 


Gly 


Ser Gly 


Arg 


Ala 


He 


Pro 


He 


Lys 


Gin 






260 








265 










270 






Gly Met 


Leu 


Leu 


Lys 


Arg 


Ser 


Gly Lys 


Trp 


Leu 


Lys 


Thr 


Trp 


Lys 


Lys 




275 










280 








285 








Lys Tyr 


Val 


Thr 


Leu 


Cys 


Ser 


Asn Gly 


Met 


Leu 


Thr 


Tyr 


Tyr 


Ser 


Ser 


290 










29S 








300 










Leu Gly 


ASp 


Tyr 


Met 


Lys 


Asn 


He His 


Lys 


Lys 


Glu 


He 


Asp 


Leu 


Gin 


305 








310 








315 










320 


Thr Ser 


Thr 


lie 


Lys 


Val 


Pro 


Gly Lys 


Trp 


Pro 


Ser 


Leu 


Ala 


Thr 


Ser 
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32S 




330 










33S 




Ala 


Cys 


Thr 


Pro 


lie 


Ser Ser Ser Lys 


Ser 


Asn 


Gly 


Leu 


Ser 


Lys 


Asp 








340 




345 










350 






Met 


Asp 


Thr 


Gly 


Leu 


Gly Asp Ser He 


Cys 


Phe 


ser 


Pro 


Ser 


He 


Ser 






355 






360 








365 








Ser 


Thr 


Thr 


Ser 


Pro 


Lys Leu Asn Pro 


Pro 


Pro 


Ser 


Pro 


His 


Ala 


Asn 




370 








375 






380 










Lys 


Lys 


Lys 


His 


Leu 


Lys Lys Lys Ser 


Thr 


Asn 


Asn 


Phe 


Met 


He 


Val 


385 










390 




395 










400 


Ser 


Ala 


Thr 


Gly 


Gin 


Thr Trp His Phe 


Glu 


Ala 


Thr 


Thr 


Tyr 


Glu 


Glu 










405 




410 










415 




Arg 


Asp 


Ala 


Trp 


Val 


Gin Ala He Gin 


Ser 


Gin 


He 


Leu 


Ala 


Ser 


Leu 








420 




425 










430 






Gin 


Ser 


Cys 


Glu 


Ser 


Ser Lys Ser Lys 


Ser 


Gin 


Leu 


Thr 


Ser 


Gin 


Ser 






435 






440 








445 








Glu 


Ala 


Met 


Ala 


Leu 


Gin Ser He Gin 


Asn 


Met 


Arg 


Gly 


Asn 


Ala 


His 




4S0 








455 






460 










Cys 


val 


Asp 


Cys 


Glu 


Thr Gin Asn Pro 


Lys 


Trp 


Ala 


Ser 


Leu 


Asn 


Leu 


465 










470 




475 










460 


Gly 


Val 


Leu 


Met 


Cys 


He Glu Cys Ser 


Gly 


He 


His 


Arg 


Ser 


Leu 


Gly 










485 




490 










495 




Thr 


Arg 


Leu 


Ser 


Arg 


Val Arg Ser Leu 


Glu 


Leu 


Asp 


ASp 


Trp 


Pro 


Val 








500 




S05 










510 






Glu 


Leu 


Arg 


Lys 


Val 


Met Ser Ser He 


Gly 


Asn 


Glu 


Leu 


Ala 


Asn 


Ser 






51S 






520 








525 








lie 


Trp 


Glu 


Glu 


Ser 


Ser Gin Gly Arg 


Thr 


Lys 


Pro 


Ser 


Val 


Asp 


Ser 




530 








S35 






540 










Thr 


Arg 


Glu 


Glu 


Lys 


Glu Arg Trp He 


Arg 


Ser 


Lys 


Tyr 


Glu 


Glu 


Lys 


545 










550 




555 










560 


Leu 


Phe 


Leu 


Ala 


Pro 


Leu Pro Cys Thr 


Glu 


Leu 


Ser 


Leu 


Gly 


Gin 


Gin 










565 




570 










575 




Leu 


Leu 


Arg 


Ala 


Thr 


Ala Asp Glu Asp 


Leu 


Gin 


Thr 


Ala 


He 


Leu 


Leu 








580 




585 










590 






Leu 


Ala 


His 


Gly 


Ser 


Arg Glu Glu Val 


Asn 


Glu 


Thr 


Cys 


Gly 


Glu 


Gly 






595 






600 








605 








Asp 


Gly 


Cys 


Thr 


Ala 


Leu His Leu Ala 


Cys 


Arg 


Lys 


Gly 


Asn 


val 


Val 




610 








61S 






620 










Leu 


Ala 


Gin 


Leu 


Leu 


He Trp Tyr Gly 


Val 


Asp 


Val 


Met 


Ala 


Arg 


Asp 


625 










630 




635 










640 


Ala 


His 


Gly 


Asn 


Thr 


Ala Leu Thr Tyr 


Ala 


Arg 


Gin 


Ala 


Ser 


Ser 


Gin 










645 




650 










655 




Glu 


Cys 


He 


Asn 


Val 


Leu Leu Gin Tyr 


Gly 


Cys 


Pro 


Asp 


Lys 


Cys 


Val 








660 




665 










670 







<210> 3335 
<211> 477 
<212> DNA 

<213> Homo sapiens 
<400> 3335 

nggatccatc acgcgttcag ggcagcggaa ttccggctcc ccagggggca gctcaggcag 
60 

ggcctcttca ggagtgacgt ccgggacctc ctccccaggg ccctgctcat gctgtctcgg 
120 
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cccagaccgc ttgtcgaagg ggttgaggtg ggcctgccgg aaacgggcca gcttcccatc 

180 

atattccata gcatcccacc tgcatcgcct gccagggccc aggggctcgc agggacagga 
240 

tggccattcc tctagggctg ctggccacgg aagcctggcc gtgggttcgg cacctgctga 
300 

ccgccgcctc gcatttgccc tgagacaggg ctggacagcc aggattaccg ctgtgccgag 
360 

tgccgggcgc ccatctctct gcggggtgtg cccagtgagg ccaggcagtg cgactacacc 
420 

ggccagtact actgcagccc ctgccactgg aacgccctgg ctgtgatccc tgcacgc 
477 



<210> 3336 

<211> 59 

<212> PRT 

<213> Homo sapiens 



<400> 3336 

Pro Pro Pro Arg lie Cys Pro Glu Thr Gly Leu Asp Ser Gin Asp Tyr 

15 10 15 

Arg Cys Ala Glu Cys Arg Ala Pro lie Ser Leu Arg Gly Val Pro Ser 

20 25 30 

Glu Ala Arg Gin Cys Asp Tyr Thr Gly Gin Tyr Tyr Cys Ser Pro Cys 

35 40 4S 

His Trp Asn Ala Leu Ala Val He Pro Ala Arg 
50 55 

<210> 3337 

<211> 679 

<212> DNA 

<213> Homo sapiens 

<400> 3337 

nagatcttcc tcttgaatga cttgggcagc gagctctgta tgaagaagaa aaaggggaaa 
60 

aaaaagagaa agagagacac cccacagaga ggggggaagg aggttagatg gggcagtctt 
120 

agcttagcct ccaaagacac agatagagtg agagagagag acagagagag acacagagac 
160 

agacagagac caaaacagaa gcggcaaacg gcaaaaacga agcagaatca atgcaagtca 
240 

gagaaaaaaa taaaactaaa catcagagca gggaaaagtc atctactccg tatcacacct 
300 

gtgtattagc ttaaccagaa ataagctgga agaggagttc agtagcctct cagcccccta 
360 

aagatgttgg ccataccccc tctttcaccg tctgagtcga gaggacacca agccaaacaa 
420 

actgtgcccc aaactgggtc atctagtcct cccaggtcct tccttgctaa ctcgaggaaa 
480 

caaggaaaac caactttgga tggcaacttc aacaaggtaa ccctccttcc ttcaatggcc 
540 

agactgatgc ccactgacaa tggctttgag atgcttggac agcagactgt catgtcaaga 
600 
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ctgcccagac ccccaccaca ctgtggaaaa gggcagcacc agacccactg gagacgaggc 
660 

tcttgagcca agtgctagc 
679 

<210> 3338 
<2X1> i02 
<212> PRT 
<213> Homo sapiens 

<400> 3338 
Xaa lie Phe Leu Leu 

1 S 
Lys Lys Gly Lys Lys 
20 

Lys Glu Val Arg Trp 
35 

Arg Val Arg Glu Arg 
50 

Lys Gin Lys Arg Gin 
65 

Glu Lys Lys lie Lys 
85 

Arg He Thr Pro Val 
100 

<210> 3339 
<211> 1341 
<212> DNA 
<213> Homo sapiens 

<400> 3339 

tttttttttt tttttcacca aaacaatttt tatttccagt gtttaattgg gtatgcacac 
60 

aggcatgaca caggtttgga ttcattaagt cctcatgcag aattatattc ttctcgataa 
120 

agaagccagt tccatccagg atccactatc tacacaccta tgttacaaca ttatatcaaa 
180 

tctggtatct gaagaaaaga tacacattta atatgttcat ttaagttacg tattttgcag 
240 

aaagattaaa aattcattca cacaaaactc aaaaactgta ttaaaagttt gaatataaaa 
300 

ctcagatcca cctggaatga ctaaagaatg gaagttctgt atccacctgt gttaaaactg 
360 

gtaaatgtaa tgatatctgt taccaataaa acgcattcgt ttattcaatg taagtaagtt 
420 

atctaatttt aacaatatgg caccctaaaa accaactgta tttttatgat gaggcacttt 
480 

tgttagtgat gaaaccaaaa gaacaaattt gctgcacact gatgccagcg attttcttca 
540 

gtgattttgg gtatatgcta tgtagtaagt tgcaacaaat accttgctca tttgtataca 
600 

actatccgat atatttttaa tatatatata tatatatgtt cttctggctg tagtaatgca 
660 



Asn Asp Leu Gly Ser Glu Leu Cys Met Lys Lys 

10 15 
Lys Arg Lys Arg Asp Thr Pro Gin Arg Gly Gly 

25 30 
Gly Ser Leu Ser Leu Ala Ser Lys Asp Thr Asp 

40 45 
Asp Arg Glu Arg His Arg Asp Arg Gin Arg Pro 

55 60 
Thr Ala Lys Thr Lys Gin Asn Gin Cys Lys Leu 
70 75 80 

Leu Asn He Arg Ala Gly Lys Ser His Leu Leu 
90 95 

Tyr 
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ctgtaaagct atttcacagt gcaaaatgat gaaaccagcc caaatgaagg ctgcacaata 
720 

acaattctga tacaagaaaa tattgacaga gttactggaa cgtgtaacag tagttttttt 
7B0 

acttgccaga gtggacatac ccccagttta aagacaggga tgaaactctg ctttagtgcc 
840 

tggggtttca gacagtttat gaggttgggc attcgccgca gaactagcat ttttgctcac 
900 

gttctggaag ctttctccgt ttatttggtc aggtgactgt ggtggtatgg aaagaagggg 
960 

cctgtttgtt gaagccaagg tgctggaaga actgcctgtg ttgcaatgaa gagacaaagg 
1020 

tgtgtcggtc gtggctattt ctcgtgtgct cgggttctct gtctggggat ctccgatttc 
1080 

tcctctgcta aggtcagagg tactggtgcg taggcgttcc ctggccagcc agtctgagat 
1140 

ggaaaggtcc tgggctgagc attttggttt taaccggttt acagctgaaa gttcagattc 
1200 

tctctccccg ctctgctcat gcactttcca aaaattcaaa acgctgattt cagtagcatc 
1260 

tctgtgccct cctagtgtat gtctgcgccg gatgcttttc cttttagcag tctcggcatt 
1320 

cactttgtga ttccctactc c 
1341 

<210> 3340 

<211> 86 

<212> PRT 

<213> Homo sapiens 

<400> 3340 



Met 


Ser 


Thr 


Leu Ala 


Ser 


Lys Lys Thr Thr Val Thr Arg 


Ser 


Ser 


Asn 


1 






5 




10 




IS 




Ser 


Val 


Asn 


He Phe 


Leu 


Tyr Gin Asn Cys Tyr Tyr Ala 


Ala 


Phe 


He 








20 




25 


30 






Trp Ala Gly 


Phe He 


He 


Leu His Cys Glu He Ala Leu Gin Cys 


He 






35 






40 45 








Thr 


Thr 


Ala 


Arg Arg 


Thr 


Tyr He Tyr He Tyr He Lys 


Asn 


He 


Ser 




50 








55 60 








Asp 


Ser 


Cys 


He Gin 


Met 


Ser Lys Val Phe Val Ala Thr 


Tyr 


Tyr 


He 


65 








70 


75 






80 


Ala 


Tyr 


Thr 


Gin Asn 


His 











85 



<210> 3341 

<211> 1132 

<212> DNA 

<213> Homo sapiens 

<400> 3341 

ttttacagca caatatatgt gctctgctct cctcccgcaa tcctgctcca agagatctta 
60 

agctggaggc accaggtctg aattccagac tcctccccac cacccacact tcacctccaa 
120 
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ctggagcatg accacagacc cattcaggga ggctggcgga ctcttcatcc tggacagtcc 
180 

cttactgtat gtcaagtaaa gctgagaatg aagcggagag catcagacag aggagctggg 
240 

gaaacgtcgg ccagggccaa ggctctagga agtgggattt ctggaaataa tgcaaagaga 
300 

gctggaccat tcatccttgg tccccgtctg ggcaactcac cggtgccaag catagtgcag 
360 

tgtttggcga ggaaagatgg cacggatgac Ctctatcagc tgaagatcct gaccctggag 
420 

gagagggggg accaaggcat agagagccag gaagagcggc agggcaagat gctgctgcac 
480 

accgagtact cactgctgtc tctcctgcac acgcaggatg gcgtggtgca ccaccacggc 
540 

ctcttccagg accgcacctg tgaaatcgtt gaggacacag aatccagccg gatggttaag 
6 00 

aagatgaaga agcgcatctg cctcgtcctg gactgcctct gtgctcatga cttcagcgat 
660 

aagaccgctg acctcatcaa cctgcagcac tacgtcatca aggagaagag gctcagcgag 
720 

agggagactg tggtaatctt ctacgacgtg gtccgcgtgg tggaggccct gcaccagaaa 
780 

aacatcgtgc acagagacct gaagctgggg aacatggtgc tcaacaagag gacacatcgg 
840 

ataaccatca ccaacttctg cctcgggaag catctggtga gcgaggggga cctgctgaag 
900 

gaccagagag ggagccctgc ctacatcagt cccgacgtgc tcagcggccg gccgtaccgt 
960 

ggcaagccca gtgacatgtg ggccctgggc gtggtgctct tcaccatgct gtatggccag 
1020 

ttccccttct acgacagcat cccgcaggag ctcttccgca agatcaaggc tgccgagtat 
1080 

accattcctg aggatggacg ggtttctgag aacaccgtgt gtctcatccg ga 
1132 



<210> 3342 
<211> 308 
<212> PRT 

<213> Homo sapiens 



<40O> 3342 

Met Lys Arg Arg Ala Ser Asp Arg 

1 5 
Ala Lys Ala Leu Gly Ser Gly He 
20 

Gly Pro Phe lie Leu Gly Pro Arg 

35 40 
He Val Gin Cys Leu Ala Arg Lys 

50 55 
Leu Lys He Leu Thr Leu Glu Glu 
65 70 
Gin Glu Glu Arg Gin Gly Lys Met 
85 

Leu Ser Leu Leu His Thr Gin Asp 



Gly Ala Gly Glu Thr Ser Ala Arg 

10 15 

Ser Gly Asn Asn Ala Lys Arg Ala 

25 30 

Leu Gly Asn Ser Pro Val Pro Ser 
45 

Asp Gly Thr Asp Asp Phe Tyr Gin 
60 

Arg Gly Asp Gin Gly He Glu Ser 

75 80 

Leu Leu His Thr Glu Tyr Ser Leu 

90 95 

Gly Val Val His His His Gly Leu 
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100 




105 








110 




Phe Gin Asp Arg 


Thr Cys Glu 


He Val 


Glu 


Asp Thr 


Glu 


Ser Ser 


Arg 


115 




120 






125 






Met Val Lys Lys 


Met Lys Lys 


Arg He 


Cys 


Leu Val 


Leu 


Asp Cys 


Leu 


130 


135 






140 








Cys Ala His Asp 


Phe Ser Asp 


Lys Thr 


Ala 


Asp Leu 


He 


Asn Leu 


Gin 


14 5 


150 






155 






160 


His Tyr Val He 


Lys Glu Lys 


Arg Leu 


Ser 


Glu Arg 


Glu 


Thr Val 


Val 


165 




170 






17S 




He Phe Tyr Asp 


Val Val Arg 


Val Val 


Glu 


Ala Leu 


His 


Gin Lys 


Asn 


180 




185 








190 




He Val His Arg 


Asp Leu Lys 


Leu Gly 


Asn 


Met Val 


Leu 


Asn Lys 


Arg 


195 




200 






205 






Thr His Arg He 


Thr He Thr 


Asn Phe 


Cys 


Leu Gly 


Lys 


His Leu 


Val 


210 


215 






220 








Ser Glu Gly Asp 


Leu Leu Lys 


Asp Gin 


Arg 


Gly Ser 


Pro 


Ala Tyr 


He 


225 


230 






235 






240 


Ser Pro Asp Val 


Leu Ser Gly 


Arg Pro 


Tyr 


Arg Gly 


Lys 


Pro Ser 


Asp 




245 




250 






25S 




Met Trp Ala Leu 


Gly Val val 


Leu Phe 


Thr 


Met Leu 


Tyr 


Gly Gin 


Phe 


260 




265 








270 




Pro Phe Tyr Asp 


Ser He Pro 


Gin Glu 


Leu 


Phe Arg 


Lys 


He Lys 


Ala 


275 




280 






285 






Ala Glu Tyr Thr 


He Pro Glu 


Asp Gly 


Arg 


Val Ser 


Glu 


Asn Thr 


Val 


290 


295 






300 









Cys Leu lie Arg 
305 



<210> 3343 
<211> S94 
<212> DNA 

<213> Homo sapiens 
<400> 3343 

cgcgtcatga gccaccgcat ggagggtgtc ggccagctgc ccgcctccta ccggcacaac 
60 

cggcctctcc tcagcggcgt gagtgacacc gaggcgcgcc agccggggaa gccgcccccc 
120 

ttcagcatga actgggtcgt gggcagcgcg gacctggaga ttatcaacgc caccactggg 
180 

cggaggagct gtgggggccc atcccggctc tgcaagcacg tgctgtctgc acggtgggcg 
240 

cggctgtatg gcaggctgag cacacggaca cccagccctg gagacacgcc ctccatgtac 
300 

tgtgaggcca agctgggggc gcacacctac cagtctgtga aacagcagct gttcaaggcc 
360 

tttcagaagg ctggcctggg cacctgggtg aggaaaccac cggagcagca gcagtttcta 
420 

ctgactctct aggctgcggg ctcctggctg ctggagctga gcgggacgct ggagggatgg 
480 

gaccgtgtct ggggggcgac gtggcgggtc ggccggttcc ctgcattcgt tttactttgg 
540 

tgtcccagaa acacgcgagt gtgcaatgtt tggacgagca acaaaaaaaa aaaa 
594 
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<210> 3344 

<211> 143 

<212> PRT 

<213> Homo sapiens 

<400> 3344 

Arg Val Met Ser His Arg Met Glu Gly Val Gly Gin Leu Pro Ala Ser 

IS 10 15 

Tyr Arg His Asn Arg Pro Leu Leu Ser Gly Val Ser Asp Thr Glu Ala 

20 25 30 

Arg Gin Pro Gly Lys Ser Pro Pro Phe Ser Met Asn Trp Val Val Gly 

35 40 45 

Ser Ala Asp Leu Glu lie lie Asn Ala Thr Thr Gly Arg Arg Ser Cys 

50 55 60 

Gly Gly Pro Ser Arg Leu Cys Lys His Val Leu Ser Ala Arg Trp Ala 
65 70 75 80 

Arg Leu Tyr Gly Arg Leu Ser Thr Arg Thr Pro Ser Pro Gly Asp Thr 

85 90 95 

Pro Ser Met Tyr Cys Glu Ala Lys Leu Gly Ala His Thr Tyr Gin Ser 

100 105 no 

Val Lys Gin Gin Leu Phe Lys Ala Phe Gin Lys Ala Gly Leu Gly Thr 

115 120 125 

Trp Val Arg Lys Pro Pro Glu Gin Gin Gin Phe Leu Leu Thr Leu 
130 135 140 

<210> 3345 

<211> 1149 

<212> DNA 

<213> Homo sapiens 

<400> 334S 

ggatcccata ggtagctcta gggctggagc tctgcaacat tgggcaagag gaccctgtgc 
60 

tgggaggcag ggagcttggg cccctcagat gggccacgtg ccctcgtggg accctcattg 
120 

tcaccgtgag ctctttccaa ggggacgcca ccagtggggg cctgggcagg aggcagctga 
180 

ggtgtttcag gaaaaggctg aagatcaagg ctgtggtgtg aggactaccc actttaggga 
240 

agtgaaagag gccagcctca ccccagacac cccagtgtgg ttggggaaag ggggtggtcc 
300 

gtggtgagcc tggtacctgg ggactcatcc tggccctgcc tggccctcag gtgggatgct 
360 

atggaatatg atgagaagct ggcccgtttc cggcaggccc acctcaaccc cttcaacaag 
420 

cagtctgggc cgagacagca tgagcagggc cctggggagg aggtcccgga cgtcactcct 
480 

gaagaggccc tgcctgagct gccccctggg gagccggaat tccgctgccc tgaacgcgtg 
540 

atggatctcg gcctgtctga ggaccacttc tcccgccctg tgggtctgtt cctggcctct 
600 

gacgtccagc agctgcggca ggcgatcgag gagtgcaagc aggtgattct ggagctgccc 
660 
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gagcagtcgg agaagcagaa ggatgccgtg gtgcgactca tccacctccg gctgaagctc 
720 

caggagctga aggaccccaa tgaggatgag ccaaacatcc gagtgctcct cgagcaccgc 
7B0 

ttttacaagg agaagagcaa gagcgtcaag cagacctgtg acaagtgtaa caccatcatc 
640 

tgggggctca ttcagacccg gtacacctgc acagggtgtt attaccgctg tcacagtaag 
900 

tgcttgaacc tcatctccaa gccctgtgtg agctccaaag tcagccacca agctgaatac 
960 

gaactgaaca tctgccctga gacagggctg gacagccagg attaccgctg tgccgagtgc 
1020 

cgggcgccca tctctctgcg gggtgtgccc agtgaggcca ggcagtgcga ctataccggc 
1080 

cagtactact gcagccactg ccactggaac gacctggctg tgatcccaga ggctggagtg 

1140 

tgctcgcga 

1149 



<210> 3346 

<211> 263 

<212> PRT 

<213> Homo sapiens 



<400> 3346 

Met Glu Tyr Asp Glu Lys Leu Ala Arg Phe Arg Gin Ala His Leu Asn 

IS 10 15 

Pro Phe Asn Lys Gin Ser Gly Pro Arg Gin His Glu Gin Gly Pro Gly 

20 25 30 

Glu Glu Val Pro Asp Val Thr Pro Glu Glu Ala Leu Pro Glu Leu Pro 

35 40 45 

Pro Gly Glu Pro Glu Phe Arg Cys Pro Glu Arg Val Met Asp Leu Gly 

50 55 60 

Leu Ser Glu Asp His Phe Ser Arg Pro Val Gly Leu Phe Leu Ala Ser 
6S TO 75 80 

Asp Val Gin Gin Leu Arg Gin Ala He Glu Glu Cys Lys Gin Val He 

85 90 95 

Leu Glu Leu Pro Glu Gin Ser Glu Lys Gin Lys Asp Ala Val Val Arg 

100 105 HO 

Leu He His Leu Arg Leu Lys Leu Gin Glu Leu Lys Asp Pro Asn Glu 

115 120 125 

Asp Glu Pro Asn lie Arg val Leu Leu Glu His Arg Phe Tyr Lys Glu 

130 135 140 

Lys Ser Lys Ser Val Lys Gin Thr Cys Asp Lys Cys Asn Thr He He 
145 ISO 1S5 160 

Trp Gly Leu He Gin Thr Trp Tyr Thr Cys Thr Gly Cys Tyr Tyr Arg 

165 170 175 

Cys His Ser Lys Cys Leu Asn Leu He Ser Lys Pro Cys Val Ser Ser 

180 185 190 

Lys Val Ser His Gin Ala Glu Tyr Glu Leu Asn He Cys Pro Glu Thr 

195 200 205 

Gly Leu Asp Ser Gin Asp Tyr Arg Cys Ala Glu Cys Arg Ala Pro He 

210 215 220 

Ser Leu Arg Gly Val Pro Ser Glu Ala Arg Gin Cys Asp Tyr Thr Gly 
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225 230 235 240 

Gin Tyr Tyr Cys Ser His Cys His Trp Asn Asp Leu Ala Val He Pro 

245 250 255 

Glu Ala Gly Val Cys Ser Arg 
260 

<210> 3347 

<211> 2267 

<212> DNA 

<213> Homo sapiens 

<400> 3347 

aggtgtgtaa cgtgcgctat ggagccgaaa gtcgcagagc tgaagcagaa gatcgaggac 
60 

acgctatgtc cttttggctt cgaggtttac cccttccagg tggcatggta caatgaactc 
120 

ttgcctccag ccttccacct accgctgcca ggacctaccc tggccttcct ggtactcagc 
180 

acgcctgcca tgtttgaccg ggccctcaag cccttcttgc agagccgcca cctccgaatg 
240 

ctgactgacc cagtggacca gtgtgtggcc taccatctgg gccgtgttgg agagagcctc 
300 

ccagagctgc agatagaaat cattgctgac tacgaggtac accccaaccg acgccccaag 
360 

atcctggccc agacagcagc ccatgtagct ggggctgctt actactacca acgacaagat 
420 

gtggaggctg acccatgggg gaaccagcgc atatcaggtg tgtgcataca cccccgattt 
4S0 

gggggctggt Ctgccatccg aggggtagtg ctgctgccag ggatagaggt gccagatctg 
540 

ccacccagaa aacctcatga ctgtgtacct acaagagctg accgtatcgc cctactcgaa 
600 

ggcttcaact tccactggcg tgattggact taccgggatg ctgtgacacc ccaggagcgc 
660 

tactcagaag agcagaaggc ctacttctcc actccacctg cccaacgatt ggccctattg 
720 

ggcttggctc agccctcaga gaagcctagt tctccctccc cggaccttcc ctttaccaca 
780 

cccgccccca agaagcctgg gaatcccagc agagcccgga gctggctcag ccccagggtc 
840 

tcaccacctg catcccctgg cccttgattt tctcccatgt ggaccctgat ttatggtggt 
900 

acttgctagg acttaattgg ctttggcaaa gcaaaaggtt ttgagtacaa gattactatt 
960 

tttgataata tagtagagat cttccatgaa gataacaagg ctcaaggaag ttaggtttgg 
1020 

ccaagataaa ggccagggaa ccagaattcc catctgcctt caaatgagtt tttctttttt 
1080 

tttctcttta gacagagtct tactctgtca cctaggctgg agtgcagtgg cacagtctct 
1140 

actcactgca acctctgcct cctgggctga ggcagtagaa tcatttgaac cagggaggca 
1200 

gagattgcag tgagccgaga ttgcatggct gcactctagc ctgggtgaca gtgtgagact 
12S0 
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ctgtctcaaa agaaaaaaaa gtacctgcct caggcaggga ctgaataaac acgtgtaagg 
1320 

cactttggaa aaatacctgg catatatagt aagcagtatg ttggccatta cgaaaggccc 
1380 

tgggaattct gtactgctgc tcatgggtgt agtcggttct agaggggcgg gcaggtggga 

1440 

gtagctgagg aagacaagtg gctggaatgg tatcacatga tacacagaag tatcctcagt 
1500 

tctgaatcta ccttggcctc aagggcccag gagaataact tttcccagct gacagcctct 
1560 

ctgaggacaa tgacatatga atgaggatca aaacgagctt tggccaggca ctgtggcgct 
1620 

cacctgtaat cccaccattt tgggaggctg aggcggagga ccacctgagg caaggaattc 
1680 

agaaccactc tgggcaacat aatgacacta aaaaagacta tctctaatca aggctagaac 
1740 

caagggaagg ctaagaattg cccagtactg tgcaactact gaaagcccca cccaaggcca 
1800 

ccagccttgt cttcctcttt cctctgtcag ttcaaaaaga acagaaacct ccagctcttt 
1860 

tacatagcag gtaccaggca tttatcagaa gaggccaagc ttctggttcc catgcagccc 
1920 

tttgaatagt gcgtctaaac aaaaataggc gtccaagtag tcacactgag actttaactg 
1980 

gtaacccacc ctgtggcgtc agtcgcagtg ctctggccaa cactatagca gggcttattc 
2040 

ttctccctca tgtgtagtga aacaaaatgt aacaccttgg gttcattcag ttccattccc 
2100 

tatgtctacc tgtgtcaata taattccctg atttggaggc agctctcctc attttcccca 
2160 

aaacagggaa agcaaggagt aaattcctct taaaatcaaa agctaataat atgcttccta 
2220 

aaataaagac tcatcaaggt ctcaaaaaaa aaaaaaaaaa aaaaatt 
2267 

<210> 3348 
c211> 288 
<212> PRT 

<213> Homo sapiens 
<400> 3348 

Arg Cys Val Thr Cys Ala Met Glu Pro Lys Val Ala Glu Leu Lys Gin 

15 10 IS 

Lys lie Glu Asp Thr Leu Cys Pro Phe Gly Phe Glu Val Tyr Pro Phe 

20 25 30 

Gin Val Ala Trp Tyr Asn Glu Leu Leu Pro Pro Ala Phe His Leu Pro 

35 40 -45 

Leu Pro Gly Pro Thr Leu Ala Phe Leu Val Leu Ser Thr Pro Ala Met 

SO 55 60 

Phe Asp Arg Ala Leu Lys Pro Phe Leu Gin Ser Cys His Leu Arg Met 
65 70 75 80 

Leu Thr Asp Pro Val Asp Gin Cys Val Ala Tyr His Leu Gly Arg Val 

BS 90 95 

Gly Glu Ser Leu Pro Glu Leu Gin lie Glu lie lie Ala Asp Tyr Glu 
100 10S 110 



2533 



WO 00/58473 



PCIYUS00/08621 



Val His 


Pro 
115 


Asn 


Arg 


Arg Pro Lys 

120 


He 


Leu 


Ala 


Gin 


Thr 
125 


Ala 


Ala 


His 


Val Ala 


Gly 


Ala 


Ala 


Tyr Tyr Tyr 


Gin 


Arg 


Gin 


Asp 


Val 


Glu 


Ala 


Asp 


130 








135 








140 










Pro Trp 


Gly 


Asn 


Gin 


Arg lie Ser 


Gly 


Val 


Cys 


He 


His 


Pro 


Arg 


Phe 


145 








ISO 






155 










160 


Gly Gly 


Trp 


Phe 


Ala 
165 


He Arg Gly 


Val 


Val 
170 


Leu 


Leu 


Pro 


Gly 


lie 
175 


Glu 


Val Pro 


Asp 


Leu 
180 


Pro 


Pro Arg Lys 


Pro 
185 


His 


Asp 


Cys 


val 


Pro 
190 


Thr 


Arg 


Ala Asp 


Arg 
195 


lie 


Ala 


Leu Leu Glu 
200 


Gly 


Phe 


Asn 


Phe 


His 
205 


Trp 


Arg 


Asp 


Trp Thr 


Tyr 


Arg 


Asp 


Ala Val Thr 


Pro 


Gin 


Glu 


Arg 


Tyr 


Ser 


Glu 


Glu 


210 








215 








220 










Gin Lys 


Ala 


Tyr 


Phe 


Ser Thr Pro 


Pro 


Ala 


Gin 


Arg 


Leu 


Ala 


Leu 


Leu 


225 








230 






235 










240 


Gly Leu 


Ala 


Gin 


Pro 
245 


Ser Glu Lys 


Pro 


Ser 
250 


Ser 


Pro 


Ser 


Pro 


Asp 
255 


Leu 


Pro Phe 


Thr 


Thr 
260 


Pro 


Ala Pro Lys 


Lys 
265 


Pro 


Gly 


Asn 


Pro 


Ser 
270 


Arg 


Ala 


Arg Ser 


Trp 
275 


Leu 


Ser 


Pro Arg Val 
280 


Ser 


Pro 


Pro 


Ala 


Ser 

285 


Pro 


Gly 


Pro 



<210> 3349 

<211> 1132 

<212> DNA 

<213> Homo sapiens 

<400> 3349 

nnaaaatcgg ggcacggtca tcgtggagcg ctggtggaag gtaccgctgg ccggggaggg 
60 

ccggaagccg cgcctgcacc ggcgacatcg cgtctataag ctggtggagg acacgaagca 
120 

tcggcccaaa gaaaacctgg agctcatcct gacgcagtcg gtggagagta aggcccgggc 
180 

cgaggcgctt cctctcaggc tgatgttgga gtccggggtg acctggtctc agtgaagaaa 
240 

tctttaggcc ggaatcgact ccttcctcag ggactggctg tatatgcatc ccctgaaaac 
300 

aagaagctgt ttgaagagga gaaattgctg agacaagaag gaaaattaga gaagatccag 
360 

accaaggcag gtgaggcgac agtgaaatct ctaaaaagct gtcgcctgga ggtagggatg 
420 

aagaacaatg tcaaacggga gctgaaccct gaaatagttg cccgccactt ctttaagaat 
480 

cttggtgttg tggttgcccc acatacatta aagttaccag cagagcctat cacacggtgg 
540 

ggcgagtatt ggtgtgaggt gacggtaaat gggcttgata ctgtgagagt gcctatgtct 
600 

gtcgtgaact ttgagaagcc caagaccaaa agatataagt actggttagc ccagcaagct 
660 

gccaaggcta tggcccccac cagcccccag atctaaatct actctccctc caaggcagca 
720 
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aagcagaatc gggagcagtg gagcagaaat gtgcaagcac cctgatctca ctcccagctc 

780 

tgaccaaata cagaatttta gagaacatct gaagacatca gactgcactg cgtatacatg 
840 

ttgaattctt catttttgcc atccttaact gtcatcactg gggcagggaa gtcctgttcc 
900 

agaagtacca ggctgtagat ttgataagct agatgcagta gaccgaaacc atccaaaacc 
960 

tgtttagctt cttcctccat tggagtttat tgggacaaac aggagagcca gccattgtct 
1020 

ccagtacttg cctcattctc atcatccaaa ctgaacattt gtatcccaag cagaaataaa 
1080 

gagaatatgt tctttttaaa aaaaaaaaaa aaaaaaaaaa aaaaaaattg gc 
1132 

<210> 3350 
<211> 174 
<212> PRT 

<213> Homo sapiens 



<400> 3350 



Gly Pro Gly Arg 


Gly Ala Ser Ser Gin Ala Asp Val 


Gly 


Val 


Arg 


Gly 


l 


5 10 






15 




Asp Leu Val Ser 


Val Lys Lys Ser Leu Gly Arg Asn 


Arg 


Leu 


Leu 


Pro 


20 


25 




30 






Gin Gly Leu Ala 


Val Tyr Ala Ser Pro Glu Asn Lys 


Lys 


Leu 


Phe 


Glu 


3S 


40 


4S 








Glu Glu Lys Leu 


Leu Arg Gin Glu Gly Lys Leu Glu 


Lys 


He 


Gin 


Thr 


SO 


55 60 










Lys Ala Gly Glu 


Ala Thr Val Lys Phe Leu Lys Ser 


Cys 


Arg 


Leu 


Glu 


65 


70 75 








80 


Val Gly Met Lys 


Asn Asn Val Lys Trp Glu Leu Asn 


Pro 


Glu 


He 


Val 




85 90 






95 




Ala Arg His Phe 


Phe Lys Asn Leu Gly Val Val Val 


Ala 


Pro 


His 


Thr 


100 


105 




110 






Leu Lys Leu Pro 


Ala Glu Pro lie Thr Arg Trp Gly 


Glu 


Tyr 


Trp 


Cys 


115 


120 


125 








Glu Val Thr Val 


Asn Gly Leu Asp Thr Val Arg Val 


Pro 


Met 


Ser 


Val 


130 


135 140 










Val Asn Phe Glu 


Lys Pro Lys Thr Lys Arg Tyr Lys 


Tyr 


Trp 


Leu 


Ala 


145 


150 155 








160 


Gin Gin Ala Ala 


Lys Ala Met Ala Pro Thr Ser Pro 


Gin 


He 







165 170 



<210> 3351 
<211> 1422 
<212> DNA 

<213> Homo sapiens 
<400> 3351 

nnggaataca gaagagaaac tagaaatata cgtattttgt ttcacatttg aacagtcatt 
60 

cttgaggaat actccatacc tgagtagaca gccatgtggc catcgcagct actaattttc 
120 
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atgatgctct tagctccaat aattcatggt ggcaagcaca gtgaacgaca tcctgccctc 
180 

gctgctgcgc cgcgatgcgc tgagcgccgc caaggaggtg ttgtaccacc tggacatcta 
240 

cttcagcagc cagctgcaga gcgcgccgct gcccatcgtg gacaagggcc ccgtggagct 
300 

gctggaggag ttcgtgttcc aggtgcccaa ggagcgcagc gcgcagccca agagactgaa 
360 

ttcccttcag gagcttcaac ttcttgaaat catgtgcaat tatttccagg agcaaaccaa 
420 

ggactctgtt cggcagatta ttttttcatc ccttttcagc cctcaaggga acaaagccga 
480 

tgacagccgg atgagcttgt tgggaaaact ggtctccatg gcggtggctg tgtgtcgaat 
540 

cccggtgttg gagtgtgctg cctcctggct tcagcggacg cccgtggttt actgtgtgag 
600 

gttagccaag gcccttgtag atgactactg ctgtttggtg ccgggatcca ttcagacgct 
660 

gaagcagata ttcagtgcca gcccgagatt ctgctgccag ttcatcacct ccgttaccgc 
720 

gctctatgac ctgtcatcag atgacctcat tccacctatg gacttgcctg aaatgattgt 
780 

cacctggatt tttgaggacc caaggttgat tctcatcacc tttctaaata ctccgattgc 
840 

ggccaatctg ccaataggac tcttagagct caccccgctc gttggattga tccgctggtg 
900 

cgtgaaggca cccctggctt ataaaaggaa aaagaagccc cccttatcca atggccatgt 
960 

cagcaacaag gtcacaaagg acccgggcgt ggggatggac agagactccc acctcttgta 
X020 

ctcaaaactc cacctcagcg tcctgcaagt gctcatgacg ctgcagctgc acctgaccga 
1080 

gaagaatctg tatgggcgcc tggggctgat cctcttcgac cacatggccc cgctggtaga 
1140 

ggagatcaac aggttggcgg atgaactgaa ccccctcaac gcctcccagg agattgagct 
1200 

ctcgctggac cggctggcgc aggctctgca ggtggccacg gcctcaggag ctctgctgtg 
1260 

cacgagagat gaccttagaa ccttgttctc caggctcccc cgtaataacc tcctccagct 
1320 

ggtgatctcg ggtcccgtgc agcagtcgcc tcacgccgcg ccccccccgg ggctccaccc 
1380 

ccacatccac acgcccccgc tgggctacgg ggctgtcccc cc 
1422 

<210> 3352 

<211> 97 

<212> PRT 

<213> Homo sapiens 

<400> 3352 

Met Trp Pro Ser Gin Leu Leu lie Phe Met Met Leu Leu Ala Pro He 

15 10 15 

He His Gly Gly Lys His Ser Glu Arg His Pro Ala Leu Ala Ala Ala 
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20 

Pro Arg Cys Ala Glu Arg Arg Gin 

35 40 
Leu Leu Gin Gin Pro Ala Ala Glu 

50 55 
Gly Pro Arg Gly Ala Ala Gly Gly 
65 70 
Ala Gin Arg Ala Ala Gin Glu Thr 
85 

Ser 



25 30 
Gly Gly Val Val Pro Pro Gly His 
45 

Arg Ala Ala Ala His Arg Gly Gin 
60 

Val Arg Val Pro Gly Ala Gin Gly 

75 80 
Glu Phe Pro Ser Gly Ala Ser Thr 
90 95 



<210> 3353 
<211> 420 
<212> DNA 

<213> Homo sapiens 
<400> 3353 

nngaagctat cctcatcctc ttcccgacct cggtcctgtg aagtccctgg aattaacatc 
60 

ttcccatctc ctgaccagcc tgccaatgtg cctgtcctcc cacctgccat gaacacgggg 
120 

ggctccctac ctgacctcac caacctgcac tttcccccac cactgcccac ccccctggac 
180 

cctgaagaga cagcctaccc tagcctgagt gggggcaaca gtacctccaa tttgacccac 
240 

accatgactc acctgggcat cagcaggggc atgggcctgg gcccaggcta tgatgcacca 
300 

gggcgtcccc ctggatacca gtaaactgtc cactgaccag cggttacccc catacccata 
360 

cagttcccca agtttggtnt ctgcttaccc agccccacac cccaaagttt taacagcagc 
420 

<210> 3354 
<211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 3354 



Xaa Lys 


Leu 


Ser 


Ser 


Ser 


Ser 


Ser 


Arg 


Pro 


Arg Ser 


Cys Glu Val 


Pro 


1 






5 










10 




IS 




Gly lie 


Asn 


lie 


Phe 


Pro 


Ser 


Pro 


Asp 


Gin 


Pro Ala 


Asn Val Pro 


Val 






20 










25 






30 




Leu Pro 


Pro 


Ala 


Met 


Asn 


Thr 


Gly 


Gly 


Ser 


Leu Pro 


Asp Leu Thr 


Asn 




35 










40 








45 




Leu His 


Phe 


Pro 


Pro 


Pro 


Leu 


Pro 


Thr 


Pro 


Leu Asp 


Pro Glu Glu 


Thr 


50 










55 








60 






Ala Tyr 


Pro 


Ser 


Leu 


Ser 


Gly 


Gly 


Asn 


Ser 


Thr Ser 


Asn Leu Thr 


His 


65 








70 










75 




80 


Thr Met 


Thr 


His 


Leu 


Gly 


He 


Ser 


Arg 


Gly 


Met Gly 


Leu Gly Pro 


Gly 








85 










90 




95 




Tyr Asp 


Ala 


Pro 


Gly 


Arg 


Pro 


Pro 


Gly 


Tyr 


Gin 







100 105 
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<210> 3355 

<211> 474 

<212> DNA 

<213> Homo sapiens 

<400> 335S 

gaacagccag ttgaacctga tggccccctt cctggctcag acaataacca agaaaagaaa 
60 

gtaagattat ctccagccaa aatgtcaacc aagaattcta cagacctagt tgaatatgtt 
120 

gacaagagtc atgcttttct ccccatcatt ccaaacaccc agagaggtca gctagaagac 
180 

agaccgaaca accaggcgcg taccatagct ttcctccttg aacaagcctt ccgcatcaag 
240 

gaggacatct ctgcttgcct gcaggggacc catggctttc gaaaagagga atcgctcgcc 
300 

aggaagttac tggaaagcca catccagacc atcaccagca tcgtcaaaaa actcagccaa 
360 

aatattgaga ttttagaaga ccaaataaga gctcgagatc aggcggccac aggaactaac 
420 

tttgcagtac acgagataaa catcaaacac ctacaaggag ttgggagatc tttc 
474 

<210> 3356 
<211> 131 
<212> PRT 

<213> Homo sapiens 
<400> 3356 

Met Ser Thr Lys Asn Ser Thr Asp Leu Val Glu Tyr Val Asp Lys Ser 

15 10 15 

His Ala Phe Leu Pro He He Pro Asn Thr Gin Arg Gly Gin Leu Glu 

20 25 30 

Asp Arg Leu Asn Asn Gin Ala Arg Thr He Ala Phe Leu Leu Glu Gin 

35 40 45 

Ala Phe Arg He Lys Glu Asp He Ser Ala Cys Leu Gin Gly Thr His 

50 55 60 

Gly Phe Arg Lys Glu Glu Ser Leu Ala Arg Lys Leu Leu Glu Ser His 
65 70 75 80 

He Gin Thr He Thr Ser He Val Lys Lys Leu Ser Gin Asn He Glu 

85 90 9S 

He Leu Glu Asp Gin He Arg Ala Arg Asp Gin Ala Ala Thr Gly Thr 

100 10S 110 

Asn Phe Ala Val His Glu He Asn He Lys His Leu Gin Gly Val Gly 

115 120 125 

Arg Ser Phe 
130 

<210> 3357 
<211> 2268 
<212> DNA 

<213> Homo sapiens 
<400> 3357 
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nnggagcccc tggtctgatt ggtcctcacc atgataaccc tccacaacag gtactccagc 
60 

agcagccatt atggatttgg atgtgctctt tatacccatg tctctaattg cagatggagg 
120 

agggcctaca aaaataattc cttcttgctt acaaagttca gcaaattcca tgttttctga 
180 

aagaaaaccg catcctggat ggatagcctg tgcagcagag gtcttggcca cttgaatgat 
240 

tttctccata gataggtagc tctgctggga ggaacgggtt tggcgtgtgg gacgcagctg 
300 

cctctgtact ggggagtcac ggagtggccg ggctccaggg acatggcggc ggcctctgcg 
360 

gtgtcggtgc tgctggtggc ggcggagagg aaccggtggc atcgtctccc gagcctgctc 
420 

ctgccgccga ggacatgggt gtggaggcaa agaaccatga agtacacaac agccacagga 
480 

agaaacatta ccaaggtcct cattgcaaac agaggagaaa ttgcctgcag ggtgatgcgc 
540 

acagccaaaa aactgggtgt acagactgtg gcggtttata gtgaggctga cagaaattcc 
600 

atgcatgtag atatggcaga tgaagcacat tccatcggcc ccgctccctc ccagcagagc 
660 

tacctatcta tggagaaaat cattcaagtg gccaagacct ctgctgcaca ggctatccat 
720 

ccaggatgcg gttttctttc agaaaacatg gaatttgctg aactttgtaa gcaagaagga 
780 

attattttta taggccctcc tccatctgca attagagaca tgggtataaa gagcacatcc 
840 

aaatccataa tggctgctgc tggagtacct gttgtggagg gttatcatgg tgaggaccaa 
900 

tcagaccagt gcctgaagga acacgccagg agaattggct atcctgtcat gattaaagcc 
960 

gtccggggtg gaggaggaaa aggaatgagg attgttagat cagaacaaga atttcaagaa 
1020 

cagttagagt cagcacggag agaagctaag aagtctttca atgatgatgc tatgctgatc 
1080 

gagaagtttg tagacacacc gaggcatgta gaagtccagg tgtttggtga tcaccatggc 

1140 

aatgctgtgt acttgtttga aagagactgt agtgtgcaga ggcgacatca gaagatcatt 
1200 

gaggaggccc cagcgcctgg tattaaatct gaagtaagaa aaaagctggg agaagctgca 
1260 

gtcagagctg ctaaagctgt aaattatgtt ggagcaggga ctgtggagtt tattatggac 
1320 

tcaaaacata atttctgttt catggagatg aacacaaggc tgcaagtgga acatcctgtt 
1380 

accgagatga tcacaggaac tgacttggtg gagtggcagc ttagaattgc agcaggagag 
1440 

aagattcctt tgagccagga agaaataact ctgcagggcc atgccttcga agctagaata 
1500 

tatgcagaag atcctagcaa taacttcatg cctgtggcag gcccattagt gcacctctct 
1560 

actcctcgag cagacccctc caccaggatt gaaactggag tacggcaagg agacgaagtt 
1620 
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tccgtgcatt atgaccccat gattgcgaag ctggtcgtgt gggcagcaga tcgccaggcg 
1680 

gcattgacaa aactgaggta cagccttcgt cagtacaata ttgttggact gcacaccaac 
1740 

attgacttct tactcaacct gtctggccac ccagagtttg aagctgggaa cgtgcacact 
1800 

gatttcatcc ctcaacacca caaacagttg ttgctcagtc ggaaggctgc agccaaagag 
1860 

tctttatgcc aggcagccct gggtctcatc ctcaaggaga aagccatgac cgacactttc 
1920 

actcttcagg cacatgatca attctctcca ttttcgtcta gcagtggaag aagaccgaat 
1980 

atctcgtata ccagaaacat gactcttaaa gatggtaaaa acagttttcg tctcctcgga 
2040 

taatcaacca tttccatact catgtaatct aggcatactc tggagttatt acaggtttgg 
2100 

ttccagacca ctacaataaa atgtagccat agctgtaacg tataaccatg atgggtctta 
2160 

tagcatgcag attgaagata aaactttcca agtccttggt aatctttaca gcgagggaga 
• 2220 

ctgcacttac ctgaaatgtt ctgttaatgg agttgctagt aaagcgaa 
2268 

<210> 3358 
<211> 493 
<212> PRT 

<213> Homo sapiens 
<400> 3358 



Gin 


Thr 


val 


Ala 


Val 


Tyr 


Ser 


Glu 


Ala 


Asp Arg 


Asn 


Ser 


Met 


His 


Val 


1 








5 










10 








15 




ASp 


Met 


Ala 


Asp 


Glu 


Ala 


Tyr 


Ser 


He 


Gly Pro 


Ala 


Pro 


Ser 


Gin 


Gin 








20 










25 








30 






Ser 


Tyr 


Leu 


Ser 


Met 


Glu 


Lys 


He 


He 


Gin Val 


Ala 


Lys 


Thr 


Ser 


Ala 






35 










40 








45 








Ala 


Gin 


Ala 


lie 


His 


Pro 


Gly 


Cys 


Gly 


Phe Leu 


Ser 


Glu 


Asn 


Met 


Glu 




50 










55 








60 










Phe 


Ala 


Glu 


Leu 


Cys 


Lys 


Gin 


Glu 


Gly 


He He 


Phe 


He 


Gly 


Pro 


Pro 


65 










70 








75 










80 


Pro 


Ser 


Ala 


He 


Arg 


Asp 


Met 


Gly 


He 


Lys Ser 


Thr 


Ser 


Lys 


Ser 


He 










85 










90 








95 




Met 


Ala 


Ala 


Ala 


Gly 


val 


Pro 


Val 


Val 


Glu Gly 


Tyr His 


Gly 


Glu 


Asp 








100 










105 








110 






Gin 


Ser 


Asp 


Gin 


Cys 


Leu 


Lys 


Glu 


His 


Ala Arg 


Arg 


He 


Gly 


Tyr 


Pro 






115 










120 








125 








Val 


Met 


lie 


Lys 


Ala 


val 


Arg 


Gly 


Gly 


Gly Gly 


Lys Gly 


Met 


Arg 


lie 




130 










135 








140 










Val 


Arg 


Ser 


Glu 


Gin 


Glu 


Phe 


Gin 


Glu 


Gin Leu 


Glu 


Ser 


Ala 


Arg 


Arg 


145 










150 








155 










160 


Giu 


Ala 


Lys 


Lys 


Ser 


Phe 


Asn 


Asp 


Asp 


Ala Met 


Leu 


He 


Glu 


Lys 


Phe 










165 










170 








175 




Val 


Asp 


Thr 


Pro 


Arg 


His 


Val 


Glu 


Val 


Gin Val 


Phe 


Gly 


Asp 


His 


His 






180 










185 








190 






Gly 


Asn 


Ala 


Val 


Tyr 


Leu 


Phe 


Glu 


Arg 


Asp Cys 


Ser 


val 


Gin 


Arg 


Arg 
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195 






200 




205 








His 


Gin 


Lys 


lie 


He Glu Glu 


Ala 


Pro Ala 


riO wiy xxe 


y 


Ser 


Glu 




210 






215 






220 








Val 


Arg 


Lys 


Lys 


Leu Gly Glu Ala 


Ala Val 


Arg Ala HIS 


ys 


Ala 


Val 


225 




230 






235 






240 


Asn 


Tyr 


Val 


Gly 


Ala Gly Thr 


Val 


Glu Phe 


rln Mot- Ran 

lie net Hop 


Ser 


Lys 


His 








245 




250 






255 




Asn 


Phe 


Cys 


Phe 


Met Glu Met 


Asn 


Thr Arg 


T ah fin \7a 1 

Lreu bin vai 


Glu 


His 


Pro 








260 






265 




270 






Val 


Thr 


Glu 


Met 


He Thr Gly Thr 


Asp Leu 


vai uiu irp 


Gin 


Leu 


Arg 






27S 






280 




285 








He 


Ala 


Ala 


Gly 


Glu Lys He 


Pro 


Leu Ser 


uin (jiu (jiu 


lie 


Thr 


Leu 




290 






295 






300 








Gin 


Gly 


His 


Ala 


Phe Glu Ala Arg 


He Tyr 


Ala bill Asp 


Pro 


Ser 


Asn 


30S 








310 






315 






320 


Asn 


Phe 


Met 


Pro 


val Ala Gly 


Pro 


Leu Val 


ills Lieu aer 


Thr 


Pro 


Arg 










325 




330 






335 




Ala 


Asp 


Pro 


Ser 


Thr Arg He 


Glu 


Thr Gly 


Val Arg Gin 


Gly 


Asp 


Glu 








340 






345 




3 50 






Val 


Ser 


Val 


His 


Tyr Asp Pro 


Met 


He Ala 


Lys Leu vai 


Val 


Trp 


Aia 






355 






360 




365 








Ala 


Asp 


Arg 


Gin 


Ala Ala Leu 


Thr 


Lys Leu 


Hiy i y l oet 


Leu 


Arg 


Gin 




370 






375 






380 








Tyr 


Asn 


He 


Val 


Gly Leu His 


Thr 


Asn He 


Asp Phe Leu 


Leu 


Asn 


Leu 


385 








390 






39S 






400 


Ser 


Gly 


His 


Pro 


Glu Phe Glu 


Ala 


Gly Asn 


Val His Thr 


Asp 


Phe 


He 










405 




410 






415 




Pro 


Gin 


His 


His 


Lys Gin Leu 


Leu 


Leu Ser 


Arg Lys Ala 


Ala 


Ala 


Lys 








420 






425 




430 






Glu 


Ser 


Leu 


Cys 


Gin Ala Ala 


Leu 


Gly Leu 


He Leu Lys 


Glu 


Lys 


Ala 






435 






440 




445 








Met 


Thr 


Asp 


Thr 


Phe Thr Leu 


Gin 


Ala His 


Asp Gin Phe 


Ser 


Pro 


Phe 




450 






455 






460 








Ser 


Ser 


Ser 


Ser 


Gly Arg Arg 


Leu 


Asn He 


Ser Tyr Thr 


Arg 


Asn 


Met 


465 








470 






475 






480 


Thr 


Leu 


Lys 


Asp 


Gly Lys Asn Ser 


Phe Arg 


Leu Leu Gly 









485 490 



<210> 3359 

<211> 652 

<212> DNA 

<213> Homo sapiens 

<400> 33S9 

ntccggacgt aatcgtggtt tttgttctgc aataggcggc ttagagggag gggctttttc 
60 

gcctatacct actgtagctt ctccacgtat ggaccctaaa ggctactgct gctactacgg 
120 

ggctagacag ttactgtctc agctctagga tgtgcgttct tccactagaa gctcttctga 
180 

gggaggtaat taaaaaacag tggaatggaa aaacagtgct gtagtcatcc tgtaatatgc 
240 

tccttgtcaa caatgtatac attcctgcta ggtgccatat tcattgcttt aagctcaagt 
300 
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cgcatctcac tagtgaagta ttctgccaat gaagaaaaca agtatgatta tcttccaact 
360 

actgtgaatg tgtgctcaga actggtgaag ctagttttct gtgtgcttgt gtcattctgt 
420 

gttataaaga aagatcatca aagtagaaat ttgaaatatg cttcctggaa ggaattctct 
460 

gacttcatga agtggtccat tcctgccttt ctttatttcc cggataactt gattgtcttc 
540 

tatgtcctgt cctatcttca accagccatg gctgttatct tctcaaattt tagcattata 
600 

acaacagctc ttctattcag gatagtgctg aagaggcgtc taaactggat cc 
6S2 

<210> 3360 
<211> 149 
<212> PRT 

<213> Homo sapiens 
<4O0> 3360 

Met Glu Lys Gin Cys Cys Ser His Pro Val He Cys Ser Leu Ser Thr 

15 10 15 

Met Tyr Thr Phe Leu Leu Gly Ala He Phe He Ala Leu Ser Ser Ser 

20 25 30 

Arg He Leu Leu Val Lys Tyr Ser Ala Asn Glu Glu Asn Lys Tyr Asp 

35 40 45 

Tyr Leu Pro Thr Thr Val Asn Val Cys Ser Glu Leu Val Lys Leu Val 

SO 55 60 

Phe Cys Val Leu Val Ser Phe Cys Val He Lys Lys Asp His Gin Ser 
65 70 75 80 

Arg Asn Leu Lys Tyr Ala Ser Trp Lys Glu Phe Ser Asp Phe Met Lys 

8 5 90 95 

Trp Ser He Pro Ala Phe Leu Tyr Phe Leu Asp Asn Leu He Val Phe 

100 105 HO 

Tyr Val Leu Ser Tyr Leu Gin Pro Ala Met Ala Val He Phe Ser Asn 

US 120 125 

Phe Ser He He Thr Thr Ala Leu Leu Phe Arg He Val Leu Lys Arg 

130 135 140 

Arg Leu Asn Trp He 
14 5 



<210> 3361 
<2ll> 1040 
<212> DNA 

<213> Homo sapiens 



<400> 3361 

nntccggatg gtctggcgcg ctgggctcgc taggtttgtg ctggcgaggg gacggggtgg 
60 

gacgggcgac ccggacccaa gaagtgggag gaccgcgcgt gtcgcggcct agcggcgagg 
120 

ggagtcgcct gcgcgcgcag cggaggccag tgcgccggcg catagcgagc ccgggtctgt 
180 

gatcgccgag gcgggagtga agatagtcca agtcctaaga gacagcgcct etc teat tea 
240 
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gtctttgatt acacatcagc atcaccagct ccctcaccac caatgcgacc atgggagatg 
300 

acatcaaata ggcagccccc ttcagttcga ccaagccaac atcacttctc aggggaacga 
360 

tgcaacacac ctgcacgcaa cagaagaagt cctcctgtca ggcgccagag aggaagaagg 
420 

gatcgtctgt ctcgacataa ttccattagt caagatgaaa actatcacca tctcccttac 
480 

gcacagcagc aagcaataga ggagcctcga gccttccacc ctccgaatgt atctccccgt 
540 

ctgctacatc ctgctgctca tccaccccag cagaatgcag tcatggCtga catacatgat 
600 

cagctccatc aaggaacagt ccctgtttct tacacagtaa caacagtggc accacatggg 
660 

attccactct gcacaggcca gcacatccct gcttgtagta cacagcaggt cccaggatgc 
720 

tctgtggttt tcagcggaca gcacctccct gtctgtagcg tgcctcctcc aatgcttcag 
780 

gcatgttcag ttcagcactt accagtacca tacgctgcat tcccacccct tatttctagt 
840 

gatccatttc ttatacatcc tcctcacctt tctccccatc atccccctca tttgccacca 
900 

ccaggccagt ttgtcccttt ccaaacacag caatcacgat cgcctctgca aaggatagaa 
960 

aatgaagtgg aactcttagg agaacatctt ccaggagccc acccccagca cccccatctg 
1020 

ttaataaata tctcaactcc 
1040 

<210> 3362 
<211> 252 
<212> PRT 

<213> Homo sapiens 



<400> 3362 



Met Arg 


Pro 


Trp 


Glu 


Met 


Thr 


Ser 


Asn 


Arg 


Gin 


Pro 


Pro 


Ser 


val 


Arg 


1 






5 










10 










IS 




Pro Ser 


Gin 


His 
20 


His 


Phe 


Ser 


Gly 


Glu 
25 


Arg 


Cys 


Asn 


Thr 


Pro 
30 


Ala 


Arg 


Asn Arg 


Arg 


Ser 


Pro 


Pro 


Val 


Arg 


Arg 


Gin 


Arg Gly 


Arg 


Arg 


Asp 


Arg 




35 










40 










45 








Leu Ser 


Arg 


His 


Asn 


Ser 


He 


Ser 


Gin 


Asp 


Glu 


Asn 


Tyr 


His 


His 


Leu 


50 










55 










60 










Pro Tyr 


Ala 


Gin 


Gin 


Gin 


Ala 


lie 


Glu 


Glu 


Pro 


Arg 


Ala 


Phe 


His 


Pro 


65 








70 










75 










80 


Pro Asn 


Val 


Ser 


Pro 
85 


Arg 


Leu 


Leu 


His 


Pro 
90 


Ala 


Ala 


His 


Pro 


Pro 
95 


Gin 


Gin Asn 


Ala 


Val 
100 


Met 


Val 


Asp 


He 


His 
105 


Asp 


Gin 


Leu 


His 


Gin 
110 


Gly 


Thr 


Val Pro 


Val 
115 


Ser 


Tyr 


Thr 


Val 


Thr 
120 


Thr 


Val 


Ala 


Pro 


His 
125 


Gly 


He 


Pro 


Leu Cys 


Thr 


Gly 


Gin 


His 


He 


Pro 


Ala 


Cys 


Ser 


Thr 


Gin 


Gin 


Val 


Pro 


130 










135 










140 










Gly Cys 


Ser 


Val 


Val 


Phe 


Ser 


Gly 


Gin 


His 


Leu 


Pro 


Val 


Cys 


Ser 


Val 
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145 150 
Pro Pro Pro Met Leu Gin Ala Cys 
165 

Tyr Ala Ala Phe Pro Pro Leu lie 
180 

Pro Pro His Leu Ser Pro His His 
195 200 
Gin Phe Val Pro Phe Gin Thr Gin 

210 215 
He Glu Asn Glu Val Glu Leu Leu 
225 230 
Pro Gin His Pro His Leu Leu He 
245 



155 160 
Ser Val Gin His Leu Pro Val Pro 

170 175 
Ser Ser Asp Pro Phe Leu He His 
185 190 
Pro Pro His Leu Pro Pro Pro Gly 
205 

Gin Ser Arg Ser Pro Leu Gin Arg 
220 

Gly Glu His Leu Pro Gly Ala His 
235 240 
Asn He Ser Thr 
250 



<210> 3363 

<211> 718 

<212> DNA 

<213> Homo sapiens 



<400> 3363 

cagaaggacc ccaggatggc 
60 

ggccagcatg atcagggacc 
120 

gtagctcagg agtgtctccg 
180 

cagcacgggg actatcagta 
240 

cggcagagct acccaaactc 
300 

aggaccagac tgttggtgac 
360 

aatcagtgaa tgtacaaccc 
420 

gggttcctgg ccccccgtga 
480 

agctctgggc aaacctaaac 
540 

atctgagggc cgtgtccctg 
600 

ttccccaagc agtgtagctc 
660 

gtgtgaaaag ctggggtcac 
718 



ggtcatcatg cccaggaacg 
ccgtcatgcc catgattttt 
gagcccactg gagaagcccc 
cggccgcaac aacatctaaa 
gtacagtttg aaccgctatg 
tccttccccg gcccccacag 
agccgagggg acggtgcata 
gccgcaggag gatgcgttgc 
agagaccagt gtcccatgct 
cggagatctt ggccacgttg 
agagcacttg tgtctgcatt 
tgtggctgta gaccatgaac 



ttggtgatgg ggaatgggtt 
tgggtggcat tggcgaccga 
ccaacggcct cctcttcccc 
cagaccactt ccaatacagc 
atgtgtagag tccaaaggac 
cagtatcaga aacttctgac 
actctccatc agaagcccCg 
ctgcagtgca gacggccgtg 
ctttcttcct ggagcctgtc 
tacctttcca tgtggaatta 
ccagataaca ctcaggacct 
tggcagtggg ggtgtcca 



<210> 3364 

<211> 163 

<212> PRT 

<213> Homo sapiens 



<400> 3364 

Mec Gly His Trp Ser Leu Phe Arg Phe Ala Gin Ser Ser Arg Pro Ser 

15 10 15 

Ala Leu Gin Ala Thr His Pro Pro Ala Ala His Gly Gly Pro Gly Thr 



2544 



WO 00/58473 



PCT/USOO/08621 







20 25 




30 




Pro Gly 


Leu 


Leu Met Glu Ser Tyr Ala Pro 


Ser 


Pro Arg Leu 


Gly Cys 




35 


40 




45 




Thr Phe 


Thr 


Asp Cys Gin Lys Phe Leu lie 


Leu 


Leu Trp Gly 


Pro Gly 


50 




55 




60 




Lys Glu 


Ser 


Pro Thr Val Trp Ser Cys Pro 


Leu 


Asp Ser Thr 


His His 


65 




7 0 


75 




80 


Ser Gly 


Ser 


Asn Cys Thr Ser Leu Gly Ser 


Ser 


Ala Gly Cys 


He Gly 






85 90 






95 


Ser Gly 


Leu 


Phe Arg Cys Cys Cys Gly Arg 


Thr 


Asp Ser Pro 


Arg Ala 






100 105 




110 




Gly Gly 


Arg 


Gly Gly Arg Trp Gly Ala Ser 


Pro 


Val Gly Ser 


Gly Asp 




115 


120 




125 




Thr Pro 


Glu 


Leu Leu Gly Arg Gin Cys His 


Pro 


Lys Asn His 


Gly His 


130 




135 




140 




Asp Gly 


Val 


Pro Asp His Ala Gly Gin Pro 


He 


Pro His His 


Gin Arg 


145 




150 


1S5 




160 


Ser Trp 


Ala 











<210> 3365 

<211> 2389 

<212> DNA 

<213> Homo sapiens 

<400> 3365 

gcaggaagat ggcggcggta gcggaggtgt gagtggacgc gggactcagc ggccggattt 
60 

tctcttccct tcttttccct tttccttccc tatttgaaac tggcatcgag ggggctaagt 
120 

tcgggtggca gcgccgggcg caacgcaggg gtcacggcga cggcggcggc ggctgacggc 
180 

tggaagggta ggcctccttc accgctcgcc ctccttcctc gctccgctcg gtgtcaggcg 
240 

cggcggcggc gcggcgggcg gacttcgtcc ctcctcctgc tcccccccac accggagcgg 
300 

gcactcttcg cttcgccatc ccccgaccct tcaccccgag gactgggcgc ctcctccggc 
360 

gcagctgagg gagcgggggc cggtctcctg ctcggttgtc gagcctccat gtcggataat 
420 

cagaactgga actcgtcggg cccggaggag gatccagaga cggagtctgg gccgcctgtg' 
480 

gagcgctgcg gggtcctcag taagtggaca aactacattc atgggtggca ggatcgttgg 
540 

gtagttttga aaaataatgc tctgagttac tacaaatctg aagatgaaac agagtatggc 
600 

tgcagaggac ccatctgtct tagcaaggct gtcatcacac ctcacgattt tgatgaatgt 
660 

cgatttgata ttagtgtaaa tgatagtgtt tggtatcttc gtgctcagga tccagatcat 
720 

agacagcaat ggatagatgc cattgaacag cacaagactg aatctggata tggatctgaa 
780 

tccagcttgc gccgacatgg ctcaatggtg tccctggtgt ctggagcaag tggctactct 
840 
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gcaacatcca 


CCCcCCcaCC 


900 




gaaacaccta 


gagacacctt 


960 




tgtgctgatg 


ctgcccctaa 


1020 




gatgactttc 


ctacaacgcg 


1080 




gaaaagttat 


ttccacatgt 


1140 




gcgataactt 


ttaaagcaac 


1200 




ctaatggtta 


aacgtgagga 


1260 




agaagaacag 


aggaagcata 


1320 




ggaggaccag 


actatgaaga 


1380 




gctgtcgaag 


ctgcccttga 


1440 




gtgagattac 


attggcctac 


1500 




catagatttg 


tccaaaagcc 


1560 




agtgcctctg 


atgatgttca 


1620 




atgacttact 


cattacagga 


1680 




ggagaaatga 


aggcacacag 


1740 




aaagccaccc 


acgcagctaa 


1800 




gttgacgttc 


gcaatgaccg 


I860 




gctgataatg 


caatcatcat 


1920 




gacgtaccat 


atctctctgt 


1980 




actcggacag 


tttgtaattt 


2040 




gtccgtgcca 


aaataaatgc 


2100 




aaccaggaaa 


ttagcaggga 


2160 




cctggaggat 


gggcaccagc 


2220 




tttctaaaac 


gttttacttc 


2280 




cagtaCCaac 


aggtactaga 


2340 




gactgtcaat 


actaaaat.Cc 


2389 





<210> 3366 



caagaaaggc cacagCCCac 
atgtagacaa gccgacacgc 
ggacgaacCC caaagggata 
CCctgatggt gacCCctCgc 
gacaccaaaa ggaaccaatg 
tactgctgga atccttgcaa 
cagccggcag aagagacCgg 
taaaaatgca acgacagaac 
aggccccaac agcccgatta 
cagacaagac aaaatagaag 
acccccgccc CcCggagatg 
ctatagccgc ccCtcctcca 
cagattcagc ccccaggctg 
Cgcaggcgga gaCgccaacc 
aagagaagCa gaagaaaaCg 
aggcgCcaca ggacaCgaag 
ggaaacaact aCagaaaacC 
CCaCcaaaca cacaagaggg 
cattcgaaag ataccagcct 
ttctgtggat cacgacagcg 
tgctatgacc tgtcaaaccc 
caacactcta tgcaagatta 
ctcagtgtta agggcagtgg 
CCacgCccaa gaaaaaacCg 
agacacgcct caCcttCCtC 
agCCgtCgaa agtatttact 



gcgagaagct ggctgaaatg 
tacagaagta ctctgatgcc 
aagtggcaga agacgacgaa 
atagcaccaa cggcaataaa 
gcacagaccc caaaggggaa 
caccccccca ccgtattgaa 
ataaggaaac Cgagaagaaa 
CCaagaaaaa accccacttc 
atgaagaaga gCCctttgat 
aacagtcaca gagtgaaaag 
ccttttcttc cgcggggaca 
tgtcttccat Cgacccagtc 
aagagatggt gcagaaccac 
ggcagttggc CgCagaagaa 
ggactgttcc ggacccccca 
Cccgcaacca Cttctggaat 
ttcatgtggt ggaaacatta 
tgcggccCgc cccccagcga 
tgaccgaaaa CgacccCgaa 
ctcctctaaa caaccgatgt 
tggtaagccc accagaggga 
catatgtagc taacgtgaac 
caaagcgaga gtatcctaaa 
caggaaagcc CaCttCgttc 
caaccccact tgactaatat 
atgttttct 
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<211> 624 












<212> PRT 












<213> Homo sapiens 








<400> 3366 












Met Ser Asp 


Asn 


Gin Asn Trp Asn 


Ser 


Ser Gly Ser Glu 


Glu Asp Pro 


l 






5 




10 


15 


Glu Thr 


Glu 


Ser 


Gly Pro Pro Val Glu Arg Cys Gly Val 


Leu Ser Lys 






20 




25 




30 


Trp Thr 


Asn 


Tyr 


He His Gly Trp Gin Asp Arg Trp Val 


Val Leu Lys 




35 




40 




45 




Asn Asn 


Ala 


Leu 


Ser Tyr Tyr Lys 


Ser Glu Asp Glu Thr 


Glu Tyr Gly 


SO 






55 




60 




Cys Arg Gly 


Ser 


lie Cys Leu Ser Lys 


Ala Val He Thr 


Pro His Asp 


65 






70 




75 


80 


Phe Asp Glu 


Cys 


Arg Phe Asp He 


Ser 


Val Asn Asp Ser 


Val Trp Tyr 








65 




90 


95 


Leu Arg Ala 


Gin 


Asp Pro Asp His Arg Gin Gin Trp He 


Asp Ala He 






100 




105 




110 


Glu Gin 


His 


Lys 


Thr Glu Ser Gly Tyr Gly Ser Glu Ser 


Ser Leu Arg 




115 




120 




125 




Arg His Gly 


Ser 


Met val Ser Leu 


Val 


Ser Gly Ala Ser 


Gly Tyr Ser 


130 






135 




140 




Ala Thr 


Ser 


Thr 


Ser Ser Phe Lys 


Lys 


Gly His Ser Leu 


Arg Glu Lys 


14 5 






150 




155 


160 


Leu Ala 


Glu 


Met 


Glu Thr Phe Arg 


Asp 


He Leu Cys Arg 


Gin Val Asp 








16S 




170 


175 


Thr Leu 


Gin 


Lys 


Tyr Phe Asp Ala Cys Ala Asp Ala Val 


Ser Lys Asp 






180 




185 




190 


Glu Leu 


Gin 


Arg 


Asp Lys Val Val Glu Asp Asp Glu Asp 


Asp Phe Pro 




195 




200 




205 




Thr Thr Arg 


Ser 


Asp Gly Asp Phe 


Leu 


His Ser Thr Asn 


Gly Asn Lys 


210 






21S 




220 




Glu Lys 


Leu 


Phe 


Pro His Val Thr 


Pro 


Lys Gly He Asn 


Gly He Asp 


225 






230 




23S 


240 


Phe Lys Gly 


Glu 


Ala He Thr Phe 


Lys 


Ala Thr Thr Ala 


Gly He Leu 








245 




250 


255 


Ala Thr 


Leu 


Ser 


His Cys He Glu 


Leu 


Met Val Lys Arg 


Glu Asp Ser 






260 




265 




270 


Trp Gin 


Lys 


Arg 


Leu Asp Lys Glu 


Thr 


Glu Lys Lys Arg 


Arg Thr Glu 




275 




280 




285 




Glu Ala 


Tyr 


Lys 


Asn Ala Met Thr 


Glu 


Leu Lys Lys Lys 


Ser His Phe 


290 






295 




300 




Gly Gly 


Pro 


Asp 


Tyr Glu Glu Gly 


Pro 


Asn Ser Leu He 


Asn Glu Glu 


305 






310 




315 


320 


Glu Phe 


Phe 


Asp 


Ala Val Glu Ala 


Ala 


Leu Asp Arg Gin 


Asp Lys He 








325 




330 


335 


Glu Glu 


Gin 


Ser 


Gin Ser Glu Lys Val Arg Leu His Trp 


Pro Thr Ser 






340 




345 




350 


Leu Pro 


Ser 


Gly 


Asp Ala Phe Ser Ser Val Gly Thr His 


Arg Phe Val 




355 




360 




365 




Gin Lys 


Pro 


Tyr 


Ser Arg Ser Ser 


Ser 


Met Ser Ser He 


Asp Leu Val 


370 






375 




380 




Ser Ala 


Ser 


Asp 


Asp Val His Arg 


Phe 


Ser Ser Gin Val 


Glu Glu Met 



2547 



WO 00/58473 



PCT/US00/0S621 



385 








390 


395 




400 


Val 


Gin 


Asn 


His 


Met Thr Tyr Ser 


Leu Gin Asp Val 


Gly Gly Asp 


Ala 










405 


410 


415 




Asn 


Trp 


Gin 


Leu 


Val Val Glu Glu 


Gly Glu Met Lys 


Val Tyr Arg Arg 








420 




42S 


430 




Glu 


Val 


Glu 


Glu 


Asn Gly He Val 


Leu Asp Pro Leu 


Lys Ala Thr 


His 






43S 




440 




445 




Ala 


Val 


Lys 


Gly 


Val Thr Gly His 


Glu Val Cys Asn 


Tyr Phe Trp Asn 




4 SO 






45S 


460 






Val 


Asp 


Val 


Arg 


Asn Asp Trp Glu 


Thr Thr He Glu 


Asn Phe His 


Val 


46 5 








470 


475 




480 


Val 


Glu 


Thr 


Leu 


Ala Asp Asn Ala 


He He He Tyr 


Gin Thr His 


Lys 










485 


490 


495 




Arg 


Val 


Trr> 


Pro 


Ala Ser Gin Arg 


Asp Val Leu Tyr 


Leu Ser Val 


He 








500 




505 


510 




Arg 


Lys 


He 


Pro 


Ala Leu Thr Glu 


Asn Asp Pro Glu 


Thr Trp He 


Val 






515 




520 




525 




Cys 


Asn 


Phe 


Ser 


Val Asp His Asp 


Ser Ala Pro Leu 


Asn Asn Arg 


Cys 




530 






535 


540 






Val 


Arg 


Ala 


Lys 


He Asn Val Ala 


Met He Cys Gin 


Thr Leu Val 


Ser 


545 








550 


555 




560 


Pro 


Pro 


Glu 


Gly 


Asn Gin Glu He 


Ser Arg Asp Asn 


He Leu Cys 


Lys 










565 


570 


575 




He 


Thr 


Tyr 


Val 


Ala Asn Val Asn 


Pro Gly Gly Trp 


Ala Pro Ala 


Ser 








580 




585 


590 




val 


Leu 


Arg 


Ala 


Val Ala Lys Arg 


Glu Tyr Pro Lys 


Phe Leu Lys 


Arg 






595 




600 




605 




Phe 


Thr 


Ser 


Tyr 


Val Gin Glu Lys 


Thr Ala Gly Lys 


Pro He Leu 


Phe 




610 






61S 


620 







<210> 3367 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<400> 3367 

acgcgtgcag gagaggagag gccaggagat agggagggca gtttgtggat tgaaatgacc 
60 

gagaattacg ccacagaggt gttggaggct ggcatcgtgg catctcagga gcacggaggg 
120 

tgccttcccc acttcaggcc tcttagtgtc aaggatgtga gaggcaaggg ctgctgggag 
180 

agtattttac ggactgaagg aggcgtgccg cctgccctgc cctcctactg gtggaggaag 
240 

gaggtgctgg gagccccaca actcagggcc ccccgacgcc cagtaaggcc actgtacacc 
300 

cctcctgacc cagaccataa ccagcctccg attgtgcttt tgaccctgtt tccttcaggc 
360 

accagg 
366 



c2l0> 3368 
<211> 104 
<212> PRT 
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<213> Homo sapiens 
<400> 3368 



Met Thr 


Glu 


Asn 


Tyr 


Ala 


Thr 


Glu 


Val 


Leu Glu 


Ala Gly He Val 


Ala 


1 






5 










10 


15 




Ser Gin 


Glu 


His 


Gly 


Gly 


Cys 


Leu 


Pro 


His Phe 


Arg Pro Leu Ser 


Val 






20 










25 




30 




Lys Asp 


Val 


Arg 


Gly 


Lys 


Gly 


Cys 


Trp 


Glu Ser 


He Leu Arg Thr 


Glu 




35 










40 






45 




Gly Gly 


Val 


Pro 


Pro 


Ala 


Leu 


Pro 


Ser 


Tyr Trp 


Trp Arg Lys Glu 


Val 


50 










55 








60 




Leu Gly 


Ala 


Pro 


Gin 


Leu 


Arg 


Ala 


Pro 


Arg Arg 


Pro Val Arg Pro 


Leu 


65 








70 








75 




80 


Tyr Thr 


Pro 


Pro 


Asp 


Pro 


Asp 


His 


Asn 


Gin Pro 


Pro He Val Leu 


Leu 








85 










90 


95 




Thr Leu 


Phe 


Pro 


Ser 


Gly 


Thr 


Arg 











100 



<210> 3369 
<211> 1405 
<212> DNA 

<213> Homo sapiens 
<400> 3369 

cttgttccag ggaaaagctt tcagcagcaa agggaagcca tgaaacaaac catagaagaa 
60 

gataaggagc agaaaaatca ggaaaactgt ggtgcaaaga agaataaaaa gaagaggaaa 
120 

aaggttttat ataatgccaa taaaaatgat gattatgaca acgaggagat cttaacctat 
180 

gaggaaatgt cactttatca tcagccagca aataggaaga gacctatcat cttgattggt 
240 

ccacagaacc gtggccagaa tgaattgcgt cagaggctca tgaacaaaga aaaggaccgc 
300 

tttgcatctg cagttcctca tacaacccgg agtaggcgag accaagaagt agccggtaga 
360 

gattaccact ttgtttcgcg gcaagcattc gaggcagaca tagcagctgg aaagttcatt 
420 

gagcatggtg aatttgagaa gaatttgtat ggaactagca tagattctgt acggcaagtg 
480 

atcaactctg gcaaaatatg tcttttaagt cttcgtacac agtcactgaa gactctccgg 
540 

aattcagatt tgaaaccata tattatcttc attgcacccc cttcacaaga aagacttcgg 
600 

gcattattgg ccaaagaagg caagaatcca aagcctgaag agttgagaga aatcattgag 
660 

aagacaagag agatggagca gaacaatggc cactactttg atacggcaat Cgtgaattcc 
720 

gatcttgata aagcctatca ggaattgctt aggttaatta acaaacttga cactgaacct 
780 

cagtgggtac catccacttg gctgaggtga aagaaacatc cattctgtgg catgttggac 
840 

ttgatctggc aaaaaccgcc aataggagga ctgcccgaca ctgcagcaag attgaggata 
900 
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agatggaagg cagcagtata agctgtagat ctgttcttag atctcttgaa ttagtgagac 
960 

gacagttccc ttaggcagtt tgtgcatggc atcctttatt ctctatacat ggctttagcg 
1020 

gttcttgcct cattttggga ttctaaatgg aagctttcaa cagagcattc cattttgtcc 
1080 

tgttaaaacc ttttgttttc acctaaaccc tttctgctta gttgtatctc tgtgaaaaac 
1140 

ttgtatacac aagcgtccat gtctcacaca aatattgatg tgattattct taagtgttaa 
1200 

atcattaaca cttaaatgac ttcattggga atattgagca gagggactgt gcccctatgc 
1260 

actgggcaag gcagtatttg ctcaggaaac taatttagtc atcagagaca ctttcctaaa 
1320 

aaggaaaaat aaaaaacaaa atggtgccac tttgggttga agctactttg ttaggcttga 
1380 

attcatttat atgtcttttg attct 
1405 



<210> 3370 

<211> 269 

<212> PRT 

<213> Homo sapiens 



<400> 3370 

Leu Val Pro Gly Lys Ser Phe Gin Gin Gin Arg Glu Ala Met Lys Gin 

1 5 io is 

Thr He Glu Glu Asp Lys Glu Gin Lys Asn Gin Glu Asn Cys Gly Ala 

20 25 30 

Lys Lys Asn Lys Lys Lys Arg Lys Lys Val Leu Tyr Asn Ala Asn Lys 

35 40 45 

Asn Asp Asp Tyr Asp Asn Glu Glu He Leu Thr Tyr Glu Glu Met Ser 

50 55 60 

Leu Tyr His Gin Pro Ala Asn Arg Lys Arg Pro He He Leu He Gly 
65 70 75 80 

Pro Gin Asn Cys Gly Gin Asn Glu Leu Arg Gin Arg Leu Met Asn Lys 

85 90 95 

Glu Lys Asp Arg Phe Ala Ser Ala Val Pro His Thr Thr Arg Ser Arg 

100 105 HO 

Arg Asp Gin Glu Val Ala Gly Arg Asp Tyr His Phe Val Ser Arg Gin 

US 120 125 

Ala Phe Glu Ala Asp He Ala Ala Gly Lys Phe He Glu His Gly Glu 

1*0 135 140 

Phe Glu Lys Asn Leu Tyr Gly Thr Ser He Asp Ser Val Arg Gin Val 
145 150 X55 160 

He Asn Ser Gly Lys He Cys Leu Leu Ser Leu Arg Thr Gin Ser Leu 

165 170 175 

Lys Thr Leu Arg Asn Ser Asp Leu Lys Pro Tyr He He Phe He Ala 

180 185 190 

Pro Pro Ser Gin Glu Arg Leu Arg Ala Leu Leu Ala Lys Glu Gly Lys 

19S 200 205 

Asn Pro Lys Pro Glu Glu Leu Arg Glu He He Glu Lys Thr Arg Glu 

210 215 220 

Met Glu Gin Asn Asn Gly His Tyr Phe Asp Thr Ala He Val Asn Ser 
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22S 230 235 240 

Asp Leu Asp Lys Ala Tyr Gin Glu Leu Leu Arg Leu He Asn Lys Leu 

245 250 255 

Asp Thr Glu Pro Gin Trp Val Pro Ser Thr Trp Leu Arg 
260 265 

<210> 3371 

<211> 790 

<212> DNA 

<213> Homo sapiens 

<400> 3371 

nnacgcgtag ccacaagacc gggtccgttt ctggttgccg ttcccgcagg tgacgctgca 
60 

gacagaccag agactccagt caccctcgcc atctgtggaa tcatattctg gctgatcttt 
120 

ggtttcaaaa gtccggtggc ctggggctgt atggtcccac cccctggggg ggttgaggaa 
160 

gttgctgccg tctgaggtac tgccgtacgt gtagtccxgg tccccgcttt tgccctggcc 
240 

aaagaagcac caagggagca tctggaccac caggctgcac accaaccctt ccccagaccg 
300 

cgattccgac aagagacggg gcacccttca ttgcaaagag atttccccag atcctttctc 
360 

cttgatctac caaactttcc agatctttcc aaagctgata tcaatgggca gaatccaaat 
420 

atccaggtca ccatagaggt ggtcgacggt cctgactctg aagcagataa agatcagcat 
480 

ccggagaata agcccagctg gccagtccca tcccccgact ggcgggcctg gtggcagagg 
540 

tccctgtcct tggccagggc aaacagcggg gaccaggact acaagtacga cagtacctca 
600 

gacgacagca acttccccaa cccccccagg gggtgggacc atacagcccc aggccaccgg 
660 

acttttgaaa ccaaagatca gccagaatat gattccacag atggcgaggg tgactggagt 
720 

ctctggcctg tctgcagcgt cacctgcggg aacggcaacc agaaacggac ccggtcttgt 
780 

ggccacgcgt 
790 

<210> 3372 
<211> 198 
<212> PRT 

<213> Homo sapiens 
<400> 3372 

Gly Thr Ala Val Arg Val Val Leu Val Pro Ala Phe Ala Leu Ala Lys 

1 5 10 15 

Glu Ala Pro Arg Glu His Leu Asp His Gin Ala Ala His Gin Pro Phe 

20 25 30 

Pro Arg Pro Arg Phe Arg Gin Glu Thr Gly His Pro Ser Leu Gin Arg 

35 40 45 

Asp Phe Pro Arg Ser Phe Leu Leu Asp Leu Pro Asn Phe Pro Asp Leu 
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50 


55 


SO 








Ser Lys Ala 


Asp lie Asn Gly 


Gin Asn Pro Asn lie Gin 


Val 


Thr 


He 


6S 


70 


75 






80 


Glu Val Val 


Asp Gly Pro Asp 


Ser Glu Ala Asp Lys Asp 


Gin 


His 


Pro 




85 


90 




95 




Glu Asn Lys 


Pro Ser Trp Ser 


Val Pro Ser Pro Asp Trp 


Arg 


Ala 


Trp 




100 


105 


110 






Trp Gin Arg 


Ser Leu Ser Leu 


Ala Arg Ala Asn Ser Gly 


Asp Gin Asp 


115 




120 125 








Tyr Lys Tyr 


Asp Ser Thr Ser 


Asp Asp Ser Asn Phe Leu 


Asn 


Pro 


Pro 


130 


135 


140 








Arg Gly Trp 


Asp His Thr Ala 


Pro Gly His Arg Thr Phe 


Glu 


Thr 


Lys 


145 


ISO 


155 






160 


Asp Gin Pro 


Glu Tyr Asp Ser 


Thr Asp Gly Glu Gly Asp 


Trp 


Ser 


Leu 




165 


170 




175 




Trp Ser Val 


Cys Ser Val Thr 


Cys Gly Asn Gly Asn Gin 


Lys Arg Thr 




180 


185 


190 






Arg Ser Cys 


Gly Tyr Ala 










195 













<210> 3373 

<211> 726 

<212> DNA 

<213> Homo sapiens 

<400> 3373 

tgtacatgtt ttctctgggc tgacaggggc cctgcccctg gggcactgag ccctccctgt 
60 

gggtcctcga acagaagcca gggtctgtgc ggcacccacc agctgctggg ccatggcgga 
120 

gtgttctggt gcgggccagc gcctgaccgg tgcgggcggc ctcaggagag gagagcttgc 
180 

tcagtgcgtc acgtagtcag ggctcaggct ggggcccggc tccagagcct ggtcacattc 
240 

ccaagcttca ttctcttcac ctgtgaattg caggcttccc tggtgtgccc tgcacatgag 
300 

ggaagacaca cctgaagcac tgggtccctc catggccttg ggccgcagga accgtgggcg 
360 

cacgagcttg ggaaggacat gtcggaggcc ggcgcctgtg cgggcagaag ctgtgtcctc 
420 

cagcccttcc accaccagca tgttctcatt tccaggtttc cctgtttaaa aaacaaaagt 
480 

agcgcatcgg tggtcttcac gacgtacacc cagaagcacc cgtccatcga ggacgggcct 
540 

ccgtttgtgg agccgctgct caacttcacc tggttcctgc tgctggctgt ggacgggtgc 
600 

gtcttgggat cctgcagggg gagggggctg tgaatgtgcg ggttgtgtgt agacgtggtg 
660 

tggatagctg tgtgggtgtg tgtgcaagtg tagccatggt gtgggtagcc gtgtgggtat 
720 

atgcat 
726 

<210> 3374 
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<211> 84 
<212> PRT 

<213> Homo sapiens 



<400> 3374 












Met Ser Glu 


Ala 


Gly Ala 


Cys Ala Gly Arg 


Ser Cys Val Leu Gin 


Pro 


1 




5 


10 


15 




Phe His His 


Gin 


His Val 


Leu He Ser Arg 


Phe Leu Cys Leu Lys Asn 




20 




25 


30 




Lys Ser Ser 


Ala 


Ser Val 


Val Phe Thr Thr Tyr Thr Gin Lys His 


Pro 


35 






40 


45 




Ser lie Glu 


Asp Gly Pro 


Pro Phe Val Glu 


Pro Leu Leu Asn Phe 


He 


SO 






55 


60 




Trp Phe Leu 


Leu 


Leu Ala 


Val Asp Gly Cys 


Val Leu Gly Ser Cys 


Arg 


65 




70 




75 


80 


Gly Arg Gly 


Leu 











<210> 3375 

<211> 393 

<212> DNA 

<213> Homo sapiens 



<400> 3375 

acgcgtgcat acgtgatctc atgtttgcac 
60 

gcacatgtgc ccacacactc agcactcaca 
120 

agccacctgc ctgggctttg ggggcccagc 
180 

ctcgcttggc tctgaaatct aggccaggat 
240 

ctggtactgt gcgcagcccc cacctggcag 
300 

tcctctcccc accaggcaag ctacccgctt 
360 

cttgcccagc atccccggcc tgcatctcac 
393 



acatgtgtcc atgcagatgc atgctctcac 
ccccgtcctg caggctcagc cccactcctg 
cggcatgggg agccccaggc tccagctggc 
gcagagcccg cagtgcggcc agtggagccc 
ccccttttcc tgtcaaagcc cctcccagcg 
gaggcttagg acgttgcgcc ctcctgtgtc 
cag 



<210> 3376 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 3376 

Met Phe Ala His Met Cys Pro Cys Arg Cys Met Leu Ser Arg Thr Cys 

15 10 15 

Ala His Thr Leu Ser Thr His Thr Pro Ser Cys Arg Leu Ser Pro Thr 

20 25 30 

Pro Glu Pro Pro Ala Trp Ala Leu Gly Ala Gin Pro Ala Trp Gly Ala 

35 40 45 

Pro Gly Ser Ser Trp Pro Arg Leu Ala Leu Lys Ser Arg Pro Gly Cys 

50 55 60 

Arg Ala Arg Ser Ala Ala Ser Gly Ala Pro Gly Thr Val Arg Ser Pro 
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65 70 75 80 

His Leu Ala Ala Pro Phe Pro Val Lys Ala Pro Pro Ser Val Leu Ser 

85 90 95 

Pro Pro Gly Lys Leu Pro Ala 
100 

<210> 3377 

<211> 5235 

<212> DNA 

<213> Homo sapiens 

<400> 3377 

ngtcgacatc ttggtetccg gtcttgggcc tgtttaagaa tcctggcatc acgtgtggcg 
60 

aggacatggc tgatcagttt tctgacagaa gtgggtaaat ttccgcgttg gtaaatttcc 
120 

tgacaggaaa tttcggggaa ctaaaaaggc tggaagaaca tgaagatgga gcagtcataa 
180 

accacccact caaggaccat ctccttcacg accatccaca cgagactcag attgtctgaa 
240 

ctgagctatc gcaacttaat gctaaaagct ccttaaagcc acagatttat gacatagttc 
300 

cttccaaaat attacatcat aaatcattga gaagattaaa aaaaaacact tgaagaaatt 
360 

gtagttttaa acatctctgc atatattttg gatagctact aggttacttt aactgtcatt 
420 

aaggagcaca gacttactga agctttactg gacagaatcc tgggaaatcg atatcattat 
480 

aaggttatat ttcccagtta gcgggtgaag ggctggagac cttattgcag tcatggcttt 
S40 

cacaaattac agcagtctga atcgagctca gctaaccttt gaatatctgc acacaaattc 
600 

gtaagtatcc tctaggtgcc actgaggtaa ccagtaactc gctccttgat actatatgga 
660 

aaccgcctcc ccagaaaatt ttgctttttc actttttgag atgtatccca ctggagtgaa 
720 

atgtgtcact ggatatcttg agctctgtat tgaagaactg agatcagtga aatacttgtt 
780 

gctaatccag aagaatctga tttttgttta ttggatcaaa attttctaaa tgcaaacttt 

840 

agctatttga agtcaatatg ttgagttgtt tcattcaagt gtttatagga atccaacaaa 
900 

tactgctcta ttggatcgcc aaatgttgga ctattttagt atcaaccgtt tcccctctgt 
960 

agtgacaacg tcctaaacag ttaggtttat aacaagtgtt tactttctaa caagaaaaca 
1020 

gaagacattt aaatgacaac tttcaagaag aaaattttca ttttttcaga agttggcatt 
1080 

atcttcctgg cagattgccc acatccaata ttatttgtat atgctaaaca ggaaacggca 
114 0 

acccgtttat atctctattt agatagtctt tccccaaaat ttccacagaa acatacagtg 
1200 

ttcacggttc ctgagttcat gaaggagtaa tctaatcact ccaacatggc ccggaatgcc 
1260 
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tcaggtttaa tccatatgcc cactctcctg gaggctgtcc agtagcgtca aaactttagt 
1320 

gttttaatac attcacctgt tacttttgag atgaagttca cctttctegg atcacatgca 
1380 

aaggatgttt aggtctgtga agaaaagaac ttctaggccg ggtgctgtgg ctcacgcctg 

1440 

taatcccagc actttgggag gccgagaacc actcacgaat tcttgtttgg tgctcttgct 
1500 

gaactggttg ataatgcaag agatgctgat gccaccagaa tagatattta tgcagaaaga 
1560 

cgagaggacc ttcgaggagg atttatgctt tgctttttgg atgatggagc aggaatggat 
1620 

ccaagtgatg ctgccagtgt gatccagttt gggaagtcgg ccaagcgaac acctgagtct 
1680 

actcagattg ggcagtacgg gaatgggtta aaatcgggct caatgcgcat tgggaaggat 
1740 

tttatcctgt tcaccaagaa ggaagacacc atgacctgcc tcttcctgtc tcgcacgttt 
1800 

catgaggaag aaggcattga tgaagtgaca gtcccactgc ccacctggaa tgctcggacc 
1960 

cgggaacctg tcacagacaa tgtagagaaa tttgccattg agacagaact catctataag 
1920 

tactctccat tccgcactga ggaggaagtg atgacccagt ttatgaagat tcctggggac 
1980 

agcggaacat tggtgatcat cttcaatctc aaactcatgg ataatggaga gccagaacta 
2040 

gacataatct caaatccaag agatatccag atggcagaga cgtccccaga gggcacgaag 
2100 

ccagagcggc gctcgttccg tgcctatgcc gctgtgctct atattgatcc ccggatgagg 
2160 

atcctcatcc atgggcacaa ggtgcagacc aagaggctct cctgctgcct gtacaagccc 
2220 

aggatgtaca agtacacgtc aagccgtttc aagacccgtg cggagcagga ggtgaggata 
2280 

gcagtgcacg tagcaaggat tgctgaagag aaggcgcggg aggcagagag caaagctcgg 
2340 

acattagaag tacgcctagg tggagacctc acgcgggact ccagggtgat gttgcgacag 
2400 

gtccagaaca gagccatcac tctgcgcaga gaagccgatg tcaagaagag gatcaaggag 
2460 

gccaagcagc gagcacttaa agaacctaag gaactgaatt ttgcttttgg tgtcaacatt 
2520 

gaacaccggg atctggatgg catgttcatc tacaactgta gccgactgat caaaatgtat 
2580 

gagaaagtgg gcccacagct ggaagggggc atggcatgtg gcggggttgt tggggttgtt 
2640 

gatgtgccct acctggtcct ggagcctaca cacaacaaac aggactttgc tgatgccaag 
2700 

gagcaccggc acctgctccg agcaatgggg gagcacctgg cgcagtattg gaaggatatt 
2760 

gccaccgccc agaggggaat catcaagtxc tgggatgagt ttggctacct ctctgccaac 
2820 

tggaaccagc ccccgtccag tgagctgcgt tacaaacgcc ggagagctat ggaaatcccc 
2880 
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accaccatcc agtgcgactt 
2940 

gtggaaaaag atcaccctga 
3000 

cggtgtgagg cttctgaaca 
3060 

aagacgcagg aagagaagca 
3120 

ctggaggccc ttcagaaaac 
3180 

ttggaagtga ccaccagacc 
3240 

tcgccccctt tacctgctgt 

3300 

cctagaccag ccagccagcc 
3360 

gctttggcag cccgggagga 
3420 

cgaaagcctg ccaacactct 
3480 

ctgtcaccat ctttactgcc 
3S40 

atcaagactc cagtggtgaa 
3600 

agtcggaagc ggagtgtcgc 
3660 

aggaaggaga ggtgcaagcg 
3720 

gagctctcag acagtgctgg 
3780 

aaagggctgc acgtggaggt 
3840 

gtggaggtgg gcaagcatgt 
3900 

acgacaccaa gagaccgctg 
3960 

ccttctccgg aacatcagag 
4020 

cctgtggccc agcaggccat 
4080 

gagcctgaca ccactgccct 
4140 

ctccggaatt gtttacggta 
4200 

agtgctatga attcagatga 
4260 

gaagtagggc tccaaaacct 
4320 

gcctccgagg aaagcctgcg 
4380 

cagaagctga ggaccaacat 

4440 

aacacagatg atgagccgga 
4 500 



gtgtctgaaa tggagaaccc 
cacctgggtt tgctccatga 
aaagcagaag gttcccctgg 
gaaacaactg acagagaaaa 
cacacccatc cgctcccaag 
ttccactgag gaacctgtgc 
gatcaggaac gcccccagca 
ccgaaaggct cctgtcatca 
ggccagcaca tctaggctgc 
cgtcaagact gcatcccgac 
caactccaag agccctcggg 
gaagacagag tcacccatca 
agtttctgat gaggaagaag 
gggcagattt gctgtgaagg 
gggagaggac tcggctgacc 
gcgtgtgaac agggagtggt 
ggtgcggtgg aaggtgaagt 
ggtggagaaa ggcagtgagg 
ccttgataca caacaggagg 
agctgtcgca gagccctcca 
gagcaccaat cacgagacca 
cttcctgcct ccaagtttcc 
gctaatatct tttcctctga 
gtgcaattcc taccagagcc 
cacctccgag aggaagctcc 
cgtggcaccc ctgcaaaagg 
cgcctacatt gaggacctca 



cccccttcca gctgagttct 
accctgatcc tgaacaggac 
gaacattcag aaaggacatg 
ttcgccagca gcaggagaag 
cagacctgaa gaaattgccc 
gtagacctca gcgtcctcgg 
gacccccttc tttgccaact 
gcagtacccc aaagctccct 
tccagccacc tgaggcaccc 
ctgcccctct ggtgcagcaa 
aggttccttc tcccaaagtc 
aactctcccc ggctacccct 
ttgaggagga agctgagagg 
aggaaaagaa ggactcgaat 
tcaagagagc tcagaaagat 
acacgggccg cgtcacagcc 
ttgactacgt gcccacagac 
atgtgcggct gatgaaaccc 
gcggggagga ggaggtgggc 
cttccgaatg cctccgcatt 
tcgacctgct tgtccagatc 
ccatctccaa gaagcagctg 
aggagtactt caagcaacac 
gtgctgactc ccgggccaag 
gcgagacgga ggagaagctg 
tgcaggagga catagacatc 
tcaccaaggg ggactgaagg 
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caggagagag agcagctccc ctgcccacct gcccctcaac cctgtagctg cagggggagg 
4560 

ggacttcatt catgggttgg tggtcgcacc ttggtttgac ttacacggga catttgtgtt 
4620 

tttggaggaa aagataccct gattctttga atcttcctta agtttataaa tatttatttt 
4680 

ttaaaagaag atgctgtgcc tgtgagacca tacttttttt tttttttttt tttttttttt 
4740 

ttttttttgg tgactgcaaa ggacagagaa cctttccact ttggccatac tgggttgcta 
4800 

agccggagcc atttcagctc ctggctcctc aagataacgg cgagtccagt gccatcttgg 
4860 

agaagctcca ggggcagggc tgacttttct cctacaggag gaacaatgtg gggatctgag 
4920 

ggatgggagg gagacttccc cctagagtgg tggtcctgct gggggctcat atccagggac 
4980 

ccaaaagggg ggctgtgtag gaggtcccac attggagggg ctctctctct cgcagctgtc 
5040 

agagttggtc ctggctgtgg cgtccaaaca gcttgaggga aaaagatcct gtctaaccac 
5100 

ctcatctact actcaagttc tttctgaagg agggatttct tcagttaacc atggacagtg 
5160 

aggtttctca ccacagtaac ttgggtccag gttgaggggg agacagatct gtggtaaatc 
5220 

tctgacttgg gcagc 
5235 

<210> 3378 

<211> 970 

<212> PRT 

<213> Homo sapiens 

<400> 3378 

Met Leu Cys Phe Leu Asp Asp Gly Ala Gly Met Asp Pro Ser Asp Ala 

! 5 10 15 

Ala Ser Val He Gin Phe Gly Lys Ser Ala Lys Arg Thr Pro Glu Ser 

20 25 30 

Thr Gin He Gly Gin Tyr Gly Asn Gly Leu Lys Ser Gly Ser Met Arg 

3S 40 45 

He Gly Lys Asp Phe He Leu Phe Thr Lys Lys Glu Asp Thr Met Thr 

50 S5 60 

Cys Leu Phe Leu Ser Arg Thr Phe His Glu Glu Glu Gly He Asp Glu 
65 70 75 80 

Val He Val Pro Leu Pro Thr Trp Asn Ala Arg Thr Arg Glu Pro Val 

85 90 95 

Thr Asp Asn Val Glu Lys Phe Ala He Glu Thr Glu Leu He Tyr Lys 

100 105 HO 

Tyr Ser Pro Phe Arg Thr Glu Glu Glu Val Met Thr Gin Phe Met Lys 

115 120 125 

He Pro Gly Asp Ser Gly Thr Leu Val He He Phe Asn Leu Lys Leu 

130 13S 140 

Met Asp Asn Gly Glu Pro Glu Leu Asp He He Ser Asn Pro Arg Asp 
145 150 155 160 

He Gin Met Ala Glu Thr Ser Pro Glu Gly Thr Lys Pro Glu Arg Arg 
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16S 170 175 

Ser Phe Arg Ala Tyr Ala Ala Val Leu Tyr He Asp Pro Arg Met Arg 

180 185 190 

He Phe He His Gly His Lys Val Gin Thr Lys Arg Leu Ser Cys Cys 

195 200 205 

Leu Tyr Lys Pro Arg Met Tyr Lys Tyr Thr Ser Ser Arg Phe Lys Thr 

210 21S 220 

Arg Ala Glu Gin Glu Val Arg He Ala Val His Val Ala Arg He Ala 
225 230 235 240 

Glu Glu Lys Ala Arg Glu Ala Glu Ser Lys Ala Arg Thr Leu Glu Val 

245 250 255 

Arg Leu Gly Gly Asp Leu Thr Arg Asp Ser Arg Val Met Leu Arg Gin 

260 26S 270 

Val Gin Asn Arg Ala He Thr Leu Arg Arg Glu Ala Asp Val Lys Lys 

275 280 285 

Arg He Lys Glu Ala Lys Gin Arg Ala Leu Lys Glu Pro Lys Glu Leu 

290 295 300 

Asn Phe Val Phe Gly Val Asn He Glu His Arg Asp Leu Asp Gly Met 
305 310 315 320 

Phe He Tyr Asn Cys Ser Arg Leu He Lys Met Tyr Glu Lys Val Gly 

325 330 33S 

Pro Gin Leu Glu Gly Gly Met Ala Cys Gly Gly Val Val Gly val Val 

340 345 3S0 

Asp Val Pro Tyr Leu Val Leu Glu Pro Thr His Asn Lys Gin Asp Phe 

355 360 365 

Ala Asp Ala Lys Glu Tyr Arg His Leu Leu Arg Ala Met Gly Glu His 

370 375 380 

Leu Ala Gin Tyr Trp Lys Asp He Ala He Ala Gin Arg Gly He He 
385 390 395 400 

Lys Phe Trp Asp Glu Phe Gly Tyr Leu Ser Ala Asn Trp Asn Gin Pro 

405 410 415 

Pro Ser Ser Glu Leu Arg Tyr Lys Arg Arg Arg Ala Met Glu He Pro 

420 425 430 

Thr Thr lie Gin Cys Asp Leu Cys Leu Lys Trp Arg Thr Leu Pro Phe 

435 440 445 

Gin Leu Ser Ser Val Glu Lys Asp Tyr Pro Asp Thr Trp Val Cys Ser 

450 455 460 

Met Asn Pro Asp Pro Glu Gin Asp Arg Cys Glu Ala Ser Glu Gin Lys 
465 470 475 480 

Gin Lys Val Pro Leu Gly Thr Phe Arg Lys Asp Met Lys Thr Gin Glu 

485 490 495 

Glu Lys Gin Lys Gin Leu Thr Glu Lys He Arg Gin Gin Gin Glu Lys 

500 505 510 

Leu Glu Ala Leu Gin Lys Thr Thr Pro He Arg Ser Gin Ala Asp Leu 

515 520 525 

Lys Lys Leu Pro Leu Glu Val Thr Thr Arg Pro Ser Thr Glu Glu Pro 

S30 53S 540 

Val Arg Arg Pro Gin Arg Pro Arg Ser Pro Pro Leu Pro Ala Val He 
545 550 S5S 560 

Arg Asn Ala Pro Ser Arg Pro Pro Ser Leu Pro Thr Pro Arg Pro Ala 

56S 570 575 

Ser Gin Pro Arg Lys Ala Pro Val He Ser Ser Thr Pro Lys Leu Pro 

580 585 590 

Ala Leu Ala Ala Arg Glu Glu Ala Ser Thr Ser Arg Leu Leu Gin Pro 
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595 






600 


Pro 


Glu 


Ala 


Pro Arg 


Lys Pro Ala 




610 








615 


Arg 


Pro 


Ala 


Pro 


Leu 


Val Gin Gin 


625 










630 


Ser 


Lys 


Ser 


Pro 


Arg 


Glu Val Pro 










645 




Val 


Val 


Lys 


Lys 


Thr 


Glu Ser Pro 








660 






Ser Arg 


Lys 


Arg 


Ser 


val Ala val 






675 






680 


Glu 


Ala 


Glu 


Arg Arg 


Lys Glu Arg 




690 








695 


Lys Glu Glu 


Lys 


Lys 


Asp Ser Asn 


705 










710 


Glu Asp Ser 


Ala Asp 


Leu Lys Arg 










725 




Val 


Glu 


Val 


Arg 


Val 


Asn Arg Glu 








740 






Val 


Glu 


Val 


Gly Lys 


His val val 






755 






760 


Val 


Pro Thr 


Asp Thr 


Thr Pro Arg 




770 








775 


Glu Asp Val 


Arg 


Leu 


Met Lys Pro 


7B5 










790 


Asp 


Thr 


Gin 


Gin 


Glu 


Gly Gly Glu 










805 




Gin 


Ala 


He 


Ala 


val 


Ala Glu Pro 








820 






Glu Pro Asp 


Thr 


Thr 


Ala Leu Ser 






835 






840 


Leu 


Val 


Gin 


He 


Leu 


Arg Asn Cys 




6S0 








855 


Phe 


Pro 


He 


Ser 


Lys 


Lys Gin Leu 


665 










870 


He 


Ser 


Phe 


Pro 


Leu 


Lys Glu Tyr 










885 




Gin 


Asn 


Leu 


Cys 


Asn 


Ser Tyr Gin 








900 






Ala 


Ser 


Glu 


Glu 


Ser 


Leu Arg Thr 






915 






920 


Glu 


Glu 


Lys 


Leu 


Gin 


Lys Leu Arg 




930 








935 


Lys 


Val 


Gin 


Glu 


Asp 


He Asp He 


945 










950 


Tyr 


He 


Glu 


Asp 


Leu 


He Thr Lys 



965 



<210> 3379 

<211> 898 

<212> DNA 

<213> Homo sapiens 

<400> 3379 





605 






Asn Thr Leu 


Val Lys Thr 


Ala 


Ser 




620 






Leu Ser Pro 


Ser Leu Leu 


Pro 


Asn 


635 






640 


Ser Pro Lys 


Val He Lys 


Thr 


Pro 


650 




655 




He Lys Leu 


Ser Pro Ala 


Thr 


Pro 


665 


670 






Ser Asp Glu 


Glu Glu Val 


Glu 


Glu 




685 






Cys Lys Arg 


Gly Arg Phe 


Val 


val 




700 






Glu Leu Ser 


Asp Ser Ala 


Gly Gly 


715 






720 


Ala Gin Lys 


Asp Lys Gly 


Leu 


His 


730 




735 




Trp Tyr Thr 


Gly Arg Val 


Thr 


Ala 


745 


750 






Arg Trp Lys 


Val Lys Phe 


Asp Tyr 




76S 






Asp Arg Trp 


Val Glu Lys 


Gly Ser 




780 






Pro Ser Pro 


Glu His Gin 


Ser 


Leu 


795 






800 


Glu Glu Val 


Gly Pro Val 


Ala 


Gin 


810 




815 




Ser Thr Ser 


Glu Cys Leu 


Arg 


He 


825 


830 






Thr Asn His 


Glu Thr He 


Asp Leu 




845 






Leu Arg Tyr 


Phe Leu Pro 


Pro 


Ser 




860 






Ser Ala Met 


Asn Ser Asp 


Glu 


Leu 


875 






880 


Phe Lys Gin 


Tyr Glu Val 


Gly Leu 


890 




895 




Ser Arg Ala 


Asp Ser Arg 


Ala 


Lys 


905 


910 






Ser Glu Arg 


Lys Leu Arg 


Glu 


Thr 




925 






Thr Asn He 


Val Ala Leu 


Leu 


Gin 




940 






Asn Thr Asp 


Asp Glu Leu 


Asp 


Ala 


955 






960 



Gly Asp 
970 



2559 



WO 00/58473 



PCT/US00/08621 



nagatctggg ctgaaacacg gttggtgctg atggccacag acagagggag cccagccctg 
60 

gtgggctcag ctaccttgac ggtgatggtc atcgacacca atggcaatcg ccccaccatc 
120 

ccccaaccct gggagctccg agtgtcagaa gatgcgttat tgggctcaga gattgcacag 
180 

gtaacaggga atgatgtgga ctcaggaccc gtgctgtggt atgcgctaag cccatctggg 
240 

ccccaggatc ccttcagtgt tggccgctat ggaggccgtg tctccctcac ggggcccctg 
300 

gactttgagc agtgtgaccg ctaccagctg cagctgctgg cacatgatgg gcctcatgag 
360 

ggccgtgcan acctcacagt gcttgtggag gatgtcaatg acaatgcacc tgccttctca 
420 

cagagcctct accaggtaat gctgcttgag cacacacccc caggcagtgc cattctctcc 
480 

gtctctgcca ctgatcggga ctcaggtgcc aacggtcaca tctcctacca cctggcttcc 
540 

cctgccgatg gcttcagtgt tgaccccaac aatgggaccc tgttcacaat agtgggaaca 
600 

ttggccttgg gccatgacgg gtcaggagca gtggatgtgg tgctggaagc acgagaccac 
660 

ggggctccag tccgggcagc acgagccaca gtgaacgtgc agctgcggga ccagaacgac 
720 

cacgccccga gcttcacatt gttccactac cgtgtggctg tgactgaaga cctgccccct 
780 

ggctccactc tgctaaccct ggaggctaca gatgctgatg gaagccgcag ccatgccgct 
840 

gtggattaca gcatcatcag tggcaactgg ggccgagtct tccagctgga acccaggc 
898 

<210> 3380 

<211> 299 

<212> PRT 

<213> Homo sapiens 



<400> 3380 



Xaa 


lie 


Trp 


Ala 


Glu 


Thr 


Arg 


Leu 


Val. 


Leu 


Met 


Ala 


Thr 


Asp 


Arg 


Gly 


1 








5 










10 










15 




Ser 


Pro 


Ala 


Leu 


Val 


Gly 


Ser 


Ala 


Thr 


Leu 


Thr 


Val 


Met 


Val 


He 


Asp 








20 










25 










30 






Thr 


Asn 


Gly 


Asn 


Arg 


Pro 


Thr 


He 


Pro 


Gin 


Pro 


Trp 


Glu 


Leu 


Arg 


Val 






35 










40 










45 








Ser 


Glu 


Asp 


Ala 


Leu 


Leu 


Gly 


Ser 


Glu 


He 


Ala 


Gin 


Val 


Thr 


Gly 


Asn 




50 










55 










60 










Asp 


Val 


Asp 


Ser 


Gly 


Pro 


Val 


Leu 


Trp 


Tyr 


Val 


Leu 


Ser 


Pro 


Ser 


Gly 


65 










70 










7S 










80 


Pro 


Gin 


Asp 


Pro 


Phe 


Ser 


val 


Gly 


Arg 


Tyr 


Gly 


Gly 


Arg 


val 


Ser 


Leu 










85 










90 










95 




Thr 


Gly 


Pro 


Leu 


Asp 


Phe 


Glu 


Gin 


Cys 


Asp 


Arg 


Tyr 


Gin 


Leu 


Gin 


Leu 








100 










105 










110 






Leu 


Ala 


His 


Asp 


Gly 


Pro 


His 


Glu 


Gly 


Arg 


Ala 


Xaa 


Leu 


Thr 


Val 


Leu 






US 










120 










125 








Val 


Glu 


ASp 


Val 


Asn 


Asp 


Asn 


Ala 


Pro 


Ala 


Phe 


Ser 


Gin 


Ser 


Leu 


Tyr 
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130 135 1*0 



Gin Val Met Leu Leu Glu His 


Thr 


Pro 


Pro 


Gly 


Ser 


Ala 


lie 


Leu 


Ser 


145 150 








155 










160 


Val Ser Ala Thr Asp Arg Asp 


Ser 


Gly 


Ala 


Asn 


Gly 


His 


He 


Ser 


Tyr 


165 






170 










175 




His Leu Ala Ser Pro Ala Asp 


Gly 


Phe 


Ser 


Val 


Asp 


Pro 


Asn 


Asn 


Gly 


180 




185 










190 






Thr Leu Phe Thr lie Val Gly 


Thr 


Leu 


Ala 


Leu 


Gly 


His 


Asp 


Gly 


Ser 


195 


200 










205 








Gly Ala Val Asp Val Val Leu 


Glu 


Ala 


Arg 


Asp 


His 


Gly 


Ala 


Pro 


Val 


210 215 










220 










Arg Ala Ala Arg Ala Thr Val 


Asn 


Val 


Gin 


Leu 


Arg 


Asp 


Gin 


Asn 


Asp 


225 230 








235 










240 


His Ala Pro Ser Phe Thr Leu 


Phe 


His 


Tyr 


Arg 


Val 


Ala 


Val 


Thr 


Glu 


245 






250 










25S 




Asp Leu Pro Pro Gly Ser Thr 


Leu 


Leu 


Thr 


Leu 


Glu 


Ala 


Thr 


Asp 


Ala 


260 




265 










270 






Asp Gly Ser Arg Ser His Ala 


Ala 


Val 


Asp 


Tyr 


Ser 


He 


He 


Ser 


Gly 


275 


260 










285 








Asn Trp Gly Arg Val Phe Gin 


Leu 


Glu 


Pro 


Arg 













290 295 



<210> 3381 

<211> 1379 

<212> DNA 

<213> Homo sapiens 

<400> 3381 

ntgccgctcg tgtcagtcaa catggaggca gaggaatcgg agaaggccgc aacggagcaa 
60 

gagccgctgg aagggacaga acagacacta gatgcggagg aggagcagga ggaatccgaa 
120 

gaagcggcct gtggcagcaa gaaacgggta gtgccaggta ttgtgtacct gggccatatc 
180 

ccgccgcgct tccggcccct gcacgtccgc aaccttctca gcgcctatgg cgaggtcgga 

240 

cgcgtcttct ttcaggctga ggaccggttc gtgagacgca agaagaaggc agcagcagct 
300 

gccggaggga aaaagcggtc ctacaccaag gactacaccg agggatgggt ggagttccgt 
360 

gacaagcgca tagccaagcg cgtggcggcc agtctacaca acacgcctat gggtgcccgc 
420 

aggcgcagcc ccttccgtta tgatctttgg aacctcaagt acttgcaccg tttcacctgg 
480 

tcccacctca gcgagcacct cgcctttgag cgccaggtgc gcaggcagcg cttgagagcg 
540 

gaggttgctc aagccaagcg tgagaccgac ttctatcttc aaagtgtgga acggggacaa 
600 

cgctttcttg cggccgatgg ggaccctgct cgcccagatg gctcctggac atttgcccag 
660 

cgtcctactg agcaggaact gagggcccgt aaagcagcac ggccaggggg acgtgaacgg 
720 

gctcgcctgg caactgccca ggacaaggcc cgctccaaca aagggccccc ggccaggatc 
780 
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tttggagccc cgccaccctc agagagcatg gagggacctt cccttgtcag ggactcctga 
840 

gggcctgggt ggccccttcc atttcctggc cctgctctgc ttcctgccca cctcatacta 
900 

gaatgatcgt gactacccgg gcagacattt tactgtgttt ctcagaccaa gtgtctactg 
960 

atggcccaaa catggagttt tgtgggcttc cactgtcccc actccgaact cctgtatgtg 
1020 

cctggctgag tcacctaatt catactgtca tactagcata attatgacta ttgcacatgc 
1080 

ttgttttgtt tgactcttgg ctgcctacgt ctgtagggtc ccctgaaaat cccacttcct 
1140 

gcccccagaa agggccttta tttccaacta ggaggataat gcctagtcca ggcaatcttt 
1200 

ctctgtttag cagtcacagg tgagggtggt attagcatct tttttatgta gaaaaaattg 
1260 

agttaatggg gtggactggg ttgggaagaa atacatttcc taatgtattt atagaaaata 
1320 

aaaatatttt Catgtgaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaa 
1379 

<210> 3382 

<211> 279 

<212> PRT 

<213> Homo sapiens 



<400> 3382 



Xaa 


Pro 


Leu 


Val 


Ser 


val 


Asn 


Met 


Glu 


Ala 


Glu 


Glu 


Ser 


Glu 


Lys 


Ala 


1 








5 










10 










IS 




Ala 


Thr 


Glu 


Gin 


Glu 


Pro 


Leu 


Glu 


Gly 


Thr 


Glu 


Gin 


Thr 


Leu 


Asp 


Ala 








20 










25 










30 






Glu 


Glu 


Glu 


Gin 


Glu 


Glu 


Ser 


Glu 


Glu 


Ala 


Ala 


Cys 


Gly 


Ser 


Lys 


Lys 






35 










40 










45 








Arg 


Val 


Val 


Pro 


Gly 


lie 


val 


Tyr 


Leu 


Gly 


His 


He 


Pro 


Pro 


Arg 


Phe 




50 










55 










60 










Arg 


Pro 


Leu 


His 


Val 


Arg 


Asn 


Leu 


Leu 


Ser 


Ala 


Tyr 


Gly 


Glu 


Val 


Gly 


65 










70 










75 










80 


Arg 


Val 


Phe 


Phe 


Gin 


Ala 


Glu 


Asp 


Arg 


Phe 


Val 


Arg 


Arg 


Lys 


Lys 


Lys 










as 










90 










95 




Ala 


Ala 


Ala 


Ala 


Ala 


Gly 


Gly 


Lys 


Lys 


Arg 


Ser 


Tyr 


Thr 


Lys 


Asp 


Tyr 








100 










105 










110 






Thr 


Glu 


Gly 


Trp 


Val 


Glu 


Phe 


Arg 


Asp 


Lys 


Arg 


He 


Ala 


Lys 


Arg 


Val 






115 










120 










12S 








Ala 


Ala 


Ser 


Leu 


His 


Asn 


Thr 


Pro 


Met 


Gly 


Ala 


Arg 


Arg 


Arg 


Ser 


Pro 




130 










13S 










140 










Phe 


Arg 


Tyr 


Asp 


Leu 


Trp 


Asn 


Leu 


Lys 


Tyr 


Leu 


His 


Arg 


Phe 


Thr 


Trp 


14 5 










150 










155 










160 


Ser 


His 


Leu 


Ser 


Glu 


His 


Leu 


Ala 


Phe 


Glu 


Arg 


Gin 


Val 


Arg 


Arg 


Gin 










165 










170 










175 




Arg 


Leu 


Arg 


Ala 


Glu 


Val 


Ala 


Gin 


Ala 


Lys 


Arg 


Glu 


Thr 


Asp 


Phe 


Tyr 








180 










185 










190 






Leu 


Gin 


Ser 


Val 


Glu 


Arg 


Gly 


Gin 


Arg 


Phe 


Leu 


Ala 


Ala 


Asp 


Gly 


Asp 






195 










200 










205 








Pro 


Ala 


Arg 


Pro 


Asp 


Gly 


Ser 


Trp 


Thr 


Phe 


Ala 


Gin 


Arg 


Pro 


Thr 


Glu 
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210 






215 


Gin Glu 


Leu 


Arg 


Ala Arg Lys Ala 


225 






230 


Ala Arg Leu 


Ala 


Thr Ala Gin Asp 








245 


Leu Ala 


Arg 


lie 


Phe Gly Ala Pro 






260 




Pro Ser 


Leu 


Val 


Arg Asp Ser 




275 







220 

Ala Arg Pro Gly Gly Arg Glu Arg 
235 240 
Lys Ala Arg Ser Asn Lys Gly Leu 

250 255 
Pro Pro Ser Glu Ser Met Glu Gly 
265 270 



<210> 3383 

<211> 309 

<212> DNA 

<213> Homo sapiens 



<400> 3383 

ttttcttttc ctctgactgt agaacatgct tgctcatcat ggtagcaggg aaaaatgtca 
60 

gtgttgcttg cacacaaatt ttgtagctgg agtgagtatt gttgttattt gtgttatagg 
120 

aaatgctcac ttcttaacct cttttgtcct ggagcataga attactgcaa atgctcaccc 
180 

ctgggagctg tcctgccccc gatctcccac acaaacactc cagcatgaaa gagcgagact 
240 

caacctcaaa aaaaaaaagt ttcgggcacc tgaacaggaa ctggtttcca tcatcaactc 
300 

agaaagccc 
309 



<210> 3384 
<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 3384 

Met Leu Ala His His Gly Ser Arg 

1 5 
Thr Asn Phe Val Ala Gly Val Ser 
20 

Asn Ala His Phe Leu Thr Ser Phe 

35 40 
Asn Ala His Pro Trp Glu Leu Ser 

50 55 
Leu Gin His Glu Arg Ala Arg Leu 
65 70 
Ala Pro Glu Gin Glu Leu Val Ser 
85 



Glu Lys Cys Gin Cys Cys Leu His 

10 15 
lie Val Val He Cys Val He Gly 
25 30 
Val Leu Glu His Arg He Thr Ala 
45 

Cys Pro Arg Ser Pro Thr Gin Thr 
60 

Asn Leu Lys Lys Lys Lys Phe Arg 

75 80 
He He Asn Ser Glu Ser 
90 



<210> 3385 
<211> 720 
<212> DNA 

<2i3> Homo sapiens 



<400> 3385 
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nncctaggag atgaagccgc cagcctgagc aagcctggca gatagacatg gccagacttg 
60 

gtaggggtga gccggcttgg ccagagggag gagggtctat gctgaggtct actgatggta 
120 

gtgaaaacag tgacggtgcg ggggtgggga gcactgcggt ccacttcttc agccccccac 
ISO 

tatcctggaa gcttcagggt gggcccgagg cagcctccag cttcagcgac cacccctgtt 
240 

cctcttgcca ggttctttgt gaacttcccc tcggccaagc agtacttcag ccagttcaag 
300 

cacatggagg atcccctgga gatggagcgg agcccccagc tgcggaagca cgcctgccga 
360 

gtcatggggg ccctcaacac tgtcgtggag aacctgcatg accccgacaa ggtgtcctct 
420 

gtgctcgccc ttgtggggaa agcccacgcc ctcaagcaca aggtggaacc ggtgtacttc 
480 

aagatcctct ctggggtcat tctggaggtg gtcgccgagg aatttgccag tgacttccca 
540 

cctgagacgc agagagcctg ggccaagctg cgtggcctca tctacagcca cgtgaccgct 
600 

gcctacaagg aagtgggctg ggtgcagcag gtccccaacg ccaccacccc accggccaca 
660 

ctgccctctt cggggccgta ggacccctcc ctccaccccc ctccctggca gcacctcgag 
720 



<210> 3386 
<211> 188 
<212> PRT 

<213> Homo sapiens 



<400> 3386 

Met Val Val Lys Thr Val Thr Val Arg Gly Trp Gly Ala Leu Arg Ser 

IS 10 IS 

Thr Ser Ser Ala Pro His Tyr Pro Gly Ser Phe Arg Val Gly Pro Arg 

20 25 30 

Gin Pro Pro Ala Ser Ala Thr Thr Pro Val Pro Leu Ala Arg Phe Phe 

35 40 45 

Val Asn Phe Pro Ser Ala Lys Gin Tyr Phe Ser Gin Phe Lys His Met 

50 55 60 

Glu Asp Pro Leu Glu Met Glu Arg Ser Pro Gin Leu Arg Lys His Ala 
65 70 75 80 

Cys Arg Val Met Gly Ala Leu Asn Thr Val Val Glu Asn Leu His Asp 

85 90 95 

Pro Asp Lys Val Ser Ser Val Leu Ala Leu Val Gly Lys Ala His Ala 

100 10S no 

Leu Lys His Lys Val Glu Pro Val Tyr Phe Lys lie Leu Ser Gly Val 

115 120 125 

lie Leu Glu Val Val Ala Glu Glu Phe Ala Ser Asp Phe Pro Pro Glu 

130 135 140 

Thr Gin Arg Ala Trp Ala Lys Leu Arg Gly Leu He Tyr Ser His Val 
145 150 155 160 

Thr Ala Ala Tyr Lys Glu Val Gly Trp Val Gin Gin Val Pro Asn Ala 

165 170 175 

Thr Thr Pro Pro Ala Thr Leu Pro Ser Ser Gly Pro 
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180 185 

<210> 3387 

<211> 3299 

<212> DNA 

<213> Homo sapiens 

<400> 3387 

nacgcgtgaa ggggaagcag gcacgtccgg aagcgctcct ccagcaggga cagctcactg 
60 

atgaggtcgg tgatggcgtt ggtaaaggct tcctgggggt ttgccccgcc ggagtaatcc 
120 

ggaagaggcc tcttattagg gctctggtgg cggcggcggc ggacccttgg ggtctggacg 
180 

caacggcggc gggagcatga acgcccctcc agccttcgag tcgttcttgc tcttcgaggg 
240 

cgagaagaag taagtgacgc cggctgcggc gggccgagga tcaccattaa caaggacacc 
300 

aaggtaccca atgcctgttt attcaccatc aacaaagaag accacacacC gggaaacatc 
360 

attaaatcac aactcctaaa agacccgcaa gtgctatttg ctggctacaa agtcccccac 
420 

cccttggagc acaagatcat catccgagtg cagaccacgc cggactacag cccccaggaa 
480 

gcctttacca acgccatcac cgacctcatc agtgagctgt ccctgctgga ggagcgcttt 
S40 

cgggtggcca taaaagacaa gcaggaagga attgagtagg ggccagaggg ggctctgctc 
600 

ggcctgtgag ccccgttcct acctgtgcct gaccctccgc tccaggtacc acaccgagga 
660 

gagcggccgg tcccagccat ggcccgcctt gtggccaccc ctcaccctga caccgacgtg 
720 

ttggccaccc ctcaccctga caccgacgtg tcccgtacat agattaggtt ttatattcct 
780 

aataaagtat agcggaagag acctggatgt ggacttgagc agcggtgact tcgcaagcaa 
840 

atggattgtc aggcttgatg caggcagatg acctgtttca ggggcgtccg gctggcaggg 
900 

atgaactcat tctggaccaa agatccgggg tccaggggct gctgcggggg ctgtgctgag 
960 

ccggagagaa gtgtgcaaac ccatgagctc ccaagagtct ctgctctaga agcctcaact 
1020 

cctgggcccg cctgtcagtc aaagcaggaa cacttcttcc tgcataactc gaaacacctt 
1080 

tccacaggct tcttgtccac agtagagttt aataaaaata ttcactgaaa gacccccccc 
1140 

acccccatcg gcccaaagct gaataagtta gttagctgtg tccctggtcc tttgcgatgg 
1200 

tgtgaggcta catcctcccc cagatggcta cgatgttgga gtccgtcagg gcggtgaggt 
1260 

aggtgaagga ggcattggcc accactgtgt tcaccatggt cttggtcacc acctggccaa 
1320 

gggcccaggg ctggggccac ttcaggatct gtgtgggggc ctgcagggct gccggcagca 
1380 
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ggggtggctg cttcaggatg ttgctgacgt 
1440 

cacagagcac aatcccctca tcagggcagg 
1500 

acgaccattg cagccgcgcc aggaccacca 
1560 

cccacgtctg cctccagctc cacaggcaga 
1620 

cgatgtcctc attcacaaat gccagcccat 
1680 

cagagaagac gaattccact tcacacaccc 
1740 

cccagcagca gcagccgccc tcgcagccgg 
1800 

cagggcagag gcgcaggggg atagaggtgg 
1860 

attcgtagtc ctggttgggc accccgatgt 
1920 

ccgtgaagag atgggtctcg tgggcggggc 
1980 

gggctcggat gaccccgcag cagaagccgg 
2040 

gtaggcctgc agccgccagc acactccagc 
2100 

tcagagcggt ccaggccaca gaaaagaact 
2160 

cgatgcccgt ctggcaatca attacgcaca 
2220 

gggatgtggc cccctcctcc caggccggct 
2280 

ggtcctgggg gctgttgttc ttgctgtggc 
2340 

cagcaggctg gctgccatcg gagcctgcca 
2400 

aggcacacgc ccgcttgctg ggagaaaggc 
2460 

ccgccagtct ggccctgggc ttgtgggcag 
2520 

tagccttttg cacctgggtc ctactggcgg 
2580 

gccactgggt gaactcgctg agggactcgg 
2640 

tcacaaagtc cgcctgggcc ttctcagcct 
2700 

tctcccagtg agctgtgacc ctgctggtca 
2760 

aagttgagga cgcatccttg ccattgacct 
2820 

tcaggttgtc attgaccgtc aggaaggggt 
2880 

ggaactggca caaggcagca acatccccca 
2940 

ggtgggacag gcccaggtcg tccggcagcg 
3000 



cgtagagcca cacgttgccc tcctcatccc 
cgctgagcga gaagtaggcc aactcggtgg 
ctgccactgt ggactggctg ccccggcccc 
tggtgcccag gccgctcccc ttggaggcca 
ccactctccg tccagatgcc tcggagccct 
tcctcttttg gggctggtcc agccgcacgt 
ccagcaggcg ggcgtccggg caggaggcga 
tgtccagtgt gagcagctgg ctggcctgga 
cccagaggat gatccgcttg ccataggagg 
tgaagcacag ggtggcgatg gccttcttgt 
cacgcacgtg cagcagccgg accaggcccc 
gcttcttgcg gccagcctgt gtgaccacca 
cctcgccggg tgccttgtac ttgtggagca 
cagcctcccc gccgcacgtg gccacggtct 
cgaaggcaca ggcccacagc tgggtctcga 
actgcaggaa gtgcaggggc tccagcttca 
cagggctgcc ctccacctgg gccgacgggg 
tgagtgggac gtcgtctggc cgtttcaagg 
ctccagcttc tgggggcttc tctgggctgt 
ccaccagctc ctcagagatc atccgcaccc 
gcccgtagcg gacatccctg acagccgact 
cctcttcagg acccagtgtg gccatgaact 
gctcccgatt caggttctcc acctgagagt 
tacggagcgt gggcaggaga aaggagactt 
tgccctccag gctgagttcc tcgagcttgg 
gctggttgtt ggcgcagcgg aggacacgca 
tctccaggtg gttgttagac aggtcaagct 
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cctgcagctg cgtcaggcgg cacaggagtt tggggtccag gtgctcggaa agcagcccca 
3060 

atcctgacag gtccagactc cggaccttcc ccagccggtc gctcttgggg cgcccgcgct 
3120 

gcattagcag ccgcgccgag agggggccca tggcgaggag gcgcagcccg cgctgaccca 
3180 

gtcggccacc ccggcgtgtg gcgtcgccct gcgtctcctg gagcccggca ctggcgtccg 
3240 

cggtaactga gcccaggagg cggcgccgcg cgagcccgtg ggcgttaacg accggaagg 
3299 



<210> 3386 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 3388 

Ser Gly Arg Gly Leu Leu Leu Gly Leu Trp Trp Arg Arg Arg Arg Thr 

IS 10 IS 

Leu Gly Val Trp Thr Gin Arg Arg Arg Glu His Glu Arg Pro Ser Ser 

20 2S 30 

Leu Arg Val Val Leu Ala Leu Arg Gly Arg Glu Glu Val Ser Asp Ala 

35 40 45 

Gly Cys Gly Gly Pro Arg He Thr He Asn Lys Asp Thr Lys Val Pro 

50 S5 60 

Asn Ala Cys Leu Phe Thr He Asn Lys Glu Asp His Thr Leu Gly Asn 
65 70 75 80 

He lie Lys Ser Gin Leu Leu Lys Asp Pro Gin Val Leu Phe Ala Gly 

85 90 95 

Tyr Lys Val Pro His Pro Leu Glu His Lys He He He Arg Val Gin 

100 105 110 

Thr Thr Pro Asp Tyr Ser Pro Gin Glu Ala Phe Thr Asn Ala He Thr 

115 120 125 

Asp Leu He Ser Glu Leu Ser Leu Leu Glu Glu Arg Phe Arg Val Ala 

130 135 140 

He Lys Asp Lys Gin Glu Gly He Glu 
145 ISO 

<210> 3389 
<211> 308 
<212> DNA 

<213> Homo sapiens 
<400> 3389 

nntgtctcca agcccttcca ccaccagcat gttctcattt ccaggtttct ctgtttaaaa 
60 

aacaaaagta gcgcatcggt ggtcttcacg acgtacaccc agaagcaccc gtccatcgag 
120 

gacgggcctc cgtttgtgga gccgctgctt aacttcatct ggttcctgct gctggctgtg 
180 

gacggggaac cttctgacca gcctcatggg ctcctcagag caggaggatg gggaggagag 
240 

ccccagcgac ggcagcccca tcgagctgga ctgaactggc caggccacgc ggagacacca 
300 
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cggtcgac 
308 

<210> 3390 

<211> 102 

<212> PRT 

<213> Homo sapiens 

<400> 3390 

Xaa Val Ser Lys Pro Phe His His Gin His Val Leu lie Ser Arg Phe 

15 10 15 

Leu Cys Leu Lys Asn Lys Ser Ser Ala Ser Val Val Phe Thr Thr Tyr 

20 25 30 

Thr Gin Lys His Pro Ser lie Glu Asp Gly Pro Pro Phe Val Glu Pro 

35 40 4S 

Leu Leu Asn Phe He Trp Phe Leu Leu Leu Ala Val Asp Gly Glu Pro 

50 5S 60 

Ser Asp Gin Pro His Gly Leu Leu Arg Ala Gly Gly Trp Gly Gly Glu 
65 70 7S 80 

Pro Gin Arg Arg Gin Pro His Arg Ala Gly Leu Asn Trp Pro Gly His 

85 90 95 

Val Glu Thr Pro Arg Ser 
100 

<210> 3391 

<211> 1295 

<212> DNA 

<213> Homo sapiens 

<400> 3391 

atcgtctttt tactttattt agaaacctgt ttggaggtta tggatgataa acccaatcct 
60 

gaagccctaa gtgacagttc agagcgtctt ttctcctttg gcgtcatcgc agatgttcaa 
120 

tttgcagact tagaagatgg ctttaatttc caaggaacca ggcggcgata ctacagacat 
180 

agtcttcttc acctacaggg tgccattgaa gactggaata atgaaagcag catgccctgt 
240 

tgtgtccttc agcttggaga tatcatcgat ggatataatg cacagtataa tgcatccaaa 
300 

aagtccctag aacttgttat ggacatgttc aagaggctta aagttccagt tcatcataca 
360 

tggggaaacc atgaattcta taacttcagt agagagtatt taacacactc taaacccaac 
420 

actaagtttc tagaagatca gattgtacat catcctgaga ccatgccttc agaagattat 
480 

tatgcttatc attttgtacc attccctaaa ttccggttca tcttacttga tgcatatgac 
540 

ttgagtgtct tgggcgtgga tcagtcttct ccaaaatacg agcagtgtat gaagatattg 
600 

agggagcaca atccaaatac ggaactgaat agtcctcaag gactttctga gccccagctt 
660 

gtccagctta atggaggatt cagccaagaa cagctaaact ggttgaatga agtgctaaca 
720 
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ttccctgaca caaaccaaga aaaggtggtg attgtgagcc atcttcccat ttacccggac 
780 

gcctctgaca atgtgtgcct ggcccggaac cacagagatg ccctggcagt catttggtct 
640 

catgagtgtg tggtgtgttt ctttgctggt cacacccatg atggtggcta ctctgaggat 
900 

ccttttggtg tataccacgt caacctagaa ggagttattg aaacagctcc agacagccaa 
960 

gcctttggca cagttcatgt ctatcctgac aaaatgatgt tgaaagggag aggcagagtt 
1020 

ccagacagaa ttatgaatta caagaaagaa agagccttcc attgttagtc taatttattt 
1080 

taacttgata gaaaatgagc tttgtgtttg tccctcctaa acaaaaaaat aaaaatcctc 
1140 

tgtctcattg tttagtattc agcttgcata acaaaatgta tttatagttt cagtgtgtga 
1200 

tggttgataa aatactcaga aatgttattt tggatcatgt atccattgta agttagaaac 
1260 

aaaccaggga ggaaactgag gcaggggtgt atagt 
1295 

<210> 3392 

<211> 355 

<212> PRT 

<213> Homo sapiens 



<400> 3392 



lie Val 


Phe 


Leu 


Leu 


Tyr 


Leu 


Glu Thr 


Cys 


Leu 


Glu 


Val 


Met 


Asp 


Asp 


l 






5 








10 










15 




Lys Pro 


Asn 


Pro 


Glu 


Ala 


Leu 


Ser Asp 


Ser 


Ser 


Glu 


Arg 


Leu 


Phe 


Ser 






20 








25 










30 






Phe Gly 


Val 


lie 


Ala 


Asp 


val 


Gin Phe 


Ala 


Asp 


Leu 


Glu 


Asp 


Gly 


Phe 


3S 










40 








45 








Asn Phe 


Gin 


Gly 


Thr 


Arg 


Arg 


Arg Tyr 


Tyr 


Arg 


His 


Ser 


Leu 


Leu 


His 


50 










55 








60 










Leu Gin 


Gly 


Ala 


He 


Glu 


Asp 


Trp Asn 


Asn 


Glu 


Ser 


Ser 


Met 


Pro 


Cys 


65 






70 








75 










80 


Cys Val 


Leu 


Gin 


Leu 


Gly 


Asp 


He He 


Asp 


Gly Tyr 


Asn 


Ala 


Gin 


Tyr 








85 








90 










95 




Asn Ala 


Ser 


Lys 


Lys 


ser 


Leu 


Glu Leu 


val 


Met 


Asp 


Met 


Phe 


Lys 


Arg 






100 








105 










110 






Leu Lys 


Val 


Pro 


Val 


His 


His 


Thr Trp 


Gly 


Asn 


His 


Glu 


Phe 


Tyr 


Asn 




US 










120 








125 








Phe Ser 


Arg 


Glu 


Tyr 


Leu 


Thr 


His Ser 


Lys 


Leu 


Asn 


Thr 


Lys 


Phe 


Leu 


130 










135 








140 










Glu Asp 


Gin 


lie 


Val 


His 


His 


Pro Glu 


Thr 


Met 


Pro 


Ser 


Glu 


Asp 


Tyr 


145 








150 








155 










160 


Tyr Ala 


Tyr 


His 


Phe 


Val 


Pro 


Phe Pro 


Lys 


Phe 


Arg 


Phe 


He 


Leu 


Leu 






165 








170 










175 




Asp Ala 


Tyr 


Asp 


Leu 


Ser 


Val 


Leu Gly 


Val 


Asp Gin 


Ser 


Ser 


Pro 


Lys 






180 








18S 










190 






Tyr Glu 


Gin 


cys 


Met 


Lys 


He 


Leu Arg 


Glu 


His 


Asn 


Pro 


Asn 


Thr 


Glu 




195 










200 








205 








Leu Asn 


Ser 


Pro 


Gin 


Gly 


Leu 


Ser Glu 


Pro 


Gin 


Phe 


Val 


Gin 


Phe 


Asn 
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210 






21S 










220 










Gly 


Gly 


Phe 


Ser 


Gin Glu Gin 


Leu 


Asn 


Trp 


Leu 


Asn 


Glu 


val 


Leu 


Thr 


225 








230 








235 










240 


Phe 


Ser 


Asp 


Thr 


Asn Gin Glu 


Lys 


Val 


Val 


lie 


Val 


Ser 


His 


Leu 


Pro 










245 






250 










255 




lie 


Tyr 


Pro 


Asp 


Ala Ser Asp 


Asn 


Val 


Cys 


Leu 


Ala 


Trp 


Asn 


Tyr 


Arg 








260 






265 










270 






Asp 


Ala 


Leu 


Ala 


Val lie Trp 


Ser 


His 


Glu 


Cys 


Val 


Val 


Cys 


Phe 


Phe 






275 






280 










285 








Ala 


Gly 


His 


Thr 


His Asp Gly 


Gly Tyr 


Ser 


Glu 


Asp 


Pro 


Phe 


Gly 


Val 




290 






295 










300 










Tyr 


His 


Val 


Asn 


Leu Glu Gly 


Val 


lie 


Glu 


Thr 


Ala 


Pro 


Asp 


Ser 


Gin 


305 








310 








315 










320 


Ala 


Phe 


Gly 


Thr 


Val His Val 


Tyr 


Pro 


Asp 


Lys 


Met 


Met 


Leu 


Lys 


Gly 










325 






330 










335 




Arg 


Gly 


Arg 


val 


Pro Asp Arg 


lie 


Met 


Asn 


Tyr 


Lys 


Lys 


Glu 


Arg 


Ala 



340 345 350 



Phe His Cys 
355 



<210> 3393 

<211> 510 

<212> DNA 

<213> Homo sapiens 



<400> 3393 

nngcgactct gggacccctt gggtcgtggc agcagtggcg gcgatgtttg tcggctcggg 
60 

atgggtccag ganntgttac tccttcttct tttgttgggg tctgggcagg ggccacagca 
120 

agtcggggcg ggtcaaactt cgagtacttg aaacgggagc actcgctgtc gaagccctac 
160 

cagggtgtgg gcacaggcag ttcctcactg tggaatctga tgggcaatng catggtgatg 
240 

acccagtata tccgccttac cccagatatg caaagtaaac agggtgcctt gtggaaccgg 
300 

gtgccatgtt tcctgagaga ctgggagttg caggtgcact tcaaaatcca tggacaagga 
360 

aagaagaatc tgcatgggga tggcttggca atctggtaca caaaggatcg gatgcagcca 
420 

gggcctgtgt ttggaaacat ggacaaattt gtggggccgg gagtatttgt agacacctac 
480 

cccaatgagg agaagcagcc cttcacgcgt 
510 



<210> 3394 

<211> 170 

<212> PRT 

<213> Homo sapiens 



<400> 3394 

Xaa Arg Leu Trp Asp Pro Leu Gly Arg Gly Ser Ser Gly Gly Asp Val 

IS 10 15 

Cys Arg Leu Gly Met Gly Pro Gly Xaa Val Thr Pro Ser Ser Phe Val 
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20 25 30 

Gly Val Trp Ala Gly Ala Thr Ala Ser Arg Gly Gly Ser Asn Phe Glu 

35 40 45 

Tyr Leu Lys Arg Glu His Ser Leu Ser Lys Pro Tyr Gin Gly Val Gly 

50 S5 60 

Thr Gly Ser Ser Ser Leu Trp Asn Leu Met Gly Asn Xaa Met Val Met 
65 70 75 80 

Thr Gin Tyr He Arg Leu Thr Pro Asp Met Gin Ser Lys Gin Gly Ala 

65 90 9S 

Leu Trp Asn Arg Val Pro Cys Phe Leu Arg Asp Trp Glu Leu Gin Val 

100 105 110 

His Phe Lys He His Gly Gin Gly Lys Lys Asn Leu His Gly Asp Gly 

115 120 125 

Leu Ala He Trp Tyr Thr Lys Asp Arg Met Gin Pro Gly Pro Val Phe 

130 135 140 

Gly Asn Met Asp Lys Phe Val Gly Leu Gly Val Phe Val Asp Thr Tyr 
145 150 155 160 

Pro Asn Glu Glu Lys Gin Pro Phe Thr Arg 
165 170 



<210> 3395 

<211> 807 

<212> DNA 

<213> Homo sapiens 



<400> 3395 

ntggcactta acggtggtgg ctggttctgc gccggatccg ggagaggggc gggcgccatt 
60 

gtgcttcgct gccgactgca tttcctcagt cacgggccta gaactccaag gagaaaggcg 
120 

gcggtgcgtg ttgctgcgag tgggacgcgc actggtcggt gccggctcag gagccgggaa 
180 

aaatctttaa gaatggagtc taaaccttca aggattccaa gaagaatttc tgttcaacct 
240 

tccagctcct taagtgctag gatgatgtct ggaagcagag gaagtagttt aaatgatacc 
300 

tatcactcaa gagactcttc atttagattg gattctgaat atcagtctac atcagcatca 
360 

gcatctgcgt caccatttca atctgcatgg tatagtgaat ctgagataac tcagggagca 
420 

cgctcaagat cgcagaacca gcaacgggat catgattcaa aaagacctaa actttcctgt 
480 

acaaactgta ctacctcagc tgggagaaac gttggaaatg gtttaaacac attatcagat 
540 

tcatcttgga ggcatagtca agttcctaga tcttcatcaa tggtacttgg atcatttgga 
600 

acagacttaa tgagagagag gagagatttg gagagaagaa cagattcctc tattagtaat 
660 

cttatggatt atagtcaccg aagtggtgat ttcacaactt catcatatgt tcaagacaga 
720 

gttccttcat attcacaagg agcaagacca aaagaaaact caatgagcac tttacagttg 
780 

aatacatcat ccacaaacca ccaattg 
807 
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<210> 3396 

<2ll> 205 

<212> PRT 

<213> Homo sapiens 



<400> 3396 










Met 


Glu Ser 


Lys 


Pro Ser Arg lie 


Pro Arg Arg He Ser Val Gin Pro 


1 






5 




10 15 


Ser 


Ser Ser 


Leu 


Ser Ala Arg Met 


Met 


Ser Gly Ser Arg Gly Ser Ser 






20 




25 


30 


Leu 


Asn Asp 


Thr 


Tyr His Ser Arg 


Asp 


Ser Ser Phe Arg Leu Asp Ser 




35 




40 




45 


Glu 


Tyr Gin 


Ser 


Thr Ser Ala Ser 


Ala 


Ser Ala Ser Pro Phe Gin Ser 




50 




55 




60 


Ala 


Trp Tyr 


Ser 


Glu Ser Glu lie 


Thr 


Gin Gly Ala Arg Ser Arg Ser 


65 






70 




75 80 


Gin 


Asn Gin 


Gin 


Arg Asp His Asp 


Ser 


Lys Arg Pro Lys Leu Ser Cys 








85 




90 95 


Thr 


Asn Cys 


Thr 


Thr Ser Ala Gly 


Arg Asn Val Gly Asn Gly Leu Asn 






100 




105 


110 


Thr 


Leu Ser 


Asp 


Ser Ser Trp Arg 


His 


Ser Gin Val Pro Arg Ser Ser 




115 




120 




125 


Ser 


Met Val 


Leu 


Gly Ser Phe Gly 


Thr Asp Leu Met Arg Glu Arg Arg 




130 




135 




140 


Asp 


Leu Glu 


Arg 


Arg Thr Asp Ser 


ser 


He Ser Asn Leu Met Asp Tyr 


145 






150 




1SS 160 


Ser 


His Arg 


Ser 


Gly Asp Phe Thr 


Thr 


Ser Ser Tyr Val Gin Asp Arg 








165 




170 175 


Val 


Pro Ser 


Tyr 


Ser Gin Gly Ala 


Arg 


Pro Lys Glu Asn Ser Met Ser 






ISO 




1S5 


190 


Thr 


Leu Gin 


Leu 


Asn Thr Ser Ser 


Thr 


Asn His Gin Leu 




195 




200 




205 



<210> 3397 
<211> 492 
c212> DNA 

<213> Homo sapiens 



<400> 3397 

ggcccagctt gccagggggc ccgggagagc agctacatgg agatgaaagg ccctccctca 
60 

ggacctcccc ccaggcagcc tcctcagttc tgggacagcc agaggcggcg gcaaccccag 
120 

ccacagagag acagtggcac ctacgagcag cccagccccc tgatccatga ccgagactct 
180 

gtgggctccc agccccctct gcctccgggc ctaccccccg gccactatga ctcacccaag 
240 

aacagccaca tccctggaca ttatgacttg cctccagtac ggcatccccc atcacctcan 
300 

cttcgacgcc aggatcgttg aggagccagg atggtatggc agaggcagca anacctggct 
360 

gttgctgctc aaggctgggg acagagcata gtgtacccct gccaggagca gggagtggac 
420 
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cggcaggctg tgaacatgaa caacgcttaa cagagcaagt gatgggagaa taattcatgg 
480 

cttctaccat gg 
492 



<210> 3398 
<211> 163 
<212> PRT 

<213> Homo sapiens 



<400> 3398 
















Met Val Glu Ala Met 


Asn 


Tyr 


Ser 


Pro 


He 


Thr Cys 


Ser Val Lys Arg 


1 5 










10 




15 


Cys Ser Cys Ser Gin 


Pro 


Ala 


Gly 


Pro 


Leu 


Pro Ala 


Pro Gly Arg Gly 


20 








25 






30 


Thr Leu Cys Ser Val 


Pro 


Ser 


Leu 


Glu 


Gin 


Gin Gin 


Pro Gly Xaa Ala 


35 






40 








45 


Ala Ser Ala He Pro 


Ser 


Trp 


Leu 


Leu 


Asn 


Asp Pro 


Gly Val Glu Xaa 


50 




SS 








60 




Glu Val Met Gly Asp 


Ala 


Val 


Leu 


Glu 


Ala 


Ser His 


Asn Val Gin Gly 


65 


70 










75 


80 


Cys Gly Cys Ser Trp 


Val 


Ser 


His 


Ser 


Gly 


Arg Gly 


Val Gly Pro Glu 


85 










90 




9S 


Ala Glu Gly Ala Gly 


Ser 


Pro 


Gin 


Ser 


Leu 


Gly His 


Gly Ser Gly Gly 


' 100 








105 






110 


Trp Ala Ala Arg Arg 


Cys 


His 


Cys 


Leu 


Ser 


Val Ala 


Gly Val Ala Ala 


115 






120 








125 


Ala Ser Gly Cys Pro 


Arg 


Thr 


Glu 


Glu 


Ala 


Ala Trp 


Gly Glu He Leu 


130 




135 








140 




Arg Glu Gly Leu Ser 


Ser 


Pro 


Cys 


Ser 


Cys 


Ser Pro 


Gly Pro Pro Gly 


145 


ISO 










155 


160 


Lys Leu Gly 

















<210> 3399 
<211> 5784 
<212> DNA 

<213> Homo sapiens 
<400> 3399 

nnatggaatc acagcggcag cggcggctgc ggcgcgcgcg agccgagtgt gagcggaaag 
60 

gggcccggcg tctgcctcga gactgaagac cgataaactc aagccatgga gggattactg 
120 

cattacatca accctgcaca cgccatttct ctcctaagtg ccctgaatga ggagcgtctc 
180 

aaaggacagc tgtgtgatgt gctgctgatt gttggagacc aaaagttccg agctcataaa 
240 

aacgtcttgg ctgccagcag cgaatacttt cagagtttat tcacaaataa ggaaaatgag 
300 

tcacaaactg tatttcagct tgacttctgt gagccagatg cttttgataa tgttttaaac 
360 

tacatttatt cttcctctct atttgttgag aagagcagcc ttgctgctgt gcaagaactt 
420 
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ggctatagtc ttgggatttc ctttctgact aacatcgttt ctaaaacacc tcaagccccc 
4 BO 

tttccaacgt gtcctaacag aaaaaaagcg tttgtagaag atgatgaaaa cagttctcaa 
540 

aagagaagtg tcattgtttg tcaaagtaga aacgaagcac aaggaaaaac tgtcagtcaa 
600 ~ 

aatcaacccg atgtaagcca cacttcccgg ccctctccta gcattgcagt caaggccaat 
660 

accaataagc cacatgtccc aaaaccaata gaaccacttc ataatttgtc attaactgaa 
720 

aagagttggc cgaaagatag ttctgtggta tatgcaaagt ctcttgagca Ctctggatct 
780 

ttggatgatc ctaatagaat cagtttggtg aaaagaaatg cagtgttgcc ttcaaagcct 
840 

goo 0339303 9agaagCtat 99 at 9 ataaa ccaggtgtga gtggtcagct tccaaaagga 

aaagctctag agctggcttt gaagagacca cggccacctg ttttgtctgc ttgtagctca 
960 

tcagagactc cctatctatt aaaagaaact aacaaaggaa atggtcaagg tgaagataga 
1020 

aacttgttgt actattcaaa gttaggctta gtgatcccat ccagtggatc tggttctgga 
1080 

aaccaaagca ttgacaggag tggcccactt gttaagagtc tcctcagacg gtcattqtcq 
1140 

atggatagcc aggttcctgt ceattcacct tccatagatx tgaaatcttc ccagggatca 
1200 

tcttcggtgt ccagtgatgc accagggaat gtgttgtgtg ctttatctca gaagtcatct 
1260 

ttaaaagatt gtagtgaaaa aacagcccta gatgacaggc ctcaagtgct acaaccgcat 
1320 

cgcctcaggt cctttagtgc ttctcagtca acagacaggg agggagcttc ccctgtgact 
1380 

gaggtgcgca taaagactga gcccagcagc ccgctgtcgg acccctcgga catcatccgc 

gtcactgtgg gagatgcggc aacaacagca gctgcctcat cttcgtcggt cacaagagac 

1560 CtCtqa aa *cagaaga tgaccaaaaa gacatgagca gactcccagc aaaaaggagg 

ttccaagcgg accgaagatt gccgtttaag aagttaaagg tgaatgagca cgggtctcct 
1620 

leB^ 33339 ataatttt9a 9gaaggctca agccctactc tccttgatgc agattttcca 

gattctgatt cgaataaaga cgaatttggt gagttggagg ggacgagacc aaacaaaaaa 
1740 

tttaaatgca aacattgcct taagatcttt agatcaacag caggtcttca ccgtcatgtt 
1800 

aacacgtacc ataacccaga aaagccctac gcttgtgaca tctgtcacaa gaggtttcac 
1860 - 

accaacttca aagtgtggac acaccgtcag acccaacacg gcatagtgaa gaacccatca 
1920 

ccagcctcta gttcacatgc tgttttggat gaaaaattcc aaagaaagct gattgacata 
1980 

gtgagagaga gagaaattaa gaaggccctg atcattaagt taaggcgcgg caagcctggt 
2040 
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tttcagggac agagtagctc ccaagcacag caagccatca agaggaactt gagatctcga 
2100 

gccaaaggag cttacatttg tacttactgc ggaaaagcgt accgctttct ctctcaattt 
2160 

aagcagcata taaaaacgca tccaggagaa aaaccccttg gagtaaataa agctgctaaa 
2220 

ccaaaagagc atgctcctct tgcaagtcca gtagaaaaca aggaggttta ccagtgccgc 
2280 

ctctgtaatg ctaagctctc ttctctccta gagcaaggaa gccacgagcg gctgtgccgg 
2340 

aacgcggccg tctgccctta ctgcagcctc aggtttttct cgcccgagct gaagcaagaa 
2400 

cacgagagca agtgtgagta Caagaagctg acctgcctcg agtgcatgcg caccttcaag 
2460 

tcctctttca gcatctggcg gcaccaggtt gaagtccaca atcagaacaa catggcaccc 
2520 

accgaaaact tttctttgcc cgttttggac cacaatggtg atgtgactgg ttcttcaagg 
2560 

ccccaatccc agcctgagcc caacaaagta aaccacatcg tcaccacaaa agacgacaac 
2640 

gtgttcagtg attcttcaga acaagttaac ttcgactcgg aagattcctc ttgtcttccc 
2700 

gaagacctta gtctttccaa gcaactgaaa atccaagtca aagaggagcc tgtggaggag 
2760 

gctgaagaag aggcacccga ggccagcaca gcccccaaag aagcgggtcc tagcaaagaa 
2B20 

gccagcctgt ggccctgcga gaagtgtggg aagatgttca cggtgcataa gcagctggag 
2880 

cgtcaccagg agcttctgtg ctctgtgaaa ccatttattt gtcacgtgtg caacaaagct 
2940 

tttcgcacta attttcgact ctggagtcac ttccaatcgc acatgtctca ggcttcagag 
3000 

gaatcggcac ataaggaatc tgaggtgtgc cccgttccca caaactctcc ctctccacca 
3060 

cctctgccac cgccaccacc actgcccaag atccagcctc tggagcctga cagccccaca 
3120 

ggcctgtccg aaaacccaac tccagccaca gaaaaactgt ttgtgcccca agaatcagac 
3180 

accccttttt accatgcccc acccctttca gcaatcacat ttaaaagaca gtttatgtgt 
3240 

aaactttgcc acaggacatt caagactgca tttagtcttt ggagtcacga acaaacacac 
3300 

aattgaaaga ccaacacttt ttacctatgg gaggcagtcc ccagatttca acctgaattg 
3360 

tgaaacgcgt cataagaaac aaaatatttt ttaaacaaga ataataaagg ttggagattg 
3420 

ttacgcttga aattaagctg gaggcaaatt gataattact tagtaatgtc cttaacttta 
3480 

gaaatacagc ttttaaaata ttgtggttct ggaccttaca agaacaagat ggtttgattt 
3S40 

cattaatgtt gaaattggat tggtcttgat tgtgcgcatg gttcctcatt ccatggtgtc 
3600 

agtataatca tttaattgag gtctttggtt ttttattgat tagtggaata ctgtcgaagt 
3660 
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attccttcct ttaattactt tagacacttg agttctagtt aaatcttaac catgttctta 
3720 

agtccaaaac aggaagaagt ggagtagttt gcagtattga tttatatctt agactacttt 
3780 

agcaataaaa gataaatctc aactttaata agttatcctg acacttgata aaaataaata 
3840 

tctggtactt tgtggtcatg taaaacttct tcttgtatga aaattgtgag aaatttaaat 
3900 

cagcaatagt aacactcaga tttttataaa ctaacaaaaa cttgctctca gtcaatataa 
3960 

taaatgatag ctaaactcta aggaagacct gggaaatgaa aacaatttat ggaagtcccc 

tacagtcagt ttataagggc ttcagtagtg atagacattg ttataaaaac ttgtaccatg 
4080 

ttacatgtac actgcaccac agtctaaatt cagaccagca tttgaaggac tgcacatact 
4140 

4200 CtCCt ° tgatttatgc fc 9tcacaaat cgaaaatctg agtgtagtca ggacaaaaaa 
caaagctaac catatggcac taattttgat tttaacatta gtgtaacaaa taaggtcggg 

acatacattt acatagatcc cagacactca agaattagca cagctgatgt aaaattctaa 
4320 

attaccaCCt acttccagac agagcagagg agaaacacct cacCgcagtt tcaacatgct 
4380 

ttccaagaac aatatatacg acatatacat tttcctgcct ctctcttgtg acaatttctq 

4440 

ttagaatttg ttgggggtct gatggttaaa atcatgggca aggccattct ctacatcatt 
4 500 

get taa tact tcaaaaatag gtactagagc actatcagtg gtccaaaatt agttttagct 
462o atttt9 CtCCat " gt tttgggcttt ccaaagaata ctatgtataa tttgCaaccg 
4680 CCtCtC agCa " atat ccaaa 9 ct ca atgtgtttca aaagggaaaa cttttacttg 

tgggggtggg agttagatgt attaaaaaaa cgaaactaca aaatcctttt aagaaaqtaa 
4740 

taccaattta gactctagtt tgtgttacga ggtattctct caaatttttt ttaaaagcca 
4800 

actactgcca CCaagaaaca attttagatt tgtgctctag cagaaaataa ctctgtaccc 
4860 

atcaatctca ttgccaacac tccataccag tggtaggaaa gatattctca ttttttttat 
4920 

tlH CC&9aC actt "ataa aatact gatt gactttgtac attatggata ttatatatga 

aattttgcct tgtattcttt cacttgaaaa aactccaaaa ttccacaata ttttagtagt 
5040 3 3 

taacttccta ttctttctta aatttgatgg agaagggaaa ataaattgca gttattgatt 

cttgccatct ttgttttctt aaagaaatct atgcatttca aggataaaac taaagcatat 
5160 3 

sf20 tCaCat gaaaCatCag Satggactat tgtacattga attcattccg cgtataatgt 
S280 tttCtt aCtCtgtCCa tctt 99 ta gc tgtcacttca aaagaagaca gtttccctga 
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gtaatcatca cctacatggc cattagagca tctatcggtg ataattccat gatacagagt 
5340 

accttggcat tataaattca gtatcccagg acctaaacct ttatgctaca ttttcgaaga 
54O0 

ttttttaaaa ataatattgt taatcagtaa aaaaaaaaaa tatttttgat ctaaacatag 
5460 

gttctgcata tctgttagat tttaaaaatg actggtgttt tgtcttcaca tttttgtcta 
5520 

agcaaggaat ataagattcc aaataaaatt ttgaaccaaa aacatttata atgccgttct 
5580 

ggttttccta ttacttCCta cactgtactt taaaagcatt aggctgaaag agtttatttt 
5640 

ggtggtcaaa aaaaatacgc ttccactcat gtaactattt taaatgccaa gtagtaaaat 
S700 

aatgaaagat atgttaatta ctttattcag taaagttttt taagaacgtt tatctcagcc 
5760 

agtaggcaaa tacttggggt aaaa 
5784 

<210> 3400 
<211> 1069 
<212> PRT 

<213> Homo sapiens 



<400> 3400 



Thr 


Gin 


Ala 


Met 


Glu 


Gly 


Leu 


Leu 


His 


Tyr 


He Asn 


pro Ala 


His 


Ala 


l 








5 










10 






15 




He 


Ser 


Leu 


Leu 


Ser 


Ala 


Leu 


Asn 


Glu 


Glu 


Arg Leu 


Lys Gly 


Gin 


Leu 








20 










25 






30 






Cys 


Asp 


Val 


Leu 


Leu 


He 


Val 


Gly Asp 


Gin 


Lys Phe 


Arg Ala 


His 


Lys 






35 










40 








45 






Asn 


Val 


Leu 


Ala 


Ala 


Ser 


Ser 


Glu Tyr 


Phe 


Gin Ser 


Leu Phe 


Thr 


Asn 




50 










55 








60 








Lys 


Glu 


Asn 


Glu 


Ser 


Gin 


Thr 


Val 


Phe 


Gin 


Leu Asp 


Phe Cys 


Glu 


Pro 


65 










70 










75 






80 


Asp 


Ala 


Phe 


Asp Asn 


Val 


Leu 


Asn Tyr 


He 


Tyr Ser 


Ser Ser 


Leu 


Phe 








85 










90 






95 




Val 


Glu 


Lys 


Ser 


Ser 


Leu 


Ala 


Ala 


val 


Gin 


Glu Leu 


Gly Tyr 


Ser 


Leu 








100 










105 






110 






Gly He 


Ser 


Phe 


Leu 


Thr 


Asn 


He 


val 


Ser 


Lys Thr 


Pro Gin 


Ala 


Pro 






115 










120 








125 






Phe 


Pro 


Thr 


Cys 


Pro 


Asn 


Arg 


Lys 


Lys 


Val 


Phe Val 


Glu Asp 


Asp 


Glu 




130 










135 








140 








Asn 


Ser 


Ser 


Gin 


Lys 


Arg 


Ser 


Val 


He 


Val 


Cys Gin 


Ser Arg 


Asn 


Glu 


145 










150 










155 






160 


Ala 


Gin Gly 


Lys 


Thr 


Val 


Ser 


Gin 


Asn 


Gin 


Pro Asp 


Val Ser 


His 


Thr 










165 










170 






175 




Ser Arg 


Pro 


Ser 


Pro 


Ser 


lie 


Ala 


Val 


Lys 


Ala Asn 


Thr Asn 


Lys 


Pro 








180 










185 






190 






His 


Val 


Pro 


Lys 


Pro 


He 


Glu 


Pro 


Leu 


His 


Asn Leu 


Ser Leu 


Thr 


Glu 






195 










200 








205 






Lys 


Ser 


Trp 


Pro 


Lys 


Asp 


Ser 


Ser 


Val 


Val 


Tyr Ala 


Lys Ser 


Leu 


Glu 




210 










215 








220 








His 


Ser Gly 


Ser 


Leu 


Asp 


Asp 


Pro 


Asn 


Arg 


He Ser 


Leu Val 


Lys 


Arg 
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225 








230 










235 










240 


Asn 


Ala 


Val 


Leu 


Pro Ser 


Lys 


Pro 


Leu 


Gin 


Asp 


Arg 


Glu 


Ala 


Met 


Asp 










24S 








250 










255 




Asp 


Lys 


Pro 


Gly 


Val Ser 


Gly 


Gin 


Leu 


Pro 


Lys 


Gly 


Lys 


Ala 


Leu 


Glu 








260 








265 










270 






Leu 


Ala 


Leu 


Lys 


Arg Pro 


Arg 


Pro 


Pro 


Val 


Leu 


Ser 


Val 


Cys 


Ser 


Ser 






275 








280 










285 








Ser 


Glu 


Thr 


Pro 


Tyr Leu 


Leu 


Lys Glu 


Thr 


Asn 


Lys 


Gly 


Asn 


Gly 


Gin 




290 








295 










300 










Gly 


Glu 


Asp 


Arg 


Asn Leu 


Leu 


Tyr Tyr 


Ser 


Lys 


Leu 


Gly 


Leu 


Val 


He 


305 








310 










315 










320 


Pro 


Ser 


Ser 


Gly 


Ser Gly 


Ser 


Gly Asn 


Gin 


Ser 


He 


Asp 


Arg 


Ser 


Gly 










325 








330 










335 




Pro 


Leu 


Val 


Lys 


Ser Leu 


Leu 


Arg Arg 


Ser 


Leu 


Ser 


Met 


Asp 


Ser 


Gin 








340 








345 










350 






Val 


Pro 


Val 


Tyr 


Ser Pro 


Ser 


He Asp 


Leu 


Lys 


Ser 


Ser 


Gin 


Gly 


Ser 






355 








360. 










365 








Ser 


Ser 


Val 


Ser 


Ser Asp 


Ala 


Pro 


Gly 


Asn 


val 


Leu 


Cys 


Ala 


Leu 


Ser 




370 








375 










380 










Gin 


Lys 


Ser 


Ser 


Leu Lys 


Asp 


Cys 


Ser 


Glu 


Lys 


Thr 


Ala 


Leu 


Asp 


Asp 


385 








390 










395 










400 


Arg 


Pro 


Gin 


Val 


Leu Gin 


Pro 


His 


Arg 


Leu 


Arg 


Ser 


Phe 


Ser 


Ala 


Ser 










405 








410 










415 




Gin 


Ser 


Thr 


Asp 


Arg Glu 


Gly 


Ala 


Ser 


Pro 


Val 


Thr 


Glu 


Val 


Arg 


He 








420 








425 










430 






Lys 


Thr 


Glu 


Pro 


Ser Ser 


Pro 


Leu 


Ser 


Asp 


Pro 


Ser 


Asp 


He 


He 


Arg 






435 








440 










445 








Val 


Thr 


Val 


Gly 


Asp Ala 


Ala 


Thr 


Thr 


Ala 


Ala 


Ala 


Ser 


Ser 


Ser 


Ser 




450 








455 










460 










Val 


Thr 


Arg 


Asp 


Leu Ser 


Leu 


Lys 


Thr 


Glu 


Asp 


Asp 


Gin 


Lys 


Asp 


Met 


465 








470 










475 










480 


Ser 


Arg 


Leu 


Pro 


Ala Lys 


Arg 


Arg 


Phe 


Gin 


Ala 


Asp 


Arg 


Arg 


Leu 


Pro 










485 








490 










4 9S 




Phe 


Lys 


Lys 


Leu 


Lys Val 


Asn 


Glu 


His 


Gly 


Ser 


Pro 


Val 


Ser 


Glu 


Asp 








500 








505 










510 






Asn 


Phe 


Glu 


Glu 


Gly Ser 


Ser 


Pro 


Thr 


Leu 


Leu 


Asp 


Ala 


Asp 


Phe 


Pro 






515 








520 










525 








Asp 


Ser 


Asp 


Leu 


Asn Lys 


Asp 


Glu 


Phe 


Gly 


Glu 


Leu 


Glu 


Gly 


Thr 


Arg 




S30 








535 










540 










Pro 


Asn 


Lys 


Lys 


Phe Lys 


Cys 


Lys 


His 


Cys 


Leu 


Lys 


He 


Phe 


Arg 


Ser 


545 








550 










555 










560 


Thr 


Ala 


Gly 


Leu 


His Arg 


His 


Val 


Asn 


Met 


Tyr 


His 


Asn 


Pro 


Glu 


Lys 










565 








570 










575 




Pro 


Tyr 


Ala 


Cys 


Asp lie 


Cys 


His 


Lys 


Arg 


Phe 


His 


Thr 


Asn 


Phe 


Lys 








560 








585 










590 






Val 


Trp 


Thr 


His 


Cys Gin 


Thr 


Gin 


His 


Gly 


He 


Val 


Lys 


Asn 


Pro 


Ser 






595 








600 










605 








Pro 


Ala 


Ser 


Ser 


Ser His 


Ala 


Val 


Leu 


Asp 


Glu 


Lys 


Phe 


Gin 


Arg 


Lys 




610 








615 










620 










Leu 


lie 


Asp 


lie 


Val Arg 


Glu 


Arg 


Glu 


He 


Lys 


Lys 


Ala 


Leu 


He 


He 


625 








630 










635 










640 


Lys 


Leu 


Arg 


Arg 


Gly Lys 


Pro 


Gly 


Phe 


Gin 


Gly 


Gin 


Ser 


Ser 


Ser 


Gin 










645 








650 










655 




Ala 


Gin 


Gin 


Val 


He Lys 


Arg 


Asn 


Leu 


Arg 


Ser 


Arg 


Ala 


Lys 


Gly 


Ala 
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660 665 670 

Tyr He Cys Thr Tyr Cys Gly Lys Ala Tyr Arg Phe Leu Ser Gin Phe 

675 680 685 

Lys Gin His He Lys Met His Pro Gly Glu Lys Pro Leu Gly Val Asn 

690 695 700 

Lys Val Ala Lys Pro Lys Glu His Ala Pro Leu Ala Ser Pro Val Glu 
705 710 715 720 

Asn Lys Glu Val Tyr Gin Cys Arg Leu Cys Asn Ala Lys Leu Ser Ser 

725 730 735 

Leu Leu Glu Gin Gly Ser His Glu Arg Leu -Cys Arg Asn Ala Ala Val 

740 745 750 

Cys Pro Tyr Cys Ser Leu Arg Phe Phe Ser Pro Glu Leu Lys Gin Glu 

755 760 765 

His Glu Ser Lys Cys Glu Tyr Lys Lys Leu Thr Cys Leu Glu Cys Met 

770 775 780 

Arg Thr Phe Lys Ser Ser Phe Ser He Trp Arg His Gin Val Glu Val 
785 790 795 800 

His Asn Gin Asn Asn Met Ala Pro Thr Glu Asn Phe Ser Leu Pro Val 

80S 810 815 

Leu Asp His Asn Gly Asp Val Thr Gly Ser Ser Arg Pro Gin Ser Gin 

820 825 830 

Pro Glu Pro Asn Lys Val Asn His He Val Thr Thr Lys Asp Asp Asn 

835 840 84S 

Val Phe Ser Asp Ser Ser Glu Gin Val Asn Phe Asp Ser Glu Asp Ser 

850 855 860 

Ser Cys Leu Pro Glu Asp Leu Ser Leu Ser Lys Gin Leu Lys He Gin 
865 870 875 880 

Val Lys Glu Glu Pro Val Glu Glu Ala Glu Glu Glu Ala Pro Glu Ala 

885 890 895 

Ser Thr Ala Pro Lys Glu Ala Gly Pro Ser Lys Glu Ala Ser Leu Trp 

900 905 910 

Pro Cys Glu Lys Cys Gly Lys Met Phe Thr Val His Lys Gin Leu Glu 

915 920 925 

Arg His Gin Glu Leu Leu Cys Ser Val Lys Pro Phe He Cys His Val 

930 935 940 

Cys Asn Lys Ala Phe Arg Thr Asn Phe Arg Leu Trp Ser His Phe Gin 
945 950 955 960 

Ser His Met Ser Gin Ala Ser Glu Glu Ser Ala His Lys Glu Ser Glu 

965 970 975 

Val Cys Pro Val Pro Thr Asn Ser Pro Ser Pro Pro Pro Leu Pro Pro 

980 98S 990 

Pro Pro Pro Leu Pro Lys He Gin Pro Leu Glu Pro Asp Ser Pro Thr 

995 1000 1005 

Gly Leu Ser Glu Asn Pro Thr Pro Ala Thr Glu Lys Leu Phe Val Pro 

1010 1015 1020 

Gin Glu Ser Asp Thr Leu Phe Tyr His Ala Pro Pro Leu Ser Ala He 
1025 1030 1035 1040 

Thr Phe Lys Arg Gin Phe Met Cys Lys Leu Cys His Arg Thr Phe Lys 

1045 10S0 1055 

Thr Ala Phe Ser Leu Trp Ser His Glu Gin Thr His Asn 
1060 1065 



<210> 3401 
<211> 579 
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<212> DNA 

<213> Homo sapiens 

<400> 3401 

gttgaaaata aggaaaagga cagcaatatg ccacactttc aaactttgca agctattgtt 
60 

tctcacttcc aaaagttatt tgatgtgcct tctttaaatg gagtctatcc ccgaatgaat 
120 

gaagtttata ctaggcttgg agaaatgaac aatgctgtga gaaacctcca agaactctta 
1B0 

gaattagata gttcatcctc attgtgtgtg ctagtaagca ctgttggaaa actctgtagg 
240 

ctgattaatg aagatgtgaa tgagcaggtt atgcaggtat taggacctga agacctccag 
300 

agcattatct acaaattgga agaacacgag gaatttttcc cagcatttca ggcatttact 
360 

aatgatctac ttgaaatctt agaaattgat gactctggat gccattgtac ctgcagtaaa 
420 

gaaattaaaa gtactttcat actgaaaaca aatcaaatca tttttactgt gtaaattgta 
480 

ttcttaacat tttgtatttt gtaggattga tcttattttg agacaagggt tgtaaaatgt 
S40 

atttgctctc agaattcacc cccttcttag tattaggtc 
579 

<210> 3402 

<211> 148 

<212> PRT 

<213> Homo sapiens 

<400> 3402 

Met Pro His Phe Gin Thr Leu Gin Ala lie Val Ser His Phe Gin Lys 

IS 10 15 

Leu Phe Asp Val Pro Ser Leu Asn Gly Val Tyr Pro Arg Met Asn Glu 

20 25 30 

Val Tyr Thr Arg Leu Gly Glu Met Asn Asn Ala Val Arg Asn Leu Gin 

35 40 45 

Glu Leu Leu Glu Leu Asp Ser Ser Ser Ser Leu Cys Val Leu Val Ser 

SO 55 60 

Thr Val Gly Lys Leu Cys Arg Leu lie Asn Glu Asp Val Asn Glu Gin 
65 70 75 80 

Val Met Gin Val Leu Gly Pro Glu Asp Leu Gin Ser lie lie Tyr Lys 

85 90 9S 

Leu Glu Glu His Glu Glu Phe Phe Pro Ala Phe Gin Ala Phe Thr Asn 

100 105 110 

Asp Leu Leu Glu He Leu Glu He Asp Asp Ser Gly Cys His Cys Thr 

115 120 12S 

Cys Ser Lys Glu He Lys Ser Thr Phe lie Leu Lys Thr Asn Gin He 

130 135 140 

He Phe Thr Val 
145 

<210> 3403 
<211> 1696 
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<212> DNA 

<213> Homo sapiens 

<400> 3403 

aaaaacatca gtgtctgtgg gtagttagaa ccttcagttc ctgtgagcgt cggcgtcttc 

6.0 

tgggcctgtg gagtttcttg gacaggggcc gcggggctcc aggacggcgc ccttagcgac 
120 

accatggccc gaaacgcaga aaaggccatg acggccttag caagatttcg ccaggctcag 
180 

ctggaagagg gaaaagtgaa ggaacgaaga ccctttctgg cctcagaatg tactgaactg 
240 

cctaaagctg agaagcggag acgacagatc attggagaga tctctaaaaa agtggctcag 
300 

atccagaatg ctggtttagg tgaatttcga attcgtgacc tgaatgatga aattaacaag 
360 

ctgctaaggg agaaaggaca ctgggaggtc cggacaaagg agctgggagg tcctgattat 
420 

ggaaaagttg gccctaaaat gctggatcat gaaggaaaag aagtcccagg aaaccgaggt 
480 

tacaagtact ttggagcagc aaaagatttg cctggtgtta gagagctgtt tgaaaaanga 
540 

acctcttcct cctcccagnn aaagacacgc gctgagctca tgaaggcaat cgattttgag 
600 

tactatggtt acctagatga agatgatggc gttattgtgc ctttggaaca ggaatatgaa 
660 

aagaaactca gagccgagtt agtggaaaag tggaaagcag agagagaggc tcggctggca 
720 

agaggagaaa aggaagagga ggaggaagag gaggaagaga tcaacatcta tgcagtcacc 
780 

gaggaggagt cggacgagga aggcagccag gagaaaggag gggacgacag ccagcagaag 
640 

ttcattgctc acgtccctgt tccctcgcag caagagattg aggaggcact ggcgcgaagg 
900 

aagaaaatgg aactcctcca gaagtatgca agcgagaccc tgcaggccca aagtgaagaa 
960 

gccagaaggc ccctggggta ttaggaccca gctggggctc tccttggagt tcttccatcc 
1020 

cccagtggta cctcaggacc cagggctgca gacacaggct ggtgctgcaa gggctcctgc 
1080 

cccattccca gccttccttc cctctccttg tctcatgttg accggagggt aggggtctgt 
1140 

ccctggtctt cctggtaggt tttgtacaca tattttgcta ctgtgtggat ccatttattt 
1200 

ttattgtgga gtgtatacaa caggttgcga actggctgcc tgtgtcttat tttgacttgc 
1260 

actgccattt tgaggggaga agaatcaatt agtggcaaac atttaaaaat gcaatttttt 
1320 

gcagaccaaa gtataatttt aaaaaatgca aattttctaa aagacacatc tcttgaaaaa 
1380 

tgagatgatg tggccaggcg cagtggctca cgcctgcaac cccagcactt tgggaggccg 
1440 

aggcgggcgg gccacgaggt caagagatgg agaccatcct ggccaacatg gtgaaacccc 
1500 
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atgtctacta aaaatacaaa aaaattagct gggcgtactg gcatgcacct gtagtcccag 
1560 

ctgctttggg aggctgaggc aggagaatca cttgaacccc cggaggtgga ggtttgagtg 
1620 

agcccagatc gtggccattg actccaagcc ttgggacaag tgggaacctc ttccccccaa 
1680 

aaaaaaaaaa aagttt 
16 96 

<210> 3404 
<211> 286 
<212> PRT 

<213> Homo sapiens 



<400> 3404 



Met Ala 


Arg 


Asn 


Ala 


Glu 


Lys 


Ala 


Met 


Thr 


Ala Leu Ala 


Arg Phe 


Arg 


1 






5 










10 




15 




Gin Ala 


Gin 


Leu 


Glu 


Glu 


Gly 


Lys 


val 


Lys 


Glu Arg Arg 


Pro Phe 


Leu 






20 










2S 






30 




Ala Ser 


Glu 


Cys 


Thr 


Glu 


Leu 


Pro 


Lys 


Ala 


Glu Lys Trp 


Arg Arg 


Gin 




35 










40 






45 






He lie 


Gly 


Glu 


He 


Ser 


Lys 


Lys 


Val 


Ala 


Gin He Gin 


Asn Ala 


Gly 


50 










55 








60 






Leu Gly 


Glu 


Phe 


Arg 


He 


Arg 


Asp 


Leu 


Asn 


Asp Glu lie 


Asn Lys 


Leu 


6S 








70 










75 




80 


Leu Arg 


Glu 


Lys 


Gly 


His 


Trp 


Glu 


val 


Arg 


He Lys Glu 


Leu Gly 


Gly 








85 










90 




95 




Pro Asp 


Tyr 


Gly 


Lys 


Val 


Gly 


Pro 


Lys 


Met 


Leu Asp His 


Glu Gly 


Lys 






100 










105 






110 




Glu Val 


Pro 


Gly 


Asn 


Arg 


Gly 


Tyr 


Lys 


Tyr 


Phe Gly Ala 


Ala Lys 


Asp 




115 










120 






125 






Leu Pro 


Gly 


Val 


Arg 


Glu 


Leu 


Phe 


Glu 


Lys 


Xaa Thr Ser 


Ser Ser 


Ser 


130 










135 








140 






Gin Xaa 


Lys 


Thr 


Arg 


Ala 


Glu 


Leu 


Met 


Lys 


Ala He Asp 


Phe Glu 


Tyr 


14 5 








150 










155 




160 


Tyr Gly 


Tyr 


Leu 


Asp 


Glu 


Asp 


Asp 


Gly 


Val 


He Val Pro 


Leu Glu 


Gin 








165 










170 




175 




Glu Tyr 


Glu 


Lys 


Lys 


Leu 


Arg 


Ala 


Glu 


Leu 


Val Glu Lys 


Trp Lys 


Ala 






180 










185 






190 




Glu Arg 


Glu 


Ala 


Arg 


Leu 


Ala 


Arg 


Gly 


Glu 


Lys Glu Glu 


Glu Glu 


Glu 




195 










200 






205 






Glu Glu 


Glu 


Glu 


He 


Asn 


He 


Tyr 


Ala 


Val 


Thr Glu Glu 


Glu Ser 


Asp" 


210 










21S 








220 






Glu Glu 


Gly 


Ser 


Gin 


Glu 


Lys 


Gly 


Gly 


Asp 


Asp Ser Gin 


Gin Lys 


Phe 


225 








230 










235 




240 


He Ala 


His 


Val 


Pro 


Val 


Pro 


Ser 


Gin 


Gin 


Glu He Glu 


Glu Ala 


Leu 








245 










250 




255 




Val Arg 


Arg 


Lys 


Lys 


Met 


Glu 


Leu 


Leu 


Gin 


Lys Tyr Ala 


Ser Glu 


Thr 






260 










265 






270 




Leu Gin 


Ala 


Gin 


Ser 


Glu 


Glu 


Ala 


Arg 


Arg 


Leu Leu Gly 


Tyr 






275 










280 






285 







<210> 3405 
<211> 402 
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<212> DNA 

<213> Homo sapiens 
<400> 3405 

gggtgggagg cccccttgca ggagaggctg gcgttctatc agacagcaat tgaaagcgcc 
60 

agacaagctg gagacagcgc caagatgcgg cgctacgatc gggggcttaa aacactggaa 
120 

aacctgctcg cctccatccg taagggcaat gccactgacg aagcggacat cccgccgcca 
180 

gtggccacag gaaaaggccc ggcgtccacg cctacctaca gccctgcacc cacccagccg 
240 

gcccctagaa tcgcgtcagc cccagagccc agggtcaccc tggagggacc ttctgccacc 
300 

gccccagcct catctccagg cttggctaag ccccagatgc ccccaggtcc ctgcagccct 
360 

ccctctggcc cagttgcaga gccgccagcg cgactacaag ct 
402 

<210> 3406 

<211> 134 

<212> PRT 

<213> Homo sapiens 

<400> 3406 



Gly 


Trp 


Glu 


Ala 


Pro 


Leu 


Gin 


Glu 


Arg 


Leu 


Ala Phe 


Tyr 


Gin 


Thr 


Ala 


1 








5 










10 








15 




He 


Glu 


Ser 


Ala 
20 


Arg 


Gin 


Ala 


Gly 


Asp 
25 


Ser 


Ala Lys 


Met 


Arg 
30 


Arg 


Tyr 


Asp 


Arg 


Gly 
35 


Leu 


Lys 


Thr 


Leu 


Glu 
40 


Asn 


Leu 


Leu Ala 


Ser 
45 


He 


Arg 


Lys 


Gly 


Asn 
50 


Ala 


He 


Asp 


Glu 


Ala 
55 


Asp 


He 


Pro 


Pro Pro 
60 


Val 


Ala 


He 


Gly 


Lys 


Gly 


Pro 


Ala 


Ser 


Thr 


Pro 


Thr 


Tyr 


Ser 


Pro Ala 


Pro 


Thr 


Gin 


Pro 


65 










70 










75 








60 


Ala 


Pro 


Arg 


He 


Ala 
85 


Ser 


Ala 


Pro 


Glu 


Pro 
90 


Arg Val 


Thr 


Leu 


Glu 
95 


Gly 


Pro 


Ser 


Ala 


Thr 
100 


Ala 


Pro 


Ala 


Ser 


Ser 
105 


Pro 


Gly Leu 


Ala 


Lys 
110 


Pro 


Gin 


Met 


Pro 


Pro 
115 


Gly 


Pro 


Cys 


Ser 


Pro 
120 


Pro 


Ser 


Gly Pro 


Val 
125 


Ala 


Glu 


Pro 


Pro 


Ala 
130 


Arg 


Leu 


Gin 


Ala 





















<210> 3407 

<211> 535 

<212> DNA 

<213> Homo sapiens 

<400> 3407 

ggaacgaggg gggatgggga agaacccccc aggacagcac caagcaggtc tgcggggacc 
60 

tttcccggac accatgcctt ctcggcggtg aggcaggtgg cggcaccgac aggcccgggg 
120 
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gggacctttc ccggacaccc aacctcctcg gcggcgaggc aggcggcggc accgacaggc 
180 

ccggcgggga cctttcccgg ancacctggc ctccttggca agcaggtggc ggcaccaaca 
240 

ggcccggggg ggacctttcc cggacacctg gcctcctcgg cgaggcaggt ggcagaactg 
300 

gttccacgtc tgatcttcct tagacaaacc tgccctcaga ggaaattgtg tccaactgga 
360 

gaaactggaa aacgtactag atattggctg atatgaagga tatatgtttt aagtatgata 
420 

attcgatttt ggctctgtag ggaaaggctc ttattttaaa aagatgtgca ctagagaaaa 
480 

aggaaacagc atgtagcaaa tacatccacg gatgtcctcc tggtttaaaa aaaaa 
53S 

<210> 3408 
<211> 131 
<212> PRT 

<213> Homo sapiens 
<400> 3408 



Gly 


Met 


Arg 


Gly 


Asp 


Gly Glu Glu 


Pro 


Pro 


Arg Thr 


Ala 


Pro 


Ser 


Arg 


l 








5 






10 








15 




Ser 


Ala 


Gly 


Thr 


Phe 


Pro Gly His 


His 


Ala 


Phe Ser 


Ala 


Val 


Arg 


Gin 








20 






25 








30 






Val 


Ala 


Ala 


Pro 


Thr 


Gly Pro Gly 


Gly 


Thr 


Phe Pro 


Gly 


His 


Pro 


Thr 






3S 






40 








45 








Ser 


Ser 


Val 


Ala 


Arg 


Gin Val Ala 


Ala 


Pro 


Thr Gly 


Pro 


Ala 


Gly 


Thr 




50 








55 






60 










Phe 


Pro 


Gly 


Xaa 


Pro 


Gly Leu Leu 


Gly 


Lys 


Gin Val 


Ala 


Ala 


Pro 


Thr 


65 










70 






75 








60 


Gly 


Pro 


Gly 


Gly 


Thr 


Phe Pro Gly 


His 


Leu 


Ala Ser 


Ser 


Ala 


Arg 


Gin 










85 






90 








95 




Val 


Ala 


Glu 


Leu 


Val 


Pro Arg Leu 


He 


Phe 


Leu Arg 


Gin 


Thr 


Cys 


Leu 








100 






105 








110 






Gin 


Arg 


Lys 


Leu 


Cys 


Ser Thr Gly 


Glu 


Thr 


Gly Lys 


Cys 


Thr 


Arg 


Tyr 






115 






120 








125 









Trp Leu lie 
130 

<210> 3409 

<211> 959 

<212> DNA 

<213> Homo sapiens 

<400> 3409 

nagatctccg aggacaccgg acgggagcgc ttggccatcc tctctccggc agaggagcag 
60 

acgtttgctt tccaagtgca aaactacaga cacgcgcgcg cacacacgca agcacacgcg 
120 

gagagagagg aaccttgccg gtccgaggca gctctgcgcg tcccctcctg cgcttagcat 
180 

cctcggccca gcgcggcccg caccgccatg gaggtgctgg agagcgggga gcagggcgtg 
240 
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ctgcagtggg accgcaagct gagcgagctg tcagagcccg gggacggcga ggccctcatg 
300 

taccacacgc acttctcaga acttctggat gagttttccc agaacgtctt gggtcagctc 
360 

ctgaatgatc ctttcctctc agagaagagt gcgccaatgg aggtggaacc ttccccgacg 
420 

tccccggcgc ctctcatcca ggctgagcac agctactccc tgcgcgagga gcctcgggcc 
480 

cagtcgccct tcacccacat taccaccagt gacagcttca atgacgatga ggtggaaagt 
540 

nngagaaatg gtacctgtct acagacttcc cttcaacatc catcaagaca gagccagtta 
600 

cagacgaacc acccccagga ctcgttccgt ctgtcactct gaccatcaca gccatctcca 
660 

cccncgttgg aaaaggagga acctcctctg gaaatgaaca ctggggttga ttcctcgtgc 
720 

cagaccatta ttcccaaaat taagctggag cctcatgaag tggatcagtt tctaaacttc 
780 

tctcctaaag aaggtctgtc tngccctccc tgtgtccctt tgggttatgg acatggtctc 
840 

tgggtctaca gagagggaat atggcgagag agctgggatg agtttgtacc acagatgttg 
900 

tagctggctt tatgaaatag ctctgttctt aaaaaataaa aattttgctt ccaaataaa 
959 

<210> 3410 
<211> 144 
<212> PRT 

<213> Homo sapiens 



<400> 3410 



Met 


Glu 


Val 


Leu 


Glu Ser 


Gly 


Glu 


Gin 


Gly Val 


Leu 


Gin 


Trp 


Asp 


Arg 


1 








5 








10 










IS 




Lys 


Leu 


Ser 


Glu 


Leu Ser 


Glu 


Pro 


Gly 


Asp Gly 


Glu 


Ala 


Leu 


Met 


Tyr 








20 








25 










30 






His 


Thr 


His 
35 


Phe 


Ser Glu 


Leu 


Leu 
40 


Asp 


Glu 


Phe 


Ser 


Gin 
45 


Asn 


Val 


Leu 


Gly Gin 


Leu 


Leu Asn Asp 


Pro 


Phe 


Leu 


Ser 


Glu 


Lys 


Ser 


Val 


Ser 


Met 




50 








55 










60 










Glu 


Val 


Glu 


Pro 


Ser Pro 


Thr 


Ser 


Pro 


Ala 


Pro 


Leu 


He 


Gin 


Ala 


Glu 


65 








70 










75 










80 


His 


Ser 


Tyr 


Ser 


Leu Cys 
85 


Glu 


Glu 


Pro 


Arg 
90 


Ala 


Gin 


Ser 


Pro 


Phe 
95 


Thr 


His 


lie 


Thr 


Thr 
100 


Ser Asp 


Ser 


Phe 


Asn 
105 


Asp 


Asp 


Glu 


Val 


Glu 
110 


Ser 


Xaa 


Arg Asn 


Gly Thr Cys Leu 


Gin 


Thr 


Ser 


Leu 


Gin 


His 


Pro 


Ser 


Arg 


Gin 






115 








120 










125 








Ser 


Gin 
130 


Leu 


Gin 


Thr Asn 


His 
135 


Pro 


Gin 


Asp 


Ser 


Phe 
140 


Arg 


Leu 


Ser 


Leu 



<210> 3411 
<211> 958 
<212> DNA 

<213> Homo sapiens 
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<400> 3411 

nngcgcgccg gttttgttgt tattgcgagg gggtcgcggt ggggcggggc agtgaccccg 
60 

ggccggccgt tgtgccccca tccctcccac ccttccttcg tatagcttcc tttctcctca 
120 

cgacggcctc cacagtccgg agcccggcgg agcccggacc tggcggggag agctgcctcc 
180 

acggccgggc acccagaccc caccgtcgca gtcgccacca cctcagtcca tccttggtac 
240 

cggcaatggg cttcgtaccc tccagtgcac ttgtaactga cttggacacg gaatactaag 
300 

aactcacttc tgtcctcacc ccagtcgcgc cggcggtgac catctcggct cttttgggct 
360 

taactgccgc tcctctggac tctgtctgac cttgggggca ccatggacca aagtgggatg 
420 

gagattcctg tgaccctcat cattaaagca ccgaatcaga aatacagtga ccagactatt 
480 

agctgcttct tgaactggac cgtggggaaa ctaaaaacgc atctatctaa cgtttaccct 
540 

agcaaaccat tgacgaagga tcagagattg gtgtattcgg gcagactgct tcccgatcat 
600 

ctgcagctga aagacattct cagaaaacaa gatgagtatc atatggttca tctagtatgt 
660 

acttctcgga ctcctcccag ttctccaaaa tccagcacca atagagaaag tcatgaagca 
720 

ttggcatcca gcagcaattc tagttcagat cattcaggat caacaactcc atcatctggt 
780 

caagaaacct tgtctttagc tgtgggttct tcctcagaag gattgaggca gcgtaccctt 
840 

ccacaagcac aaactgacca agcacagagt caccagtttc catatgtaat gcaaggaaat 
900 

gtagacaacc aatttcctgg gcaagctgct ccacctggat tcccagtgta tcccgcgg 
958 



<210> 3412 

<211> 18S 

<212> PRT 

<213> Homo sapiens 



<400> 3412 

Met Asp Gin Ser Gly Met Glu He Pro Val Thr Leu He He Lys Ala 

15 10 15 

Pro Asn Gin Lys Tyr Ser Asp Gin Thr He Ser Cys Phe Leu Asn Trp 

20 25 30 

Thr Val Gly Lys Leu Lys Thr His Leu Ser Asn Val Tyr Pro Ser Lys 

35 40 45 

Pro Leu Thr Lys Asp Gin Arg Leu Val Tyr Ser Gly Arg Leu Leu Pro 

50 55 60 

Asp His Leu Gin Leu Lys Asp He Leu Arg Lys Gin Asp Glu Tyr His 
65 70 75 80 

Met Val His Leu Val Cys Thr Ser Arg Thr Pro Pro Ser Ser Pro Lys 

85 90 95 

Ser Ser Thr Asn Arg Glu Ser His Glu Ala Leu Ala Ser Ser Ser Asn 



2586 



WO 00/58473 PO7US00/08621 



100 105 110 

Ser Ser Ser Asp His Ser Gly Ser Thr Thr Pro Ser Ser Gly Gin Glu 

115 120 125 

Thr Leu Ser Leu Ala Val Gly Ser Ser Ser Glu Gly Leu Arg Gin Arg 

130 13S 140 

Thr Leu Pro Gin Ala Gin Thr Asp Gin Ala Gin Ser His Gin Phe Pro 
145 ISO 155 160 

Tyr val Met Gin Gly Asn Val Asp Asn Gin Phe Pro Gly Gin Ala Ala 

165 170 175 

Pro Pro Gly Phe Pro Val Tyr Pro Ala 
180 135 

<210> 3413 
<211> 3344 
<212> DNA 

<213> Homo sapiens 
<400> 3413 

nntcagaaac tatttcttga gtccgttctt ctcagagttt attacttcct cccacgtctt 
60 

ggtctgctgg tctaattccc ttcaataacc ttcaacatag gaaaaaacca gagtgtgttg 
120 

cgtgtcttta aagatattag agaagtggga gctgttgccc caaaactgtt ttcttatgta 
180 

gctactgaag gaacagaaag caggaagaaa gaaaaaagtt agttgtggcc ccagaagagt 
240 

tgtttttcaa atgccgagcc gtgaagcctc atgcactcaa cacaaagttt ttctttcata 
300 

tagataagcc tgaagaaaaa agaataagcc tgagtatgta ttttaggtgt ccaactatcc 
360 

attaccaaga agaaatctat tcgtttgagc ctgagacact ctttgaggta aaaaattaga 
420 

atgaaagaac ctttggacgg tgaatgtggc aaagcagtgg taccacagca ggagcttctg 
480 

gacaaaatta aagaagaacc agacaatgct caagagtatg gatgtgtcca acagccaaaa 
540 

actcaagaaa gtaaattgaa aattggtggt gtgtcttcag ttaatgagag acctattgcc 
600 

cagcagttga acccaggctt tcagctttct tttgcatcat ctggcccaag tgtgttgctt 
660 

ccttcagttc cagctgttgc tattaaggtt ttttgttctg gctgtaaaaa aatgctttat 
720 

aagggccaaa ctgcatatca taagacagga tctactcagc tcttctgctc cacacgatgc 
780 

atcaccagac attcctcacc tgcctgcctg ccacctcctc ccaagaaaac ctgcacaaac 
840 

tgctcgaaag acattttaaa tcctaaggat gtgatcacaa ctcgctttga gaactcctat 
900 

cctagcaaag atttctgcag ccaatcatgc ttgtcatctt atgagctaaa gaaaaaaccc 
96 0 

gttgttacca tatataccaa aagcatttca actaagtgca gtatgtgtca gaagaatgct 
1020 

gatactcgat tcgaagctaa atatcaaaat gtggtacatg gtctttgtag tgacgcctgt 
1080 
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ttttcaaaat ttcactctac 
1140 

tattgctata gtagctctgg 
1200 

acggcacaca agcagaattc 
1260 

tcctcagcag aaatgattga 
1320 

attaattgct tatctgctta 
1380 

tgtcatagtt gtaaaacctc 

1440 

atatacagct tctgcagctc 
1500 

aaaggaacaa actcttcggc 
1560 

tcctccaggt cagcagtgtc 
1620 

atccgtggct ctgctgcagc 
1680 

ttaacccata cagttgctaa 
1740 

ccagaacttc ttttttacaa 
1800 

gaatacaaga agaaaaataa 
1860 

gtaaaggaga ctgttcggtt 
1920 

ttgctttata aacatgactt 
1980 

tgttcacaga catccccaaa 
2040 

tgttgtgaag attgtatgtc 
2100 

ggttgtaaac gacagggtaa 
2160 

ttctgtaacc tattttgtgt 
2220 

ccacaaaata aagtaaatat 
2280 

aggacagata caacaccagt 
2340 

ttatctacag ggaacactaa 
2400 

atcattcaag atgaaagtac 
2460 

cagccttcca ggcttttaaa 
2520 

gccacttctt gcaaaccaca 
2580 

gcagcttgct gaggtgttcc 
2640 

ccaaatagct gtgggctttc 
2700 



aaacaacctc accacgaact 
tcctcgccaa tcccagaagg 
tgcccaaatt cctccatatg 
aaataccaat agcttgggga 
cagagttaag actgttactt 
agcaatccct cagtatcacc 
cagttgtgtg gttgctttcc 
ggtgcccccg tctcagggcc 
aataggagga ggtaacacct 
cagcctccaa cctcttggtg 
actcaagtgt cagcactgta 
gggtaaaatg tttctgtttt 
agttgtggca atgtgtgaat 
ctcaggtgct gacaagtcat 
ggcaaaacgc tggggaaatc 
tctggtacag aatcgattgg 
caaatttaca gttctgtttt 
actaagcgag tccataaagt 
cttggagttt tgtcatcagc 
ccctaaagca aaaactgctg 
tataaccagt gtgatgtcat 
cagtgtttta aaaggCgcag 
acaggaagat gctatgaaat 
gaacaaaggc atatcatgca 
tacacagcac aaagaatgtc 
cgctgaaggt atttggctac 
tggaactgct ggctgggttg 



gttgtgagaa ctgtgggagc 
tttttagttc aacaagtgtc 
ccctggggaa gccattgaga 
agacagagct tttctgttct 
ctgcaggtgc ccaggtttca 
tagccatgtc agatggaact 
agaatgtatt tagcaagcca 
aagtggttgt aagcccgccc 
ctgccgtttc ccccagctcc 
aacaatccca gcaagttgct 
accatctatt tgccacaaaa 
gtggcaagaa ttgctccgat 
attgtaaaat tgagaaaatt 
tctgtagtga aggttgcaaa 
accgcaaaat gtgcagctac 
agggcaagtt agaagagttt 
atcagatggc caagcgtgat 
ggcgaggcaa cattaaacat 
aaattatgaa tgactgtctt 
tgacggagct cccttctgca 
tggcaaaaat acctgctacc 
ttactaaaga ggcagcaaag 
ttccatcttc ccaatcttcc 
aacccgtcac acagaccaag 
agacagaatg ccctgttcgt 
cagccagatc ccctgaacta 
ctgctggcca tgggcccacc 
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gatgctgcaa gagatcagta acttgttctt gattctgctc atgatggggg ccatcttcac 
2760 

cttggcagct ctgaaagagt cactaagcac ctgtatccca gccattgtct gcctggggtt 
2820 

cctgctgctg ctgaatgtcg gccagctctt agcccagact aagaaggtgg tcagacccac 
2680 

taggaagaag actctaagta cattcaagga atcctggaag tagagcatct ctgtctcttt 
2940 

atgccatgca gctgtcacag caggaacatg gtagaacaca gagtctatca tcttgttacc 
3000 

agtataatac ccagggtcag ccagtgttga aagagacatt ttgtctaccc ggcactgctt 
3060 

tctcttttta gctttactac tcttttgcga ggagtacatg ttatgcatat taacattcct 
3120 

catgtcatat gaaaatacaa aacaagcaga aaagaaattt aaatcaacca aaattctgat 
3180 

gccccaaata accactttta acgccttggt gtaagtatac ctctgaactt ttttctgtgc 
3240 

ctttaaacag atatatattt cttttaaatg aaaataaaac catatatcct attttatttc 
3300 

ctccttttaa aaccttataa actataacac tgtaaaaaaa aaaa 
3344 



<210> 3414 

<211> 723 

<212> PRT 

<213> Homo sapiens 



<400> 3414 






Met Lys 


Glu 


Pro 


Leu Asp Gly Glu 


1 






5 


Gin Glu 


Leu 


Leu 


Asp Lys He Lys 






20 




Tyr Gly Cys 


val 


Gin Gin Pro Lys 




3S 




40 


Gly Gly val 


Ser 


Ser Val Asn Glu 


SO 






55 


Pro Gly Phe 


Gin 


Leu Ser Phe Ala 


65 






70 


Pro Ser 


Val 


Pro 


Ala Val Ala He 








85 


Lys Met 


Leu 


Tyr 


Lys Gly Gin Thr 






100 




Gin Leu 


Phe 


Cys 


Ser Thr Arg Cys 




115 




120 


Cys Leu 


Pro 


Pro 


Pro Pro Lys Lys 


130 






135 


lie Leu 


Asn 


Pro 


Lys Asp val He 


145 






150 


Pro Ser 


Lys 


Asp 


Phe Cys Ser Gin 








165 


Lys Lys 


Lys 


Pro 


Val val Thr He 






180 




Cys Ser 


Met 


Cys 


Gin Lys Asn Ala 



Cys Gly Lys Ala Val Val 


Pro 


Gin 


10 


15 




Glu Glu Pro Asp Asn Ala 


Gin 


Glu 


25 30 






Thr Gin Glu Ser Lys Leu 


Lys 


He 


4S 






Arg Pro He Ala Gin Gin 


Leu 


Asn 


60 






Ser Ser Gly Pro Ser Val 


Leu 


Leu 


75 




80 


Lys Val Phe Cys Ser Gly 


Cys 


Lys 


90 


95 




Ala Tyr His Lys Thr Gly 


Ser 


Thr 


105 HO 






He Thr Arg His Ser Ser 


Pro 


Ala 


125 






Thr Cys Thr Asn Cys Ser 


Lys 


Asp 


140 






Thr Thr Arg Phe Glu Asn 


Ser 


Tyr 


155 




160 


Ser Cys Leu Ser Ser Tyr 


Glu 


Leu 


170 


175 




Tyr Thr Lys Ser He Ser 


Thr 


Lys 


185 190 






Asp Thr Arg Phe Glu Val 


Lys 


Tyr 
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195 




200 


Gin 


Asn 


val 


Val 


His Gly Leu Cys 




210 






215 


His 


Ser 


Thr 


Asn 


Asn Leu Thr Thr 


225 








230 


Tyr 


Cys 


Tyr 


Ser 


Ser Ser Gly Pro 










245 


Ser 


Thr 


Ser 


val 


Thr Ala Tyr Lys 








260 




Tyr 


Ala 


Leu 


Gly 


Lys Ser Leu Arg 






275 




280 


Thr 


Asn 


Ser 


Leu 


Gly Lys Thr Glu 




290 






295 


Ser 


Ala 


Tyr 


Arg 


Val Lys Thr Val 


305 








310 


Cys 


His 


Ser 


Cys 


Lys Thr Ser Ala 










325 


Ser 


Asp 


Gly 


Thr 


He Tyr Ser Phe 








340 




Phe 


Gin 


Asn 


Val 


Phe Ser Lys Pro 






355 




360 


Pro 


Leu 


Ser 


Gin 


Gly Gin Val val 




370 






375 


Ala 


Val 


Ser 


He 


Gly Gly Gly Asn 


385 








390 


He 


Arg 


Gly 


Ser 


Ala Ala Ala Ser 










40S 


Gin 


Gin 


Val 


Ala 


Leu Thr His Thr 








420 




Cys 


Asn 


His 


Leu 


Phe Ala Thr Lys 






435 




440 


Lys 


Met 


Phe 


Leu 


Phe Cys Gly Lys 




450 






455 


Lys 


Asn 


Lys 


val 


Val Ala Met Cys 


465 








470 


Val 


Lys 


Glu 


Thr 


Val Arg Phe Ser 










485 


Glu 


Gly 


Cys 


Lys 


Leu Leu Tyr Lys 








soo 




Asn 


His 


Cys 


Lys 


Met Cys Ser Tyr 






515 




520 


Val 


Gin 


Asn 


Arg 


Leu Glu Gly Lys 




530 






535 


Cys 


Met 


Ser 


Lys 


Phe Thr Val Leu 


545 








550 


Gly 


Cys 


Lys 


Arg 


Gin Gly Lys Leu 










565 


Asn 


He 


Lys 


His 


Phe Cys Asn Leu 








580 




Gin 


Gin 


He 


Met 


Asn Asp Cys Leu 






595 




600 


Lys 


Ala 


Lys 


Thr 


Ala Val Thr Glu 




610 






615 


Thr 


Pro 


Val 


He 


Thr Ser Val Met 



205 



Ser 


Asp 


Ala 


Cys 


Phe 


Ser 


Lys 


Phe 








220 










Asn 


Cys 


Cys 


Glu 


Asn 


Cys 


Gly 


Ser 






235 










240 


Cys 


Gin 


Ser 


Gin 


Lys 


Val 


Phe 


Ser 




250 










255 




Gin 


Asn 


Ser 


Ala 


Gin 


He 


Pro 


Pro 


265 










270 






Ser 


Ser 


Ala 


Glu 


Met 


He 


Glu 


Asn 










285 








Leu 


Phe 


Cys 


Ser 


He 


Asn 


Cys 


Leu 








300 










Thr 


Ser 


Ala 


Gly 


Val 


Gin 


Val 


Ser 






315 










320 


He 


Pro 


Gin 


Tyr 


His 


Leu 


Ala 


Met 




330 










335 




Cys 


Ser 


Ser 


Ser 


Cys 


val 


Val 


Ala 


345 










350 






Lys 


Gly 


Thr 


Asn 


Ser 


Ser 


Ala 


Val 










365 








Val 


Ser 


Pro 


Pro 


Ser 


Ser 


Arg 


Ser 








380 










Thr 


Ser 


Ala 


Val 


Ser 


Pro 


Ser 


Ser 






395 










400 


Leu 


Gin 


Pro 


Leu 


Gly 


Glu 


Gin 


Ser 




410 










415 




Val 


Val 


Lys 


Leu 


Lys 


Cys 


Gin 


His 


425 










430 






Pro 


Glu 


Leu 


Leu 


Phe 


Tyr 


Lys 


Gly 










44S 








Asn 


Cys 


Ser 


Asp 


Glu 


Tyr 


Lys 


Lys 








460 










Glu 


Tyr 


Cys 


Lys 


He 


Glu 


Lys 


He 






47S 










480 


Gly 


Ala 


Asp 


Lys 


Ser 


Phe 


Cys 


Ser 




4 90 










495 




His 


Asp 


Leu 


Ala 


Lys 


Arg 


Trp 


Gly 


505 










510 






Cys 


Ser 


Gin 


Thr 


Ser 


Pro 


Asn 


Leu 










525 








Leu 


Glu 


Glu 


Phe 


Cys 


Cys 


Glu 


Asp 








540 










Phe 


Tyr 


Gin 


Met 


Ala 


Lys 


Cys 


Asp 






55S 










560 


Ser 


Glu 


Ser 


He 


Lys 


Trp 


Arg 


Gly 




570 










575 




Phe 


Cys 


Val 


Leu 


Glu 


Phe 


Cys 


His 


585 










590 






Pro 


Gin 


Asn 


Lys 


Val 


Asn 


He 


Ser 










605 








Leu 


Pro 


Ser 


Ala 


Arg 


Thr 


Asp 


Thr 








620 










Ser 


Leu 


Ala 


Lys 


He 


Pro 


Ala 


Thr 
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625 










630 






635 






640 


Leu 


Ser 


Thr 


Gly 


Asn 


Thr 


Asn Ser Val 


Leu 


Lys 


Gly Ala Val 


Thr 


Lys 










645 






650 






655 




Glu 


Ala 


Ala 


Lys 


He 


He Gin Asp Glu Ser Thr 


Gin Glu Asp 


Ala 


Met 








660 






665 






670 






Lys 


Phe 


Pro 


Ser 


Ser 


Gin 


Ser Ser Gin 


Pro 


Ser 


Arg Leu Leu 


Lys 


Asn 






675 








680 






68S 






Lys Gly 


He 


Ser 


Cys 


Lys 


Pro Val Thr 


Gin 


Thr 


Lys Ala Thr 


Ser 


Cys 




690 










695 






700 






Lys 


Pro 


His 


Thr 


Gin 


His 


Lys Glu Cys 


Gin 


Thr 


Glu Cys Pro 


Val 


Arg 


70S 










710 






715 






720 


Ala 


val 


Cys 





















<210> 3415 

<211> 3501 

<212> DNA 

<213> Homo sapiens 



<400> 3415 




ngcagccccg 


gcggccgaac 


60 




aattcaaaag 


aagttctaag 


120 




gcaattatcc 


aggcaggtga 


180 




gaggctggtc 


tgaacatcac 


240 




atagatgaaa 


tcttaaagat 


300 




tctgagaact 


tgtttagcaa 


360 




ggagtaacag 


acataaacct 


420 




tcacctgttg 


ccaaagctgt 


480 




ggaaagaaga 


ttttggtagt 


54 0 




ttccagagaa 


aagggtccat 


600 




aagcttcacg 


aggctgacat 


660 




acttggatac 


aaccaggaac 


720 




gttgggtgtg 


gccccccaag 


7B0 




ttcntccttg 


ctgcagctcc 


840 




cgtgaacagc 


agcacaggcg 


900 




gtgccaagtg 


acattgagat 


960 




aaggagattg 


gattgcttgc 


1020 





gcccgcggcg cgggactcca 
tttattgcaa gaaaaaaacc 
cgacaacttg atgcaggaaa 
tcacatttgc ctccctccag 
caatgaagat accagagtac 
caaagtcctc aatgccttga 
ggggaagctg gtgcgagggg 
aattgaactt cttgaaaaat 
gggggcccat gggtctttgg 
gacaatgagc atccagtgga 
tgtggtccta ggctcaccta 
tactgttctc aaccgctccc 
aatanncatt ttggtggact 
gcgaattcag aacatggtca 
gtggagactt cactgcttga 
tccaagagga caaactccaa 
agatgaaatt gaaatctatg 



tcgtcagaga agtcattcag 
ctgccttcaa gccggttctt 
tcaaccagaa tttggctgag 
atagcagtga agccgagatt 
atggccttgc ccttcagatc 
aaccagaaaa agatgtggat 
acgcccatga atgttttgtt 
cagtaggtgt caacctagat 
aagctgctct acaatgcctg 
aaacacgcca gcttcaaagc 
agccagaaga gattcccctt 
atgacttcct gtcagggaag 
cattgaggaa gatgatgtga 
gtagtggaag gagatggctt 
aacttcagcc tctctcccct 
aagctgtgga tgtcctcgcc 
gcaaaagcaa agccaaagta 
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cgtttgtccg tgctagaaag gttaaaggat caagcagatg gaaaatacgt cttagttgct 
1080 

gggatcacac ccacccctct tggagaaggg aagagcacag tcaccatcgg gcctgtgcag 
1140 

gctctgaccg cacacctgaa tgtcaactcc tttgcctgct tgaggcagcc ttcccaagga 
1200 

ccgacgtttg gagtgaaagg aggagccgcg ggtggtggat atgcccaggt catccccatg 
1260 

gaggagttca accttcactt gactggagac atccacgcca tcaccgctgc caataacttg 
1320 

ctggctgccg ccaccgacac gaggattctt catgaaaaca cgcaaacaga taaggctctg 
1380 

tataatcggc tggttccttt agtgaatggt gtcagagaat tttcagaaat tcagctcgcc 
1440 

cggctaaaaa aactgggaat aaataagact gatccgagca cactgacaga agaggaagtg 
1S00 

agtaaatttg cccgtctcga catcgaccca tctaccatca cgtggcagag agtattggat 
1560 

acaaatgacc gatttctacg aaaaataacc atcgggcagg gaaacacaga gaagggccat 
1620 

taccggcagg cgcagtttga catcgcagtg gccagcgaga tcatggcggt gctggccctg 
1680 

acggacagcc tcgcagacat gaaggcacgg ctgggaagga tggtggtggc cagtgacaaa 
1740 

agcgggcagc ctgtgacagc agatgatttg ggggtgacag gtgctttgac agttttgatg 
1800 

aaagatgcaa taaaaccaaa cctgatgcag accctggaag ggacacctgt gttcgtgcat 
1860 

gcgggccctt ttgctaacat tgctcacggc aactcttcag tgttggctga taaaattgcc 
1920 

ctgaaactgg ttggtgaaga aggatttgta gtgaccgaag ctggctttgg tgctgacatc 
1980 

ggaatggaga aattcttcaa catcaagtgc cgagcttccg gcttggtgcc caacgtggtt 
2040 

gtgttagtgg caacggtgcg agctctgaag atgcatggag gcgggccaag tgtaacggct 
2100 

ggtgttcctc ttaagaaaga atatacagag gagaacatcc agctggtggc agacggctgc 
2160 

tgtaacctcc agaagcaaat tcagatcact cagctctttg gggttcccgt tgtggtggct 
2220 

ctgaatgtct tcaagaccga cacccgcgct gagattgact tggtgtgtga gcttgcaaag 
2280 

cgggctggtg cctttgatgc agtcccctgc tatcactggt cggttggtgg aaaaggatcg 
2340 

gtggacttgg ctcgggctgt gagagaggct gcgagtaaaa gaagccgatt ccagttcctg 
2400 

tatgatgttc aggttccaat tgtggacaag ataaggacca ctgctcaggc tgtctatgga 
2460 

gccaaagata ttgaactctc tcctgaggca caagccaaaa tagatcgtta cactcaacag 
2520 

ggttttggaa atttgcccat ctgcatggca aagacccacc tttctctatc tcaccaacct 
2580 

gacaaaaaag gtgtgccaag ggacttcatc ttacctatca gtgacgtccg ggccagcata 
264 0 
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ggcgctgggt tcatttaccc tttggtcgga acgatgagca ccatgccagg actgcccacc 
2700 

cggccctgct tttatgacat agatcttgat accgaaacag aacaagttaa aggcttgttc 
2760 

taagcggaca aggctctcac aggacccgat gcagactcct gaaacagact actctttgcc 
2820 

tttttgctgc agttggagaa gaaactgaat ttgaaaaatg tctgctatgc aatgctggag 
2880 

acatggtgaa ataggccaaa gatttcttcc tcgttcaaga tgaattctgt tcacagtgga 
2940 

gtatggtgtt cggcaaaagg acccccacca agactgaaag aaactaattt atttctgttt 
3000 

ctgtggagtc tccattattt ctactgctta cactttagaa tgtttatttt atggggacta 
3060 

agggattagg agtgtgaact aaaaggtaac attttccact ctcaagtttt ctactttgtc 
3120 

tttgaactga aaataaacac ggatctagaa aaccaaccag caagttttca gtgccagata 
3180 

aaactctgcg ctctagaggt aactcctcat gggaggcagc taggagtgtt acctgacacc 
3240 

agtttcctag aaaaccgtga caagcaaagc aataacacac gtcgagaaat atctgatcaa 
3300 

gcgggaaatc ctctgactgt cggggatctc tagtaagatc tcttggaatg aagtgcactg 
3360 

tgtatccaaa actattttcc agcgccagtg aagttgctct tacctaaaac aaatgggttt 
3420 

atgctagttt ccaccaagga atgagtctcg atggccatta aaccttctaa gcgcacaggg 
3480 

ctaggaaaag tcaaaaaaaa a 
3501 

<210> 3416 

<211> 259 

<212> PRT 

<213> Homo sapiens 



<400> 3416 



Xaa 


Ser Pro 


Gly 


Gly 


Arg 


Thr 


Pro 


Ala 


Ala 


Arg Asp 


Ser 


He 


Val 


Arg 


1 






5 










10 








15 




Glu 


val He 


Gin 


Asn 


Ser 


Lys 


Glu 


Val 


Leu 


Ser Leu 


Leu 


Gin 


Glu 


Lys 






20 










25 








30 






Asn 


Pro Ala 


Phe 


Lys 


Pro 


Val 


Leu 


Ala 


He 


He Gin 


Ala 


Gly 


ASp 


Asp 




35 










40 








45 








Asn 


Leu Met 


Gin 


Glu 


He 


Asn 


Gin 


Asn 


Leu 


Ala Glu 


Glu 


Ala 


Gly 


Leu 




50 








55 








60 






Gl'u 




Asn 


He Thr 


His 


He 


Cys 


Leu 


Pro 


Pro 


Asp 


Ser Ser 


Glu 


Ala 


He 


65 








70 










7S 








80 


He 


Asp Glu 


He 


Leu 


Lys 


He 


Asn 


Glu 


Asp 


Thr Arg 


Val 


His 


Gly 


Leu 








85 










90 








95 




Ala 


Leu Gin 


He 


Ser 


Glu 


Asn 


Leu 


Phe 


Ser 


Asn Lys 


Val 


Leu 


Asn 


Ala 






100 










105 








110 






Leu 


Lys Pro 


Glu 


Lys 


Asp Val 


Asp 


Gly 


val 


Thr Asp 


He 


Asn 


Leu 


Gly 




115 










120 








125 








Lys 


Leu Val 


Arg 


Gly 


Asp Ala 


His 


Glu 


Cys 


Phe Val 


Ser 


Pro 


Val 


Ala 
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130 








135 






140 










Lys 


Ala 


Val 


He 


Glu 


Leu Leu 


Glu Lys 


Ser 


Val Gly 


Val 


Asn 


Leu 


Asp 


145 










150 






155 








160 


Gly 


Lys 


Lys 


He 


Leu 


Val Val 


Gly Ala 


His 


Gly Ser 


Leu 


Glu 


Ala 


Ala 










165 






170 








175 




Leu 


Gin 


Cys 


Leu 


Phe 


Gin Arg 


Lys Gly 


Ser 


Met Thr 


Met 


Ser 


He 


Gin 








180 






185 








190 






Trp 


Lys 


Thr 


Arg 


Gin 


Leu Gin 


Ser Lys 


Leu 


His Glu 


Ala 


Asp 


He 


Val 






195 








200 






205 








val 


Leu 


Gly 


Ser 


Pro 


Lys Pro 


Glu Glu 


He 


Pro Leu 


Thr 


Trp 


He 


Gin 




210 








215 






220 










Pro 


Gly 


Thr 


Thr 


Val 


Leu Asn 


Cys Ser 


His 


Asp Phe 


Leu 


Ser 


Gly 


Lys 


225 










230 






235 








240 


Val 


Gly 


Cys 


Gly Ser 


Pro Arg 


He Xaa 


He 


Leu Val 


Asp 


Ser 


Leu 


Arg 










245 






250 








255 





Lys Met Met 



<210> 3417 
<211> 405 
<212> DNA 

<213> Homo sapiens 
<400> 3417 

gggggggcgg cctgagaaga tattatggct gctgccacgg agcataatcg cccgagcagc 
60 

ggtgacagga acctggagcg aagatgcagc cccaacctct cccgagaggt gctctacgaa 
120 

atctttcgct ccctacacac cctggttgga cagcttgacc tcagagatga tgtggtgaaa 
180 

attacaatcg attggaacaa gctccagagc ctctcggcat tccagcctgc attgctcttt 
240 

agtgcacttg aacaacacat tttatattta caggtaaatt tcttgttaga aatgataacc 
300 

cgatattgaa aatagaaatt gattgtggct aagttagttg gagtatttga cagttctaaa 
360 

cactatatta atagtgttgc taataaaacg ttatttacat ccgga 
405 

<210> 3418 
<211> 94 
<212> PRT 
<213> Homo sapiens 

<400> 3418 

Met Ala Ala Ala Thr Glu 

1 5 
Leu Glu Arg Arg Cys Ser 
20 

He Phe Arg Ser Leu His 
35 

Asp Val val Lys He Thr 
SO 

Ala Phe Gin Pro Ala Leu 



His Asn Arg Pro Ser Ser Gly Asp Arg Asn 

10 IS 
Pro Asn Leu Ser Arg Glu Val Leu Tyr Glu 

25 30 
Thr Leu Val Gly Gin Leu Asp Leu Arg Asp 

40 45 
He Asp Trp Asn Lys Leu Gin Ser Leu Ser 
SS 60 

Leu Phe Ser Ala Leu Glu Gin His He Leu 
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65 70 7S BO 

Tyr Leu Gin Val Asn Phe Leu Leu Glu Met He Thr Arg Tyr 
85 90 

<210> 3419 

<211> 418 

<212> DNA 

<213> Homo sapiens 

<400> 3419 

cccgggcctc ccacctctct aacggttcac acctgacccg tcccatcctg cccactcccg 
60 

ccgtggcacc cactggtctg ctgggcctcc aggctctccc tgttctggat gtctcatgtt 
120 

aatggggcta cgtcgcgtga cctcacgtgt ggttcctctg agcgtagcgc tttccagggc 
180 

aaccgtgtca cagtgcagat ggacgcacgg acggcggtga gcctttaacg ccaagcaaca 
240 

agtcccattg tggacggagg tttgcatttc tcctgggtcc acatctatgg tgcccccata 
300 

gggcgccttg aggctcgccc cggtcaggct tgccatttct ggggaagagg actggggggg 
360 

agccttctgc ccccatcacc accgcccatt cccctggcgc tctcggagag aggctgga 
418 

<210> 3420 

<211> 105 

<212> PRT 

<213> Homo sapiens 



<400> 3420 












Met Ala 


Ser 


Leu 


Thr 


Gly Ala Ser 


Leu 


Lys Ala Pro Tyr Gly Gly Thr 


1 






5 






10 15 


He Asp 


Val 


Asp 


Pro 


Gly Glu Met 


Gin 


Thr Ser Val His Asn Gly Thr 






20 






25 


30 


Cys Cys 


Leu 


Ala 


Leu 


Lys Ala His 


Arg 


Arg Pro Cys Val His Leu His 




35 






40 




45 


Cys Asp 


Thr 


Val 


Ala 


Leu Glu Ser 


Thr 


Thr Leu Arg Gly Thr Thr Arg 


SO 








55 




60 


Glu Val 


Thr 


Arg 


Arg 


Ser Pro He 


Asn 


Met Lys His Pro Glu Gin Gly 


65 








70 




75 80 


Glu Pro 


Gly 


Gly 


Pro 


Ala Asp Gin 


Trp 


Val Pro Arg Arg Glu Trp Ala 








85 






90 95 


Gly Trp 


Asp 


Gly 


Ser 


Gly Val Asn 


Arg 








100 






105 





<210> 3421 

<211> 2988 

<212> DNA 

<213> Homo sapiens 

<400> 3421 

ggatcccggg acaggaaagg aggactggag aaacgccatg ctctgcatca cgagggtcgc 
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catcctgtgt aatcgatagg agaaagtcag gatgagctgc acaccgagaa cgtgctccgt 
120 

ggactgcagg ggaagctcca gcttaaaatg taacatgccc gtcttcccat cctggttcct 
180 

gtcttcttct ctagtcgaaa cgagcgggac gcgcaggcga tccccctgca gccagctacc 
240 

gcgcggggct ctgctccaaa gccgcgctgc tcctgctgct ggccgctgcg ctcacgtaca 
300 . 

tcccgccgct gctggtggcc ttccggagcc acgggttttg gctgaagcgg agcagctacg 
360 

aggagcagcc gaccgtgcgc ttccaacacc aggtgctgcc cgtggccctg ctcggacccg 
420 

aaagcgacgg gcccctcgcc tggagcacgt tcccggcctc caaccggctg caaggggatc 
480 

gcctgcgcgt ccccctcctt tcctggagga aattatgccc gttgtgtaca gcaagacagc 
540 

gggccactgt gtatgtacag aagtgatgtg gattcctccc agactcatta gtgaccaggg 
600 

ctgctgggcc tgtttgggtt tccctagact agagaagaag acaggaacca ggatgggaag 
660 

acggacatgt cacattttaa gctggagctt cccctgcagt ccacggagca cgttctcggt 
720 

gtgcagctca tcctgacttt ctcctatcga ttacacagga tggcgaccct cgtgatgcag 
780 

agcatggcgt ttctccagtc ctcctttcct gtcccgggac cccagttata cgtgaacgga 
840 

gacctgaggc tgcagcagaa gcagccgctg agctgtggtg gcctagatgc ccgatacaac 
900 

atatccgtga tcaacgggac cagccccttt gcctatgacc acgacctcac ccatattgtt 
960 

gctgcctacc aggagaggaa cgaaagctcc cagtgaggaa ctggtcttct ggagactctg 
1020 

tgtggcatag agtgattcaa ccaccttaag aagacctctg gctttcctgg aacacagatg 
1080 

tcgagacatc tcccatggat ttgtgatcag cgttgcagct ctcccagcag ccctggacgg 
114 0 

tggeccccag ccgcccgcat gtggctgcca cggttctcca gcaagacagt gacagtgctc 
1200 

ctcctggcac agaccacctg cctcctgctc ttcatcatcc cccggccagg gccctcatcc 
1260 

ccagccggcg gcgaggatcg tgtgcacgtg ctggtgctgt cctcgtggcg ctcgggctca 
1320 

tccttcctgg gccagccctt cagccagcac cccgacgtct tctacctgat ggagcccgcg 
1380 

tggcacgcgt ggaccaccct gtcgcagggc agcgcggcaa cgctgcacat ggccgtgcgc 
1440 

gacctgatgc gctctacctt tttgtgcgac atggacgtgc ttgatgccta catggaacct 
1500 

ggtccccgga gacagtccag cctctttcag tgggagaaca gccgggccct gtgttctgca 
1S60 

cctgcctgtg acatcatccc acaagatgaa atcatccccc gggctcactg caggctcctg 
1620 

tgcagtcaac agccctttga ggtggtggag aaggcctgcc gctcccacag ccacgtggtg 
1680 
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ctcaaggagg tgcgcttctt caacctgcag tccctctacc cgctgctgaa agacccctcc 
1740 

ctcaacctgc atatcgtgca cctggtccgg gacccccggg ccgtgctgcg ctcccgggag 
1800 

gcggcgggcc cgatactggc acgcgacaac ggcatcgtgc tgggcaccaa cggcaagtgg 
1860 

gtggaggccg accctcacct gcgcctgatt cgcgaggtgt gccgcagcca cgtgcgcatc 
1920 

gccgaggccg ccacactcaa gccgccaccc ttcctgcgcg gccgctaccg cctggtgcgc 
1980 

ttcgaggacc tggcgcggga gccgctggca gagatccgcg cactctacgc cttcaccggc 
2040 

ctgaccctca cgccacagct cgaggcctgg atccacaaca tcacccacgg gtcggggatc 
2100 

ggcaagccaa tcgaggcctt ccatacttcg tctaggaatg cgcgcaacgt ctcccaggcc 
2160 

tggcgccacg cgttgccctt cactaagatc ctgcgcgtgc aggaggtgtg cgccggcgcg 
2220 

ctgcagctgc tgggctaccg gcctgtgtac tctgcggacc agcagcgtga cctcaccctg 
2280 

gatctggtgc tgccacgagg cccagaccac ttcagctggg catcgcctga ctgagaactc 
2340 

tgggccttag agcaagcccc gaactgtggt cgccaggccc aggaggcgac tgcatggtgg 
2400 

agagggagcc ggggcgcatg gggaagcagg tccctactat caaccgggag tttggggtcc 
2460 

tcccccgaag taggcaagga ctgcacgttt ctttctctcc tgattctcgg ttttcctttg 
2520 

agtcttctgg agctgccttc tcatcaggtg cactcttcat ggaaagcaac tcttgcccct 
2580 

acctcttctg ggcgcaggga gtaagttact gctaaattaa attaaatgtg tgccaggccg 
2640 

ggtgcggtgg ctcatgcccg taatcccagc attttgagag gctgaggcgg gtggatcacc 
2700 

tgaggtcagg attcaaaacc agcctggcca acatagtgaa accccctctc tactaaaaat 
2760 

gcaaaaatta gtccggcgtg gtggcacact cctgtaatcc cagctactta ggaggctgag 
2820 

gtgggagaat cacttggact ccaaaggtgg aggttgcagt aagctgaaat catgccactg 
2880 

caccctagct tgggtggcaa agcaaaactc tatcaaaaaa ataattaata aatttgttca 
2940 

aaagtcctgc cgaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 
2988 

<210> 3422 
<211> 418 
<212> PRT 

<213> Homo sapiens 
<400> 3422 

Met Ser Arg His Leu Pro Trp He Cys Asp Gin Arg Cys Ser Ser Pro 

15 10 15 

Ser Ser Pro Gly Arg Trp Pro Pro Ala Ala Arg Met Trp Leu Pro Arg 
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20 25 30 

Phe Ser Ser Lys Thr Val Thr Val Leu Leu Leu Ala Gin Thr Thr Cys 

35 40 45 

Leu Leu Leu Phe He He Ser Arg Pro Gly Pro Ser Ser Pro Ala Gly 

SO 55 60 

Gly Glu Asp Arg Val His Val Leu Val Leu Ser Ser Trp Arg Ser Gly 
65 70 75 80 

Ser Ser Phe Leu Gly Gin Leu Phe Ser Gin His Pro Asp Val Phe Tyr 

85 90 95 

Leu Met Glu Pro Ala Trp His Val Trp Thr Thr Leu Ser Gin Gly Ser 

100 105 110 

Ala Ala Thr Leu His Met Ala Val Arg Asp Leu Met Arg Ser lie Phe 

115 120 125 

Leu Cys Asp Met Asp Val Phe Asp Ala Tyr Met Glu Pro Gly Pro Arg 

130 135 140 

Arg Gin Ser Ser Leu Phe Gin Trp Glu Asn Ser Arg Ala Leu Cys Ser 
14S ISO 155 160 

Ala Pro Ala Cys Asp He He Pro Gin Asp Glu He He Pro Arg Ala 

165 170 17S 

His Cys Arg Leu Leu Cys Ser Gin Gin Pro Phe Glu Val Val Glu Lys 

180 185 190 

Ala Cys Arg Ser Tyr Ser His Val Val Leu Lys Glu Val Arg Phe Phe 

195 200 205 

Asn Leu Gin Ser Leu Tyr Pro Leu Leu Lys Asp Pro Ser Leu Asn Leu 

210 215 220 

His He Val His Leu Val Arg Asp Pro Arg Ala Val Leu Arg Ser Arg 
225 230 235 240 

Glu Ala Ala Gly Pro He Leu Ala Arg Asp Asn Gly He Val Leu Gly 

24S 2S0 2S5 

Thr Asn Gly Lys Trp Val Glu Ala Asp Pro His Leu Arg Leu He Arg 

260 265 270 

Glu Val Cys Arg Ser His Val Arg He Ala Glu Ala Ala Thr Leu Lys 

275 280 285 

Pro Pro Pro Phe Leu Arg Gly Arg Tyr Arg Leu Val Arg Phe Glu Asp 

290 295 300 

Leu Ala Arg Glu Pro Leu Ala Glu He Arg Ala Leu Tyr Ala Phe Thr 
305 310 315 320 

Gly Leu Thr Leu Thr Pro Gin Leu Glu Ala Trp He His Asn He Thr 

325 330 335 

His Gly Ser Gly He Gly Lys Pro He Glu Ala Phe His Thr Ser Ser 

340 345 350 

Arg Asn Ala Arg Asn Val Ser Gin Ala Trp Arg His Ala Leu Pro Phe 

355 360 365 

Thr Lys He Leu Arg Val Gin Glu Val Cys Ala Gly Ala Leu Gin Leu 

370 375 380 

Leu Gly Tyr Arg Pro Val Tyr Ser Ala Asp Gin Gin Arg Asp Leu Thr 
385 390 395 400 

Leu Asp Leu Val Leu Pro Arg Gly Pro Asp His Phe Ser Trp Ala Ser 
405 410 415 

Pro Asp 



<210> 3423 
<211> 1851 
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<212> DNA 

<213> Homo sapiens 
<400> 3423 

cgatcgagag ctcgaatagc catcgggtgc cgtacccgcc actcaggtct gccttctacg 
60 

tctactggtt atggagcctg tctgtcactc ttctcgtcgt actaacccgc ttacccccgg 
120 

cgttcattgg ccgtggcctc tctagctccg ccccctaggg gggtcgaccc cgtaaccagt 

ieo 

gaggcgcggg ccaacctagt gcgacgtgtg ggcgtggcgg gggctggggt ctgcgggcga 
240 

aggtggtagc ccattggagg tcccgggagc gaagtccagc tgccgttagg cgctgggata 
300 

gtcgcacgct ggatgcacct acgtccgccg agcccctggg gcgaagaggc cgcgtccgcc 
360 

ttcagttgtg gccggtgctt cgccccctga cccttcgccc ccaaagacca gctctaacgt 
420 

gagcgcctcg gccgccctgc cccagcctcg tacacgccgc cagcctcgcc cagccggtgt 
480 

ccggagaccc tcgggccgtg tccatttgtg ggcaaagcca gcggggcagg cttggccaga 
540 

gtgcaccact cggcgccgtc ccaggcccga cgctctgggc gcgcccggaa ccccaggtta 
600 

atttggagtg gcccctggag tcagtttcct acaccatccg aggccccacc cagcacgagc 
660 

tacagcctcc accaggaggg cctggaaccc tcagcctgca cttcctcaac cctcaggaag 
720 

ctcagcggtg ggcagtccta gtccgaggtg ccaccgtgga aggacagaat ggcagcaaga 
7B0 

gcaactcacc accagccttg ggcccagaag catgccctgt ccccctgccc agccccccgg 
640 

aagcctccac actcaagggc cctccacctg aggcagatct tccCaggagc cctggaaact 
900 

tgacggagag agaagagctg gcagggagcc tggcccgggc tattgcaggt ggagacgaga 
960 

agggggcagc ccaagtggca gccgtcctgg cccagcatcg tgtggccctg agtgttcagc 
1020 

tccaggaggc ctgcttccca cctggcccca tcaggctgca ggtcacactt gaagacgctg 
1080 

cctctgccgc atccgccgcg tcctctgcac acgttgccct gcaggtccac ccccactgca 
1140 

ctgttgcagc tctccaggag caggtgggca cagggtctgg ggagccctgc caggggcaga 
1200 

ggagcctagg tgacatcacc tgccctgatg ctctggccac aggtgttctc agagctcggt 
1260 

ttcccgccag ccgtgcaacg ctgggtcatc ggacggtgcc tgtgtgtgcc tgagcgcagc 
1320 

cttgcctctt acggggttcg gcaggatggg gaccctgctt tcctctactt gctgtcagct 
1380 

cctcgagaag ccccagccac aggacctagc cctcagcacc cccagaagat ggacggggaa 
1440 

cttggacgct tgtttccccc atcattgggg ctacccccag gcccccagcc agctgccccc 
1500 
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agcctgccca gtccactcca gcccagctgg tcctgtcctt cctgcacctt catcaatgcc 
1560 

ccagaccgcc ctggctgtga gacgtgtagc acccagaggc cctgcacttg ggacccccct 
1620 

gctgcagctt ccacctagca gccaccagag gttacaaggg gagagtggcc cttccctcac 
1680 

aagtccgaca tctccaggcc cccactgaac tccggggacc tctactgact gcttgctggg 
1740 

acagtcacca gggttggggg gaagggccac aaaatgaaac cattaaagac ccttaagagc 
1800 

caaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa a 
1851 

<210> 3424 

<211> 136 

<212> PRT 

<213> Homo sapiens 

<400> 3424 

Met Leu Trp Pro Gin Val Phe Ser Glu Leu Gly Phe Pro Pro Ala Val 

15 10 15 

Gin Arg Trp Val lie Gly Arg Cys Leu Cys Val Pro Glu Arg Ser Leu 

20 25 30 

Ala Ser Tyr Gly Val Arg Gin Asp Gly Asp Pro Ala Phe Leu Tyr Leu 

35 40 45 

Leu Ser Ala Pro Arg Glu Ala Pro Ala Thr Gly Pro Ser Pro Gin His 

50 55 60 

Pro Gin Lys Met Asp Gly Glu Leu Gly Arg Leu Phe Pro Pro Ser Leu 
65 70 75 80 

Gly Leu Pro Pro Gly Pro Gin Pro Ala Ala Ser Ser Leu Pro Ser Pro 

85 90 95 

Leu Gin Pro Ser Trp Ser Cys Pro Ser Cys Thr Phe He Asn Ala Pro 

100 105 110 

Asp Arg Pro Gly Cys Glu Met Cys Ser Thr Gin Arg Pro Cys Thr Trp 

115 120 125 

Asp Pro Leu Ala Ala Ala Ser Thr 
130' 135 

<210> 3425 

<211> 1416 

<212> DNA 

<213> Homo sapiens 

<400> 3425 

tccggcggaa agggtctttg ctgctgcgcc cgggcagggg ctgccgcggc cccaggtccc 
60 

gcttcgagac gcggcgcggt ccaggcggga ggcgactccc taggaaggga cccggggcgg 
120 

gaggaggaag tgaggccgcg cggaaggaag gcggcgagcc ccggggcccc gaggccttgg 
180 

ccgcgtcaca gcacccacat ggcctctgga gtgggcgcgg ccttcgagga actgcctcac 
240 

gacggcacgt gtgacgagtg cgagcccgac gaggctccgg gggccgagga agtgtgccga 
300 
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gaatgcggct tctgctactg ccgccgccat gccgaggcgc acaggcagaa gttcctcagt 
360 

caccatctgg ccgaatacgt ccacggctcc caggcctgga ccccgccagc tgacggagag 
420 

ggggcgggga aggaagaagc ggaggtcaag gtggagcagg agagggagat agaaagcgag 
480 

gcaggggaag agagtgagtc ggaggaagag agcgagtcag aggaagagag cgagacagag 
540 

gaagagagtg aggatgagag cgatgaggag agtgaagaag acagcgagga agaaacggag 
600 

gatgagcaag aaagcgaggc cgaagaagac aaccaagaag aaggggaatc cgaggcggag 
660 

ggagaaactg aggcagaaag tgaatttgac ccagaaatag aaatggaagc agagagagtg 
720 

gccaagagga agtgcccgga ccatgggcct gatttgagta cctattgcca ggaagatagg 
780 

cagctcatct gtgtcctgtg tccagtcatt ggggctcacc agggccacca accctccacc 
840 

ctagacgaag cctttgaaga attaagaagc aaagactcag gtggactgaa ggccgctatg 
900 

atcgaattgg tggaaaggtt gaagttcaag agctcagacc ctaaagtaac tcgggaccaa 
960 

atgaagatgt ttacacagca ggaatttaag aaagttcaga aagtgattgc tgatgaggag 
1020 

cagaaggccc ttcatctagt ggacatccaa gaggcaatgg ccacagctca tgtgactgag 
1080 

atactggcag acatccaatc ccacatggat aggttgatga ctcagatggc ccaagccaag 
1140 

gaacaacttg atacctctaa tgaatcagct gagccaaagg cagagggcga tgaggaagga 
1200 

cccagtggtg ccagcgaaga agaggacaca tgaaggcctg ctacccccag tgaaaatcat 
1260 

cccctcccct tgtgtgtatg cgacagcgtg catgtaacgg cttctgattt ctgtgaaagc 
1320 

tgctcagcaa caaacgtact tccaccagat gtgtccccag atccacagca ggcacatatc 
1380 

cctccaaggg atgaccagtt ccatgcttac tgtgtg 
1416 



<210> 3426 

<211> 410 

<212> PRT 

<213> Homo sapiens 

<400> 3426 

Ser Gly Gly Lys Gly Leu Cys Cys 

1 5 
Ala Pro Gly Pro Ala Ser Arg Arg 
20 

Ser Leu Gly Arg Asp Pro Gly Arg 

35 40 
Arg Lys Ala Ala Ser Pro Gly Ala 

50 55 
Thr His Met Ala Ser Gly Val Gly 



Cys Ala Arg Ala Gly Ala Ala Ala 

10 IS 
Gly Ala Val Gin Ala Gly Gly Asp 
25 30 
Glu Glu Glu Val Arg Pro Arg Gly 
4S 

Pro Arg Pro Trp Pro Arg His Ser 
60 

Ala Ala Phe Glu Glu Leu Pro His 
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65 70 75 80 

Asp Gly Thr Cys Asp Glu Cys Glu Pro Asp Glu Ala Pro Gly Ala Glu 

85 90 95 

Glu Val Cys Arg Glu Cys Gly Phe Cys Tyr Cys Arg Arg His Ala Glu 

100 105 HO 

Ala His Arg Gin Lys Phe Leu Ser His His Leu Ala Glu Tyr Val His 

115 120 125 

Gly Ser Gin Ala Trp Thr Pro Pro Ala Asp Gly Glu Gly Ala Gly Lys 

130 135 140 

Glu Glu Ala Glu Val Lys Val Glu Gin Glu Arg Glu lie Glu Ser Glu 
145 150 155 160 

Ala Gly Glu Glu Ser Glu Ser Glu Glu Glu Ser Glu Ser Glu Glu Glu 

165 170 175 

Ser Glu Thr Glu Glu Glu Ser Glu Asp Glu Ser Asp Glu Glu Ser Glu 

1B0 185 190 

Glu Asp Ser Glu Glu Glu Met Glu Asp Glu Gin Glu Ser Glu Ala Glu 

195 200 205 

Glu Asp Asn Gin Glu Glu Gly Glu Ser Glu Ala Glu Gly Glu Thr Glu 

210 215 220 

Ala Glu Ser Glu Phe Asp Pro Glu He Glu Met Glu Ala Glu Arg Val 
225 230 235 240 

Ala Lys Arg Lys Cys Pro Asp His Gly Leu Asp Leu Ser Thr Tyr Cys 

245 250 255 

Gin Glu Asp Arg Gin Leu He Cys Val Leu Cys Pro Val He Gly Ala 

260 265 270 

His Gin Gly His Gin Leu Ser Thr Leu Asp Glu Ala Phe Glu Glu Leu 

275 280 285 

Arg Ser Lys Asp Ser Gly Gly Leu Lys Ala Ala Met He Glu Leu Val 

290 295 300 

Glu Arg Leu Lys Phe Lys Ser Ser Asp Pro Lys Val Thr Arg Asp Gin 
305 310 315 320 

Met Lys Met Phe He Gin Gin Glu Phe Lys Lys Val Gin Lys Val He 

325 330 335 

Ala Asp Glu Glu Gin Lys Ala Leu His Leu Val Asp He Gin Glu Ala 

340 345 350 

Met Ala Thr Ala His Val Thr Glu He Leu Ala Asp He Gin Ser His 

355 360 365 

Met Asp Arg Leu Met Thr Gin Met Ala Gin Ala Lys Glu Gin Leu Asp 

370 375 380 

Thr Ser Asn Glu Ser Ala Glu Pro Lys Ala Glu Gly Asp Glu Glu Gly 
385 390 395 400 

Pro Ser Gly Ala Ser Glu Glu Glu Asp Thr 
405 410 

<210> 3427 
<211> 580 
<212> DNA 

<213> Homo sapiens 
c400> 3427 

ggatcccctc tcttcaaaat tgtagacgcg tctccgagtc ctttcactca tcggaggctg 
60 

ccggatttca atgtcatagt tcccattgtc aatgacatca tcggagaact tgacctgctg 
120 
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qqgtctqqat 


tgagacttgg 


accttctgag 


180 






caggatcttc 


tctggacaca 


actctgaact 


240 






cagcatggaa 


gagttcaaag 


ttcccatatt 


300 






ctcctcaaaa 


ttttgcagag 


aatacaatga 


360 






agcccctgtg 


atattggaca 


atgccaaaga 


420 






tttcaggtct 


gacagacact 


ccagggaatc 


480 






ccctgaagcc 


ccatggtcca 


gttccaattc 


540 






gtggctgcca 


taagcagaac 


cgcccagtcc 


580 







<210> 3428 

<211> 132 

<212> PRT 

<213> Homo sapiens 



cactggcaga tgtactggct tctcttcagg 
tagactcttt aaggactctg cactcctgtg 
gctcaccttc tcacaatctt ctgtttccat 
tggccttggc ttgttttctc catccaccga 
atccatcgaa tcccgaacac tttgctctgg 
ttcataccac tgtgtttcat catgattata 
ctgaagcctt ctactgcttg cagggcctgg 
atcttgtgac 



<400> 3428 

Met Asp Ser Leu Ala Leu Ser Asn lie Thr Gly Ala Ser Val Asp Gly 

15 10 15 

Glu Asn Lys Pro Arg Pro Ser Leu Tyr Ser Leu Gin Asn Phe Glu Glu 

20 25 30 

Met Glu Thr Glu Asp Cys Glu Lys Met Ser Asn Met Gly Thr Leu Asn 

3S 40 45 

Ser Ser Met Leu His Arg Ser Ala Glu Ser Leu Lys Ser Leu Ser Ser 

50 55 60 

Glu Leu Cys Pro Glu Lys He Leu Pro Glu Glu Lys Pro Val His Leu 
65 70 75 80 

Pro Val Leu Arg Arg Ser Lys Ser Gin Ser Arg Pro Gin Gin Val Lys 

85 90 95 

Phe Ser Asp Asp Val He Asp Asn Gly Asn Tyr Asp He Glu He Arg 

100 105 110 

Gin Pro Pro Met Ser Glu Arg Thr Arg Arg Arg Val Tyr Asn Phe Glu 

115 120 125 

Glu Arg Gly Ser 
130 

<210> 3429 
<211> 634 
<212> DNA 

<213> Homo sapiens 
<400> 3429 

cccgggggcc tgggagggga ggcacagtct ggtctgcact gaggtaggcc gccgtggaga 
60 

agggaaggga gccggcagct ggatgtggca ggatgatttc tcctgagagt agccctcgcg 
120 

gtcagcttcc ttttcatact ttcccggcgt tctctccacg agcaggtgca ccagggacct 
180 
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gtccctctgt cctacacggt caccacagtg acgacccaag gcttcccctt gcctacaggc 
240 

cagcacaccc ctggctgcag tgcccagcag ctcccagcat gctccgtgat gtccagtggg 
300 

cagcattacc ccctctgctg cctcccgccc ccgcttatcc aggcgtgcac catgcagcag 
360 

ctgcctgcgc cccaccaggc ctacccccac ctcatctcca gtgaccacta catcctgcac 
420 

cccccaccac cgggcacaca cccagcagct ccagggtctg tataagaaac cctgtggaag 
4 80 

gcccatccct gtcctaggcc acccaggcag gacactccac tgttaaggcc cacagcctca 
S40 

actcctgggc ctctgccaag ctgtgaggca ggtacagggg tactggaagg ttcctgaacc 
600 

ttgaaacacc ctattaccaa atgtgaacac gcgt 
634 

<210> 3430 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 3430 



Phe 


Leu 


Leu 


Arg 


Val 


Ala Leu Ala Val Ser Phe Leu 


Phe He 


Leu 


Ser 


l 








5 


10 




15 




Arg 


Arg 


Ser 


Leu 


His 


Glu Gin Val His Gin Gly Pro 


Val Pro 


Leu 


Ser 








20 




25 


30 






Tyr 


Thr 


Val 


Thr 


Thr 


Val Thr Thr Gin Gly Phe Pro 


Leu Pro 


Thr 


Gly 






35 






40 


45 




Gin 


His 


lie 


Pro 


Gly 


Cys Ser Ala Gin Gin Leu Pro 


Ala Cys 


Ser 


Val 




50 








55 60 






Met 


Phe 


Ser 


Gly 


Gin 


His Tyr Pro Leu Cys Cys Leu 


Pro Pro 


Pro 


Leu 


65 










70 75 






80 


lie 


Gin 


Ala 


Cys 


Thr 


Met Gin Gin Leu Pro Val Pro 


Tyr Gin Ala 


Tyr 










85 


90 




95 


Pro 


His 


Leu 


He 


Ser 


Ser Asp His Tyr He Leu His 


Pro Pro 


Pro 


Pro 








100 




105 


110 






Gly 


Thr 


His 


Pro 


Ala 


Ala Pro Gly Ser Val 









US 120 



<210> 3431 

<211> 1396 

<212> DMA 

<213> Homo sapiens 

<400> 3431 

tgcagctcgg cctctgctgc ctgccggtgc tcttcgtggc tctgggcatg gcatcggacc 
60 

ccatcttcac gctggcgccc ccgctgcatt gccactacgg ggccttcccc cctaatgcct 
120 

ctgcgtggga gcagcgtccc aatgccagcg cgtcacgtcg ccagcgccgc cctagcacgc 
180 

agcgccgcca gccgtgtcgc caacagtacc aaatcgtcgt gcagcggctt cgccccgccg 
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gacttcaacc attgcctcaa ggactgggac tataatggcc ttcctgtgct caccaccaac 
3 00 

gccatcggcc agcgggatct ggtgtgtgac ctgggctggc aggtgatcct ggagcagatc 
360 

ctcttcatct tgggctttgc ctccggctac ctgttcctgg gttaccccgc agacagattt 
420 

ggccgtcgcg ggattgtgct gctgaccttg gggctggtgg gcccctgtgg agtaggaggg 
480 

gctgctgcag gctcctccac aggcgtcacg gccctccgat tcctcttggg ctttctgctt 
540 

gccggtgttg acctgggtgt ctacctgatg cgcctggagc tgtgcgaccc aacccagagg 
600 

cttcgggtgg ccctggcagg ggagttggtg ggggtgggag ggcacttcct gttcctgggc 
660 

ctggcccttg tctctaagga ttggcgattc ctacagcgaa tgatcaccgc tccctgcatc 
720 

ctcttcctgt tttatggctg gcctggtttg ttcctggagt ccgcacggtg gctgatagtg 
780 

aagcggcaga ttgaggaggc tcagtctgcg ctgaggatcc tggctgagcg aaaccggccc 
840 

catgggcaga cgccggggga ggaggcccag gaggccctgc aggacctgga gaatacctgc 
900 

cctctccctg caacatcctc cttttccttt gcttccctcc tcaactaccg caacatctgg 
960 

aaaaatctgc ttatcctggg cttcaccaac ttcattgccc atgccattcg ccactgctac 
1020 

cagcctgtgg gaggaggagg gagcccatcg gacttctacc tgtgccctct gctggccagc 
1080 

ggcaccgcag ccctggcctg tgtcttcctg ggggtcaccg tggaccgact tggccgccgg 

1140 

ggcatccttc ttctctccat gacccttacc ggcattgctc ccctggtcct gccgggcctg 
1200 

Cgggattgtg agcatcctat cttccccaca gtgtgggctc aacaagggaa ccccaacaga 
1260 

gatctgaacg aggctgccat caccactttc tctgtccttg ggctcttctc ctcccaagct 
1320 

gccgccatcc ccagcaccct ccttgctgct gaggtcatcc ccaccactgc ccggggccgt 
1380 

ggcctgggcc tgatca 
1396 

<210> 3432 

<211> 296 

<212> PRT 

<213> Homo sapiens 

<400> 3432 

Met Ala Leu Arg Phe Leu Leu Gly Phe Leu Leu Ala Gly Val Asp Leu 

IS 10 IS 

Gly Val Tyr Leu Met Arg Leu Glu Leu Cys Asp Pro Thr Gin Arg Leu 
20 25 30 

Arg Val Ala Leu Ala Gly Glu Leu Val Gly Val Gly Gly His Phe Leu 

3S 40 45 

Phe Leu Gly Leu Ala Leu Val Ser Lys Asp Trp Arg Phe Leu Gin Arg 
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S0 55 60 

Met lie Thr Ala Pro Cys lie Leu Phe Leu Phe Tyr Gly Trp Pro Gly 
65 ™ 75 8o 

Leu Phe Leu Glu Ser Ala Arg Trp Leu He Val Lys Arg Gin He Glu 

85 90 95 

Glu Ala Gin Ser Val Leu Arg lie Leu Ala Glu Arg Asn Arg Pro His 

100 105 no 

Gly Gin Met Leu Gly Glu Glu Ala Gin Glu Ala Leu Gin Asp Leu Glu 

H5 120 12 5 

Asn Thr Cys Pro Leu Pro Ala Thr Ser Ser Phe Ser Phe Ala Ser Leu 

130 135 140 

Leu Asn Tyr Arg Asn He Trp Lys Asn Leu Leu He Leu Gly Phe Thr 
145 150 155 160 

Asn Phe He Ala His Ala He Arg His Cys Tyr Gin Pro Val Gly Gly 

165 170 175 

Gly Gly Ser Pro Ser Asp Phe Tyr Leu Cys Ser Leu Leu Ala Ser Gly 

180 185 190 

Thr Ala Ala Leu Ala Cys Val Phe Leu Gly Val Thr Val Asp Arg Phe 

19S 200 205 

Gly Arg Arg Gly He Leu Leu Leu Ser Met Thr Leu Thr Gly He Ala 

2 1° 215 220 

Ser Leu Val Leu Leu Gly Leu Trp Asp Cys Glu His Pro He Phe Pro 
225 2 30 235 240 

Thr Val Trp Ala Gin Gin Gly Asn Pro Asn Arg Asp Leu Asn Glu Ala 

245 250 255 

Ala He Thr Thr Phe Ser Val Leu Gly Leu Phe Ser Ser Gin Ala Ala 

260 265 270 

Ala He Leu Ser Thr Leu Leu Ala Ala Glu Val He Pro Thr Thr Val 

275 280 285 

Arg Gly Arg Gly Leu Gly Leu He 
290 295 

<210> 3433 

<211> 1257 

<212> DMA 

<213> Homo sapiens 

<400> 3433 

tgagctacac gcggagcngg gccgcaacag cggctcctcc cttcggccca gaggcccagc 
tcagtgcccc cttcaccttc acctcgacct ctgccgggag ggagacagcg tccgcagaga 
ccgagccact cccgttccca caccaggtcg aacttgaaaa gggacgtcgc ccacctgtac 
cgaggagtcg gctcgcgcta catcatgggg tcaggagaat ccttcatgca gctgcagcag 
300 CtCCt9a ga9a9aa " a 99 ccaa 9 at c aggaaggcct tggacaggct tcgcaagaag 
aggcacctgc tccgccggca gcggacgagg cgggagttcc ccgtgatctc cgtggtgggg 
tacaccaact gcggtgagca cgcgcccagg ggaggggcct tccgcggtct ccgtgtcacc 
ggtgaggact cgcccggggg agggcagggg gtccctgtcg tctcagtggt gccgtacgac 
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agctgcggtg agcacgtgcc caggagaggg ggttcccatg gtcgccgtgt ggggtacacc 
540 

agctgctgtg agagctcacc caggagacgg gtttcctgtg gtctctgtgt ggggtacagc 
600 

agccaaggtg aggatgtcat ctaccccatc ctcccatcca gagctttacc accctgtcta 
660 

taccacaacc tcccctccat ctacaccatc ctcctgtcta gaccatcccc actgccctat 
720 

ctataccacc accctgtcta cacaatccac ccatctacac catcacctct cctctgtcta 
780 

taccatcctc ctgtctacac cagcaccact accccatcta taccaccacc ccgtctacat 
840 

aatccacccg tgtacaccac aatgccccct tcgtctgcac cgtcctcctg tctacactgg 
900 

caccactgcc ccagctatac caccaccccg tctacataat ccacccatct gtctacacca 
960 

tcgcctctcc tctgtctaca ccatccttct gtcaacaccg gcaccactgc cgtatctata 
1020 

tccacccatc tacaccatca cctcccctgt gtctacacca tcctcccatc cacaccagca 
1080 

ccaccacccc acctacacca tcccaccatc tacgccattg ccaaatctac acagacgacc 
1140 

tcactcccat ccacgccttc acacgcacac ccgtccacac caccatctcc cccgtgtccg 
1200 

cacggcggcc ccgctccatc ggcccgagaa cagcgacggt ggctttgtcc cacgcgt 
12S7 

<210> 3434 
<211> 311 
<212> PRT 

<213> Homo sapiens 



<400> 3434 



Ala 


Thr 


Arg 


Gly 


Ala 


Gly 


Pro 


Gin 


Gin 


Arg 


Leu 


Leu 


Pro 


Ser 


Ala 


Gin 


1 








5 










10 










IS 




Arg 


Pro 


Ser 


Ser 


Val 


Pro 


Pro 


Ser 


Pro 


Ser 


Pro 


Arg 


Pro 


Leu 


Pro 


Gly 








20 










25 










30 






Gly 


Arg 


Gin 


Arg 


Pro 


Gin 


Arg 


Pro 


Ser 


His 


Ser 


Arg 


Ser 


His 


Thr 


Arg 






35 










40 










45 








Ser 


Asn 


Leu 


Lys 


Arg 


Asp 


Val 


Ala 


His 


Leu 


Tyr 


Arg 


Gly 


Val 


Gly 


Ser 




50 










55 










60 










Arg 


Tyr 


He 


Met 


Gly 


Ser 


Gly 


Glu 


Ser 


Phe 


Met 


Gin 


Leu 


Gin 


Gin 


Arg 


65 










70 










75 










80 


Leu 


Leu 


Arg 


Glu 


Lys 


Glu 


Ala 


Lys 


lie 


Arg 


Lys 


Ala 


Leu 


Asp 


Arg 


Leu 










85 










90 










95 




Arg 


Lys 


Lys 


Arg 


His 


Leu 


Leu 


Arg 


Arg 


Gin 


Arg 


Thr 


Arg 


Arg 


Glu 


Phe 








100 










105 










110 






Pro 


val 


He 


Ser 


Val 


Val 


Gly 


Tyr 


Thr 


Asn 


Cys 


Gly 


Glu 


His 


Ala 


Pro 






115 










120 










125 








Arg 


Gly 


Gly 


Ala 


Phe 


Arg 


Gly 


Leu 


Arg 


Val 


Thr 


Gly 


Glu 


Asp 


Ser 


Pro 




130 










135 










140 










Gly 


Gly 


Gly 


Gin 


Gly 


Val 


Pro 


Val 


Val 


Ser 


Val 


Val 


Pro 


Tyr 


Asp 


Ser 


145 










150 










155 










160 


Cys 


Gly 


Glu 


His 


val 


Pro 


Arg 


Arg 


Gly 


Gly 


Ser 


His 


Gly 


Arg 


Arg 


Val 
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165 






170 


175 




Gly 


Tyr 


Thr Ser 


Cys 


Cys Glu 


Ser 


Ser Pro Arg Arg Arg Val 


Ser 


Cys 






180 








18S 190 






Gly 


Leu 


Cys Val 


Gly Tyr Ser 


Ser 


Gin Gly Glu Asp Val He 


Tyr 


Pro 






195 






200 


20S 






He 


Leu 


Pro Ser 


Arg Ala Leu 


Pro 


Pro Cys Leu Tyr His Asn 


Leu 


Pro 




210 






215 




220 






Ser 


He 


Tyr Thr 


lie 


Leu Leu 


Ser 


Arg Pro Ser Pro Leu Pro 


Tyr 


Leu 


22S 








230 




235 


240 


Tyr 


His 


His Pro 


Val 


Tyr Thr 


He 


His Pro Ser Thr Pro Ser 


Pro 


Leu 








245 






250 


255 




Leu 


Cys 


Leu Tyr 


His 


Pro Pro 


Val 


Tyr Thr Ser Thr Thr Thr 


Pro 


Ser 






260 








265 270 






lie 


Pro 


Pro Pro 


Arg 


Leu His 


Asn 


Pro Pro Val Tyr Thr Thr 


Met 


Ser 






275 






280 


285 






Pro 


Ser 


Ser Ala 


Pro 


Ser Ser 


Cys 


Leu Hi3 Trp His His Cys 


Pro 


Ser 




290 






295 




300 






Tyr 


Thr 


Thr Thr 


Pro 


Ser Thr 










30S 








310 











<210> 343S 
<211> 122S 
<212> DNA 

<213> Homo sapiens 
<400> 3435 

nnccactcct tgtatgacca ctggggcaag gaggatgaga acctgggtag cgtgaagcag 
60 

tatgtggaga gcatagacgt ttcctcctac acggaggagt tcaacgtgtc ctgcctgaca 
120 

gacagcaatg ccgataccta ctgggagagc gatgggtccc agtgccaaca ctgggcacgg 
180 

cttactatga agaagggcac cattgtcaag aagctgctac tcgcagtgga taccacagat 
240 

gacaacttta tgccaaagcg ggtggtggtc tatgggggtg aaggggacaa cctgaagaag 
300 

ctgagcgacg tgagcattga cnngagaccc tcatcggggn atgtctgtgt cctggaggac 
360 

atgaccgtcc acctcccgat catcgagatc cgcatcgtgg agtgccgaga tgatgggatt 
420 

gatgttcgtc cccgaggggt caagatcaag tcatctagac agcgggaact agggttgaat 
480 

gcagacctgt tccagccaac tagtctggtg cgatatccac gcctagaagg caccgaccct 
540 

gaagtactgt accgcagagc tgtcctcctg cagagattca tcaagatcct cgatagtgtc 
600 

ctgcaccacc tggtacctgc ctgggaccac acactgggca ccttcagtga gattaagcaa 
660 

gtgaagcagt tcctactgct gtcccgccag cggccaggcc tggtggctca gtgcctgcgt 
720 

gactctgaga gcagcaagcc cagcttcatg ccacgcctat acatcaaccg ccgtcttgcc 
780 

atggaacacc gtgcctgccc ctctcgagac cccgcctgca agaatgcagt cctcacccag 
840 
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gtatatgaag gcctcaagcc 
900 

atgcgctatg accagtggtg 
960 

ggtggtttcc gggacagcct 

1020 

acccccgtgc ccctgccctt 
1000 

gctcgggaca tgtatgtacc 
1140 

ggacagctga tgggggctgc 
1200 

tttgtgtgga agcagctttc 
122S 



ctctgacaaa tatgaaaagc 
ggagtgtaaa tttattgcag 
ggcagatatg tcagaagagc 
ctttgtacgc acagccaacc 
caacccctcc tgccgagact 
ccttcggggt aaggagttcc 
cgcag 



ccctggacta caggtggccc 
aaggcatcat tgaccaaggg 
tgtgccctag ctcagcggat 
agggcaatgg cactggtgag 
ttgccaagca tgaatggatc 
tggtcctggc cctgcctggt 



<210> 3436 
<211> 406 
<212> PRT 

<213> Homo sapiens 



<40O> 3436 

Xaa His Ser Leu Tyr Asp His Trp Gly Lys Glu Asp Glu Asn Leu Gly 

1 5 io 15 

Ser Val Lys Gin Tyr Val Glu Ser He Asp Val Ser Ser Tyr Thr Glu 

20 25 30 

Glu Phe Asn Val Ser Cys Leu Thr Asp Ser Asn Ala Asp Thr Tyr Trp 

35 40 45 

Glu Ser Asp Gly Ser Gin Cys Gin His Trp Val Arg Leu Thr Met Lys 

50 55 6 0 

Lys Gly Thr lie Val Lys Lys Leu Leu Leu Ala Val Asp Thr Thr Asp 

70 75 80 

Asp Asn Phe Met Pro Lys Arg Val Val Val Tyr Gly Gly Glu Gly Asp 

85 90 95 

Asn Leu Lys Lys Leu Ser Asp Val Ser He Asp Xaa Arg Pro Ser Ser 

100 105 no 

Gly Xaa Val Cys Val Leu Glu Asp Met Thr Val His Leu Pro He lie 

115 120 125 

Glu lie Arg He Val Glu Cys Arg Asp Asp Gly He Asp Val Arg Leu 

130 135 140 

Arg Gly Val Lys He Lys Ser Ser Arg Gin Arg Glu Leu Gly Leu Asn 
"5 150 155 160 

Ala Asp Leu Phe Gin Pro Thr Ser Leu Val Arg Tyr Pro Arg Leu Glu 

165 170 175 

Gly Thr Asp Pro Glu Val Leu Tyr Arg Arg Ala Val Leu Leu Gin Arg 

180 185 190 

Phe He Lys He Leu Asp ser Val Leu His His Leu Val Pro Ala Trp 

195 200 205 

Asp His Thr Leu Gly Thr Phe Ser Glu He Lys Gin Val Lys Gin Phe 

210 215 220 

Leu Leu Leu Ser Arg Gin Arg Pro Gly Leu Val Ala Gin Cys Leu Arg 
22 5 230 235 240 

Asp Ser Glu Ser Ser Lys Pro Ser Phe Met Pro Arg Leu Tyr He Asn 

245 250 255 

Arg Arg Leu Ala Met Glu His Arg Ala Cys Pro Ser Arg Asp Pro Ala 
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260 




265 




270 


Cys 


Lys 


Asn 


Ala 


val 


Phe Thr Gin Val 


Tyr Glu Gly Leu 


Lys Pro Ser 






275 






280 


285 




Asp 


Lys 


Tyr 


Glu 


Lys 


Pro Leu Asp Tyr 


Arg Trp Pro Met 


Arg Tyr Asp 




290 








295 


300 




Gin 


Trp 


Trp 


Glu 


Cys 


Lys Phe He Ala 


Glu Gly He lie 


Asp Gin Gly 


305 










310 


315 


320 


Gly 


Gly 


Phe 


Arg 


Asp 


Ser Leu Ala Asp 


Met Ser Glu Glu 


Leu Cys Pro 










325 




330 


335 


Ser 


Ser 


Ala 


Asp 


Thr 


Pro Val Pro Leu 


Pro Phe Phe Val 


Arg Thr Ala 








340 




34S 




350 


Asn 


Gin 


Gly 


Asn 


Gly 


Thr Gly Glu Ala 


Arg Asp Mec Tyr 


Val Pro Asn 






355 






360 


365 




Pro 


Ser 


Cys 


Arg 


Asp 


Phe Ala Lys Tyr 


Glu Trp He Gly 


Gin Leu Met 




370 








375 


380 




Gly 


Ala 


Ala 


Leu 


Arg 


Gly Lys Glu Phe 


Leu Val Leu Ala 


Leu Pro Gly 


38S 










390 


395 


400 


Phe 


Val 


Trp 


Lys 


Gin 


Leu Ser Ala 














405 









<210> 3437 

<211> 2081 

<212> DMA 

<213> Homo sapiens 

<400> 3437 

gtggccccag aaaagtcagt gtgtaggcct cagccacttc aggtccggcg tacactctcc 
60 

ctggacacca tcctcagctc ctaccttctg ggccagtgca cgagatgctg atggggcctt 
120 

cacctgctgc accatcgaca aggccaccca gacgcccctg tcctggcaag agctagaagg 
180 

tgagcgtgcc agttcctgtg cacacaagcg ctcagcatcc tggggcagca cagaccaccg 
240 

aaaagagact tccaagttga agcaacaact gcagaggacg aagctgagcc gcagtgggaa 
300 

agagaaggag cgaggttcac cactcctagg ggaccacgca gtgcggggag cactgagggc 
360 

gtcccctccc agcttcccct cagggtcccc tgtcttgcga ctcagcccct gcctgcacag 
420 

gagcctggaa gggctcaacc aagagctgga ggaggtattt gtgaaggagc agggagaaga 
480 

ggagctgctg aggatccttg atatccctga tgggcaccgg gccccagctc ctccccagag 
540 

tggcagctgt gatcatcccc tcctcctcct gagcctggca accttgccag ctctccttcc 
600 

atgtccttgg catctcccca gcctgtggcc cggccagtca tgaggaacat cggggtgccg 
660 

ccgaggagct ggcatccacc cccaacgaca aagcctcctc tccaggacac ccagcctttc 
720 

ttgaagatgg cagcccatct ccagtccttg cctttgctgc ctcccctcga cctaatcaca 
780 

gctacatctt caaacgggag cccccagaag gctgtgagaa agtgcgtgtg tttgaagaag 
840 
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ccancgtctc caggtcctga cctggccttc ctgacttcct gtcctgacaa gaacaaagtc 
900 

catttcaacc cgactggctc accttctgcc ccgtcaacct gatgaagccc ctcctccccg 
960 

gcatgggctc catctcgtaa ctgcccctca aacccgggat ctccccttcc cccggccagc 
1020 

cccaggccac cacctcggaa ggatccggaa gcccccaagg cctccccact gccattcgag 
1060 

ccatggcagc gcaccccacc atcagaagag cctgtgcttt tccagagctc cctgatggtc 
1140 

tgagggtccc acccctgccc cactttacca tagagaccag tgccttggtg gcaggtccct 
1200 

ccccaggtcc cctgagatgg ggtatggagg ggcccttccc tctcggcctt cgagcacttc 
1260 

ctttcactta ctgtgtcaaa gccctgggtc ctctttttga tgggcaccgg cccctctgaa 
1320 

cgtgatggga cctgccttct ccactagtag ctgggcagct cacaattcac acctgtgtac 
1380 

ctgccacatc cctcacttgg tggaaaacac ccagaaggtc ttgagtcccc cacccctggg 
1440 

tgtcagtcca aatgactgta taggaggccc ttatttttgt cacagagcaa gctggccatg 
1500 

aacgaaggag agaagacgcc acagatttcc ttccctctcc tccaggagac cataagatag 
1560 

atcccccatc ctctcagccc tattcccatg cctccctctc attggaggag ctgaccaaag 
1620 

cagccctaac gggccataac acttgaccaa ttcagctgct ggcagaggga ggaaacaagt 
1680 

gttttcccaa gtggcatttt catctcgctt tcaccctgac taaagattgt cttaagtagc 
1740 

agcccagccc gcccagcccc aggcgggtag tggggaggag agctggcatt cctccaggtg 
1800 

gcaaacggcg actctatact ctccgcccgc cccagggctg gatggattag aaaaatgcct 
1860 

atttttcctg tatcgatgta gagactctat tttctcccaa agacactatc tttgcagctg 
1920 

tttgaagttt gtatattctc cgtactgcag agcttacaca aaattgaaga atgttaatgt 
1980 

tcgagttttc ttatcctgtg tttagaggtt gttttttgca gaccctggtg ttaatagacc 
2040 

aaataaataa ataaatattc ccagcaaaaa aaaaaaaaaa a 
2081 

<210> 3438 

<211> 105 

<212> PRT 

<213> Homo sapiens 

<400> 3438 

Ala Cys Gin Phe Leu Cys Thr Gin Ala Leu Ser He Leu Gly Gin His 

15 10 15 

Arg Pro Pro Lys Arg Asp Phe Gin Val Glu Ala Thr Thr Ala Glu Asp 

20 25 30 

Glu Ala Glu Pro Gin Trp Glu Arg Glu Gly Ala Arg Phe Thr Thr Pro 
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35 40 45 

Arg Gly Pro Arg Ser Ala Gly Ser Thr Glu Gly Val Pro Ser Gin Leu 

50 5S 60 

Pro Leu Arg Val Pro Cys Leu Ala Thr Gin Pro Leu Pro Ala Gin Glu 
65 70 75 80 

Pro Gly Arg Ala Gin Pro Arg Ala Gly Gly Gly lie Cys Glu Gly Ala 

85 90 95 

Gly Arg Arg Gly Ala Ala Glu Asp Pro 
100 xos 

<210> 3439 

<211> 1519 

<212> DNA 

<213> Homo sapiens 

<400> 3439 

acgcgtccac cattagcgag ccggctccgg ctaatacaaa tatttactgg gcggctctga 
60 

ctcaccgcgc ctcgcctcgc tccgccggcg ccgcggcacg ctgggatatg tagtccccac 
120 

ggggcgccgg gcgccccggg ggagcggggc cggcacccta ggggacgcaa agccccggga 
180 

aggggccggc ggagggaggc cggagcgggc agcgcggcgg cgccatgtcc gtgaacatgg 
240 

acgagctcaa gcaccaggtc atgatcaacc agttcgtgct gacggcgggc tgcgcggccg 
300 

accaggcgaa gcaactgctg caggcggccc actggcagtt cgagacagcc ctcagcgcct 
360 

ttttccagga gaccaacatc ccctacagcc accatcacca ccagatgatg tgcacccccg 
420 

ccaatacccc tgctacaccc cccaacttcc ctgacgctct caccatgttc tcccgtctca 
480 

aggcctccga gagcttccac agcggtggca gcggcagccc gacggccgcg acagccacgt 
540 

cacccccgcc acacttcccc catgccgcca ccagcagctc tgcggcctcc agctggccca 
600 

cggcggcctc gcnccccggg gggcccacag caccaccagc cacagccgcc cctgtggact 
660 

ccaacacccc cttctccggc ttcagactgg ccacccctgc cccccaacag gccacctcag 
720 

aacccagggc ccaccctgcc atggaggcag agagataagg gaggcccctc ccccctcccg 
780 

gaggccagga ccccgtgggg cgggggagag gacgtctctg cgggccccct tnncacccct 
840 

tttctgtctg caccccttgt tccccggagc cctggagggg agagcgcgga ctctagccag 
900 

gcagggacac gtctggtgcc agaacacgca gctgcccaca cgcaaggtca tggccccagc 
960 

ggccccggca catggagtgg ttcagagcgg cctgggtgcc tggcggacag aacttcagag 
1020 

accacgcagc cttccttcga agacgcacct gcccagccca gcccaggggt gccgtggagg 
1080 

accaccctgg cggagacatt gctgatccct ggcttggagc tccttggggg ccggcaggcc 
114 0 
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tcgaccccca ccctagggaa tgcagagcct ctccgcatgt gtgcgcgtgg ccgtgtctgt 
1200 

gtatttctac gtgtgtcgct cttcagaagc aacctagttc ctggggcagc tggactttgc 
1260 

atgttagtgt gagcccccag ccccctgccc gccgccccct ccccagggcc ctgcctcctc 
1320 

cccaccccct cgccagccag cgttgctgtc ccttgcagag aaaaggattg tgggaaactc 
1380 

caggactctt cccaccgcct cccagcgcct gcctgctggg gctgcctgca tgcctcccct 

1440 

gcacctgggg gtacccgcat ccacttcctt tccccctttt aacaaaagag aagaacgaat 
1500 

tccaaaccaa aaaaaaaaa 
1519 

<210> 3440 
<211> 297 
<212> PRT 

<213> Homo sapiens 



<400> 3440 



Cys 


Ala 


Pro 


Pro 


Pro 


lie 


Pro 


Leu 


Leu 


His 


Pro 


Pro 


Thr 


Ser 


Leu 


Thr 


1 








5 










10 










15 




Leu 


Ser 


Pro 


Cys 


Ser 


Pro 


val 


Ser 


Arg 


Pro 


Pro 


Arg 


Ala 


Ser 


Thr 


Ala 








20 










25 










30 






Val 


Ala 


Ala 


Ala 


Ala 


Arg 


Trp 


Pro 


Arg 


Gin 


Pro 


Arg 


His 


Pro 


Arg 


His 






35 










40 










4S 








Thr 


Ser 


Pro 


Met 


Pro 


Pro 


Pro 


Ala 


Ala 


Leu 


Arg 


Pro 


Pro 


Ala 


Gly 


Pro 




50 










55 










60 










Arg 


Arg 


Pro 


Arg 


Xaa 


Pro 


Gly 


Gly 


Pro 


Gin 


His 


His 


Gin 


Pro 


Gin 


Pro 


65 










70 










75 










80 


Pro 


Leu 


Trp 


Thr 


Pro 


Thr 


Pro 


Pro 


Ser 


Pro 


Ala 


Ser 


Asp 


Trp 


Pro 


Pro 










85 










90 










95 




Leu 


Pro 


Pro 


Asn 


Arg 


Pro 


Pro 


Gin 


Asn 


Pro 


Gly 


Pro 


Thr 


Leu 


Pro 


Trp 








100 










105 










110 






Arg 


Gin 


Arg 


Asp 


Lys 


Gly 


Gly 


Pro 


Ser 


Pro 


Leu 


Pro 


Glu 


Ala 


Arg 


Thr 






115 










120 










125 








Pro 


Trp 


Gly 


Gly 


Gly 


Glu 


ASp 


Val 


Ser 


Ala 


Gly 


Pro 


Leu 


Xaa 


Thr 


Pro 




130 










135 










140 










Phe 


Leu 


Ser 


Ala 


Pro 


Leu 


Val 


Pro 


Arg 


Ser 


Pro 


Gly 


Gly 


Glu 


Ser 


Ala 


145 










150 










155 










160 


Asp 


Ser 


Ser 


Gin 


Ala 


Gly 


Thr 


Arg 


Leu 


Val 


Pro 


Glu 


His 


Ala 


Ala 


Ala 










165 










170 










17S 




His 


Thr 


Gin 


Gly 


His 


Gly 


Pro 


Ser 


Gly 


Pro 


Gly 


Thr 


Trp 


Ser 


Gly 


Ser 








180 










185 










190 






Glu 


Arg 


Pro 


Gly 


Cys 


Leu 


Ala 


Asp 


Arg 


Thr 


Ser 


Glu 


Thr 


Thr 


Gin 


Pro 






195 










200 










20S 








Ser 


Phe 


Glu 


Asp 


Ala 


Pro 


Ala 


Gin 


Pro 


Ser 


Pro 


Gly 


Val 


Pro 


Trp 


Arg 




210 










215 










220 










Thr 


Thr 


Leu 


Ala 


Glu 


Thr 


Leu 


Leu 


He 


Pro 


Gly 


Leu 


Glu 


Leu 


Leu 


Gly 


225 










230 










235 










240 


Gly 


Arg 


Gin 


Ala 


Ser 


Thr 


Pro 


Thr 


Leu 


Gly 


Asn 


Ala 


Glu 


Pro 


Leu 


Arg 










245 










250 










255 




Met 


Cys 


Ala 


Arg 


Gly 


Arg 


val 


Cys 


Val 


Phe 


Leu 


Arg 


Val 


Ser 


Leu 


Phe 
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260 26S 270 

Arg ser Asn Leu Val Pro Gly Ala Ala Gly Leu Cys Met Leu Val 
27S 280 285 

<210> 3441 

<211> 2074 

<212> DNA 

<213> Homo sapiens 

<400> 3441 

ntcatgaagc acctgcccaa ggttccggag aaaaaactga agctggttat ggctgacaag 
gagctgtacc gagcctgcgc cgtggaggtg aagcggcaga tctggcaaga caaccaggcc 
ctcttcgggg acgaggtttc cccactcctg aagcagtaca tcctggagaa ggagagcgct 
ctcttcagta cagagctctc tgtcctgcac aactttttca gtccttcccc caagaccagg 
cgccagggcg aggtggtgca gcggctgacg cggatggtgg ggaagaacgt gaagctgtac 
gacatggtgc tgcagtttct gcgcacgctc ttcctgcgca cgcggaatgt gcactactgc 
acgctgcggg ctgagctgcc catgtccctg cacgacctgg acgtgggtga aacctgcacc 
gtggacccgt gccacaagtt cacctggtgc ctggacgcct gcatccgaga gcggttcgtg 
gacagcaaga gggcgcggga gctgcagggg tttctcgatg acgtcaagaa gggccaggag 
caggtgctgg gggacctgtc catgatcctg tgtgacccct tcgccatcaa cacgctggca 
ctgagcacag tcaggcacct gcaggagctg gtcggccagg agacactgcc cagggacagc 
cccgacctcc tgctgctgct ccggctgctg gcgctgggcc agggagcctg ggacatgatc 
gacagccagg tcttcaagga gcccaagatg gaggtagagc tcatcaccag gttcctcccg 
atgctcatgt ccttcctggt ggatgactac actttcaatg tggatcagaa acttccggct 
gaggagaaag ccccagtctc acatccaaac acacttcccg aaagcttcac taagtttctg 
caggagcagc gcatggcctg cgaggtgggg ctgtactacg tcctgcacat caccaagcag 
aggaacaaga acgcgctcct ccgcctgctg cccgggctgg tggagacctt tggcgacttg 
?080 tt99 ° 9 aCatCttCCt ccacct 9ctc acgggcaacc ttgcgctgct ggccgacgaa 
tttgcccctg aggacttccg cagcagcctc ttcgatggct tcttcctcac cgcctctcca 
aggaaggaga acgtgcaccg gcacgcgctg cggctcctca ttcacctgca ccccagggtg 
gccccatcta agctggaggc gttgcagaag gccctggagc ctacaggcca gagcggagag 
gcagtgaagg agctttactc ccagctcggc gagaagctgg aacagctgga tcaccggaag 
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cccagcccgg cacaggctgc ggagacgccg gccctggagc tgcccctccc cagcgtgccc 
1360 

gcccctgccc cgctctgagg gccctccaga cctgctcggg tgctggggcc atgccgagtc 
1440 

gcggccctgc tcagccggaa gaggctcccg gacctggatg tacagggcag tctctcttcc 
1500 

cggggctatg gctgggcctg tcctgccgtc atggccccct gcctcctgct ccttggagct 
1560 

ggctcccgga ccttgcccac catccatgca gtggctccca gggcagagcc tctccttgta 
1620 

ctttggcagc catagaaagc gtgctcattt tctgttttcc tgtgttagga aaaaaccacc 
1680 

tgttttccaa ggggagaggg cggggcctga gggtgggggc ggggcctctt cattggccca 
1740 

gcttggcgaa agcgaggcac actgcttact gccttggggt tgtggagatg gacccgtgac 
1800 

ctcgtggagg ccgtgtgggg gcagcagcct ggcctgtgcc atggcgggtg tcctggggcc 
I860 

tgtgcggagg gagccacctc accctgcagc ccagtttgca ggtgtggcct tgtttctcct 
1920 

tgcccagcag tgctgccttc agcggccgtg acggggccag ccggacacac ggtgagattt 
1980 

tctcgtatgt aaataaaagg caacctggta aacgtggaaa aaaaaaaaaa aaaaaaaaaa 
2040 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 
2074 

<210> 3442 

<211> 374 

<212> PRT 

<213> Homo sapiens 



<400> 3442 



Met Val 


Gly 


Lys 


Asn 


Val 


Lys 


Leu 


Tyr 


Asp 


Met 


Val 


Leu. 


Gin 


Phe 


Leu 


l 






5 










10 










15 




Arg Thr 


Leu 


Phe 


Leu 


Arg 


Thr 


Arg 


Asn 


Val 


His 


Tyr 


Cys 


Thr 


Leu 


Arg 






20 










25 










30 






Ala Glu 


Leu 


Leu 


Met 


Ser 


Leu 


His 


Asp 


Leu 


Asp 


Val 


Gly 


Glu 


He 


Cys 




35 










40 










45 








Thr Val 


Asp 


Pro 


Cys 


His 


Lys 


Phe 


Thr 


Trp 


Cys 


Leu 


Asp 


Ala 


Cys 


He 


50 










55 










60 










Arg Glu 


Arg 


Phe 


Val 


Asp 


Ser 


Lys 


Arg 


Ala 


Arg 


Glu 


Leu 


Gin 


Gly 


Phe 


65 








70 










75 










80 


Leu Asp 


Asp 


Val 


Lys 


Lys 


Gly 


Gin 


Glu 


Gin 


Val 


Leu 


Gly 


Asp 


Leu 


Ser 








85 










90 










95 




Met He 


Leu 


Cys 


Asp 


Pro 


Phe 


Ala 


He 


Asn 


Thr 


Leu 


Ala 


Leu 


Ser 


Thr 






100 










105 










110 






Val Arg 


His 


Leu 


Gin 


Glu 


Leu 


Val 


Gly 


Gin 


Glu 


Thr 


Leu 


Pro 


Arg 


Asp 




115 










120 










125 








Ser Pro 


Asp 


Leu 


Leu 


Leu 


Leu 


Leu 


Arg 


Leu 


Leu 


Ala 


Leu 


Gly 


Gin 


Gly 


130 










135 










140 










Ala Trp 


Asp 


Met 


He 


Asp 


Ser 


Gin 


val 


Phe 


Lys 


Glu 


Pro 


Lys 


Met 


Glu 


145 








ISO 










155 










160 


Val Glu 


Leu 


He 


Thr 


Arg 


Phe 


Leu 


Pro 


Met 


Leu 


Met 


Ser 


Phe 


Leu 


Val 



2615 



WO 00/58473 



PCT/USOO/0S621 











165 










170 








175 




Asp 


Asp 


Tyr Thr 


Phe 


Asn 


Val 


Asp 


Gin 


Lys 


Leu Pro 


Ala 


Glu 


Glu 


Lys 








180 










185 








190 






Ala 


Pro 


Val 


Ser 


Tyr 


Pro 


Asn 


Thr 


Leu 


Pro 


Glu Ser 


Phe 


Thr 


Lys 


Phe 






195 










200 








205 








Leu 


Gin 


Glu Gin 


Arg 


Met 


Ala 


Cys 


Glu 


Val 


Gly Leu 


Tyr 


Tyr 


Val 


Leu 




210 










215 








220 










His 


He 


Thr 


Lys 


Gin 


Arg 


Asn 


Lys 


Asn 


Ala 


Leu Leu 


Arg 


Leu 


Leu 


Pro 


225 










230 










235 








240 


Gly 


Leu 


Val 


Glu 


Thr 


Phe 


Gly 


Asp 


Leu 


Ala 


Phe Gly 


Asp 


He 


Phe 


Leu 










245 










250 








255 




His 


Leu 


Leu 


Thr 


Gly 


Asn 


Leu 


Ala 


Leu 


Leu 


Ala Asp 


Glu 


Phe 


Ala 


Leu 








260 










265 








270 






Glu 


Asp 


Phe 


Cys 


Ser 


Ser 


Leu 


Phe 


Asp 


Gly 


Phe Phe 


Leu 


Thr 


Ala 


Ser 






275 










260 








285 








Pro 


Arg 


Lys 


Glu 


Asn 


val 


His 


Arg 


His 


Ala 


Leu Arg 


Leu 


Leu 


He 


His 




290 










295 








300 










Leu 


His 


Pro Arg 


Val 


Ala 


Pro 


Ser 


Lys 


Leu 


Glu Ala 


Leu 


Gin 


Lys 


Ala 


305 










310 










315 








320 


Leu 


Glu 


Pro 


Thr 


Gly 


Gin 


Ser 


Gly 


Glu 


Ala 


Val Lys 


Glu 


Leu 


Tyr 


Ser 










325 










330 








335 




Gin 


Leu 


Gly Glu 


Lys 


Leu 


Glu 


Gin 


Leu 


Asp 


His Arg 


Lys 


Pro 


Ser 


Pro 








340 










345 








350 






Ala 


Gin 


Ala 


Ala 


Glu 


Thr 


Pro 


Ala 


Leu 


Glu 


Leu Pro 


Leu 


Pro 


Ser 


val 






355 










360 








365 








Pro 


Ala 


Pro Ala 


Pro 


Leu 





















370 

<210> 3443 

<211> 2070 

<212> DNA 

<213> Homo sapiens 

<400> 3443 

ctggccgtaa atgccgagga ggacgcctgg ttacgggcac aggtcatctc aacagaagag 
60 

aacaaaataa aggtatgcta tgttgactat ggttttagtg aaaatgttga aaaaagcaaa 
120 

gcatacaaat taaacccgaa gttttgttca ctctcatttc aagctacaaa atgtaagctt 
180 

gcaggcttgg aagtcctaag cgatgaccct gatctagtga aggtggttga atctttaact 
240 

tgtggaaaga tctttgcagc ggaaatactt gacaaagctg acattccact tgttgttctg 
300 

tacgatacct caggagaaga tgatatcaat atcaatgcca cctgcttgaa ggctatatgt 
360 

gacaagtcac tagaggttca cctgcaggtt gacgccatgt acacaaatgt caaaataact 

420 

aatatttgct ctgatgggac actctactgc caggtgcctt gtaagggtct gaacaagctc 
480 

agtgaccttc tacgtaagat agaggactac ttccattgca agcacatgac ctctgagtgc 
S40 

tttgttccac tacccttctg tgggaaaatc tgcctcctcc attgcaaagg aaaatggtta 
600 
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cgagtagaga tcacaaatgt tcacagcagc cgggctcttg atgttcagct cctggactct 
660 

ggcactgtga catctgtaaa agtgtcagag cccagggaaa ttccacctcg gtctccacaa 
720 

gaaacgattg caataccacc tcaggccatt aagtgctgtt tagcagatct tccacaatct 
780 

attggcatgt ggacaccaga cgcagtgctg tggttaagag attctgtttt gaattgctcg 
840 

gactgtagca ctaaggttac aaaagtggat gaaaccagag ggaccgcaca tgttCattta 
900 

tctaccccta agaacttccc tgaccctcat cgcagtatta atcgccagat tacaaatgca 
960 

gacttgtgga agcatcagaa ggatgtgttt ttgagtgcca tatccagtgg agctgactct 
1020 

cccaacagca aaaatggcaa catgcccatg ccgggcaaca ctggagagaa tttcagaaag 
1080 

aacctcacag atgtcatcaa aaagtccatg gtggaccata cgagcgcttt ctccacagag 
1140 

gaactgccac ctcctgtcca cttatcaaag ccaggggaac acatggatgt gtatgtgcct 
1200 

gtggcctgtc acccaggcta cttcgtcatc cagcctcggc aggagataca taagttggaa 
1260 

gttctgatgg aagagatgat tctatatcac agcgcgtctg aagagcgcca catagcagtg 
1320 

gagaaagacc aagtgtatgc tgcaaaagtg gaaaataagt ggcacagggt gcttttaaaa 
1380 

ggaatcctga ccaatggacc ggtatctgtg tatgagctgg attatggcaa acacgaatta 
1440 

gtcaacataa gaaaagtaca gcccctagtg gacatgttcc gaaagctgcc cctccaagca 
1500 

gtcacagctc aactcgcagg agtgaagcgc aaccagtggt ctgaggaggc ttctatggtg 
1560 

tttcgaaatc atgtggagaa gaaacctctg gtggcactgg tgcagacagt cattgaaaat 
1620 

gctaaccctt gggaccggaa agtagtggtc tacttagcgg acacatcgtt gccagacacc 
1680 

gatacctgga ttcatgattt tatgtcagag tatctgatag agccttcaaa agctaattaa 
1740 

tgactgcctc tgaaaccttg acaactaatt cagatttttt agcaataaca aaatgtagta 
1800 

ggcttaaaaa aaatcttaac tctgctacat ggctctgact gctgtggggg attgaaaaga 
1860 

atatgcttat gtttgatgaa agatatttaa caagttttgt Cttaacagag ttgacttttc 
1920 

aaagaaaatt gcacttgaat tattactata atattagaat aaaaatgttt atcaatataa 
1980 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2040 

aaaaaaaaaa aaaaaaaaaa aaaaaagggg 
2070 

<210> 3444 
<211> 579 
<212> PRT 
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<213> Homo sapiens 
<400> 3444 

Leu Ala Val Asn Ala Glu Glu Asp Ala Trp Leu Arg Ala Gin Val He 

1 5 10 IS 

Ser Thr Glu Glu Asn Lys He Lys Val Cys Tyr Val Asp Tyr Gly Phe 

20 25 30 

Ser Glu Asn Val Glu Lys Ser Lys Ala Tyr Lys Leu Asn Pro Lys Phe 

3S 40 45 

Cys Ser Leu Ser Phe Gin Ala Thr Lys Cys Lys Leu Ala Gly Leu Glu 

50 55 60 

Val Leu Ser Asp Asp Pro Asp Leu Val Lys Val Val Glu Ser Leu Thr 
65 70 75 80 

Cys Gly Lys He Phe Ala Val Glu He Leu Asp Lys Ala Asp lie Pro 

85 90 9S 

Leu Val Val Leu Tyr Asp Thr Ser Gly Glu Asp Asp He Asn He Asn 

100 105 110 

Ala Thr Cys Leu Lys Ala He Cys Asp Lys Ser Leu Glu Val His Leu 

115 120 125 

Gin Val Asp Ala Met Tyr Thr Asn Val Lys He Thr Asn He Cys Ser 

130 135 140 

Asp Gly Thr Leu Tyr Cys Gin Val Pro Cys Lys Gly Leu Asn Lys Leu 
145 150 155 160 

Ser Asp Leu Leu Arg Lys He Glu Asp Tyr Phe His Cys Lys His Met 

165 170 175 

Thr Ser Glu Cys Phe Val Ser Leu Pro Phe Cys Gly Lys He Cys Leu 

180 185 190 

Phe His Cys Lys Gly Lys Trp Leu Arg Val Glu He Thr Asn Val His 

195 200 205 

Ser Ser Arg Ala Leu Asp Val Gin Phe Leu Asp Ser Gly Thr Val Thr 

210 215 220 

Ser Val Lys Val Ser Glu Leu Arg Glu He Pro Pro Arg Phe Leu Gin 
225 230 235 240 

Glu Met He Ala He Pro Pro Gin Ala He Lys Cys Cys Leu Ala Asp 

245 250 255 

Leu Pro Gin Ser He Gly Met Trp Thr Pro Asp Ala Val Leu Trp Leu 

260 265 270 

Arg Asp Ser Val Leu Asn Cys Ser Asp Cys Ser He Lys Val Thr Lys 

275 280 285 

Val Asp Glu Thr Arg Gly He Ala His Val Tyr Leu Phe Thr Pro Lys 

290 295 300 

Asn Phe Pro Asp Pro His Arg Ser He Asn Arg Gin He Thr Asn Ala 
305 310 315 320 

Asp Leu Trp Lys His Gin Lys Asp Val Phe Leu Ser Ala He Ser Ser 

32S 330 335 

Gly Ala Asp Ser Pro Asn Ser Lys Asn Gly Asn Met Pro Met Ser Gly 

340 345 350 

Asn Thr Gly Glu Asn Phe Arg Lys Asn Leu Thr Asp Val He Lys Lys 

355 360 365 

Ser Met Val Asp His Thr Ser Ala Phe Ser Thr Glu Glu Leu Pro Pro 

370 375 380 

Pro Val His Leu Ser Lys Pro Gly Glu His Met Asp Val Tyr Val Pro 
385 390 395 400 

Val Ala Cys His Pro Gly Tyr Phe Val He Gin Pro Trp Gin Glu He 
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405 










410 








415 




His Lys 


Leu 


Glu 
420 


Val 


Leu 


Met 


Glu 


Glu 
425 


Met 


He Leu 


Tyr 


Tyr 
430 


Ser 


Val 


Ser Glu 


Glu 
435 


Arg 


His 


He 


Ala 


val 
440 


Glu 


Lys 


Asp Gin 


Val 
445 


Tyr 


Ala 


Ala 


Lys Val 


Glu 


Asn 


Lys 


Trp 


His 


Arg 


Val 


Leu 


Leu Lys 


Gly 


He 


Leu 


Thr 


450 










4S5 








460 










Asn Gly 


Leu 


Val 


Ser 


Val 


Tyr 


Glu 


Leu 


Asp 


Tyr Gly 


Lys 


His 


Glu 


Leu 


465 








470 










475 








4S0 


Val Asn 


lie 


Arg 


Lys 
465 


Val 


Gin 


Pro 


Leu 


val 
490 


Asp Met 


Phe 


Arg 


Lys 
495 


Leu 


Pro Phe 


Gin 


Ala 
500 


val 


Thr 


Ala 


Gin 


Leu 
505 


Ala 


Gly Val 


Lys 


Cys 
510 


Asn 


Gin 


Trp Ser 


Glu 
SIS 


Glu 


Ala 


Ser 


Met 


val 
520 


Phe 


Arg 


Asn His 


Val 
525 


Glu 


Lys 


Lys 


Pro Leu 


Val 


Ala 


Leu 


Val 


Gin 


Thr 


Val 


lie 


Glu Asn 


Ala 


Asn 


Pro 


Trp 


530 










535 








540 










Asp Arg 


Lys 


val 


val 


Val 


Tyr 


Leu 


Val 


ASp 


Thr Ser 


Leu 


Pro 


Asp 


Thr 


545 








550 










555 








560 


Asp Thr 


Trp 


He 


His 
565 


Asp 


Phe 


Met 


Ser 


Glu 
570 


Tyr Leu 


lie 


Glu 


Leu 
575 


Ser 



Lys Val Asn 



<210> 3445 

<211> 2086 

<212> DNA 

<213> Homo sapiens 

<400> 3445 

nnacgcgtgg cggcagaggg tatccaaggc 
60 

tggcagtgag ctggccgcgg ccttggccga 
120 

cctgcatgcg agttgggccg cgggcggggt 
180 

gccttagaag gagagagctt tgcgctgtct 
240 

gctgtggttg gatatttaga ggacattatc 
300 

aatttcatgg acaagtacca cctggagttt 
360 

acacctattt ttaatgaata catttctttg 
420 

cagcggactc ctgagttcaa catggcagcc 
480 

ttgaggcacc ataaggatga agtggctggt 
540 

gattttctgg cttttaaaga aatgtttttg 
600 

ctggacttaa gcagtggctt agtggtgact 
660 

tcccagaaca atctgcggca ctaggtccta 
720 



cggacctggc 
gaggccttaa 
tggagcctac 
ttctcctccg 
atggatgacg 
gaagacacag 
gtagaaaaat 
ttcaccacaa 
gacatattcg 
gactacagag 
tcattgtgca 
cctccagcca 



gcgcaggcgc 
ccccgccggg 
tcggggcgac 
cctctgatgc 
agttccagtt 
aagagaataa 
acattgaaga 
cattacacca 
acatgctgct 
cagaaaaaga 
aatcatcttc 
atgaatggga 



tgacccgacc 
cggcgcgcgc 
tgcgatggac 
agaatttgat 
attacagaga 
actcatctac 
acagctgctg 
tctgttccgt 
caccttcaca 
aggccgagga 
tctgccagct 
tcattctgga 
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tgtcaccagc ccaataggct cagctcatga tgacagaaca catcttggaa agactgactc 
780 

tgttatgtaa ctcctcactt atgttaagta ctaataggtc aaaaccaaaa tgacctaacc 
640 

ctcctggacc tatttatcct gaaacacctt cttgtattca ttaaccatag tactcctccc 
900 

cacctcaagt agacacctct ctcaggagct tctgagtcag acgcctctgg agcgagccct 
960 

atgtcaggca ctccacctgg ggggcccctc cccagcatac ctgctggtgt gtaagcgtgg 
1020 

actaacccgc cgccaccacc ctctgttcca gcaggctctg catgaatctt tgtgcacttg 
1080 

cacctctttt tcacatgggc cacagtttca gtacttcagc ctcagtgggg ttcctgatgt 
1140 

ttatctaggg tgttactcaa gcccagtttg agattttgga gtctcctgtg atcacatctt 
1200 

gtctcggctg taggaatcaa cagaaggaga cgtcctctac ataaaagctc catgtgaaaa 
1260 

gctactccta gtcttaacat ttgcagtcct cgtgtcactg tcttctggtc ctgatgtagt 
1320 

cccactgttt ctagaagtct cttttaagca ttatttttga aaaaaaaaat atttttatag 
1380 

atgaatactc aggctaacct agtggatgtg atcttggaac ctccacgatt atccacttaa 
1440 

agatcaaagt attatatgct gtgtgctttt taggtgtttg ttagtactgt gaaggcaaaa 
1500 

atgctttcta cattgacatt cattcctatt ttactgggca cctatgaatg tatgccgtgt 
1S60 

gctagaaaca gactaaaaca tattcctata gcacgttagt gtgtttgcat gtttgctgaa 
1620 

aatcctttgt gtataaacca gtttgtaagg ttctctgggt taggtaggga ctctgcagtt 
1680 

tcttcctgtc aaaatctctc ctaccaagat ggtgttccac tgtccagccc agcatgagta 
1740 

gcaggtagag cacagcttta ctggctgttt gtatgctctg gtttagtgca atgtgtggta 
1800 

gattacttat cagaaaacat atatgtcatc tctagaacga agaaaaagca tagtagttca 
1860 

attcccagtg tgtccctttg attttttttt tttaatagta aaaataagaa tctgtactga 
1920 

cttttcactt ggccattctg gttctaaagg acaagctaca agctctgtgt ttctgtactg 
1980 

atgtgtcact tattaaatac ttttgtacca cgagtaaaac ttcaggtgtt tcgcaagaac 
2040 

caccattccc aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaa 
2086 

<210> 3446 
<211> 169 
<212> PRT 

<213> Homo sapiens 
<400> 3446 

Met Asp Ala Leu Glu Gly Glu Ser Phe Ala Leu Ser Phe Ser Ser Ala 
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1 




5 


10 


15 




Ser Asp 


Ala 


Glu Phe Asp 


Ala Val Val Gly Tyr 


Leu Glu Asp He 


He 






20 


25 


30 




Met Asp 


Asp 


Glu Phe Gin 


Leu Leu Gin Arg Asn 


Phe Met Asp Lys 


Tyr 




JS 




40 


45 




Tyr Leu 


Glu 


Phe Glu Asp 


Thr Glu Glu Asn Lys 


Leu He Tyr Thr 


Pro 


50 






55 


60 




He Phe 


Asn 


Glu Tyr He 


Ser Leu Val Glu Lys 


Tyr He Glu Glu 


Gin 


65 




70 


75 




60 


Leu Leu 


Gin 


Arg He Pro 


Glu Phe Asn Met Ala 


Ala Phe Thr Thr 


Thr 






85 


90 


95 




Leu His 


His 


Leu Phe Arg 


Leu Arg His His Lys 


Asp Glu Val Ala Gly 






100 


105 


110 




Asp He 


Phe 


Asp Met Leu 


Leu Thr Phe Thr Asp 


Phe Leu Ala Phe 


Lys 




115 




120 


125 




Glu Met 


Phe 


Leu Asp Tyr 


Arg Ala Glu Lys Glu 


Gly Arg Gly Leu Asp 


130 






135 


140 




Leu Ser 


Ser 


Gly Leu Val 


Val Thr Ser Leu Cys 


Lys Ser Ser Ser 


Leu 


145 




ISO 


155 




160 


Pro Ala 


Ser 


Gin Asn Asn 


Leu Arg His 










165 









<210> 3447 
<211> 936 
<212> DNA 

<213> Homo sapiens 
<400> 3447 

acgcgtgaag ggtttgcggg gaagatggag tatcccgcgc cggccacggt gcaggccgcg 
60 

gacggcggag cggccgggcc ttacagcagc tcggagttgc tggagggcca ggagccggac 
120 

ggggtgcgct ttgaccgcga gagggcgcgc cgcctgtggg aagccgtgtc cggtgcccag 
180 

ccggtgggta gagaggaagt ggagcacatg atccagaaga accaatgtct cttcaccaac 
240 

acccagtgta aggtttgctg cgccttgctt atttctgagt cccagaagct ggcacattac 
300 

cagagcaaaa aacatgccaa caaagtgaag agatacctag caatccatgg aatggagaca 
360 

ttaaaggggg aaacgaagaa gctagactca gatcagaaga gcagcagaag caaagacaag 
420 

aaccagtgct gccccatctg taacatgacc ttttcctccc ctgtcgtggc ccagtcgcac 

480 

tacctgggga agacccacgc aaagaactta aagctgaagc agcagtccac taaggtggaa 
540 

gccttgcacc agaatagaga gatgatagac ccagacaagt tctgcagcct ctgccatgca 
600 

actttcaacg accctgtcat ggctcaacaa cattatgtgg gcaagaaaca cagaaaacag 
660 

gagaccaagc tcaaactaat ggcacgctat gggcggctgg cggaccctgc tgtcactgac 
720 

tttccagctg gaaagggcta cccctgcaaa acatgtaaga tagtgctgaa ctccatagaa 
760 
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cagtaccaag ctcatgtcag cggcttcaaa cacaagaacc agtcaccaaa aacagtggca 
840 

tcacccctgg gccagattcc aatgcaaagg caacccattc agaaagactc aaccaccttq 
900 

gaagactaga ggtgattctg cccagcatcc catatt 
936 

<210> 3448 
<211> 302 
<212> PRT 

<213> Homo sapiens 
<400> 3448 

Thr Arg Glu Gly Phe Ala Gly Lys Met Glu Tyr Pro Ala Pro Ala Thr 

1 5 io is 

Val Gin Ala Ala Asp Gly Gly Ala Ala Gly Pro Tyr Ser Ser Ser Glu 

20 25 30 

Leu Leu Glu Gly Gin Glu Pro Asp Gly Val Arg Phe Asp Arg Glu Arg 

35 40 45 

Ala Arg Arg Leu Trp Glu Ala Val Ser Gly Ala Gin Pro Val Gly Arg 

50 55 60 

Glu Glu val Glu His Met He Gin Lys Asn Gin Cys Leu Phe Thr Asn 

65 70 75 80 

Thr Gin Cys Lys Val Cys Cys Ala Leu Leu lie Ser Glu Ser Gin Lys 

85 90 95 

Leu Ala His Tyr Gin Ser Lys Lys His Ala Asn Lys Val Lys Arg Tyr 

100 ios no 

Leu Ala He His Gly Met Glu Thr Leu Lys Gly Glu Thr Lys Lys Leu 

H5 120 125 

Asp Ser Asp Gin Lys Ser Ser Arg Ser Lys Asp Lys Asn Gin Cys Cys 

130 135 140 

Pro He Cys Asn Met Thr Phe Ser Ser Pro Val Val Ala Gin Ser His 
145 150 155 160 

Tyr Leu Gly Lys Thr His Ala Lys Asn Leu Lys Leu Lys Gin Gin Ser 

16S ■ 170 175 

Thr Lys Val Glu Ala Leu His Gin Asn Arg Glu Met He Asp Pro Asp 

180 185 190 

Lys Phe Cys Ser Leu Cys His Ala Thr Phe Asn Asp Pro Val Met Ala 

19S 200 205 

Gin Gin His Tyr Val Gly Lys Lys His Arg Lys Gin Glu Thr Lys Leu 

210 215 220 

Lys Leu Met Ala Arg Tyr Gly Arg Leu Ala Asp Pro Ala Val Thr Asp 
22S 230 235 240 

Phe Pro Ala Gly Lys Gly Tyr Pro Cys Lys Thr Cys Lys He Val Leu 

245 250 255 

Asn Ser He Glu Gin Tyr Gin Ala His Val Ser Gly Phe Lys His Lys 

260 265 270 

Asn Gin Ser Pro Lys Thr Val Ala Ser Ser Leu Gly Gin He Pro Met 

275 280 285 

Gin Arg Gin Pro He Gin Lys Asp Ser Thr Thr Leu Glu Asp 
290 295 300 

<210> 3449 
<211> 877 
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<212> DNA 

<213> Homo sapiens 

<400> 3449 

ntgatcttca gcaaccatca ccaccggcta cagctgaagg cagctccggc ctcctccaat 
60 

ccccccggcg ccccggctct gccgctgcac aattcctccg tgactgccaa ctcccagtcc 
120 

ccggcccttc tggccggcac caaccccgtc gctgtcgtcg cggatggagg cagttgcccc 
180 

gcacactacc cggtgcacga gtgcgtcttc aagggggatg tgaggagact ctcctctctc 
240 

atccgcacgc acaatatcgg gcagaaagat aatcacggaa atactccttt acaccttgct 
300 

gtgatgttag gaaataaaga atgtgcccat ttacttttgg ctcacaatgc tccagtcaag 
360 

gtgaaaaatg ctcagggatg gagccctctg gcggaagcca tcagctatgg agacaggcag 
420 

atgattacag ctcttttgag gaagcttaag cagcaatcca gggaaagtgt tgaagaaaaa 
480 

cgacctcgat tattaaaagc cctgaaagag ctaggtgact tttatctaga acttcactgg 
540 

gattttcaaa gctgggtgcc tttactttcc cgaattctgc cttccgatgc atgtaaaata 
600 

tacaaacaag gtatcaatat caggcttgac acaactctca tagactttac tgacatgaag 
660 

tgccaacgag gggatctaag cttcattttc aatggggatg cggcgccctc tgaatctttt 
720 

gtagtattag acaatgaaca aaaagtttat cagcgaatac atcatgaggc tcacatccca 
780 

ggaatcagag atggaaacag aagaagaggt ggatatttta atgagcagtg atatttactc 
840 

tgcaacttta tcaacaaaat caatttcttt cacgcgt 
877 

<210> 3450 

<211> 276 

<212> PRT 

<213> Homo sapiens 



<400> 3450 


























Xaa 


He 


Phe 


Ser 


Asn 


His 


His 


His 


Arg 


Leu 


Gin Leu 


Lys 


Ala 


Ala 


Pro 


1 








5 










10 








15 




Ala 


Ser 


Ser 


Asn 


Pro 


Pro 


Gly 


Ala 


Pro 


Ala 


Leu Pro 


Leu 


His 


Asn 


Ser 








20 










25 








30 






Ser 


Val 


Thr 


Ala 


Asn 


Ser 


Gin 


Ser 


Pro 


Ala 


Leu Leu 


Ala 


Gly 


Thr 


Asn 






35 










40 








45 








Pro 


Val 


Ala 


Val 


Val 


Ala 


Asp 


Gly 


Gly 


Ser 


Cys Pro 


Ala 


His 


Tyr 


Pro 




SO 










55 








60 










Val 


His 


Glu 


Cys 


Val 


Phe 


Lys 


Gly 


Asp 


Val 


Arg Arg 


Leu 


Ser 


Ser 


Leu 


65 










70 










75 








80 


He 


Arg 


Thr 


His 


Asn 


He 


Gly 


Gin 


Lys 


Asp 


Asn His 


Gly 


Asn 


Thr 


Pro 










85 










90 








9S 




Leu 


His 


Leu 


Ala 


Val 


Met 


Leu 


Gly 


Asn 


Lys 


Glu Cys 


Ala 


His 


Leu 


Leu 
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100 




105 


110 


Leu Ala 


His 


Asn 


Ala 


Pro Val Lys Val Lys 


Asn Ala Gin Gly Trp Ser 




115 






120 


125 


Pro Leu 


Ala 


Glu 


Ala 


He Ser Tyr Gly Asp 


Arg Gin Mec He Thr Ala 


130 








135 


140 


Leu Leu 


Arg 


Lys 


Leu 


Lys Gin Gin Ser Arg 


Glu Ser Val Glu Glu Lys 


145 








ISO 


155 160 


Arg Pro 


Arg 


Leu 


Leu Lys Ala Leu Lys Glu 


Leu Gly Asp Phe Tyr Leu 








165 


170 


175 


Glu Leu 


His 


Trp 


Asp Phe Gin Ser Trp Val 


Pro Leu Leu Ser Arg He 






1B0 




185 


190 


Leu Pro 


Ser 


Asp 


Ala 


Cys Lys lie Tyr Lys 


Gin Gly He Asn He Arg 




195 






200 


205 


Leu Asp 


Thr 


Thr 


Leu 


lie Asp Phe Thr Asp 


Met Lys Cys Gin Arg Gly 


210 








215 


220 


Asp Leu 


Ser 


Phe 


lie 


Phe Asn Gly Asp Ala 


Ala Pro Ser Glu Ser Phe 


225 








230 


235 240 


Val Val 


Leu 


Asp 


Asn 


Glu Gin Lys Val Tyr 


Gin Arg He His His Glu 








245 


250 


255 


Ala His 


lie 


Pro 


Gly 


lie Arg Asp Gly Asn 


Arg Arg Arg Gly Gly Tyr 






260 




265 


270 


Phe Asn 


Glu 


Gin 










275 











<210> 3451 
<211> 595 
<212> DNA 



tcccattttc aaggcttcag tggggctgct tagacaaaaa 

atgggtcctc ctaaagccct ctgagccccg gccgtaggta 

ccctgccatt gcaggtttgg atgtccttct gccagcaaaa 

tgtggagatg tcttccagct ggaaacctga gtgagcgaag 

aactgagaga agattctgcc tccgaaccct ctgaatgaga 

ggttgcttta cttagtcctt cgtggtattg gtgtgtgtca 

cttagccgaa aagagctgaa ggggccttgg aacctggggg 

tttgcccagc tgctgctgcg tagctggatg ggactgtctc 

tcattaactt cctctctggt gctattttct gttgtgttgg tagctatgag cgctcccatc 
540 

cccctttcct cttttgcagg caggggaacc gcttccattt caactttggg gagag 



<210> 3452 
<211> 192 
<212> PRT 



<2i3> Homo sapiens 
<400> 3451 

gcatctttac agtttgtata 
60 

cgatcttcag ggtttacaga 
120 

gaaatatcca gcaagtagtg 
180 

cccagcacga acctctggct 
240 

Ctgaactgtg agggcggcac 
300 

gtctgaagga tctgatcttg 
360 

atgctggagt cccccagctc 
420 

agctgcttac tttgcaaggt 
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<213> Homo sapiens 
<400> 3452 



Met Glu 


Ala 


val 


Pro Leu 


Pro 


Ala Lys Glu Glu 


Arg Gly Met Gly Ala 


1 






5 




10 






15 


Leu lie 


Ala 


Thr 


Asn Thr 


Thr 


Glu Asn Ser 


Thr 


Arg Glu Glu 


Val Asn 






20 






25 




30 




Glu Arg 


Gin 


Ser 


His Pro 


Ala 


Thr Gin Gin 


Gin 


Leu Gly Lys 


Thr Leu 




35 








40 




45 




Gin Ser 


Lys 


Gin 


Leu Pro 


Gin 


Val Pro Arg 


Pro 


Leu Gin Leu 


Phe Ser 


50 








55 






60 




Ala Lys 


Glu 


Leu 


Arg Asp 


Ser 


Ser He Asp 


Thr 


His Gin Tyr 


His Glu 


65 






70 






7S 




80 


Gly Leu 


Ser 


Lys 


Ala Thr Gin A3p Gin He 


Leu 


Gin Thr Leu 


He Gin 








8S 




90 






95 


Arg Val 


Arg 


Arg 


Gin Asn 


Leu 


Leu Ser Val 


Val 


Pro Pro Ser 


Gin Phe 






100 






105 




110 




Asn Phe 


Ala 


His 


Ser Gly Phe Gin Leu Glu Asp 


He Ser Thr 


Ser Gin 




115 








120 




12S 




Arg Phe 


Met 


Leu 


Gly Phe 


Ala 


Gly Arg Arg 


Thr 


Ser Lys Pro 


Ala Met 


130 








135 






140 




Ala Gly 


His 


Tyr 


Leu Leu 


Asn 


He Ser Thr 


Tyr 


Gly Arg Gly 


Ser Glu 


145 






150 






155 




160 


Ser Phe 


Arg 


Arg 


Thr His 


Ser 


Val Asn Pro 


Glu 


Asp Arg Phe 


Cys Leu 








165 




170 






175 


Ser Ser 


Pro 


Thr 


Glu Ala 


Leu 


Lys Met Gly Tyr 


Thr Asn Cys 


Lys Asn 






180 






185 




190 





<210> 3453 

<211> 477 

<212> DNA 

<213> Homo sapiens 

<400> 3453 

nnacgcgtga agggtcccgg ccgcggggct ggcgggctga ggggagaaaa gatggcggcg 
60 

gcggcggcag ctggtgcggc ctccgggctg ccgggtccag tggcacaagg attaaaggaa 
120 

gcgttagtgg atacgctcac cgggatccta tccccagtac aggaggtgcg ggcggctgct 
180 

gaagaacaga ttaaggtgct ggaggtgacg gaggaatttg gtgttcactt ggcagaactg 
240 

actgtagatc cccagggggc actggcaatc cgtcagctgg catcagtcat cttgaaacaa 
300 

tatgtggaga ctcactggtg tgcccaatca gagaaattta ggcctcctga aactacagaa 
360 

agggcaaaaa ttgttatccg ggagctattg cctaatgggt tgagagaatc gataagcaaa 
420 

gtgcgctcca gtgtggccta tgcagtgtca gccattgccc actgggactg gcctgaa 
477 

<210» 3454 
<211> 159 
<212> PRT 
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<213> Homo sapiens 
<400> 3454 

Xaa Arg Val Lys Gly Pro Gly Arg Gly Ala Gly Gly Leu Arg Gly Glu 

15 10 is 

Lys Met Ala Ala Ala Ala Ala Ala Gly Ala Ala Ser Gly Leu Pro Gly 

20 25 30 

Pro Val Ala Gin Gly Leu Lys Glu Ala Leu Val Asp Thr Leu Thr Gly 

35 40 45 

He Leu Ser Pro Val Gin Glu Val Arg Ala Ala Ala Glu Glu Gin lie 

50 55 60 

Lys Val Leu Glu Val Thr Glu Glu Phe Gly Val His Leu Ala Glu Leu 
65 70 75 go 

Thr Val Asp Pro Gin Gly Ala Leu Ala He Arg Gin Leu Ala Ser Val 

85 go 95 

He Leu Lys Gin Tyr Val Glu Thr His Trp Cys Ala Gin Ser Glu Lys 

100 105 no 

Phe Arg Pro Pro Glu Thr Thr Glu Arg Ala Lys He Val He Arg Glu 

H5 120 12S 

Leu Leu Pro Asn Gly Leu Arg Glu Ser He Ser Lys Val Arg Ser Ser 

130 135 140 

Val Ala Tyr Ala Val Ser Ala He Ala His Trp Asp Trp Pro Glu 
14S iso iss 

<210> 3455 
<211> 4886 
<212> DNA 

<213> Homo sapiens 



<400> 3455 

nncttcggca caggattgat ccagtcctcc ttccttcact accacatgaa tgctgggcag 
60 

cccaggatca cactcactgc accctcaact cagaccgtta cctggcacac tggcctcact 
120 

180 9CC " ag acCSfagctat t^cagtgcc ttcagctctg agctcaggca cctcgaacat 

tgtttttgtc gttaaggatc ctaaagtgct gtggggagtg atcacatttt tctcaacatc 
24 0 

cctggcccca cctcttctgc cacaaacgtc agcatggtgg tatcagccgg ccctttgtcc 
300 

agcgagaagg cagagatgaa cattctagaa atcaatgaga aattgcgccc ccagttggca 

gagaagaaac agcagttcag aaacctcaaa gagaaatgtt ttctaactca actggccggc 
4 20 

ttcctggcca accgacagaa gaaatacaaa tatgaagagt gtaaagatct cataaaattt 
480 

acgctgagga atgagcgaca gttcaaggag gagaagcttg cagagcagct caagcaagcc 
540 

gaggagctca ggcaatataa agtcctggtt cacgctcagg aacgagagct gacccagtta 
600 

agggagaagc tacgggaagg gagagatgcc tcccgctcat tgaatgagca tctccaggcc 
ctcctcactc cggacgagcc ggacaagtcc caggggcagg acctccaaga acagctggct 
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gaggggtgta ggctggcaca gcacctcgtc caaaagctca gcccagaaaa tgacaacgat 
780 

gacgatgaag atgttcaagt tgaggtggct gagaaagtgc agaaatcgtc tgcccccagg 
640 

gagatgcaga aggctgaaga aaaggaagtc cctgaggact cactggagga atgtgccatc 
900 

acttgttcaa atagccatgg cccttatgac tccaaccagc cacataagaa aaccaaaacc 
960 

acatttgagg aagacaaagt cgactcaact ctcattggct catcctctca tgttgaatgg 
1020 

gaggatgctg tacacactat tccagaaaat gaaagtgatg atgaggaaga ggaagaaaaa 
1080 

gggccagtgt ctcccaggaa tctgcaggag tctgaagagg aggaagtccc ccaggagtcc 
1140 

tgggatgaag gttattcgac tctctcaatt cctcctgaaa tgttggcccc gtacaagtct 
1200 

tacagcagca catttcactc attagaggaa cagcaagtct gcatggctgt tgacataggc 
1260 

agacatcggt gggatcaagt gaaaaaggag gaccacgagg caacaggtcc caggctcagc 
1320 

agagagctgc tggatgagaa agggcctgaa gtcttgcagg actcactgga tagatgttat 
1380 

tcaactcctt caggttgtct tgaactgact gactcatgcc agccctacag aagtgccttt 
1440 

tacgtattgg agcaacagcg tgttggcttg gctgttgaca tggatgaaat tgaaaagtac 
1500 

caagaagtgg aagaagacca agacccatca tgccccaggc tcagcaggga gctgctggat 
1560 

gagaaagagc ctgaagtctt gcaggactca ctggatagat gttattcgac tccttcaggt 
1620 

tatcttgaac tgcctgactt aggccagccc tacagcagtg ctgtttactc attggaggaa 
1680 

cagtaccttg gcttggctct tgacgtggac agaattaaaa aggaccaaga agaggaagaa 
1740 

gaccaaggcc caccatgccc caggctcagc agggagctgc tggaggtagt agagcctgaa 
1800 

gtcttgcagg actcactgga tagatgttat tcaactcctt ccagttgtct tgaacagcct 
1660 

gactcctgcc agccctatgg aagttccttt tatgcattgg aggaaaagca tgttggcttt 
1920 

tctcttgacg tgggagaaat tgaaaagaag gggaagggga agaaaagaag gggaagaaga 
1980 

tcaaagaagg aaagaagaag gggaagaaaa gaaggggaag aagatcaaaa cccaccatgc 
2040 

cccaggctca gcagggagct gctggatgag aaagggcctg aagtcttgca ggactcactg 
2100 

gatagatgtt attcaactcc ttcaggttgt cttgaactga ctgactcatg ccagccctac 
2160 

agaagtgcct tttacatatt ggagcaacag tgtgttggct tggctgttga catggatgaa 
2220 

attgaaaagt accaagaagt ggaagaagac caagacccat catgccccag gctcagcggg 
2280 

gagctgttgg atgagaaaga gcctgaagtc ttgcaggagt cactggatag atgctattca 
2340 
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actccttcag gttgtcttga actgactgac tcatgccagc cctacagaag tgccttttac 
2400 

atattggagc aacagcgtgt cggcttggct gttgacatgg atgaaattga aaagtaccaa 

2460 

gaagtggaag aagaccaaga cccatcatgc cccaggctca gcagggagct gctggatgag 
2520 

aaagagcctg aagtcttgca ggactcactg gatagatgtt attcgactcc ttcaggttat 
2580 

cttgaactgc ctgacttagg ccagccctac agcagtgctg tttactcatt ggaggaacag 
2640 

taccttggct tggctcttga cgtggacaga attaaaaagg accaagaaga ggaagaagac 
2700 

caaggcccac catgccccag gctcagcagg gagctgctgg aggtagtaga gcctgaagtc 
2760 

ttgcaggact cactggatag atgttattca actccttcca gttgtcttga acagcctgac 
2B20 

tcctgccagc cccatggaag ttccttttat gcattggagg aaaaacatgt tggcttttct 
2890 

cttgacgtgg gagaaattga aaagaagggg aaggggaaga aaagaagggg aagaagatca 
2940 

aagaagcaaa gaagaagggg aagaaaagaa ggggaagaag atcaaaaccc accatgcccc 
3000 

aggctcaacg gtgtgctgat ggaagtggaa gagcctgaag tcttacagga ctcactggat 
3060 

agatgttatt cgactccgtc aatgtacttt gaactacctg actcattcca gcactacaga 
3120 

agtgtgtttt actcatttga ggaagagcac atcagcttcg ccctttacgt ggacaatagg 
3180 

ttttttactt tgacggtgac aagtctccac ccggtgttcc agatgggagt catattccca 
3240 

caataagcag cccttactaa tccgagagat gtcattcctg caggcaggac ctataggcaa 
3300 

gtgaagatct gaatgaaagt acagttccat ttggaagccc agacatagga tgggtcagtg 
3360 

ggcatggctc tattcctatt ctcaaaccat gccagtggca acctgtgctc agtctgaaga 
3420 

caatggaccc aagctaggtg tgacacgttc acataactgt gcagcacatg ccgggagtga 
3480 

tcagtcggac attttaattt gaaccacgta tctctgggta gctacaaaat tcctcaggga 
3540 

tttcattttg caggcatgtc tctgagcttc tatacctgct caaggccacc gtcatctttg 
3600 

tgtttagctc atccaaaggt gttaccctgg tttcaatgaa cctaacctca ttctttgtat 
3660 

cttcagtgtt gaattgtttt agctgatcca tctgcaacac aggagggatc cttggctgag 
3720 

gattgtattt cagaaccacc aactgctctt gacaattgtt aacccactag gctcctttgg 
3780 

ttagagaagc cacagtcctt cagcctccaa ttggtgtcag tacttaggaa gaccacagct 
3840 

agatggacaa acagcattgg gaggccttag ccctgctcct ctcaattcca tcctgtagag 
3900 

aacaggagtc aggagccgct ggcaggagac agcatgtcac ccaggactct gccggtgcag 
3960 
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aatatgaaca atgccatgtt cttgcagaaa acgcttagcc tgagtttcat aggaggtaat 
4020 

caccagacaa ctgcagaatg tggaacactg agcaggacaa ctgacctgtc tccctcacat 
4080 

agtccatatc accacaaatc acacaacaaa aaggagaaga gatattttgg gttcaaaaaa 
4140 

agtaaaaaga taatgtagct gcatttcttt agttattttg ggccccaaat atttcctcat 
4200 

ctttttgttg ttgtcattga tggtggcgac atggacttgt ttatagagga caggtcagct 
4260 

gtctggctca atgatctaca ttctgaagtt gtctgaaaat gtcttcatga ttaaattcag 
4320 

cctaaacgtt ttgccgggaa cactgcagag acaatgctgt gagtttccaa cctcagccca 
4380 

tctgcgggca gagaaggtct agtttgtcca tcaccattat catgatatca ggactggtta 
4440 

cttggctaag gaggggtcta ggagatctgt cccttttaga gacaccttac ttataatgaa 
4500 

gaagtacttg ggaaagtggt tttcaagagt ataaatatcc tgtactctaa tgatcatcct 
4560 

ctaaacattt tatcatttat taatcctccc tgcctgtgtc tattattata ttcacatctc 
4620 

tacactgcaa aatttggggt ctcaattttt actgtgcctt tgtttttact agtgtctgct 
4680 

gttgcaaaaa gaagaaaaca ttctctgcct gagttctaat ttttgtccaa agttaatttt 
4740 

aatctataca attaaaagct tttgcctatc actctggact tttggattgt tttttacatt 
4800 

cagtgttata atattttgtt atgctgattg gttttggtgg gtactgatgt gaattaataa 
4860 

aaacatttca tttccaaaaa aaaaaa 
4886 

<210> 3456 
<211> 117 
<212> PRT 

<213> Homo sapiens 



<400> 3456 



GlU 


lie 


Glu 


Lys 


Lys 


Gly 


Lys 


Gly 


Lys 


Lys 


Arg Arg Gly Arg 


Arg 


Ser 


1 








5 










10 




15 




Lys 


Lys 


Gin 


Arg 


Arg 


Arg 


Gly 


Arg 


Lys 


Glu 


Gly Glu Glu Asp 


Gin 


Asn 








20 










25 




30 






Pro 


Pro 


Cys 


Pro 


Arg 


Leu 


Asn 


Gly 


Val 


Leu 


Met Glu Val Glu 


Glu 


Pro 






35 










40 






45 






Glu 


Val 


Leu 


Gin 


Asp 


Ser 


Leu 


Asp 


Arg 


Cys 


Tyr Ser Thr Pro 


Ser 


Met 




50 










55 








60 






Tyr Phe 


Glu 


Leu 


Pro 


Asp 


Ser 


Phe 


Gin 


His 


Tyr Arg Ser Val 


Phe 


Tyr 


65 










70 










75 




80 


Ser 


Phe 


Glu 


Glu 


Glu 


His 


lie 


Ser 


Phe 


Ala 


Leu Tyr Val Asp 


Asn 


Arg 










85 










90 




95 




Phe 


Phe 


Thr 


Leu 


Thr 


Val 


Thr 


Ser 


Leu 


His 


Leu Val Phe Gin 


Met 


Gly 








100 










105 




110 






Val 


lie 


Phe 


Pro 


Gin 
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115 



<210> 3457 

<211> 646 

<212> DNA 

<213> Homo sapiens 



<400> 3457 

acgcgtgact ttgtatccat gtccaggtgt ccatgcgcct gtgtgtgcag atgtgtcnct 
60 

gtccctgggt gtgtctgtgc ctgtgtgtgc gttgatatct gtgcctgcct cttcacacat 
120 

aggtgggaat gcagagtgtg tattctttgt nnatgcacct gtacacaggc tngggcgggc 
180 

aagtgaggat gcgtatgtnn ggttggctgt gtctgtatct gcatttgcat gngtgtattg 
240 

gagattggag ctgtgtgtct gtgcgtgtgt gtagtgtgta ccgtgtgcac atgtatgtgt 
300 

gtgcctgtgg accagcacct gtgttgccac atttgggtga cggtacatcc atgcactngg 
360 

gtctgcaggt gtatctgcga gtgcgtgtgt ctgtctaaca cactctgtag atgtcgccgc 
420 

ctgaatgaga gccagagcag agctctcccc agcccttccc aagtactgtt cccctctacc 
480 

gacgactccc cagttctctc cttccctgat gcaatgcacg cctagtgggc tacgtgtgcc 
540 

aaccctccag gccttctcct gccacaggct ctgtctctgt cccgtcgctg tgcctcctgc 
600 

ccctgctaac ccagccctcc gtgccctgga tgcgcccgga catggc 
646 



<210> 3458 

<211> 61 

<212> PRT 

<213> Homo sapiens 

<400> 3458 

Thr Arg Asp Phe Val Ser Met Ser 

l 5 
Arg Cys Val Xaa Val Pro Gly Cys 
20 

lie Cys Ala Cys Leu Phe Thr His 

35 40 
Leu Cys Xaa Cys Thr Cys Thr Gin 
50 55 



Arg Cys Pro Cys Ala Cys Val Cys 

10 15 
Val Cys Ala Cys Val Cys Val Asp 
25 30 
Arg Trp Glu Cys Arg Val Cys He 
45 

Ala Xaa Ala Gly Lys 
60 



<210> 3459 

<211> 592 

<212> DNA 

<213> Homo sapiens 



<400> 3459 

acgcgtcctg ggctgggtga ccctagcgtt ctagatatag cctcttatct tggcacccag 
60 
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gggcatactg gggcccctct tttcctgagc cggggagcaa ggtgccagga ggtggctggg 
120 

gaccctactt cactgcaggg ggctcagccc agcctgcctc aggcagaaca agggtctggg 
160 

ggtggctgtg gggggctgtg gatgggtccc agtgggcctg ctgccactcc caccacatgg 
240 

gacctgcctt ccggccctgc caggactcca gtcctgccct gctcacccca gcttccaggc 
300 

ccttccctgt gtgcagcctc agtttgcctg ctgcagaata agcaccacgc tccctcgtgg 
360 

gcagaggcac cggcagactc accacgcgcc ctgcaggcat gtcctgtgct gtgccaggca 
420 

ggccccggcc acgtccctgc ccccggagct ggccttcagc ggggacagtg gtcagcactg 
460 

aagacagtca tacctgcccg gccggcactg ccctgctcag cacggggaca atttgaactt 
540 

aagctttaac ttaatcaaaa tgaactaaaa ttaaaaaaaa aaaaaaaaaa aa 
592 

<210> 3460 
<211> 115 
<212> PRT 

<213> Homo sapiens 



<400> 3460 



Met Gly 


Pro 


Ser 


Gly Pro 


Ala 


Ala 


Thr 


Pro 


Thr Thr 


Trp 


Asp Leu 


Pro 


l 






5 








10 






15 




Ser Gly 


Pro 


Ala 


Arg He 


Pro 


Val 


Leu 


Pro 


Cys Ser 


Pro 


Gin Leu 


Pro 






20 








25 








30 




Gly Pro 


Ser 


Leu 


Cys Ala 


Ala 


Ser 


Val 


Cys 


Leu Leu 


Gin 


Asn Lys 


His 




35 








40 








45 






His Ala 


Pro 


Ser 


Trp Ala 


Glu 


Ala 


Pro 


Ala 


Asp Ser 


Pro 


Arg Ala 


Leu 


SO 








55 








60 








Gin Ala 


Cys 


Pro 


Val Leu 


Cys 


Gin 


Ala 


Gly 


Pro Gly 


His 


Val Pro 


Ala 


65 






70 










75 






80 


Pro Gly 


Ala 


Gly 


Leu Gin 


Arg Gly Gin 


Trp 


Ser Ala 


Leu 


Lys Thr 


Val 








85 








90 






95 




He Pro 


Ala 


Arg 


Pro Ala 


Leu 


Pro 


Cys 


Ser 


Ala Arg 


Gly 


Gin Phe 


Glu 






100 








105 








110 





Leu Lys Leu 
115 



<210> 3461 
<211> 474 
<212> DNA 

<213> Homo sapiens 
<400> 3461 

ttgctgttcc aggccccagc gtccgttttt gtggtgcagc tgcagctcca cgccggctac 
60 

ttcgtgctgg gtcgcatcct ttgtgccctc ctcggcgact tcgggggcct tctggctgct 
120 

agctttgcgc ccgtggcaga tgtcagctcc agtcgcagcc gcaccttccg gacggccctg 
180 
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ctggaagcca gcatcggggt ggctgggatg ctggcaagcc ccctcggggg ccactggctc 
240 

cgggcccagg gttatgccaa ccccttctgg ctggccttgg ccttgctgat agccacgact 
300 

ctctacgcag ctttctgctt tggtgagacc ctaaaggagc caaagtccac ccggctcttc 
360 

acgttccgtc accaccgacc cattgtccag ctctatgtgg ctcccgcccc agagaagtcc 
420 

aggaaacatt tagccctcta ctcactggcc atcttcgtgg tgatcactgt gcac 
474 

<210> 3462 
<211> 101 
<212> PRT 

<213> Homo sapiens 
<400> 3462 

Met Ala Leu Leu Glu Ala Ser lie Gly Val Ala Gly Met Leu Ala Ser 

15 10 15 

Leu Leu Gly Gly His Trp Leu Arg Ala Gin Gly Tyr Ala Asn Pro Phe 

20 2S 30 

Trp Leu Ala Leu Ala Leu Leu lie Ala Met Thr Leu Tyr Ala Ala Phe 

35 40 45 

Cys Phe Gly Glu Thr Leu Lys Glu Pro Lys Ser Thr Arg Leu Phe Thr 

50 55 60 

Phe Arg His His Arg Ser lie Val Gin Leu Tyr Val Ala Pro Ala Pro 
6S 70 75 80 

Glu Lys Ser Arg Lys His Leu Ala Leu Tyr Ser Leu Ala lie Phe Val 

85 90 95 

Val He Thr Val His 
100 

<210> 3463 

c211> 1734 

<212> DNA 

<213> Homo sapiens 

<400> 3463 

nngaggcgcc ggcttcggag tgcgcccgcc gccgcagcag cagcgctcct ggaggacccc 
60 

gccgtccccc ggctcaccgc tgcccttcct gctgctgagc tacccgagcg gcggcggcgg 
120 

cagcagcggc agggcaagca ccatcctaat tatctcatgg ctaatgaacg catgaacctc 
180 

atgaacatgg ccaagctgag tatcaagggc ttgattgaat cagctctgaa cctggggagg 
240 

actcttgact ctgactatgc acctctccag caattctttg tggtgatgga gcaccgtctg 
300 

aaacatggct tgaaagctaa aaaaactttt ctcggacaaa ataaatcctt ctgggggcct 
360 

ctagaactgg tagaaaagct tgttccagaa gccgcagaga taacagcaag tgttaaagat 
420 

cttccaggac ttaagacacc agtaggtaga ggaagagccc ggcttcgttt ggcattaatg 
480 
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caaaagaaac tttcagaata tatgaaagct ttgatcaata agaaagaact tctcagtgaa 
540 

ttctacgaac ccaacgccct catgatggaa gaagaaggag ccataattgc tggtctgttg 
600 

gtgggtctga atgtcattga tgccaatttc tgtatgaaag gagaagactt ggactctcag 
660 

gttggagtta tagatttttc aatgtatctc aaggacggga acagcagtaa aggtactgaa 
720 

ggagacggtc agattactgc aattctggac cagaagaact atgtagaaga actgaacaga 
780 

catttgaatg ctactgtaaa caaccttcag gcaaaagtag atgcattaga aaaatccaac 
640 

actaaactga cagaggagct tgcagttgca aacaacagga tcactacctt acaagaagaa 
900 

atggaacgag ttaaagagga aagttcctac atactggaat ccaatcggaa gggtcccaag 
960 

caagacagaa ctgcagaagg gcaagcacta agcgaagcaa gaaagcattt aaaagaagag 
1020 

acacaattac gattggatgt tgagaaagaa ctggagatgc agatcagcat gaggcaggag 
1080 

atggaattgg ctatgaagat gctggagaag gatgtctgtg agaagcagga tgccctggta 
1140 

tctcttcggc agcagctgga tgacctcaga gctctcaagc atgaacttgc ctctaagctg 
1200 

cagagttcag acttaggagt aaaacagaaa agtgaactaa acagtcgctt ggaagagaag 
1260 

actaatcaga tggctgctac cattaaacaa cttgaacaaa ggtaaaagtc ctgtttcttt 
1320 

aatgaaacac tttggattgt cagtgctgaa gtgaaaagaa tgtgctgtac attcggcaaa 
1380 

tagaaaatac atgaaattct tccaaattag catcagacat tctggtagaa aaaagccagt 
1440 

tgaatgttat gtgtgttttc taaggtatga ctgaaatgtt tttaggaaat gtcaatcact 
1500 

tgactagcct ctaaaaaaaa aaaagaaagg tcagcctctc atgactgttt tgaacatcag 
1560 

aactcttaat ccatgtcaga gtcatgtgtt agaggaagga tacttaaaag catggaagga 
1620 

ctcttaaatg tatgtatgta attctgtgat tttattgttc atcactgaag tccccgaata 
1680 

cttggatgct aggggataca gaggcactga gagataggtg tcctccaagg atcc 
1734 

<210> 3464 

<211> 434 

<212> PRT 

<213> Homo sapiens 

<400> 3464 

Xaa Arg Arg Arg Leu Arg Ser Ala Pro Ala Ala Ala Ala Ala Ala Leu 

15 10 15 

Leu Glu Asp Pro Ala Val Pro Arg Leu Thr Ala Ala Leu Pro Ala Ala 

20 25 30 

Glu Leu Pro Glu Arg Arg Arg Arg Gin Gin Arg Gin Gly Lys His His 
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35 40 45 

Pro Asn Tyr Leu Met Ala Asn Glu Arg Met Asn Leu Met Asn Met Ala 

50 55 60 

Lys Leu Ser lie Lys Gly Leu lie Glu Ser Ala Leu Asn Leu Gly Arg 
6S 70 75 80 

Thr Leu Asp Ser Asp Tyr Ala Pro Leu Gin Gin Phe Phe Val Val Met 

85 90 95 

Glu His Cys Leu Lys His Gly Leu Lys Ala Lys Lys Thr Phe Leu Gly 

100 105 HO 

Gin Asn Lys Ser Phe Trp Gly Pro Leu Glu Leu Val Glu Lys Leu Val 

US 120 125 

Pro Glu Ala Ala Glu He Thr Ala Ser Val Lys Asp Leu Pro Gly Leu 

130 135 140 

Lys Thr Pro Val Gly Arg Gly Arg Ala Trp Leu Arg Leu Ala Leu Met 
145 150 155 160 

Gin Lys Lys Leu Ser Glu Tyr Met Lys Ala Leu He Asn Lys Lys Glu 

165 170 175 

Leu Leu Ser Glu Phe Tyr Glu Pro Asn Ala Leu Met Met Glu Glu Glu 

180 185 190 

Gly Ala He He Ala Gly Leu Leu Val Gly Leu Asn Val He Asp Ala 

195 200 205 

Asn Phe Cys Met Lys Gly Glu Asp Leu Asp Ser Gin Val Gly Val He 

210 215 220 

Asp Phe Ser Met Tyr Leu Lys Asp Gly Asn Ser Ser Lys Gly Thr Glu 
225 230 235 240 

Gly Asp Gly Gin He Thr Ala He Leu Asp Gin Lys Asn Tyr Val Glu 

245 250 255 

Glu Leu Asn Arg His Leu Asn Ala Thr Val Asn Asn Leu Gin Ala Lys 

260 265 270 

Val Asp Ala Leu Glu Lys Ser Asn Thr Lys Leu Thr Glu Glu Leu Ala 

275 280 285 

Val Ala Asn Asn Arg He He Thr Leu Gin Glu Glu Met Glu Arg Val 

290 295 300 

Lys Glu Glu Ser Ser Tyr He Leu Glu Ser Asn Arg Lys Gly Pro Lys 
305 310 315 320 

Gin Asp Arg Thr Ala Glu Gly Gin Ala Leu Ser Glu Ala Arg Lys His 

325 330 335 

Leu Lys Glu Glu Thr Gin Leu Arg Leu Asp Val Glu Lys Glu Leu Glu 

340 345 350 

Met Gin He Ser Met Arg Gin Glu Met Glu Leu Ala Met Lys Met Leu 

355 360 365 

Glu Lys Asp Val Cys Glu Lys Gin Asp Ala Leu Val Ser Leu Arg Gin 

370 375 380 

Gin Leu Asp Asp Leu Arg Ala Leu Lys His Glu Leu Ala Phe Lys Leu 
335 390 395 400 

Gin Ser Ser Asp Leu Gly Val Lys Gin Lys Ser Glu Leu Asn Ser Arg 

405 410 415 

Leu Glu Glu Lys Thr Asn Gin Met Ala Ala Thr He Lys Gin Leu Glu 
420 425 430 

Gin Arg 



<210> 3465 
<211> 2904 
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<212> DNA 

<213> Homo sapiens 
<400> 3465 

acgcgtccgc cggagcgggc 
60 

agccccagct tggccaagca 
120 

aactggacag acacgcggga 
180 

ggcatgacgc tagtggagca 
240 

atcgtggcta cagctaaggc 
300 

ccacggggaa ttatcctgac 
360 

tacaggatct cctattgcac 
420 

cagagccagc acaaccagag 
480 

gcacaggctg ttaccctcac 
540 

gtgtccaagg aagagaaaga 
600 

ggggcccgcc aagactgcac 
660 

gacttagagg agacggctaa 
720 

gacgaggtgc cgcggccaca 
780 

ggcctggatg aagcgttttc 
840 

actggcctga cagcccagga 
900 

aagcctgaca gcagcggcac 
960 

agccggacac aagcggccct 
1020 

gttctggggc ccgcctgcca 
1080 

ctgcagccag tcaggcaggg 
1140 

caaaagatgc cttgaatatt 
1200 

gtcaggcacg tctcctgctg 
1260 

cctggagcaa gctctgccct 
1320 

ccttctctct ttctaaggac 
1380 

ggatttcagt gattcttccc 
1440 

gggaatgtgt ccccctgctc 
1S00 



catggacgcg ctcaagtcgg 
gagccggggg ggcggcggcc 
gacgctgctg gaggggatgc 
gcccaagggt gaggagctgt 
cagtgggaag aagctgcaga 
agacaacctc accaaccagc 
agcagacaag atgcacgaca 
cctcgagtgc cacgccttcc 
cgtagcccag gccttcaaag 
gaagagggac aaagccagcc 
cccccccttg aagagcttgg 
ggccccgctg tccacggtca 
agccttgagt ggcagcagtg 
gaggcttgcc cagtctcgga 
catgcattac gcccagtgcc 
agagcaggat gacctcttca 
gacacgtgat ggaccaaagc 
cctctcccag cccccagcac 
gagagatttt tcttttaagc 
tattcagtga cttctggctt 
cgcgacatgc gcagtgctgt 
ggctgtgggt atcaggactg 
ccaaatttcc ctgggggcac 
cccacccccc agcacaggag 
tgcttcctca gggcccagca 



cggggcgggc gctgatccgg 
ggcaccgcaa gctgcctgag 
tgttcagcct caagtacctg 
cggccgccgc catcaagagg 
aggtgactct gaaggtgtcg 
tcattgagaa cgtgtccata 
aggtgtttgc atacatcgcc 
tctgcaccaa gcggaagatg 
tcgcctttga gttttggcag 
aagagggagg ggacgtcctg 
tcgccactgg gaacctgctg 
gcgccaacac caccaacatg 
ttgtctggga gctggatgat 
caaaccctca ggtcctggac 
tctcgcctgt cgactgggac 
gcttctgagg gcccggggcc 
cacctgctgc gggggagcca 
tgtcagcctg aagatcagag 
cctgctcttt ccccgagaac 
atgctcagaa gccagtctgc 
aatcggctcc cgcttgctct 
tgaccaaagc atttctagtc 
cctgcttcct gaaagctgtt 
agcacccaca gccgcagaag 
ggcgggggtt tgagccctgg 
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accccaggct cttagagact aaggggcagc tcctgaccaa agacgataca gcttggcact 
1560 

ttaaagcatt aacagcaggt gtgaccctga gggctcctcc atggtgctgc attgagtcca 
1620 

gctttccttc tgccctccct ccaggagaag gggcccaagg tccccgtgga tggtctccac 
1660 

ctgtgcctgg aaccagtgta actggctgct ccctgctccc agggactgac acggggatca 
1740 

tctctgtgac cgccctccgt cgggcccctg cctgccttct cccccccacg caaggctgtg 
1800 

ctcttcctct ggtttctgtg tgtccgtttg agtgtctgcg ccccgcctcc ccatacttcc 
1860 

tgggatgatg tgtgaaacct gacacctaga tttatttgga aatattctat gaccacttta 
1920 

cagatgagga aactgaggcc tcaagcgtgg aggggtagag tgaagagtag aacccaggtc 
1980 

tgatgccaaa gctgctctct tctctgcctc ctcctcacgc aactcacacc tccttctctt 
2040 

ctagctttgt tgtcctccca ggaaccaaaa aaccccagct attttctgaa caaaacgtgt 
2100 

ttcataacaa accatctggt gcctttccac acagaactgg caggagcctc gtgtcctgct 
2160 

agccgtctct cttgttgatt tccgtgaaaa tgcaagtgtt tgaagtctgc tcatcccgag 
2220 

ggtgaaacaa aatccaaccc tgtcagaatc atgctgttct ctttgctgac actgtgaccc 
22B0 

tgggtcggga cagaccagca gcaatctgtc tttagaatcg ctttccttcc tccccttttg 
2340 

cccccgtggg gctcccggca tcctgaaagc cagcaaagcc tccagcatct tttccatcct 
2400 

gaggtgcctc ccagtggcct ggcttgtcgg agcaagtttc atcagcccta gggaaaacac 
2460 

ggccctcctg ggaaccccct tacctggagt aaccggacac cttagacgga ggtgcctgag 
2520 

ggtggggtgg gatttgcagg gtcattatca gaacatgagg ataacttcct. tgcccctgct 
2580 

ctgtagccac ctccttggca ccggcctcta tttgtcataa ggcggcgtgg gcgaggcctg 
2640 

acacaggcca gccttggcac gaggggggcc aggggttctg agaagcgctg ccctgtgaga 
2700 

gccacgctgc cctgtgagag ccatgctggc cttcgtctcc atctctggtt gacgggctgt 
2760 

ecgcgtgcct cctgtgtgtc tgcagacaag tcttgctgtg ctttatttgt gaaactttaa 
2820 

tgaggaaaaa acaaataata aatgttctcg ttttgaaact caaaaaaaaa aaaaaaaaaa 
2880 

aaaaaaaaaa aaaaaaaaaa aaaa 
2904 

<210> 3466 

<211> 315 

<212> PRT 

<213> Homo sapiens 
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<400> 3466 

Thr Arg Pro Pro Glu Arg Ala Met Asp Ala Leu Lys Ser Ala Gly Arg 

IS 10 1-5 

Ala Leu lie Arg Ser Pro Ser Leu Ala Lys Gin Ser Trp Gly Gly Gly 

20 25 30 

Gly Arg His Arg Lys Leu Pro Glu Asn Trp Thr Asp Thr Arg Glu Thr 

35 40 45 

Leu Leu Glu Gly Met Leu Phe Ser Leu Lys Tyr Leu Gly Met Thr Leu 

SO S5 60 

Val Glu Gin Pro Lys Gly Glu Glu Leu Ser Ala Ala Ala He Lys Arg 
65 70 75 60 

He Val Ala Thr Ala Lys Ala Ser Gly Lys Lys Leu Gin Lys Val Thr . 

85 90 9S 

Leu Lys Val Ser Pro Arg Gly lie He Leu Thr Asp Asn Leu Thr Asn 

100 105 HO 

Gin Leu He Glu Asn Val Ser He Tyr Arg He Ser Tyr Cys Thr Ala 

115 120 125 

Asp Lys Met His Asp Lys Val Phe Ala Tyr He Ala Gin Ser Gin His 

130 135 140 

Asn Gin Ser Leu Glu Cys His Ala Phe Leu Cys Thr Lys Arg Lys Met 
145 150 155 160 

Ala Gin Ala Val Thr Leu Thr Val Ala Gin Ala Phe Lys Val Ala Phe 

165 170 175 

Glu Phe Trp Gin Val Ser Lys Glu Glu Lys Glu Lys Arg Asp Lys Ala 

180 185 190 

Ser Gin Glu Gly Gly Asp Val Leu Gly Ala Arg Gin Asp Cys Thr Pro 

195 200 205 

Pro Leu Lys Ser Leu Val Ala Thr Gly Asn Leu Leu Asp Leu Glu Glu 

210 21S 220 

Thr Ala Lys Ala Pro Leu Ser Thr Val Ser Ala Asn Thr Thr Asn Met 
225 230 23S 240 

Asp Glu Val Pro Arg Pro Gin Ala Leu Ser Gly Ser Ser Val Val Trp 

245 250 255 

Glu Leu Asp Asp Gly Leu Asp Glu Ala Phe Ser Arg Leu Ala Gin Ser 

260 265 270 

Arg Thr Asn Pro Gin Val Leu Asp Thr Gly Leu Thr Ala Gin Asp Met 

275 280 28S 

His Tyr Ala Gin Cys Leu Ser Pro Val Asp Trp Asp Lys Pro Asp Ser 

290 295 300 

Ser Gly Thr Glu Gin Asp Asp Leu Phe Ser Phe 
305 310 315 

<210> 3467 
<211> 638 
<212> DNA 

<213> Homo sapiens 
<400> 3467 

acgcgtgaag ggcacggagg tactcactgt attattcttt caacctttat gaatgtatca 
60 

acattcgcaa aataaaaaag ttgtggagga ggaagaaaaa caaaaaccag gatgcactga 
120 

ggtctgaggt gaaggtccta ggagcatcag ttctctgttg ggatcaaggt cgctgggaca 
. 1B0 
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gagcttgatc cctgtcaact gctaaaacaa tccaggacaa tccaatagta gagctgaatt 
240 

ttgattacct tggtcctgag cttcacagcc ctttggcaga ggaaatcctg tgacactgag 
300 

gtgtaaccac aagactggcc caaactgacc ctattctgtt ggtaacagga ggtatagcag 
360 

agccaaaact gaaagtcatg taacccggac atgcacaaag gaggaaaatc ataactcgga 
420 

accaacgttt cctccctgtg gagccaagaa gacagggaca cgaccggagc ttgaggggcg 
460 

gaacgctttc agaagggaag ggtccattat cctggaagat ctggtgctga aacctgccat 
540 

tccacacctt accataaatg gccaagttta aagccctcct attgaaacct gcccgccagc 
600 

acttctgtgt gccaacctgt cctccctaac ccgtcgac 
638 

<210> 3468 
<211> 88 
<212> PRT 

<213> Homo sapiens 
<400> 3468 

Met Ser Leu Ser Ser Trp Leu His Arg Glu Glu Thr Leu Val Pro Ser 

15 10 15 

Tyr Asp Phe Pro Pro Leu Cys Met Ser Gly Leu His Asp Phe Gin Phe 

20 25 30 

Trp Leu Cys Tyr Thr Ser Cys Tyr Gin Gin Asn Arg Val Ser Leu Gly 

35 40 45 

Gin Ser Cys Gly Tyr Thr Ser Val Ser Gin Asp Phe Leu Cys Gin Arg 

50 55 60 

Ala Val Lys Leu Arg Thr Lys Val He Lys He Gin Leu Tyr Tyr Trp 
65 70 75 80 

He Val Leu Asp Cys Phe Ser Ser 
85 



<210> 3469 

<211> 1710 

<212> DNA 

<213> Homo sapiens 



<400> 3469 

gccgcggctc cggggaacgg ccgcgcatcg gcgccccggc tgcttctgct ctttctggtt 
60 

ccgctgctgt gggccccggc tgcggtccgg gccggcccag atgaagacct tagccaccgg 
120 

aacaaagaac cgccggcgcc ggcccagcag ctgcagccgc agcctgtggc tgtgcagggc 
180 

cccgagccgg cccgggtcga gaaaatattt acaccagcag ctccagttca taccaataaa 
240 

gaagatcctg ctacccaaac . taatttggga tttatccatg catttgtcgc tgccatatca 
300 

gttattattg tatctgaatt gggtgataag acatttttta tagcagccat catggcaatg 
360 
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cgctataacc gcctgaccgt gctggctggt 
420 

ttgtcagttt tgtttggcca tgccaccaca 
480 

tcaactgtat tatttgccat ttttggcatt 
540 

cctgatgagg gtcaagagga actggaagaa 
600 

gaatttcaac gaaccaaact tttaaatgga 
660 

acagtacctc agaaaaagtg gttgcatttt 
720 

ttaacattct tagcagaatg gggtgatcgc 
780 

agagaggacc cccatggtgt agccgtgggt 
840 

ttggcagtaa ttggaggaag aatgatagca 
900 

ataggaggca tcgttttttt ggcgtttgca 
960 

ggtttttaac aagctgtttg ttcatctata 
1020 

tgtacatagt gtacattaca actaaaagta 
1080 

ttgtaagttt gacccactta attattatgc 
1140 

aaagattttt aaaaaggttt gactcctaag 
1200 

tgttaatatg gtcctcattt ttcctttggt 
1260 

gcaattccct ttcagcactg accccttttt 
1320 

aggtgtttca agatgtttac cttaaagttt 
1380 

ttcttaaaac atttccctga gccagtaaac 
1440 

aggtgtttaa aaaaagagac atatatgata 
1500 

agaactgtct gccaggtcat ccctcctctt 
1560 

aaaaacagtc aatatttgac aatgtggaat 
1620 

attcatatct tttctatatt gaataaacaa 
1680 

ggtatgacca gtgaaaaaaa aaaaaaaaaa 
1710 

<210> 3470 

<211> 322 

<212> PRT 

<213> Homo sapiens 

<400> 3470 

Ala Ala Ala Pro Gly Asn Gly Arg i 



gcaatgcttg 


ccttgggact 


aatgacatgc 


gtcatcccca 


gggtctatac 


atactatgtt 


agaatgcttc 


gggaaggctt 


aaagatgagc 


gttcaagccg 


aactaaagaa 


gaaagacgaa 


ccgggagatg 


ttgaaacggg 


tacaagcata 


attccaccca 


tttttgttca 


agctcttaca 


tctcaactaa 


ctacaattgt 


attggcagct 


ggaactgtgg 


ggcactgcct 


gtgcacggga 


cagaaaatct 


ctgtcagaac 


tgtgacaatc 


ttttccgcac 


tatttataag 


ccctgattct 


tttagtttaa 


aataggtagt 


attatctttc 


atgggaaaca 


ctgtatttcg 


tagcattgat 


ccaaaagata 


taatcat tga 


ttttatttgt 


tqtqqqtttt 


tcttctctcc 


aacataatta 


gcagaaccgt 


tgtgcagtgg 


ggtctaccat 


aaggaataca 


aattttctcc 


ttcatcactt 


ttcttgggga 


aagaatgaat 


taatttctat 


agtagtttaa 


tcattggtct 


tttcaaaact 


ttgctgttat 


atcaataaca 


tggcacaaca 


ttttttttaa 


ttgggtagga 


cacccaatat 


caccaaatta 


aaagagaaca 


ctatgaatgt 


tgtaacatag 


ataacaatac 


aaataaaagt 



a Ser Ala Pro Arg Leu Leu Leu 
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1 








5 




10 


15 




Leu 


Phe 


Leu 


Val 


Pro 


Leu 


Leu Trp Ala Pro 


Ala Ala Val Arg Ala 


Gly 








20 






25 


30 




Pro 


Asp 


Glu 


Asp 


Leu 


Ser 


His Arg Asn Lys 


Glu Pro Pro Ala Pro 


Ala 






3S 








40 


45 




Gin 


Gin 


Leu 


Gin 


Pro 


Gin 


Pro Val Ala Val 


Gin Gly Pro Glu Pro 


Ala 




50 










55 


60 




Arg 


Val 


Glu 


Lys 


He 


Phe 


Thr Pro Ala Ala 


Pro Val His Thr Asn 


Lys 


65 










70 




75 


80 


Glu 


Asp 


Pro 


Ala 


Thr 


Gin 


Thr Asn Leu Gly 


Phe He His Ala Phe 


Val 










85 




90 


95 




Ala 


Ala 


He 


Ser 


val 


He 


He Val Ser Glu 


Leu Gly Asp Lys Thr 


Phe 








100 






105 


110 




Phe 


lie 


Ala 


Ala 


He 


Met 


Ala Met Arg Tyr 


Asn Arg Leu Thr Val 


Leu 






115 








120 


125 




Ala 


Gly 


Ala 


Met 


Leu 


Ala 


Leu Gly Leu Met 


Thr Cys Leu Ser Val 


Leu 




130 










135 


140 




Phe 


Gly 


Tyr 


Ala 


Thr 


Thr 


Val He Pro Arg 


Val Tyr Thr Tyr Tyr 


Val 


145 










150 




155 


160 


Ser 


Thr 


Val 


Leu 


Phe Ala 


He Phe Gly He 


Arg Met Leu Arg Glu 


Gly 










165 




170 


175 




Leu 


Lys 


Met 


Ser 


Pro Asp 


Glu Gly Gin Glu 


Glu Leu Glu Glu Val 


Gin 








180 






185 


190 




Ala 


Glu 


Leu 


Lys 


Lys 


Lys 


Asp Glu Glu Phe 


Gin Arg Thr Lys Leu 


Leu 






195 








200 


205 




Asn 


Gly 


Pro 


Gly 


Asp Val 


Glu Thr Gly Thr 


Ser He Thr Val Pro 


Gin 




210 










215 


220 




Lys 


Lys 


Trp 


Leu 


His 


Phe 


He Ser Pro He 


Phe Val Gin Ala Leu 


Thr 


225 










230 




23S 


240 


Leu 


Thr 


Phe 


Leu 


Ala 


Glu 


Trp Gly Asp Arg 


Ser Gin Leu Thr Thr 


He 










245 




250 


255 




Val 


Leu 


Ala 


Ala 


Arg 


Glu 


Asp Pro Tyr Gly 


Val Ala Val Gly Gly 


Thr 








260 






265 


270 




Val 


Gly 


His 


Cys 


Leu Cys 


Thr Gly Leu Ala 


Val He Gly Gly Arg 


Met 






275 








280 


285 




He 


Ala 


Gin 


Lys 


He 


Ser 


Val Arg Thr Val 


Thr He He Gly Gly 


He 




290 










295 


300 




Val 


Phe 


Leu 


Ala 


Phe 


Ala 


Phe Ser Ala Leu 


Phe He Ser Pro Asp 


Ser 


305 










310 




31S 


320 



Gly Phe 

<210> 3471 

<211> 2335 

<212> DMA 

<213> Homo sapiens 

c400> 3471 

ggccgcgtgg ccctggccga catcgccttc accggcggcg gcaacatcgt ggtggccacg 
50 

gcggacggca gcagcgcgtc gcccgtgcag ttctacaagg tgtgcgtgag cgtggtgagc 
120 

gagaagtgcc gtatcgacac ggagatcctg ccctccctgt tcatgcgctg caccaccgac 
180 
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ctcaaccgca aggacaagtt ccccgccatc acccacctca agttcctggc ccgggacatg 
240 

tcggagcagg tgcttttgtg cgcgtccagc cagaccagca gcatcgcgga gtgctggtcc 
300 

ctgcgcaagg agggactccc cgtgaacaac atcttccagc agatctcccc cgtggttggc 
360 

gacaaacagc ccacaattct caaacggcgg atcccatcgg ccaccaacga cctggaccgt 
420 

gtgtcggccg tggcgctgcc caagctgccc atctcgctca ccaacaccga cctcaaggtg 
430 

gccagcgaca cacagttcta ccctggcctc gggctggccc tggccttcca cgacggcagc 
540 

gtccacatcg tgcaccggct ctcactgcag accatggccg tcttctacag ctccgcggcc 
600 

ccgaggcctg tggatgagcc ggccatgaag cgcccccgca ccgcgggccc cgccgtccac 
660 

ttaaaggcta tgcagctatc gtggacgtca ctggccctgg tggggattga cagccacggg 
720 

aagctgagcg tgctccgcct ctcaccttcc atgggccacc cgccggaggt ggggctggcg 
780 

ctgcggcacc tgctcttcct gctggagtac tgcatggtga ccggctacga ctggtgggac 
840 

atcctgctgc acgtgcagcc cagtatggta cagagcctgg tggagaagct gcacgaggag 
900 

tacacgcgcc agaccgctgc cctgcagcag gtcctctcca cccggatcct ggccatgaag 
960 

gcctcgctcc gcaagctgtc gccctgcacg gtgacccgcg tgtgcgacta ccacaccaag 
1020 

ctcttcccca tcgccatcag ctccaccctg aagtcgctgc tgcgccccca ctttctcaac 
1080 

acgcctgaca agagccccgg cgaccggctg accgagatct gcaccaagat caccgacgtc 
1140 

gacattgaca aggtcatgat caacctcaag acggaggaat ttgtgctgga catgaacaca 
1200 

ctgcaggcgc tgcagcagct cttgcagtgg gtgggcgact tcgtgctgta cctgctggcc 
1260 

agcctaccca accagggttc cctgctgagg ccgggccaca gctttctgcg ggacggcacc 
1320 

tcgctgggca tgcttcggga attgatggtg gtcatccgca tctggggcct tctgaagccc 
1380 

agctgcctgc ccgtgtatac ggccacctcg gatacccagg acagcatgtc cctgctcttc 
1440 

cgcctgccca ccaagctctg gatctgctgt cgcgatgagg gcccagcgag cgagccggac 
1500 

gaggcgccgg cggatgaatg ctgcctgctg cccagccagc tgcttatccc cagcctggac 
1560 

tggctgccag ccagcgacgg cccggttagc cgcctgcagc ccaagcagcc ccttcgtctg 
1620 

cagtttggcc gggcgcccac gctgcctggc agtgctgcca ccctgcagct cgacggcctc 
1680 

gccagggccc caggccagcc caagatcgac cacctgcgga ggctgcacct tggcgcccgc 
1740 

cccacggagg aatgcaaggc ctgcaccagg tgcggctgtg ccaccatgct caagtcgccc 
1800 
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aacagaacca cggcggtgaa gcagtgggag cagcgctgga tcaagaactg cctgtgcggt 
1860 

gggctctggt ggcgggtgcc cctcagctac ccctgagccc agccgcccct cagctactcc 
1920 

tcagccaccc ctcagctgcc cctgagcccg gctgctgcaa gagccaccgc tcgccccgga 
1980 

ctctcctcgg cgcggttaac ctcagcccgc cctgcagggc tgttgaaggc cgtgggccgg 
2040 

acgcctgcgt gaccagcaga gcttctgagg aagcccctgc ccttgtccag ctgggcccgc 
2100 

agtccacaca ccactctccc aggaccccca gatccctgga ccatctgcat ccagaggacc 
2150 

gtccgtgacg gccgggggtc caggcggacc ttgtggtgac ccggctcggg cgtctcctcg 
2220 

gtttccttgc ctcacccgcg gagagcgctg aacctggaca agcagcggct gggaaggaca 
2280 

ggtccaataa acgccctctg cgcccaggaa aaaaaaaaaa aaaaaaaaaa aaaaa 
2335 

<210> 3472 
<211> 631 
<212> PRT 

<213> Homo sapiens 



<400> 3472 



Gly Arg 


Val Ala 


Leu 


Ala 


Asp He 


Ala 


Phe 


Thr Gly Gly 


Gly Asn 


He 


1 






5 








10 








15 




val 


Val 


Ala Thr 


Ala 


Asp 


Gly Ser 


Ser 


Ala 


Ser 


Pro Val 


Gin 


Phe 


Tyr 






20 








25 








30 






Lys 


Val 


Cys Val 


Ser 


Val 


Val Ser 


Glu 


Lys 


Cys 


Arg He 


Asp Thr 


Glu 






35 






40 








45 








lie 


Leu 


Pro Ser 


Leu 


Phe 


Met Arg 


Cys 


Thr 


Thr 


Asp Leu 


Asn Arg 


Lys 




50 








ss 








60 








Asp 


Lys 


Phe Pro 


Ala 


He 


Thr His 


Leu 


Lys 


Phe 


Leu Ala 


Arg Asp 


Met 


65 








70 








75 








80 


Ser 


Glu 


Gin Val 


Leu 


Leu 


Cys Ala 


Ser 


Ser 


Gin 


Thr Ser 


Ser 


He 


val 








85 








90 








95 




Glu Cys 


Trp Ser 


Leu 


Arg 


Lys Glu 


Gly 


Leu 


Pro 


Val Asn 


Asn 


He 


Phe 






100 








10S 








110 






Gin 


Gin 


He Ser 


Pro 


Val 


Val Gly 


Asp 


Lys 


Gin 


Pro Thr 


He 


Leu 


Lys 






115 






120 








125 








Trp 


Arg 


He Leu 


Ser 


Ala 


Thr Asn 


Asp 


Leu 


Asp Arg Val 


Ser 


Ala 


Val 




130 








135 








140 








Ala 


Leu 


Pro Lys 


Leu 


Pro 


lie Ser 


Leu 


Thr 


Asn Thr Asp 


Leu 


Lys 


Val 


145 








ISO 








155 






160 


Ala 


Ser 


Asp Thr 


Gin 


Phe 


Tyr Pro 


Gly 


Leu 


Gly Leu Ala 


Leu 


Ala 


Phe 








165 








170 








175 




His 


Asp 


Gly Ser 


Val 


His 


He Val 


His 


Arg 


Leu 


Ser Leu 


Gin 


Thr 


Met 






180 








185 








190 






Ala 


Val 


Phe Tyr 


Ser 


Ser 


Ala Ala 


Pro 


Arg 


Pro 


Val Asp 


Glu 


Pro 


Ala 






195 






200 








205 








Met 


Lys 


Arg Pro 


Arg 


Thr 


Ala Gly 


Pro 


Ala 


Val 


His Leu 


Lys 


Ala 


Met 




210 








215 








220 






Gin 


Leu 


Ser Trp 


Thr 


Ser 


Leu Ala 


Leu 


Val 


Gly He Asp 


Ser 


His 


Gly 
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225 




230 








235 


240 


Lys Leu Ser Val 


Leu Arg 


Leu 


Ser 


Pro 


Ser Met Gly 


His Pro Leu Glu 




24S 










250 


255 


Val Gly Leu Ala 


Leu 


Arg 


His 


Leu 


Leu 


Phe Leu Leu 


Glu Tyr Cys Met 


260 










265 




270 


Val Thr Gly Tyr 


Asp 


Trp 


Trp Asp 


He 


Leu Leu His 


Val Gin Pro Ser 


275 








280 






265 


Met Val Gin Ser 


Leu 


Val 


Glu Lys 


Leu 


His Glu Glu 


Tyr Thr Arg Gin 


290 






295 






300 




Thr Ala Ala Leu 


Gin 


Gin 


val 


Leu 


Ser 


Thr Arg He 


Leu Ala Met Lys 


305 




310 








315 


320 


Ala Ser Leu Cys 


Lys 


Leu 


Ser 


Pro 


Cys 


Thr val Thr 


Arg Val Cys Asp 




325 










330 


335 


Tyr His Thr Lys 


Leu 


Phe 


Leu 


He 


Ala 


He Ser Ser 


Thr Leu Lys Ser 


340 










345 




350 


Leu Leu Arg Pro 


His 


Phe 


Leu 


Asn 


Thr 


Pro Asp Lys 


Ser Pro Gly Asp 


355 








360 






365 


Arg Leu Thr Glu 


He 


Cys 


Thr 


Lys 


He 


Thr Asp Val 


Asp He Asp Lys 


. 370 






375 






380 




val Met lie Asn 


Leu 


Lys 


Thr 


Glu 


Glu 


Phe Val Leu 


Asp Met Asn Thr 


385 




390 








395 


400 


Leu Gin Ala Leu 


Gin 


Gin 


Leu 


Leu 


Gin 


Trp Val Gly 


Asp Phe Val Leu 




405 










410 


415 


Tyr Leu Leu Ala 


Ser 


Leu 


Pro 


Asn 


Gin 


Gly Ser Leu 


Leu Arg Pro Gly 


420 










425 




430 


His Ser Phe Leu 


Arg 


Asp 


Gly Thr 


Ser 


Leu Gly Met 


Leu Arg Glu Leu 


435 








440 






445 


Met Val Val He 


Arg 


He 


Trp Gly 


Leu 


Leu Lys Pro 


Ser Cys Leu Pro 


450 






455 






460 




Val Tyr Thr Ala 


Thr 


Ser 


Asp Thr 


Gin 


Asp Ser Met 


Ser Leu Leu Phe 


465 




470 








475 


480 


Arg Leu Leu Thr 


Lys 


Leu 


Trp 


He 


Cys 


Cys Arg Asp 


Glu Gly Pro Ala 




485 










490 


49S 


Ser Glu Pro Asp 


Glu 


Ala 


Leu 


Val 


ASp 


Glu Cys Cys 


Leu Leu Pro Ser 


SOO 










505 




510 


Gin Leu Leu He 


Pro 


Ser 


Leu 


Asp 


Trp 


Leu Pro Ala 


Ser Asp Gly Leu 


515 








S20 






S25 


Val Ser Arg Leu 


Gin 


Pro 


Lys 


Gin 


Pro 


Leu Arg Leu 


Gin Phe Gly Arg 


530 






535 






540 




Ala Pro Thr Leu 


Pro Gly 


Ser 


Ala 


Ala 


Thr Leu Gin 


Leu Asp Gly Leu 


545 




550 








555 


560 


Ala Arg Ala Pro 


Gly Gin 


Pro Lys 


He 


Asp His Leu 


Arg Arg Leu His 




565 










570 


575 


Leu Gly Ala Cys 


Pro 


Thr 


Glu 


Glu 


Cys 


Lys Ala Cys 


Thr Arg Cys Gly 


580 










585 




590 


Cys Val Thr Met 


Leu 


Lys 


Ser 


Pro 


Asn 


Arg Thr Thr 


Ala Val Lys Gin 


595 








600 






605 


Trp Glu Gin Arg 


Trp 


He 


Lys Asn 


Cys 


Leu Cys Gly 


Gly Leu Trp Trp 


610 






615 






620 




Arg Val Pro Leu 


Ser Tyr 


Pro 










625 




630 













<210> 3473 
<211> 1660 
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<212> DNA 

<213> Homo sapiens 

<400> 3473 

taatgtgccc ccttagaagg acgtgtttct tggtttcaca cgtttgagtc tatgcaccag 
60 

ctggattttc acaaaggggt ctgaaccttg gctgttggcg agggcaaagt gggcgtggcg 
120 

gcgccatgcc cgggccggac tgagtgcgcg cgggcgagaa tggcgtacat ccagttggaa 
180 

ccattaaacg agggttttct ttctagaatc tctggtctgc tgctgtgcag atggacctgc 
240 

cggcactgct gtcagaagtg ctacgagtcc agctgttgcc agtcaagtga ggatgaagtt 
300 

gaaattctgg gaccttcccc tgctcagacc cctccctggc tgatggccag ccggagcagt 
360 

gacaaggatg gtgactctgt ccacacggcc agcgaagtcc cgctgacccc acggaccaat 
420 

tccccggacg gaagacgctc gtccccagac acatccaagc ctacatacag cctgacgcgg 
480 

aggatttcga gtcttgagtc aagacgtccc agctctccac tcatcgatat taaacccatc 
540 

gagtttggcg tcctcagcgc caagaaggag cccatccaac cttcggtgct cagacggacc 
600 

tataaccccg acgactattt caggaagttc gaaccccacc tgcactccct cgactccaac 
660 

agcgacgatg tggactctct gacagacgag gagatcctgt ccaagtacca gctgggcatg 
720 

ctgcacttca gcactcagta cgacctgctg cacaaccacc tcaccgtgcg cgtgatcgag 
780 

gccagggacc tgccacctcc catctcccac gatggctcgc gccaggacat ggcgcactcc 
840 

aacccctacg tcaagatctg tctcctgcca gaccagaaga actcaaagca gaccggggtc 
900 

aaacgcaaga cccagaagcc cgtgtttgag gagcgctaca ccttcgagat ccccttcctg 
96 0 

gaggcccaga ggaggaccct gctcctgacc gtggtggatt ttgataagtt ctcccgccac 
1020 

tgtgtcattg ggaaagtttc tgtgcctttg tgtgaagttg acctggtcaa gggcgggcac 
1080 

tggtggaagg cgctgattcc cagttctcag aatgaagtgg agctggggga gctgcctctg 
1140 

tcactgaatt atctcccaag tgctggcaga ctgaatgttg atgtcattcg agccaagcaa 
1200 

cttcttcaga cagatgtgag ccaaggttca gacccctttg tgaaaatcca gctggcgcat 
1260 

ggactcaaac ttgtgaaaac caagaagacg tccttcttaa ggggcacaat tgatcctttc 
1320 

tacaacgaat ccttcagctt caaagttccc caagaagaac tggaaaatgc cagcctagtg 
1380 

tttacagttt ccggccacaa catgaagagc agcaatgact tcaccgggag gatcgtcatt 
1440 

ggccagtact cttcaggccc ctctgagacc aaccactgga ggcgcatgct caacacgcac 
1500 
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cgcacagccg tggagcagtg gcatagcctg aggtcccgag ctgagtgtga ccgcgtgtct 
1560 

cctgcctccc tggaggtgac ctgagggctg cagggaaggc agctttcatt tgtttaaaaa 
1620 

aaaaaagacg gaaaaaaatg tgccacatac tattacatcc 
1660 



<210> 3474 

<211> 474 

<212> PRT 

<213> Homo sapiens 



<400> 3474 

Met Ala Tyr He Gin Leu Glu Pro Leu Asn Glu Gly Phe Leu Ser Arg 

15 10 15 

lie Ser Gly Leu Leu Leu Cys Arg Trp Thr Cys Arg His Cys Cys Gin 

20 25 30 

Lys Cys Tyr Glu Ser Ser Cys Cys Gin Ser Ser Glu Asp Glu val Glu 

35 40 45 

He Leu Gly Pro Phe Pro Ala Gin Thr Pro Pro Trp Leu Met Ala Ser 

50 55 60 

Arg Ser Ser Asp Lys Asp Gly Asp Ser Val His Thr Ala Ser Glu Val 
65 70 75 80 

Pro Leu Thr Pro Arg Thr Asn Ser Pro Asp Gly Arg Arg Ser Ser Ser 

85 90 95 

Asp Thr Ser Lys Ser Thr Tyr Ser Leu Thr Arg Arg He Ser Ser Leu 

100 105 HO 

Glu Ser Arg Arg Pro Ser Ser Pro Leu He Asp He Lys Pro He Glu 

115 120 125 

Phe Gly Val Leu Ser Ala Lys Lys Glu Pro He Gin Pro Ser Val Leu 

130 135 140 

Arg Arg Thr Tyr Asn Pro Asp Asp Tyr Phe Arg Lys Phe Glu Pro His 
145 ISO 1SS 160 

Leu Tyr Ser Leu Asp Ser Asn Ser Asp Asp Val Asp Ser Leu Thr Asp 

165 170 175 

Glu Glu He Leu Ser Lys Tyr Gin Leu Gly Met Leu His Phe Ser Thr 

180 185 190 

Gin Tyr Asp Leu Leu His Asn His Leu Thr Val Arg Val He Glu Ala 

195 200 205 

Arg Asp Leu Pro Pro Pro He Ser His Asp Gly Ser Arg Gin Asp Met 

210 215 220 

Ala His Ser Asn Pro Tyr Val Lys He Cys Leu Leu Pro Asp Gin Lys 
225 230 -235 240 

Asn Ser Lys Gin Thr Gly Val Lys Arg Lys Thr Gin Lys Pro Val Phe 

245 250 2S5 

Glu Glu Arg Tyr Thr Phe Glu lie Pro Phe Leu Glu Ala Gin Arg Arg 

260 265 270 

Thr Leu Leu Leu Thr Val Val Asp Phe Asp Lys Phe Ser Arg His Cys 

275 280 285 

Val He Gly Lys Val Ser Val Pro Leu Cys Glu Val Asp Leu Val Lys 

290 295 300 

Gly Gly His Trp Trp Lys Ala Leu He Pro Ser Ser Gin Asn Glu Val 
305 310 315 320 

Glu Leu Gly Glu Leu Leu Leu Ser Leu Asn Tyr Leu Pro Ser Ala Gly 
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325 








330 








335 




Arg Leu 


Asn 


Val 


Asp 


val 


lie 


Arg Ala 


Lys 


Gin Leu 


Leu 


Gin 


Thr 


Asp 






340 








345 








350 




Val Ser 


Gin 


Gly 


Ser 


Asp 


Pro 


Phe Val 


Lys 


He Gin 


Leu 


Val 


His 


Gly 




3S5 










360 






36S 






Leu Lys 


Leu 


Val 


Lys 


Thr 


Lys 


Lys Thr 


Ser 


Phe Leu 


Arg 


Gly 


Thr 


He 


370 










375 






380 








Asp Pro 


Phe 


Tyr 


Asn 


Glu 


Ser 


Phe Ser 


Phe 


Lys Val 


Pro 


Gin 


Glu 


Glu 


385 








390 








395 








400 


Leu Glu 


Asn 


Ala 


Ser 


Leu 


val 


Phe Thr 


Val 


Phe Gly 


His 


Asn 


Met 


Lys 








405 








410 








415 




Ser Ser 


Asn 


Asp 


Phe 


lie 


Gly 


Arg He 


Val 


He Gly 


Gin 


Tyr 


Ser 


Ser 






420 








425 








430 






Gly Pro 


Ser 


Glu 


Thr 


Asn 


His 


Trp Arg 


Arg 


Met Leu 


Asn 


Thr 


His 


Arg 




435 










440 






445 






Thr Ala 


Val 


Glu 


Gin 


Trp 


His 


Ser Leu 


Arg 


Ser Arg 


Ala 


Glu 


Cys 


Asp 


450 










455 






460 








Arg Val 


Ser 


Pro 


Ala 


Ser 


Leu 


Glu Val 


Thr 












465 








470 



















<210> 3475 

<211> 514 

<212> DNA 

<213> Homo sapiens 

<400> 3475 

acgcgtctgg agggctggtt cttctgcacg cccgcccgca agctgctctg gctggtgctg 
60 

cagcccttct tctactcact acggccgctc tgcgtccacc ccaaggccgt gacccgcatg 
120 

gaggtgctca acacgctggt gcagctggcg gccgacctgg ccatctttgc cctttggggg 
180 

ctcaagcccg tggtctacct gctggccagc tcctccctgg gcctgggcct gcaccccatc 
240 

tcgggccact tcgtggccga gcactacatg ttcctcaagg gccacgagac ctactcctac 
300 

tatgggcccc tcaactggat caccttcaac gtgggctacc acgtggagca ccacgacttc 
36 0 

cccagcatcc cgggctacaa cctgccgctg gtgcggaaga tcgcgcccga gtactacgac 
420 

cacctgccgc agcaccactc ctgggtgaag gtgctctggg attttgtgtc tgaggactcc 
480 

Ctggggccct atgccagggt gaagcgggtg taca 
514 

<210> 3476 
<211> 171 
<212> PRT 

<213> Homo sapiens 
<400> 3476 

Thr Arg Leu Glu Gly Trp Phe Phe Cys Thr Pro Ala Arg Lys Leu Leu 

1 5 io 15 

Trp Leu Val Leu Gin Pro Phe Phe Tyr Ser Leu Arg Pro Leu Cys Val 
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His Pro 

Leu Ala 

SO 
Val Tyr 
65 

Ser Gly 

Thr Tyr 

Tyr His 

Pro Leu 
130 
His His 
14S 

Leu Gly 



20 

Lys Ala Val 
35 

Ala Asp Leu 

Leu Leu Ala 

His Phe Val 
85 

Ser Tyr Tyr 

100 
Val Glu His 
11S 

Val Arg Lys 

Ser Trp Val 

Pro Tyr Ala 
165 



Thr Arg 

Ala He 

55 
Ser Ser 
70 

Ala Glu 

Gly Pro 

His Asp 

He Ala 
135 
Lys Val 
150 

Arg val 



25 
Met Glu 
40 

Phe Ala 

Phe Leu 

His Tyr 

Leu Asn 
105 
Phe Pro 
120 

Pro Glu 
Leu Trp 
Lys Arg 



Val Leu 

Leu Trp 

Gly Leu 

75 

Met Phe 
90 

Trp He 

Ser lie 

Tyr Tyr 

Asp Phe 
155 
Val Tyr 
170 



Asn Thr 

45 
Gly Leu 
60 

Gly Leu 

Leu Lys 

Thr Phe 

Pro Gly 
12 5 
Asp His 
140 

Val Phe 



30 

Leu Val Gin 

Lys Pro Val 

His Pro He 
80 

Gly His Glu 
95 

Asn Val Gly 
110 

Tyr Asn Leu 

Leu Pro Gin 

Glu Asp Ser 
160 



<210> 3477 

<211> 356 

<212> DNA 

<213> Homo sapiens 



<400> 3477 

gcgcgcctcg gctgcctgcc cggcggtctc cgggtcctcg tccagaccgg ccaccggagc 
60 

ttgacctcct gcatcgaccc ttccatggga cttaatgaag agcagaaaga atttcaaaaa 
120 

gtggcctttg actttgctgc ccgagagatg gctccaaata tggcagagtg ggaccagaag 
180 

gtaggcgttt ttcttgtgct tagacgttct aacaacagat gtctcaggca gacccctatc 
240 

tttgtctccc gataatgtaa ttgttaaatg tctcctccac ttaccaactc ttactgcaag 
3 00 

tgagaatacc ggtagtggat gatttttcct agaaggcatc ctgatcatct tgtaca 
356 



<210> 3478 

<211> 116 

<212> PRT 

<213> Homo sapiens 



<400> 3478 

Met He Arg Met Pro Ser Arg Lys 

1 5 
Leu Ala Val Arg Val Gly Lys Trp 
20 

Ser Gly Asp Lys Asp Lys Gly Leu 

35 40 
Ser Lys His Lys Lys Asn Ala Tyr 

50 55 
Trp Ser His Leu Ser Gly Ser Lys 



Asn His Pro Leu Pro Val Phe Ser 

10 15 
Arg Arg His Leu Thr He Thr Leu 
25 30 
Pro Glu Thr Ser Val Val Arg Thr 
45 

Leu Leu Val Pro Leu Cys His He 
60 

Val Lys Gly His Phe Leu Lys Phe 
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65 70 
Phe Leu Leu Phe lie Lys Ser His 
85 

Ala Pro Val Ala Gly Leu Asp Glu 
100 

Ala Glu Ala Arg 
11S 



75 80 
Gly Arg Val Asp Ala Gly Gly Gin 

90 95 
Asp Pro Glu Thr Ala Gly Gin Ala 
105 110 



<210> 3479 
<211> 797 
<212> DNA 

<213> Homo sapiens 



<400> 3479 

nctttccaac ccagcctgaa 
60 

taccccggct ctgacaggat 
120 

gagtatctca tgtacctcaa 
180 

ccagtgttcc cctgggtcct 
240 

aagattttcc gggatctttc 
300 

tttatccaga ggtttaaaga 
360 

taccacaccc actactcctc 
420 

ttcacccagg ccttctgcgc 
480 

cacacacaca cacacacata 
540 

caggatgcct ccgctaaaaa 
6 00 

aggattctgg ctcaccagcc 
660 

ccaacaaagt cttgcaaaat 
720 

taacataaat aagatttagt 
780 

ggcggtcaag gattaga 
797 



ggggaaagcc acctcggagg 
catgctgcag aagtggcaga 
caccgcggcc gggagaacct 
cgcagactac acctcagaga 
aaagcccatg ggggctcaga 
agttgagaaa actgaaggag 
ggccatcatc gtggcctcct 
tctgcaggtg agctgctgcc 
cgcctgtatc acaagactaa 
cttagtcatt agccagtgat 
aaggcaggct gctctccctc 
gattctaaaa aataagaaac 
ggaaaaagaa aaagcaggaa 



acaccctcaa tctaaggaga 
aaagggacat cagcaatttt 
gcaatgacta cacgcagtac 
cattgaactt ggcaaatccg 
ccaaggaaag gaagctgaaa 
acatgactgc ccagtgccac 
acctggtccg gatgccaccc 
actctctgta cacacacaca 
gacctgtgct tgaacaaaga 
tcccagttga cattggctcc 
agttacacct gcacatctgc 
gagacatgaa aaaaatgatt 
acttggagac tagaaaggca 



<210> 3480 

<211> 192 

<212> PRT 

<213> Homo sapiens 



<400> 3480 

Xaa Phe Gin Pro Ser Leu Lys Gly Lys Ala Thr Ser Glu Asp Thr Leu 

15 10 15 

Asn Leu Arg Arg Tyr Pro Gly Ser Asp Arg lie Met Leu Gin Lys Trp 

20 25 30 

Gin Lys Arg Asp lie Ser Asn Phe Glu Tyr Leu Met Tyr Leu Asn Thr 
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35 40 45 

Ala Ala Gly Arg Thr Cys Asn Asp Tyr Met Gin Tyr Pro Val Phe Pro 

50 55 60 

Trp Val Leu Ala Asp Tyr Thr Ser Glu Thr Leu Asn Leu Ala Asn Pro 
65 70 75 80 

Lys lie Phe Arg Asp Leu Ser Lys Pro Met Gly Ala Gin Thr Lys Glu 

85 90 95 

Arg Lys Leu Lys Phe He Gin Arg Phe Lys Glu Val Glu Lys Thr Glu 

100 105 HO 

Gly Asp Met Thr Ala Gin Cys His Tyr Tyr Thr His Tyr Ser Ser Ala 

US 120 125 

He lie Val Ala Ser Tyr Leu Val Arg Met Pro Pro Phe Thr Gin Ala 

130 135 140 

Phe Cys Ala Leu Gin Val Ser Cys Cys His Ser Leu Tyr Thr His Thr 
145 150 155 160 

His Thr His Thr His Thr Tyr Ala Cys lie Thr Arg Leu Arg Pro Val 

165 170 175 

Leu Glu Gin Arg Gin Asp Ala Ser Ala Lys Asn Leu Val lie Ser Gin 
180 185 190 



<210> 3481 

<211> 1794 

<212> DMA 

<213> Homo sapiens 



<400> 3481 

nncaacgtgg tcaccacctc acgaactata agaagcgcgt ggcagccttg gaagccacgc 
60 

aaaagcccag cacttcccag agccagggac tgacacaaca gaaagtctgc aagcaatgcc 
120 

atgaggtcct gaccagaggg tcttctgcca atgcctccaa gtggtcacca cctcagctct 
180 

gcagaccctg cggtgctggg agccaccatg gagagtaggt gctacggctg cgctgtcaag 
240 

ttcaccctct tcaagaagga gtacggctgt aagaattgtg gcaggngctt ctgttcaggc 
300 

tgcctaagct tcagtgcagc agtgcctcgg actgggaaca cccaacagaa agtctgcaag 
360 

caatgccatg aggtcctgac cagagggtct tctgccaatg cctccaagtg gtcaccacct 
420 

cagaactata agaagcgtgt ggcagccttg gaagccaagc aaaagcccag cacttcccag 
480 

agccagggac tgacacgaca agaccagatg attgctgagc gcctagcacg actccgccag 
540 

gagaacaagc ccaagttagt cccctcacag gcagagacag aggcacggct ggctgcccca 
600 

aaggatgaac gtcagggttc catcccttcc acccaggaaa tggaggcacg acttgcagcg 
660 

ttgcagggca gagttctacc ttctcaaacc ccccagcccg gcacatcaca caccggacac 
720 

caggacccaa gcccagcaga cacaggatct gctaacgcag ctggcagctg aggtggctat 
780 

cgatgaaagc tggaaaggag gaggcccagc tgcctctctc cagaatgatc tcaaccaggg 
840 
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tggcccaggg agcactaatt ccaagaggca ggccacttgg ttcttggaga aggagaagag 
900 

cagactgctg gccgaggcag cacttgagtt gcgggaggag aacacgaggc aggaacggat 
960 

tctggccctg gccaagcgac tagccatgct gcggggacag gaccccgaga gagtgaccct 
1020 

ccaggactat cgcctcccag acagtgatga cgacgaggac gaggagacag ccatccaaag 
1080 

agtcctgcag cagctcactg aagaagcttc cctggatgag gcaagtggct ttaacatccc 
1140 

tgcagagcag gcttctcgac cctggacgca accccgcggg gcagagcctg aggcccagga 
1200 

tgtggacccc aggcctgagg ctgaggaaga ggagcccccc tggtgctgca tctgcaatga 
1260 

ggatgccacc ctacgctgcg ctggctgcga tggggacctc ttctgtgccc gctgcttccg 
1320 

agagggccat gatgcctttg agcttaaaga gcaccagaca tctgcctact ctcctccacg 
1380 

tgcaggccaa gagcactgaa gacaccctgg tcctcccgga agggcagtcc cacaggcagc 
1440 

ggcacccatt tctgggcccc gccacaggac gtccgatggg agagcttgtc tggctctact 
1500 

gatgatggat aggccccttc ctgagccttg gtgtccctgg aatgaggaaa gattctccat 
1560 

tcgagagaat gactgggagg gaagaagtcg gggccctcct attagaagcc cagactggaa 
1620 

gtgagaggca tgatggggag agaccagact gaatctacgg gtgagccctg taacctggct 
1680 

ctagggcaca ggcccctccc ctggcaccca gtgggtctaa taaagtatgt tgattcattg 
1740 

ggaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 
1794 

<210> 3482 

<211> 206 

<212> PRT 

<213> Homo sapiens 



<400> 3482 



Met 


Pro 


Pro 


Ser 


Gly 


His His 


Leu 


Ser 


Ser Ala 


Asp 


Pro 


Ala 


Val 


Leu 


l 








5 








10 








15 




Gly 


Ala 


Thr 


Met 


Glu 


Ser Arg 


Cys Tyr 


Gly Cys 


Ala 


Val 


Lys 


Phe 


Thr 








20 








25 








30 






Leu 


Phe 


Lys 


Lys 


Glu 


Tyr Gly 


Cys 


Lys 


Asn Cys 


Gly 


Arg 


Xaa 


Phe 


Cys 






35 








40 








45 








Ser 


Gly 


Cys 


Leu 


Ser 


Phe Ser 


Ala 


Ala 


Val Pro 


Arg 


Thr 


Gly 


Asn 


Thr 




50 








55 








60 










Gin 


Gin 


Lys 


Val 


Cys 


Lys Gin 


Cys 


His 


Glu Val 


Leu 


Thr 


Arg 


Gly 


Ser 


65 










70 






75 










80 


Ser 


Ala 


Asn 


Ala 


Ser 


Lys Trp 


Ser 


Pro 


Pro Gin Asn 


Tyr 


Lys 


Lys 


Arg 










85 








90 








95 




Val 


Ala 


Ala 


Leu 


Glu 


Ala Lys 


Gin 


Lys 


Pro Ser 


Thr 


Ser 


Gin 


Ser 


Gin 








100 








105 








110 






Gly 


Leu 


Thr 


Arg 


Gin 


Asp Gin 


Met 


lie 


Ala Glu 


Arg 


Leu 


Ala 


Arg 


Leu 
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115 120 125 

Arg Gin Glu Asn Lys Pro Lys Leu Val Pro Ser Gin Ala Glu lie Glu 

130 135 140 

Ala Arg Leu Ala Ala Leu Lys Asp Glu Arg Gin Gly Ser He Pro Ser 
145 ISO 155 160 

Thr Gin Glu Met Glu Ala Arg Leu Ala Ala Leu Gin Gly Arg Val Leu 

165 170 175 

Pro Ser Gin Thr Pro Gin Pro Gly Thr Ser His Thr Gly His Gin Asp 

180 185 190 

Pro Ser Pro Ala Asp Thr Gly Ser Ala Asn Ala Ala Gly Ser 
195 200 205 

<210> 3483 
<211> 477 
<212> DNA 

<213> Homo sapiens 
<400> 3483 

ncggccgcgg cgcggaacgg cgcctcccgc cccaccatgg gcaacagcgc gagccgcaac 
60 

gacttcgagt gggtctacac cgaccagccg cacacgcagc ggcgcaagga gatactggcc 
120 

aagtacccgg ccatcaaggc cctgatgcgg ccagacccgc gcctcaagtg ggcggggctg 
160 

gtgctggtgc tggtgcagat gctggcctgc tggctggtgc gcgggctggc ctggcgctgg 
240 

ctgctgttct gggcctacgc ctttggtggc tgcgtgaacc actcgctgac gctggccatc 
300 

cacgacatct cgcacaacgc ggccttcggc acgggccgtg cggcacgcaa ccgctggctg 
360 

gccgtgttcg ccaacctgcc cgtgggtgtg ccctacgccg cctccttcaa gaagtaccac 
420 

gtggaccacc accgctacct gggcggcgac ggactggacg tggacgtgcc cacgcgt 
477 

<210> 3484 
<211> 147 
<212> PRT 

<213> Homo sapiens 



<400> 3484 



Met Gly 


Asn 


Ser 


Ala 


Ser 


Arg 


Asn 


Asp 


Phe 


Glu 


Trp 


Val 


Tyr 


Thr 


Asp 


1 






5 










10 










IS 




Gin Pro 


His 


Thr 


Gin 


Arg 


Arg 


Lys 


Glu 


He 


Leu 


Ala 


Lys 


Tyr 


Pro 


Ala 






20 










25 










30 






He Lys 


Ala 


Leu 


Met 


Arg 


Pro 


Asp 


Pro 


Arg 


Leu 


Lys 


Trp 


Ala 


Gly 


Leu 




35 










40 










45 








Val Leu 


val 


Leu 


Val 


Gin 


Met 


Leu 


Ala 


Cys 


Trp 


Leu 


Val 


Arg 


Gly 


Leu 


50 










55 










60 










Ala Trp 


Arg 


Trp 


Leu 


Leu 


Phe 


Trp 


Ala 


Tyr 


Ala 


Phe 


Gly 


Gly 


Cys 


Val 


65 








70 










75 










80 


Asn His 


Ser 


Leu 


Thr 


Leu 


Ala 


He 


His 


Asp 


He 


Ser 


His 


Asn 


Ala 


Ala 








65 










90 










95 




Phe Gly 


Thr 


Gly 


Arg 


Ala 


Ala 


Arg 


Asn 


Arg 


Trp 


Leu 


Ala 


Val 


Phe 


Ala 
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100 105 HO 

Asn Leu Pro Val Gly Val Pro Tyr Ala Ala Ser Phe Lys Lys Tyr His 

115 120 125 

Val Asp His His Arg Tyr Leu Gly Gly Asp Gly Leu Asp Val Asp Val 

130 135 140 

Pro Thr Arg 
145 

<210> 3485 
<211> 812 
<212> DNA 

<213> Homo sapiens 
<400> 3485 

tatttattta tagtcacaaa aactgttcag gaagaaatgt tatgaaaaga acatttttac 
60 

tgcatgctta aaacatttaa tcttctatta tacagccaaa catttgcttg aattcagtga 
120 

gtctaaaaaa tcttattgtt ctcaggttag cagttagttg agcagagtcc attggtgaag 
180 

caatctagtt attggcaaat tctaacacat ggtaaggtgt gggggaaagg acttaaaata 
240 

acagaaaaat gtaagcacaa acatacataa cagcaaaaca aaactcactt taacaaaaat 
300 

ttatttaaaa tgttaccccc atatttcctc aatgaccaac ttgtttcagt tttanctccc 
360 

cctcatccgg ttattttatg tctttttggg aggaagggag atgagggttt ttgtttttta 
420 

acaaaatcac tggcctttta aaaagtgtta ctgcagtcat ttataagatg catgttatgt 
480 

ggaagtgata cctgagctgt ttgcacgggc aatggaagag gcagcagctc tgaaaggagt 
540 

atgagtccag aaaaaaatcc ttcaggaacc ttcaagattg aagaaagaac ttcttttaac 
600 

attaaagacc aagtattatt ggccagagtc ccttctgaga ctgtgagttt ttcattaact 
660 

ccttgtgtaa aagtcagtaa aatatcaatg atatcattct gaattttctg ttcatcacta 
720 

tccaaacgac ctgagagggg gatagagcac aggagcatat gtaaagtaac aagcgccgaa 
780 

ggaacacgca tgtccttaaa ctcaaaggat cc 
812 

<210> 3486 
<211> 117 
c212> PRT 

<213> Homo sapiens 
<400> 34B6 

Met Arg Val Pro Ser Ala Leu Val Thr Leu His Met Leu Leu Cys Ser 

IS 10 15 

He Pro Leu Ser Gly Arg Leu Asp Ser Asp Glu Gin Lys He Gin Asn 

20 25 30 

Asp He He Asp lie Leu Leu Thr Phe Thr Gin Gly Val Asn Glu Lys 
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35 40 
Leu Thr lie Ser Glu Glu Thr Leu 

50 55 
Leu Lys Glu Val Leu Ser Ser lie 
65 70 
Ser Gly Leu lie Leu Leu Ser Glu 
85 

Gin Thr Thr Gin Val Ser Leu Pro 
100 

Cys Ser Asn Thr Phe 
115 



45 

Ala Asn Asn Thr Trp Ser Leu Met 
60 

Leu Lys Val Pro Glu Gly Phe Phe 

75 80 
Leu Leu Pro Leu Pro Leu Pro Met 

90 95 
His Asn Met His Leu lie Asn Asp 
105 110 



<210> 3487 

<211> 772 

<212> DNA 

<213> Homo sapiens 



<400> 3487 

nnattgtatc aaaatcctag 
60 

ccaagcaatc catcacacaa 
120 

cctgtctgat aaaaatagaa 
180 

taaatttgtt tttcagtgaa 
240 

aaggccacct ctgaaataat 
300 

tggccaggcg tggtcgtcac 
360 

tcacgaggtc aagaaatcga 
420 

agcttcttga caccttttaa 
480 

actgactata acatcactca 
540 

tactacatcc caggcagtgt 
600 

aacagacctt atcaccaact 
. 660 

tgttaatcat gaaacatttt 
720 

cagatacaaa taatctgcat 
772 



atttgaataa cttattattt 
agaggggaaa gggtaatatt 
gcctgaaagt ttaaattttt 
atatcctcaa tagcaatttt 
tagaggataa atgtcaatgg 
gcgtgtaatc ccagcacttt 
gaccagcctg gctaacacag 
cccagtcact gaaattagca 
tctgcacaac ctattaatca 
tctaggcact ggggagtcgg 
ctactatagt tataaacata 
gattttttaa aaattttaac 
ttcccccaat cccgctgctc 



taaataatca gtaactaaaa 
ctgagttata aattttttac 
cctggattta aatttaaaga 
accaaagagg ccttcttctg 
catgatatta agatattact 
gggaggccga ggcaggtgga 
tgaaaccccg tctcattctg 
tctgcaccta gaaagaaaaa 
gcaaatactt actgaatacc 
cagcgaacaa aacctgtctt 
ccaatagttt aacatttagt 
tacagtcaac cttaatttca 
ttagagaagc tt 



<210> 3488 

<211> 59 

<212> PRT 

<213> Homo sapiens 



<400> 3488 

Asp lie Thr Trp Pro Gly Val Val Val Thr Arg Val He Pro Ala Leu 

15 10 15 

Trp Glu Ala Glu Ala Gly Gly Ser Arg Gly Gin Glu He Glu Thr Ser 
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20 

Leu Ala Asn Thr Val Lys Pro Arg 

3S 40 
Phe Asn Pro Val Thr Glu He Ser 
SO 55 



25 30 
Leu He Leu Ser Phe Leu Thr Pro 
45 

He Cys Thr 



<210> 3489 

<211> 288 

<212> DNA 

<213> Homo sapiens 



<400> 3489 

tagctaacac tccactatgg gagcccatct cctcccaggg ccagggagac cagggagacc 
60 

agggagacca ggtctggccc ccaactctaa ggctcatctt agaggcgaga ctcaggccca 
120 

gcccagggtg ccccatgagg cctggtggtt ggaggcagag ggtatccctt gcccaaattc 
180 

gtgccacatt cacagtcact gggaaagcta cggggatggg ccgggcgcgg tggctcacac 
240 

ctgtaatccc agcactttgg agagccccaa gacgacggat cacgagtc 
288 



<210> 3490 

<211> 90 

<212> PRT 

<213> Homo sapiens 

<400> 3490 

Met Gly Ala His Leu Leu Pro Gly 

1 5 
Arg Pro Gly Leu Ala Pro Asn Ser 
20 

Gin Ala Gin Pro Arg Val Pro His 

35 40 
Gly He Pro Cys Pro Asn Ser Cys 

50 55 
Tyr Gly Asp Gly Pro Gly Ala Val 
65 70 
Leu Glu Ser Pro Lys Thr Thr Asp 
85 



Pro Gly Arg Pro Gly Arg Pro Gly 

10 15 
Lys Ala His Leu Arg Gly Glu He 
25 30 
Glu Ala Trp Trp Leu Glu Ala Glu 
45 

His He His Ser His Trp Glu Ser 
60 

Ala His Thr Cys Asn Pro Ser Thr 
75 80 

His Glu 
90 



<210> 3491 

<211> 568 

<212> DNA 

<213> Homo sapiens 

<400> 3491 

gggaaccgac gtccctctgt ggtgaaattc caccccttca cgccgtgcat cgccgtagcc 
60 

gacaaggaca gcatctgctt ttgggactgg gagaaagggg agaagctgga ttatttccac 
120 

aatgggaacc ctcggtacac gagggtcact gccatggagc atctgaatgg ccaggactgc 
180 
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tcgcttctgc tgacggccac agacgatggt gccatcaggg tctggaagaa ttttgctgat 
240 

ttggaaaaga acccagagat ggtgaccgcg tggcaggggc tctcggacat gctgccaacg 
300 

acgcgaggag ctgggatggt ggtggactgg gagcaggaga ccggcctcct catgagctca 
360 

ggagacgtgc ggatcgtccg gatctgggac acagaccgtg agatgaaggt gcaggacatc 
420 

cctacgggcg cagacagctg tgtgacgagt ctgtcctgtg attcccaccg ctcactcatc 
480 

gtggctggcc tcggtgacgg ctccatccgc gtctacgaca gaaggacggc actcagcgaa 
540 

tgccgcgtca tgacgtaccg ggagcaca 
568 

<210> 3492 

<211> 189 

<212> PRT 

<213> Homo sapiens 

<400> 3492 



Gly Asn 


Arg 


Arg 


Pro Ser Val 


Val Lys 


Phe 


His 


Pro 


Phe 


Thr 


Pro 


Cys 


1 






5 




10 










15 




He Ala 


Val 


Ala 


Asp Lys Asp 


Ser He 


Cys 


Phe 


Trp 


Asp 


Trp 


Glu 


Lys 






20 




25 










30 






Gly Glu 


Lys 


Leu 


Asp Tyr Phe 


His Asn 


Gly 


Asn 


Pro 


Arg 


Tyr 


Thr 


Arg 




35 






40 








45 








Val Thr 


Ala 


Met 


Glu Tyr Leu 


Asn Gly 


Gin 


Asp 


Cys 


Ser 


Leu 


Leu 


Leu 


50 






55 








60 










Thr Ala 


Thr 


Asp 


Asp Gly Ala 


He Arg 


Val 


Trp 


Lys 


Asn 


Phe 


Ala 


ASp 


65 






70 






75 










80 


Leu Glu 


Lys 


Asn 


Pro Glu Met 


Val Thr 


Ala 


Trp 


Gin 


Gly 


Leu 


Ser 


Asp 








85 




90 










95 




Met Leu 


Pro 


Thr 


Thr Arg Gly 


Ala Gly 


Met 


Val 


Val 


Asp 


Trp 


Glu 


Gin 






100 




105 










110 






Glu Thr 


Gly 


Leu 


Leu Met Ser 


Ser Gly 


Asp 


Val 


Arg 


He 


Val 


Arg 


He 




115 






120 








125 








Trp Asp 


Thr 


Asp 


Arg Glu Met 


Lys Val 


Gin 


Asp 


He 


Pro 


Thr 


Gly 


Ala 


130 






135 








140 










Asp Ser 


Cys 


Val 


Thr Ser Leu 


Ser Cys 


Asp 


Ser 


His 


Arg 


Ser 


Leu 


He 


145 






150 






155 










160 


Val Ala 


Gly 


Leu 


Gly Asp Gly 


Ser He 


Arg 


Val 


Tyr 


Asp 


Arg 


Arg 


Met 








165 




170 










175 




Ala Leu 


Ser 


Glu 


Cys Arg Val 


Met Thr 


Tyr 


Arg 


Glu 


His 









180 185 

<210> 3493 

<211> 2244 

<212> DNA 

<213> Homo sapiens 

<400> 3493 

ngggggggat atccatgcag cgatcaggat gaaagaggtg attcaggaca accaagcaat 
60 
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aaggaactgt ttggagatga cagtgaggac gagggagctt cacatcatag tggtagtgat 
120 

aatcactctg aaagatcaga caatagatca gaagcttctg agcgtcctga ccatgaggac 
180 

aatgacccct cagatgtaga tcagcacagt ggatcagaag cccctaatga tgatgaagac 
240 

gaaggtcata gatcggatgg agggagccat cattcagaag cagaaggttc tgaaaaagca 
3 00 

cattcagatg atgaaaaatg gggcagagaa gataaaagtg accagtcaga tgatgaaaag 
360 

atacaaaatt ctgatgatga ggagagggca caaggatctg atgaagataa gctgcagaat 
420 

tctgacgatg atgagaaaat gcagaacaca gatgatgagg agaggcctca gctttccgat 
460 

gatgagagac aacagctatc tgaggaggaa aaggctaatt ctgatgatga acggccggta 
540 

gcttccgata atgatgatga gaaacagaat tctgacgacg aagaacaacc acagctgtct 
600 

gatgaagaga aaatgcaaaa ttctgatgat gaaaggccac aggccccaga tgaagaacac 
660 

aggcactcag atgatgaaga ggaacaggat cataaatcag aatccgcaag aggcagtgat 
720 

agtgaagatg aagttttacg aatgaaacgc aagaatgcga ttgcatctga ttcagaagcg 
780 

gatagtgaca ctgaggtgcc aaaagataat agtggaacca tggatttatt tggaggtgca 
840 

gatgatatct cttcagggag tgatggagaa gacaaaccac ctactccagg acagcctgtt 
900 

gatgaaaatg gattgcctca ggatcaacag gaagaggagc caattcctga gaccagaata 
960 

gaagtagaaa tacccaaagt aaacactgat ttaggaaacg acttatactt tgttaaactg 
1020 

cccaactttc tcagtgtaga gcccagacct tttgatcctc agcattatga agatgaattt 
1080 

gaagatgaag aaatgctgga tgaagaaggt. agaaccaggt taaaattaaa ggtagaaaat 
1140 

actataagat ggaggatacg ccgagatgaa gaaggaaacg aaattaaaga aagcaatgct 
1200 

cggatagtca agtggtcaga tggaagcatg tccctgcatt taggcaatga agtgtttgat 
1260 

gtgcacaaag ccccactgca gggcgaccac aatcatcttt ttataagaca aggtactggt 
1320 

ctacagggac aagcagtctt taaagcgaaa ctcaccttca gaccccactc tacggacagt 
1380 

gccacacata gaaagatgac tctgtcactt gcagataggt gttcaaagac acagaagatt 
1440 

agaatcccgc caatggctgg tcgtgatcct gaatgccaac gcacagaaat gattaagaaa 
1500 

gaagaagaac gtttgagggc ttccatacgt agggaatccc agcagcgccg aatgagagag 
1560 

aaacagcacc agcgggggct gagcgccagt tacctggaac ctgatcgata cgatgaggag 
1620 

gaggaaggcg aggagtccat cagcttggct gccactaaaa accgatataa agggggcatt 
1680 
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cgagaggaac gagccagaat ctattcatca 
1740 

gctcaaagat cactcaaagc aaagaaactc 
1800 

aagagaaaag cagaagatga tgataaagca 
1860 

gatgaagagg aagaagatga tgattgaagt 
1920 

ttgtacagtt ataaatatgt aaacatgagt 
1980 

tgtgtaattt taatcgtaat aaaacaattt 
2040 

cttttccggc caggcgcggt ggctcatgcc 
2100 

aggtggatca caaggtcgtg gtggcgggtg 
2160 

gcgggggaat tggttgaacc caggaggcag 
2220 

cactccagcc tggcgacaga gcta 
2244 

<210> 3494 
<211> 628 
<212> PRT 

<213> Homo sapiens 



<400> 3494 



Xaa Gly Gly 


Tyr 


Pro 


Cys 


Ser 


Asp Gin 


Asp 


Glu Arg 


Gly 


Asp 


Ser 


Gly 


1 




5 








10 








15 




Gin Pro Ser 


Asn 


Lys 


Glu 


Leu 


Phe Gly 


Asp 


Asp Ser 


Glu 


Asp 


Glu 


Gly 




20 






25 








30 






Ala Ser His 


His 


Ser 


Gly 


Ser 


Asp Asn 


His 


Ser Glu 


Arg 


Ser 


Asp 


Asn 


35 










40 






45 








Arg Ser Glu 


Ala 


Ser 


Glu 


Arg 


Ser Asp 


His 


Glu Asp 


Asn 


Asp 


Pro 


Ser 


50 








S5 






60 










Asp Val Asp 


Gin 


His 


Ser 


Gly 


Ser Glu 


Ala 


Pro Asn 


Asp 


Asp 


Glu 


Asp 


65 






70 








75 








80 


Glu Gly His 


Arg 


Ser 


Asp 


Gly 


Gly Ser 


His 


His Ser 


Glu 


Ala 


Glu 


Gly 






as 








90 








95 




Ser Glu Lys 


Ala 


His 


Ser 


Asp 


Asp Glu 


Lys 


Trp Gly 


Arg 


Glu 


Asp 


Lys 




100 








105 








110 






Ser Asp Gin 


Ser 


Asp 


Asp 


Glu 


Lys He 


Gin 


Asn Ser 


Asp 


ASp 


Glu 


Glu 


115 










120 






125 








Arg Ala Gin 


Gly 


Ser 


ASp 


Glu 


Asp Lys 


Leu 


Gin Asn 


Ser 


Asp 


Asp 


Asp 


130 








135 






140 










Glu Lys Met 


Gin 


Asn 


Thr 


Asp 


Asp Glu 


Glu 


Arg Pro 


Gin 


Leu 


Ser 


ASp 


145 






150 








155 








160 


Asp Glu Arg 


Gin 


Gin 


Leu 


Ser 


Glu Glu 


Glu 


Lys Ala 


Asn 


Ser 


Asp 


Asp 




165 








170 








175 




Glu Arg Pro 


Val 


Ala 


Ser 


Asp 


Asn Asp 


Asp 


Glu Lys 


Gin 


Asn 


Ser 


Asp 




180 








185 








190 






Asp Glu Glu 


Gin 


Pro 


Gin 


Leu 


Ser Asp 


Glu 


Glu Lys 


Met 


Gin 


Asn 


ser 


19S 










200 






205 








Asp Asp Glu 


Arg 


Pro 


Gin 


Ala 


Pro Asp 


Glu 


Glu His 


Arg 


His 


Ser 


Asp 



gacagtgatg agggatcaga agaagataaa 
accagtgatg aggaaggtga accttccgga 
aataaaaagc ataagaagta tgtgatcagc 
atgaaatatg aaaacatttt atatatttta 
tattttgatt gaaatgaatc gatttgcttt 
aaaagcaagt ctctatgttt aagaaatcta 
tgtaatccca gcacttcggg aggccgaggc 
cctgtagtcg cagctactcg ggaggctgag 
aggttgcagt tagccgagat cgcgccactg 
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210 215 220 

Asp Glu Glu Glu Gin Asp His Lys Ser Glu Ser Ala Arg Gly Ser Asp 
225 230 235 240 

Ser Glu Asp Glu Val Leu Arg Met Lys Arg Lys Asn Ala lie Ala Ser 

245 250 255 

Asp Ser Glu Ala Asp Ser Asp Thr Glu Val Pro Lys Asp Asn Ser Gly 

260 265 270 

Thr Met Asp Leu Phe Gly Gly Ala Asp Asp lie Ser Ser Gly Ser Asp 

275 280 285 

Gly Glu Asp Lys Pro Pro Thr Pro Gly Gin Pro Val Asp Glu Asn Gly 

290 295 300 

Leu Pro Gin Asp Gin Gin Glu Glu Glu Pro lie Pro Glu Thr Arg He 
305 310 315 320 

Glu Val Glu He Pro Lys Val Asn Thr Asp Leu Gly Asn Asp Leu Tyr 

325 330 335 

Phe Val Lys Leu Pro Asn Phe Leu Ser Val Glu Pro Arg Pro Phe Asp 

340 345 350 

Pro Gin Tyr Tyr Glu Asp Glu Phe Glu Asp Glu Glu Met Leu Asp Glu 

355 360 36S 

Glu Gly Arg Thr Arg Leu Lys Leu Lys Val Glu Asn Thr He Arg Trp 

370 375 380 

Arg He Arg Arg Asp Glu Glu Gly Asn Glu He Lys Glu Ser Asn Ala 
365 390 395 400 

Arg He Val Lys Trp Ser Asp Gly Ser Met Ser Leu His Leu Gly Asn 

405 410 43.5 

Glu Val Phe Asp Val Tyr Lys Ala Pro Leu Gin Gly Asp His Asn His 

420 425 430 

Leu Phe He Arg Gin Gly Thr Gly Leu Gin Gly Gin Ala Val Phe Lys 

435 440 445 

Ala Lys Leu Thr Phe Arg Pro His Ser Thr Asp Ser Ala Thr His Arg 

450 455 460 

Lys Met Thr Leu Ser Leu Ala Asp Arg Cys Ser Lys Thr Gin Lys He 
465 470 475 480 

Arg He Leu Pro Met Ala Gly Arg Asp Pro Glu Cys Gin Arg Thr Glu 

485 490 495 

Met He Lys Lys Glu Glu Glu Arg Leu Arg Ala Ser He Arg Arg Glu 

500 505 510 

Ser Gin Gin Arg Arg Met Arg Glu Lys Gin His Gin Arg Gly Leu Ser 

515 520 525 

Ala Ser Tyr Leu Glu Pro Asp Arg Tyr Asp Glu Glu Glu Glu Gly Glu 

530 535 S40 

Glu Ser He Ser Leu Ala Ala He Lys Asn Arg Tyr Lys Gly Gly He 
545 550 555 560 

Arg Glu Glu Arg Ala Arg He Tyr Ser Ser Asp Ser Asp Glu Gly Ser 

565 570 575 

Glu Glu Asp Lys Ala Gin Arg Leu Leu Lys Ala Lys Lys Leu Thr Ser 

580 585 590 

Asp Glu Glu Gly Glu Pro Ser Gly Lys Arg Lys Ala Glu Asp Asp Asp 

595 600 605 

Lys Ala Asn Lys Lys His Lys Lys Tyr Val He Ser Asp Glu Glu Glu 

610 615 620 

Glu Asp Asp Asp 
625 
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<210> 3495 
<211> 1085 
<212> DNA 

<213> Homo sapiens 
<400> 3495 

cgggggccag ggtgccggca ggggcgtccg gggcgctctg accggcctcg cccgcccccc 
60 

cgcagacaca agatggtgaa ggagacccag tactatgaca tcctgggcgt gaagcccagc 
120 

gcgtccccgg aggagatcaa gaaggcctat cggaagctgg cgctcaagta ccacccggac 
180 

aagaacccgg atgagggcga gaagtttaaa ctcatatccc aggcatatga agtgctttca 
240 

gatccaaaga aaagggatgt ttatgaccaa ggcggagagc aggcaattaa agaaggaggc 
300 

tcaggcagcc ccagcttctc ttcacccatg gacatctttg acatgttctt tggtggtggt 
360 

ggacggatgg ctagagagag aagaggcaag aatgttgtac accagttatc tgtaactctt 
420 , 
gaagatctat acaacggagt cacgaagaaa ttggccctcc agaaaaatgc aatttgtgag 

480 

aaacgtgaag gtgttggtgg gaagaaggga tcggtggaga agtgcccgct gcgcaagggg 
540 

cgggggatgc agatccacat ccagcagatc gggccgggca tggtacagca gatccagacc 
600 

gtgcgcatcg agtgcaaggg ccagggtgag cgcatcaacc ccaaggaccg ccgcgagagc 
660 

tgcagcgggg ccaaggcgac ccgtgagaag aagattatcg aggtacatgt tgaaaaaggt 
720 

atgaaagacg ggcaaaagat actattccat ggagaaggag atcaggagcc tgagctggag 
780 

cctggtgatg tcataattgt gcttgatcag aaggaccata gtgtctttca gagacgaggc 
640 

catgacttga tcatgaaaat gaaaattcag ccttctgaag ctctttgtgg cttcaagaag 
900 

acgataaaaa cattggacaa tcgaattctt gttattacat ccaaagcagg tgaggtgata 
960 

aagcacgggg acctgagatg cgtgcgcgat gaaggaatgc ccatctacaa agcacccctg 
1020 

gaaaaaggga ttctgatcat acagttttta gtaatctttc ctganaaaca ctggctttcc 

1080 

ctgga 

1085 

<210> 3496 
<211> 337 
<212> PRT 

<213> Homo sapiens 
<400> 3496 

Met Val Lys Glu Thr Gin Tyr Tyr Asp lie Leu Gly val Lys Pro Ser 

IS 10 is 

Ala Ser Pro Glu Glu lie Lys Lys Ala Tyr Arg Lys Leu Ala Leu Lys s 
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20 



Tyr His 


Pro 


Asp Lys Asn 


Pro Asp 




35 




40 


Ser Gin 


Ala 


Tyr Glu Val 


Leu Ser 


SO 






55 


Asp Gin 


Gly 


Gly Glu Gin 


Ala He 


65 




70 




Ser Phe 


Ser 


Ser Pro Met 
85 


Asp He 


Gly Arg 


Met 


Ala Arg Glu 


Arg Arg 






100 




Ser Val 


Thr 


Leu Glu Asp 


Leu Tyr 




115 




120 


Leu Gin 


Lys 


Asn Val He 


Cys Glu 


130 






135 


Lys Gly 


Ser 


Val Glu Lys 


Cys Pro 


14S 




150 




lie His 


He 


Gin Gin He 


Gly Pro 






165 




Val Cys 


He 


Glu Cys Lys 


Gly Gin 






180 




Arg Cys 


Glu 


Ser Cys Ser 


Gly Ala 




195 




200 


lie Glu 


Val 


His Val Glu 


Lvs Glv 


210 






21S 


Phe His 


Gly 


Glu Gly Asp 


Gin Glu 


225 




230 




lie lie 


Val 


Leu Asp Gin 


Lys Asp 






245 




His Asp 


Leu 


He Met Lys 


Met Lys 






260 




Gly Phe 


Lys 


Lys Thr He 


Lys Thr 




275 




280 


Thr Ser 


Lys 


Ala Gly Glu 


val He 


290 






295 


Arg Asp 


Glu 


Gly Met Pro 


He Tyr 


305 




310 




Leu lie 


He 


Gin Phe Leu 


Val He 






325 





Leu 



25 


30 




Glu Gly 


Glu Lys Phe Lys Leu 


He 




45 




Asp Pro 


Lys Lys Arg Asp Val 


Tyr 




60 




Lys Glu 


Gly Gly Ser Gly Ser 


Pro 




75 


80 


Phe Asp 


Met Phe Phe Gly Gly 


Gly 


90 


95 




Gly Lys 


Asn Val Val His Gin 


Leu 


105 


110 




Asn Gly 


Val Thr Lys Lys Leu 


Ala 




125 




Lys Cys 


Glu Gly Val Gly Gly 


Lys 




140 




Leu Cys 


Lys Gly Arg Gly Met 


Gin 




155 


160 


Gly Met 


Val Gin Gin He Gin 


Thr 


170 


175 




Gly Glu 


Arg He Asn Pro Lys 


Asp 


185 


190 




Lys Val 


He Arg Glu Lys Lys 


He 




205 




Met Lys 


Asp Gly Gin Lys He 


Leu 




220 




Pro Glu 


Leu Glu "Pro Gly Asp 


Val 




235 


240 


His Ser 


Val Phe Gin Arg Arg 


Gly 


250 


2S5 




He Gin 


Leu Ser Glu Ala Leu 


Cys 


265 


270 




Leu Asp 


Asn Arg He Leu Val 


He 




285 




Lys His 


Gly Asp Leu Arg Cys 


val 




300 




Lys Ala 


Pro Leu Glu Lys Gly 


He 




315 


320 


Phe Pro 


Xaa Lys His Trp Leu 


Ser 


330 


335 





<210> 3497 

<211> 1638 

<212> DNA 

<213> Homo sapiens 

<400> 3497 

nnaagttaaa aataaatttt caaaccttat catatttact ttaccaacaa tcttgattac 
60 

gtggcaactt tgttgctata attttatgca gcagataaag gtagacgttc ctccccaaag 
120 

tttttagtat atccttctaa aaagttttcc tgagaatttt tagtttggcc tctcaagcct 
180 
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ccttatttta ccttttctta aattacctcc ctccttcctt agtgaaatga gccttccttc 
240 

agcatacgca acttatcctt attgcttttt Ccatacccaa ttttttgttt tatctctttc 
300 

agccaactgg gtcctgaagt agctgaaatg cgaaaaaggc agcagtccca aaatgaagga 
360 

acacctgctg tgtctcaagc tcctggaaac cagaggccca acaacacctg ttgcttttgt 
420 

tggtgctgtt gttgcagctg ctcctgcctc actgtgagga atgaagaaag aggggaaaat 
480 

gcgggaagac ccacacacac tacaaaaatg gagagtatcc aggtcctaga ggaatgccaa 
540 

aaccccactg cagaggaagt cttgtcctgg tctcaaaatt ttgacaagat gatgaaggcc 
600 

ccagcaggaa gaaacctttt cagagagtcc ctccgaacag aatacagtga agagaaccta 
660 

cttttctggc ttgcttgtga agacttaaag aaggagcaga acaaaaaagt aattgaagaa 
720 

aaggccagga tgatatatga agattacatt tctatactat caccaaaaga ggtcagtctt 
780 

gattctcgag ttagagaggt gatcaataga aatctgtcgg atcccaaccc tcacatgtat 
840aacttcagat atatacttta atgcacagag attcttttcc aaggtttttg 900 
aactctcaaa tttataagtc atttgttgaa agtactgctg gctcttcttc tgaatcttaa 
960 

tgttcattta aaaacaatca ttttggaggg ctgagatggg aaataaaagt agttaaataa 
1020 

catcagaaac tgagttcctg gagaactaca gtttagcatt cctcaggcta ctgtgaaaac 
1080 

acaaccgtta tggtctttgt ctccattttt atcaaggtcc tccatggtta agtttggaga 
1140 

aaataccaca caaaacaatg aattgccaaa ttgtttgtct tatccaagac tcattctact 
1200 

tgcaagcaaa gtgtatttgt agtcctatga acagtctcct cgtgtatctc cagagactgc 
1260 

atgtgcaaag taaaatgctt catttgccac atagttgttg taatatttaa tccagtagca 
1320 

taacttatat ctgtatttaa ggacttttgt gcaatatggt cttaagaaat aattgccaaa 
1380 

aaaatcggcc atggtttgca ttttttaaca taatctaaga cagaaaaaaa gcaattttta 
1440 

ctatgtaaca atggtattca acaCtctata tactgtgttt agtacactaa ttttgaagcc 
1500 

aatatttctg tacatgaaaa agagctattt atctccgttt gttggaaaat cctaatgggg 
1560 

attcctctgg ttgttcactg ccaaaactgt ggcattttca ttacaggaga gtttactatg 
1620 

ctaaaagcaa aaaacaaa 
1638 

<210> 3498 

<211> 210 

<212> PRT 

<213> Homo sapiens 
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<400> 3496 



Met 


Ara 


Lys 


Arg 


Gin Gin Ser Gin 


Asn 


Glu 


Gly Thr 


Pro 


Ala 


Val 


Ser 


1 








5 




10 










IS 




Gin 


Ala 


Pro 


Gly 


Asn Gin Arg Pro Asn 


Asn 


Thr Cys 


cys 


Phe cys 


Trp 








20 




25 










30 






Cys 


Cys 


Cys 


Cys 


Ser Cys Ser Cys 


Leu 


Thr 


Val 


Arg 


Asn 


Glu Glu 


Arg 






35 




40 










45 








Glv 


Glu 
SO 


Asn 


Ala 


Gly Arg Pro Thr 
55 


His 


Thr 


Thr 


Lys 
60 


Met 


Glu 


Ser 


He 


Gin 


Val 


Leu 


Glu 


Glu Cys Gin Asn 


Pro 


Thr 


Ala 


Glu 


Glu 


val 


Leu 


Ser 


65 








70 






75 










80 


Tro 


Ser 


Gin 


Asn 


Phe Asp Lys Met 


Met 


Lys 


Ala 


Pro 


Ala 


Gly Arg 


Asn 










85 




90 










95 




Leu 


Phe 


Arg 


Glu 
100 


Phe Leu Arg Thr 


Glu 
105 


Tyr 


Ser 


Glu 


Glu 


Asn 
110 


Leu 


Leu 


Phe 


Trp 


Leu 
115 


Ala 


Cys Glu Asp Leu 
120 


Lys 


Lys 


Glu 


Gin 


Asn 
125 


Lys 


Lys 


Val 


He 


Glu 


Glu 


Lys 


Ala Arg Met He 


Tyr 


Glu 


Asp Tyr 


He 


Ser 


He 


Leu 




130 






135 








140 










Ser 


Pro 


Lys 


Glu 


Val Ser Leu Asp 


Ser 


Arg 


Val 


Arg 


Glu 


Val 


He 


Asn 


145 








150 






155 










160 


Arg 


Asn 


Leu 


Leu 


Asp Pro Asn Pro 
165 


His 


Met 
170 


Tyr 


Glu 


Asp 


Ala 


Gin 
17S 


Leu 


Gin 


He 


Tyr 


Thr 
180 


Leu Met His Arg 


Asp 
185 


Ser 


Phe 


Pro 


Arg 


Phe 
190 


Leu 


Asn 


Ser 


Gin 


He 
195 


Tyr 


Lys Ser Phe Val 
200 


Glu 


Ser 


Thr 


Ala 


Gly 
205 


Ser 


Ser 


Ser 



Glu Ser 



210 

<210> 3499 

<211> 732 

<212> DNA 

<213> Homo sapiens 

<400> 3499 

ntatggagca atccggtngt gtcctgagcc ttggctgctc actcctccgg tcctggcgct 
60 

gtcctgattc gtcctcacag ccctgacctg gcagaagctt cactcctgcc cccagccccc 
120 

tgccacgggc ggcgtcccag cctggcacag aggtattgtg attcccanaa tggccaagnc 
180 

aacagactcn aacctcagga tngttctatt ttcgcccaga agcaataatt tttttttcct 
240 

tctggaaagc cctttcaaga tagtgatgtt gatgtggggg cacggcggtc gccgggtaca 
300 

tggaggtacc ggggtcacag cagcgcaagc accgggaagc agggagcccc tggtcctgac 
360 

tgggcctgta tttttcatgt tgttcttcag ccctctcggc atggtccgga ggcgacggca 
420 

gctcctcagt cccctcccac tcctgctgtt ccccctggac atggggcaca cgactcagga 
480 

ccaggccaga ggcaaaggca aggagcaggc agtacgccag caagagtccc tgtccacggg 
540 
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agcccatctt cctgccgggc cctccgtccc gccggccgct cctcccgcgc cgcccctaga 
600 

gcatctcccg ccggccaagc ctcctcccgg ccanggtccg gggcgatgca cagactcggt 
660 

gaaggaaaca gagcagggga aaaggtcttc cggaggacgg cagtgcagaa gaggagggtg 
720 

gggggcggta eg 
732 

<210> 3500 
<21X> 168 
<212> PRT 

<213> Homo sapiens 
<400> 3500 

Phe Phe Phe Pro Ser Gly Lys Pro Phe Gin Asp Ser Asp Val Asp Val 

15 10 15 

Gly Ala Arg Arg Ser Pro Gly Thr Trp Arg Tyr Arg Gly His Ser Ser 

20 25 30 

Ala Ser Thr Gly Lys Gin Gly Ala Pro Gly Pro Asp Trp Ala Cys lie 

3S 40 45 

Phe His Val Val Leu Gin Pro Ser Arg His Gly Pro Glu Ala Thr Ala 

50 55 60 

Ala Pro Gin Ser Pro Pro Thr Pro Ala Val Pro Pro Gly His Gly Ala 
65 70 75 80 

His Asp Ser Gly Pro Gly Gin Arg Gin Arg Gin Gly Ala Gly Ser Thr 

S5 90 95 

Pro Ala Arg Val Pro Val His Gly Ser Pro Ser Ser Cys Arg Ala Leu 

100 105 HO 

Arg Pro Ala Gly Arg Ser Ser Arg Ala Ala Pro Arg Ala Ser Pro Ala 

115 120 125 

Gly Gin Ala Ser Ser Arg Pro Xaa Ser Gly Ala Met His Arg Leu Gly 

130 135 140 

Glu Gly Asn Arg Ala Gly Glu Lys Val Phe Arg Arg Thr Ala Val Gin 
145 150 155 160 

Lys Arg Arg Val Gly Gly Gly Thr 
165 

<210> 3501 
<211> 691 
<212> DNA 

<213> Homo sapiens 
<400> 3501 

nnagtagcaa ccgccggaat ggegaaagea acaacaatca aagaagcett agegagatgg 
60 

gaagagaaaa ctggccagag gecatctgaa gecaaagaga taaaacttta tgeccagatt 
120 

ccccctatag agaagatgga tgcatccttg tecatgettg etaatcgega gaagctttca 
180 

ctgtctacaa actgeatega aaaaattgee aacccgaatg gcttaaaaaa cttgaggata 
240 

ttacctttag gaagaaacaa cataaagaac ctaaatggac tggaggcagt aggggacaca 
300 
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ttagaagaac tgtggatctc 
360 

aagaaattga agattctcta 
420 

aagctggcag aactgccatg 
480 

aaacaccccg ctgagaataa 
540 

aagctggatg gtactccagt 
600 

ttccactgtg tgttaactta 
660 

gtctatttta aaaaaaaaaa 
691 



ctacaacttt actgagaagc 
catgtctaat aacctggtaa 
cctcgaagac ctggtgtttg 
ctggattgaa gaagcaacca 
aattaaaggg gatgaggaag 
tttaaatgtc ataagaacaa 
aaaaaaaaaa a 



tgaaagggat ccacataatg 
aagactgggc tgagtttgtg 
taggcaaccc cttggaagag 
agagagcgcc caaactgaaa 
aagacaacta acgccacgct 
tagataaatt ttatataatt 



<210> 3502 
<2ll> 196 
<212> PRT 

<213> Homo sapiens 
<400> 3502 

Xaa Val Ala Thr Ala Gly Met Ala Lys Ala Thr Thr He Lys Glu Ala 

15 10 IS 

Leu Ala Arg Trp Glu Glu Lys Thr Gly Gin Arg Pro Ser Glu Ala Lys 

20 25 30 

Glu He Lys Leu Tyr Ala Gin He Pro Pro He Glu Lys Met Asp Ala 

35 40 45 

Ser Leu Ser Met Leu Ala Asn Cys Glu Lys Leu Ser Leu Ser Thr Asn 

50 55 60 

Cys He Glu Lys He Ala Asn Leu Asn Gly Leu Lys Asn Leu Arg He 
65 70 75 80 

Leu Ser Leu Gly Arg Asn Asn He Lys Asn Leu Asn Gly Leu Glu Ala 

85 90 95 

Val Gly Asp Thr Leu Glu Glu Leu Trp He Ser Tyr Asn Phe He Glu 

100 105 110 

Lys Leu Lys Gly He His He Met Lys Lys Leu Lys He Leu Tyr Met 

115 120 125 

Ser Asn Asn Leu Val Lys Asp Trp Ala Glu Phe Val Lys Leu Ala Glu 

130 135 140 

Leu Pro Cys Leu Glu Asp Leu Val Phe Val Gly Asn Pro Leu Glu Glu 
145 150 155 160 

Lys His Ser Ala Glu Asn Asn Trp He Glu Glu Ala Thr Lys Arg Val 

165 170 175 

Pro Lys Leu Lys Lys Leu Asp Gly Thr Pro Val He Lys Gly Asp Glu 

180 185 190 

Glu Glu Asp Asn 
195 



<210> 3503 

<211> 857 

<212> DNA 

<213> Homo sapiens 



<400> 3503 
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gcggcgccca ggtggagcgc gtcgggcccc tggatccggg gaaacggcca aggttgcggg 
60 

agtctcttca ctctcgtctc aaagccattt tgtgccgctg ccgctgcctc tacggccata 
120 

aatgcccaga gatcagcgga gaagctccga gcccagaaac gggaacaaga cacaaagaag 
180 

gagccggtgt ccacaaacgc tgttcagcgg agagtgcaag aaatagtgcg gttcacacgg 
240 

cagctgcagc gagtccaccc caacgtgccc gctaaggcac tgacccgagg aattctccac 
300 

caggacaaga accttgtggt caccaataag ccctacggtc tccctgtgca tggtggccct 
360 

ggggtccagc tctgcatcac tgatgtacta cctaccctgg caaagatgct tcatggccac 
420 

aaggcagagc ccttgcatct gtgccaccgg ccggacaagg aaaccacagg tgtaatggtg 
480 

ttggcttggg acaaggacat ggcacatcaa gtccaagagt tgtttagaac ccgtcaggtg 
540 

gtgaagaagt actgggccat cactgtgcat gtccccatgc cctcagcagg agtcgtggac 
600 

atccccattg tggagaagga ggggcaaggc cagcagcaac accccagaat gacattgtcc 
660 

ccgagctccc gcatggacga tgggaaaatg gtgaaagtgc ggcgcagccg gaatgcgcaa 
720 

gttgctgtaa ctcagcacca ggtgctcagc agcactctct cctccgccct cgtggagctc 
780 

cagcccatca ctggaataaa acatcagctt cgagtccact tgtcttttgg attggattgt 
840 

ccaatccttg gtgatca 
857 

<210> 3504 
<211> 285 
<212> PRT 

<213> Homo sapiens 



<400> 3504 



Ala Ala 


Pro 


Arg 


Trp 


Ser Ala 


Ser Gly Pro Trp 


He 


Arg 


Gly 


Asn 


Gly 


1 






5 




10 








15 




Gin Gly 


Cys 


Gly 


Ser 


Leu Phe 


Thr Leu Val Ser 


Lys 


Pro 


Phe 


Cys 


Ala 






20 






25 






30 






Ala Ala 


Ala 


Ala 


Ser 


Thr Ala 


He Asn Ala Gin Arg 


Leu 


Ala 


Glu 


Lys 




35 








40 




45 








Leu Arg 


Ala 


Gin 


Lys 


Arg Glu Gin Asp Thr Lys 


Lys 


Glu 


Pro 


Val 


Ser 


50 








55 




60 










Thr Asn 


Ala 


Val 


Gin 


Arg Arg Val Gin Glu He 


Val 


Arg 


Phe 


Thr 


Arg 


65 








70 


75 










80 


Gin Leu 


Gin 


Arg 


Val 


His Pro 


Asn Val Leu Ala 


Lys 


Ala 


Leu 


Thr 


Arg 








85 




90 








95 




Gly He 


Leu 


His 


Gin 


Asp Lys 


Asn Leu Val Val 


He 


Asn 


Lys 


Pro 


Tyr 






100 






105 






110 






Gly Leu 


Pro 


Val 


His 


Gly Gly 


Pro Gly Val Gin 


Leu 


Cys 


He 


Thr 


Asp 




115 








120 




125 








Val Leu 


Pro 


He 


Leu 


Ala Lys 


Met Leu His Gly His 


Lys 


Ala 


Glu 


Pro 
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135 


140 




eu 


is 


Leu 


Cys His Arg 


Leu Asp Lys Glu Thr 


inr u±y 


vai nee vai 


145 






150 


1S5 




160 


Leu 


Ala 


Trp 


Asp Lys Asp 


Met Ala his Gin vai 


Gin Glu 


Leu Phe Arg 








165 


170 




175 


Thr 


Arg 


Gin 


Val Val Lys 


Lys Tyr Trp Ala lie 


Thr Val 


His Val Pro 








180 


185 




190 


Met 


Pro 


Ser 


Ala Gly Val 


Val Asp lie Pro He 


Val Glu 


Lys Glu Gly 






195 




200 


205 




Gin 


Gly 


Gin 


Gin Gin His 


Pro Arg Met Thr Leu 


Ser Pro 


Ser Ser Arg 




210 






215 


220 




Met 


Asp 


Asp 


Gly Lys Met 


Val Lys Val Arg Arg 


Ser Arg 


Asn Ala Gin 


225 






230 


235 




240 


Val 


Ala 


Val 


Thr Gin Tyr 


Gin Val Leu Ser Ser 


Thr Leu 


Ser Ser Ala 








245 


250 




255 


Leu 


Val 


Glu 


Leu Gin Pro 


He Thr Gly He Lys 


His Gin 


Leu Arg Val 








260 


265 




270 


His 


Leu 


Ser 


Phe Gly Leu 


Asp Cys Pro lie Leu 


Gly Asp 








275 




280 


28S 





<210> 3505 

<211> 1612 

<212> DNA 

<213> Homo sapiens 

<400> 3S05 

gtgeacgage tgcatctcag cgccctgcag aaggeccagg tggccctcat gacactgacg 
60 

ctcttcccgg tccggctcct ggttgccgct gecatgatge tgctggcctg gcccctcgca 
120 

ettgtegcat ccctgggctc tgcggagaag gaacccgagc agcccccggc cctgtggagg 
180 

aaggttgtgg acttcctgct gaaggecate atgcgcacca tgtggttcgc cggcggcttc 
240 

caccgggtgg ccgtgaaggg gcggcaggcg ctgcccaccg aggeggecat cctcacgctc 
300 

gcgcctcact cgtcctactt cgacgccatc cctgtgacca tgacgatgtc ctccatcgtg 
360 

atgaagacag agagcagaga catcccgatc tggggaactc tgatccagta tataeggect 
420 

gtgttcgtgt cccggtcaga ccaggattct cgcaggaaaa cagtagaaga aatcaagaga 
480 

egggegcagt ecaaeggaaa gtggccacag ataatgattt ttccagaagg aacttgtaca 
540 

aacaggacct gectaattae cttcaaacct ggtgcattca tccctggagc gcccgtccac 
600 

cctggggttt tacgatatcc aaataaactg gacaccatca catggacgtg gcaaggacct 
660 

ggagcgctgg aaatcctgtg gctcacgctg tgtcagtttc acaaccaagt ggaaatcgag 
720 

ttccttcctg tgtacagccc ttctgaggag gagaagagga accccgcgct gtatgecage 
780 

aacgtgcggc gagtcatggc egaggecttg ggtgtctccg tgactgacta caegttcgag 
840 
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gactgccagc tggccctggc ggaaggacag ctccgtcccc ccgctgacac ttgcctttta 
900 

gaacttgcca ggctcgtgcg gggcctcggg ctaaaaccag aaaagcttga aaaagatctg 
960 

gacagatact cagaaagagc caggacgaag ggaggagaga agataggtat tgcggagttt 
1020 

gccgcctccc tggaagtccc cgtttctgac ttgctggaag acatgttttc actgttcgac 
1080 

gagagcggca gcggcgaggt ggacctgcga gagtgtgtgg ttgccctgtc tgtcgtctgc 
1140 

tggccggccc ggaccctgga caccatccag ctggctttca agatgtacgg agcgcaagag 
1200 

gacggcagcg tcggcgaagg tgacctgtcc tgcatcctca agacggccct gggggtggca 
1260 

gagctcactg tgaccgacct attccgagcc attgaccaag aggagaaggg gaagaccaca 
1320 

ttcgctgact tccacaggtt tgcagaaatg taccccgcct tcgcagagga atacctgtac 
1380 

ccggatcaga cacatttcga aagctgtgca gagacctcac ctgcgccaat cccaaacggc 

1440 

ttctgtgccg acttcagccc ggaaaactca gacgctgggc ggaagcctgt tcgcaagaag 
1500 

ctggattagg acccagggtt gcggagagac gcggcccctc ccgcgtggac atcaccgcca 
1560 

tgagcctctt tgcgagtgac ctctgggctc cgcccctcac tcctgctgta ca 
1612 

<210> 3506 

<211> 502 

<212> PRT 

<213> Homo sapiens 



<400> 3S06 



Val 


His 


Glu 


Leu 


His 


Leu Ser Ala 


Leu 


Gin 


Lys 


Ala 


Gin 


Val 


Ala 


Leu 


1 








5 






10 










15 




Met 


Thr 


Leu 


.Thr 


Leu 


Phe Pro Val 


Arg 


Leu 


Leu 


Val 


Ala 


Ala 


Ala 


Met 








20 






25 










30 






Met 


Leu 


Leu 


Ala 


Trp 


Pro Leu Ala 


Leu 


Val 


Ala 


Ser 


Leu 


Gly 


Ser 


Ala 






35 






40 










45 








Glu 


Lys 


Glu 


Pro 


Glu 


Gin Pro Pro 


Ala 


Leu 


Trp 


Arg 


Lys 


Val 


Val 


Asp 




50 








55 








60 










Phe 


Leu 


Leu 


Lys 


Ala 


lie Met Arg 


Thr 


Met 


Trp 


Phe 


Ala 


Gly 


Gly 


Phe 


65 










70 






7S 










80 


His 


Arg 


Val 


Ala 


Val 


Lys Gly Arg 


Gin 


Ala 


Leu 


Pro 


Thr 


Glu 


Ala 


Ala 










85 






90 










95 




lie 


Leu 


Thr 


Leu 


Ala 


Pro His Ser 


Ser 


Tyr 


Phe 


Asp 


Ala 


He 


Pro 


Val 








100 






105 










110 






Thr 


Met 


Thr 


Met 


Ser 


Ser lie Val 


Met 


Lys 


Thr 


Glu 


Ser 


Arg 


Asp 


lie 






115 






120 










125 








Pro 


lie 


Trp 


Gly 


Thr 


Leu lie Gin 


Tyr 


lie 


Arg 


Pro 


Val 


Phe 


Val 


Ser 




130 








135 








140 










Arg 


Ser 


ASp 


Gin 


Asp 


Ser Arg Arg 


Lys 


Thr 


Val 


Glu 


Glu 


He 


Lys 


Arg 


145 










150 






155 










160 


Arg Ala 


Gin 


Ser 


Asn 


Gly Lys Trp 


Pro 


Gin 


lie 


Met 


lie 


Phe 


Pro 


Glu 
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165 170 175 

Gly Thr Cys Thr Asn Arg Thr Cys Leu He Thr Phe Lys Pro Gly Ala 

180 185 ago 

Phe He Pro Gly Ala Pro Val His Pro Gly Val Leu Arg Tyr Pro Asn 

19S 200 205 

Lys Leu Asp Thr lie Thr Trp Thr Trp Gin Gly Pro Gly Ala Leu Glu 

210 215 220 

He Leu Trp Leu Thr Leu Cys Gin Phe His Asn Gin Val Glu He Glu 
22S 230 235 240 

Phe Leu Pro Val Tyr Ser Pro Ser Glu Glu Glu Lys Arg Asn Pro Ala 

245 250 255 

Leu Tyr Ala Ser Asn Val Arg Arg Val Met Ala Glu Ala Leu Gly Val 

260 265 270 

Ser Val Thr Asp Tyr Thr Phe Glu Asp Cys Gin Leu Ala Leu Ala Glu 

275 280 285 

Gly Gin Leu Arg Leu Pro Ala Asp Thr Cys Leu Leu Glu Phe Ala Arg 

290 2 95 300 

Leu Val Arg Gly Leu Gly Leu Lys Pro Glu Lys Leu Glu Lys Asp Leu 
305 310 315 320 

Asp Arg Tyr Ser Glu Arg Ala Arg Met Lys Gly Gly Glu Lys He Gly 

325 330 335 

He Ala Glu Phe Ala Ala Ser Leu Glu Val Pro Val Ser Asp Leu Leu 

340 345 350 

Glu Asp Met Phe Ser Leu Phe Asp Glu Ser Gly Ser Gly Glu Val Asp 

355 360 365 

Leu Arg Glu Cys Val Val Ala Leu Ser Val Val Cys Trp Pro Ala Arg 

370 375 380 

Thr Leu Asp Thr He Gin Leu Ala Phe Lys Met Tyr Gly Ala Gin Glu 
385 390 395 400 

Asp Gly Ser Val Gly Glu Gly Asp Leu Ser Cys He Leu Lys Thr Ala 

405 410 415 * 

Leu Gly Val Ala Glu Leu Thr Val Thr Asp Leu Phe Arg Ala He Asp 

420 425 430 

Gin Glu Glu Lys Gly Lys He Thr Phe Ala Asp Phe His Arg Phe Ala 

435 440 445 

Glu Met Tyr Pro Ala Phe Ala Glu Glu Tyr Leu Tyr Pro Asp Gin Thr 

450 455 460 

His Phe Glu Ser Cys Ala Glu Thr Ser Pro Ala Pro He Pro Asn Gly 
465 470 475 480 

Phe Cys Ala Asp Phe Ser Pro Glu Asn Ser Asp Ala Gly Arg Lys Pro 

485 490 495 

Val Arg Lys Lys Leu Asp 
500 

<210> 3507 

<211> 885 

<212> DNA 

<213> Homo sapiens 

<400> 3507 

nacgcgttga cgacgacgaa gatggcccca agtgtggaag tggtgcctct gtccagaccc 
6 0 

ccaggagagg cttcccactc actcttgggg gctgtgccca cacagggact ccgcagcagc 
120 
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cgagcccgct ccccggcatc cgtgctcaag tcccactcgc tgtagtcatt gttgacgctg 



160 



acctgggcca tggccccgag agccttcttc ctgcaaggtc tgtgggttct gccctacaac 



240 

cacatgcctc agggagccga gcaacaccca cctgtttggg gctgtcagct taggactctt 
300 

ctcaacctgc tctttctccc tgatgggctg tgccagaggc ggttgctatg tgaggtggcc 
360 

atcgctgtct acacctttgg cacctgcatt gccttcctaa tcatcattgg cgaccagcag 
420 

gacaagatta tagctgtgat ggcgaaagag ccggaggggg ccagcggccc ttggtacaca 
480 

gaccgcaagt tcaccatcag cctcactgcc ttcctcttca ccctgcccct ctccatcccc 
540 

agggagattg gtttccagaa atatgccagc ttcctgagcg ccgcgggtac ccggtacgtc 
600 

acagccatcg ttatcatcaa gtacatctgg ccagataaag agatgacccc agggaacatc 
660 

ctgaccaggc cggctccctg gatggctgtg ttcaatgcca tgcccaccat ctgcttcgga 
720 

tttcagtgcc acgtcagcag tgtgcccgtc ttcaacagca tgcagcagcc tgaagtgaag 
7B0 

acctggggtg gagtggtgac agctgccatg gtcacagccc ccgctgtcta catggggaca 
840 

ggcatctgtg gcttcctgac ctttggagct gctgtggatc ctgac 
885 

<210> 3508 

<211> 199 

<212> PRT 

<213> Homo sapiens 

<400> 3508 

Leu Arg Thr Leu Leu Asn Leu Leu Phe Leu Pro Asp Gly Leu Cys Gin 

15 10 15 

Arg Arg Leu Leu Cys Glu Val Ala He Ala Val Tyr Thr Phe Gly Thr 

20 25 30 

Cys He Ala Phe Leu He He He Gly Asp Gin Gin Asp Lys He He 

35 40 45 

Ala Val Met Ala Lys Glu Pro Glu Gly Ala Ser Gly Pro Trp Tyr Thr 

50 55 60 

Asp Arg Lys Phe Thr He Ser Leu Thr Ala Phe Leu Phe He Leu Pro 
65 70 75 80 

Leu Ser He Pro Arg Glu He Gly Phe Gin Lys Tyr Ala Ser Phe Leu 

85 90 95 

Ser Val Val Gly Thr Trp Tyr Val Thr Ala He Val He He Lys Tyr 

100 105 HO 

He Trp Pro Asp Lys Glu Met Thr Pro Gly Asn He Leu Thr Arg Pro 

115 120 125 

Ala Ser Trp Met Ala Val Phe Asn Ala Met Pro Thr He Cys Phe Gly 

130 135 140 

Phe Gin Cys His Val Ser Ser Val Pro Val Phe Asn Ser Met Gin Gin 
145 ISO 155 160 

Pro Glu Val Lys Thr Trp Gly Gly Val Val Thr Ala Ala Met Val He 
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16S 170 175 

Ala Leu Ala Val Tyr Mec Gly Thr Gly lie Cys Gly Phe Leu Thr Phe 

180 185 190 

Gly Ala Ala Val Asp Pro Asp 
195 

<210> 3509 

<211> 331 

<212> DNA 

<213> Homo sapiens 

<400> 3509 

ctagtgcacc ggaccatggc ccagccaccc gtccacgact acgtgcctgt ctcctggact 
60 

gccctggtgc atgtcaaggc cgagtacttc cgctccctgg cccactacca cgtagccatg 
120 

gccctctgcg acggctcccc gaccgaggga gagctcccca cgcacgagca ggtcttcctg 
180 

agccccccac ctcctttaag cccccgaggg cctgggccgc cccagaagtt ggaggagcgc 
240 

aggcagcttg gtaaggcgcc catgggtgga gtgccctggg gctcagatgg tcaccaacgg 
300 

tggcagggtg tcccccacca ccctcacgcg t 
331 

<210> 3510 

<211> 110 

<212> PRT 

<213> Homo sapiens 

<400> 3510 



Leu val 


His 


Arg 


Thr Met 


Ala Gin Pro 


Pro 


Val 


His 


Asp 


Tyr 


val 


Pro 


l 






5 




10 










15 




val Ser 


Trp 


Thr 


Ala Leu 


Val His Val 


Lys 


Ala 


Glu 


Tyr 


Phe 


Arg 


Ser 






20 




2S 










30 






Leu Ala 


His 


Tyr 


His Val 


Ala Met Ala 


Leu 


Cys 


Asp 


Gly 


Ser 


Pro 


Thr 




35 






40 








45 








Glu Gly 


Glu 


Leu 


Pro Thr 


His Glu Gin 


Val 


Phe 


Leu 


Ser 


Pro 


Pro 


Pro 


50 








55 






60 










Pro Leu 


Ser 


Pro 


Arg Gly 


Pro Gly Leu 


Pro 


Gin Lys 


Leu 


Glu 


Glu 


Arg 


65 






70 






75 










80 


Arg Gin 


Leu 


Gly 


Lys Ala 


Pro Met Gly 


Gly 


Val 


Pro 


Trp 


Gly 


Ser 


Asp 








85 




90 










95 




Gly His 


Gin 


Arg 


Trp Gin 


Gly Val Pro 


His 


Kis 


Pro 


His 


Ala 










100 




105 










110 







<210> 3511 

<211> 3319 

<212> DNA 

<213> Homo sapiens 

<400> 3511 

nngcgcgcca ggggcgcctc atgtgagagc cgcgggacct gcagccgccg ccgtccccga 
60 
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agcacggggt ggtgcgtggg ggaagccgcc cccggcagca ggatgaaacg aggaggaaga 
120 

gatagtgacc gtaattcatc agaagaagga actgcagaga aatccaagaa actgaggact 
160 

acaaatgagc attctcagac ttgtgattgg ggtaatctcc ttcaggacat tattctccaa 
240 

gtatttaaat atttgcctct tcttgaccgg gctcatgctt cacaagtttg ccgcaactgg 
300 

aaccaggtat ttcacatgcc tgacttgtgg agatgttttg aatttgaact gaatcagcca 
360 

gctacacctt atttgaaagc tacccatcca gagctgatca aacagattat taaaagacat 
420 

tcaaaccatc tacaatatgt cagcttcaag gtggacagca gcaaggaatc agctgaagca 
480 

gcttgtgata tactatcgca acCtgtgaat tgctctttaa aaacacttgg acttatttca 
S40 

actgctcgac caagctttat ggatttacca aagtctcact ttatctctgc actgacagtt 
600 

gtgttcgtaa actccaaatc cctgtcttcg cctaagatag atgatactcc agtagatgat 
€60 

ccatctctca aagtactagt ggccaacaat agtgatacac tcaagctgtt gaaaatgagc 
720 

agctgtcctc atgtctctcc agcaggtatc ctttgtgtgg ctgatcagtg tcacggctta 
780 

agagaactag ccctgaacta ccacttattg agtgatgagt tgttacttgc attgtcttct 
840 

gaaaaacatg ttcgattaga acatttgcgc attgatgtag tcagtgagaa tcctggacag 
900 

acacacttcc ataccactca gaagagcagc tgggatgctt tcatcagaca ttcacccaaa 
960 

gtgaacttag tgatgtattt ttttttatat gaagaagaat ttgacccctt cttccgctat 
1020 

gaaatacctg ccacccatct gtactttggg agatcagtaa gcaaagatgt gctcggccgt 
1080 

gtgggaatga catgccctag actggttgaa ctagtagtgt gtgcaaatgg attacggcca • 
1140 

cttgatgaag agttaattcg cattgcagaa cgttgcaaaa atttgtcagc tattggacta 
1200 

ggggaatgtg aagtctcatg tagtgccctt gttgagtttg tgaagatgtg tggtggccgc 
1260 

ctatctcaat catccattat ggaagaagta ctaattcctg accaaaagta tagtttggag 
1320 

cagattcact gggaagtgtc caagcatctt ggtagggtgt ggtttcccga cacgatgccc 
1380 

acttggtaaa aactgcatga tgaatagcac cttaatttca agcaaatgta ttataattaa 
1440 

agttttattt gctgtagttc tgatataatt ctactatttt gtggcacaga aatttgatat 
1500 

cttcagtcag tatacgtaaa gattgtttat cggaagaccc atgaatgagt tttggtcaga 
1560 

aaattccact tgtttcctta gtgtaatagc agtcatatct ccgaactctt tttaatgtgg 
1620 

ttcggatgtg aaataaccag ttatacgtat taaacagttt acagtctaaa ggaaacaaaa 
1680 
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cctatatgtt ataatatcca 
1740 

gcattaaaaa aaaaatgtaa 
1800 

ataaggtgtt taatatagct 
1860 

atctaatgga aaagattgga 
1920 

gtatatataa gtaatcagaa 
1980 

aaggataata cagagccaag 
2040 

tgtttagctt tgtataaact 
2100 

tttgtgatat gttattatgt 
2160 

ctactagccc cccttggttt 
2220 

tgaaacgaaa agcttaccta 
2280 

tgtttatcag ttgtttccat 
2340 

ctcactxttc tattttggaa 
2400 

ggagcaccac tgtacagtct 
2460 

ataatcatat ttttcagtaa 
2520 

ctgcagcttt gtgattgtta 
2580 

acattttata ttactttcat 
2640 

gttgagttct tttagatgat 
2700 

taccctcctg agggaaatca 
2760 

cggctctttt cagtagtgtg 
2820 

cttagatcta cttttaaaac 
2880 

cataattttt gctttccaaa 
2940 

aaaggcttat ctagattcga 
300O 

atagtaaaaa gctctgattg 
3060 

tgaacaactt tggaaaaatg 
3120 

tatttggaaa tttacttttt 
3180 

tctataagca aaacgcatag 
3240 

tttaccactt tgagaataaa 
3300 



agaagtacta ataggttttc 
acttgacatt ttagggtctt 
caggaaagtg agcattttgt 
tgaatgttcc caaatgttac 
cacctagaag actgatagat 
atcaaattaa aagacaataa 
tttaggtttg ctctgtaacc 
atgtggcact tgaggcactg 
tatctttgtt taaactagct 
ttttaaaaag ccaaatttaa 
gaaagaatat tagtttccag 
ttacatagtt atgtaagtaa 
agcataaaca gcaaatttta 
atattgctca gtgaactgga 
atttggttaa accgatattt 
atgaataaaa gtaatccatg 
ataaactttg attctgggca 
gaaatgattt aaccccagtg 
acttttagaa agtgtctcag 
ggatggcctt cttaagaata 
agtgatgaca tgctctccta 
aaattaacag caattatagt 
tacaagaatt acctgtgcta 
gatttgacag tacataatca 
gtacaaattg aattatataa 
tacttaatct gtttatactg 
aagttactaa tgcaaaaaaa 



tgaaatgtta tattctctat 
cagttacaca tacacctgtt 
gagaaaaatg aatatatcat 
aaagccgttt aaagaaaaag 
gtcacacagt ggtattatag 
atggaacaga agggaggcag 
tgctaaacca tatacattct 
tatgtaaagt aaggaatgct 
ttaaagtact aaacaataat 
ataaatatag aacttcaaaa 
taaattttag tgatggctca 
aatttttaaa aatcataaag 
aagaggacat atttaagttc 
aaactttaat agaaaaatgt 
tatattattt aagttaggta 
cattgtagag tctataaaat 
ctagtgctag tagatattac 
gaatacatta attcttaaag 
tagttaagga agctaacagt 
aagcaaaagg tgatttccta 
cagcaacata tgagaagaaa 
aatatatccc ctccttctaa 
gtcaagttgt tgtttttcct 
gttctactaa ccaaagcttg 
tgcttaaaat actttgtcac 
taaagtatat gttaaatgct 
aaaaaaaaaa aaaaaaaaaa 



2672 



WO 00/58473 PCT/US00/O8621 



aaaaaaaaaa aaaaaaaaa 
3319 

<210> 3512 
<211> 462 
<212> PRT 

<213> Homo sapiens 
<400> 3512 

Xaa Arg Ala Arg Gly Ala Ser Cys Glu Ser Arg Gly Thr Cys Ser Arg 

15 10 IS 

Arg Arg Pro Arg Ser Thr Gly Trp Cys Val Gly Glu Ala Ala Pro Gly 

20 25 30 

Ser Arg Met Lys Arg Gly Gly Arg Asp Ser Asp Arg Asn Ser Ser Glu 

35 40 45 

Glu Gly Thr Ala Glu Lys Ser Lys Lys Leu Arg Thr Thr Asn Glu His 

SO 55 60 

Ser Gin Thr Cys Asp Trp Gly Asn Leu Leu Gin Asp lie He Leu Gin 
65 70 7S 80 

Val Phe Ly3 Tyr Leu Pro Leu Leu Asp Arg Ala His Ala Ser Gin Val 

8S 90 95 

Cys Arg Asn Trp Asn Gin Val Phe His Met Pro Asp Leu Trp Arg Cys 

100 105 HO 

Phe Glu Phe Glu Leu Asn Gin Pro Ala Thr Ser Tyr Leu Lys Ala Thr 

115 120 125 

His Pro Glu Leu He Lys Gin He He Lys Arg His Ser Asn His Leu 

130 135 140 

Gin Tyr Val Ser Phe Lys Val Asp Ser Ser Lys Glu Ser Ala Glu Ala 
145 ISO 155 160 

Ala Cys Asp He Leu Ser Gin Leu Val Asn Cys Ser Leu Lys Thr Leu 

16S 170 175 

Gly Leu He Ser Thr Ala Arg Pro Ser Phe Met Asp Leu Pro Lys Ser 

180 185 190 

His Phe He Ser Ala Leu Thr Val Val Phe Val Asn Ser Lys Ser Leu 

195 200 205 

Ser Ser Leu Lys He Asp Asp Thr Pro Val Asp Asp Pro Ser Leu Lys 

210 215 220 

Val Leu Val Ala Asn Asn Ser Asp Thr Leu Lys Leu Leu Lys Met Ser 
22S 230 235 240 

Ser Cys Pro His Val Ser Pro Ala Gly He Leu Cys val Ala Asp Gin 

245 250 255 

Cys His Gly Leu Arg Glu Leu Ala Leu Asn Tyr His Leu Leu Ser Asp 

260 265 270 

Glu Leu Leu Leu Ala Leu Ser Ser Glu Lys His Val Arg Leu Glu His 

275 280 285 

Leu Arg He Asp Val Val Ser Glu Asn Pro Gly Gin Thr His Phe His 

290 295 300 

Thr He Gin Lys Ser Ser Trp Asp Ala Phe He Arg His Ser Pro Lys 
305 310 315 320 

Val Asn Leu Val Met Tyr Phe Phe Leu Tyr Glu Glu Glu Phe Asp Pro 

325 330 33S 

Phe Phe Arg Tyr Glu He Pro Ala Thr His Leu Tyr Phe Gly Arg Ser 

340 345 350 

Val Ser Lys Asp Val Leu Gly Arg Val Gly Met Thr Cys Pro Arg Leu 
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355 


360 






365 




Val Glu 


Leu Val Val Cys Ala 


Asn Gly 


Leu Arg 


Pro 


Leu Asp Glu 


Glu 


370 


375 






380 






Leu lie 


Arg lie Ala Glu Arg 


Cys Lys 


Asn Leu 


Ser 


Ala lie Gly 


Leu 


385 


390 




39S 






400 


Gly Glu 


Cys Glu Val Ser Cys 


Ser Ala 


Phe Val 


Glu 


Phe Val Lys 


Met 


405 




410 




415 




Cys Gly 


Gly Arg Leu Ser Gin 


Leu Ser 


lie Met 


Glu 


Glu Val Leu 


He 




420 


425 






430 




Pro Asp 


Gin Lys Tyr Ser Leu 


Glu Gin 


lie His Trp 


Glu Val Ser 


Lys 




435 


440 






445 




His Leu 


Gly Arg Val Trp Phe 


Pro Asp 


Met Met 


Pro 


Thr Trp 




450 


455 






460 







<210> 3513 
<211> 2103 
<212> DNA 

<213> Homo sapiens 
<400> 3513 

tgaacctagg ggaatgtagt ctcattggga cttccaggat ccaagcctga cataatctcc 
60 

cagctggagc gaggggaaga tccctgggtc ctggacagga agggggctaa gaagagccag 
120 

ggcctgtgga gtgactactc agaatatgaa cccaagggag agagtcaaaa tacagacttg 
180 

agtccgaagc cattaatttc agagcaaaca gtgattctgg ggaaaacacc cttggggagg 
240 

attgatcaag aaaataatga aacaaagcaa agcttctgtt tgagtccgaa ctctgttgac 
300 

caccgtgaag ttcaggtctt aagccaaagc atgccactca ctccgcacca ggcagtgcct 
360 

agtggagaga ggccctacat gtgtgttgag tgtgggaagt gctttggccg gagttcccac 
420 

ctccttcagc atcagcgtat ccacactgga gagaagccct atgtgtgcag tgtatgtggg 
460 

aaggccttca gccagagctc agtccttagt aaacacagga gaattcacac aggtgagaag 
540 

ccctatgagt gtaatgagtg tggaaaagcc tttagagtga gctcagatct tgctcagcat 
600 

cacaagatac atacaggaga gaagcctcac gaatgtcttg agtgtcggaa agccttcact 
660 

caactctcac atctcattca gcaccagcgg atccacacgg gagaaaggcc atatgtgtgt 
720 

ccgttgtgtg ggaaagcctt caaccatagc actgttctgc ggagccacca gagggtacac 
780 

actggggaga agcctcacag gtgcaatgag tgtgggaaaa ccttcagtgt gaagaggaca 
840 

ctgctgcagc accagaggat ccacaccggg gagaagccct acacgtgcag cgagtgtggg 
900 

aaggccttca gcgaccgctc agtcctcatt cagcaccaca acgtgcacac cggggagaag 
960 

ccctatgagt gcagtgagtg tgggaagacc ttcagccacc gctccacact gatgaatcac 
1020 
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gagcggatcc acaccgagga aaagccctat gcatgctacg aatgtgggaa ggccttcgtt 
10B0 

cagcactcac acctgaccca gcaccagaga gtccacactg gggagaagcc ctatgtgtgt 
1140 

ggtgaatgtg ggcacgcctt cagtgcacgc cggtctctga tccagcatga gagaatccac 
1200 

acaggtgaaa agcccttcca gtgcacagaa tgtggcaaag ctntcagcct gaaagcaact 
1260 

ctgattgtgc acctgaggac ccacacgggc gagaagccat atgagtgcaa cagctgcggg 
1320 

aaggccttca gccagtactc agtgctcatc cagcaccagc ggatccacac aggcgagaag 
1380 

ccctatgagt gcggggagtg tgggcgtgcc ttcaaccagc atggccacct aatccagcac 
1440 

cagaaagtgc acagaaagtt gtgacccatg gctgacacaa gaatccattc tcacagaaac 
1500 

tgcatgtgga accacaagca gcctxcagcc caagagaagt ctctgttaac cccataggaa 
1560 

gcttttcctt ggcgattcag tgtcacaaaa taactccaga aagaagcact tagcgtgctg 
1620 

tccctgtgga aaaacttcag agactacctg ttttattctc ctcaacatct tgaagttatg 
1680 

ttggagagta atcatacaat tgtagagaat tttggtaaaa aacagccata attctttaac 
1740 

attagtttat ttgaactaag ggaatttaag gcataagaac cattatccca ataaaatctt 
1800 

acattccaaa taaagttctt tttctaagaa cattacatgc ccttcctaaa tatcaattaa 
1860 

ccatactaat tattgcactt aaaatttgaa agtcggacta ttttcagtat tctcttaaaa 
1920 

gactaaagta ttgtatggat aaagtgatat aaaaagatat cctcatcaag catcatgtaa 
1980 

aatggttgga aatcctaagt gtgtggattt ccatcctaag tgtgtggagt cctgttttgt 
2040 

atgaaacaag gaaaaagctt atatattagt gagaaattac ataaatttaa aaaaaaaaaa 

2100 

aaa 

2103 

<210> 3514 
<211> 484 
<212> PRT 

<213> Homo sapiens 



<400> 3514 



Gly Asn Val Val 


Ser 


Leu Gly Leu 


Pro Gly 


Ser Lys Pro Asp 


He 


He 


1 


5 






10 




15 




Ser Gin Leu Glu 


Arg 


Gly Glu Asp 


Pro 


Trp 


Val Leu Asp Arg Lys Gly 


20 






25 




30 






Ala Lys Lys Ser 


Gin 


Gly Leu Trp 


Ser 


Asp 


Tyr Ser Glu Tyr 


Glu 


Pro 


35 




40 






45 






Lys Gly Glu Ser 


Gin 


Asn Thr Asp 


Leu 


Ser 


Pro Lys Pro Leu 


He 


Ser 


50 




55 






60 






Glu Gin Thr Val 


He 


Leu Gly Lys 


Thr 


Pro 


Leu Gly Arg He 


Asp 


Gin 
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65 70 75 00 

Glu Asn Asn Glu Thr Lys Gin Ser Phe Cys Leu Ser Pro Asn Ser Val 

85 9° 95 

Asp His Arg Glu Val Gin Val Leu Ser Gin Ser Met Pro Leu Thr Pro 

100 105 HO 

His Gin Ala Val Pro Ser Gly Glu Arg Pro Tyr Met Cys Val Glu Cys 

US 120 125 

Gly Lys Cys Phe Gly Arg Ser Ser His Leu Leu Gin His Gin Arg He 

130 135 140 

His Thr Gly Glu Lys Pro Tyr Val Cys Ser Val Cys Gly Lys Ala Phe 
145 ISO 155 160 

Ser Gin Ser Ser Val Leu Ser Lys His Arg Arg He His Thr Gly Glu 

165 170 175 

Lys Pro Tyr Glu Cys Asn Glu Cys Gly Lys Ala Phe Arg Val Ser Ser 

180 185 190 

Asp Leu Ala Gin His His Lys lie His Thr Gly Glu Lys Pro His Glu 

195 200 205 

Cys Leu Glu Cys Arg Lys Ala Phe Thr Gin Leu Ser His Leu He Gin 

210 215 220 

His Gin Arg He His Thr Gly Glu Arg Pro Tyr Val Cys Pro Leu Cys 
225 230 235 240 

Gly Lys Ala Phe Asn His Ser Thr Val Leu Arg Ser His Gin Arg Val 

245 250 255 

His Thr Gly Glu Lys Pro His Arg Cys Asn Glu Cys Gly Lys Thr Phe 

260 265 270 

Ser Val Lys Arg Thr Leu Leu Gin His Gin Arg He His Thr Gly Glu 

275 230 285 

Lys Pro Tyr Thr Cys Ser Glu Cys Gly Lys Ala Phe Ser Asp Arg Ser 

290 295 300 

Val Leu He Gin His His Asn Val His Thr Gly Glu Lys Pro Tyr Glu 
305 310 315 320 

Cys Ser Glu Cys Gly Lys Thr Phe Ser His Arg Ser Thr Leu Met Asn 

325 " 330 335 

His Glu Arg He His Thr Glu Glu Lys Pro Tyr Ala Cys Tyr Glu Cys 

340 345 350 

Gly Lys Ala Phe Val Gin His Ser His Leu He Gin His Gin Arg Val 

355 360 365 

His Thr Gly Glu Lys Pro Tyr Val Cys Gly Glu Cys Gly His Ala Phe 

370 375 380 

Ser Ala Arg Arg Ser Leu He Gin His Glu Arg He His Thr Gly Glu 
385 390 395 400 

Lys Pro Phe Gin Cys Thr Glu Cys Gly Lys Ala Xaa Ser Leu Lys Ala 

405 410 415 

Thr Leu He Val His Leu Arg Thr His Thr Gly Glu Lys Pro Tyr Glu 

420 425 430 

Cys Asn Ser Cys Gly Lys Ala Phe Ser Gin Tyr Ser Val Leu He Gin 

435 440 445 

His Gin Arg He His Thr Gly Glu Lys Pro Tyr Glu Cys Gly Glu Cys 

450 455 460 

Gly Arg Ala Phe Asn Gin His Gly His Leu He Gin His Gin Lys Val 
465 470 47S 490 

His Arg Lys Leu 
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<210> 3515 
<211> 5003 
<212> DNA 

<213> Homo sapiens 
<400> 3515 

caacaatcgg atattacatc aaccaagctg aataaccagt gtgagttgct aagccaactt 
60 

aaaggaaatt tagaagaaga aaaccggcat ctactagatc aaattcagac attaatgcta 
120 

cagaacagaa cacttctgga gcagaatatg gaaagcaagg atctttttca tgttgaacaa 
180 

agacagtaca ttgataagtt aaatgaatta agacgtcaga aggagaaact agaagagaaa 
240 

attatggatc aatacaaatt ttatgaccca tctcctccta gaaggagagg caactggatt 
300 

actctaaaaa tgagaaaatt gataaagtct aagaaagata ttaatcggga acgccagaaa 
360 

tctctaacat taacacccac ccgctcagac tccagtgaag gatttcttca gctccctcat 
420 

caagacagtc aagatagttc ttcagtaggt tcaaactctt tagaagatgg ccagaccttg 
480 

gggaccaaga aaagcagcac catgaatgac ctggtgcagt ccatggtcct agcaggacag 
540 

tggacaggta gtactgagaa tttggaggtt cctgatgata tttcaacggg taaaaggaga 
600 

aaagaattgg gagctatggc cttctctact acagccatca acttctcaac tgtcaactct 
660 

tctgcaggct tcagatccaa gcagttggtt aataacaaag atactacatc ctttgaagac 
720 

ataagtccac aaggcgttag tgatgattct agtacgggat caagagttca tgcttcaaga 
780 

ccagccagcc ttgatagtgg cagaacatcc actagcaata gcaataataa tgcttcacta 
840 

catgaagtca aagcaggtgc agttaataac caaagcaggc cacaaagcca cagcagtgga 
900 

gaatttagcc tgcttcatga ccatgaggct tggtccagca gtggtagcag tccaatccag 
960 

tacttgaaaa gacagaccag atcaagccca gtgctccagc acaaaatatc tgaaacactg 
1020 

gagagtcgac atcacaagat caaaactggt tcccctggaa gtgaagttgt tactctacaa 
1080 

cagtttttgg aagaaagcaa taagcttacc tcagcacaga taaagtcctc aagtcaagag 
1140 

aatcttttag atgaagtaat gaaaagtttg tctgtccctt ctgacttttt gggaaaagac 
1200 

aaaccagtta gctgtggtct ggccaggtca gtaagcggaa aaaccccagg ggacttctat 
1260 

gatagacgga caactaagcc tgagtttttg agacctggtc ctcgaaaaac tgaagatacc 
1320 

tacttcatca gttctgcggg aaaacctaca ccaggcactc aaggaaaaat aaaactagta 
1380 

aaagaatctc ctctgtcacg acaatcaaaa gatagtaacc cttatgcaac tctacctcgt 
1440 
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gcaagcagcg tgatctcaac tgccgaagga 
1500 

ttgaccaagg acagtagact gcctatatca 
1560 

aacaccactg cagcatctaa tgtggacaaa 
1620 

tctagggagc aacaaagctc ctaattctat 
1680 

gagaaaagtg tccttcagtt tctcagtatg 
1740 

tagcaactat aggaatcatt tttaaaaatc 
1800 

atagagcagg caagaaatac aaaccttcat 
1860 

actgccaaaa ttttttaaag gttttaggac 
1920 

gaataaagga cgttctctca ctaaggacca 
1980 

actccaagaa caatctgctt ttttcatcat 
2040 

atgcttctgc taagtgttag ccaaaatcta 
2100 

ttaaatgctg tagtattttg tggaatgtac 
2160 

ggcatgtcag agccttattt ggttagcaga 
2220 

agccaattat tttgatgcaa aagaaattca 
2280 

tgaaatagga gttacaaaaa atttatagtg 
2340 

aacactaagc attcataagt taacccatgg 
2400 

gtaagatggt Ctttcagcaa atggcattcc 
2460 

tcttttcttt ggtattgggt tatgtatgcg 
2520 

ttgcttaaga agttttctta tggcaaaaat 
2580 

tgccagaaac tcatttataa ttaaggctat 
2640 

atattacatt aaagttgata actgttattg 
2700 

acctttaaac atccggaaga agcacaaaaa 
2760 

atctttttag tagttccaat tttatatcac 
2820 

cattgatact cattaatgca aattcattat 
2880 

tctgaaatga gaaacatact gactttttaa 
2940 

ttaccagctc tgaagaactt tttggaataa 
3000 

ttgtgggttt catcactaac ccagtaacca 
3060 



actacacgaa ggacaagcat ccatgatttt 
gttgattcac caccagctgc tgctgacagc 
gtacaagaaa gcagaaattc aaaaagcagg 
tacccactac atgacatgtg ggccaagcga 
aagcctttat ttctgaagta acaagacacc 
tttaaggaga cttttaacag tccttcgtga 
tccttgaatc aaggagcact actggattca 
ttactatacc ctgtactgtt aagatctact 
ggtgtttcaa ggttaagtgt ttaaagaagt 
ttgttttatg aatctatcca tgtttgctta 
gccatttata tttagttgtg taaacctaaa 
tatatagcaa gatacagaga aaattgtttt 
ctgcatgtgt tgatactttt tttttcttaa 
gtttataaga taaatctgaa aaatccataa 
atattaacct ttccatattt cccattaagc 
taaagagtgt ttttctgaaa ctttttttta 
caagataaag ctgttgtgct ttaactcatt 
tgtgcatctc tttaacttga gagctgactg 
aatgtaaata agttactatg atctgcattt 
catttattaa tgatcttttt ctccttcatg 
gtacttttga aatatttgta tgtatttgtt 
aacagattta gttaacccag ggaaacatca 
agtttcactt tctcatgaaa tcaaaaaatg 
ttaacatcaa tatcagagta atcttcaagg 
aattttaaca gcgtacttct taggctttca 
ttccatattc catagtgtgt ggttcatgag 
taagaaaagt ctctctctct ctctctctct 
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ctttctctct ccctctttct 
3120 

tctaatttcc aaaagaccat 
3180 

gagaacttga gcttacttac 
3240 

tgctgttaac attaaatcat 
3300 

acaaaggatt cttactaaca 
3360 

cgtagacttt gaaacatctc 
3420 

ataggtatca gagcagtcta 
3480 

Cggataaaag taaacataga 
3540 

tttatattag ctagcatcta 
3600 

agctgaaatt taatgggtgg 
3660 

ctctccagaa cactaatatc 
3720 

caagcagaaa atgctgaaaa 
3780 

aagggacaat taaagagaca 
3840 

tcaattatat tcatcacact 
3900 

cacatgaata ttttactttc 
3960 

cttctcccct aaacaacttc 
4020 

cattttcatt ttcctaaccg 
4080 

caacacctaa cccctcaagg 
4140 

gagctccaat aatgtgcttc 
4200 

attggtggtt accaaagagc 
4260 

atgcaaaaag cctattttaa 
4320 

gaagtactac agcctgtgct 
4380 

ccaaatctgg aattacaatg 
4440 

ttactttttg tgagtggtga 
4500 

tgtatttttt ctttaagcct 
4560 

tgatgtacat gttgagatat 
4620 

aagttgcact tataacaccc 
4680 



ctctctcttt cgtaggccag 
caataaaaaa gagagcatgt 
gtacttcaat gccaccggta 
tttgaaaatc ttggatgaaa 
tacaaaaata atgcacaaca 
tctctgtcat aaccccctgg 
gagacaattg catgtcaaaa 
aattatgtta tggctaaata 
atttgcacaa ctagaacaca 
tgatgtagcc caatgagggc 
ctaaaataca gaacatgctg 
caacgtgtaa agtactgaat 
accaagggaa cacattgaga 
tttttcatac catttcaaga 
tccagtatac cttgagaagc 
tgccaaacaa taataaagcc 
gggcctgaca tgctttaaat 
aaactgaaga atcaatatac 
agatctgtcc atgtggaaat 
tcacaaaaca ggtctgtatg 
aatcactgtg catattatag 
gtcttaatgg tttacgtcag 
gggagtaata atgtatacta 
atccttgtgt ttttcttttc 
tgaatgaata caaaaggagc 
ttggacaatg aaaatgcctc 
ctcaacaaaa tccaacctca 



tagcaatgtt gtgttcacag 
ttaaattgaa atggaactta 
acttaggttt taccaccaaa 
ggtgccatgt aaatggaaat 
gaaatatcta aaaccttttc 
attcaagtag cacattggta 
aatgtacatt catttttagg 
cagttagcgg gtaacttaga 
tcccagaaca attactgaaa 
gaatgacatt ccagcttgac 
ggttaagtgc attagtgctt 
ctgagtaggc tgaccctgag 
ctacaaaaat atgaataatc 
aacgactaga cagtagtaac 
aaactttgta ggaagccact 
aactggaaac gaatcggagc 
tatctggctg tattctaaat 
agggtaatag ctctggctca 
gcttccatcc aaatttttaa 
tagcaccttt catgcaaggc 
agttgtagcc acctcacaat 
gaaatgaaaa agacactgta 
aatgactttt gtattttaag 
agctacactt agtcctgaga 
ccattttata acacaaacct 
aaaaggaatg catatggata 
aattgtcttt ttcttttcta 
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ttaagggttt tctttttcag tgtctaccac tgtacttata actgttatta aataccaaat 
4740 

caaacaatat aaaagctgta acacttcctt taaaactaat gctaataagg gatttagagt 
4800 

tgaatggcaa aatgtttatt actcggcaat acctgatgtc agtcacaggc atccaactca 
4660 

tgacaagaga taccaccgtt tgttttttaa aaaacatttt tcattttgtt tctccttcaa 
4920 

aaattaagtt ggactaacat tcacgtatca aactaatata aaaagaaata aaaccaagag 
4980 

gtgatttttg taaaaaaaaa aaa 
5003 



<210> 3S16 
<211> 547 
<212> PRT 

<213> Homo sapiens 



<400> 3516 

Gin Gin Leu Asp lie Thr Ser Thr Lys Leu Asn Asn Gin Cys Glu Leu 

1 5 10 15 

Leu Ser Gin Leu Lys Gly Asn Leu Glu Glu Glu Asn Arg His Leu Leu 

20 25 30 

Asp Gin He Gin Thr Leu Met Leu Gin Asn Arg Thr Leu Leu Glu Gin 

35 40 45 

Asn Met Glu Ser Lys Asp Leu Phe His Val Glu Gin Arg Gin Tyr He 

50 55 60 

Asp Lys Leu Asn Glu Leu Arg Arg Gin Lys Glu Lys Leu Glu Glu Lys 
65 70 75 30 

He Met Asp Gin Tyr Lys Phe Tyr Asp Pro Ser Pro Pro Arg Arg Arg 

85 90 95 

Gly Asn Trp He Thr Leu Lys Met Arg Lys Leu He Lys Ser Lys Lys 

100 105 HO 

Asp He Asn Arg Glu Arg Gin Lys Ser Leu Thr Leu Thr Pro Thr Arg 

115 120 125 

Ser Asp Ser Ser Glu Gly Phe Leu Gin Leu Pro His Gin Asp Ser Gin 

130 135 140 

Asp Ser Ser Ser Val Gly Ser Asn Ser Leu Glu Asp Gly Gin Thr Leu 
145 150 1S5 160 

Gly Thr Lys Lys Ser Ser Thr Met Asn Asp Leu Val Gin Ser Met Val 

165 170 175 

Leu Ala Gly Gin Trp Thr Gly Ser Thr Glu Asn Leu Glu Vai Pro Asp 

180 185 190 

Asp He Ser Thr Gly Lys Arg Arg Lys Glu Leu Gly Ala Met Ala Phe 

195 200 205 

Ser Thr Thr Ala He Asn Phe Ser Thr Val Asn Ser Ser Ala Gly Phe 

210 215 220 

Arg Ser Lys Gin Leu Val Asn Asn Lys Asp Thr Thr Ser Phe Glu Asp 
225 230 235 240 

He Ser Pro Gin Gly Val Ser Asp Asp Ser Ser Thr Gly Ser Arg Val 

245 250 255 

His Ala Ser Arg Pro Ala Ser Leu Asp Ser Gly Arg Thr Ser Thr Ser 

260 265 270 

Asn Ser Asn Asn Asn Ala Ser Leu His Glu Val Lys Ala Gly Ala Val 
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275 






260 




285 








Asn Asn 


Gin Ser 


Arg 


Pro Gin 


Ser 


His 


Ser Ser Gly Glu 


Phe 


Ser 


Leu 


290 






295 






300 








Leu His 


Asp His 


Glu 


Ala Trp 


Ser 


Ser 


Ser Gly Ser Ser 


Pro. 


He 


Gin 


305 






310 






315 






320 


Tyr Leu 


Lys Arg 


Gin 


Thr Arg 


Ser 


Ser 


Pro Val Leu Gin 


His 


Lys 


He 






325 








330 




335 




Ser Glu 


Thr Leu 


Glu 


Ser Arg 


His 


His 


Lys He Lys Thr 


Gly 


Ser 


Pro 




340 








345 




350 






Gly Ser 


Glu Val 


Val 


Thr Leu 


Gin 


Gin 


Phe Leu Glu Glu 


Ser 


Asn 


Lys 




355 






360 




365 








Leu Thr 


Ser Val 


Gin 


lie Lys 


Ser 


Ser 


Ser Gin Glu Asn 


Leu 


Leu 


Asp 


370 






375 






380 








Glu Val 


Met Lys 


Ser 


Leu Ser 


Val 


Ser 


Ser Asp Phe Leu 


Gly 


Lys 


ASp 


385 






390 






395 






400 


Lys Pro 


Val Ser Cys 


Gly Leu Ala Arg 


Ser val Ser Gly 


Lys 


Thr 


Pro 






405 








410 




415 




Gly Asp 


Phe Tyr 


Asp 


Arg Arg 


Thr 


Thr 


Lys Pro Glu Phe 


Leu 


Arg 


Pro 




420 








425 




430 






Gly Pro 


Arg Lys 


Thr 


Glu Asp 


Thr 


Tyr 


Phe He Ser Ser 


Ala 


Gly 


Lys 




435 






440 




445 








Pro Thr 


Pro Gly Thr 


Gin Gly Lys 


lie 


Lys Leu Val Lys 


Glu 


Ser 


Ser 


450 






455 






460 








Leu Ser 


Arg Gin Ser 


Lys Asp Ser Asn 


Pro Tyr Ala Thr 


Leu 


Pro 


Arg 


465 






470 






475 






480 


Ala Ser 


Ser Val 


lie 


Ser Thr 


Ala 


Glu 


Gly Thr Thr Arg 


Arg 


Thr 


Ser 






485 








4 90 




495 




lie His 


Asp Phe 


Leu 


Thr Lys 


Asp 


Ser 


Arg Leu Pro He 


Ser 


Val 


Asp 




500 








505 




510 






Ser Pro 


Pro Ala 


Ala 


Ala Asp Ser Asn 


Thr Thr Ala Ala 


Ser 


Asn 


Val 




515 






520 




525 








Asp Lys 


Val Gin Glu 


Ser Arg 


Asn 


Ser 


Lys Ser Arg Ser 


Arg 


Glu 


Gin 


530 






535 






540 









Gin Ser Ser 
545 



<210> 3517 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<400> 3517 

acgcgtgtga tcgtccgtgc gtctagcctt tgcccacgca ggtatgaaca cccggagtgc 
60 

acctggcggg aggaccccct tcaggctgct ttggcccgat cctgacttta gtgctggccg 
120 

cctttgcttt ccatccgcta tagtggcctc ctccgtcccc gcgggggaaa ccgaggccac 
180 

agccttgcag cgcatgcctg atcgcccgac ttcccgcccc ctgctcgtgc gggcctcact 
240 

gtctccttct gggctggggg cttgcgacac cgccctccgg ccgactcgct cgtggggtgc 
300 

ctgttggcag cggctgggtc actcgtgctc tggtcaggga ga 
342 
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<210> 3518 
<211> 99 
<212> PRT 

<213> Homo sapiens 



<400> 3518 














Met Asn 


Thr 


Arg 


Ser Ala Pro Gly Gly Arg Thr 


Pro Phe 


Arg 


Leu 


Leu 


1 






5 10 






15 




Trp Pro 


Asp 


Pro 


Asp Phe Ser Ala Gly Arg Leu 


Cys Phe 


Pro 


Ser 


Ala 






20 


2S 




30 






lie Val 


Ala 


Ser 


Phe Val Leu Ala Gly Glu Thr 


Glu Ala 


Thr 


Ala 


Leu 




35 




40 


45 








Gin Arg 


Met 


Pro 


Asp Arg Pro Thr Ser Arg Pro 


Leu Leu 


Val 


Arg 


Ala 


50 






55 


60 








Ser Leu 


Ser 


Pro 


Ser Gly Leu Gly Ala Cys Asp 


Thr Ala 


Leu 


Arg 


Pro 


65 






70 75 








80 


Thr Arg 


Ser 


Trp 


Gly Ala Cys Trp Gin Trp Leu 


Gly His 


Ser 


Cys 


Ser 








85 90 






95 




Gly Gin 


Gly 















<210> 3519 

<211> 2207 

<212> DNA 

<213> Homo sapiens 

<400> 3519 

ccacagccca gcccccgggc ccagccccct ggtggcaccc cggcagacgc cgggccaggc 
60 

cagggcagct cagaagaaaa accaaaactg gggttggttg tgaacctgcc acctgcccag 
120 

ctgtcgtcca gcgatgagga gaccagggag gagctggccc gaattgggtt ggtgccaccc 
180 

cctgaagagt ttgccaacgg ggtcctgctg gccaccccac tcgctggccc gggcccctcg 
240 

cccaccacgg tgcccagccc ggcctcaggg aagcccagca gtgagccacc ccctgcccct 
300 

gagtctgcag ccgactctgg ggtggaggag gctgacacac gcagctccag cgacccccac 
360 

ctggagacca caagcaccat ctccacggtg tccagcatgt ccaccttgag ctcggagagc 
420 

ggggaactca ctgacaccca cacctccttc gctgacggac acacttttct actcgagaag 
480 

ccaccagtgc ctcccaagcc caagctcaag tccccgctgg ggaaggggcc ggtgaccttc 
S40 

agggacccgc tgctgaagca gtcctcggac agcgagctca tggcccagca gcaccacgcc 
600 

gcctctgccg ggctggcctc tgccgccggg cctgcccgcc ctcgctacct cttccagaga 
660 

aggtccaagc tatgggggga ccccgtggag agccgggggc cccctgggcc tgaagacgac 
720 

aaaccaactg tgatcagtga gctcagctcc cgcctgcagc agctgaacaa ggacacgcgt 
780 
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tccctggggg aggaaccagt 
840 

cccaccgcag cagctcggtc 
900 

gccacctctt gactcctgct 
960 

tcagccttgg aggacagagt 
1020 

ggtcttacaa aggcctggcc 
1080 

agcttgggaa actcatgagg 
1140 

atcctgggga attgctctgg 
1200 

ctggaaagcc ctcttcccag 
1260 

tcagagtgag cagcctggtc 
1320 

tcctgaccca cacctgacca 
1380 

tgcctcttgg tcttgatgaa 
1440 

cctggttcgg gccctcaata 
1500 

atgctgtgtt ttgtgatttg 
1560 

acttactcag cgttcagact 
1620 

caggtctcgt cattggctct 
1680 

gtcaggggat tcctcagccg 
1740 

cggtgctctt tagcactctg 
L800 

tctcaccagg accctgtttg 
1860 

gcagccctga cccttacgtg 
1920 

tctctgattg ggttcatgtg 
1980 

acatagggct gtcatcggcc 
2040 

gtccgcccac ctagcaagca 
2100 

ccagtgctgt cccttgagta 
2160 

cacggccccc actggcacca 
2207 

<210> 3520 

<211> 303 

<212> PRT 

<213> Homo sapiens 



tggtggcctg ggcagcctgc 
tcccctctcc tctttgggtc 
tcttgctgcc tggaagacca 
tcacagcgca gcaacgtgtt 
attctacctt ctttagttca 
cctctcctaa ggtcccggga 
ggtcctctcc ccttttagcc 
cagtgcagtg ttgaaggtgc 
ctaggcccct gtacaggacc 
gcccccatct cccctctctg 
aatcaaagcc attttaaaaa 
aacatttctt aaatggatga 
agatctaggg aggtggctta 
catcaggtgt cgatccccca 
gtcctctcct gtgaggcagc 
gaacctctgg cacttcccct 
tcttgatcag ggtacggttc 
tttttctttc tcagatgtgg 
atgtctgttc ttttactcag 
ggtcctctgc ttttccctga 
aagcttgagt cctctgttct 
ggtgctgaga ttgaggggag 
agtagatgct ggacagcctg 
gcaactcact tccttgccgg 



tggaccctgc caagaagtcg 
tgggggggcg gtatgtggat 
acctagtggg ccccgtactg 
cagaacttaa ggactttgca 
ggattcaaaa gacaggtagg 
tgctgcctcc agctcctgtc 
ttttccaact ctcagccaaa 
ccgtagaatg ggtgttataa 
agacccctga ggctggggtc 
cttctccctc cgctcttctc 
gtgcatagca cagtgcctgg 
aagaacaaag caaaatgcaa 
ggacaaaaac ccacagaagg 
tggtcgggct caggtgggcc 
tgcagcagtt gcagggcagg 
tctctgagtt catcctccca 
tcttagccct tggctctggc 
gatggggaag gacaagacca 
tagttcctgc aaaattctga 
ctgatcactg gggtctgggg 
cccaggagcc agggggatgg 
ggggctctcc agatggaagt 
tagcaaccaa tgttctgtga 
tcattgg 
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<400> 3520 

Pro Gin Pro Ser Pro Arg Ala Gin Pro Pro Gly Gly Thr Pro Ala Asp 

15 10 15 

Ala Gly Pro Gly Gin Gly Ser Ser Glu Glu Lys Pro Lys Leu Gly Leu 

20 25 30 

val Val Asn Leu Pro Pro Ala Gin Leu Ser Ser Ser Asp Glu Glu Thr 

35 40 45 

Arg Glu Glu Leu Ala Arg He Gly Leu Val Pro Pro Pro Glu Glu Phe 

50 55 60 

Ala Asn Gly Val Leu Leu Ala Thr Pro Leu Ala Gly Pro Gly Pro Ser 
65 70 75 80 

Pro Thr Thr Val Pro Ser Pro Ala Ser Gly Lys Pro Ser Ser Glu Pro t 

B5 90 95 

Pro Pro Ala Pro Glu Ser Ala Ala Asp Ser Gly Val Glu Glu Ala Asp 

100 105 110 

Thr Arg Ser Ser Ser Asp Pro His Leu Glu Thr Thr Ser Thr lie Ser 

115 120 125 

Thr Val Ser Ser Met Ser Thr Leu Ser Ser Glu Ser Gly Glu Leu Thr 

130 135 140 

Asp Thr His Thr Ser Phe Ala Asp Gly His Thr Phe Leu Leu Glu Lys 
145 ISO 1S5 160 

Pro Pro Val Pro Pro Lys Pro Lys Leu Lys Ser Pro Leu Gly Lys Gly 

165 170 175 

Pro Val Thr Phe Arg Asp Pro Leu Leu Lys Gin Ser Ser Asp Ser Glu 

180 185 190 

Leu Met Ala Gin Gin His His Ala Ala Ser Ala Gly Leu Ala Ser Ala 

195 200 205 

Ala Gly Pro Ala Arg Pro Arg Tyr Leu Phe Gin Arg Arg Ser Lys Leu 

210 215 220 

Trp Gly Asp Pro Val Glu Ser Arg Gly Leu Pro Gly Pro Glu Asp Asp 
225 230 235 240 

Lys Pro Thr Val He Ser Glu Leu Ser Ser Arg Leu Gin Gin Leu Asn 

245 250 255 

Lys Asp Thr Arg Ser Leu Gly Glu Glu Pro Val Gly Gly Leu Gly Ser 

260 265 270 

Leu Leu Asp Pro Ala Lys Lys Ser Pro He Ala Ala Ala Arg Ser Pro 

275 280 285 

Leu Ser Ser Leu Gly Leu Gly Gly Trp Tyr Val Asp Ala Thr Ser 
290 295 300 

<210> 3521 

<211> 638 

<212> DNA 

<213> Homo sapiens 

<400> 3521 

caacgtcaac aagcacccgg gcggccggca gaaggcccgt atcctgcagg ccggcacgcc 
60 

gctggggctc atggcctacc tgtactccag tgatgccttc ctggagggtt atgtgcagca 
120 

attcctctac accttccgct acttctgcac accccacgac ttcctgcact tcctcctcga 
180 

ccgcatcaac agcacgctga ccagggccca ccaggacccc acctcgacct tcaccaagat 
240 
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ctacaggcgg 


agcctctgcg 


300 




ccctcggaac 


agcgggctgc 


360 




cctggacggc 


tctgccaagc 


420 




cgagggcaac 


cctcgcggca 


480 




gacccttcaa 


cgccctctgt 


540 




cctggaggct 


gccccgaggc 


600 




ccattgctgc 


cgccctgccc 


638 





tcctgcaggc ctgggtggag 
tggggaagct agaggacttc 
acctgctggg cctcctggag 
cagacctgga gaaccccagg 
aagaggctct cagaggacgg 
aacgggctgg tgctgccgcc 
aagccctgct tcctcgag 



gactgctacg ctgtggacct 
aectcctcca agatcctacc 
gtgggcatgg accggcgggc 
gaggccgagg aggantgcca 
cacctccagg aagagcttcc 
acacaaggag cgcccctaca 



<210> 3522 

<211> 181 

<212> PRT 

<213> Homo sapiens 



<400> 3522 



Cys Leu 


Pro 


Gly Gly Leu Cys Ala 


1 




5 


Leu Leu 


His 


Thr Pro Arg Leu Pro 






20 


Gin His 


Ala 


Asp Gin Gly Pro Pro 




35 


40 


Asp Leu 


Gin 


Ala Glu Pro Leu Arg 


50 




55 


Leu Arg 


Cys 


Gly Leu Pro Ser Glu 


65 




70 


Gly Leu 


His 


Leu Leu Gin Asp Pro 






85 


Pro Ala 


Gly 


Pro Pro Gly Gly Gly 






100 


Pro Ser 


Arg 


His Arg Pro Gly Glu 




115 


120 


Pro Asp 


Pro 


Ser Thr Pro Ser Val 


130 




135 


Pro Gly 


Arg 


Ala Ser Pro Gly Gly 


145 




150 


Cys Arg 


His 


Thr Arg Ser Ala Pro 






165 


Ser Pro 


Ala 


Ser Ser 



180 



Ala He Pro Leu His Leu 


Pro 


Leu 


10 


15 




Ala Leu Pro Pro Arg Pro 


His 


Gin 


25 30 






Gly Pro His Leu Asp Leu 


His 


Gin 


45 






Pro Ala Gly Leu Gly Gly 


Gly 


Leu 


60 






Gin Arg Ala Ala Gly Glu 


Ala 


Arg 


75 




80 


Thr Pro Gly Arg Leu Cys 


Gin 


Ala 


90 


95 




His Gly Pro Ala Gly Arg 


Gly 


Gin 


10S no 






Pro Gin Gly Gly Arg Gly 


Gly 


Xaa 


125 






Arg Gly Ser Gin Arg Thr 


Ala 


Ser 


140 






Cys Pro Glu Ala Thr Gly 


Trp 


Cys 


155 




160 


Thr Pro Leu Leu Pro Pro 


Cys 


Pro 


170 


175 





<210> 3523 
<211> 2614 
<212> DNA 

<213> Homo sapiens 



<400> 3523 

nnactcctgg cagcccgcgg cccccgagca cgcgcctgac agcccctgct ggcccggcgc 
60 
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gcggcgtcgc caggccagct 
120 

ggacttaccc cgcgctactt 
180 

cggtggctag tgatcgaccg 
240 

gggggctccc gggtcatcag 
300 

ttccacatca acaagggcct 
360 

tctccagagc agcccagctt 
420 

gagctgcggg ccacagtgga 
480 

ctgtacctgc cgcacatctt 
540 

gggacgtcct ttttgccctt 
600 

gccggctggc tgcagcatga 
660 

catctgctac atcattttgt 
720 

cacatgcact tccagcacca 
780 

atgcatccct tcttctttgc 
840 

aaaaaatata tgccgtacaa 
900 

ttgctgcctc tctacttcca 
960 

gtggacttgg tctggatgat 
1020 

ttggggctga aagccttcct 
1080 

ttcgtgtggg tgacacagat 
1140 

gactgggttt ccacccagct 
1200 

tggttcagtg gacacctcaa 
1260 

cacaattacc acaaagtggc 
1320 

taccagccca agcccctgct 
1360 

gggcagctct ggccagatgc 
1440 

aagaagagga ggaagactct 
1500 

cagtttaata ctcagagggg 
1S60 

ccttttatct tctagccaca 
1620 

aggagggaag gagctgttgg 
1680 



catggccccc gacccgttgg 
cacctgggac gaggtggccc 
taaggtgtac aacatcagcg 
ccactacgcc gggcaggatg 
tgtgaagaag tatatgaact 
tgagcccacc aagaataaag 
gcggatgggg ctcacgaagg 
gctgctggat ggtgcagccc 
cctcctctgt gcggtgctgc 
ctttgggcac ctgtcggtct 
gattggccac ctgaaggggg 
tgccaagccc aactgctccc 
cttggggaag atcctctctg 
ccaccagcac aaatacttct 
gtggtatatt tcctattttg 
taccttctac gtccgcttct 
gggccttttc ttcatagtca 
gaaccatatt cccatgcaca 
ccaggccaca tgcaatgtcc 
cttccagatt gagcaccacc 
tcccctggtg cagtccttgt 
gtcagccttc gccgacatca 
ctatcttcac caataacaac 
ggagccaagg cagaggggag 
gttgggtttg gggacataaa 
gttccaagac ccaaagtggg 
ggcaggggtg taaattattc 



ccgccgagac cgcggctcag 
agcgctcagg gtgcgaggag 
acttcagtcg ccggcatcca 
ccacggatcc ctttgtggcc 
ctctcctgat tggagaactg 
agctgacaga tgagttccgg 
ccaaccatgt cttcttcctg 
ggctcaccct ttgggtcttt 
tcagtgcagt tcaggcccag 
tcagcacctc aaagtggaac 
cccccgccag ttggtggaac 
gcaaagaccc agacatcaac 
tggagcttgg gaaacagaag 
ccctaattgg gcccccagcc 
ttatccagcg aaagaagtgg 
tcctcactta tgtgccacta 
ggttcctgga aagcaactgg 
Ctgatcatga ccggaacatg 
acaagtctgc cttcaatgac 
cctttcccac gatgcctcga 
gtgccaagca tggcatagag 
tccactcact aaaggagtca 
agccaccctg cccagtctgg 
cccgagggac aatgccacta 
gcctctgact caaactcctc 
gggtggacac agaagtccct 
cctctttcta gtttggcaca 
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tgcaggtagt tggtgaacag agagaaccag gagggtaaca gaagaggagg gacctactga 
1740 

acccagagtc aggaagagat ttaacactaa aattccactc atgccgggcg tggtggcacg 
1800 

cgcctgtaac cccagctacc caggaggctg aggcaggaga atcgcttgaa ccggggaggt 
1860 

ggaggttgca gtgagccgag atcacgccat tgtactccag cctgggcgac agagcctcca 
1920 

tctccaaagg aaaaacaaaa ggttattctg tattgtaatt taaaaataaa atttcttcta 
1980 

tttgaatttt taaagttaaa aacgtaagta aatcctgtca ttgctaacag ggccacatat 
2040 

ggactcttac tctttcctct agacccccag agtgtagaat gtgatacact tttgtccttt 
2100 

tctctgagga tgtgctgcct agtgtcgtgg aatctgcctg accattgcaa gcatccaatt 
2160 

ttgtgaccag ttcttttgca ggaaattgtt tctgagaaga ctggaagaca agaaatatcc 
2220 

cacctcttct aacaagatct gaattgttcg aaaagcagcc agtgcctaac ttgtagctcc 
2280 

acttatgcca actgtatata tacctctcgt gagcatagca agtgatttaa tattttgaaa 
2340 

agatggctaa aatccttcta atgaacagca ctaaagttat atgtattaga ggagaattat 
2400 

tgaatgagat ggagaaagag ttctgaaatt aatattcaca ttttggcttt tttacagata 
2460 

atattatatt tctgagtgac cagacgaaag agaaggagta gaaaggatga ttcttctttg 
2520 

gccatcattt ggtacagtct catttccaag tcatgtataa tctttatggc ttccaaggac 
2580 

aagaattaaa atactctttt acgtaaaaaa aata 
2614 

<210> 3524 

<211> 444 

<212> PRT 

<213> Homo sapiens 



<400> 3524 



Met Ala 


Pro 


Asp 


Pro Leu Ala Ala Glu Thr Ala Ala 


Gin 


Gly 


Leu 


Thr 


1 






S 10 






15 




Pro Arg 


Tyr 


Phe 


Thr Trp Asp Glu Val Ala Gin Arg 


Ser 


Gly 


Cys 


Glu 






20 


25 




30 






Glu Arg 


Trp 


Leu 


Val He Asp Arg Lys Val Tyr Asn 


lie 


Ser 


Asp 


Phe 




35 




40 


45 








Ser Arg 


Arg 


His 


Pro Gly Gly Ser Arg Val He Ser 


His 


Tyr 


Ala 


Gly 


50 






55 60 










Gin Asp 


Ala 


Thr 


Asp Pro Phe Val Ala Phe His He 


Asn 


Lys 


Gly 


Leu 


65 






70 75 








80 


Val Lys 


Lys 


Tyr 


Met Asn Ser Leu Leu He Gly Glu 


Leu 


Ser 


Pro 


Glu 








85 90 






95 




Gin Pro 


Ser 


Phe 


Glu Pro Thr Lys Asn Lys Glu Leu 


Thr 


Asp 


Glu 


Phe 






100 


105 




110 






Arg Glu 


Leu 


Arg 


Ala Thr Val Glu Arg Met Gly Leu 


Met 


Lys 


Ala 


Asn 
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115 








120 










125 








His 


Val 


Phe 


Phe 


Leu Leu Tyr 


Leu 


Leu 


His 


He 


Leu 


Leu 


Leu 


Asp 


Gly 




130 








135 










140 










Ala 


Ala 


Trp 


Leu 


Thr Leu Trp Val 


Phe 


Gly 


Thr 


Ser 


Phe 


Leu 


Pro 


Phe 


145 








150 










155 










160 


Leu 


Leu 


Cvs 


Ala 


Val Leu 


Leu 


Ser 


Ala 


Val 


Gin 


Ala 


Gin 


Ala 


Glv 


Tro 










165 








170 










175 




Leu 


Gin 


His 


Asp 


Phe Gly His 


Leu 


Ser 


Val 


Phe 


Ser 


Thr 


Ser 


Lvs 


Tro 








180 








185 










190 






Asn 


His 


Leu 


Leu 


His His 


Phe 


val 


lie 


Glv 


His 


Leu 


Lvs 


Glv 


Ala 


Pro 






195 








200 










205 








Ala 


Ser 


Trp 


Trp 


Asn His 


Met 


His 


Phe 


Gin 


His 


His 


Ala 


Lys 


Pro 


Asn 




210 








215 










220 










Cys 


Phe 


Arg 


Lys 


Asp Pro 


Asp 


He 


Asn 


Met 


His 


Pro 


Phe 


Phe 


Phe 


Ala 


225 








230 










235 










240 


Leu 


Gly 


Lys 


lie 


Leu Ser 


val 


Glu 


Leu 


Glv 


Lvs 


Gin 


ys 


uys» 


Lys 


Tyr 










245 








2 50 










255 




Met 


Pro 


Tyr 


Asn 


His Gin 


His 


Lys 


Tyr 


Phe 


Phe 


Leu 


He 


uxy 


Pro 


Pro 








260 








265 
















Ala 


Leu 


Leu 


Pro 


Leu Tyr 


Phe 


Gin 


Trp 


Tyr 


He 


Phe 


Tyr 


Phe 


Val 


He 






275 








280 










Th 5 








Gin 


Ara 


Lys 


Lys 


Trp Val Asp Leu 


Val 


Trp 


et 


He 


r 


Phe 


Tyr 


Val 




290 








295 










300 










Arg 


Phe 


Phe 


eu 


Thr Tyr Val 


Pro 


Leu 


Leu 


Gly 


Leu 


Lys 


a i -j 
Aia 


Phe 


Leu 


305 








310 










315 










320 


Gly 


Leu 


Phe 


Phe 


He Val 


Arg 


Phe 


Leu 


Glu 


Ser 


Asn 


Trp 


Phe 


Val 


Tro 
41 V 










325 








330 










335 




Val 


Thr 


Gin 


Met 


Asn His 


He 


Pro 


Met 


His 


He 


ASp 


His 


Asp 


Arg 


Asn 








340 








34S 










350 






Met 


Asp 


Trp 


Val 


Ser Thr 


Gin 


Leu 


Gin 


Ala 


Thr 


Cys 


Asn 


val 


His 


Lys 






355 








360 










365 








Ser 


Ala 


Phe 


Asn 


Asp Trp 


Phe 


Ser 


Gly 


His 


Leu 


Asn 


Phe 


Gin 


He 


Glu 




370 








375 










380 










His 


His 


Leu 


Phe 


Pro Thr 


Met 


Pro 


Arg 


His 


Asn 


Tyr 


His 


Lys 


val 


Ala 


38S 








390 










395 










400 


Pro 


Leu 


Val 


Gin 


Ser Leu Cys Ala 


Lys 


His 


Gly 


He 


Glu 


Tyr 


Gin 


Ser 










405 








410 










415 




Lys 


Pro 


Leu 


Leu 


Ser Ala 


Phe 


Ala 


Asp 


He 


He 


His 


Ser 


Leu 


Lys 


Glu 








420 








425 










430 






Ser 


Gly 


Gin 


Leu 


Trp Leu Asp Ala 


Tyr 


Leu 


His 


Gin 











435 440 



<210> 3525 
<211> 1116 
<212> DNA 

<213> Homo sapiens 
<400> 3525 

nnaaaaagcc acagaaaatg aacatccctt cagaatgggt ttgaagagct gatccagtgg 
60 

attaaagagg ggaaactggg agtttccaat taacaatgaa gcaggagctg actaaggctt 
120 

tggaacagaa accagatgat gcacaatatt attgtcaaag agcttattgt cacattcttc 
180 
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ttgggagtta ctacggatct gcaaataact gacgaaaaac gcatcttttt ctacatagtt 
240 

gctgttgctg atgcaaagaa gtctcgcgaa ttcaatccaa acaactccac tgctgtgctg 
300 

agaaaaggga tatgtgaata ccatttaaaa aactatgctg ctgctctaga aacttttata 
360 

ggaggacaaa aattangtgc agatgctaat ttcagtgact ggattaaaag gtgtcaagaa 
420 

gctcagaatg gctcagaatc tgaggtggtg atggaaccag ccctggaagg cacaggcaaa 
480 

gaggggaaga aagcaccctc caggaagcgt acattggctg aacctccagc gaagggcctc 
540 

ctgcagccag tgaagctcag cagggcagaa ctgtacaagg agcctaccaa tgaggagctt 
600 

aatcgccttc gggagactga gatcttgttc cactccagct tgcttcgttt acaggtagag 
660 

gagctactaa aggaagtaag gctgtcagag aagaagaagg atcggattga tgccttccta 
720 

cgggaggtca accagcgggt tgtgagggtg ccctcagtcc ctgagacaga gctcactgac 
780 

caggcatggc tcccagctgg ggttcgagtg cccctccacc aagtgcccca tgccgtgaag 
840 

ggctgtctcc gcttcctgcc cccagcccag gttactgctg tgggcagcca ccttctgggc 
900 

acctgcatcc gaccagacat caatgtggat gtggcactga ccatgcccag ggaaatccta 
960 

caggacaagg acgggctgaa ccagcgctac ttccgcaagc gtgccctcta cctggcccac 
1020 

ttggctcacc acctggccca ggaccccctc tttggcagtg tttgcttctc ctacacaaat 
1080 

ggctgccacc tgaaaccctc attgttgctc cggccg 
1116 

«210> 3526 
<211> 304 
c212> PRT 

<213> Homo sapiens 



<400> 3526 



He 


Thr 


Asp 


Glu 


Lys 


Arg 


He 


Phe 


Phe 


Tyr 


He Val 


Ala 


Val 


Ala 


Asp 


l 








5 










10 








15 




Ala 


Lys 


Lys 


Ser 


Arg 


Glu 


Phe 


Asn 


Pro 


Asn 


Asn Ser 


Thr 


Ala 


Val 


Leu 








20 










25 








30 






Arg 


Lys 


Gly 


He 


Cys 


Glu 


Tyr 


His 


Leu 


Lys 


Asn Tyr 


Ala 


Ala 


Ala 


Leu 






35 










40 








45 








Glu 


Thr 


Phe 


He 


Gly 


Gly 


Gin 


Lys 


Leu 


Xaa 


Ala Asp 


Ala 


Asn 


Phe 


Ser 




50 










55 








60 










Asp 


Trp 


He 


Lys 


Arg 


Cys 


Gin 


Glu 


Ala 


Gin 


Asn Gly 


Ser 


Glu 


Ser 


Glu 


65 










70 










75 








80 


Val 


Val 


Met 


Glu 


Pro 


Ala 


Leu 


Glu 


Gly 


Thr 


Gly Lys 


Glu 


Gly 


Lys 


Lys 










85 










90 








95 




Ala 


Ser 


Ser 


Arg 


Lys 


Arg 


Thr 


Leu 


Ala 


Glu 


Pro Pro 


Ala 


Lys 


Gly 


Leu 








100 










105 








110 






Leu 


Gin 


Pro 


Val 


Lys 


Leu 


Ser 


Arg 


Ala 


Glu 


Leu Tyr 


Lys 


Glu 


Pro 


Thr 
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US 120 12S 

Asn Glu Glu Leu Asn Arg Leu Arg Glu Thr Glu He Leu Phe His Ser 

130 135 140 

Ser Leu Leu Arg Leu Gin Val Glu Glu Leu Leu Lys Glu Val Arg Leu 
14 5 ISO 1S5 160 

Ser Glu Lys Lys Lys Asp Arg He Asp Ala Phe Leu Arg Glu Val Asn 

165 170 175 

Gin Arg Val Val Arg Val Pro Ser Val Pro Glu Thr Glu Leu Thr Asp 

180 185 190 

Gin Ala Trp Leu Pro Ala Gly Val Arg Val Pro Leu His Gin Val Pro 

195 200 205 

Tyr Ala Val Lys Gly Cys Phe Arg Phe Leu Pro Pro Ala Gin Val Thr 

210 215 220 

Val Val Gly Ser Tyr Leu Leu Gly Thr Cys He Arg Pro Asp He Asn 
225 230 235 240 

Val Asp Val Ala Leu Thr Met Pro Arg Glu He Leu Gin Asp Lys Asp 

245 250 255 

Gly Leu Asn Gin Arg Tyr Phe Arg Lys Arg Ala Leu Tyr Leu Ala His 

260 265 270 

Leu Ala His His Leu Ala Gin Asp Pro Leu Phe Gly Ser Val Cys Phe 

275 280 285 

Ser Tyr Thr Asn Gly Cys His Leu Lys Pro Ser Leu Leu Leu Arg Pro 
290 295 300 

<210> 3527 
<211> 2838 
<212> DNA 

<213> Homo sapiens 
<4O0> 3527 

cagggattga aggtccgagg gtgagtgggc tgggcatgag ggctgtgggg cggggcgtgg 
60 

ggcgggcacc ctgcattctc ctcccggtgg tacattctct ccctccggac ctccgtcatc 
120 

ccgtctgtgc cagaggaacc attgtccctg ggtcccaggt ctgcttgagg agggactggg 
180 

ttggggagag atgaagaccc Cgtggaccag ggctcactct tcttctcttg ttcccccagg 
240 

ggtcctcccg gccccagagg gcggcccggc cccccgggtc ctccaggggg tcctatccaa 
300 

ctgcaacaag atgatcttgg ggcagctttc cagacgtgga tggacaccag tggagcactc 
360 

aggccagaga gttacagcta tccagaccgg ctggtgctgg accagggagg agagatcttt 
420 

aaaaccctac actacctcag caacctcatc cagagcatta agacgcccct gggcaccaaa 
480 

gagaaccccg cccgggtctg cagggacctc atggactgtg agcagaagat ggtggatggt 
540 

acctactggg tggatccaaa ccttggctgc ccctctgaca ccatcgaggt ctcctgcaac 
600 

ttcactcatg gtggacagac gtgtctcaag cccatcacgg cctccaaggt cgagtttgcc 
660 

atcagccggg tccagatgaa tttcctgcac ctgctaagct ccgaggtgac ccagcacatc 
720 
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accatccact gccttaacat gaccgtgtgg caggagggca ctgggcagac cccagccaag 
780 

caggccgcac gcttccgggc ctggaatgga cagattctcg aagctggggg tcagttccgg 
840 

cccgaggcgc ccacggatgg ctgcaaggcc caagatggcc gctggcatca gacactcttc 
900 

accttccgga cccaagaccc ccaacagctg cccatcatca gtgtggacaa cctccctccc 
960 

gccccatcag ggaagcagta ccgcctggaa gttggacctg cgtgcttcct ctgacctctg 
1020 

acctcgtggc cactctaggc ctcatggagg agggaagagg aagaggcaag gggagggtac 
1080 

tgaggggcag atggctccag gagaggcagc tcccctgccc aagggtcctt gggcagaccc 
1140 

cagctgttgt ctgcccagta gaagtgggtg ggggcaggag gggatagggt gtccttggga 
1200 

acaatggatc ccagcttagc cccaaagacc aaccaaagag ccagccagag caagctggac 
1260 

ctgcaacctg cctgagcccc gtggcctctc agctctgcgg ccaccccgtt ccctccccag 
1320 

cttcctgccc aaagagcccc acattcaagc caacttgagg gaagggggcg cctcgtcagc 
1380 

tggtccctgc tagggagcta ttgatgtgca atattagaaa ggagacanga aaaaaggaga 
1440 

aaaggaaaga cagaagtgta tatatatatt atttaaacaa acaaaaagaa ggtgcgttac 
1500 

tatttttttt ccacccggga aagaggtgag aggatgggaa ggagcagcca ggcgtgggaa 
1560 

gcggcgagac cctcgggctg ggggtgccca cgtttgctac ctcccactgt gaaatcgctg 
1620 

gtgctcacaa ttgcctctca cagcgtatgt. gattttttta aggaaaaaaa aaaaccccta 
1680 

tttaagatcc tgaaggtgct accattattt cgccacagac tttgaagaaa ctcttggatg 

1740 

tggggcatca tccgcatctt tctctctccc ccaaatgaca aagtttgggg aaCttttgaa 
1800 

ttttcctagc atcgcccttg tgctcaccag gtaatctgct aaggaggaaa aaagaaaaga 
1860 

aaaaaggaaa aaaaaaaaaa aaagcaaaac aaaaacaaaa acaaaaaccc taccagaaac 
1920 

cagaagtaga gagatttacc atataactta tggactttga aatgtctgtc cttttaaggc 
1980 

agcagggagg cctgggtgcg aacatgttgg cttggccctc acggtcctgg agggaggtga 
2040 

ggccggcctt ggaaggcgcg ccctggagag gtcttgggtg aaaacttgac cttgaagaaa 
2100 

ccaatcacaa aagcggcgtt gggtcagggc caggcttaga ggtgaagcat caacatggaa 
2160 

ccatctcagg aagccgcatc gcctcttccg aggtcctcac ttccaggagc ctgtccttgc 
2220 

aagacgcaac catcgttcct gcctcttcat tgtcattaaa ttctgtagaa acccattgtc 
2280 

atcagctcca agtgtaaatt cgggtcaagg agacagaata ataatgggaa tctcggagtt 
2340 
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cgacaccata gtgacgttca gcgtcctctg aattgtgcta catcagcgaa caagtcggcg 
2400 

cttgaattgg attttgaggt tattttaacc atggaactat ttttatagaa ggggaaaatg 
2460 

tatgtgaaag tctctatttg tgtatttctc tcctaaagtt gtgtctcttt gggaattgga 
2520 

tttgattttt attatttaat acctcacttt ggcccgtccc ccctcccaac acttctgtat 
2 580 

cctcgccctg ccgccccagc ctggacgctc tgcgtggaag tgcgtgtttg tagcagctcg 
2640 

ggcctcatct cagcgctcgg atccctcctg ccgccagaat ccactggcct ctqtctcatt 
2700 

cttgggcttc cctgctgtct tcgtttacgt ctctgtccac atgtcagtgt attaaaaccc 
2760 

caatgggttc cgtttctcct tttcccctct ggattttaaa taaatattta aaactgaqqc 
2820 

aatggaaaaa aaaaaaaa 
2838 

<210> 3528 

<211> 281 

<212> PRT 

<213> Homo sapiens 

<400> 3528 

Gly Gly Thr Gly Leu Gly Arg Asp Glu Asp Pro Val Asp *GXn Gly Ser 

1 5 10 15 

Leu Phe Phe Ser Cys Ser Pro Arg Gly Pro Pro Gly Pro Arg Gly Arg 

20 25 30 

Pro Gly Pro Pro Gly Pro Pro Gly Gly Pro lie Gin Leu Gin Gin Asp 

35 40 45 

Asp Leu Gly Ala Ala Phe Gin Thr Trp Met Asp Thr Ser Gly Ala Leu 

50 55 60 

Arg Pro Glu Ser Tyr Ser Tyr Pro Asp Arg Leu Val Leu Asp Gin Gly 
65 70 75 " 80 

Gly Glu lie Phe Lys Thr Leu His Tyr Leu Ser Asn Leu lie Gin Ser 

9S 90 95 

lie Lys Thr Pro Leu Gly Thr Lys Glu Asn Pro Ala Arg Val Cys Arg 

100 105 no 

Asp Leu Met Asp Cys Glu Gin Lys Met Val Asp Gly Thr Tyr Trp Val 

US 120 i2S 

Asp Pro Asn Leu Gly Cys Ser Ser Asp Thr lie Glu Val Ser Cys Asn 

1-30 135 140 

Phe Thr His Gly Gly Gin Thr Cys Leu Lys Pro He Thr Ala Ser Lys 
145 150 155 160 

Val Glu Phe Ala lie Ser Arg Val Gin Met Asn Phe Leu His Leu Leu 

165 170 175 

Ser Ser Glu Val Thr Gin His lie Thr He His Cys Leu Asn Met Thr 
iao iB5 190 

Val Trp Gin Glu Gly Thr Gly Gin Thr Pro Ala Lys Gin Ala Val Arg 

195 200 20S 

Phe Arg Ala Trp Asn Gly Gin He Phe Glu Ala Gly Gly Gin Phe Arq 

210 215 220 

Pro Glu Val Ser Met Asp Gly Cys Lys Val Gin Asp Gly Arg Trp His 
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225 230 235 240 

Gin Thr Leu Phe Thr Phe Arg Thr Gin Asp Pro Gin Gin Leu Pro lie 

245 250 2S5 

He Ser Val Asp Asn Leu Pro Pro Ala Ser Ser Gly Lys Gin Tyr Arg 

260 265 270 

Leu Glu Val Gly Pro Ala Cys Phe Leu 
275 280 



<210> 3529 
<211> 3026 
<212> DNA 
<213> Homo sapiens 



<400> 3529 

agctgctggt gcaggtgcgg atagatttca tcctctgtcg cagcgagttt aatgacgcca 
60 

tcgtcatctc caaccgggcc ctgcgggatg gagagctgtt tgaaatcgtc attcagaaga 
120 

tggtggaccg ctggtcaggc tccatcgagg ctggagtgac tgctattcgg cctgaagacc 
160 

tggaattccc caaccccatg acagacattg actatgacac atggatgctg agtggtacag 
240 

ccatcatgca agacggtaac acgatgcgca acaattatgg gtgcgacctg gatgcgctgg 
300 

gcacaggtgc acgcattggc atgatgcgaa ctgccaaggg cgacctgcac tacttcatca 
360 

acggccagga ccaaggcgct gcctgctcgg gcctgcctcc ggaggtgtat gcggtagtcg 
420 

atctctatgg ccagtgtgtc caagtgtcca tcaccaatgc caccggcccc atggacaaca 
400 

gcctggcgac cagcaacact gccaccgaga agtccttccc actgcnactc cccagtggct 
S40 

ggcgtggctc accgattcca cagtacttgc ggcaagaacg tcactctaga ggaggatggc 
600 

acgagggcag tgcgtgccgc tggctatgct catggccttg tcttcagtac caaggagctg 
660 

agggctgagg aagtctttga ggtgaaagtg gaagagctag atgagaagtg ggcaggttcc 
720 

ctgcggctgg ggctgaccac actagcaccg ggggagatgg gacccggggc aggcggcggt 
780 

ggcccagggc tgcctccttc cctgccagag ctccggacga agaccacttg gatggtaccc 
840 

agctgtgaag tgaggcgtga tgggcagctc cagaggatga accatggccg gaacctagag 
900 

aggctggggg tgaagtggct ggctccaggg acaggggagg ggttgggagt ggaggtggca 
960 

gggagaggtg ggctgaacat cgtccgtcct tgtcctacct cggtcctagg tggggagccg 
1020 

tgtgggtgtt cgtcgggggg cagatgacac gatgcacatc ctggtggatg gagaggatat 
1080 

ggggcctgca gccactggca ttgccaagaa cgtgtgggct gtgttggatc tctacgggcc 
1140 

agtccgcggt gtgtcaattg tcagttccac gagactggag gagtcagaag gcacccagcc 
1200 
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tccttccccc 


agttcagaca 


ccggcagtga 


1260 






tggcctggga 


ggccagaatg 


aagtgggtat 


1320 






ccatgggaag 


aatatccttt 


tgtctaatgg 


1380 






caatcagggc 


atcgttgtca 


tcaaccaacc 


1440 






gatagatttc 


ctaaaccgac 


agtggacatc 


1500 






gcctgagagg 


ctcaacttcc 


ctgcttctgc 


1560 






gcggggccgt 


ggggtCttCC 


acaacggtct 


1S20 






ggacacgtgc 


cctgaaggca 


ccatcctggg 


1680 






tcttcatgtt 


aatggggtgg 


accagggggt 


1740 






tgcgcttgtg 


gacctccatg 


ggcagtgtga 


1800 






ccaccacctg 


ccgctagtcc 


tctaaagagc 


1860 






caagaactcc 


tgctgcttcc 


cgaagattat 


1920 






tactgtgagt 


cttgccggaa 


gctgcgagga 


1980 






ccccgggaat 


atgcactgcc 


ctttggctgg 


2040 






ctggaggctg 


ggacactaac 


caagaagtgg 


2100 






gctgtacgga 


gagtgctgga 


ccgaggggag 


2160 






tgccgtcctt 


tgaagggaga 


acctggggta 


2220 






cctcctcggg 


aggagcagcc 


ccctcctgcg 


2280 






gcggagaccc 


tggcctccaa 


agtgcaattc 


2340 






gctcaggtgg 


cgttccaggt 


gtgtgtgcgc 


2400 






gctgcccctg 


gagaacctcc 


tgaccctcac 


2460 






aaggagaagg 


gggccacact 


cctctgtgcc 


2520 






caccactact 


acaagcacag 


tcgggccgcg 


2580 






cacctcattc 


ccgtgactcg 


tggcatgcgc 


2640 






catgtaggca 


ggctctcaga 


tgtaggtggc 


2700 






gcactccgtc 


tgatgggagg 


agccgtggga 


2760 






atgcactgat 


ttggggaaca 


tgactccctt 


2820 







gggcgaggag gatgacgagg gcgaggagca 
tatacccacc acccccgagt tcctggagaa 
gaaccgcacg gccacacggg tggccagcta 
tctggtgccc cagctgctgg tgcaggtgcg 
ttcccctgtc ctgggagtca tcacctgcgc 
ctgtgccctc aaacgggcag cctggctgct 
caagatctgc gagaagtttg ggcccaatct 
actgcggctg gacagctctg gggggctgca 
agctgtgcca gatgtgcccc agccctgcca 
gcaggtatca aagagagtgt gtgctggggt 
tgcgagtacc atgccctctg ctctcgcttc 
ttcatgcctc cgccaaagcg aagcctgtgc 
gacgaggccc acaggcgcag aggggagcct 
tgcaggttca acctcagagt gaatccccgc 
cacatggcat atcacgggag caatgttgcc 
ctgggagcag gtactgcctc catcctgagc 
gggttcgagg agcctggcga gaactgtgca 
ctgctttccc ccccccttca atatgctggg 
cgggacccca aatcccagcg gacgcaccag 
cctggctcct acaccccggg acccccttcc 
ttcagtccag ccgaacttga gtgggtcact 
ctgctggtac gggtggaatg aggggtgaga 
ggcccatgga ctctgagtgg cgactgcctc 
aggtgctgga gcttggcagc cgcgcaggag 
aagtggcaca gctccatgtc cggaggccca 
gcccagctcc aggccctggt acccctcttc 
ctactcccct accccacatc acctaatcta 



2694 



WO 00/58473 



PCTAJSOO/08621 



tttccgtttt tgtttctggt tactgtgaat cccagaggag tctccccctg cgcccacatg 
2880 

aagctgcttt ttccggggcc accgggcggg agtggggaag ggcgggcgca cggaagatgg 
2940 

gggcctctgt acagctgtta ctgactctga tttctaagga gccaataaac accgtctcag 
3000 

agcaaaaaaa aaaaaaaaaa aaaaaa 
3026 

<210> 3530 

<211> 206 

<212> PRT 

<213> Homo sapiens 



<400> 3530 




















Met 


Ala 


Ser 


Val 


Ser Lys Cys Pro 


Ser 


Pro 


Met Pro 


Pro 


Ala 


Pro 


Trp 


1 








5 




10 








IS 




Thr 


Thr 


Ala 


Trp 


Arg Pro Ala Thr 


Leu 


Pro 


Pro Arg 


Ser 


Pro 


Ser 


His 








20 




25 








30 






Cys 


Xaa 


Ser 


Pro 


Val Ala Gly Val 


Ala 


His 


Arg Phe 


His 


Ser 


Thr 


Cys 






35 




40 








45 








Gly 


Lys 


Asn 


Val 


Thr Leu Glu Glu 


Asp 


Gly 


Thr Arg 


Ala 


Val 


Arg 


Ala 




SO 






5S 






60 










Ala 


Gly 


Tyr 


Ala 


His Gly Leu Val 


Phe 


Ser 


Thr Lys 


Glu 


Leu 


Arg 


Ala 


65 








70 






75 








80 


Glu 


Glu 


val 


Phe 


Glu Val Lys Val 


Glu 


Glu 


Leu Asp 


Glu 


Lys 


Trp 


Ala 










85 




90 








95 




Gly 


Ser 


Leu 


Arg 


Leu Gly Leu Thr 


Thr 


Leu 


Ala Pro 


Gly 


Glu 


Met 


Gly 








100 




105 








110 






Pro 


Gly 


Ala 


Gly 


Gly Gly Gly Pro 


Gly 


Leu 


Pro Pro 


Ser 


Leu 


Pro 


Glu 






115 




120 








125 








Leu 


Arg 


Thr 


Lys 


Thr Thr Trp Met 


Val 


Ser 


Ser Cys 


Glu 


val 


Arg 


Arg 




130 






135 






140 










Asp 


Gly 


Gin 


Leu 


Gin Arg Met Asn 


Tyr 


Gly 


Arg Asn 


Leu 


Glu 


Arg 


Leu 


145 








150 






155 








160 


Gly 


Val 


Lys 


Trp 


Leu Ala Pro Gly 


Thr 


Gly 


Glu Gly 


Leu 


Gly 


Val 


Glu 










165 




170 








175 




Val 


Ala 


Gly 


Arg 


Gly Gly Leu Asn 


He 


Val 


Arg Pro 


Cys 


Pro 


Thr 


Ser 








180 




185 








190 






Val 


Leu 


Gly 


Gly 


Glu Pro Cys Gly 


Cys 


Ser 


Ser Gly 


Gly 


Arg 










195 




200 








205 









<210> 3531 

<211> 879 

<212> DNA 

<213> Homo sapiens 

<400> 3531 

nggatcctca gacttaggaa gggacgctct gaagatattt atagaattta cagccacgat 
60 

ggcaccgatt ctccccctga tgctgatgag gtggttatcg tcctcaacaa cttcaaaagc 
120 

aaaattatta aagtgaaggt tcagaagaag gcagatatgg tgaacgaaga cttgctgagt 
180 
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gatggaacga gtgagaatga atctggattt tgggattcct tcaaatgggg ctttacagga 
240 

cagaagactg aggaagtgaa gcaagataaa gatgacataa ttaatatttt ctccgttgca 
300 

tctggtcatc tctacgaaag atttcttcgc ataatgatgc tatccgtgct gaagaatacc 
360 

aagactcctg tgaaattctg gttcttgaag aattacttgt cccccacatt taaggagtct 
420 

ataccttaca tggcaaatga atacaatttc cagtatgagc ttgttcagta caaatggccc 
480 

cggtggcttc atcaacaaac tgaaaaacag cgtatcatct ggggttacaa gatcctcttc 
540 

ctggatgtac ttttcccact agttgttgac aagttcctgt ttgtggatgc tgatcagatt 
600 

gtacgaacag atctgaaaga gttaagagat ttcaatttgg atggtgctcc ttatggttac 
660 

actcctttct gtgacagccg aagagaaatg gacggctaca ggttctggaa gtcagggtac 
720 

tgggccagtc atttagccgg gcgaaagtat catatcaggt actgaaaaga agcactccta 
780 

acactgttac ggggttttcc ttaaaattga ctttgtgtgg ttaaaattgt gaataggtaa 
840 

tacattggta tggttgaaaa ataaaaatga taaaaaata 
879 

<210> 3532 
<211> 254 
<212> PRT 

<213> Homo sapiens 



<400> 3532 



Xaa 


lie 


Leu 


Arg 


Leu 


Arg 


Lys 


Gly 


Arg 


Ser 


Glu 


Asp 


He 


Tyr 


Arg 


He 


1 








5 










10 










15 




Tyr 


Ser 


His 


Asp 


Gly 


Thr 


Asp 


Ser 


Pro 


Pro 


Asp 


Ala 


Asp 


Glu 


val 


Val 








20 










25 










30 






He 


Val 


Leu 


Asn 


Asn 


Phe 


Lys 


Ser 


Lys 


He 


He 


Lys 


Val 


Lys 


Val 


Gin 






35 










40 










45 








Lys 


Lys 


Ala 


Asp 


Met 


Val 


Asn 


Glu 


Asp 


Leu 


Leu 


Ser 


Asp 


Gly 


Thr 


Ser 




50 










55 










60 










Glu 


Asn 


Glu 


Ser 


Gly 


Phe 


Trp 


Asp 


Ser 


Phe 


Lys 


Trp 


Gly 


Phe 


Thr 


Gly 


65 










70 










75 










80 


Gin 


Lys 


Thr 


Glu 


Glu 


Val 


Lys 


Gin 


Asp 


Lys 


Asp 


Asp 


He 


He 


Asn 


He 










85 










90 










95 




Phe 


Ser 


Val 


Ala 


Ser 


Gly 


His 


Leu 


Tyr 


Glu 


Arg 


Phe 


Leu 


Arg 


He 


Met 








100 










105 










110 






Met 


Leu 


Ser 


Val 


Leu 


Lys 


Asn 


Thr 


Lys 


Thr 


Pro 


Val 


Lys 


Phe 


Trp 


Phe 






115 










120 










125 








Leu 


Lys 


Asn 


Tyr 


Leu 


Ser 


Pro 


Thr 


Phe 


Lys 


Glu 


Phe 


He 


Pro 


Tyr 


Met 




130 










135 










140 










Ala 


Asn 


Glu 


Tyr 


Asn 


Phe 


Gin 


Tyr 


Glu 


Leu 


Val 


Gin 


Tyr 


Lys 


Trp 


Pro 


145 










150 










155 










160 


Arg 


Trp 


Leu 


His 


Gin 


Gin 


Thr 


Glu 


Lys 


Gin 


Arg 


He 


He 


Trp 


Gly 


Tyr 










165 










170 










175 




Lys 


lie 


Leu 


Phe 


Leu 


Asp 


Val 


Leu 


Phe 


Pro 


Leu 


val 


Val 


Asp 


Lys 


Phe 
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180 

Leu Phe Val Asp Ala Asp Gin lie 
19S 200 
Arg Asp Phe Asn Leu Asp Gly Ala 

210 215 
Asp Ser Arg Arg Glu Met Asp Gly 
225 230 
Trp Ala Ser His Leu Ala Gly Arg 
245 



185 190 
Val Arg Thr Asp Leu Lys Glu Leu 
205 

Pro Tyr Gly Tyr Thr Pro Phe Cys 
220 

Tyr Arg Phe Trp Lys Ser Gly Tyr 
235 240 
Lys Tyr His He Arg Tyr 
250 



<210> 3533 

<211> 1151 

<212> DNA 

<213> Homo sapiens 



<400> 3533 

gaattcggca cgagggcttc 
60 

cgaatcctaa ccgcatctct 
120 

atggacatga ccggtggctt 
180 

cagtggacgc accccaactc 
240 

aaccctagca agcatggtgc 
300 

tccattgatg actcctatgg 
360 

cctcccgtag ctgttcccca 
420 

aatggctcta gcatcaactg 
480 

cagaatattg accctgagaa 
540 

accatcaaca ccaccaccca 
600 

ccgccatcat ctcagaatgc 
660 

ggctacagta gctctttcag 
720 

gacatcaaat cgacgtggtc 
780 

gaactatgga aggtgcccag 
840 

aatcccaagc cctcctccac 
900 

tcgggttccg cccggagcac 
960 

aacctcactc cccaggtgca 
1020 

ttcccgcttg gcccccaatg 
1080 

ttggtcaggg tccataagtg 
1140 



tataggagag ctttagaatg 
ctctttagct ggactgaacc 
gtcggtgaag gacccatccc 
catggataac ttgcccagtg 
tatccctgga ggtctaagca 
ccggtacgat ttaatccaga 
tagctggtca cgtgccaaat 
gcccccagaa ttccatccgg 
tgaccctgac gccactcctg 
ggatgtcaac cgctacctcc 
cacgctgcct tcttcgagtg 
cagcattgca tccgcaccca 
ctctggccct acctcccaca 
aaacagtact gcacccacga 
ctggggtgcc agccccctcg 
cgacacctca ggaagaacca 
atatggtgcc cccgcatcac 
cagatgaggc tgtctggtgg 
acgctgcatg ggaggagatg 



aagtcattta 


gaggagcagg 


caaacatgaa 


tgtcaacagc 


agtcccagtc 


acgcctcccc 


ccgcttcccc 


cctggagcag 


ttgggcctcc 


aggtaagtcc 


acagtgagtc 


accagccagt 


ctgacagtga 


taaaatctca 


gagttccatg 


gaaaggactg 


gcagtgtccc 


caccgggcct 


tcaagagtgg 


agggtcctcc 


cctggccact 


cagtgcctcc 


gtgttgcagg 


taaactgtca 


cgcaagcctc 


tctgtctcat 


ggccacctcc 


agggtcaacc 


gctggaccag 


ctcctactcc 


gcagctggct 


cgttcttcga 


tgagcacgat 


ccagggaggg 


ggcaggatag 


ttgggggccc 


agcaagtgcc 


aggactggct 
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ccagcagcgg c 
1151 

<210> 3534 

<211> 313 

<212> PRT 

<213> Homo sapiens 

<400> 3534 

Met Asn Val Asn Ser Met Asp Met Thr Gly Gly Leu Ser Val Lys Asp 

15 10 15 

Pro Ser Gin Ser Gin Ser Arg Leu Pro Gin Trp Thr His Pro Asn Ser 

20 25 30 

Met Asp Asn Leu Pro Ser Ala Ala Ser Pro Leu Glu Gin Asn Pro Ser 

35 40 45 

Lys His Gly Ala He Pro Gly Gly Leu Ser He Gly Pro Pro Gly Lys 

50 55 60 

Ser Ser He Asp Asp Ser Tyr Gly Arg Tyr Asp Leu He Gin Asn Ser 
65 70 75 80 

Glu Ser Pro Ala Ser Pro Pro Val Ala Val Pro His Ser Trp Ser Arg 

85 90 95 

Ala Lys Ser Asp Ser Asp Lys He Ser Asn Gly Ser Ser He Asn Trp 

100 105 HO 

Pro Pro Glu Phe His Pro Gly Val Pro Trp Lys Gly Leu Gin Asn He 

115 120 125 

Asp Pro Glu Asn Asp Pro Asp Val Thr Pro Gly Ser Val Pro Thr Gly 

130 135 140 

Pro Thr He Asn Thr Thr He Gin Asp Val Asn Arg Tyr Leu Leu Lys 
145 150 155 160 

Ser Gly Gly Ser Ser Pro Pro Ser Ser Gin Asn Ala Thr Leu Pro Ser 

165 170 175 

Ser Ser Ala Trp Pro Leu Ser Ala Ser Gly Tyr Ser Ser Ser Phe Ser 

180 185 190 

Ser He Ala Ser Ala Pro Ser Val Ala Gly Lys Leu Ser Asp He Lys 

195 200 205 

Ser Thr Trp Ser Ser Gly Pro Thr Ser His Thr Gin Ala Ser Leu Ser 

210 215 220 

His Glu Leu Trp Lys Val Pro Arg Asn Ser Thr Ala Pro Thr Arg Pro 
225 230 235 240 ' 

Pro Pro Gly Leu Thr Asn Pro Lys Pro Ser Ser Thr Trp Gly Ala Ser 

245 250 255 

Pro Leu Gly Trp Thr Ser Ser Tyr Ser Ser Gly Ser Ala Trp Ser Thr 

260 265 270 

Asp Thr Ser Gly Arg Thr Ser Ser Trp Leu Val Leu Arg Asn Leu Thr 

275 280 285 

Pro Gin Val Gin Tyr Gly Ala Pro Ala Ser Leu Ser Met He Gin Gly 

290 295 300 

Gly Phe Pro Leu Gly Pro Gin Cys Arg 
305 310 

<210> 3535 

<211> 723 

<212> DNA 

<213> Homo sapiens 
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<4O0> 3535 

tccggacaaa gctctcagta tcctgggtgc cattgtttct tctactcagc cgtgtttttt 
€0 

ctactgagac agacaaaccc ccagcccagg acagcagagg ccgtgggagt tcaggccaac 
120 

cggcagacct gctacaggtt ctctctgctg gtgaccaccc accccacaac cactcaagaa 
180 

gcctcatcaa aacattgttg gagaaaactg ggtgcccacg gaggagaaac ggaatgcaag 
240 

gagattgcaa tctgtgcttt gaaccagatg cactattact aatagctgga ggaaattttg 
300 

aagatcagct tagagaagaa gtggtccaga gagtttctct tctccttctc tattacatta 
360 

tccatcagga agagatctgt tcttcaaagc tcaacatgag taataaagag tataaatttt 
420 

acctacacag cctactgagc ctcaggcagg atgaagattc ctctttcctt tcacagaatg 
480 

agacagaaga tatcttggct ttcaccaggc agtactttga cacttctcaa agccagtgta 
540 

tggaaaccaa aacgctgcag aaaaaatctg gaatagcgag cagtgaaggt gctaatgaaa 
600 

gtacgcttcc tcagttggca gccatgatca ttactttgtc cctccagggt gtttgtctgg 
660 

gacaaggaaa cttgccttcc ccagactact ttacagaata tattttcagt tccttgaatc 
720 

gta 

723 



<210> 3536 

<211> 163 

<212> PRT 

<213> Homo sapiens 



<400> 3536 

Met Gin Gly Asp Cys Asn Leu Cys Phe Glu Pro Asp Ala Leu Leu Leu 

1 5 io IS 

lie Ala Gly Gly Asn Phe Glu Asp Gin Leu Arg Glu Glu Val Val Gin 

20 25 30 

Arg Val Ser Leu Leu Leu Leu Tyr Tyr He He His Gin Glu Glu He 

35 40 45 

Cys Ser Ser Lys Leu Asn Met Ser Asn Lys Glu Tyr Lys Phe Tyr Leu 

50 55 60 

His Ser Leu Leu Ser Leu Arg Gin Asp Glu Asp Ser Ser Phe Leu Ser 
65 70 75 60 

Gin Asn Glu Thr Glu Asp He Leu Ala Phe Thr Arg Gin Tyr Phe Asp 

85 90 95 

Thr Ser Gin Ser Gin Cys Met Glu Thr Lys Thr Leu Gin Lys Lys Ser 

100 105 HO 

Gly He Val Ser Ser Glu Gly Ala Asn Glu Ser Thr Leu Pro Gin Leu 

US 120 125 

Ala Ala Met He He Thr Leu Ser Leu Gin Gly Val Cys Leu Gly Gin 

130 135 140 

Gly Asn Leu Pro Ser Pro Asp Tyr Phe Thr Glu Tyr He Phe Ser Ser 
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145 ISO 1SS 160 

Leu Asn Arg 



<210> 3537 

<211> 714 

c212> DNA 

<213> Homo sapiens 

<400> 3537 

tttttttttt tttttctttt tttttttttt tttttttttt agcaatatat atatataatt 
60 

tatttacatt cacgcccgat aaaaccccta tgtgccccgg cggccgggca aggctgtgta 
120 

cataaggcca agagtaagtg cgtgaatgca cttaagacaa agtcaggaca cgagcttcac 
160 

atgacaggcc ccgcgtgggc gaccagccag ccctggggac gggcacgcca cgccacacac 
240 

acactcacca ctgtacagcc tgggactccc attgcatatt cacaggcccc gccgggcagg 
300 

gcacctcaag gctgggggag gggcaggggc agggaggagc cgtggggtgt ccctgggcgg 
360 

gtggagaggg cagcatgtga gaggcaaatg tgcaccaaca ctgggcgtga gacgtgagca 
420 

gcctcaggtg tacggcatga gatgtgtgtg gttggggggt gtctgcgtga cccgggaggg 
480 

gggtgtgtgt gagatgagca cacgaggcat gcgtggcacg tgctcgtgtg gtggtcgcgt 
540 

gcctgaatcc aggggctacc ccctgtccgg ctgtggccct cggtcctgca gggttggaag 
600 

aagggtcctt cagacgtgcc cctacccagc aggcacagaa atgtttgcat aaggtccagc 
660 

ccaggcagga gctctggggc cctggcccag gcccagtgtg tgcgtgcatg gcca 
714 

<210> 353B 
<211> 154 
<212> PRT 

<213> Homo sapiens 
<400> 3538 

Met His Ala His Thr Gly Pro Gly Pro Gly Pro Gin Ser Ser Cys Leu 

15 10 15 

Ser Trp Thr Leu Cys Lys His Phe Cys Ala Cys Trp Val Gly Ala Arg 

20 25 30 

Leu Lys Asp Pro Ser Ser Asn Pro Ala Gly Pro Arg Ala Thr Ala Gly 

3S 40 45 

Gin Gly Val Ala Pro Gly Phe Arg His Ala Thr Thr Thr Arg Ala Arg 

50 55 60 

Ala Thr His Ala Ser Cys Ala His Leu Thr His Thr Pro Leu Pro Gly 
65 70 75 80 

His Ala Asp Thr Pro Gin Pro His Thr Ser His Ala Val His Leu Arg 

85 90 95 

Leu Leu Thr Ser His Ala Gin Cys Trp Cys Thr Phe Ala Ser His Met 
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100 1°S 110 

Leu Pro Ser Pro Pro Thr Gin Gly His Pro Thr Ala Pro Pro Cys Pro 

115 120 12S 

Cys Pro Ser Pro Ser Leu Glu Val Pro Cys Pro Ala Gly Pro Val Asn 

130 135 140 

Met Gin Trp Glu Ser Gin Ala Val Gin Trp 

145 150 

<210> 3539 
<211> 818 
<212> DNA 

<213> Homo sapiens 
<400> 3539 

ngcgcgccag gggaagttgc ccagcttggc tctggaagaa ccgagggtcg tctgattctg 
60 

ggcaatgggg gtgcctgtgg tcccagctgc tcgggaggct gaggcggaat tgcttgagcg 
120 

cggggggcgg aggttgcagt gagccgagat cgcgcaggta cgctccagtc tgggcgacaa 
180 

gagcgaaact cgatatcaaa aaaaaaaaaa acgtcctgat cccagagcct cttcacgcgt 
240 

cccctaccac agcacttcag agaagcaggt ctttaatcag tgtgtctaga tgcagctgct 
300 

gactgtcacc cctaccccgc ctctctccca gtctgcggac ggccagtcac ccccattgcc 
360 

cagaatcaga cgaccctcgg ttcttccaga gccaagctgg gcaacttccc ctggcaagcc 
420 

ttcaccagta tccacggccg tgggggcggg gccctgctgg gggacagatg gatcctcact 
480 

gctgcccaca ccgtctaccc caaggacagt gttcctctca ggaagaacca gagtgtgaat 
540 

gtgttcttgg gccacacagc catagatgag atgctgaaac tggggaacca ccctgtccac 
600 

cgtgtcgttg tgcaccccga ctaccgtcag aatgagtccc ataactttag cggggacatc 
660 

gccctcctgg agctgcagca cagcaccccc ctgggcccca acgtcctccc ggtctgtctg 
720 

cccgataatg agaccctcta ccgcagcggc ttgttgggct acgtcagtgg gtttggcatg 
780 

gagatgggct ggctaactac tgagctgaag tactcgag 
818 

<210> 3540 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<400> 3540 

Ser Val Cys Leu Asp Ala Ala Ala Asp Cys His Pro Tyr Pro Ala Ser 

15 10 15 

Leu Pro Val Cys Gly Arg Pro Val Thr Pro lie Ala Gin Asn Gin Thr 
20 25 30 

Thr Leu Gly Ser Ser Arg Ala Lys Leu Gly Asn Phe Pro Trp Gin Ala 
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35 40 45 

Phe Thr Ser He His Gly Arg Gly Gly Gly Ala Leu Leu Gly Asp Arg 

SO 55 GO 

Trp He Leu Thr Ala Ala His Thr Val Tyr Pro Lys Asp Ser Val Ser 
65 70 75 80 

Leu Arg Lys Asn Gin Ser Val Asn Val Phe Leu Gly His Thr Ala He - 

85 90 95 

Asp Glu Met Leu Lys Leu Gly Asn His Pro Val His Arg Val Val Val 

100 105 110 

His Pro Asp Tyr Arg Gin Asn Glu Ser His Asn Phe Ser Gly Asp He 

115 120 125 

Ala Leu Leu Glu Leu Gin His Ser He Pro Leu Gly Pro Asn Val Leu 

130 135 140 

Pro Val Cys Leu Pro Asp Asn Glu Thr Leu Tyr Arg Ser Gly Leu Leu 
145 150 155 160 

Gly Tyr Val Ser Gly Phe Gly Met Glu Met Gly Trp Leu Thr Thr Glu 
165 170 175 

Leu Lys Tyr Ser 
180 

<210> 3541 
<211> 722 
<212> DMA 

<213> Homo sapiens 
<400> 3541 

tctctccgac ggcgtgcagg tggccatttc aagacccgta ctaggtagat ggtcaattag 
60 

agttcccagg gtttgaagcc tgtaactgct gccgccgctc aagccctcca gagcattgct 
120 

acggctgctg cccttgtact actacctcca aatacgttct tgctggtagt ggcggcagca 
180 

ggaccaatta cctctttttt gctctccctc gagaagctcc agatggcgtc ttccgtgggc 
240 

aacgtggccg acagcacaga accaacgaaa cgtatgcttt ccttccaagg gttagctgag 
300 

ttggcacatc gagaacatca ggcaggagat tttgaggcag ctgagagaca ctgcatgcag 
360 

ctctggagac aagagccaga caatactggt gtgcttttat tactttcatc tatacacttc 
420 

cagtgtcgaa ggctggacag atctgctcac tttagcactc tggcaattaa acagaacccc 
480 

cttctggcag aagcttattc gaatttgggg aatgtgtaca aggaaagagg gcagttgcag 
S40 

gaggcaatcg agcattatcg acatgcattg cgtctcaaac ctgatttcat cgatggttat 
600 

attaacgctg cagccgcctt ggtagcagcg ggtgacatgg aaggggcagt acaagcttac 
660 

gtctctgcac tccagcccgg gtgacaaagc gaggccctgc ctcaaaaaaa aaaaaaaaaa 

720 

aa 

722 

<210> 3S42 
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<211> 153 
<212> PRT 
<213> Homo sapiens 

<400> 3542 

Met Ala Ser Ser Val Gly Asn Val Ala Asp Ser Thr Glu Pro Thr Lys 

IS 10 15 

Arg Met Leu Ser Phe Gin Gly Leu Ala Glu Leu Ala His Arg Glu Tyr 

20 25 30 

Gin Ala Gly Asp Phe Glu Ala Ala Glu Arg His Cys Met Gin Leu Trp 

35 40 45 

Arg Gin Glu Pro Asp Asn Thr Gly Val Leu Leu Leu Leu Ser Ser He 

50 55 60 

His Phe Gin Cys Arg Arg Leu Asp Arg Ser Ala His Phe Ser Thr Leu 
65 70 75 80 

Ala He Lys Gin Asn Pro Leu Leu Ala Glu Ala Tyr Ser Asn Leu Gly 

85 90 95 

Asn Val Tyr Lys Glu Arg Gly Gin Leu Gin Glu Ala He Glu His Tyr 

100 105 HO 

Arg His Ala Leu Arg Leu Lys Pro Asp Phe He Asp Gly Tyr He Asn 

115 120 12S 

Ala Ala Ala Ala Leu Val Ala Ala Gly Asp Met Glu Gly Ala Val Gin 

130 135 140 

Ala Tyr Val Ser Ala Leu Gin Pro Gly 
145 150 

<210> 3543 

<211> 1206 

<212> DNA 

<213> Homo sapiens 



<400> 3543 

nntcagagtt ttgagttaag agctcaccat 
60 

cagctaatga aagtatttta tgaatgctgt 
120 

gtttggttgt tgctcaggat gtgtaatagt 
180 

atattaattg agtggagaga tcttgcacct 
240 

tgatttggag cacttggaag atcactgttt 
300 

gtggagctaa gttttaccaa tcaggatcat 
360 

gattgcaaaa tgggtctccg gattcacttt 
420 

ggtttgattg tctttgtttg gttatacaat 
480 

cctcactacg aagaaggaca tattccaggc 
540 

atattctgtc tggttgcctt agtgagggcc 
600 

aaccccaaga tcccacatgg agaaagggag 
660 



ttaatacaca aatcagtatg tcagaatctc 
ccttaagacc gagtaacagc attgtgttca 
ttctcttcag ccataagcca cgcctggtag 
cttccagtta tgcatttgtg gtttgtcgtc 
tgtgttctac gacccaattg agaggattat 
ccttccttgt gggttagcag gcagttataa 
gttgttgacc cacatggttg gtgctgcatg 
attgtcttaa ttcccaaaat tgtcctcttt 
atattaataa taatattcta tggcatttcc 
tccataactg acccaggaag actccctgag 
ttctgggaat tatgtaacaa gtgtaacttg 
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atgagaccaa agcgttccca tcactgtagc cgctgcggcc accgtgtgag gagaatggat 
720 

catcactgtc catggattaa caattgtgtt ggtgaagata atcaccggct ctttctgcag 
780 

CtgtgtCtct acactgaact tcttacttgc tacgcactga tgttttcttt ctgccactat 
840 

tactattttc ttccactaaa aaagcgtaat ttggacctct ttgtttttag acatgaattg 
900 

gccataatga gactagcagc ctttatgggc attactatgt tagttggaat aactggactc 
960 

Ctttacactc aactaattgg catcatcaca cctcgcagtc tcatcctact caagtgtggc 
1020 

tctgtatcca acaacagtct tggagatctc atgaagattt ctgaaacttt tgctctgagg 
1080 

ataccttcct ttgtggttat gtgccctgaa aactccagcc tccgtgtctt caattcagtg 
1140 

aaactactac tctgcttgga ttcccctctt atacaatggt ctaccaagtg accgcaaaca 

1200 

gaaatc 

1206 

<210> 3544 

<211> 273 

<212> PRT 

<213> Homo sapiens 



<400> 3S44 




























Met 


Gly 


Leu 


Arg 


He 


His 


Phe 


val 


Val 


Asp 


Pro 


His 


Gly 


Trp 


Cys 


Cys 


1 








S 










10 










15 




Met 


Gly 


Leu 


He 


Val 


Phe 


Val 


Trp 


Leu 


Tyr 


Asn 


He 


Val 


Leu 


He 


Pro 








20 










25 










30 






Lys 


He 


Val 


Leu 


Phe 


Pro 


His 


Tyr 


Glu 


Glu 


Gly 


His 


He 


Pro 


Gly 


He 






35 










40 










45 








Leu 


He 


He 


He 


Phe 


Tyr 


Gly 


He 


Ser 


He 


Phe 


Cys 


Leu 


Val 


Ala 


Leu 




50 










55 










60 










Val 


Arg 


Ala 


Ser 


He 


Thr 


Asp 


Pro 


Gly 


Arg 


Leu 


Pro 


Glu 


Asn 


Pro 


Lys 


65 










70 










75 










80 


He 


Pro 


His 


Gly 


Glu 


Arg 


Glu 


Phe 


Trp 


Glu 


Leu 


Cys 


Asn 


Lys 


Cys 


Asn 










85 










90 










95 




Leu 


Met 


Arg 


Pro 


Lys 


Arg 


Ser 


His 


His 


Cys 


Ser 


Arg 


Cys 


Gly 


His 


Cys 








100 










105 










110 






Val 


Arg 


Arg 


Met 


Asp 


His 


His 


Cys 


Pro 


Trp 


He 


Asn 


Asn 


Cys 


val 


Gly 






115 










120 










125 








Glu 


Asp 


Asn 


His 


Trp 


Leu 


Phe 


Leu 


Gin 


Leu 


Cys 


Phe 


Tyr 


Thr 


Glu 


Leu 




130 










135 










140 










Leu 


Thr 


Cys 


Tyr 


Ala 


Leu 


Met 


Phe 


Ser 


Phe 


Cys 


His 


Tyr 


Tyr 


Tyr 


Phe 


145 










150 










155 










160 


Leu 


Pro 


Leu 


Lys 


Lys 


Arg 


Asn 


Leu 


Asp 


Leu 


Phe 


val 


Phe 


Arg 


His 


Glu 










16S 










170 










175 




Leu 


Ala 


He 


Met 


Arg 


Leu 


Ala 


Ala 


Phe 


Met 


Gly 


He 


Thr 


Met 


Leu 


Val 








180 










185 










190 






Gly 


He 


Thr 


Gly 


Leu 


Phe 


Tyr 


Thr 


Gin 


Leu 


He 


Gly 


He 


He 


Thr 


Pro 






195 










200 










205 








Cys 


Ser 


Leu 


He 


Leu 


Leu 


Lys 


Cys 


Gly 


Ser 


Val 


Ser 


Asn 


Asn 


Ser 


Leu 
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210 215 220 

Gly Asp Leu Met Lys lie Ser Glu Thr Phe Ala Leu Arg He Pro Ser 
22S 230 235 240 

Phe val Val Met Cys Pro Glu Asn Ser Ser Leu Arg Val Phe Asn Ser 

245 250 255 

Val Lys Leu Leu Leu Cys Leu Asp Ser Pro Leu He Gin Tip Ser Thr 
260 26S 270 

Lys 



<210> 354S 
<211> 3657 
<212> DNA 

<213> Homo sapiens 
<400> 354S 

cctaggctgt tggagactga gtgagcgaat gtgtggagag tactaggctt ggcacaggcc 
60 

agagcaggtg ctcaggaggt ctggcccatc atctggctcc ggctgaccct tgccctcacc 
120 

ctggcagacc ctggctgggc atccatcagc aggggtgtgc tggtgtgtga cgagtgctgc 
180 

agcgtgcacc ggagcctggg acgccacatc tccattgtca agcaccttcg ccacagcgcc 
240 

tggcctccca cgctgctgca gatggtgcac acgcttgcca gcaacggggc caactccatc 
300 

tgggagcact ccctgctgga ccccgcacaa gtgcagagcg gccggcgtaa agccaacccc 
360 

caagacaaag tccaccccat caagtcagag ttcatcaggg ccaagtacca gatgctggca 
420 

tttgtgcaca agcttccctg ccgggacgat gatggagtca ccgccaaaga cctcagcaag 
480 

caactacact cgagcgtgcg gacaggcaac ctggagacat gtccgcgcct gctctccctg 
540 

ggtgcccagg ccaacttctt ccacccagag aagggcacca cacctctgca cgtggctgcc 
600 

aaggcaggac agacactgca ggccgagctg cttgtagtgt atggggctga ccctggctcc 
660 

cctgatgtta atggccgcac acccattgac catgccaggc aggcggggca ccatgagctg 
720 

gcggaaaggc tggttgagtg ccaatatgag ctcactgacc ggctggcctt ctacctctgt 
780 

ggacgcaagc cggatcacaa gaatgggcat tacaccatcc cacagatggc tgacagatct 
840 

cggcaaaagt gcatgtctca gagcctcgac ttatccgaat tggccaaagc tgccaagaag 
900 

aagctgcagg cgctcagcaa ccggcttttt gaggaacccg ccatggacgt gtatgacgag 
960 

gtggatcgaa gagaaaatga tgcagtgtgg ctggctaccc aaaaccacag cactctggtg 
1020 

acagagcgca gtgctgtgcc cttcctgcct gctaacccgg aacactcagc cacgcggaat 
1080 

caggggcgac aaaagctggc ccgctttaat gcccgagagt ttgccaccct gatcatcgac 
1140 
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atcctcagtg aggccaagcg gagacagcag ggcaagagcc tgagcagccc cacagacaac 
1200 

ctcgagctgt ctctgcggag ccagagtgac ctcgacgacc aacacgacta cgacagcgtg 
1260 

gcctctgacg aggacacaga ccaggagccc ctgcgcagca ccggcgccac tcggagcaac 
1320 

cgggcccgga gcatggactc ctcggacttg tctgacgggg ctgtgacgct gcaggagtac 
1380 

ctggagctga agaaggccct ggctacatcg gaggcaaagg tgcagcagct catgaaggtc 
1440 

aacagtagcc tgagcgacga gctccggagg ctgcagcgag agcactctgc acccataatc 
1500 

cacaagctgc aggcggagaa cctgcagctc cggcagcctc cagggccggt gcccacacct 
1560 

ccactcccca gtgaacgggc ggaacacaca cccatggcgc caggcgggag cacacaccgc 
1620 

agggatcgcc aggccctttc catgtatgaa cc tggctctg ccctgaagcc ctttgggggc 
1680 

ccccctgggg acgagctcac cacgcggctg cagcctttcc acagcactga gctagaggac 
1740 

gacgccatct attcagcgca cgtccctgct ggcctttacc ggatccggaa aggggtgtct 
1800 

gcctcagctg tgcccttcac tccctcctcc ccgctgctgt cctgctccca ggagggaagc 
1860 

cgccacacga gcaagctttc ccgccacggc agtggagccg acagtgacta tgagaacacg 
1920 

caaagtgggg acccactgct ggggctggaa gggaagaggt ttctagagct gggcaaagag 
1980 

gaagacttcc acccagagct ggaaagcctg gatggagacc tagatcctgg gcttcccagc 
2040 

acagaggatg tcatcttgaa gacagagcag gtcaccaaga acattcagga actgttgcgg 
2100 

gcagcccagg agttcaagca tgacagcttc gtgccctgct cagagaagat ccatttggct 
2160 

gtgaccgaga tggcctccct cttcccaaag aggccagccc tggagccagc gcggagctca 
2220 

ctgcggctgc tcaacgccag cgcctaccgg ctgcagagtg agtgccggaa gacagtgccc 
2280 

ccagagcccg gcgccccagt ggacttccag ctgctgactc agcaggtgat ccagtgcgcc 
2340 

tatgacatcg ccaaggctgc caagcagctg gtcaccatca ccacecgaga gaagaagcag 
24 00 

tgacccctcc ccccacaccc tcacctgcac cctaggacct caccggccac aggagctggg 
2460 

ccactccaga cattaatccc caccccaaca gagccactgg cacaagtgcc cttagtgctg 
2520 

ccacactccc tggcagccag gtgccctggt gcccacccct gtcgagcccc taaggatggg 
2580 ~* 
gaggtggggg ggcaggagct tctgtccccc acattccatg cacctcccct ctgtatatag 
2640 

catctccccc ctcctagtga gcaggggcct gcaaggcatc actcccagcc cctcgccctc 
2700 

tagggcaccc tcagcaaagg ggcaggtggg gacactccaa gtggggcagc tctccgtaca 
2760 
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tgcgccccac ccccatgagc cagttcagcc ctactggggg ctgagcgggg gcatcccctc 
2820 

ctttgtacat agtctccatg gatgtccctg ccctgtagcc accagcccct tgctgctctc 
2880 

cctttaatgc catatggccc ctgcctaggg cacaggcccc aacctgtgtg ctggggtccc 
2940 

cagcagcaaa cactggaaag tctgtttttt tttttctttc ttcttcccca ccccttaatt 
3000 

ttaaccctgt ggtaactgag tgcccccgcg tgcctgcgtg ttgagtgcgt gggcggcagt 
3060 

gccgttccgg aggcctggtc catctggagt tttgaggggt gaggggacca gagcagtggg 
3120 

accagcatgg ggatcagctt cccttcccca cctgggagcc agggactgtc cgggtagcca 
3180 

gttttggtcc tgccagccgc ctccctgatc cctccccact ctcgcccctc ctctatgaac 
3240 

ttaaatcaaa aaccacttcc ctccatctcc tcctgctcct gcgtggaggg ggaatgtgtg 
3300 

ctggccaggg tggaggactg agcacctgag cctggggctg gctccccggg gtccccgact 
33*6 0 

cagctggtgg ctgtggagct gagtcccctc cccgtaacct ctgcaaggcc agcacccacc 
3420 

atcactacct gcacctgctg tggtcccacc ctctggaggc ctgggaacct ggctgcagcc 
3480 

tgggaaggct ggagaggcag acggcgggac ccaccagccc tctccccatc ccgcttctcc 
3540 

cctgggggcc aggccctacc tgtgtggtgg tgggtgggct gtcaagacgt gtcatgtaca 
3600 

tttgtatcaa aaataaagaa gtgaccatga aaaaaaaaaa aaaaaaaaga ttttaat 
3657 

<210> 3546 
<211> 792 
<212> PRT 

<213> Homo sapiens 



<400> 3546 


















Val 


Asn 


Val 


Trp 


Arg Val Leu Gly Leu 


Ala 


Gin Ala 


Arg 


Ala 


Gly 


Ala 


1 








5 


10 








15 




Gin 


Glu 


Val 


Trp 


Pro He He Trp Leu 


Arg 


Leu Thr 


Leu 


Ala 


Leu 


Thr 








20 


25 








30 






Leu 


Ala 


Asp 


Pro 


Gly Trp Ala Ser lie 


Ser 


Arg Gly 


Val 


Leu 


Val 


Cys 






35 




40 






45 








Asp 


Glu 


Cys 


Cys 


Ser val His Arg Ser 


Leu 


Gly Arg 


His 


He 


Ser 


He 




50 






55 




60 










Val 


Lys 


His 


Leu 


Arg His Ser Ala Trp 


Pro 


Pro Thr 


Leu 


Leu 


Gin 


Met 


65 








70 




75 








80 


Val 


His 


Thr 


Leu 


Ala Ser Asn Gly Ala 


Asn 


Ser He 


Trp 


Glu 


His 


Ser 










85 


90 








95 




Leu 


Leu 


Asp 


Pro 


Ala Gin Val Gin Ser 


Gly 


Arg Arg 


Lys 


Ala 


Asn 


Pro 








100 


105 








110 






Gin 


Asp 


Lys 


Val 


His Pro He Lys Ser 


Glu 


Phe He 


Arg 


Ala 


Lys 


Tyr 






115 




120 






125 








Gin 


Met 


Leu 


Ala 


Phe Val His Lys Leu 


Pro 


Cys Arg 


Asp 


Asp 


Asp 


Gly 
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130 






135 










140 










Val Thr 


Ala 


Lys 


Asp Leu Ser 


Lys 


Gin 


Leu 


His 


Ser 


Ser 


Val 


Arg 


Thr 


14S 






150 








155 










160 


Gly Asn 


Leu 


Glu 


Thr Cys Leu 


Arg 


Leu 


Leu 


Ser 


Leu 


Gly 


Ala 


Gin 


Ala 








165 






170 










175 




Asn Phe 


Phe 


His 


Pro Glu Lys 


Gly 


Thr 


Thr 


Pro 


Leu 


His 


Val 


Ala 


Ala 






180 






185 










190 






Lys Ala 


Gly 


Gin 


Thr Leu Gin 


Ala 


Glu 


Leu 


Leu 


Val 


Val 


Tyr 


Gly 


Ala 




195 






200 










205 








Asp Pro 


Gly 


Ser 


Pro Asp Val 


Asn 


Gly 


Arg 


Thr 


Pro 


He 


Asp 


Tyr 


Ala 


210 






215 










220 










Arg Gin 


Ala 


Gly 


His His Glu 


Leu 


Ala 


Glu 


Arg 


Leu 


val 


Glu 


Cys 


Gin 


225 






230 








23S 










240 


Tyr Glu 


Leu 


Thr 


Asp Arg Leu 


Ala 


Phe 


Tyr 


Leu 


Cys 


Gly 


Arg 


Lys 


Pro 








24S 






250 










255 




Asp His 


Lys 


Asn 


Gly His Tyr 


lie 


He 


Pro 


Gin 


Met 


Ala 


Asp 


Arg 


Ser 






260 






265 










270 






Arg Gin 


Lys 


Cys 


Met Ser Gin 


Ser 


Leu 


Asp 


Leu 


Ser 


Glu 


Leu 


Ala 


Lys 




275 






280 










285 








Ala Ala 


Lys 


Lys 


Lys Leu Gin 


Ala 


Leu 


Ser 


Asn 


Arg 


Leu 


Phe 


Glu 


Glu 


290 






295 










300 










Leu Ala 


Met 


Asp 


Val Tyr Asp 


Glu 


Val 


Asp 


Arg 


Arg 


Glu 


Asn 


Asp 


Ala 


305 






310 








315 










320 


Val Trp 


Leu 


Ala 


Thr Gin Asn 


His 


Ser 


Thr 


Leu 


Val 


Thr 


Glu 


Arg 


Ser 








325 






330 










335 




Ala Val 


Pro 


Phe 


Leu Pro Val 


Asn 


Pro 


Glu 


Tyr 


Ser 


Ala 


Thr 


Arg 


Asn 






340 






345 










350 






Gin Gly 


Arg 


Gin 


Lys Leu Ala 


Arg 


Phe 


Asn 


Ala 


Arg 


Glu 


Phe 


Ala 


Thr 




355 






360 










365 








Leu lie 


lie 


Asp 


lie Leu Ser 


Glu 


Ala 


Lys 


Arg 


Arg 


Gin 


Gin 


Gly 


Lys 


370 






375 










380 










Ser Leu 


Ser 


Ser 


Pro Thr Asp 


Asn 


Leu 


Glu 


Leu 


Ser 


Leu 


Arg 


Ser 


Gin 


385 






390 








395 










400 


Ser Asp 


Leu 


Asp 


Asp Gin His 


Asp 


Tyr 


Asp 


Ser 


Val 


Ala 


Ser 


Asp 


Glu 








405 






410 










415 




Asp Thr 


Asp 


Gin 


Glu Pro Leu 


Arg 


Ser 


Thr 


Gly 


Ala 


Thr 


Arg 


Ser 


Asn 






420 






425 










430 






Arg Ala 


Arg 


Ser 


Met Asp Ser 


Ser 


Asp 


Leu 


Ser 


Asp 


Gly 


Ala 


Val 


Thr 




435 






440 










445 








Leu Gin 


Glu 


Tyr 


Leu Glu Leu 


Lys 


Lys 


Ala 


Leu 


Ala 


Thr 


Ser 


Glu 


Ala 


450 






455 










460 










Lys Val 


Gin 


Gin 


Leu Met Lys 


Val 


Asn 


Ser 


Ser 


Leu 


Ser 


Asp 


Glu 


Leu 


465 






470 








475 










480 


Arg Arg 


Leu 


Gin 


Arg Glu His 


Phe 


Ala 


Pro 


He 


He 


His 


Lys 


Leu 


Gin 








485 






4 90 










495 




Ala Glu 


Asn 


Leu 


Gin Leu Arg 


Gin 


Pro 


Pro 


Gly 


Pro 


Val 


Pro 


Thr 


Pro 






500 






505 










510 






Pro Leu 


Pro 


Ser 


Glu Arg Ala 


Glu 


His 


Thr 


Pro 


Met 


Ala 


Pro 


Gly 


Gly 




515 






520 










525 








Ser Thr 


His 


Arg 


Arg Asp Arg 


Gin 


Ala 


Phe 


Ser 


Met 


Tyr 


Glu 


Pro 


Gly 


530 






535 










540 








Ser Ala 


Leu 


Lys 


Pro Phe Gly 


Gly 


Pro 


Pro 


Gly 


Asp 


Glu 


Leu 


Thr 


Thr 


54S 






5S0 








555 










560 


Arg Leu 


Gin 


Pro 


Phe His Ser 


Thr 


Glu 


Leu 


Glu 


Asp 


Asp 


Ala 


He 


Tyr 
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S65 570 575 

Ser Val His Val Pro Ala Gly Leu Tyr Arg lie Arg Lys Gly Val Ser 

580 585 590 

Ala Ser Ala Val Pro Phe Thr Pro Ser Ser Pro Leu Leu Ser Cys Ser 

S9S 600 605 

Gin Glu Gly Ser Arg His Thr Ser Lys Leu Ser Arg His Gly Ser Gly 

610 615 620 

Ala Asp Ser Asp Tyr Glu Asn Thr Gin Ser Gly Asp Pro Leu Leu Gly 
625 630 635 640 

Leu Glu Gly Lys Arg Phe Leu Glu Leu Gly Lys Glu Glu Asp Phe His 

645 650 655 

Pro Glu Leu Glu Ser Leu Asp Gly Asp Leu Asp Pro Gly Leu Pro Ser 

660 665 670 

Thr Glu Asp Val lie Leu Lys Thr Glu Gin Val Thr Lys Asn He Gin 

675 680 685 

Glu Leu Leu Arg Ala Ala Gin Glu Phe Lys His Asp Ser Phe Val Pro 

690 695 700 

Cys Ser Glu Lys He His Leu Ala Val Thr Glu Met Ala Ser Leu Phe 
705 710 715 720 

Pro Lys Arg Pro Ala Leu Glu Pro Val Arg Ser Ser Leu Arg Leu Leu 

725 730 735 

Asn Ala Ser Ala Tyr Arg Leu Gin Ser Glu Cys Arg Lys Thr Val Pro 

740 745 750 

Pro Glu Pro Gly Ala Pro Val Asp Phe Gin Leu Leu Thr Gin Gin Val 

755 760 765 

lie Gin Cys Ala Tyr Asp He Ala Lys Ala Ala Lys Gin Leu Val Thr 

770 775 780 

He Thr Thr Arg Glu Lys Lys Gin 
785 790 

<210> 3547 

<211> 1039 

<212> DNA 

<213> Homo sapiens 

<400> 3547 

agatctcaga aaatagttta tatttgttgt ggagaagatc atactgctgc tctaaccaag 
60 

gaaggtggag tgtttacttt tggagctgga gggtatggtc agttgggcca taattctacc 
120 

agtcatgaaa taaacccaag gaaagttttt gaacttatgg gaagcattgt cactgagatt 
180 

gcttgtggac ggcagcacac tcctgctttt gtcccttcat caggacgaat ttactctttt 
240 

gggcttggtg gtaatgggca gctgggaacc ggttcaacaa gcaacaggaa aagccccttt 
300 

actgtaaaag gaaattggta cccctataat gggcagtgtc taccagatac tgattctgaa 
360 

gaatatttcc gtgtaaaaag aattttctca gggggagatc aaagcttttc acattactct 
420 

agtccccaga actgtgggcc accagatgac ttcagatgtc ccaatccgac aaagcagatc 
480 

tggacagtga atgaagctcc aattcagaaa tggctgagct atccttctgg aaggcttcct 
540 
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gtggagatag ccaatgagat agatggaacg ttttcttcct ctggttgcct aaatggaagt 
600 

tttttagctg ctagcaatga tgatcactat agaacaggta ccagattttc aggggctgat 
660 

atgaatgctg ctaggctttt attccacaaa cttatacaac ctgatcatcc gcagatatct 
720 

cagcaggtgg cagctagttt ggaaaagaat cttattccta aactgactag ctccttacct 
780 

gatgttgaag cattgaggtt ttatcttact ctaccagaat gtcccctgat gagtgattcc 
840 

aacaatttca taacaatagc aattcccttt ggtacagctc ttgtgaacct agaaaaggca 
900 

ccactgaaag tacttgaaaa ctggtggtca gtacttgaac ctccactatt cctcaagata 
960 

gtagaacttt ttaaggaagc tgtggtacat cttttgaaac tctacaagat cggtattccc 
1020 

ccttctgaaa gaacaatta 
1039 

<210> 3S48 

<211> 346 

<212> PRT 

<213> Homo sapiens 



<400> 3548 



Arg Ser 


Gin Lys lie 


Val Tyr 


He 


Cys 


Cys 


Gly Glu 


Asp His 


Thr 


Ala 


1 


5 








10 






15 




Ala Leu 


Thr Lys Glu 


Gly Gly 


Val 


Phe 


Thr 


Phe Gly 


Ala Gly 


Gly 


Tyr 




20 






2S 






30 






Gly Gin 


Leu Gly His 


Asn Ser 


Thr 


Ser 


His 


Glu He 


Asn Pro 


Arg 


Lys 




35 




40 








45 


Val Phe 


Glu Leu Met 


Gly Ser 


lie 


Val 


Thr 


Glu He 


Ala Cys 


Gly 


Arg 


50 




55 








60 


Gin His 


Thr Ser Ala 


Phe Val 


Pro 


Ser 


Ser 


Gly Arg 


He Tyr 


Ser 


Phe 


65 




70 








75 






80 


Gly Leu 


Gly Gly Asn 


Gly Gin 


Leu 


Gly 


Thr 


Gly Ser 


Thr Ser 


Asn 


Arg 




85 








90 






9S 


Lys Ser 


Pro Phe Thr 


Val Lys 


Gly 


Asn 


Trp 


Tyr Pro 


Tyr Asn 


Gly 


Gin 




100 






105 






110 




Cys Leu 


Pro Asp He 


Asp Ser 


Glu 


Glu 


Tyr 


Phe Cys 


Val Lys 


Arg 


He 




115 




120 








125 






Phe Ser 


Gly Gly Asp 


Gin Ser 


Phe 


Ser 


His 


Tyr Ser 


Ser Pro 


Gin 


Asn 


130 




135 








140 








Cys Gly 


Pro Pro Asp 


Asp Phe 


Arg 


Cys 


Pro 


Asn Pro 


Thr Lys 


Gin 


He 


14S 




150 








155 






160 


Trp Thr 


Val Asn Glu 


Ala Leu 


He 


Gin 


Lys 


Trp Leu 


Ser Tyr 


Pro 


Ser 


Gly Arg 


165 








170 






175 




Phe Pro Val 


Glu He 


Ala 


Asn 


Glu 


He Asp 


Gly Thr 


Phe 


Ser 




180 






185 






190 






Ser Ser 


Gly Cys Leu 


Asn Gly 


Ser 


Phe 


Leu 


Ala Val 


Ser Asn 


Asp 


Asp 




195 




200 








205 


His Tyr 


Arg Thr Gly 


Thr Arg 


Phe 


Ser 


Gly 


Val Asp 


Met Asn 


Ala 


Ala 


210 




215 






220 








Arg Leu 


Leu Phe His 


Lys Leu 


He 


Gin 


Pro 


Asp His 


Pro Gin 


He 


Ser 
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225 230 235 240 

Gin Gin Val Ala Ala Ser Leu Glu Lys Asn Leu He Pro Lys Leu Thr 

24S 250 2S5 

Ser Ser Leu Pro Asp Val Glu Ala Leu Arg Phe Tyr Leu Thr Leu Pro 

260 265 270 

Glu Cys Pro Leu Met Ser Asp Ser Asn Asn Phe He Thr He Ala He 

27S 280 205 

Pro Phe Gly Thr Ala Leu Val Asn Leu Glu Lys Ala Pro Leu Lys Val 

290 295 300 

Leu Glu Asn Trp Trp Ser Val Leu Glu Pro Pro Leu Phe Leu Lys He 
305 310 315 320 

Val Glu Leu Phe Lys Glu Val Val Val His Leu Leu Lys Leu Tyr Lys 

325 330 335 

He Gly He Pro Pro Ser Glu Arg He He 
340 345 

<210> 3549 

<211> 2542 

<212> DNA 

<213> Homo sapiens 



<400» 3549 

caaacatcag aatcgattaa aaaaagtgaa 
60 

ggacatatgg taatactaga ccaaactaaa 
120 

agatatgaga aaattcatgg aagaagtaag 
180 

agagataaag accacagaag gaaagagatc 
240 

ttgagagaac atttagttcg ttttgaaagg 
300 

agagagattg cagagagaga gcgtcgagag 
360 

gaagaacggg aacgcttaca gagagagaga 
420 

gagagagaga gaatggaacg cgaacgcttg 
480 

cgtcgtaagg aagctgaacg gattgctcga 
540 

cagcttcgct atgaacaaga aaaaaggaat 
600 

aggcgagatg atccttactg gagcgagaat 
660 

tctggccatg gatccgacta ctctcgccaa 
720 

gagaggggca ggtttcctga gagttcagca 
780 

cgccttgttg gtcaaagtga ggggaaaaaa 
840 

agcttcgaaa gatatcccaa aaattccagt 
900 

agaaatgaac ttagagaatc agacaggcga 
960 



gaaaagaagc gaataagttc caagagtcca 
ggagatcatt gtagaccatc aagaagagga 
gaaaaggaga gagctagtct agataaaaaa 
ttgcctcttg aaaagatgaa ggaacaaagg 
ctgcgacgag caatggaact tcgaagacga 
cgagaacgca ttagaataat tcgtgaacgg 
gagcgcctag aaattgaaag gcaaaaacCa 
gaaagggaac gcattcgcat tgaacaggaa 
gaaagagagg aactcagaag gcaacaacag 
tccttgaaac gcccacgtga tgtagatcac 
aaaaagttgt ctctagatac agatgcacga 
cagaacagat ttaatgactt tgatcaccga 
gtacagtctt catcttttga aaggcgggat 
gcacgaccca ctgcacgaag ggaagatcca 
gactccagaa gaaatgagcc tccaccacca 
gaagtacgag gggagcgaga cgaaaggaga 
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acggtgatta ttcatgacag gcctgatatc actcatccta gacatcctcg agaggcaggg 
1020 

cccaatcctt ccagacccac cagctggaaa agtgatggaa gcatgtccac tgacaaacgg 
1080 

gaaacaagag ttgaaaggcc agaacgatct gggagagaag tatcagggca cagtgtgaga 
1140 

ggcgctcccc ctgggaatcg tagcagcgct tcggggtacg ggagcagaga gggagacaga 
1200 

ggagtcacca cagaccgagg aggtggatca cagcactatc ctgaggagcg acatgtggtt 
1260 

gaacgccatg gacgggacac aagcggacca aggaaagagt ggcatggtcc accctctcaa 
1320 

gggcctagct atcatgatac gaggcgaatg ggtgacggcc gggcaggagc aggcatgata 
1380 

acccaacatt caagtaacgc atccccaatt aatagaattg tacaaatcag tggcaattcc 
1440 

atgccaagag gaagtggctc cggatttaag ccatttaagg gtggacctcc gcgacgattc 
1500 

tgaaaatgag ctctctgcca aggttttaag ataatttatt gaaatctcct gtaaacttta 
1560 

cttgactact tatgaagagg acctctgact tgcttgagag ttccgccaga cttttctttt 
1620 

taaaaattta acatgactgc ttttctcaat tttggagaag atgtttaaat agttctgttg 
1680 

taacttttaa tagttttgtg tatcattcaa ctttttttct tgcagcaccg aggcacattt 
1740 

gaaaagatgg aattgaagtc gttttgttta acgctgtgtg aatataaaga gtagtttgca 
1800 

gctgtgtggt agtggtttaa tttgcagcct tagctctgtg gtgtctggct ctagagttac 
1860 

ttctttttac caagcatttt cagcctccat tttgaaggct gtctacactt aagaagtctt 
1920 

agctgtctaa tttttagaga ataagattgt tcattgcatc tctgagtatt atgtaaccta 
1980 

tttttgcaga aggtactgtt acactaagtg catctgtgta tcctggttta aaaaaatgta 
2040 

atctcctttg aaataaacct tcatattctg tatagttgcc aaagtgttga gaaccttttt 
2100 ~ " 

aattgtaaaa tgagaaccga ttttcagttt agtgtagcag cacacttgtt caggtttgca 
2160 

tggtatgaaa ccaaatagat tcatgaaacc ttggccatga ggttcgtttc acaaggttct 
2220 

tagaccgagt tgtgcaggta agtgcacttt taggcaatct gcactgtttg tttgatggat 
2280 

aaattccatc tctgggaatt gtgtgggtat taatgtttcc atgttcccaa ctatgttgag 
2340 

aagtggaaaa aaacccaggt tctagatggg tgaatcagtt gggttttgta aatacttgta 
2400 

tgtggggaag acattgttgt ctttttgtga aaataaaaat ccacacctgg aaaaaaaaaa 
2460 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2520 

aaaaaaaaaa aaaaaaaaaa aa 
2S42 
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<210> 3550 

<211> 500 

<212> PRT 

<213> Homo sapiens 

<400> 3550 

Gin Thr Ser Glu Ser He Lys Lys Ser Glu Glu Lys Lys Arg He Ser 

15 10 15 

Ser Lys Ser Pro Gly His MeC Val He Leu Asp Gin Thr Lys Gly Asp 

20 25 30 

His Cys Arg Pro Ser Arg Arg Gly Arg Tyr Glu Lys He His Gly Arg 

35 40 45 

Ser Lys Glu Lys Glu Arg Ala Ser Leu Asp Lys Lys Arg Asp Lys Asp 

SO SS €0 

Tyr Arg Arg Lys Glu He Leu Pro Phe Glu Lys Met Lys Glu Gin Arg 
65 70 75 80 

Leu Arg Glu His Leu Val Arg Phe Glu Arg Leu Arg Arg Ala Met Glu 

85 90 95 

Leu Arg Arg Arg Arg Glu He Ala Glu Arg Glu Arg Arg Glu Arg Glu 

100 105 HO 

Arg He Arg He He Arg Glu Arg Glu Glu Arg Glu Arg Leu Gin Arg 

115 120 125 

Glu Arg Glu Arg Leu Glu He Glu Arg Gin Lys Leu Glu Arg Glu Arg 

130 135 140 

Met Glu Arg Glu Arg Leu Glu Arg Glu Arg He Arg He Glu Gin Glu 
145 150 155 160 

Arg Arg Lys Glu Ala Glu Arg He Ala Arg Glu Arg Glu Glu Leu Arg 

165 170 175 

Arg Gin Gin Gin Gin Leu Arg Tyr Glu Gin Glu Lys Arg Asn Ser Leu 

180 185 190 

Lys Arg Pro Arg Asp Val Asp His Arg Arg Asp Asp Pro Tyr Trp Ser 

195 200 205 

Glu Asn Lys Lys Leu Ser Leu Asp Thr Asp Ala Arg Phe Gly His Gly 

210 215 220 

Ser Asp Tyr Ser Arg Gin Gin Asn Arg Phe Asn Asp Phe Asp His Arg 
225 230 235 240 

Glu Arg Gly Arg Phe Pro Glu Ser Ser Ala Val Gin Ser Ser Ser Phe 

245 250 255 

Glu Arg Arg Asp Arg Phe val Gly Gin Ser Glu Gly Lys Lys Ala Arg 

260 265 270 

Pro Thr Ala Arg Arg Glu Asp Pro Ser Phe Glu Arg Tyr Pro Lys Asn 

275 280 285 

Phe Ser Asp Ser Arg Arg Asn Glu Pro Pro Pro Pro Arg Asn Glu Leu 

290 295 300 

Arg Glu Ser Asp Arg Arg Glu Val Arg Gly Glu Arg Asp Glu Arg Arg 
305 310 315 320 

Thr Val He He His Asp Arg Pro Asp He Thr His Pro Arg His Pro 

325 330 335 

Arg Glu Ala Gly Pro Asn Pro Ser Arg Pro Thr Ser Trp Lys Ser Asp 

340 345 350 

Gly Ser Met Ser Thr Asp Lys Arg Glu Thr Arg Val Glu Arg Pro Glu 

355 360 365 

Arg Ser Gly Arg Glu Val Ser Gly His Ser Val Arg Gly Ala Pro Pro 
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370 






375 






380 










Gly 


Asn 


Arg 


Ser 


Ser Ala Ser 


Gly Tyr Gly 


Ser 


Arg 


Glu 


Gly 


Asp 


Arg 


385 








390 




39S 










400 


Gly 


Val 


He 


Thr 


Asp Arg Gly 
405 


Gly Gly Ser 
410 


Gin 


His 


Tyr 


Pro 


Glu 
415 


Glu 


Arg 


His 


Val 


Val 
420 


Glu Arg His 


Gly Arg Asp 
425 


Thr 


Ser 


Gly 


Pro 

430 


Arg 


Lys 


Glu 


Trp 


His 


Gly 


Pro Pro Ser 


Gin Gly Pro 


Ser Tyr 


His 


Asp 


Thr 


Arg 






43S 






440 






445 








Arg 


Mec 
4S0 


Gly 


Asp 


Gly Arg Ala 
455 


Gly Ala Gly 


Met 


He 
460 


Thr 


Gin 


His 


Ser 


Ser 


Asn 


Ala 


Ser 


Pro He Asn 


Arg He Val 


Gin 


He 


Ser 


Gly 


Asn 


Ser 


465 








470 




475 










480 


Met 


Pro 


Arg 


Gly 


Ser Gly Ser 
485 


Gly Phe Lys 
490 


Pro 


Phe 


Lys 


Gly 


Gly 
495 


Pro 


Pro 


Arg 


Arg 


Phe 
500 



















<210> 3551 

<211> 545 

<212> DNA 

<213> Homo sapiens 

<400> 3551 

nattcggcac gaggtaaagt ctattagaat ttgctagtaa aatttaaaaa ggtatgtgac 
60 

atttcttaag ataattgaga aagataaacc tctttttcag gagggtccat cttcctgcca 
120 

tttcttgtga ctggctataa attccatgca gtgctggaat gtgcttctca cagttagagt 
180 

gctgagcacc tgttttattt cacactccct tgattcctgg ggtaaatccc atctccgcag 
240 

catgggctcc agttaaattc attagtggtc cagatgtgtg tcccctgtca gccggccaag 
300 

taaccccact gtteatcgac aggttctcag gaatcagata gctcgcagcc ggccaagaag 
360 

gacatgctgg ctgccttgaa gtccaggcag gaagctctgg aggaaaccct gcgtcagagg 
420 

ctggaggaac tgaagaagct gtgtctccga gaagctgtaa gcctttccta gctcatcccg 
480 

ttgaaattgg tgttgtctgt gatgtcactg atctttctga tgtcatttga tctttttgat 

540 

gtcat 

545 

<210> 3552 

<2ll> 55 

<212> PRT 

<2l3> Homo sapiens 

<4O0> 3552 

Pro His Cys Leu Ser Thr Gly Ser Gin Glu Ser Asp Ser Ser Gin Ser 

15 10 15 

Ala Lys Lys Asp Met Leu Ala Ala Leu Lys Ser Arg Gin Glu Ala Leu 



2714 



WO 00/58473 



PCT/US00/08621 



20 25 30 

Glu Glu Thr Leu Arg Gin Arg Leu Glu Glu Leu Lys Lys Leu Cys Leu 

35 40 45 

Arg Glu Ala Val Ser Leu Ser 
50 5S 

<210> 3553 

<211> 1412 

<212> DNA 

<213> Homo sapiens 

<400> 35S3 

tacacagtga ctaeggatgt gcattccagg tacagaactg aggcccatca ggatgtggtg 
60 

ggaagattta atgaaaggtt taetccgtct ctggcctctt gtaagaagtg tctcgtcatt 
120 

gatgaccagc tcaacatcct gcccatctcc tcccacgttg ccaccatgga ggccctgcct 
180 

ccccagactc cggatgagag tcttggtcct tctgatctgg agctgaggga gttgaaggag 
240 

agcctgcagg acacccagcc tgtgggtgtg ttggtggact gctgtaagac tctagaccag 
300 

gccaaagctg tcttgaaatt taccgagggc atctctgaaa agaccctgag gagtactgtt 
360 

gcactcacag ctgctcgagg acggggaaaa tctgcagccc tgggattggc gattgctggg 
420 

gcggtggcat ttgggcactc caatatcttt gttacctccc caagccctga taacctccat 
4B0 

actctgtttg aatttgtatc taaaggattt gatgctctgc aatatcagga acatctggat 
540 

tatgagatta cccagtctct aaatcctgaa tttaacaaag cagtgatcat agtgaatgta 
600 

tttcgagaac acaggcagac tattcagtac atacatcctg cagatgctgt gaagctgggc 
660 

caggctgaac tagttgtgat tgatgaagct gccgccatcc ccctcccctt ggtgaagagc 
720 

ccacccggcc cctaccttgt tttcatggca tccaccatca atggctatga gggcactggc 
780 

cggtcactgt ccctcaagct aattcagcag ctccgtcaac agagcgccca gagccaggtc 
840 

agcaccactg ctgagaataa gaccacgacg acagccagat tggcatcagc gcggacactg 
900 

cacgaggttt ccccccagga gtcaatccga tacgcccctg gggatgcagt ggagaagtgg 
960 

ctgaatgact tgctgcgcct ggatcgcctc aacatcactc ggatagtctc aggctgcccc 
1020 

ttgcctgaag cttgtgaact gtactatgtt aatagagata ccctcttttg ctaccacaag 
1080 

gcctctgaag ttttcctcca acggcttatg gccctctacg tggcttccca ctacaagaac 
1140 

tctcccaatg atctccagat gctctccgat gcacctcctc accatctctt ctgccttctg 
1200 

cctcctgtgc cccccaccca gaatgccctt ccaaaagtgc ttgctgttat ccaggcatag 
1260 
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gaacagaggc gtccttgtgg cagtgatctg gggaaccact gaggcatcag gaattagtgg 
1320 

cttaataact gcattgtggg agttttgaaa ctgtggagtc ctggtctgga accaaggggc 
1380 

tgggtctgct gagacaggtg actagggtgc ac 
1412 

<210> 3554 
<211> 419 
<212> PRT 

<213> Homo sapiens 
<400> 3SS4 

Tyr Thr Val Thr Met Asp Val His Ser Arg Tyr Arg Thr Glu Ala His 

15 10 15 

Gin Asp Val Val Gly Arg Phe Asn Glu Arg Phe lie Leu Ser Leu Ala 

20 25 30 

Ser Cys Lys Lys Cys Leu Val He Asp Asp Gin Leu Asn He Leu Pro 

35 40 45 

He Ser Ser His Val Ala Thr Met Glu Ala Leu Pro Pro Gin Thr Pro 

50 55 60 

Asp Glu Ser Leu Gly Pro Ser Asp Leu Glu Leu Arg Glu Leu Lys Glu 
65 70 75 80 

Ser Leu Gin Asp Thr Gin Pro val Gly Val Leu val Asp Cys Cys Lys 

8S 90 95 

Thr Leu Asp Gin Ala Lys Ala Val Leu Lys Phe He Glu Gly He Ser 

100 105 110 

Glu Lys Thr Leu Arg Ser Thr val Ala Leu Thr Ala Ala Arg Gly Arg 

115 120 125 

Gly Lys Ser Ala Ala Leu Gly Leu Ala He Ala Gly Ala Val Ala Phe 

130 135 140 

Gly Tyr Ser Asn He Phe Val Thr Ser Pro Ser Pro Asp Asn Leu His 
145 150 155 160 

Thr Leu Phe Glu Phe Val Phe Lys Gly Phe Asp Ala Leu Gin Tyr Gin 

165 170 175 

Glu His Leu Asp Tyr Glu He He Gin Ser Leu Asn Pro Glu Phe Asn 

180 185 190 

Lys Ala Val He He Val Asn Val Phe Arg Glu His Arg Gin Thr He 

195 200 205 

Gin Tyr He His Pro Ala Asp Ala Val Lys Leu Gly Gin Ala Glu Leu 

210 215 220 

Val Val He Asp Glu Ala Ala Ala He Pro Leu Pro Leu Val Lys Ser 
225 230 235 240 

Leu Leu Gly Pro Tyr Leu Val Phe Met Ala Ser Thr He Asn Gly Tyr 

245 250 255 

Glu Gly Thr Gly Arg Ser Leu Ser Leu Lys Leu He Gin Gin Leu Arg 

260 265 270 

Gin Gin Ser Ala Gin Ser Gin Val Ser Thr Thr Ala Glu Asn Lys Thr 

275 280 285 

Thr Thr Thr Ala Arg Leu Ala Ser Ala Arg Thr Leu His Glu Val Ser 

290 295 300 

Leu Gin Glu Ser He Arg Tyr Ala Pro Gly Asp Ala Val Glu Lys Trp 
305 310 315 320 

Leu Asn Asp Leu Leu Cys Leu Asp Cys Leu Asn He Thr Arg He Val 
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Ser Gly Cys Pro 
340 

Asp Thr Leu Phe 
355 

Leu Met Ala Leu 
370 

Leu Gin Met Leu 
385 

Pro Pro Val Pro 
He Gin Val 



325 

Leu Pro Glu Ala 

Cys Tyr His Lys 
360 

Tyr Val Ala Ser 
37S 

Ser Asp Ala Pro 
390 

Pro Thr Gin Asn 
405 



330 

Cys Glu Leu Tyr 
345 

Ala Ser Glu Val 

His Tyr Lys Asn 
360 

Ser His His Leu 
395 

Ala Leu Pro Lys 
410 



335 

Tyr Val Asn Arg 
350 

Phe Leu Gin Arg 
365 

Ser Pro Asn Asp 

Phe Cys Leu Leu 
400 

Val Leu Ala Val 
415 



<210> 35S5 

<211> 1038 

<212> DNA 

<213> Homo sapiens 

<400> 3555 

nngccggccg cgcccgggct gggacgtccg agcgggaaga tgttttccgc cctgaagaag 
60 

ctggtggggt cggaccaggc cccgggccgg gacaagaaca tccccgccgg gctgcagtcc 
120 

atgaaccagg cgttgcagag gcgcttcgcc aagggggtgc agtacaacat gaagatagtg 
180 

atccggggag acaggaacac gggcaagaca gcgctgtggc accgcctgca gggccggccg 
240 

ttcgtggagg agtacatccc cacacaggag atccaggtca ccagcatcca ctggagctac 
300 

aagaccacgg atgacatcgt gaaggttgaa gtctgggatg tagtagacaa aggaaaatgc. 
360 

aaaaagcgag gcgacggctt aaagatggag aacgaccccc aggaggcgga gtctgaaatg 
420 

gccctggatg ctgagttcct ggacgtgtac aagaactgca acggggtggt catgatgttc 
480 

gacattacca agcagtggac cttcaattac attctccggg agcttccaaa agtgcccacc 
540 

cacgtgccag tgtgcgtgct ggggaactac cgggacatgg gcgagcaccg agtcatcnnc 
600 

tgccggacgn acgtgcgtga cttcatcgac aacctggaca gacctccagg ttcctcctac 
660 

ttccgctatg ctgagtcttc catgaagaac agcttcggcc taaagtacct tcataagttc 
720 

ttcaatatcc catttttgca gcttcagagg gagacgctgt tgcggcagct ggagacgaac 
780 

cagctggaca tggacgccac gctggaggag ctgtcggtgc agcaggagac ggaggaccag 
840 

aactacggca tcttcctgga gatgatggag gctcgcagcc gtggccatgc gtccccactg 
900 

gcggccaacg ggcagagccc atccccgggc tcccagtcac cagtggtgcc tgcaggcgct 
960 

gtgtccacgg ggagctccag ccccggcaca gcccagcccg ccccacagct gccccccaat 
1020 
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ggttgcccca ccatcctc 
1038 

<210> 3556 
<211> 333 
c212> PRT 

<213> Homo sapiens 
<400> 3556 

Met Phe Ser Ala Leu Lys Lys Leu Val Gly Ser Asp Gin Ala Pro Gly 

15 10 15 

Arg Asp Lys Asn He Pro Ala Gly Leu Gin Ser Met Asn Gin Ala Leu 

20 25 30 

Gin Arg Arg Phe Ala Lys Gly Val Gin Tyr Asn Met Lys He Val He 

35 40 45 

Arg Gly Asp Arg Asn Thr Gly Lys Thr Ala Leu Trp His Arg Leu Gin 

50 55 60 

Gly Arg Pro Phe Val Glu Glu Tyr He Pro Thr Gin Glu He Gin Val 
65 70 7S 80 

Thr Ser He His Trp Ser Tyr Lys Thr Thr Asp Asp He Val Lys Val 

8S 90 95 

Glu Val Trp Asp Val Val Asp Lys Gly Lys Cys Lys Lys Arg Gly Asp 

100 105 110 

Gly Leu Lys Met Glu Asn Asp Pro Gin Glu Ala Glu Ser Glu Met Ala 

115 120 12S 

Leu Asp Ala Glu Phe Leu Asp Val Tyr Lys Asn Cys Asn Gly Val Val 

130 135 140 

Met Met Phe Asp He Thr Lys Gin Trp Thr Phe Asn Tyr He Leu Arg 
145 150 155 160 

Glu Leu Pro Lys Val Pro Thr His Val Pro Val Cys Val Leu Gly Asn 

165 170 175 

Tyr Arg Asp Met Gly Glu His Arg Val He Xaa Cys Arg Thr Xaa Val 

180 185 190 

Arg Asp Phe He Asp Asn Leu Asp Arg Pro Pro Gly Ser Ser Tyr Phe 

195 200 205 

Arg Tyr Ala Glu Ser Ser Met Lys Asn Ser Phe Gly Leu Lys Tyr Leu 

210 215 220 

His Lys Phe Phe Asn He Pro Phe Leu Gin Leu Gin Arg Glu Thr Leu 
225 230 235 240 

Leu Arg Gin Leu Glu Thr Asn Gin Leu Asp Met Asp Ala Thr Leu Glu 

245 250 2S5 

Glu Leu Ser Val Gin Gin Glu Thr Glu Asp Gin Asn Tyr Gly He Phe 

260 265 270 

Leu Glu Met Met Glu Ala Arg Ser Arg Gly His Ala Ser Pro Leu Ala 

275 280 285 

Ala Asn Gly Gin Ser Pro Ser Pro Gly Ser Gin Ser Pro Val Val Pro 

290 295 300 

Ala Gly Ala Val Ser Thr Gly Ser Ser Ser Pro Gly Thr Ala Gin Pro 
305 310 31S 320 

Ala Pro Gin Leu Pro Leu Asn Gly Cys Pro Thr He Leu 
325 330 

<210> 3557 
<211> 486 
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<212> DMA 

<213> Homo sapiens 

<400> 3557 

tcagtgacaa ggaggacgtt tgggcacagc ggcattgcag tgcacacgtg gtatgcatgt 
60 

ccggcattga tcaagtccat ctgggctatg gccataagcc aacaccagtt ctatctggac 
120 

agaaagcaga gtaagtccaa aatccatgca gcacgcagcc tgagtgagat cgccatcgac 
180 

ctgaccgaga cggggacgct gaagacctcg aagctggcca acatgggcag caaggggaag 
240 

atcatcagcg gcagcagcgg cagcctgctg tcttcaggat ctggtgccag gagacactgc 
300 

attctactcc caggttccca ggaatcagat agctcgcagt cggccaagaa ggacatgctg 
360 

gctgccccga agtccaggca ggaagctctg gaggaaaccc tgcgtcagag gctggaggaa 
420 

ccgaagaagc tgtgtctccg agaagctgag ctcacgggca agctgccagt agaatatccc 
460 

ctggac 

486 

<210> 3558 

<211> 162 

<212> PRT 

<213> Homo sapiens 



<400> 3558 



Ser Val Thr Arg Arg 


Thr 


Phe 


Gly 


His 


Ser 


Gly He Ala Val His 


Thr 


1 5 










10 


15 




Trp Tyr Ala Cys Pro 


Ala 


Leu 


He 


Lys 


Ser 


He Trp Ala Met Ala 


He 


20 








25 




30 




Ser Gin His Gin Phe 


Tyr 


Leu 


Asp 


Arg 


Lys 


Gin Ser Lys Ser Lys 


He 


35 






40 






45 




His Ala Ala Arg Ser 


Leu 


Ser 


Glu 


He 


Ala 


He Asp Leu Thr Glu 


Thr 


50 




55 








60 




Gly Thr Leu Lys Thr 


Ser 


Lys 


Leu 


Ala 


Asn 


Met Gly Ser Lys Gly 


Lys 


65 


70 










75 


80 


lie He Ser Gly Ser 


Ser 


Gly 


Ser 


Leu 


Leu 


Ser Ser Gly Ser Gly 


Ala 


85 










90 


95 




Arg Arg His Cys He 


Leu 


Leu 


Pro 


Gly 


Ser 


Gin Glu Ser Asp Ser 


Ser 


100 








105 




110 




Gin Ser Ala Lys Lys 


Asp 


Met 


Leu 


Ala 


Ala 


Leu Lys Ser Arg Gin 


Glu 


US 






120 






125 




Ala Leu Glu Glu Thr 


Leu 


Arg 


Gin 


Arg 


Leu 


Glu Glu Leu Lys Lys 


Leu 


130 




13S 








140 




Cys Leu Arg Glu Ala 


Glu 


Leu 


Thr 


Gly 


Lys 


Leu Pro Val Glu Tyr 


Pro 


145 


150 










155 


160 



Leu Asp 



<210> 3559 
<2X1> 673 
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<212> DMA 

<213> Homo sapiens 

<400> 3559 

gaaggagcga gcgggggcgc gaggcgttta cccggaggca gcggcttggg cgcgcagagc 
60 

ggccgcggct cccccgcacc tgcggccatg gatgaggagc gcgccctcta catcgtccgg 
120 

gccggcgaag caggggctat cgagcgggtc ctgagggatt acagcgacaa gcatagggct 
180 

actttcaaat ttgaatcaac agatgaagat aaaagaaaga aactctgtga aggcatattt 
240 

aaagtcctta taaaggacat cccaacaaca tgtcaagtgt cctgcctgga agcactccgc 
300 

attctctcca gagacaaaaa ggttttagtt cctgtgacaa ctaaggaaaa tatgcagata 
360 

ctgctgcgac tagccaagct aaatgagtta gatgattctt tggagaaagt atcagagctc 
420 

ccagttattg tggagtcatt aaaatgtctg tgtaatatag tgttcaacag tcagatggca 
480 

cagcagctca gcctggaact taatcttgct gcaaagctct gtaacctcct gagaaagtgc 
540 

aaggaccgga aatttatcaa tgacattaag tgctttgact tgcgcttgct cttccttctg 
600 

tcacttttgc acaccgacat caggtcacaa ttgcgctatg agctccaggg actaccgctg 
660 

ctaacgcaga teg 
673 

<210> 3560 

c211> 195 

c212> PRT 

<213> Homo sapiens 



<400> 3560 



Met 


Asp 


Glu 


Glu 


Arg 


Ala 


Leu 


Tyr 


He 


Val 


Arg 


Ala 


Gly 


Glu 


Ala 


Gly 


l 








5 










10 










15 




Ala 


He 


Glu 


Arg 


val 


Leu 


Arg 


Asp 


Tyr 


Ser 


Asp 


Lys 


His 


Arg 


Ala 


Thr 








20 










25 










30 






Phe 


Lys 


Phe 


Glu 


Ser 


Thr 


Asp 


Glu 


Asp 


Lys 


Arg 


Lys 


Lys 


Leu 


Cys 


Glu 






35 










40 










45 








Gly 


He 


Phe 


Lys 


Val 


Leu 


He 


Lys 


Asp 


He 


Pro 


Thr 


Thr 


Cys 


Gin 


Val 




50 










55 










60 










Ser 


Cys 


Leu 


Glu 


Val 


Leu 


Arg 


He 


Leu 


Ser 


Arg 


Asp 


Lys 


Lys 


Val 


Leu 


6S 










70 










75 










80 


Val 


Pro 


Val 


Thr 


Thr 


Lys 


Glu 


Asn 


Met 


Gin 


He 


Leu 


Leu 


Arg 


Leu 


Ala 










85 










90 










95 




Lys 


Leu 


Asn 


Glu 


Leu 


Asp 


Asp 


Ser 


Leu 


Glu 


Lys 


Val 


Ser 


Glu 


Phe 


Pro 








100 










105 










110 






Val 


lie 


Val 


Glu 


Ser 


Leu 


Lys 


Cys 


Leu 


Cys 


Asn 


He 


Val 


Phe 


Asn 


Ser 






115 










120 










125 








Gin 


Met 


Ala 


Gin 


Gin 


Leu 


Ser 


Leu 


Glu 


Leu 


Asn 


Leu 


Ala 


Ala 


Lys 


Leu 




130 










135 










140 










Cys 


Asn 


Leu 


Leu 


Arg 


Lys 


Cys 


Lys 


Asp 


Arg 


Lys 


Phe 


He 


Asn 


Asp 


He 
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145 ISO 155 160 

Lys Cys Phe Asp Leu Arg Leu Leu Phe Leu Leu Ser Leu Leu His Thr 

165 170 175 

Asp lie Arg Ser Gin Leu Arg Tyr Glu Leu Gin Gly Leu Pro Leu Leu 
180 185 190 

Thr Gin He 
195 

<210> 3561 

<211> 523 

<212> DNA 

<213> Homo sapiens 

<400> 3561 

acgcgtgcct gtaggcagac gaggggccag tgggcagagc agacatgaat gccccctgaa 
60 

ggctcacaga gctgactcag aagggccatt gtcacacact ggtaagagct gattctgagg 
120 

ggagggcatg agacgcctat tgcagagctg ctcaccagaa ggtcacagga atttagaaga 
180 

gaagctccta cccgcccccg atcatgcacg tggccactga ggatgccaga cgaggtgatg 
240 

ctggtctcat agagaatgta cccgaaggac tgtccatttc ccccattgac tggcaggttc 
300 

tccatgttga tgggcttttc agacttgatt ggctgcgtac agaagagatg gaggggtggg 
360 

caggctcagg aggagtgggg tcacagacag actctgcttg ggggctggca catggggtgg 
420 

aagcggaggc ttggtgggtg ttttctactt tgacttctca ttgcactaaa catacaactc 
480 

tccagggtga cggggaagag gagtggggca aaggggtgtg cac 
523 

<210> 3S62 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 3562 

Met His Val Ala Thr Glu Asp Ala Arg Arg Gly Asp Ala Gly Leu He 

15 10 15 

Glu Asn Val Pro Glu Gly Leu Ser He Ser Pro He Asp Trp Gin Val 

20 25 30 

Leu His Val Asp Gly Leu Phe Arg Leu Asp Trp Leu Arg Thr Glu Glu 

35 40 45 

Met Glu Gly Trp Ala Gly Ser Gly Gly Val Gly Ser Gin Thr Asp Ser 

50 55 60 

Ala Trp Gly Leu Ala His Gly Val Glu Ala Glu Val Trp Trp Val Phe 
65 70 75 80 

Ser Thr Leu Thr Ser His Cys Thr Lys His Thr Thr Leu Gin Gly Asp 

85 90 95 

Gly Glu Glu Glu Trp Gly Lys Gly Val Cys 
100 105 
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<210> 3563 

<211> 359 

<212> DNA 

<213> Homo sapiens 

<400> 3563 

nnacgcgtag tcgaactgcc cgcgctcgag cgcctccttg tggtcggtcc ccgtccgggc 
60 

cgaagccagg ggcgcgcggc gatgtgagcc atgagcgcga cgtggacgct gtcgccggag 
120 

cccctgccgc cgtcgacggg gcccccagtg ggcgcgggcc tggacgcgga gcagcgcacg 
160 

gtgttcgcct tcgtgctctg cctgctcgtg gtgctggtgc tgttgatggt gcgctgcgtg 
240 

cgcatcctgc tcgaccccta cagccgcatg cccgcctcgt cctggaccga ccacaaggag 
300 

gcgctcgagc gcgggcagtt cgactacgcg ttggtgtgag gggcgcggcg ccccctagg 
3S9 

<210> 3564 
<211> 82 
<212> PRT 

<213> Homo sapiens 
<400> 3564 

Met Ser Ala Thr Trp Thr Leu Ser Pro Glu Pro Leu Pro Pro Ser Thr 

15 10 IS 

Gly Pro Pro Val Gly Ala Gly Leu Asp Ala Glu Gin Arg Thr Val Phe 

20 25 30 

Ala Phe Val Leu Cys Leu Leu Val Val Leu Val Leu Leu Met Val Arg 

35 40 45 

Cys Val Arg lie Leu Leu Asp Pro Tyr Ser Arg Met Pro Ala Ser Ser 

50 55 60 

Trp Thr Asp His Lys Glu Ala Leu Glu Arg Gly Gin Phe Asp Tyr Ala 
6S 70 75 80 

Leu Val 



<210> 3565 

<211> 580 

<212> DNA 

<213> Homo sapiens 

<400> 3565 

acgcgtcgtg ggtgggaaaa gggatgccag gacaccagaa gagcaataca aaacagctcc 
60 

cgtgagcagg cacaggagac cttccgcgcc gccggccggg cgaccccgca ggaagtagga 
120 

aggacgagcg cgcacttcaa gtcccagaag cccccgtttc ctggagcccg cgccgtgccg 
180 

cgctacgccc gccgggagcc gggcagagcg gccaagatgt cgcagcccaa gaaaagaaag 
240 

cttgagtcgg ggggcggcgc cgaaggaggg gagggaactg aagaggaaga tggcgcggag 
300 
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cgggaggcgg ccctggagcg accccggacg actaagcggg aacgggacca gctgtactac 
360 

gagtgccact cggacgtctc ggtccacgag gagatgatcg cggaccgcgt ccgcaccgat 
420 

gcctaccgct gggcttccct tcggaactgg gcagcactgc gaggcaagac ggtactggac 
460 

gtgggcgcgg gcaccggcat tcegagcatc ttctgtgccc aggccggggc ccggcgcgtg 
540 

tacgcggtag aggccagcgc catctggcaa caggcccggg 
580 

<210> 3566 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 356S 

Thr Arg Arg Gly Trp Glu Lys Gly Cys Gin Asp Thr Arg Arg Ala lie 

15 10 15 

Gin Asn Ser Ser Arg Glu Gin Ala Gin Glu Thr Phe Arg Ala Ala Gly 

20 25 30 

Arg Ala Thr Pro Gin Glu Val Gly Arg Thr Ser Ala His Phe Lys Ser 

35 40 45 

Gin Lys Pro Pro Phe Pro Gly Ala Arg Ala Val Pro Arg Tyr Ala Arg 

50 55 60 

Arg Glu Pro Gly Arg Ala Ala Lys Met Ser Gin Pro Lys Lys Arg Lys 
65 70 75 80 

Leu Glu Ser Gly Gly Gly Ala Glu Gly Gly Glu Gly Thr Glu Glu Glu 

85 90 95 

Asp Gly Ala Glu Arg Glu Ala Ala Leu Glu Arg Pro Arg Thr Thr Lys 

100 105 HO 

Arg Glu Arg Asp Gin Leu Tyr Tyr Glu Cys Tyr Ser Asp Val Ser Val 

115 120 125 

His Glu Glu Met lie Ala Asp Arg Val Arg Thr Asp Ala Tyr Arg Trp 

130 135 140 

Val Ser Leu Arg Asn Trp Ala Ala Leu Arg Gly Lys Thr Val Leu Asp 
145 150 155 160 

Val Gly Ala Gly Thr Gly He Leu Ser He Phe Cys Ala Gin Ala Gly 

165 170 175 

Ala Arg Arg Val Tyr Ala Val Glu Ala Ser Ala He Trp Gin Gin Ala 
180 185 190 

Arg 



<210> 3567 
<211> 2811 
<212> DNA 

<213> Homo sapiens 
<400> 3567 

nngaagccga gctccgcgcc cagcaggaag aagaaacgag gaagcagcaa gaactcgaag 
60 

ccttgcagaa gagccagaag gaagctgaac tgacccgtga actggagaaa cagaaggaaa 
120 
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ataagcaggt ggaagagatc ctccgtctgg agaaagaaac cgaggacctg cagcgcatga 
180 

aggagcagca ggagctgtcg ctgaccgagg cttccctgca gaagctgcag gagcggcggg 
240 

accaggagct ccgcaggctg gaggaggaga tttttgcacc cgaaaaaggc agccatagtt 
300 

Ctccagaagc aactcagagg tcagattgct cggagagttt acagacaatc gctggcagag 
360 

aaaagggagc aagaagaaaa gaagaaacag gaagaggaag aaaagaagaa acgggaggaa 
420 

gaagaaagag aaagagagag agagcgaaga gaagccgagc tccgcgccca gcaggaagaa 
480 

gaaacgagga agcagcaaga actcgaagcc ttgcagaaga gccagaagga agctgaactg 
S40 

acccgtgaac tggagaaaca gaaggaaaat aagcaggtgg aagagatcct ccgtctggag 
600 

aaagaaatcg aggacctgca gcgcatgaag gagcagcagg agctgtcgct gaccgaggct 
660 

tccctgcaga agctgcagga gcggcgggac caggagctcc gcaggctgga ggaggaagcg 
720 

tgcagggcgg cccaggagtt cctcgagtcc ctcaatttcg acgagatcga cgagtgtgtc 
780 

cggaatatcg agcggtccct gtcgggggga agcgaatttt ccagcgagct ggctgagagc 
840 

gcatgcgagg agaagcccaa cttcaacttc agccagccct acccagagga ggaggtcgat 
900 

gagggcttcg aagccgacga cgacgccttc aaggactccc ccaaccccag cgagcacggc 
960 

cactcagacc agcgaacaag tggcatccgg accagcgatg actcttcaga ggaggaccca 
1020 

tacatgaacg acacggtggt gcccaccagc cccagtgcgg acagcacggt gctgctcgcc 
1080 

ccatcagtgc aggactccgg gagcctacac aactcctcca gcggcgagtc cacctactgc 
1140 

atgccccaga acgctgggga cttgccctcc ccagacggcg actacgacta cgaccaggat 
1200 

gactatgagg acggtgccat cacttccggc agcagcgtga ccttctccaa ctcctacggc 
1260 

agccagtggt cccccgacta ccgctgctct gtggggacct acaacagctc gggtgcctac 
1320 

cggttcagct ctgagggggc gcagtcctcg tttgaagata gtgaagagga ctttgattcc 
1380 

aggtttgata cagatgatga gctttcatac cggcgtgact ctgtgtacag ctgtgtcact 
1440 

ctgccgcatc tccacagctt tctgtacatg aaaggtggcc tgatgaactc ttggaaacgc 
1500 

cgctggtgcg tcctcaagga tgaaaccttc ttgtggttcc gctccaagca ggaggccctc 
1560 

aagcaaggct ggctccacaa aaaagggggg ggctcctcca cgctgtccag gagaaattgg 
1620 

aagaagcgct ggtttgtcct ccgccagtcc aagctgatgc actttgaaaa cgacagcgag 
1680 

gagaagctca agggcaccgt agaagtgcga acggcaaaag agatcataga taacaccacc 
1740 
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aaggagaatg ggatcgacat cattatggcc gataggactt tccacccgat cgcagagtcc 
1800 

ccagaagatg ccagccagtg gttcagcgtg ctgagtcagg tccacgcgtc cacggaccag 
1860 

gagatccagg agatgcatga tgagcaggca aacccacaga atgctgtggg caccttggat 
1920 

gtggggctga ttgattctgt gtgtgcctct gacagccctg atagacccaa ctcgtttgtg 
1980 

atcatcacgg ccaaccgggt gctgcactgc aacgccgaca cgccggagga gatgcaccac 
2040 

tggataaccc tgctgcagag gtccaaaggg gacaccagag tggagggcca ggaattcatc 
2100 

gtgagaggat ggttgcacaa agaggtgaag aacagtccaa agatgtcttc actgaaactg 
2160 

aagaaacggt ggtttgtact cacccacaat tccctggatt actacaagag ttcagagaag 
2220 

aacgcgctca aactggggac cctggtcctc aacagcctct gctctgtcgt ccccccagat 
2280 

gagaagatat tcaaagagac aggctactgg aacgtcaccg tgtacgggcg caagcactgt 
2340 

taccggctct acaccaagct gctcaacgag gccacccggt ggtccagtgt cagtcaaaac 
2400 

gtgactgaca ccaaggcccc gatcgacacc cccacccagc agctgattca agatatcaag 
2460 

gagaactgcc tgaactcgga tgtggtggaa cagatttaca agcggaaccc gatccttcga 
2520 

tacacccatc accccttgca ctccccactc ctgccccctc cgtatgggga cacaaacctc 
2580 

aacttgctca aagacaaagg ctataccacc cttcaggatg aggccatcaa gacattcaat 
2640 

tccctgcagc aactggagtc catgtctgac ccaattccaa taatccaggg catcctacag 
2700 

acagggcatg acctgcgacc tctgcgggac gagctgtact gccagcttat caaacagacc 
2760 

aacaaagtgc cccaccccgg cagtgtgggc aacccgtaca gctggcagat c 
2811 

<210> 3568 
<211> 869 
<212> PRT 

<213> Homo sapiens 



<400> 3568 



Pro Arg Leu Pro 


Cys Arg Ser Cys Arg 


Ser 


Gly 


Gly Thr Arg Ser 


Ser 


1 


5 


10 




15 




Ala Gly Trp Arg 


Arg Arg Phe Leu His 


Leu 


Lys 


Lys Ala Ala lie 


Val 


20 


25 






30 




Phe Gin Lys Gin 


Leu Arg Gly Gin lie 


Ala 


Arg 


Arg Val Tyr Arg 


Gin 


35 


40 






45 




Leu Leu Ala Glu 


Lys Arg Glu Gin Glu 


Glu 


Lys 


Lys Lys Gin Glu 


Glu 


50 


55 






60 




Glu Glu Lys Lys 


Lys Arg Glu Glu Glu 


Glu 


Arg 


Glu Arg Glu Arg 


Glu 


65 


70 




75 




80 


Arg Arg Glu Ala 


Glu Leu Arg Ala Gin Gin 


Glu 


Glu Glu Thr Arg 


Lys 
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85 



Gin 


Gin 


Glu 




niii Ala T^n din 

VJlU UCU «AU 








100 




Thr 


Arg 


Glu 


Leu 


V? i. u wy J w 111 Li yo 






115 




120 


Leu 


Arg 




Glu 


Lys Glu He Glu 




130 






135 


Gin 


Glu 


Leu 


Ser 


ucu 111 IT VjIU t\J-a 


14 5 








150 


Ara 


ASp 


Gin 


Glu 


ueu Miy rtiy ucu 










165 


Gin 


Glu 


Phe 


Leu 


Glu Ser Leu Asn 








180 




Arg 


Asn 


lie 


Glu 


Arg Ser Leu Ser 






195 




200 


Leu 
U 


Ala 


Glu 


er 


Aia i_ys Kjiu biu 




210 








Pro 


Tyr 


Pro 


Glu 


V»1U VaiU Vai ASp 


225 








230 


Ala 


Phe 


Lys 


Asp 


Ser Pro Asn Pro 










245 




T r 


Ser 


Gly 


He Arg Thr Ser 








260 




Tyr 


Met 


Asn 


Asp 


Tnr vai val Pro 






275 






Val 


Leu 


Leu 


A a 


pro ser vax uin 




290 






295 


Ser 


Ser 


G y 


Glu 


Ser Thr Tyr Cys 


30 5 








310 


Pro 


er 


Pro 


Asp 


Gly Asp Tyr Asp 










325 


Gl v 

uxy 


Ala 


lie 


Thr 


Ser Gly Ser Ser 








340 




Ser 


Gin 


Trp 


Ser 


Pro Asp Tyr Arg 






355 




360 


Ser 


Gly 


Ala 


Tyr 


Arg Phe Ser Ser 




370 






375 


ASp 


Ser 


Glu 


Glu 


Asp Phe Asp Ser 


385 








390 


Ser 


Tyr 


Arg 


Arg 


Asp Ser Val Tyr 










405 


His 


Ser 


Phe 


Leu 


Tyr Met Lys Gly 








420 




Arg 


Trp 


Cys 


Val 


Leu Lys Asp Glu 






435 




440 


Gin 


Glu 


Ala 


Leu 


Lys Gin Gly Trp 




450 






455 


Ser 


Thr 


Leu 


Ser 


Arg Arg Asn Trp 


465 








470 


Gin 


Ser 


Lys 


Leu 


Met Tyr Phe Glu 










485 


Gly 


Thr 


Val 


Glu 


Val Arg Thr Ala 








500 




Lys 


Glu 


Asn 


Gly 


He Asp He He 





90 


95 




i*ys 


Ser Gin 


l.ve f?lii Ala Glii 

IjyO UiU r\ A d VJlU 


Leu 


105 




110 




Glu 


Asn Lys 


Gin Val Glu Glu 
uiii vax vjiu vjiu 


He 










sp 


eu n 


Am MAf I Gin 

niy ntSV. li/a UiU 


Gin 










Ser 


Le u Gin 


T ,vc T .«=*i i Gin Glit 
u y o ucu uiu \j*-u 


Arg 




155 




160 


Glu 


VjIU LjIU 


_ 

Ala Cys Arg Ala 


Ala 




170 






P e 


Asp Glu 


Tl a len Gl it Gvrc 


Val 


18 5 








Gly 


Gly Ser 


Glu Pne Ser Ser 


U 










ys 


Pro Asn 


I? 1 IXZ MSB lr I1C OCA 


Gin 






220 




Glu 


Gly Phe 


Glu Ala Asp Asp 


Asp 




235 




240 


Ser 


Glu His 


Gly His Ser Asp 


Gin 




250 


255 




Asp 


Asp Ser 


Ser Glu Glu Asp 


Pro 


265 




270 




Thr 


Ser Pro 


Ser Ala Asp Ser 


Thr 






285 




Asp 


Ser Gly 


Ser Leu His Asn 


Ser 






300 




Met 


Pro Gin 


Asn Ala Gly Asp 


Leu 




315 




320 


Tyr 


Asp Gin 


Asp Asp Tyr Glu 


Asp 




330 


335 




Val 


Thr Phe 


Ser Asn Ser Tyr 


y 


345 




350 




Cys 


V 

er a 


uiy -i Aii- iyi rt-o ii 


Ser 






365 




G u 


Gly Ala 


n Car Cor DVio 

uiii dec r i.e 


Glu 












P e Asp 


Thr Asp Asp Glu 


Leu 








400 


Ser 


Cys Val 


Thr Leu Pro Tyr 


Phe 




410 


415 




Gly 


Leu Met 


Asn Ser Trp Lys 


Arg 


425 




430 




Thr 


Phe Leu 


Trp Phe Arg Ser 


Lys 






445 




Leu 


His Lys 


Lys Gly Gly Gly 


Ser 






460 




Lys 


Lys Arg 


Trp Phe Val Leu 


Arg 




475 




480 


Asn 


Asp Ser 


Glu Glu Lys Leu 


Lys 




490 


495 




Lys 


Glu He 


He Asp Asn Thr 


Thr 


505 




510 




Met 


Ala Asp 


Arg Thr Phe His 


Leu 
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515 520 525 

He Ala Glu Ser Pro Glu Asp Ala Ser Gin Trp Phe Ser Val Leu Ser 

530 535 S40 

Gin Val His Ala Ser Thr Asp Gin Glu He Gin Glu Met His Asp Glu 
545 550 555 560 

Gin Ala Asn Pro Gin Asn Ala Val Gly Thr Leu Asp Val Gly Leu He 

565 570 575 

Asp ser Val Cys Ala Ser Asp Ser Pro Asp Arg Pro Asn Ser Phe Val 

580 585 590 

He He Thr Ala Asn Arg Val Leu His Cys Asn Ala Asp Thr Pro Glu 

595 600 605 

Glu Met His His Trp He Thr Leu Leu Gin Arg Ser Lys Gly Asp Thr 

610 615 620 

Arg Val Glu Gly Gin Glu Phe He Val Arg Gly Trp Leu His Lys Glu 
625 630 63S 640 

Val Lys Asn Ser Pro Lys Met Ser Ser Leu Lys Leu Lys Lys Arg Trp 

645 650 655 

Phe Val Leu Thr His Asn Ser Leu Asp Tyr Tyr Lys Ser Ser Glu Lys 

660 665 670 

Asn Ala Leu Lys Leu Gly Thr Leu Val Leu Asn Ser Leu Cys Ser Val 

675 680 685 

Val Pro Pro Asp Glu Lys He Phe Lys Glu Thr Gly Tyr Trp Asn Val 

690 695 700 

Thr Val Tyr Gly Arg Lys His Cys Tyr Arg Leu Tyr Thr Lys Leu Leu 
705 710 715 720 

Asn Glu Ala Thr Arg Trp Ser Ser Val Ser Gin Asn Val Thr Asp Thr 

725 730 735 

Lys Ala Pro He Asp Thr Pro Thr Gin Gin Leu He Gin Asp He Lys 

740 745 750 

Glu Asn Cys Leu Asn Ser Asp Val Val Glu Gin He Tyr Lys Arg Asn 

755 760 765 

Pro He Leu Arg Tyr Thr His His Pro Leu His Ser Pro Leu Leu Pro 

770 775 780 

Leu Pro Tyr Gly Asp He Asn Leu Asn Leu Leu Lys Asp Lys Gly Tyr 
785 790 795 800 

Thr Thr Leu Gin Asp Glu Ala He Lys He Phe Asn Ser Leu Gin Gin 

80S 810 815 

Leu Glu Ser Met Ser Asp Pro He Pro He He Gin Gly He Leu Gin 

820 825 830 

Thr Gly His Asp Leu Arg Pro Leu Arg Asp Glu Leu Tyr Cys Gin Leu 

835 840 845 

He Lys Gin Thr Asn Lys Val Pro His Pro Gly Ser Val Gly Asn Leu 

850 855 860 

Tyr Ser Trp Gin He 
865 



<210> 3569 

<211> 5070 

<212> DNA 

<213> Homo sapiens 



<400> 3569 

tctgaatccc cccccagcac cctcaatgcc cagatgctga atggaatgat caaacaggag 
60 
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cctgggaccg tgacagccct 
120 

ccccagggtc cgctctcccc 
180 

acaccgcctt ggcacccgcc 
240 

ctcagtggct cctacctgga 
300 

aacaagtggg cgaccctgta 
360 

gtggatgcgg acaagggctt 
420 

aagaaccact tccaggtgac 
480 

acgcccgagg gcctcaagcc 
540 

gaggccctga accagtccat 
600 

ttcaacccgg tcacggtcaa 
660 

ctgcacttca gcgagaccac 
720 

cagaggtact tcatgctggc 
780 

ctggccgccc agacctcaga 
840 

agcgacagcg atgtgttgtg 
900 

cgcgcgggca tcaacacaga 
960 

gtcatgggct cgcttatgca 
1020 

gacaccaccg agcaattgaa 
1080 

cccgagttcg ccgccagcgc 
1140 

caggaggtga aggagatctt 
1200 

aatgggaaaa ccatagagaa 
1260 

gtaggggccg tgaaggagct 
1320 

ctggagcgct ggagccacaa 
1380 

ggcagctcgg gcgccttcag 
1440 

cacaagaaga ggccccccaa 
1500 

tgcaccagcc agcgcttccc 
1560 

agcgtggtgt ccatgcccac 
1620 

gacactgatg gctctttcgc 
1680 



gcctctgcac cccactcgag 
gggccctggc tccttgcctc 
aggtgccccc tccccaggcc 
ccccaactac cagtccatca 
cgatgctaac tacaaggagc 
caacttttcg gtgggcgacg 
agtgtacatc ggcacgctgg 
cctcgaccgc ttctatctga 
taacatcgag cagtcccagt 
tctgccccct gagcaggtca 
cgctaacaac atgcgtaaga 
ggtggccctc caggctcatg 
gcgcatcatt gtgcgggcct 
gcagcgggca caggtgcccg 
ccggccggat gaggcgctgg 
cccctccgac ctgcgcgcca 
gaggatctcg cgcatgcggc 
gggcatcgag gccaccgcgc 
gcctgaggct gtgaaagaca 
cttcctggtg gtgaacaagg 
gtgcaagctg acagacaacc 
gctggccaag ctgcggcggc 
ccatgcaggg agccagttca 
ggtggccagc aagtcaccgt 
gcagggaacc atcactgccc 
actgtacgtg ctgagcctgc 
cgtgtccact tcctgtctcc 



ccccaccgcc accctggcct 
tcagcattgc ccgtgtccag 
tcctgcagga cagcgacagc 
agtggcagcc tcatcagcag 
tgcccatgct cacccaccgc 
acgcctttgc gtgccagaag 
gcgagcccaa gtacgtcaag 
agctgcacgg agtgaagctg 
cagaccggag caagcggccc 
cgaaggtgac tgtggggcgg 
agggcaagcc caacccggac 
cacagaacca gaaccacacg 
ccaacccagg ccagtccgag 
acaccgtctt ccaccacggc 
ttgtgcacgg gaatgtcaag 
aggaacacgt gcaggaggtg 
tggtgcacca cagatacaag 
cagagacagg tgtcatcgct 
ccggagacat ggtctttgcc 
agcgcatctt catggagaac 
tggagacgcg cattgatgag 
tcgacagcct caagcccacc 
gtcgggcggg cagcgtcccc 
ccgtggctcc ggaccaggcc 
tggtggtggt catggccttc 
gcacagagga ggacctggta 
tggccctgct ccggccccag 
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ccccctgggg ggagtgaggc cttgtgccca tggtccagcc agagctttgg gaccacgcag 
1740 

ctccgacagt cccccttgac cacggggcta ccaggcacac agccctcttt gctgctggtg 
1B00 

accaccagcc tcaccagctc ggccccaggt tctgctgtcc gcaccttgga catgtgttcc 
1860 

agccacccct gccctgtcat ctgctgttcc tcacccacta ccaaccctac cactggtcct 
1920 

agtcttggcc ccagctctaa ccctggccat gttctcagcc caagtcccag ccccagcacc 
1980 

aaccgcccag gccccagcca gatggccctt ctgccagtca ccaacatcag agccaagtcc 
2040 

tggggtcttt cagtcaatgg cattgaccac tccaagcatc acaagagtct ggagcctctg 
2100 

gccagccctg cagtcccctt ccctgggggg cagggcaaag ccaagaacag tcccagcctt 
2160 

ggtttccacg gccgggcccg ccgaggggcc ctccagtcca gcgtgggccc tgctgagccc 
2220 

acctgggccc agggccagtc agcctctctc cttgcagagc cagtgccctc cctgacctcc 
2280 

atccaggtgc cggagaattc gatgtccatc acctcccagc actgcgctcc aggggatgcc 
2340 

tgcaggcctg ggaacttcac ccaccacacc cccgtcagca gtggcacccc actgcacctc 
2400 

agcctgactc tgcagatgaa ctcctcctcc cccgtgtccg tggtgctgtg cagcctgagg 
2460 

tcaaaggagg aaccatgtga ggaggggagc cttccacaga gtctccacac ccaccaggac 
2520 

acccagggca cctctcaccg gtggccaata accatcctgt ccttccgtga attcacctac 
2580 

cacttccggg tggcactgcc gggtcaggcc aactgcagtt cagaggctct cgcccagcca 
2640 

gccacagact accacttcca cttctaccgc ctgtgtgact gagctgccct cctgaggcag 
2700 

caccacacca gggaccaggg gtgcccaggc accccccaac actggatgca atggtgttac 
2760 

actggagccc gctgcaggcc agctctgctg ttcactggcc , ctacccgaga ctggtgaaac 
2820 

tggaagtctt cacactggag ttgctgttcc agctggccgc ccctcacggc acagagggaa 
2680 

cctgagagcc agagacttct cgggccttcc tgcctgccac • cccctagggg ccaggacagg 
2940 

accagttcac ctctttccag atatggtggt tggagggctg gttcaggtgc cctggaggga 
3000 

aggggaagcc tgtggccctg atttgttcag agcccattct cccttgcctc cccttttgag 
3060 

actggagcca acccttttgg agagaggacc tgcccacctc tgagatcagc agggggctcg 
3120 

gatccagccc taagagactt gggtggaccc ccatgagtca atggagggca gacggccctc 
3180 

ccccttaaag ctgttccctg ggggatggct tggcagcgga ctttctgggg cttgcctgtt 
3240 

acgccagact cggacttcta agctttaagt gtggcccagg aggtttcttc tccctgggag 
3300 
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ggcttggctc ccaagaagtc ccagggcagc cgaggccagc cctgcctggg ttggagaaac 
3360 

tgactttgtg ccttaagtct actcagtgcc tggtgaagcc accctcagcc cttcacaggc 
3420 

ctgaaccagt aggggccagt gggccaggta agccctagag ccttgaacca ggaatatcca 
3480 

ggaagaggaa attccccttg agcccccaga tggtattgca gcttcactgc ctgcgtccct 
3540 

gggagcgtct ggagctcaca gtgatcagtg accacatcat tctctctgag cagaggagca 
3600 

ggaatccctc aagcagcagc ccggtcttgg ctggtgggca gatgcaaata gcttttgctg 
3660 

ttattaatga agtaattact aaatgcactt aaaccagggc aggaaggaat ggaaggatgg 
3720 

agctagaaag ctcagagtgg gccagagcag gggtgtgaca cttgcaaaga cagggctctg 
3780 

actctgatcc ctcccaggga gcctccgaca cccatcccac tcccaaccac caagaccctg 
3840 

ggttagggaa gaagttgtat cttaagtgcc accttcaagt ttcttagtgg tgcctggtgc 
3900 

attccgaggc cacatccagg ctcatggaag gagtgtagta ttcatttagc catgtctgcc 
3960 

atgggtccag aaatgggaaa gggaattgct gtccttgccc tgtggtatgc tgccacctct 
4020 

ttgggaagca ggccttgccc ctgtcccacc actcattctc agctttgaat gggaggcctt 
4080 

tctatagtgg aggcctttcc tcgaagccta tgaactgcag gccccctttt gccattgatc 
4140 

tcaaagcact tgtcctcagg atagggaaga gcagggggat gcaggaatag cagggatagc 
4200 

ttgctcccag ccccctcccc aatttggttc cgttgacata ggaattttac gattcccaaa 
4260 

ccatgcaggg gctgagcctc ccttatgatg acxttgttct ccctcccact gggggaatcc 
4320 

tccctatgcc ttaaaactgc cgagccccac tccatgcaat aggattcctg ggcttcctca 
4 380atgttcttgg actgcgggcc ctcagtcctt aactggaaag tgaccgtcca 4440 
ctgccccatg gagcccatct ggacacagca cagccccaaa accgttagca gctggctctg 
4500 

tttccaagcc tggggagggg ttcctcagtg caggagttgg ggacaggctg gggatccaag 
4560 

ctgcttgagg gggtcaacct tggaccaaag ttgccttaag cctgtggtaa aagggcttca 
4620 

gggaaggtaa gtgggccacc tgctggaagc tgccagctgc ccggctggca atggtgtgag 
4680 

tgtcttggcc ctgtccctgc cctggggtcc agcaggtcat ccctcccttc ttctctctcc 

4740 

cttggcgttt gttcctgtag ccactgggct aatctccccc tagcttcaag ctgtacatag 
4800 

ggcctcccag tgcaaatcct cctgcccata ccgtgcaccc ttagaagcct gcgtgtgcat 
4860 

agagcgcccc ctacttccca gttaactccc agttcttctc cctgagcttg gtatttgtca 
4920 

tgtgccaact ctgactctga ggtgggcagt gagggaagca gccccgggcc tgcttgcttc 
4980 
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ctgtccccga aatgttcgtt tcttctgaag taaatataca tatataaata aatgtataaa 
S040 

tactgctttg tatctgaaaa aaaaaaaaaa 
5070 . 



<210> 3570 
<211> 893 
<2X2> PRT 

<213> Homo sapiens 
<400> 3570 

Ser Glu Ser Pro Pro Ser Thr Leu Asn Ala Gin Met Leu Asn Gly Met 

IS 10 is 

He Lys Gin Glu Pro Gly Thr Val Thr Ala Leu Pro Leu His Pro Thr 

20 2S 30 

Arg Ala Pro Ser Pro Pro Trp Pro Pro Gin Gly Pro Leu Ser Pro Gly 

35 40 45 

Pro Gly Ser Leu Pro Leu Ser He Ala Arg Val Gin Thr Pro Pro Trp 

50 55 60 

His Pro Pro Gly Ala Pro Ser Pro Gly Leu Leu Gin Asp Ser Asp Ser 
65 70 75 80 

Leu Ser Gly Ser Tyr Leu Asp Pro Asn Tyr Gin Ser He Lys Trp Gin 

85 90 95 

Pro His Gin Gin Asn Lys Trp Ala Thr Leu Tyr Asp Ala Asn Tyr Lys 

100 105 HO 

Glu Leu Pro Met Leu Thr Tyr Arg Val Asp Ala Asp Lys Gly Phe Asn 

115 120 125 

Phe Ser Val Gly Asp Asp Ala Phe Val Cys Gin Lys Lys Asn His Phe 

130 135 140 

Gin Val Thr Val Tyr He Gly Met Leu Gly Glu Pro Lys Tyr Val Lys 
14S 150 155 160 

Thr Pro Glu Gly Leu Lys Pro Leu Asp Cys Phe Tyr Leu Lys Leu His 

165 170 175 

Gly Val Lys Leu Glu Ala Leu Asn Gin Ser He Asn He Glu Gin Ser 

180 185 190 

Gin Ser Asp Arg Ser Lys Arg Pro Phe Asn Pro Val Thr Val Asn Leu 

195 200 205 

Pro Pro Glu Gin Val Thr Lys Val Thr Val Gly Arg Leu His Phe Ser 

210 215 220 

Glu Thr Thr Ala Asn Asn Met Arg Lys Lys Gly Lys Pro Asn Pro Asp 
225 230 235 240 

Gin Arg Tyr Phe Met Leu val Val Ala Leu Gin Ala His Ala Gin Asn 

245 250 255 

Gin Asn Tyr Thr Leu Ala Ala Gin He Ser Glu Arg He He Val Arg 

260 265 270 

Ala Ser Asn Pro Gly Gin Phe Glu Ser Asp Ser Asp Val Leu Trp Gin 

275 280 285 

Arg Ala Gin Val Pro Asp Thr Val Phe His His Gly Arg Val Gly He 

290 295 300 

Asn Thr Asp Arg Pro Asp Glu Ala Leu Val Val His Gly Asn Val Lys 
305 310 315 320 

Val Met Gly Ser Leu Met His Pro Ser Asp Leu Arg Ala Lys Glu His 

325 330 335 

Val Gin Glu Val Asp Thr Thr Glu Gin Leu Lys Arg He Ser Arg Met 
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340 345 350 

Arg Leu Val His Tyr Arg Tyr Lys Pro Glu Phe Ala Ala Ser Ala Gly 

355 360 365 

He Glu Ala Thr Ala Pro Glu Thr Gly Val He Ala Gin Glu Val Lys 

370 37S 3B0 

Glu He Leu Pro Glu Ala Val Lys Asp Thr Gly Asp Met Val Phe Ala 
385 390 39S 400 

Asn Gly Lys Thr He Glu Asn Phe Leu Val Val Asn Lys Glu Arg He 

405 410 415 

Phe Met Glu Asn Val Gly Ala Val Lys Glu Leu Cys Lys Leu Thr Asp 

420 425 430 

Asn Leu Glu Thr Arg He Asp Glu Leu Glu Arg Trp Ser His Lys Leu 

435 440 445 

Ala Lys Leu Arg Arg Leu Asp Ser Leu Lys Ser Thr Gly Ser Ser Gly 

450 455 460 

Ala Phe Ser His Ala Gly Ser Gin Phe Ser Arg Ala Gly Ser Val Pro 
465 470 475 480 

His Lys Lys Arg Pro Pro Lys Val Ala Ser Lys Ser Ser Ser Val Val 

485 490 495 

Pro Asp Gin Ala Cys He Ser Gin Arg Phe Leu Gin Gly Thr He He 

500 505 510 

Ala Leu Val Val Val Met Ala Phe Ser Val Val Ser Met Ser Thr Leu 

515 520 525 

Tyr Val Leu Ser Leu Arg Thr Glu Glu Asp Leu Val Asp Thr Asp Gly 

530 535 540 

Ser Phe Ala Val Ser Thr Ser Cys Leu Leu Ala Leu Leu Arg Pro Gin 
54S 550 555 560 

Pro Pro Gly Gly Ser Glu Ala Leu Cys Pro Trp Ser Ser Gin Ser Phe 

565 S70 575 

Gly Thr Thr Gin Leu Arg Gin Ser Pro Leu Thr Thr Gly Leu Pro Gly 

580 58S 590 

He Gin Pro Ser Leu Leu Leu Val Thr Thr Ser Leu Thr Ser Ser Ala 

595 600 605 

Pro Gly Ser Ala Val Arg Thr Leu Asp Met Cys Ser Ser His Pro Cys 

610 615 620 

Pro Val He Cys Cys Ser Ser Pro Thr Thr Asn Pro Thr Thr Gly Pro 
625 630 635 640 

Ser Leu Gly Pro Ser Phe Asn Pro Gly His Val Leu Ser Pro Ser Pro 

645 650 655 

Ser Pro Ser Thr Asn Arg Ser Gly Pro Ser Gin Met Ala Leu Leu Pro 

660 665 670 

Val Thr Asn He Arg Ala Lys Ser Trp Gly Leu Ser Val Asn Gly He 

675 680 685 

Asp His Ser Lys His His Lys Ser Leu Glu Pro Leu Ala Ser Pro Ala 

690 695 700 

Val Pro Phe Pro Gly Gly Gin Gly Lys Ala Lys Asn Ser Pro Ser Leu 
705 710 715 720 

Gly Phe His Gly Arg Ala Arg Arg Gly Ala Leu Gin Ser Ser Val Gly 

725 730 735 

Pro Ala Glu Pro Thr Trp Ala Gin Gly Gin Ser Ala Ser Leu Leu Ala 

740 745 750 

Glu Pro Val Pro Ser Leu Thr Ser He Gin Val Leu Glu Asn Ser Met 

755 760 765 

Ser He Thr Ser Gin Tyr Cys Ala Pro Gly Asp Ala Cys Arg Pro Gly 



2732 



WO 00/58473 



PCT/USOO/08621 





770 


775 




780 










Asn 


Phe 


Thr Tyr His lie Pro 


Val 


Ser Ser Gly Thr 


Pro 


Leu 


His 


Leu 


785 




790 




795 








800 


Ser 


Leu 


Thr Leu Gin Met Asn 


Ser 


Ser Ser Pro Val 


Ser 


Val 


val 


Leu 






805 




810 






815- 




Cys 


Ser 


Leu Arg Ser Lys Glu 


Glu 


Pro Cys Glu Glu 


Gly 


Ser 


Leu 


Pro 




820 




82S 




830 






Gin 


Ser 


Leu His Thr His Gin 


Asp 


Thr Gin Gly Thr 


Ser 


His 


Arg 


Trp 






835 


840 




845 








Pro 


He 


Thr He Leu Ser Phe 


Arg 


Glu Phe Thr Tyr 


His 


Phe 


Arg 


Val 




850 


855 




860 










Ala 


Leu 


Leu Gly Gin Ala Asn Cys 


Ser Ser Glu Ala 


Leu 


Ala 


Gin 


Pro 


86S 




870 




875 








880 


Ala 


Thr 


Asp Tyr His Phe His 


Phe 


Tyr Arg Leu Cys 


Asp 









885 890 



<210> 3571 

<211> 528 

<212> DNA 

<213> Homo sapiens 

<400> 3571 

acgcgtcccc tgtccggctt ggtatgggtc gcgctgctag cgctaggcca cgccttcctg 
60 

ttcaccgggg gcgtggtgag cgcctgggac caggtgtcct attttctctt cgtcatcctc 
120 

acggcgtatg ccatgctgcc cctgggcatg cgggacgccg ccgtcgcggg cctcgcctcc 
180 

tcactctcgc atctgctggt cctcgggctg tatcttgggc cacagccgga ctcacggcct 
240 

gcactgctgc cgcaggtgag cacgcaagta gcacaggctg cgctcaggac ggctctgcca 
300 

cgtgctagta ggctcctttt agggggttgt tgagctgtga ctccaaggca aggtgcaacg 
360 

ctgggcgcag gatacccaac cgtgctttcg cagagctggt acaacagtgt gatgcaatgc 
420 

ctgctgttac cagaagaggg atccaggcca cacggaaggg agtcgtgtcg tggtttaccc 
480 

cggggacaac agatgtggtt aatgaaacct tgacagagaa tgaaaaaa 
528 

<210> 3572 

<211> 110 

<212> PRT 

<213> Homo sapiens 

<400> 3572 

Thr Arg Pro Leu Ser Gly Leu Val Trp Val Ala Leu Leu Ala Leu Gly 

1 5 10 15 

His Ala Phe Leu Phe Thr Gly Gly Val Val Ser Ala Trp Asp Gin Val 

20 25 30 

Ser Tyr Phe Leu Phe Val lie Phe Thr Ala Tyr Ala Met Leu Pro Leu 

35 40 45 

Gly Met Arg Asp Ala Ala Val Ala Gly Leu Ala Ser Ser Leu Ser His 
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50 S5 60 

Leu Leu Val Leu Gly Leu Tyr Leu Gly Pro Gin Pro Asp Ser Arg Pro 
6S 70 75 80 

Ala Leu Leu Pro Gin Val Ser Thr Gin Val Ala Gin Ala Ala Leu Arg 

85 90 95 

Thr Ala Leu Pro Arg Ala Ser Arg Leu Leu Leu Gly Gly Cys 
100 105 no 

<210> 3573 
<211> 1236 
<212> DNA 

<213> Homo sapiens 
<400> 3573 

gggggggggg ttatcccttg tttgggacgg ccgggctgtt cttcataatg gggcattttc 
60 

tagccccaga ccaagggggc agtttctttc tttccggcca ccagcgggca ggatcacccc 
120 

ccctgcctgc tccccaaagc ccagccttca gcccccccaa tcaatcccag ccacacacac 
180 

agtcccattt tttccatcca ttctggtact tgtgtgttca ataaacctgg tggacacaca 
240 

gcttcacata cccacacact cacagccaca aaccccagaa gtcatgcaca tgccgacgca 
300 

ccttgtggca catgcacaca caaccacact tgtgtgcaaa gtggcagaca cacccacaca 
360 

tgcatagaag caagtccctg gaccccttct gcatcccaca gagggggctc ccctgctgtg 
420 

tttgattggt tcttcgaagc ggcctgccct gcctccgtgc aggaggatcc ccccatcctg 
480 

cggcagttcc ctccagactt cagggaccag gaagctatgc agatggtgcc taaattctgc 
540 

ttcccttttg atgtggaaag ggggcccccc agccccgccg tgcagcattt caccttcgcc 
600 

ctcacagacc ttgccggcaa ccgcagattt ggtttctgcc gcctgcgggc gggtacccag 
660 

agctgtctct gtatcctcag ccacctgcct tggttcgagg tgttttacaa gctattgaac 
720 

acagcgggag acctcctagc ccaggaccaa gtcaccgagg cagaggaact tcttcaaaat 
780 

ctgtttcagc agtccctgtc tgggccccag gcctcagtgg ggcttgagct gggcagcgga 
840 

gtgacggcct ccagcgggca gggtatccca ccccctaccc gggggaatag caagccgctt 
900 

tcctgcttcg tggccccgga ctccggccgc ctgccatcca tccctgagaa caggaaccta 
960 

acggagctgg tggtggccgt gactgacgag aacaccgtgg ggctgttcgc ggcgctcctg 
1020 

gccgagagaa gagtcctgct caccgccagc aaactcagca ccctgaggcg gggtccgccg 
1080 

ggccggggtg ggagcagggc ctggctccgc cccggggggc gggacaaggg ggctgattcc 
1140 

ttgctctaac cccactgcgc gagacccgag ggcgaagtcc tggccccgcc cctccgaagg 
1200 
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tctttgagag tttaactctn gccccgccct cttggg 
1236 

<210> 3574 

<211> 361 ' 

<212> PRT 

<213> Homo sapiens 



<400> 3574 



Pro 


Gin 


He 


Lys 


Gly 


Ala 


val 


Ser 


Phe 


Phe 


Pro 


Ala 


Thr 


Ser 


Gly Gin 


1 








5 










10 










15 




Asp 


His 


Pro 


Pro 
20 


Cys 


Leu 


Leu 


Pro 


Lys 
25 


Ala 


Gin 


Pro 


Ser 


Ala 
30 


Pro 


Pro 


He 


Asn 


Pro 


Ser 


His 


Thr 


His 


Ser 


Pro 


He 


Phe 


Ser 


He 


His 


Ser Gly 






35 










40 










45 








Thr 


Cys 
50 


Val 


Phe 


Asn 


Lys 


Pro 
55 


Gly 


Gly 


His 


Thr 


Ala 
60 


Ser 


His 


Thr 


His 


Thr 


Leu 


Thr 


Ala 


Thr 


Asn 


Pro 


Arg 


Ser 


His 


Ala 


His 


Ala 


Asp 


Ala 


Pro 


65 










70 










75 










80 


Cys 


Gly 


Thr 


Cys 


Thr 


His 


Asn 


His 


Thr 


Cys 


Val Gin Ser Gly 


Arg 


His 










85 










90 










95 




Thr 


His 


Thr 


Cys 
100 


lie 


Glu 


Ala 


Ser 


Leu 
105 


Trp 


Thr 


Pro 


Ser 


Ala 
110 


Ser 


His 


Arg 


Gly 


Gly 


Ser 


Pro 


Ala 


Val 


Phe 


Asp 


Trp 


Phe 


Phe 


Glu Ala 


Ala Cys 






115 










120 










125 








Pro 


Ala 


Ser 


Val 


Gin 


Glu 


Asp 


Pro 


Pro 


lie 


Leu Arg Gin Phe 


Pro 


Pro 




130 










135 










140 










Asp 


Phe 


Arg 


ASp 


Gin 


Glu 


Ala 


Met 


Gin 


Met 


Val 


Pro 


Lys 


Phe 


Cys 


Phe 


145 










150 










155 










160 


Pro 


Phe 


Asp 


val 


Glu 
165 


Arg 


Gly 


Pro 


Pro 


Ser 
170 


Pro 


Ala 


Val 


Gin 


His 
175 


Phe 


Thr 


Phe 


Ala 


Leu 


Thr 


Asp 


Leu 


Ala 


Gly 


Asn 


Arg 


Arg 


Phe Gly 


Phe 


Cys 








180 










185 










190 






Arg 


Leu 


Arg 
195 


Ala 


Gly 


Thr 


Gin 


Ser 
200 


Cys 


Leu 


Cys 


He 


Leu 
205 


Ser 


His 


Leu 


Pro 


Trp 
210 


Phe 


Glu 


Val 


Phe 


Tyr 
215 


Lys 


Leu 


Leu 


Asn 


Thr 
220 


val 


Gly 


Asp 


Leu 


Leu 


Ala 


Gin 


Asp 


Gin 


val 


Thr 


Glu 


Ala 


Glu 


Glu 


Leu 


Leu 


Gin 


Asn 


Leu 


22S 










230 










235 










240 


Phe 


Gin 


Gin 


Ser 


Leu 


Ser 


Gly 


Pro 


Gin 


Ala 


Ser Val Gly Leu 


Glu 


Leu 










245 










250 










255 




Gly 


Ser 


Gly 


Val 


Thr 


Val 


Ser 


Ser 


Gly 


Gin 


Gly He 


Pro 


Pro 


Pro 


Thr 








260 










265 










270 






Arg 


Gly 


Asn 


Ser 


Lys 


Pro 


Leu 


Ser 


Cys 


Phe 


val 


Ala 


Pro 


Asp 


Ser Gly 






27S 










280 










285 








Arg 


Leu 
290 


Pro 


Ser 


He 


Pro 


Glu 
295 


Asn 


Arg 


Asn 


Leu 


Thr 
300 


Glu 


Leu 


Val 


Val 


Ala 


Val 


Thr 


Asp 


Glu 


Asn 


He 


Val 


Gly 


Leu 


Phe 


Ala 


Ala 


Leu 


Leu 


Ala 


305 










310 










315 










320 


Glu 


Arg 


Arg 


Val 


Leu 
325 


Leu 


Thr 


Ala 


Ser 


Lys 
330 


Leu 


Ser 


Thr 


Leu 


Arg 
33S 


Arg 


Gly 


Pro 


Pro 


Gly 


Arg 


Gly 


Gly 


Ser 


Arg 


Ala 


Trp 


Leu Arg 


Pro 


Gly Gly 








340 










345 










350 






Arg 


Asp 


Lys 


Gly 


Ala 


Asp 


Ser 


Leu 


Leu 
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355 360 

<210> 3S75 
<211> 769 
<212> DNA 

<213> Homo sapiens 
<400> 3S75 

tgatcagctc ctgtcggagt tcatcggcca cgaagaagga aggtgcgttt gctttcggtt 
60 

gcatataagc aacgtgaggt gcagttggag gataaatatg atagtttgga aacaccactc • 
120 

cagtcaaagg tgctggagtt gtgtctgtat agaagtaagt cgtcccacca acagtttcct 
180 

tttggatcac ctgaccagaa gacggagtct gagaaacagg attattaaca gatgtagagg 
240 

cactagaagg caccatgtaa cttgctggat ttggagtgtg acttcttctt ctgggagcag 
300 

gagaagtatg tggagcaatc ttgggggaat gaagagggga agacccagca gacaacgaca 
360 

ttcctgaaga ggatgtaaaa atgtttctta atggagcaat aattggtttt agagaacaag 
420 

tctggaaaat aaaatgcaaa cactcatctg gaagaaacat catctttggg atcgtaagtg 
480 

caaagatgaa ggaaataatt ttatcttgtc ttgttgtaga aaaagctctg attaaagcaa 
540 

atgtaaagtt tcttttttca aatgtactta tttccaaata tgctagcaga tttactgcaa 
600 

gaatagtctc ctccatatca aggtttacat caggaaattt aatagcaaga gtgaccaaaa 
660 

atttaataaa ttaatggaag agtgggaagt aacagaactg tggctcttea taaaattatg 
720 

ccttttataa aagtttttct tttataaaag gcataattcc ttttttatt 
769 

<210> 3576 
<211> 20S 
<212> PRT 

<213> Homo sapiens 



<400> 3576 



Met 


Glu 


Glu 


Thr 


He 


Leu 


Ala 


Val 


Asn 


Leu 


Leu Thr Tyr 


Leu 


Glu 


He 


1 








5 










10 






15 




Ser 


Thr 


Phe 


Glu 


Lys 


Arg 


Asn 


Phe 


Thr 


Phe 


Ala Leu He 


Arg 


Ala 


Phe 








20 










25 






30 






Ser 


Thr 


Thr 


Lys 


Gin 


Asp 


Lys 


He 


He 


Ser 


Phe He Phe 


Ala 


Leu 


Thr 






35 










40 






45 








He 


Pro 


Lys 


Met 


Met 


Phe 


Leu 


Pro 


Asn 


Glu 


Cys Leu His 


Phe 


He 


Phe 




50 










55 








60 








Gin Thr Cys 


Ser 


Leu 


Lys 


Pro 


He 


He 


Ala 


Pro Leu Arg Asn 


He 


Phe 


65 










70 










75 






B0 


Thr 


Ser 


Ser 


Ser 


Gly 


Met 


Ser 


Leu 


Ser 


Ala 


Gly Ser Ser 


Pro 


Leu 


His 










85 










90 






95 




Ser 


Pro 


Lys 


He 


Thr 


Pro 


His 


Thr 


Ser 


Pro 


Ala Pro Arg 


Arg 


Arg 


Ser 
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100 




105 










110 






His 


Thr 


Pro 


Asn 


Pro Ala Ser Tyr 


Met 


val 


Pro 


Ser 


Ser 


Ala 


Ser 


Thr 






115 




120 










125 








Ser 


Val 


Asn 


Asn 


Pro Val Ser Gin 


Thr 


Pro 


Ser 


Ser 


Gly 


Gin 


Val 


He 




130 






135 








140 










Gin 


Lys 


Glu 


Thr 


Val Gly Gly Thr 


Thr 


Tyr 


Phe 


Tyr 


Thr 


Asp 


Thr 


Thr 


145 








ISO 






155 










160 


Pro 


Ala 


Pro 


Leu 


Thr Gly Met Val 


Phe 


Pro 


Asn 


Tyr 


His 


He 


Tyr 


Pro 










165 




170 










175 




Pro 


Thr 


Ala 


Pro 


His Val Ala Tyr 


Met 


Gin 


Pro 


Lys 


Ala 


Asn 


Ala 


Pro 








180 




18S 










190 






ser 


Phe 


Phe 


Met 


Ala Asp Glu Leu 


Arg 


Gin Glu 


Leu 


He 












195 




200 










205 









<210> 3577 

<211> 1225 

<212> DNA 

<213> Homo sapiens 

<400> 3577 

gtcgactcca ttcggcgtca gtttgagttc agtgtggact ctttccaaat catcctggat 
60 

tctttgcttt tcttctatga ctgttccaat aatcccattt ctgagcactt ccaccccacc 
120 

gtgattgggg agagcatgta cggggacttt gaggaagctt ttgaccatct gcagaacaga 
180 

ctgatcgcca ccaagaaccc agaagaaatc agaggcgggg gacttctcaa gtacagcaac 
240 

cttcttgtgc gggacttcag gcccacagac caggaagaaa tcaaaactct agagcgctac 
300 

atgtgctcca ggttcttcat cgacttcccg gacatccttg aacagcagag gaagttggag 
360 

acttaccttc aaaaccactt cgctgaagaa gagagaagca agtacgacta cctcatgatc 
420 

cttcgcaggg tggtgaacga gagcaccgtg tgtctcatgg ggcatgaacg caggcagact 
480 

ctgaacctca tctccctcct ggccttgcgt gtgctgggcg gaacaaaaca tcatccccca 
540 

gtgccaccaa ggtcacctgt tactaccagc ggtcccctta gtcagtgatg gcaacttcag 
600 

caactactac gttgcccatc ctccagtcac ctacagccag ccttacccta cctggctgcc 
660 

ctgtaactaa ccttgagacc tgagggtttc cacagtggga accccaatag ggctagggct 

720 

ctcaggtagg ggagctcctt ctagatgtag gcatttgact tttaaagggg aactcagctc 
780 

tgattctgct tttttttttt tttttccttt gtgtacccat tggaatgggt ctacagtgta 
840 

tcatgagcca acccccaaag gacccgtatt acagcgccac gttggaaaac gctacaggaa 
900 

gcatgaccta eccacatctt tccaagatag acactaacat gtcatgtccc aaacattagc 
960 

acgtgggggt cgagctccgt gcagtaatcg agattgggag aatttgggca gcgcgtgaga 
1020 
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agtgctaagc tacttgtttt ctcacttgag cccgggtagg ctgtgttggc cctcacttgg 
1080 

gattctcagc agttacatga aagttgtgct gataatctct tctcttgtac caattttagt 
1140 

caggcagaaa atggtaaaca cgagggtgct cttgtgactt aatttttgtt caagggacta 
1200 

agttgcttat gtttattccc tgtca 
1225 

<210> 3578 

<211> 195 

<212> PRT 

<213> Homo sapiens 

<4O0> 3578 



Val 


Asp 


Ser 


He 


Arg 


Arg Gin Phe Glu 


Phe 


Ser 


Val 


ASp 


Ser 


Phe 


Gin 


l 








5 




10 










15 




lie 


lie 


Leu 


Asp 
20 


Ser 


Leu Leu Phe Phe 
25 


Tyr 


Asp 


Cys 


Ser 


Asn 
30 


Asn 


Pro 


He 


Ser 


Glu 


His 


Phe 


His Pro Thr Val 


He 


Gly Glu 


Ser 


Met 


Tyr 


Gly 






35 






40 








45 








Asp 


Phe 


Glu 


Glu 


Ala 


Phe Asp His Leu 


Gin 


Asn Arg 


Leu 


He 


Ala 


Thr 




50 








55 






60 










Lys 


Asn 


Pro 


Glu 


Glu 


He Arg Gly Gly 


Gly 


Leu 


Leu 


Lys 


Tyr 


Ser 


Asn 


65 










70 




75 










80 


Leu 


Leu 


Val 


Arg 


Asp 


Phe Arg Pro Thr 


Asp 


Gin Glu 


Glu 


He 


Lys 


Thr 










85 




90 










95 




Leu 


Glu 


Arg 


Tyr 

100 


Met 


Cys Ser Arg Phe 
105 


Phe 


He 


Asp 


Phe 


Pro 
110 


Asp 


He 


Leu 


Glu 


Gin 
115 


Gin 


Arg 


Lys Leu Glu Thr 
120 


Tyr 


Leu 


Gin 


Asn 
125 


His 


Phe 


Ala 


Glu 


Glu 
130 


Glu 


Arg 


Ser 


Lys Tyr Asp Tyr 
135 


Leu 


Met 


He 
140 


Leu 


Arg 


Arg 


Val 


Val 


Asn 


Glu 


Ser 


Thr 


Val Cys Leu Met 


Gly 


His 


Glu 


Arg 


Arg 


Gin 


Thr 


145 










150 




155 










160 


Leu 


Asn 


Leu 


He 


Ser 
165 


Leu Leu Ala Leu 


Arg 
170 


Val 


Leu 


Gly 


Gly 


Thr 
175 


Lys 


His 


His 


Pro 


Pro 
180 


Val 


Pro Pro Arg Ser 
185 


Pro 


Val 


Thr 


Thr 


Ser 
190 


Gly 


Pro 



Leu Ser Gin 



195 

<210> 3579 

<211> 755 

<212> DNA 

<213> Homo sapiens 

<400> 3579 

acgcgtgatg tcactgagaa tgtttgctca cagtcaataa ttgtctttgt ggatgtgata 
60 

attttggaga tacacttctg gtcagaactc aggtgagata atcttgcaat actccaaatg 
120 

cagatacccc agccacccgc aaggttccag gaaaggacaa tgtcctgcga gaaaatcagg 
180 
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aggcctccac ttcctgggcc acttgagaag ttcctgggca cgtcaccaca tgttggttga 
240 

ctcagccatt tctcatgctg ttttgtttct tgcggtggcc acttaacccc aaagaatgaa 
300 

gggaggatcc acagtgaaag tgcccgagtc tctctatgag accagatgct gtcgaaacca 
360 

aacacctttt cccccgctct atgggaacat tttagggttc gttttgcaca gctggtctcc 
420 

agaccagaag attaacaagt tcgggtccac ccctaagaat cagtggctgt cttttaaggt 
480 

gaggagcgtg ggcttaactg aggtcctttg agggagctac aaaggagaaa caacctggga 
540 

catcccagtt ttcctattcc tccactgtta atatctcatc taaaataatt catgagttta 
600 

aatggtaaac atacgcttta agctctacct ttaaacttgt atgttattca ggcatctctc 
660 

attaagatac tgggtctctg gatacccaag gaaatgttgg ctttttattc ttatgtggtt 
720 

ccaaacttac ttctcttcag tttaattgtc catgg 
755 

<210> 3580 
<211> 121 
<212> PRT 

<213> Homo sapiens 



<400> 3580 
















Met Phe Gly 


Phe Asp 


Ser 


He Trp 


Ser 


His 


Arg Glu Thr 


Gin Ala Leu 


1 


S 








10 




15 


Ser Leu Trp 


He Leu 


Pro 


Ser Phe 


Phe 


Gly 


Val Lys Trp 


Pro Pro Gin 




20 






25 






30 


Glu Thr Lys 


Gin His 


Glu 


Lys Trp 


Leu 


Ser 


Gin Pro Thr 


Cys Ser Asp 


35 






40 






45 




Met Pro Arg 


Asn Phe 


Ser 


Ser Gly 


Pro 


Gly 


Ser Gly Gly 


Leu Leu He 


SO 






55 






60 




Phe Ser Gin 


Asp He 


Val 


Leu Ser 


Trp 


Asn 


Leu Ala Gly 


Gly Trp Ser 


65 




70 








75 


80 


He Cys He 


Trp Ser 


He 


Ala Arg 


Leu 


Ser 


His Leu Ser 


Ser Asp Gin 




85 








90 




95 


Lys Cys He 


Ser Lys 


He 


He Thr 


Ser 


Thr 


Lys Thr He 


He Asp Cys 




100 






105 






110 


Glu Gin Thr 


Phe Ser 


Val 


Thr Ser 


Arg 








115 






120 











<210> 3581 
<211> 2132 
<212> DNA 

<213> Homo sapiens 
<400> 3581 

nnggcgcccg ggcggtgctg cgccgccaga gcccgcgcac ggtgtggacc caggaccggc 
60 

tgcacgaccg ccagcgcgtg ctccactggg acctgcgcgg ccccgggggt ggccccgcgc 
120 
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ggcgcctgct ggacttgtac tcggcgggcg agcagcgcgt gtacgaggcg cgggaccgcg 
180 

gccgcctgga gctctcggcc tcggccttcg acgacggcaa cttctcgctg ctcatccgcg 
240 

cggtggagga gacggacgcg gggctgtaca cctgcaacct gcaccatcac cactgccacc 
300 

tctacgagag cctggccgtc cgcctggagg tcaccgacgg ccccccggcc acccccgcct 
360 

actgggacgg cgagaaggag gtgctggcgg tggcgcgcgg cgcacccgcg cttctgacct 
420 

gcgtgaaccg cgggcacgtg tggaccgacc ggcacgcgga ggaggctcaa caggtggtgc 
480 

actgggaccg gcagccgccc ggggtcccgc acgaccgcgc ggaccgcctg ctggacctct 
S40 

acgcgtcggg cgagcgccgc gcctacgggc ccctctttct gcgcgaccgc gtggctgtgg 
600 

gcgcggatgc ctttgagcgc ggtgactcct cactgcgtat cgagccgctg gaggtcgccg 
660 

acgagggcac ctactcctgc cacctgcacc accattactg tggcctgcac gaacgccgcg 
720 

tcttccacct gacggtcgcc gaaccccacg cggagccgcc cccccggggc tccccgggca 
780 

acggctccag ccacagcggc gccccaggcc cagaccccac actggcgcgc ggccacaacg 
940 

tcatcaatgt catcgtcccc gagagccgag cccacttctt ccagcagctg ggctacgtgc 
900 

tggccacgct gctgctcttc atcctgctac tggtcactgt cctcctggcc gcccgcaggc 
960 

gccgcggagg ctacgaatac tcggaccaga agtcgggaaa gtcaaagggg aaggatgtta 
1020 

acttggcgga gttcgctgtg gctgcagggg accagatgct ttacaggagt gaggacatcc 
1080 

agctagatta caaaaacaac atcctgaagg agagggcgga gctggcccac agccccctgc 
1140 

ctgccaagta catcgaccta gacaaagggt tccggaagga gaactgcaaa tagggaggcc 
1200 

ctgggctcct ggctgggcca gcagctgcac ctctcctgtc tgtgctcctc ggggcatctc 
1260 

ctgatgctcc ggggctcacc ccccttccag cggctggtcc cgctttcctg gaatttggcc 
1320 

tgggcgtatg cagaggccgc ctccacaccc ctcccccagg ggcttggtgg cagcatagcc 
1380 

cccacccctg cggcctttgc tcacgggtgg ccctgcccac ccctggcaca accaaaatcc 
1440 

cactgatgcc catcatgccc tcagacccct ctgggctctg cccgctgggg gcctgaagac 
1500 

attcctggag gacactccca tcagaacctg gcagccccaa aactggggtc agcctcaggg 
1560 

caggagtccc actcctccag ggctctgctc gtccggggct gggagatgtt cctggaggag 
1620 

gacactccca tcagaacttg gcagccttga agctggggtc agcctcggca ggagtcccac 
1680 

tcctcctggg gtgctgcctg ccaccaagag ctcccccacc cgtaccacca tgtgggactc 
1740 
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caggcaccat ctgttctccc cagggacctg ctgacttgaa tgccagccct tgctcctctg 
1800 

tgttgctttg ggccacctgg ggccgcaccc ccCgcccctt ctctgcccca cccctaccct 
1860 

agccttgctc tcagccacct tgatagtcac tgggctccct gtgacttctg accctgacac 
1920 

ccctcccttg gactctgcct gggctggagt ctagggctgg ggctacattt ggcttctgta 
1980 

ctggctgagg acaggggagg gagtgaagtt ggtttggggt ggcctgtgtt gccactctca 
2040 

gcaccccaca tttgcatctg ctggtggacc tgccaccatc acaataaagt ccccatctga 
2100 

tttttaaaaa aaaaaaaaaa aaaaaaaaaa aa 
2132 

<210> 3582 
<211> 138 
<212> PRT 

<213> Homo sapiens 
<400> 3582 



Xaa 


Ala 


Pro 


Gly 


Arg 


Cys 


Cys 


Ala 


Ala 


Arg 


Ala Arg 


Ala 


Trp 


Cys 


Gly 


1 








5 










10 










15 




Pro 


Arg 


Thr 


Gly 


Cys 


Thr 


Thr 


Ala 


Ser 


Ala 


Cys 


Ser 


Thr 


Gly 


Thr 


Cys 






20 










25 










30 






Ala 


Ala 


Pro 
35 


Gly 


Val 


Ala 


Pro 


Arg 

40 


Gly 


Ala 


Cys 


Trp 


Thr 
45 


Cys 


Thr 


Arg 


Arg 


Ala 


Ser 


Ser 


Ala Cys 


Thr 


Arg 


Arg 


Gly 


Thr 


Ala 


Ala 


Ala 


Trp 


ser 




50 










55 










60 










Ser 


Arg 


Pro 


Arg 


Pro 


Ser 


Thr 


Thr 


Ala 


Thr 


Ser 


Arg 


Cys 


Ser 


Ser 


Ala 


65 






70 










7S 










80 


Arg 


Trp 


Arg 


Arg 


Arg 
85 


Thr 


Arg 


Gly 


Cys 


Thr 
90 


Pro 


Ala 


Thr 


Cys 


Thr 
95 


He 


Thr 


Thr 


Ala 


Thr 
100 


Ser 


Thr 


Arg 


Ala 


Trp 
105 


Pro 


Ser 


Ala 


Trp 


Arg 
110 


Ser 


Pro 


Thr 


Ala 


Pro 
115 


Arg 


Pro 


Pro 


Pro 


Pro 
120 


Thr 


Gly 


Thr 


Ala 


Arg 
125 


Ar g 


Arg 


Cys 


Trp 


Arg 

130 


Trp 


Arg 


Ala 


Ala 


His 
135 


Pro 


Arg 


Phe 















<210> 3583 
<211> 1554 
<212> DNA 

<213> Homo sapiens 
<400> 3583 

tcacgagggg agagaatggc gccattttgc ggtacggaag ctacacagca acacgtatag 
60 

gagactctcc ccgagatctt ctagggagtg acccatctat ttttgtttgg gaagaggaaa 
120 

ctccgaaatg ggatcgcgga agacttaaag ggccaggctg attttttttt . cc tactgcag 
180 

gtctctgagg ctgtggttgc tacagggtca ccacgagctt ggcttacttg tctcatcctt 
240 
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cccttgcctg gtatcatttt ctcagttctc ccaaaagcca tgtcccggcc cttgctcatc 
300 

accttcaccc cagccactga ccccagcgac ctctggaagg atgggcagca gcagccacag 
360 

cccgagaagc cagagtccac cccggacggg gctgcagccc gagctttcta tgaggccctg 
420 

attggggatg agagcagcgc tcctgactcc cagagatctc agactgaacc tgccagagaa 
480 

agaaagagaa agaaaagaag aataatgaag gcaccagcag cagaagcagt ggcagaagga 
540 

gcaccaggaa gacatggaca agggagatcc cttgaggctg aggataagat gactcaccgg 
600 

atactgaggg cagcccagga gggggacctg ccagaactta ggagactgct ggaaccgcat 
660 

gaggcaggag gagctggggg gaatatcaac gcccgggatg ccttctggtg gaccccactg 
720 

acgtgtgctg ctcgagcggg ccagggggca gctgtgagct atctcccggg ccgtggggct 
780 

gcctgggcgg gggtctgtga gctgagcggc agggatgcgg ctcagctcgc tgaagaagct 
840 

ggcttccctg aggtagcccg catggtcagg gagagccatg gagagacaag gagcccggaa 
900 

aaccggtctc ctactccctc cctccagtac tgcgagaact gcgacaccca cttccaagat 
960 

tccaaccacc gcacatccac tgctcacctg ctgtcactgt cgcagggtcc tcagcctccc 
1020 

aaccttccac ttggggtgcc catctccagc ccgggcttca aactgctgct gagggggggc 
1080 

tgggagccag gaatggggct gggaccccgg ggtgagggcc gtgccaatcc catccccact 
1140 

gccctcaaga gggaccagga aggactaggc tacagatcag caccccagcc ccgagtgaca 
1200 

catttcccag cttgggatac ccgagctgtg gctgggaggg agagaccccc tcgggtggcc 
1260 

acactgagct ggagggagga gagaaggagg gaggagaaag acagggcttg ggagcgggat 
1320 

ctaaggactt acatgaacct cgagttctga ctttggtaaa gtctgaccct agtctgctgc 
1380 

tgaagtctga acttgggcct ctgacccggg ccctttgact tccccttcct gggatctgct 
1440 

cagatgcaga tcctgaagtt tttggtcaat aggctctgtc ttcgtgagag acgggctgag 
1500 

agtcagaaat aaatcaacca tttgtggttt aaaaaaaaaa aaaaacaaag tttt 
1554 

<210> 35B4 

<211> 356 

<212> PRT 

<213> Homo sapiens 

<400> 3584 

Mec Ser Arg Pro Leu Leu lie Thr Phe Thr Pro Ala Thr Asp Pro Ser 

15 10 15 

Asp Leu Trp Lys Asp Gly Gin Gin Gin Pro Gin Pro Glu Lys Pro Glu 
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20 


25 


30 




Ser 


Thr 


Leu 


Asp 


Gly Ala Ala Ala Arg 


Ala Phe Tyr Glu Ala 


Leu lie 






35 




40 


45 




Gly 


Asp 


Glu 


Ser 


Ser Ala Pro Asp Ser 


Gin Arg Ser Gin Thr 


Glu Pro 




SO 






55 


60 




Ala 


Arg 


Glu 


Arg 


Lys Arg Lys Lys Arg 


Arg lie Met Lys Ala 


Pro Ala 


65 








70 


75 


80 


Ala 


Glu 


Ala 


Val 


Ala Glu Gly Ala Ser 


Gly Arg His Gly Gin 


Gly Arg 










85 


90 


95 


Ser 


Leu 


Glu 


Ala 


Glu Asp Lys Met Thr 


His Arg lie Leu Arg 


Ala Ala 








100 


105 


110 




Gin 


Glu 


Gly 


Asp 


Leu Pro Glu Leu Arg 


Arg Leu Leu Glu Pro 


His Glu 






115 




120 


125 




Ala 


Gly 


Gly 


Ala 


Gly Gly Asn lie Asn 


Ala Arg Asp Ala Phe 


Trp Trp 




130 






135 


140 




Thr 


Pro 


Leu 


Met 


Cya Ala Ala Arg Ala 


Gly Gin Gly Ala Ala 


Val Ser 


145 








150 


155 


160 


Tyr 


Leu 


Leu 


Gly 


Arg Gly Ala Ala Trp 


Val Gly Val Cys Glu 


Leu Ser 










165 


170 


175 


Gly 


Arg 


Asp 


Ala 


Ala Gin Leu Ala Glu 


Glu Ala Gly Phe Pro 


Glu Val 








ieo 


185 


190 




Ala 


Arg 


Met 


Val 


Arg Glu Ser His Gly 


Glu Thr Arg Ser Pro 


Glu Asn 






195 




200 


205 




Arg 


Ser 


Pro 


Thr 


Pro Ser Leu Gin Tyr 


Cys Glu Asn Cys Asp 


Thr His 




210 






215 


220 




Phe 


Gin 


Asp 


Ser 


Asn His Arg Thr Ser 


Thr Ala His Leu Leu 


Ser Leu 


225 








230 


235 


240 


Ser 


Gin 


Gly 


Pro 


Gin Pro Pro Asn Leu 


Pro Leu Gly Val Pro 


lie Ser 










245 


250 


255 


Ser 


Pro 


Gly 


Phe 


Lys Leu Leu Leu Arg 


Gly Gly Trp Glu Pro 


Gly Met 








260 


265 


270 




Gly 


Leu 


Gly 


Pro 


Arg Gly Glu Gly Arg 


Ala Asn Pro lie Pro 


Thr Val 






275 




280 


285 




Leu 


Lys 


Arg 


Asp 


Gin Glu Gly Leu Gly 


Tyr Arg Ser Ala Pro 


Gin Pro 




290 






295 


300 




Arg 


Val 


Thr 


His 


Phe Pro Ala Trp Asp 


Thr Arg Ala Val Ala 


Gly Arg 


30S 








310 


315 


320 


Glu 


Arg 


Pro 


Pro 


Arg val Ala Thr Leu 


Ser Trp Arg Glu Glu 


Arg Arg 










325 


330 


335 


Arg 


Glu 


Glu 


Lys 


Asp Arg Ala Trp Glu 


Arg Asp Leu Arg Thr 


Tyr Met 








340 


345 


350 




Asn 


Leu 


Glu 


Phe 









355 



<210> 358S 

<211> 2782 

<212> DNA 

<213> Homo sapiens 

<400> 3585 

ncgcacgcgc agtcgtatcc gtgtgatggg cgggctgttg acggcgctgc gatggctgcc 
60 

tgcgagggca ggagaagcgg agctctcggt tcctctcagt cggacttcct gacgccgcca 
120 
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gtgggcgggg ccccttgggc cgtcgccacc actgtagtca Cgtacccacc gccgccgccg 
160 

ccgcctcatc gggacttcat ctcggtgacg ctgagctttg gcgagagcca tgacaacagc 
240 

aagagttggc ggcggcgctc gtgctggagg aaatggaagc aactgtcgag attgcagcgg 
300 

aatatgattc tcttcctcct tgcctttctg cttttctgtg gactcctctt ctacatcaac 
360 

ttggctgacc attggaaagc tctggctttc aggctagagg aagagcagaa gatgaggcca 
420 

gaaattgctg ggttaaaacc agcaaatcca cccgtctcac cagctcctca gaaggcggac 
480 

accgaccctg agaacttacc tgagatttcg tcacagaaga cacaaagaca catccagcgg 
540 

ggaccacctc acctgcagat tagaccccca agccaagacc tgaaggatgg gacccaggag 
600 

gaggccacaa aaaggcaaga agcccctgtg gatccccgcc cggaaggaga tccgcagagg 
660 

acagtcatca gctggagggg agcggtgatc gagcctgagc agggcaccga gctcccttca 
720 

agaagagcag aagtgcccac caagcctccc ctgccaccgg ccaggacaca gggcacacca 
780 

gtgcatctga actatcgcca gaagggcgtg attgacgtct tcctgcatgc atggaaagga 
840 

taccgcaagt ttgcatgggg ccatgacgag ctgaagcctg cgtccaggtc cttcagtgag 
9 00 

tggtttggcc tcggtctcac actgatcgac gcgctggaca ccatgtggat cttgggtctg 
960 

aggaaagaat ttgaggaagc caggaagtgg gtgtcgaaga agttacactc tgaaaaggac 
1020 

gtggacgtca acctgtttga gagcacgatc cgcatcctgg gggggctcct gagtgcctac 
1080 

cacctgtctg gggacagcct cttcctgagg aaagctgagg attttggaaa tcggctaatg 
1140 

cctgccttca gaacaccatc caagattcct tactcggatg tgaacatcgg tactggagtt 
1200 

gcccacccgc cacggtggac ctccgacagc actgtggccg aggtgaccag cattcagctg 
1260 

gagttccggg agctctcccg tctcacaggg gataagaagt ttcaggaggc agtggagaag 
1320 

gtgacacagc acatccacgg cctgtctggg aagaaggatg ggctggtgcc catgttcatc 
1380 

aatacccaca gtggcctctt cacccacctg ggcgtattca cgctgggcgc cagggccgac 
1440 

agctactatg agtacctgcc gaagcagtgg atccagggcg ggaagcagga gacacagctg 
1500 

ctggaagact acgtggaagc catcgagggt gtcagaacgc acctgctgcg gcactccgag 
1560 

cccagtaagc tcacctttgt gggggagctt gcccacggcc gcttcagtgc caagatggac 
1620 

cacctggtgt gcttcctgcc agggacgctg gctctgggcg tctaccacgg cctgcccgcc 
1680 

agccacacgg agctggccca ggagctcatg gagacttgtt accagatgaa ccggcagatg 
1740 



2744 



WO 00/58473 PCT/US00/08621 



gagacggggc tgagtcccga gatcgtgcac ttcaaccttt acccccagcc gggccgtcgg 
1800 

gacgtggagg tcaagccagc agacaggcac aacctgctgc ggccagagac cgtggagagc 
1860 

ctgttctacc tgtaccgcgt cacaggggac cgcaaatacc aggactgggg ctgggagatt 
1920 

ctgcagagct tcagccgatt cacacgggtc ccctcgggtg gctattcttc catcaacaat 
1980 

gtccaggatc ctcagaagcc cgagcctagg gacaagatgg agagcttctt cctgggggag 
2040 

acgctcaagt atctgttctt gctcttctcc gatgacccaa acctgctcag cctggacgcc 
2100 

tacgtgttca acaccgaagc ccaccctctg cctatctgga cccctgccta gggtggatgg 
2160 

ctgctggcgt ggggacttcg ggtgggcaga ggcaccttgc tgggtctgtg gcattttcca 
2220 

agggcccacg tagcaccggc aaccgccaag tggcccaggc tctgaactgg ctctgggctc 
2280 

ctcctcgtct ctgctttaat caggacaccg tgaggacaag tgaggccgtc agtcttggtg 
2340 

tgatgcgggg tgggctgggc cgctggagcc tccgcctgct tcctccagaa gacacgaatc 
2400 

atgactcacg attgctgaag cctgagcagg tctctgcggg ccgaccagag gggggcttcg 
2460 

aggtggtccc tggtactggg gtgaccgagt ggacagccca gggtgcagct ctgcccgggc 
2S20 

tcgtgaagcc tcagatgtcc ccaatccaag ggtctggagg ggctgccgtg actccagagg 
2580 

cctgaggctc cagggctggc tctggtgttt acaagctgga ctcagggatc ctcctggccg 
2640 

ccccgcaggg ggcttggagg gctggacggc aagtccgtct agctcacggg cccctccagt 
2700 

ggaatgggtc ttttcggtgg agataaaagt tgatttgctc taaaaaaaaa aaaaaaaaaa 
2760 

aaaaaaaaaa aaaaaaaaaa aa 
2782 

<210> 3586 

«2ll> 663 

<212> PRT 

<213> Homo sapiens 

<400> 3586 

Met Tyr Pro Pro Pro Pro Pro Pro Pro His Arg Asp Phe He Ser Val 

15 10 15 

Thr Leu Ser Phe Gly Glu Ser Tyr Asp Asn Ser Lys Ser Trp Arg Arg 

20 25 30 

Arg Ser Cys Trp Arg Lys Trp Lys Gin Leu Ser Arg Leu Gin Arg Asn 

35 40 45 

Met lie Leu Phe Leu Leu Ala Phe Leu Leu Phe Cys Gly Leu Leu Phe 

50 55 60 

Tyr He Asn Leu Ala Asp His Trp Lys Ala Leu Ala Phe Arg Leu Glu 
65 70 75 80 

Glu Glu Gin Lys Met Arg Pro Glu He Ala Gly Leu Lys Pro Ala Asn 
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8S 90 95 

Pro Pro Val Leu Pro Ala Pro Gin Lys Ala Asp Thr Asp Pro Glu Asn 

100 105 110 

Leu Pro Glu He Ser Ser Gin Lys Thr Gin Arg His lie Gin Arg Gly 

115 120 125 

Pro Pro His Leu Gin He Arg Pro Pro Ser Gin Asp Leu Lys Asp Gly 

130 135 140 

Thr Gin Glu Glu Ala Thr Lys Arg Gin Glu Ala Pro Val Asp Pro Arg 
145 150 155 160 

Pro Glu Gly Asp Pro Gin Arg Thr Val He Ser Trp Arg Gly Ala Val 

165 170 175 

He Glu Pro Glu Gin Gly Thr Glu Leu Pro Ser Arg Arg Ala Glu Val 

180 185 190 

Pro Thr Lys Pro Pro Leu Pro Pro Ala Arg Thr Gin Gly Thr Pro Val 

195 200 205 

His Leu Asn Tyr Arg Gin Lys Gly Val He Asp Val Phe Leu His Ala 

210 215 220 

Trp Lys Gly Tyr Arg Lys Phe Ala Trp Gly His Asp Glu Leu Lys Pro 
225 230 23S 240 

Val Ser Arg Ser Phe Ser Glu Trp Phe Gly Leu Gly Leu Thr Leu He 

245 250 255 

Asp Ala Leu Asp Thr Met Trp He Leu Gly Leu Arg Lys Glu Phe Glu 

260 265 270 

Glu Ala Arg Lys Trp Val Ser Lys Lys Leu His Phe Glu Lys Asp Val 

275 280 285 

Asp Val Asn Leu Phe Glu Ser Thr He Arg He Leu Gly Gly Leu Leu 

290 295 300 

Ser Ala Tyr His Leu Ser Gly Asp Ser Leu Phe Leu Arg Lys Ala Glu 
305 310 315 320 

Asp Phe Gly Asn Arg Leu Met Pro Ala Phe Arg Thr Pro Ser Lys He 

325 330 335 

Pro Tyr Ser Asp Val Asn He Gly Thr Gly Val Ala His Pro Pro Arg 

340 345 3S0 

Trp Thr Ser Asp Ser Thr Val Ala Glu Val Thr Ser He Gin Leu Glu 

355 360 365 

Phe Arg Glu Leu Ser Arg Leu Thr Gly Asp Lys Lys Phe Gin Glu Ala 

370 375 380 

Val Glu Lys Val Thr Gin His He His Gly Leu Ser Gly Lys Lys Asp 
385 390 395 400 

Gly Leu Val Pro Met Phe He Asn Thr His Ser Gly Leu Phe Thr His 

40S 410 415 

Leu Gly Val Phe Thr Leu Gly Ala Arg Ala Asp Ser Tyr Tyr Glu Tyr 

420 425 430 

Leu Leu Lys Gin Trp He Gin Gly Gly Lys Gin Glu Thr Gin Leu Leu 

435 440 445 

Glu Asp Tyr Val Glu Ala He Glu Gly Val Arg Thr His Leu Leu Arg 

450 455 460 

His Ser Glu Pro Ser Lys Leu Thr Phe Val Gly Glu Leu Ala His Gly 
465 470 475 480 

Arg Phe Ser Ala Lys Met Asp His Leu Val Cys Phe Leu Pro Gly Thr 

485 490 495 

Leu Ala Leu Gly Val Tyr His Gly Leu Pro Ala Ser His Met Glu Leu 

500 505 510 

Ala Gin Glu Leu Met Glu Thr Cys Tyr Gin Met Asn Arg Gin Met Glu 
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515 




520 






525 




Gin 




Thr 


Gly 
530 


Leu 


Ser 


pro uiu lie wax 
S35 


His 


Phe 


Asn Leu Tyr 
540 


Pro 


Pro 


Gly 


Arg 


Arg 


Asp 


vdl IjXU Vcli Xjyt» 


Pro 


Ala Asp Arg His 


Asn 


Leu 


Leu 


545 




550 






555 




Thr 


560 


Arg 


Pro 


Glu 


Thr 


Val Glu Ser Leu 


Phe 


Tyr 


Leu Tyr Arg 


Val 


Gly 








565 




570 






575 




Asp 


Arg 


Lys 


Tyr 


Gin Asp Trp Gly 


Trp 


Glu 


lie Leu Gin 


Ser 


Phe 


Ser 




580 




585 






590 






Arg 


Phe 


Thr 


Arg 


Val Pro Ser Gly 


Gly 


Tyr 


Ser Ser He 


Asn 


Asn 


val 




595 




600 






60S 








Gin 


Asp 
610 


Pro 


Gin 


Lys Pro Glu Pro 
615 


Arg 


Asp 


Lys Met Glu 
620 


Ser 


Phe 


Phe 


Leu 


Gly 


Glu 


Thr 


Leu Lys Tyr Leu 


Phe 


Leu 


Leu Phe Ser 


Asp Asp 


Pro 


625 






630 






635 






640 


Asn 


Leu 


Leu 


Ser 


Leu Asp Ala Tyr 
645 


Val 


Phe 
650 


Asn Thr Glu 


Ala 


His 
655 


Pro 


Leu 


Pro 


lie 


Trp 
660 


Thr Pro Ala 















<210> 3587 
<211> 3148 
<212> DNA 

<213> Homo sapiens 
<400> 3587 

nctttttttt ttttttttga gtgtggggtc agtttattgg gcatgcgtca gtcagaggct 
60 

gggctggcca gggtcgggta gggcagcagt ttgtctggac cccgagaaac ccaactggaa 
120 

tccagggcct catctgcttc aaagccaaag tcttcctcaa ccttaatctg caccggggcc 
180 

agctctggag tcagcgcatt tcctgctcgg cgtccatccc gtggcactcg ccgcctcttc 
240 

cgcccactgg gcccctcacc gggggccggg ctgccgggtt ctgggggtgc aggagtcctt 
300 

ctgggcgggg acagtgtctc tttctctgga ggctcactct ccgcattgcc tggggcgggg 
360 

gcatccgcgc cctggccgcc ctcatcctcc agcacaatgg tgaactggct ggcccggtag 
420 

tcatccccgt aggagtccag cactctcatg aggaacctcc gttcctgctg cagcctccga 
480 

gttatcctct gcacctgatg gagcctgttc aggacccgct cgttcacctg ctcgatctcc 
540 

cggcagcgcc gacctagtgc ctggtacttt ctgcgattta attcccgctg gcgccgccgc 
600 

cgaccccggg ctgcctcttc ctcttcatct cgctcccgga gccctgagcc gcccagacca 
660 

cctgacacaa actccacttc cgtctccagc ccgctctcca ggatgtggcc accaaatagg 
720 

ggaggcaacg ccaactctga gcctggcggc gctgagaact cctcaaagcc cacggctgcc 
780 

atggtccctt ctctctgctc caattccatc tccgcgacct ccggaagccc cgggcctcag 
840 
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agcttccgac ctcttcaatc tgtaggttaa 
900 

ctcagcagcc gaggacggcg ggacgtggcc 
960 

ttccggcttc gcttcggccc acccccacgt 
1020 

tttcttgtct aacgccgcaa ccagtcctct 
1080 

cgccccgtcg tccggccaca gcgattctct 
1140 

gagtctcttt cctcctcgcg gcttaccgct 
1200 

ttgttgtttc aaatgcggcc aggaacatcg 
1260 

cctctataac ggcgcgagag tgagacgtca 
1320 

tgcgcggaga ggagaggcct cgggatgtct 
1380 

gaggcagcag aagaggagga aggaggaagc 
1440 

gaggatgtgc aggaggagac acagctggat 
1500 

aagctatggg atagtaagat gtttgctgag 
1560 

aagcaagcca aagcctcaga agtgatggga 
1620 

atcgtggatg ccaacaacct gaccgtggag 
1680 

ttcatccggg ataagtactc aaagagattc 

1740 

ctggattaca tccgcacggt caaggagctg 
1800 

gagaacctgc agcagatcct caccaatgcc 
1860 

accacccagg ggcagcagct gtcggaggag 
1920 

atggcgctgg agctgaacgc ctccaagcac 
1980 

tccttcatcg cacccaacct gtccatcatt 
2040 

ggtgtggccg gcggcctgac caacctctcc 
2100 

ggggcccagc gcaagacgct gtcgggcttc 
2160 

tacatctacc acagtgacat cgtgcagtcc 
2220 

cggctggtgg ccgccaagtg cacactggca 
2280 

gaagggaagg tgggctacga actgaaggat 
2340 

gagccgccgc ctgtgaagca ggtgaagccg 
2400 

aagcgaggcg gccgcaggta ccgcaagatg 
2460 



gccgttcgca aaactacttg tcccatcagg 
ctaggccttg tgggagttgt agtttcctgt 
ccaccccgaa tccctgctta aaggccttgc 
gagttgccaa cgtctttctt cttgtctcga 
gcttagcagg atcggtccac agcgggacgt 
ctctccgcct agtgccaggt gctaataaag 
cgagcgggga ccaatcagag agtagctttg 
tcggtgagcg actaacgcta gaaacagtgg 
ctggcagatg agctcttagc tgatctcgaa 
tatggggagg aagaagagga gccagcgatc 
ctttccgggg attcagtcaa gaccatcgcc 
attatgatga agattgagga gtatatcagc 
ccagtggagg ccgcgcctga ataccgcgcc 
atcgaaaacg agctgaacat catccataag 
cctgaactgg agtccttggt ccccaatgca 
ggcaacagcc tggacaagtg caagaacaat 
accatcatgg tcgtcagcgt caccgcctcc 
gagctggagc ggctggagga ggcctgcgac 
cgcatctacg agtatgtgga gtcccggatg 
atcggggcat ccacggccgc caagatcatg 
aagatgcccg cctgcaacat catgctgctc 
tcgtctacct cagtgctgcc ccacaccggc 
ctgccaccgg atctgcggcg gaaagcggcc 
gcccgtgtgg acagtttcca cgagagcaca 
gagatcgagc gcaaattcga caagtggcag 
ctgcctgcgc ccctggatgg acagcggaag 
aaggagcggc tggggctgac ggagatccgg 
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aagcaggcca accgtatgag cttcggagag 
2520 

ggattcagcc tgggccacct gggcaagtcg 
2580 

aacgaggcca ccaaggccag gatctccaag 
2640 

gtcgtatatg gcgggaagtc caccatccgc 
2700 

gccttcaccc cactccaggg cctggagatt 
2760 

gccgaggcca accagaagta tttctccagc 
2820 

aagagtggcc ttatgtccac ctgaatgact 
2880 

ggacacagag gtccagtcct tctgaagggc 
2940 

cctgccactg gccccattgc tgggactgcc 
3000 

ggcctccccc aggaccgaga tcaccgccca 
3060 

ttgtcttttt taactgagaa aggagatttt 
3120 

caagatctgt caaaaaaaaa aaaaaaaa 
3X48 

<210> 3588 

<211> 499 

<212> PRT 

«213> Homo sapiens 



<400> 3588 



Met 


Ser 


Leu 


Ala 


Asp Glu Leu Leu 


Ala Asp Leu 


Glu 


Glu 


Ala 


Ala 


Glu 


1 








5 


10 








15 




Glu 


Glu 


Glu 


Gly 


Gly Ser Tyr Gly Glu Glu Glu 


Glu 


Glu 


Pro 


Ala 


He 








20 




25 






30 






Glu 


Asp 


Val 


Gin 


Glu Glu Thr Gin 


Leu Asp Leu 


Ser 


Gly 


Asp 


Ser 


val 






35 




40 






45 








Lys 


Thr 


He 


Ala 


Lys Leu Trp Asp 


Ser Lys Met 


Phe 


Ala 


Glu 


He 


Met 




50 






55 




60 










Met 


Lys 


He 


Glu 


Glu Tyr He Ser 


Lys Gin Ala 


Lys 


Ala 


Ser 


Glu 


val 


65 








70 


7S 










80 


Met 


Gly 


Pro 


Val 


Glu Ala Ala Pro 


Glu Tyr Arg 


Val 


He 


Val 


Asp 


Ala 










85 


90 








95 




Asn 


Asn 


Leu 


Thr 


Val Glu He Glu 


Asn Glu Leu 


Asn 


He 


He 


His 


Lys 








100 




105 






110 






Phe 


lie 


Arg 


Asp 


Lys Tyr Ser Lys 


Arg Phe Pro 


Glu 


Leu 


Glu 


Ser 


Leu 






115 




120 






12S 








Val 


Pro 


Asn 


Ala 


Leu Asp Tyr He Arg Thr Val Lys 


Glu 


Leu 


Gly 


Asn 




130 






135 




140 










Ser 


Leu 


Asp 


Lys 


Cys Lys Asn Asn 


Glu Asn Leu 


Gin 


Gin 


He 


Leu 


Thr 


145 








150 


1S5 










160 


Asn 


Ala 


Thr 


He 


Met Val Val Ser 


Val Thr Ala 


Ser 


Thr 


Thr 


Gin 


Gly 










165 


170 








175 




Gin 


Gin 


Leu 


Ser 


Glu Glu Glu Leu 


Glu Arg Leu 


Glu 


Glu 


Ala 


Cys 


Asp 



atcgaggagg acgcctacca ggaggacctg 
ggcagtgggc gtgtgcggca gacacaggta 
acgctgcagc ggaccctgca gaagcagagc 
gaccgctcct cgggcacggc ctccagcgtg 
gtgaacccac aggcggcaga gaagaaggtg 
atggctgagt tcctcaaggt caagggcgag 
gcgtgtgtcc aaggtggctt cccactgaag 
taggatcggg ttctggcagg gagaacctgc 
cagggaggag gccttggaag agtccggcct 
gtatgggcta gagcaggcct tcatcatgcc 
ttgaaaagag tacaattaaa aggacattgt 
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180 IBS 190 

Met Ala Leu Glu Leu Asn Ala Ser Lys His Arg lie Tyr Glu Tyr Val 

19S 200 20S 

Glu Ser Arg Met Ser Phe lie Ala Pro Asn Leu Ser He He lie Gly 

210 215 220 

Ala Ser Thr Ala Ala Lys He Met Gly Val Ala Gly Gly Leu Thr Asn 
225 230 235 240 

Leu Ser Lys Met Pro Ala Cys Asn He Met Leu Leu Gly Ala Gin Arg 

245 2S0 255 

Lys Thr Leu Ser Gly Phe Ser Ser Thr Ser Val Leu Pro His Thr Gly 

260 265 270 

Tyr He Tyr His Ser Asp He Val Gin Ser Leu Pro Pro Asp Leu Arg 

27S 280 295 

Arg Lys Ala Ala Arg Leu val Ala Ala Lys Cys Thr Leu Ala Ala Arg 

290 295 300 

Val Asp Ser Phe His Glu Ser Thr Glu Gly Lys Val Gly Tyr Glu Leu 
305 310 315 320 

Lys Asp Glu He Glu Arg Lys Phe Asp Lys Trp Gin Glu Pro Pro Pro 

325 330 335 

Val Lys Gin Val Lys Pro Leu Pro Ala Pro Leu Asp Gly Gin Arg Lys 

340 345 350 

Lys Arg Gly Gly Arg Arg Tyr Arg Lys Met Lys Glu Arg Leu Gly Leu 

3SS 360 365 

Thr Glu He Arg Lys Gin Ala Asn Arg Met Ser Phe Gly Glu He Glu 

370 375 380 

Glu Asp Ala Tyr Gin Glu Asp Leu Gly Phe Ser Leu Gly His Leu Gly 
385 390 395 400 

Lys Ser Gly Ser Gly Arg Val Arg Gin Thr Gin Val Asn Glu Ala Thr 

405 410 415 

Lys Ala Arg He Ser Lys Thr Leu Gin Arg Thr Leu Gin Lys Gin Ser 

420 425 430 

Val Val Tyr Gly Gly Lys Ser Thr He Arg Asp Arg Ser Ser Gly Thr 

435 440 445 

Ala Ser Ser Val Ala Phe Thr Pro Leu Gin Gly Leu Glu He Val Asn 

450 455 460 

Pro Gin Ala Ala Glu Lys Lys Val Ala Glu Ala Asn Gin Lys Tyr Phe 
465 470 475 480 

Ser Ser Met Ala Glu Phe Leu Lys Val Lys Gly Glu Lys Ser Gly Leu 
485 490 495 

Met Ser Thr 



<210> 3589 
<211> 675 
<212> DNA 

<213> Homo sapiens 
<400> 3589 

tggtaaaaat ggtgaagaca ctggtgatgg caatggtgaa atgggaatgc cattgtgggt 
60 

catgaaatcg aaggtcatgg ttatggtggg aacaggaaca agcagaggca acttcctgag 
120 

aatagttctt gacccaggtc cctccatgaa cctcgaagct gacccagcca taggggggat 
180 



2750 



WO 00/58473 



PCT/US00/08621 



accttcattt cagtcccagc agcctccccc aaccagtcag ggtccctgaa gagcatctgg 
240 

ctctccacaa gacaatagac aggaagggga cccagtggcc cccccaagct tagctaatgt 
300 

gagtgaagaa ccaggcagaa cccaggcagc agatgggata ggagtttcca agccagtgct 
360 

tggggatagg ccctcccaat tcagaaacaa agcaaggccc tggccacagc caggaaggat 
420 

tgtaagggcc ttcctgagca gacacaaagg agccctgagc tgctgggggt gatgaggagc 
480 

ggaggcaggg ccaggcagag ggtctgcaaa gaattacact ggaaaggtgg aagggggaca 
540 

ttgggtctag tggtttggcc tgtggagagc tgtcaggaga ggggaggatg aggttggtgg 
600 

agacgcctga ggcaagggtg tttgggggtc ttgttggcag catggtggca aaaggctcca 
660 

gaggcagcca cgcgt 
675 

<210> 3590 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 3590 



Met 


Leu 


Pro 


Thr 


Arg 


Pro 


Pro 


Asn 


Thr 


Leu Ala Ser 


Gly 


val 


Ser 


Thr 


1 








S 










10 






15 




Asn 


Lea 


He 


Leu 
20 


Pro 


Ser 


Pro 


Asp 


Ser 
25 


Ser Pro Gin 


Ala 


Lys 
30 


Pro 


Leu 


Asp 


Pro 


Met 
35 


Ser 


Pro 


Phe 


His 


Leu 
40 


Ser 


Ser Val He 


Leu 
45 


Cys 


Arg 


Pro 


Ser 


Ala 
50 


Trp 


Pro 


Cys 


Leu 


Arg 
55 


Ser 


Ser 


Ser Pro Pro 
60 


Ala 


Ala 


Gin 


Gly 


Ser 


Phe 


Val 


Ser 


Ala 


Gin 


Glu 


Gly 


Pro 


Tyr Asn Pro 


Ser 


Trp 


Leu 


Trp 


65 










70 








75 








80 


Pro 


Qly 


Pro 


Cys 


Phe 
85 


Val 


Ser 


Glu 


Leu 


Gly Gly Pro 
90 


He 


Pro 


Lys 
95 


His 


Trp 


Leu 


Gly 


Asn 
100 


Ser 


Tyr 


Pro 


He 


Cys 
105 


Cys Leu Gly 


Ser 


Ala 
110 


Trp 


Phe 


Phe 


Thr 


His 
115 


He 


Ser 





















<210> 3591 

<211> 669 

<212> DNA 

<213> Homo sapiens 

<400> 3591 

nacgcgtgct ctgcgcttgc catgagactc ctgggagccg cagccgtcgc ggctctgggg 
60 

cgcggaaggg cccccgcctc cctaggctgg cagaggaagc aggttaattg gaaggcctgc 
120 

cgatggtctt catcaggggt gattcctaat gaaaaaatac gaaatattgg aatctcagct 
180 
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cacattgatt ctgggaaaac tacattaaca gaacgagccc tttactacac tggcagaatt 
240 

gcaaagatgc atgaggtgaa aggtaaagat ggagttggtg ctgtcatgga ttccatggaa 
300 

ctagagagac aaagaggaat cactatccag tcagcagcca cttacaccat gtggaaagat 
360 

gtcaatatta acattataga tactcctggg catgtggact tcacaataga agtggaaagg 
420 

gccctgagag tgttggatgg tgcagtcctt gttctctgtg ctgttggagg ggtacagtgc 
460 

cagaccatga ctgtcaatcg tcagatgaag cgctacaacg ttccgtttct aacttttatt 
540 

aacaaattgg accgaatggg ctccaaccca gccagggccc tgcagcaaat gaggtctaaa 
600 

ctaaatcata atgcagcgtt tatgcagata cccatgggtt tggagggtaa ttttaaaggt 
660 

attgtagat 
669 

<210> 3592 
<211> 223 
<2X2> PRT 

<213> Homo sapiens 



<400> 3592 



Xaa Ala 


Cys 


Ser Ala Leu Ala Met Arg Leu 


Leu Gly Ala 


Ala 


Ala 


val 


1 




5 10 






15 




Ala Ala 


Leu 


Gly Arg Gly Arg Ala Pro Ala 


Ser Leu Gly 


Trp 


Gin 


Arg 






20 25 




30 






Lys Gin 


Val 


Asn Trp Lys Ala Cys Arg Trp 


Ser Ser Ser 


Gly 


val 


He 




35 


40 


45 








Pro Asn 


Glu 


Lys He Arg Asn He Gly He 


Ser Ala His 


He 


Asp 


Ser 


50 




55 


60 








Gly Lys 


Thr 


Thr Leu Thr Glu Arg Val Leu 


Tyr Tyr Thr 


Gly 


Arg 


He 


65 




70 


75 






80 


Ala Lys 


Met 


His Glu Val Lys Gly Lys Asp 


Gly Val Gly 


Ala 


Val 


Met 






85 90 






95 




Asp Ser 


Met 


Glu Leu Glu Arg Gin Arg Gly 


He Thr He 


Gin 


Ser 


Ala 






100 105 




110 






Ala Thr 


Tyr 


Thr Met Trp Lys Asp Val Asn 


He Asn He 


He 


Asp 


Thr 




115 


120 


125 








Pro Gly 


His 


Val Asp Phe Thr He Glu Val 


Glu Arg Ala 


Leu 


Arg 


Val 


130 




135 


140 








Leu Asp 


Gly 


Ala Val Leu Val Leu Cys Ala 


Val Gly Gly 


Val 


Gin 


Cys 


145 




150 


155 






160 


Gin Thr 


Met 


Thr Val Asn Arg Gin Met Lys 


Arg Tyr Asn 


Val 


Pro 


Phe 






165 170 






175 




Leu Thr 


Phe 


He Asn Lys Leu Asp Arg Met 


Gly Ser Asn 


Pro 


Ala 


Arg 






180 185 




190 






Ala Leu 


Gin 


Gin Met Arg Ser Lys Leu Asn 


His Asn Ala 


Ala 


Phe 


Met 




195 


200 


205 








Gin He 


Pro 


Met Gly Leu Glu Gly Asn Phe 


Lys Gly He 


Val 


Asp 




210 




215 


220 
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<210> 3593 
<21i> 1005 
<212> DNA 

<213> Homo sapiens 
<400> 3593 

gaacgaaaga tggcggcgcc cgtaaggcgg acgctgtcag gggtggcggg gggttggcgg 
60 

cggttcgaga ggctctgggc cggcagtcta agctctcgca gcctggctct cgcagccgca 
120 

ccctcaagca acggatcccc atggcgcttg ttgggcgcgt tgtgcctgca gcggccacct 
180 

gtagtctcca agccgttgac cccattgcag gaagagatgg cgtctctact gcagcagatt 
240 

gagatagaga gaagcctgta ttcagaccac gagcttcgtg ctctggatga aaaccagcga 
300 

ctggcaaaga agaaagctga ccttcatgat gaagaagatg aacaggatat attgctggcg 
360 

caagatttgg aagatatgtg ggagcagaaa tttctacagt tcaaacttgg agctcgcata 
420 

acagaagctg atgaaaagaa tgaccgaaca tccctgaaca ggaagctaga caggaacctt 
480 

gtcctgttag tcagagagaa gtttggagac caggatgtct ggatactgcc ccaggcagag 
540 

tggcagcctg gggagaccct tcgaggaaca gctgaacgaa ccctggccac actctcagaa 
600 

aacaacacgg aagccaagtt cctaggaaat gcaccctgtg ggcactacac attcaagttc 
660 

ccccaggcaa tgcggacaga gagtaacctc ggagccaagg tgttcttctt caaagcactg 
720 

ctattaactg gagacttttc ccaggctggg aataagggcc atcatgtgtg ggtcactaag 
780 

gacgagctgg gtgactattt gaaaccaaaa tacctggccc aagttaggag gtttgtttca 
B40 

gacctctgat gggccgagct gcctgtggac ggtgctcaga caagtctggg attagagcct 
900 

caaggacatt gtgtgattgc ctcacatttg caggtaatat caagcagcaa actaaattct 
960 

gagaaataaa cgagtctatt actgaaaaaa aaaaaaaaaa aaaaa 
1005 

<210> 3594 
<211> 282 
<212> PRT 

<213> Homo sapiens 
<400> 3594 

Glu Arg Lys Met Ala Ala Pro Val Arg Arg Thr Leu Leu Gly Val Ala 

1 5 10 15 

Gly Gly Trp Arg Arg Phe Glu Arg Leu Trp Ala Gly Ser Leu Ser Ser 

20 25 30 

Arg Ser Leu Ala Leu Ala Ala Ala Pro Ser Ser Asn Gly Ser Pro Trp 

35 40 45 

Arg Leu Leu Gly Ala Leu Cys Leu Gin Arg Pro Pro Val Val Ser Lys 



2753 



WO 00/58473 



PCT/USOO/08621 





50 


55 


60 






Pro 


Leu Thr 


Pro Leu Gin Glu Glu Met 


Ala Ser Leu 


Leu Gin Gin 


He 


65 




70 


75 




80 


Glu 


He Glu 


Arg Ser Leu Tyr Ser Asp 


His Glu Leu 


Arg Ala Leu 


Asp 






8S 


90 


95 




Glu 


Asn Gin 


Arg Leu Ala Lys Lys Lys 


Ala Asp Leu 


His Asp Glu 


Glu 






100 105 




110 




Asp 


Glu Gin 


Asp lie Leu Leu Ala Gin 


Asp Leu Glu 


Asp Met Trp 


Glu 




115 


120 




125 




Gin 


Lys Phe 


Leu Gin Phe Lys Leu Gly 


Ala Arg He 


Thr Glu Ala 


Asp 




130 


135 


140 






Glu 


Lys Asn 


Asp Arg Thr Ser Leu Asn 


Arg Lys Leu 


Asp Arg Asn 


Leu 


145 




150 


155 




160 


Val 


Leu Leu 


Val Arg Glu Lys Phe Gly 


Asp Gin Asp 


Val Trp lie 


Leu 






165 


170 


175 




Pro 


Gin Ala 


Glu Trp Gin Pro Gly Glu 


Thr Leu Arg 


Gly Thr Ala 


Glu 






180 IBS 




190 




Arg 


Thr Leu 


Ala Thr Leu Ser Glu Asn 


Asn Met Glu 


Ala Lys Phe 


Leu 




195 


200 




205 




Gly 


Asn Ala 


Pro Cys Gly His Tyr Thr 


Phe Lys Phe 


Pro Gin Ala 


Met 




210 


215 


220 






Arg 


Thr Glu 


Ser Asn Leu Gly Ala Lys 


Val Phe Phe 


Phe Lys Ala 


Leu 


225 




230 


235 




240 


Leu 


Leu Thr 


Gly Asp Phe Ser Gin Ala 


Gly Asn Lys 


Gly His His 


Val 






245 


250 


255 




Trp 


Val Thr 


Lys Asp Glu Leu Gly Asp 


Tyr Leu Lys 


Pro Lys Tyr 


Leu 






260 265 




270 




Ala 


Gin Val 


Arg Arg Phe Val Ser Asp 


Leu 








275 


280 









<210> 3S95 
<211> 1903 
<212> DNA 

<213> Homo sapiens 
<400> 3595 

ttccaggtga cccgggggga ctacgcgccc atcctccaga aggtggtgga gcagctggag 
60 

aaagccaagg cctatgcagc caacagccac caggggcaga tgctggccca gtatatagag 
120 

agcttcaccc agggctccat cgaggcccac aagaggggct cccgcttctg gatccaggac 
180 

aaaggcccca tcgtggagag ttacatcggg ttcatcgaga gctaccgcga cccctttggt 
240 

tcccgaggag aatttgaagg tttcgtagct gtggtgaaca aggccatgag tgccaagttt 
300 

gagcggctgg tggcgagcgc agagcagctg ctgaaggagc tgccctggcc cccaaccttt 
360 

gagaaggaca agttcctcac ccctgacttc acctccctgg atgttctcac cttcgctggc 
420 

tccggcatcc ctgccggcat caacatcccc aactacgatg atctgaggca gacggaaggc 
480 

tttaagaacg tgtcgctggg gaatgtgctg gctgtggcct acgccacgca gcgggagaag 
540 
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cctacctttc tggaggagga tgacaaggac ctgtacatcc tctggaaggg gccctccttc 
600 

gatgtgcagg tgggcctgca cgagctgctg ggccatggca gtggcaagct cttcgtacag 
660 

gacgaaaaag gagcattcaa ctttgaccag gaaacagtga tcaacccaga gacgggcgag 
720 

cagattcaga gctggtatcg gagcggggag acctgggata gcaagttcag caccatcgcc 
780 

tccagctacg aagagtgccg ggctgagagc gtgggcctct acctctgtct ccacccgcaa 
840 

gtgctggaga tctttggctt tgagggggct gatgcggagg acgtgatcta cgtgaactgg 
900 

ctcaacacgg tccgggccgg gctgctcgct ctggagttct acacacctga ggccttcaac 
960 

tggcgacagg cccatatgca ggcccggttt gtgatcctga gagtcttgct ggaggctggc 
1020 

gagggactcg ttaccatcac tcccaccaca ggctccgatg ggcgcccaga tgcccgggtc 
1080 

cgcctcgacc gcagcaagat ccggtctgtg ggcaagcctg ctctagagcg cttcctgcgg 
1140 

agacttcagg tgctgaagtc cacaggggat gtggccggag ggcgggccct gtacgagggg 
1200 

tatgcaacgg tcactgatgc gccccccgag tgcttcctca ccctcaggga cacggtgctg 
1260 

ctgcgtaagg aatctcggaa gctcattgtt cagcccaaca ctcgccttga aggtaatggc 
1320 

tcagacgtgc agcttctgga atacgaggcg tcagctgctg gcctcatccg atccttctct 
1380 

gagcgttccc cagaggatgg acccgagttg gaggagatcc tcacacagct ggccacagcc 
1440 

gatgcccgat tctggaaggg ccccagtgag gccccatctg gccaagcttg aggaagatgt 
1S00 

gtggccttgc ccccattcca tcagaccaag gctgcaagtg gccctccacg tgtgtgtatt 
1560 

taggggtggg gagggggagg ggcaggagct tggaccttgg tactacctca gctgagggtg 
1620 

gtgnacacaa ccccttccat ttgtcagcac tttccagcct gccaattgct tcccctctgt 
1680 

gatcatttca tctgcactgc catacgtgga gtgagcaaga cagggcttac catcctgtct 
1740 

accagatgag gaaatggcag ttctgagaag tcactggtct agatcccgca ggtggcacgt 
1800 

gacagctagg gttcaaaacg ttctcaccaa atccaatgct cctcacatat taattttata 
1860 

accagacaaa taaatattag agacaaccac catcaaaaaa aaa 
1903 

<210> 3596 
<211> 496 
<212> PRT 

<213> Homo sapiens 
<400> 3S96 

Phe Gin Val Thr Arg Gly Asp Tyr Ala Pro He Leu Gin Lys Val Val 
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15 10 IS 

Glu Gin Leu Glu Lys Ala Lys Ala Tyr Ala Ala Asn Ser His Gin Gly 

20 25 30 

Gin Met Leu Ala Gin Tyr He Glu Ser Phe Thr Gin Gly Ser lie Glu 

35 40 45 

Ala His Lys Arg Gly Ser Arg Phe Trp lie Gin Asp Lys Gly Pro He 

50 55 60 

Val Glu Ser Tyr He Gly Phe lie Glu Ser Tyr Arg Asp Pro Phe Gly 
65 70 75 80 

Ser Arg Gly Glu Phe Glu Gly Phe Val Ala Val Val Asn Lys Ala MeC 

85 90 95 

Ser Ala Lys Phe Glu Arg Leu Val Ala Ser Ala Glu Gin Leu Leu Lys 

100 105 110 

Glu Leu Pro Trp Pro Pro Thr Phe Glu Lys Asp Lys Phe Leu Thr Pro 

115 120 125 

Asp Phe Thr Ser Leu Asp Val Leu Thr Phe Ala Gly Ser Gly He Pro 

130 135 140 

Ala Gly He Asn lie Pro Asn Tyr Asp Asp Leu Arg Gin Thr Glu Gly 
145 ISO 155 160 

Phe Lys Asn Val Ser Leu Gly Asn Val Leu Ala Val Ala Tyr Ala Thr 

165 170 175 

Gin Arg Glu Lys Leu Thr Phe Leu Glu Glu Asp Asp Lys Asp Leu Tyr 

180 185 190 

He Leu Trp Lys Gly Pro Ser Phe Asp Val Gin Val Gly Leu His Glu 

195 200 205 

Leu Leu Gly His Gly Ser Gly Lys Leu Phe Val Gin Asp Glu Lys Gly 

210 215 220 

Ala Phe Asn Phe Asp Gin Glu Thr Val He Asn Pro Glu Thr Gly Glu 
225 230 235 240 

Gin He Gin Ser Trp Tyr Arg Ser Gly Glu Thr Trp Asp Ser Lys Phe 

245 250 255 

Ser Thr He Ala Ser Ser Tyr Glu Glu Cys Arg Ala Glu Ser Val Gly 

260 265 270 

Leu Tyr Leu Cys Leu His Pro Gin Val Leu Glu He Phe Gly Phe Glu 

275 280 285 

Gly Ala Asp Ala Glu Asp Val He Tyr Val Asn Trp Leu Asn Met Val 

290 295 300 

Arg Ala Gly Leu Leu Ala Leu Glu Phe Tyr Thr Pro Glu Ala Phe Asn 
305 310 315 320 

Trp Arg Gin Ala His Met Gin Ala Arg Phe Val He Leu Arg Val Leu 

325 330 335 

Leu Glu Ala Gly Glu Gly Leu Val Thr He Thr Pro Thr Thr Gly Ser 

340 345 350 

Asp Gly Arg Pro Asp Ala Arg Val Arg Leu Asp Arg Ser Lys He Arg 

355 360 365 

Ser Val Gly Lys Pro Ala Leu Glu Arg Phe Leu Arg Arg Leu Gin Val 

370 375 380 

Leu Lys Ser Thr Gly Asp Val Ala Gly Gly Arg Ala Leu Tyr Glu Gly 
385 390 395 400 

Tyr Ala Thr Val Thr Asp Ala Pro Pro Glu Cys Phe Leu Thr Leu Arg 

405 410 415 

Asp Thr Val Leu Leu Arg Lys Glu Ser Arg Lys Leu He Val Gin Pro 

420 425 430 

Asn Thr Arg Leu Glu Gly Asn Gly Ser Asp Val Gin Leu Leu Glu Tyr 
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43S 440 
Glu Ala Ser Ala Ala Gly Leu lie 

450 455 
Glu Asp Gly Pro Glu Leu Glu Glu 
465 470 
Asp Ala Arg Phe Trp Lys Gly Pro 
485 



445 

Arg Ser Phe Ser Glu Arg Phe Pro 
460 

He Leu Thr Gin Leu Ala Thr Ala 
475 480 
Ser Glu Ala Pro Ser Gly Gin Ala 
490 495 



<210> 3597 

<211> 1090 

<:212> DNA 

<213> Homo sapiens 



<400> 3597 

nccatggaag ggctggagga ggcagaggcc aactgctccg tggcgttcgc tgaggctcag 
60 

agatgggtgg aggcagtaac agagaagaat tttgaaacaa aagattttcg agcctctcta 
120 

gaaaatggtg ttctgctgtg tgatttgatt aataagctta aacctggcgt cattaagaag 
180 

atcaatagac tgtctacacc aatagcagga ttggataata taaacgtttt cttgaaagct 
240 

tgtgaacaga ttggattgaa agaagcccag cttttccatc ctggagatct acaggattta 
300 

tcaaatcgag tcactgtcaa gcaagaagag actgacagga gagtgaaaaa tgtcttgata 
360 

acattgtact ggctgggaag aaaagcacaa agcaacccgt accataatgg tccccatctt 
420 

aatttgaaag cgtttgagaa tcttttagga caagcactga cgaaggcact cgaagactcc 
480 

agcttccega aaagaagtgg cagggacagt ggctacggtg acatctggtg tcctgaacgt 
540 

ggagaatctc ttgctcctcc aaggcaccat aagagagaag attcctttga aagcttggac 
600 

tctttgggct cgaggtcatt gacaagctgc tcctctgata tcacgttgag aggggggcgt 
660 

gaaggttttg aaagtgacac agattcggaa . tttacattca agatgcagga ttataataaa 
720 

gatgatatgt cgtatcgaag gatttcggct gttgagccaa agactgcgtt acccttcaat 
780 

cgttttttac ccaacaaaag tagacagcca tcctatgtac cagcacctct gagaaagaaa 
840 

aagccagaca aacatgagga taacagaaga agttgggcaa gcccggttta tacagaagca 
900 

gatggaacat tttcaaggag taagtccatg agtgatgtca gcgcagaaga tgttcaaaac 
960 

ttgcgtcagc tgcgttacga ggagatgcag aaaataaaat cacaattaaa agaacaagat 
1020 

cagaaatggc aggatgacct tgcaaaatgg aaagatcgtc gaaaaagtta cacttcagat 
1080 

Ctgcagaaga 
1090 



<210> 3598 
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<211> 1S9 
<212> PRT 
<213> Homo sapiens 



<400> 3598 








Arg 


Ser 


Leu 


Thr 


Ser Cys Ser Ser Asp lie Thr Leu Arg Gly Gly 


Arg 


1 








5 10 15 




Glu 


Gly 


Phe 


Glu 
20 


Ser Asp Thr Asp Ser Glu Phe Thr Phe Lys Met 
25 30 


Gin 


ASp 


Tyr 


Asn 
35 


Lys 


Asp Asp Met Ser Tyr Arg Arg lie Ser Ala Val 
40 45 


Glu 


Pro 


Lys 
50 


Thr 


Ala 


Leu Pro Phe Asn Arg Phe Leu Pro Asn Lys Ser 
55 60 


Arg 


Gin 


Pro 


Ser 


Tyr 


Val Pro Ala Pro Leu Arg Lys Lys Lys Pro Asp 


Lys 


65 








70 75 


80 


His 


Glu 


Asp 


Asn 


Arg Arg Ser Trp Ala Ser Pro Val Tyr Thr Glu 
8S 90 95 


Ala 


Asp 


Gly 


Thr 


Phe 
100 


Ser Arg Ser Lys Ser Met Ser Asp Val Ser Ala 
10S 110 


Glu 


Asp 


Val 


Gin 
115 


Asn 


Leu Arg Gin Leu Arg Tyr Glu Glu Met Gin Lys 
120 12S 


He 


Lys 


Ser 
130 


Gin 


Leu 


Lys Glu Gin Asp Gin Lys Trp Gin Asp Asp Leu 
135 140 


Ala 


Lys 


Trp 


Lys 


Asp 


Arg Arg Lys Ser Tyr Thr Ser Asp Leu Gin Lys 




145 








150 155 





<210> 3599 

<211> 691 

<212> DNA 

<213> Homo sapiens 



<400> 3S99 




gtgcacatcc 


tcatgggctc 


60 




aacaagctgg 


gtccctgcat 


120 




aggagctggt 


cggggtccct 


180 




gagcatctgc 


tgggagccaa 


240 




gtcccagccg 


tcctgagctt 


300 




ctgttgtgat 


ccagctgatc 


360 




ttattgctgt 


gtaacaaacc 


420 




tttgcacatg 


ggcattgggg 


480 




cagtcagatg 


gggccaggtt 


540 




cagacaatga 


gggctttggc 


600 




caggtagcct 


gtccacctgc 


660 





ctgttacaag accaaaaaat 
gctcctggca ctgaggggga 
ggtggggtgg ctggctcccc 
gaactgctgc aggcacgggg 
agtgggagcc tcgagccttc 
cattgatcag tggggttggg 
acctctaagt gagggcttta 
tacctgggcg cagctacgca 
gggttagccc caaggcttct 
ggctggggct ccccagcgac 
caagaacaca cacacccagc 



tcctgctctc cctggcagaa 
accagaccat ggtggaggta 
gtcccttgtc cgtgccgata 
ggcagtgggt gaggcgtgca 
atcatgcagt gtatttgttt 
gacgcttctg ttctgctcat 
aaacaagatc gttcatttct 
cttctcacct ggggcctcat 
cgcattggcc taagaggcct 
acccttcacc tcgtggcctc 
cccacaggtc acccctcacc 
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tgctgctgct cctctctctc cctgcacgcg t 
691 



<210> 3600 

<211> 96 

<212> PRT 

<213> Homo sapiens 



<400> 3600 

Met Gly Ser Cys Tyr Lys Thr Lys Lys Phe Leu Leu Ser Leu Ala Glu 

1 5 10 15 

Asn Lys Leu Gly Pro Cys Met Leu Leu Ala Leu Arg Gly Asn Gin Thr 

20 25 30 

Met Val Glu Val Arg Ser Trp Ser Gly Ser Leu Val Gly Trp Leu Ala 

35 40 45 

Pro Arg Pro Leu Ser Val Pro lie Glu His Leu Leu Gly Ala Lys Asn 

50 55 60 

Cys Cys Arg His Gly Gly Gin Trp Val Arg Arg Ala Val Pro Ala Val 
65 70 75 80 

Leu Ser Leu Val Gly Ala Ser Ser Leu His His Ala Val Tyr Leu Phe 
85 90 95 

Leu Leu 



<210> 3601 

<211> 2963 

<212> DMA 

<213> Homo sapiens 



<400> 3601 




cgatcctccc 


acctcagcct 


60 




gtgtgcactg 


ctgtttactt 


120 




tgtccaagga 


catttggctc 


180 




aataaggcag 


cgatcattaa 


240 




accactggac 


tgggaggtgc 


300 




gctgctctcg 


caggcagggg 


360 




cacatcgtct 


gtcacgcgct 


420 




cgtgcggcct 


gaggagctcc 


480 




tgcagggcga 


gcatgatgca 


540 




tgtggcacgc 


agaggggcag 


600 




cacagccgtt 


actgtccccc 


660 




cctgtggcca 


ctcagctctc 


720 





cccaaagggc tgagattaca 
agtatttttc tttaactaga 
gcaggcacag agctgattaa 
gaaaaacgtg tagccaatga 
agcgcatcca agcagaggct 
ctctgctgct tacagcagtg 
ggtccccacc atacctctcg 
agctttccct gccagcggtg 
acggggcacc ccagaccctt 
agggcgggga cactggcccc 
gtgggacccc agcctggagc 
aggtggccac atgcacatcc 



ggtgtgagcc cccgaatccg 
tttattttta aacaaggctt 
ctcgttatgt atcttttgat 
aataacatgt tctgggcccc 
gcctcctgcc ctccacgcct 
cggccatctc ggcttctctc 
ccaccccgtg cctctgtccc 
ctctgggagt ggggacgtga 
ccctcccgtg gggggagggg 
gtgggggaag aaggtgctgt 
cccccatcct ttggctcctg 
cctgctcctt ccctgcgcac 
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ctgccctgcc 


cagtggcctt 


780 




gaggctgctt 


cctggctcct 


840 




gccccatgca 


gccctcatgg 


900 




tgggccctgg 


gagcggctgc 


960 




ttctgacctg 


aagatgagcg 


1020 




tctcctctct 


gtggcaggta 


1080 




tactcgggag 


ccctgctctt 


1140 




atgctggtcc 


tggagtccct 


1200 




aatctggcta 


aagtgttcag 


1260 




tccagagccc 


tgaagtggtc 


1320 




cagctgctgg 


ccctcaccct 


1380 




ctgcactcag 


cggacgggga 


1440 




ggcttccgca 


gcgaggtgga 


1500 




aaaaacaaaa 


gtagcgcatc 


1S60 




gaggacgggc 


ctccgtttgt 


1620 




gtggacggtg 


ggaagctgac 


1680 




cggcgggacc 


ccatgtacaa 


1740 




ccgcccaagc 


agacgtcttc 


1800 




ggctcctcag 


agcaggagga 


1860 




gactgaactg 


gccaggccac 


1920 




agaggcgagt 


cctgggtggc 


1980 




ccgcatgccg 


gcgcgtgtct 


2040 




ctgtgctgct 


gggacccaag 


2100 




ttgacccaca 


ataaagcaca 


2160 




gggtcctttc 


gggagggctg 


2220 




atcacgctcc 


ttgccgggcg 


2280 




ggacctgaga 


gcccagccag 


2340 





tctggtccca gctactgaaa 
ggtgtatttg gacacagata 
tcagcaggac acccaggata 
ttttaggatg ccacctgttc 
ggggagcgcg gtggcgaggg 
catgtcccag agcaagcaca 
cttcagccat ggccagcaaa 
ggagaaggcg gaagtggagg 
cctgatggac cccaaccctc 
cagtgggggc tccgggaagc 
gtggaaagaa caaaactatt 
gggctgtgcc aacatgctgg 
catgttcgtg gcccaggccg 
ggtggtcttc acgacgtaca 
ggagccgctg cttaacttca 
ggtgttcact gtgctgtgtg 
cgagtacctc gaccgcatag 
ctacgggggc ctgctcggga 
tggggaggag agccccagcg 
gtggagacac cacggccgac 
tcctcgcctt gggggctcct 
gtttctgtgc ggcggctcag 
agtggggcgt cgcccctgct 
ggccttaccg cggcgtcacc 
atgggcagca caggaggccc 
tccggcacag ctgcggtcac 
ggcccatgtg gtctgcaaat 



ccggtgagct gctccagggt 
ggcccttagt gtccagaggc 
gaccccctcc acgcagcacc 
ctgggcgcct tgtttttagc 
cacgtgggcg tggctcacgg 
cggaggcccg ggagctcatg 
acagtgcagc agacttgtcc 
tggctgacga gctgctggaa 
ctgagcgcgt gaccttcgtg 
tgggccaccc ccggctgcac 
gtgagtcgag gtatcacttt 
tggagtattc cacgccccgc 
tgctacagtt tctccgttta 
cccagaagca cccgtccatc 
tctggttcct gctgctggct 
agcagtacca gccatccctc 
gacagctgtt cttcggcgtc 
accttctgac cagcctcatg 
acggcagccc catcgagctg 
gacggctgga gggacgtttc 
ggccctgagg ctggcggtgg 
ggtggcgcgg ctgctgctca 
ggccgccgcg tcccccgaga 
ctctcccact cctttgttct 
gtcctcgggg ggctgcgcac 
caaagcaggt gctggccctc 
gggagcggct gcttttgaac 
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acggggtcat tctgcagtca ggacgaaccg gtccccgtcg cagacggagt gcacgtgccc 
2400 

tgcgccacac cctcacgctc ggtggaggga cgcgtgcggc gggacggtgc ctacgggtac 
2460 

ttgcagctgt gtcccatgtg gcatcccaga gctgcgccct gctggtctct gtgagcgcca 
2520 

cgctgctgtg ctggaaatgc cgctttaaaa agggataccg tgggactctg cccgtctctt 
2580 

tcataacgca atatttattt gtattgggtg acgattgatt ctttcgacct aacattttgg 
2640 

gttttaacca aataaccggt ccaggagtga gcagccccgt tctgtcagat gctactccaa 
2700 

atgttaccag aacgatgaca aaaggggaga cgctctattt tttcacagtt aaatgacagt 
2760 

tgtagattga tacgcagttg tgcatgggaa ggggaaacgc acagctttat ttactgtaaa 
2820 

gtggaatttc aggaaggctt gtgtgaaccg ttgcgcataa ataaaccctt tctaccgggc 
2880 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2940 

aaaaaaaaaa aaaaaaaaaa aaa 
2963 

<210> 3602 

<211> 299 

<212> PRT 

<213> Homo sapiens 

<400> 3602 

Pro GXu Asp Glu Arg Gly Ser Ala Val Ala Arg Ala Arg Gly Arg Gly 

15 10 15 

Ser Arg Ser Pro Leu Cys Gly Arg Tyr Met Ser Gin Ser Lys His Thr 

20 25 30 

Glu Ala Arg Glu Leu Met Tyr Ser Gly Ala Leu Leu Phe Phe Ser His 

35 40 45 

Gly Gin Gin Asn Ser Ala Ala Asp Leu Ser Met Leu Val Leu Glu Ser 

SO 55 60 

Leu Glu Lys Ala Glu Val Glu Val Ala Asp Glu Leu Leu Glu Asn Leu 
65 70 75 80 

Ala Lys Val Phe Ser Leu Met Asp Pro Asn Ser Pro Glu Arg Val Thr 

85 90 95 

Phe Val Ser Arg Ala Leu Lys Trp Ser Ser Gly Gly Ser Gly Lys Leu 

100 105 110 

Gly His Pro Arg Leu His Gin Leu Leu Ala Leu Thr Leu Trp Lys Glu 

115 120 125 

Gin Asn Tyr Cys Glu Ser Arg Tyr His Phe Leu His Ser Ala Asp Gly 

130 135 140 

Glu Gly Cys Ala Asn Met Leu Val Glu Tyr Ser Thr Ser Arg Gly Phe 
145 150 155 160 

Arg Ser Glu Val Asp Met Phe Val Ala Gin Ala Val Leu Gin Phe Leu 

165 170 175 

Cys Leu Lys Asn Lys Ser Ser Ala Ser Val Val Phe Thr Thr Tyr Thr 

180 185 190 

Gin Lys His Pro Ser He Glu Asp Gly Pro Pro Phe Val Glu Pro Leu 
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195 200 205 

Leu Asn Phe lie Trp Phe Leu Leu Leu Ala Val Asp Gly Gly Lys Leu 

210 215 220 

Thr Val Phe Thr Val Leu Cys Glu Gin Tyr Gin Pro Ser Leu Arg Arg 
225 230 235 240 

Asp Pro Met Tyr Asn Glu Tyr Leu Asp Arg He Gly Gin Leu Phe Phe 

245 250 25S 

Gly Val Pro Pro Lys Gin Thr Ser Ser Tyr Gly Gly Leu Leu Gly Asn 

260 2€5 270 

Leu Leu Thr Ser Leu Met Gly Ser Ser Glu Gin Glu Asp Gly Glu Glu 

275 280 285 

Ser Pro Ser Asp Gly Ser Pro He Glu Leu Asp 
290 295 



<210> 3603 

<211> 1082 

<212> DNA 

<213> Homo sapiens 



<400> 3603 

nnagctcctg cggaaccgat ctcaagcaca aggacaagca ggaaaacggc gagaggactg 
60 

gaggggtgcc tctgatcaaa gcccccaaga gagaaacacc agatgaaaat ggtaaaaccc 
120 

agagagccga tgatttttaa atgtgtgttt gtgggtgaaa tggctgcgca ggtcggagcg 
180 

gtgcgcgtag tacgggcggt ggcggcgcag gaggagccgg acaaagaggg gaaggagaaa 
240 

cctcatgctg gggtctcccc gcggggagtt aaacggcagc gccgatctag cagtgggggg 
300 

tctcaggaga agcgggggcg gccgagccag gagccccctc tcgctccccc tcaccggcgg 
360 

cgtcgcagcc gccaacatcc tgggccgctg ccgccaacga atgcagcccc aactgtccca 
420 

ggccctgttg agcctcttct cctgccgcct ccgccgccac cttcgctggc acccgccggg 
480 

cccgctgtcg ctgcccctct cccggcccca agcacccggc cctcttcacc ttctcgcctc 
540 

tgacggtgag cgcggccggg cccaagcata agggccacaa ggagcggcac aagcaccatc 
600 

accaccgcgg ccccgatggt gaccccagct cctgcggaac cgatctcaag cacaaggaca 
660 

agcaggaaaa cggcgagagg actggagggg tgcctctgat caaagccccc aagagagaaa 
720 

caccagatga aaatggtaaa acccagagag ccgatgattt tgtcttgaag aaaataaaga 
780 

agaaaaagaa aaagaaacac cgagaagaca tgcgaggaag acgccttaaa atgtacaata 
840 

aggaagtaca aaccgtctgt gctggcctga cccgcatcag taaagaaatt ctcacccaag 
900 

gacaaataaa tagcacttca ggacttaata aggagtcctt caggtatctg aaagatgaac 
960 

agctgtgccg attaaatttg ggtatgcaag aatatcgggt accccaggga gtacaaacac 
1020 
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cttttatgac tcaccaggaa cattctattc gtagaaattt cttaaaaaca ggtactaaat 

1080 

tt 

1082 

<210> 3604 

<211> 146 

<212> PRT 

<2l3> Homo sapiens 

<400> 3604 



Met 


Lys 


Met Val Lys Pro Arg 


Glu 


Pro 


Met 


He Phe 


Lys 


Cys 


val 


Phe 


l 




5 






10 








15 




val 


Gly 


Glu Met Ala Ala Gin 


Val 


Gly 


Ala 


Val Arg 


val 


Val 


Arg 


Ala 






20 




25 








30 






Val 


Ala 


Ala Gin Glu Glu Pro 


Asp 


Lys 


Glu 


Gly Lys 


Glu 


Lys 


Pro 


His 






35 


40 








45 








Ala 


Gly 


Val Ser Pro Arg Gly 


val 


Lys 


Arg 


Gin Arg 


Arg 


Ser 


Ser 


Ser 




50 


55 








60 










Gly 


Gly 


Ser Gin Glu Lys Arg 


Gly 


Arg 


Pro 


Ser Gin 


Glu 


Pro 


Pro 


Leu 


65 




70 








75 








80 


Ala 


Pro 


Pro His Arg Arg Arg 


Arg 


Ser 


Arg 


Gin His 


Pro 


Gly 


Pro 


Leu 






85 






90 








95 




Pro 


Pro 


Thr Asn Ala Ala Pro 


Thr 


Val 


Pro 


Gly Pro 


Val 


Glu 


Pro 


Leu 






100 




105 








110 






Leu 


Leu 


Pro Pro Pro Pro Pro 


Pro 


Ser 


Leu 


Ala Pro 


Ala 


Gly 


Pro 


Ala 






115 


120 








125 








Val 


Ala 


Ala Pro Leu Pro Ala 


Pro 


Ser 


Thr 


Arg Pro 


Ser 


Ser 


Pro 


Ser 




130 


135 








140 











Arg Leu 
145 

<210> 3605 

<211> 2004 

<212> DNA 

<213> Homo sapiens 

<400> 3605 

nggcggcggc gatggccgag caggagggcg cccgcaacgg cggcccaacc gcggggcgtc 
60 

cagcgtgtgg agggcaagct gcgcgccagc gtcgagaagg gcgactacta cgaggcgcac 
120 

cagatgtacc ggaccctgtt cttcaggtac atgtcccaga gcaagcacac ggaggcccgg 
180 

gagctcatgt actcgggagc cctgctcttc ttcagccatg gccagcaaaa cagtgcagca 
240 

gacttgtcca tgctggtcct ggagtccctg gagaaggcgg aagtggaggt ggctgacgag 
300 

ctgctggaaa atctggctaa agtgttcagc ctgatggacc ccaactctcc tgagcgcgtg 
360 

acctttgtgt ccagagccct gaagtggtcc agtgggggct ccgggaagct gggccacccc 
420 

cggctgcacc agctgctggc cctcaccctg tggaaagaac aaaactattg tgagtcgagg 
480 
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tatcattttc cgcactcagc ggacggggag ggctgtgcca acatgctggt ggagtattcc 
S40 

acgtcccgcg gcttccgcag cgaggtggac atgtccgtgg ctcaggccgt gctacagttt 
600 

ctctgtttaa aaaacaaaag tagcgcatcg gtggtcttca cgacgtacac ccagaagcac 
660 

ccgtccatcg aggacgggcc tccgtttgtg gagccgctgc ttaacttcat ctggttcctg 
720 

ctgctggctg tggacggtgg gaagctgacg gtgttcactg tgctgtgtga gcagtaccag 
780 

ccacccctcc ggcgggaccc catgtacaac gagtacctcg accgcatagg acagctgttc 
840 

ttcggcgtcc cgcccaagca gacgtcttcc tacgggggcc tgctcgggaa ccttctgacc 
900 

agcctcatgg gctcctcaga gcaggaggat ggggaggaga gccccagcga cggcagcccc 
960 

atcgagctgg actgaactgg ccaggccacg tggagacacc acggtcgacg acggctggag 
1020 

ggacgtttca gaggcgagtc ctgggtggct cctcgccttg ggggctcctg gccctgaggc 
1080 

tggcggtggc cgcatgccgg cgcgtgtctg tttctgtgcg gcggctcagg gtggcgcggc 

1140 

tgctgctcac tgtgctgctg ggacccaaga gtggggcgtc gcccctgctg gccgccgcgt 
1200 

cccccgagat tgacccacaa taaagcacag gccttaccgc ggcgtcaccc tctcccactc 
1260 

ctttgttctg ggtcccttcg ggagggctga tgggcagcac aggaggcccg tcctcggggg 
1320 

gctgcgcaca tcacgctcct cgccgggcgt ccggcacagc tgcggtcacc aaagcaggtg 
1380 

ctggccctcg gacctgagag cccagccagg gcccatgtgg tctgcaaatg ggagcggctg 
1440 

tttttgaaca cggggtcatt ctgcagtcag gacgaaccgg tccccgtcgc agacggagtg 
1500 

cacgtgccct gcgccacatc ctcacgctcg gtggagggac gcgtgcggcg ggacggtgcc 
1560 

tacgggtact tgcagctgtg tcccatgtgg catcccagag ctgcgccctg ctggtctctg 
1620 

tgagcgccac gctgctgtgc tggaaatgcc gctttaaaaa gggataccgt gggactctgc 
1680 

ccgtctcttt cataacgcaa tatttatttg tattgggtga cgattgattc tttcgaccta 
1740 

acattttggg ttttaaccaa ataaccggtc caggagtgag cagctccgtt ctgtcagatg 
1800 

ctactccaaa tgttaccaga acgatgacaa aaggggagac gctctatttt ttcacagtta 
1860 

aatgacagtt gtagattgat acgcagttgt gcatgggaag gggaaacgca cagctttatt 
1920 

tactgtaaag tggaatttca ggaaggcttg tgtgaaccgt tgcgcataaa taaacccttt 
1980 

ctaccgggca aaaaaaaaaa aaaa 
2004 

<210> 3606 
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<211> 324 
<212> PRT 
<213> Homo sapiens 



<400> 3606 



Xaa 


Arg 


Arg 


Arg 


Trp 


Pro 


Ser Arg Arg Ala Pro Ala Thr Ala Ala 


Gin 


l 








5 




10 15 




Pro 


Arg 


Gly 


Val 


Gin 


Arg 


Val Glu Gly Lys Leu Arg Ala Ser Val 


Glu 








20 






25 30 




Lys 


Gly 


Asp 


Tyr 


Tyr 


Glu 


Ala His Gin Met Tyr Arg Thr Leu Phe 


Phe 






35 








40 45 




Arg 


Tyr 


Met 


Ser 


Gin 


Ser 


Lys His Thr Glu Ala Arg Glu Leu Met 


Tyr 




50 










55 60 




Ser 


Gly 


Ala 


Leu 


Leu 


Phe 


Phe Ser His Gly Gin Gin Asn Ser Ala 


Ala 


65 










70 


7S 


80 


Asp 


Leu 


Ser 


Met 


Leu 


Val 


Leu Glu Ser Leu Glu Lys Ala Glu Val 


Glu 










85 




90 95 




Val 


Ala 


Asp 


Glu 


Leu 


Leu 


Glu Asn Leu Ala Lys Val Phe Ser Leu 


Met 








100 






105 110 




Asp 


Pro 


Asn 


Ser 


Pro 


Glu 


Arg Val Thr Phe Val Ser Arg Ala Leu 


Lys 






115 








120 125 




Trp 


Ser 


Ser 


Gly 


Gly 


Ser 


Gly Lys Leu Gly His Pro Arg Leu His 


Gin 




130 










135 140 




Leu 


Leu 


Ala 


Leu 


Thr 


Leu 


Trp Lys Glu Gin Asn Tyr Cys Glu Ser 


Arg 


145 










150 


155 


160 


Tyr 


His 


Phe 


Leu 


His 


Ser 


Ala Asp Gly Glu Gly Cys Ala Asn Met 


Leu 










165 




170 175 




Val 


Glu 


Tyr 


Ser 


Thr 


Ser 


Arg Gly Phe Arg Ser Glu Val Asp Met 


Phe 








180 






185 190 




Val 


Ala 


Gin 


Ala 


Val 


Leu 


Gin Phe Leu Cys Leu Lys Asn Lys Ser 


Ser 






195 








200 205 




Ala 


Ser 


Val 


Val 


Phe 


Thr 


Thr Tyr Thr Gin Lys His Pro Ser lie 


Glu 




210 










215 220 




Asp 


Gly 


Pro 


Pro 


Phe 


Val 


Glu Pro Leu Leu Asn Phe He Trp Phe 


Leu 


225 










230 


235 


240 


Leu 


Leu 


Ala 


Val 


Asp 


Gly 


Gly Lys Leu Thr Val Phe Thr Val Leu 


Cys 










245 




250 255 




Glu 


Gin 


Tyr 


Gin 


Pro 


Ser 


Leu Arg Arg Asp Pro Met Tyr Asn Glu 


Tyr 








260 






265 270 




Leu 


Asp 


Arg 


He 


Gly Gin 


Leu Phe Phe Gly Val Pro Pro Lys Gin 


Thr 






275 








280 285 




Ser 


Ser 


Tyr 


Gly 


Gly Leu 


Leu Gly Asn Leu Leu Thr Ser Leu Met 


Gly 




290 










295 300 




Ser 


Ser 


Glu 


Gin 


Glu Asp 


Gly Glu Glu Ser Pro Ser Asp Gly Ser 


Pro 


305 










310 


315 


320 


He 


Glu 


Leu 


Asp 











<210> 3607 

<211> 1726 

<212> DNA 

<213> Homo sapiens 

<400> 3607 
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nacgcgtcgt gggagttggt ggaccccaca ccggacttgc aggcactgtt tgttcagttt 
60 

aacgaccaat tcttctgggg ccagctggag gccgtcgagg tgaagtggag cgtgcgaacg 
120 

accctgtgtg ctgggatatg cagctatgaa gggaagggtg gaatgtgttc catccgtctc 
180 

agcgaacccc ttttgaagtt gaggccaaga aaggatcttg tagagaccct cctgcatgaa 
240 

atgatacatg cctatttatt tgtcactaat aacgacaaag accgagaagg gcatggtcca 
300 

gaattttgta aacatatgca tcgcatcaac agcctgactg gagccaatat aacggtatac 
360 

catacttttc acgatgaggt ggatgagtat cggcgacact ggtggcgctg caatgggccg 
420 

tgccagcaca ggccaccgta ttacggctat gtcaaacgag ctactaacag ggaaccctct 
4 80 

gctcatgact attggtgggc tgagcaccag aaaacctgtg gaggcactta cataaaaatc 
540 

aaggaaccag agaattactc aaaaaaaggc aaaggaaagg caaaactagg aaaggaacca 
600 

gtattggccg cagagaataa agataaaccc aacagaggtg aggcccagct agtaacccct 
660 

tttagtggga aaggatatgt tctaggagaa acaagcaatt taccttcacc tgggaaactg 
720 

atcacttcac atgccattaa taaaacccaa gatcctttaa atcaaaacca ttcagcaaat 
780 

gctgtaagac ctaattctaa aatcaaggtg aaatttgaac agaatggttc aagtaaaaat 
840 

tctcatctgg tctcccctgc tgttagtaac agtcaccaaa atgttctaag caactacttt 
900 

cctagagtat catttgccaa ccaaaaggct ttcagaggtg tgaatggatc tccaaggata 
960 

agtgtaacag ttggcaacat ccctaaaaac tcagtctctt ctagttctca gagaagggtt 
1020 

tcatcttcta agatatccct aagaaattct tcaaaagtaa cggaatcagc atctgtgatg 
1080 

ccatcccagg atgtgagtgg gtctgaagat acattcccaa ataaacgacc taggctagaa 
1140 

gataagactg tttttgacaa tttttttatc aagaaagagc aaataaaaag cagtggtaat 
1200 

gatccaaagt atagtacaac cacagctcag aattccagca gttcatccag tcagagcaaa 
1260 

atggttaatt gcccagtttg tcagaatgaa gttctgggag tctcagatta atgagcactt 
1320 

ggactggtgc cttgaaggtg acagcatcaa agtcaaaagc gaagaaagtc tttgaaaaag 
1380 

gtttcaaagt ctcaagtacc acctgtatta tctcactaat gtgctatgtc agccagtcag 
1440 

gaagttctgg ttaatactaa gatttgtagg ttataatcta gttcacataa ccaatagaaa 
1500 

gtgtcctatt ttatatatac gcatataaga ttgtaatttt aagatgtttt gtgtctcagg 
1560 

gtgctacatt cactcttgcc ttaggtatac tgtaacccag gttctgcctg tcgtgtataa 
1620 
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tttttagata cttttgttct ttcttgctct taaggatttt aaaaacctgt taatcttttt 
1680 

atttgtatac tttcctaaaa atattc'atat ggggaatcct gtcaaa 
1726 

<210> 3608 

<211> 436 

<212> PRT 

<213> Homo sapiens 



<400> 3608 



Xaa 


Ala 


Ser 


Trp 


Glu 


Leu 


vai 


Asp 


Pro 


Thr 


Pro 


Asp 


Leu 


Gin 


Ala 


Leu 


1 








5 










10 










15 




Phe 


Val 


Gin 


Phe 


Asn 


Asp 


bin 


Phe 


Phe 


Trp 


Gly 


Gin 


Leu 


Glu 


Ala 


Val 








20 










25 










30 






Glu 


Val 


Lys 


Trp 


Ser 


vai 


Arg 


Met 


Thr 


Leu 


Cys 


Axa 


Gly 


He 


Cys 


Ser 






35 










40 










45 








Tyr 


Glu 


Gly 


Lys 


Gly 


G y 


Met 


Cys 


Ser 


He 


Arg 


Leu 


Ser 


G u 


Pro 


Leu 




50 










55 










60 










Leu 


Lys 


Leu 


Arg 


Pro 


Arg 


Lys 


Asp 


Leu 


Val 


Glu 


Thr 


Leu 


Leu 


His 


Glu 


6S 










70 










75 










80 


Met 


He 


His 


Ala 


Tyr 


Leu 


Phe 


Val 


Thr 


Asn 


Asn 


Asp 


Lys 


Asp 


Arg 


Glu 










85 










90 










95 




Gly 


His 


Gly 


Pro 


Glu 


Phe 


Cys 


Lys 


His 


Met 


HIS 


Arg 


He 


Asn 


Ser 


Leu 








100 










105 










110 






Thr 


Gly 


Ala 


Asn 


He 


Thr 


Val 


Tyr 


His 


Thr 


Phe 


His 


Asp 


Glu 


Val 


Asp 






115 










120 










125 








Glu 


T 

Tyr 


Ara 


Arg 


His 


Tim 


Tnj 


Arg 


Cvs 
v-yt» 


Asn 


Glv 

MA/ 


Pro 


Cys 


Gin 


His 


Ara 




130 










135 










140 










Pro 


Pro 


Tyr 


Tyr 


Gly 


Tyr 


Val 


Lys 


Arg 


Ala 


Thr 


Asn 


Arg 


Glu 


Pro 


Ser 


14S 










150 










155 










160 


Ala 


His 


Asp 


Tyr 


Trp 


Trp 


Ala 


Glu 


His 


Gin 


Lys 


Thr 


Cys 


Gly 


Gly 


Thr 










165 










170 










175 




Tyr 


He 


Lys 


He 


Lys 


Glu 


Pro 


Glu 


Asn 


Tyr 


Ser 


Lys 


Lys 


Gly 


Lys 


Gly 








180 










185 










190 






Lys 


Ala 


Lys 


Leu 


Gly 


Lys 


Glu 


Pro 


val 


Leu 


Ala 


Ala 


Glu 


Asn 


Lys 


Asp 






195 










200 










205 








Lys 


Pro 


Asn 


Arg 


Gly 


Glu 


Ala 


Gin 


Leu 


Val 


He 


Pro 


Phe 


Ser 


Gly 


Lys 




210 










215 










220 










Gly 


Tyr 


Val 


Leu 


Gly 


Glu 


Thr 


Ser 


Asn 


Leu 


Pro 


ser 


Pro 


Gly 


Lys 


Leu 


225 










230 










23S 










240 


He 


Thr 


Ser 


His 


Ala 


He 


Asn 


Lys 


Thr 


Gin 


Asp 


Leu 


Leu 


Asn 


Gin 


Asn 










245 










250 










255 




His 


Ser 


Ala 


Asn 


Ala 


Val 


Arg 


Pro 


Asn 


Ser 


Lys 


He 


Lys 


Val 


Lys 


Phe 








260 










265 










270 






Glu 


Gin 


Asn 


Gly 


Ser 


Ser 


Lys 


Asn 


Ser 


His 


Leu 


Val 


Ser 


Pro 


Ala 


Val 






275 










280 










285 








Ser 


Asn 


Ser 


His 


Gin 


Asn 


Val 


Leu 


Ser 


Asn 


Tyr 


Phe 


Pro 


Arg 


Val 


Ser 




290 










295 










300 










Phe 


Ala 


Asn 


Gin 


Lys 


Ala 


Phe 


Arg 


Gly 


Val 


Asn 


Gly 


Ser 


Pro 


Arg 


He 


305 










310 










315 










320 


Ser 


Val 


Thr 


Val 


Gly 


Asn 


He 


Pro 


Lys 


Asn 


Ser 


Val 


Ser 


Ser 


Ser 


Ser 










32S 










330 










335 




Gin 


Arg 


Arg 


Val 


Ser 


Ser 


Ser 


Lys 


He 


Ser 


Leu 


Arg 


Asn 


Ser 


Ser 


Lys 
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340 345 350 

Val Thr Glu Ser Ala Ser Val Met Pro Ser Gin Asp Val Ser Gly Ser 

3S5 360 365 

Glu Asp Thr Phe Pro Asn Lys Arg Pro Arg Leu Glu Asp Lys Thr Val 

370 375 380 

Phe Asp Asn Phe Phe lie Lys Lys Glu Gin lie Lys Ser Ser Gly Asn 
385 390 395 400 

Asp Pro Lys Tyr Ser Thr Thr Thr Ala Gin Asn Ser Ser Ser Ser Ser 

405 410 415 

Ser Gin Ser Lys Met Val Asn Cys Pro Val Cys Gin Asn Glu Val Leu 

420 425 430 

Gly Val Ser Asp 
435 



<210> 3609 

<211> 1286 

<212> DNA 

<213> Homo sapiens 



<400> 3609 

ntcttgcact taagttgccc ttgaagatgg ttntgccttg ggcctggaac cccgagggag 
60 

ttcagcttca ccaaatcatc ccaagctttc cgtgcactga gagacatgct ggccgtggcc 
120 

tgcgtcaacc agtgggagca gctgaggggg ccgggtggca acgaggatgg gccacagaag 
180 

ctggacttgg aagctgatgc tgagccccaa gacctcgaga gtacgaacct cttggagagt 
240 

gaagctccca gggactattt cctcaagttt gcctatattg tggatttgga cagcgacaca 
300 

gcagacaagt tcctgcagct gntttggaac caaaggtgtc aagagggtgc cgtgtcctat 
360 

caannctacc ccttgtcgcc cacccgcttc acccattgtg agcaggtgct gggcgagggt 
420 

gccctggacc gaggcaccta ctactgggag gtggagatta tcgagggctg ggtcagcatg 
480 

ggggtcatgg ccgcagactt ctccccacaa gagccctacg accgcggccg gctgggccgc 
540 

aacgcccact cctgctgcct gcagtggaat ggacgcagct tctccgtctg gtttcatggg 
600 

ctggaggctc ccctgcccca ccccttctcg cccacggttg gggtctgcct ggaatacgct 
660 

gaccgtgcct tggccttcta tgctgtacgg gacggcaaga tgagcctcct gcggaggctg 
720 

aaggcctccc ggccccgccg gggtggcatc ccggcctccc ccattgaccc cttccagagc 
780 

cgcctggaca gtcactttgc ggggctcttc acccacagac tcaagcctgc cttcttcctg 
840 

gagagtgtgg acgcccactt gcagatcggg cccctcaaga agtcctgcat atccgtgctg 
900 

aagaggaggt gatgccgggc acgggcgctc ctgctgccgt ctctgctcca ggaagctgcc 
960 

tcctctgggc cctctccttc gtctgggaag gcaccagcat gagtcccaca cacccagcct 
1020 
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tctcatttct agaggcttcc 
1080 

gacccccaga ccctgttccc 
1140 

cagctccaag ctaccctaac 
1200 

gtagatgctc aataaacact 
1260 

ccgctaattt agtagtagta 
1286 



acctttttat acactcagcc 
ctgcagacct cacttctggg 
ccctcctttc ccaggtttct 
tgtcgagggg cccgatctgc 
gtaggc 



ttccctctcc caggcaggag 
agacagagct acagctggga 
agaatagtgt ctggcatgta 
aagtggggtc cgtcgaccgg 



<210> 3610 

<211> 268 

<212> PRT 

<213> Homo sapiens 



<400> 3610 

Met Leu Ala Val Ala Cys Val Asn Gin Trp Glu Gin Leu Arg Gly Pro 

1 S 10 15 

Gly Gly Asn Glu Asp Gly Pro Gin Lys Leu Asp Leu Glu Ala Asp Ala 

20 25 30 

Glu Pro Gin Asp Leu Glu Ser Thr Asn Leu Leu Glu Ser Glu Ala Pro 

35 40 45 

Arg Asp Tyr Phe Leu Lys Phe Ala Tyr lie Val Asp Leu Asp Ser Asp 

SO 55 60 

Thr Ala Asp Lys Phe Leu Gin Leu Xaa Trp Asn Gin Arg Cys Gin Glu 
65 70 75 80 

Gly Ala Val Ser Tyr Gin Xaa Tyr Pro Leu Ser Pro Thr Arg Phe Thr 

85 90 95 

His Cys Glu Gin Val Leu Gly Glu Gly Ala Leu Asp Arg Gly Thr Tyr 

100 105 110 

Tyr Trp Glu Val Glu lie lie Glu Gly Trp Val Ser Met Gly Val Met 

115 120 125 

Ala Ala Asp Phe Ser Pro Gin Glu Pro Tyr Asp Arg Gly Arg Leu Gly 

130 135 140 

Arg Asn Ala His Ser Cys Cys Leu Gin Trp Asn Gly Arg Ser Phe Ser 
145 150 155 160 

Val Trp Phe His Gly Leu Glu Ala Pro Leu Pro His Pro Phe Ser Pro 

165 170 175 

Thr Val Gly Val Cys Leu Glu Tyr Ala Asp Arg Ala Leu Ala Phe Tyr 

180 18S 190 

Ala Val Arg Asp Gly Lys Met Ser Leu Leu Arg Arg Leu Lys Ala Ser 

195 200 205 

Arg Pro Arg Arg Gly Gly He Pro Ala Ser Pro He Asp Pro Phe Gin 

210 215 220 

Ser Arg Leu Asp Ser His Phe Ala Gly Leu Phe Thr His Arg Leu Lys 
225 230 235 240 

Pro Ala Phe Phe Leu Glu Ser Val Asp Ala His Leu Gin He Gly Pro 

245 250 255 

Leu Lys Lys Ser Cys He Ser Val Leu Lys Arg Arg 
260 265 



<210> 3611 
<211> 816 
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<212> DNA 

<213> Homo sapiens 

<400> 3611 

tacggggtcc actattatgc agtgaaggac aagcagggca taccatggtg gctgggcctg 
60 

agctacaaag ggatcttcca gtatgactac catgataaag tgaagccaag aaagatattc 
120 

caatggagac agttggaaaa cctgtacttc agagaaaaga agttttccgt ggaagttcat 
180 

gacccacgca gggctccagt gacaaggagg acgtttgggc acagcggcat tgcagtgcac 
240 

acgtggtatg catgcccggc attgatcaag tccatctggg ctatggccat aagccaacac 
300 

cagttctatc tggacagaaa gcagagtaag tccaaaatcc atgcagcacg cagcctgagt 
360 

gagatcgcca tcgacctgac cgagacgggg acgctgaaga cctcgaagct ggccaacatg 
420 

ggtagcaagg ggaagatcat cagcggcagc agcggcagcc tgctgtcttc aggtcctcag 
480 

gaatcagata gctcgcagtc ggccaagaag gacatgctgg ctgccttgaa gtccaggcag 
540 

gaagctctgg aggaaaccct gcgtcagagg ctggaggaac tgaagaagct gtgtctccga 
600 

gaagctgagc tcacgggcaa gctgccagta gaatatcccc tggatccagg ggaggaacca 
660 

cccattgttc ggagaagaat aggaacagcc ttcaaactgg atgaacagaa aatcctgccc 
•720 

aaaggagagg aagctgaact ggaacgcctg gaacgagagt ttgccattca gtcccagatt 
780 

acggaggccg cccgccgcct agccagtgac cccaac 
816 

<210> 3612 
<211> 272 
<212> PRT 

<213> Homo sapiens 
<400> 3612 

Tyr Gly Val His Tyr Tyr Ala Val Lys Asp Lys Gin Gly He Pro Trp 

is 10 15 

Trp Leu Gly Leu Ser Tyr Lys Gly He Phe Gin Tyr Asp Tyr His Asp 

20 25 30 

Lys Val Lys Pro Arg Lys He Phe Gin Trp Arg Gin Leu Glu Asn Leu 

35 40 45 

Tyr Phe Arg Glu Lys Lys Phe Ser Val Glu val His Asp Pro Arg Arg 

50 55 60 

Ala Ser Val Thr Arg Arg Thr Phe Gly His Ser Gly He Ala Val His 
65 70 75 80 

Thr Trp Tyr Ala Cys Pro Ala Leu He Lys Ser He Trp Ala Met Ala 

85 90 95 

He Ser Gin His Gin Phe Tyr Leu Asp Arg Lys Gin Ser Lys Ser Lys 

100 105 HO 

He His Ala Ala Arg Ser Leu Ser Glu He Ala He Asp Leu Thr Glu 
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115 




120 










125 






Thr Gly 


Thr 


Leu 


Lys Thr Ser Lys 


Leu 


Ala 


Asn 


Met 


Gly 


Ser Lys 






130 






X35 








140 








Lys 


lie 


lie 


Ser 


Gly Ser Ser Gly 


Ser 




Leu 


Ser 




Gly Ser 


Gin 


145 








ISO 






155 








160 


Glu 


Ser 


Asp 


Ser 


Ser Gin Ser Ala 


Lys 


Lys 


Asp 


Met 


Leu 


Ala Ala 


Leu 








16S 




170 








175 




Lys 


Ser 


Arg 


Gin 


Glu Ala Leu Glu 


Glu 


Thr 


Leu 


Arg 


Gin 


Arg Leu 


Glu 




180 




185 










190 




Glu 


Leu 


Lys 
195 


Lys 


Leu Cys Leu Arg 
200 


Glu 


Ala 


Glu 


Leu 


Thr 
20S 


Gly Lys 


Leu 


Pro 


Val 
210 


Glu 


Tyr 


Pro Leu Asp Pro 
215 


Gly 


Glu 


Glu 


Pro 
220 


Pro 


lie Val 


Arg 


Arg 


Arg 


lie 


Gly 


Thr Ala Phe Lys 


Leu 


Asp 


Glu 


Gin 


Lys 


He Leu 


Pro 


225 








230 






235 








240 


Lys 


Gly 


Glu 


Glu 


Ala Glu Leu Glu 


Arg 


Leu 


Glu Arg 


Glu 


Phe Ala 


He 






245 




250 








255 




Gin 


Ser 


Gin 


He 
260 


Thr Glu Ala Ala 


Arg 
265 


Arg 


Leu 


Ala 


Ser 


Asp Pro 
270 


Asn 



<210> 3613 

<211> 659 

<212> DNA 

<213> Homo sapiens 

<400> 3613 

acgcgtaaag ttgcctttca agctctggcc tccgggcacg cgatgctccg cggcgggctg 
60 

actcagggct gccttgggcc tccctgccac cctcctggaa atgatgcaag tcctgactgt 
120 

cacctggatc cctgcagccc agcctggaat gcgtctggat taggggaaag acgagaaacg 
180 

acactccagg tgttgcacgg cccaccaaag cgggaagata gggcagttgc tcagaccaaa 
240 

tactgtatct agtgcttctg ctcctatctt caatcgtggg gttcttttta atgcaaagtg 
300 

tcacaaggcc, aggaattccc atgtgtgctc agttggccca cagcatcatt gtgcctagga 
360 

aactgcttca atttatcaag tcctctgggc tgggaatctc actgaattcc aaacggcgga 
420 

aagaggaaac tttcccaacc cgatgtgggt gtgacgcgag ccaggggccc cagggacact 
480 

gtcccagagc acaccgtccc cctttaacag caactggagc ttggattcgc tcttatattg 
540 

tacagtcctt tcgaccattg ccctggagca cccgcacacg cgcacgcatc tccggccgcg 
600 

ctcacacaca ctcatacaca cgcacgcaaa cgcggtcgga gaagagcccc ccccccccc 
659 

<210> 3614 

<211> 123 

<212> PRT 

<213> Homo sapiens 
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<400> 3614 














Met Gin 


Ser 


val 


Thr Arg 


Pro Gly 


He 


Pro 


Met Cys Ala Gin Leu Ala 


1 






5 






10 


15 


His Ser 


lie 


He 


Val Pro 


Arg Lys 


Leu 


Leu 


Gin Phe He Lys Ser Ser 






20 






25 




30 


Gly Leu 


Gly 


He 


Ser Leu 


Asn Ser 


Lys 


Arg 


Arg Lys Glu Glu Thr Phe 




35 






40 






45 


Pro Thr 


Arg 


Cys 


Gly Cys 


Asp Ala 


Ser 


Gin 


Gly Pro Gin Gly His Cys 


50 








55 






60 


Pro Arg 


Ala 


His 


Arg Pro 


Pro Leu 


Thr 


Ala 


Thr Gly Ala Trp He Arg 


65 






70 








75 80 


Ser Tyr 


He 


Val 


Gin Ser 


Phe Arg 


Pro 


Leu 


Pro Trp Ser Thr Arg Thr 








85 






90 


95 


Arg Ala 


Arg 


He 


Ser Gly 


Arg Ala 


His 


Thr 


His Ser Tyr Thr Arg Thr 






100 






105 




110 


Gin Thr 


Arg 


Ser 


Glu Lys 


Ser Pro 


Pro 


Pro 


Pro 




115 






120 









<210> 3615 

<211> 1388 

<212> DNA 

<213> Homo sapiens 

<400> 361S 

nnggcagagc ctcccgaaga aaagggagcc gcgcagcgcc tacgggagtc cggcggcagc 
60 

agccggtacc ggcaaccacg ggcagctctc agggaatctc cgtcgtgagg ccagaggctc 
120 

cagtccccgc gagtccagat gcctgtccag cctccaagca aagacacaga agagatggaa 
180 

gcagagggtg attctgctgc tgagatgaat ggggaggagg aagagagtga ggaggagcgg 
240 

agcggcagcc agacagagtc agaagaggag agctccgaga tggatgatga ggactatgag 
300 

cgacgccgca gcgagtgtgt cagtgagatg ctggacctag agaagcagtt ctcggagcta 
360 

aaggagaagt tgttcaggga acgaccgagt cagctgcggt tgcggctgga ggaagtgggg 
420 

gctgagagag cccctgaata cacggagccc cttggggggc tgcagcggag cctcaagatt 
480 

cgcattcagg tggcagggat ctacaagggc ttctgtctgg atgtgatcag gaataagtac 
540 

gaatgtgagc tgcagggagc caaacagcac ctggagagtg agaagctgct gctctatgac 
600 

acgctgcagg gggagctgca ggagcggatc cagaggctgg aggaggaccg ccagagcctg 
660 

gacctcagct ctgaatggtg ggacgacaaa ctgcacgcca gaggcagctc caggtcttgg 
720 

gactccctgc cgcccagcaa gaggaagaag gcacctctgg tttctggccc atacatcgtg 
780 

tacatgcttc aagagatcgg catcctggag gactggacag ccatcaaaaa ggctagggca 
840 

gctgtgtccc ctcagaagag aaaatcggat gacaggcgga cccacaggcc cctcagggtc 
900 
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tgcccagcca ggctcctgtg gtgctgctgg gccctcccac tccatctggc actggcctgg 
960 

actcctcccc tgccctcctc gaggcctgca cagctgtggc cgtggagctg acctgaccag 
1020 

gcaaggctgc tgtctccatc cctgagccgc ctgccacctc ccactcctga agatccatct 
1080 

cttggggctc ccctgacaga gaagacagcc gaagtcaaag ccacatcctc ttgctgatgt 
1140 

tggatgcagg ctgtccggcc tcagggccag ggagccagtt tccactgtgc gggaactctg 
1200 

agtcagacgt gattatctgg gggtctgtcc accctggctg gacctggagg caagatgcca 
1260 

ggccccccag gtgttctcag ggcagttctt ggtgtctgct tctcagattc caaggactgg 
1320 

aattaaaacc tttcctggga ctctggaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
1380 

aaaaaaaa 
138B 



<210> 3616 
<211> 290 
<212> PRT 

<213> Homo sapiens 



<400> 3616 



Met Pro 


Val 


Gin 


Pro 


Pro 


Ser 


Lys 


Asp 


Thr Glu Glu 


Met 


Glu 


Ala 


Glu 


1 






5 










10 






15 




Gly Asp 


Ser 


Ala 


Ala 


Glu 


Met 


Asn 


Gly 


Glu Glu Glu 


Glu 


Ser 


Glu 


Glu 






20 










2S 






30 






Glu Arg 


Ser 


Gly 


Ser 


Gin 


Thr 


Glu 


Ser 


Glu Glu Glu 


Ser 


Ser 


Glu 


Met 




35 










40 






45 








Asp Asp 


Glu 


Asp 


Tyr 


Glu 


Arg 


Arg 


Arg 


Ser Glu Cys 


Val 


Ser 


Glu 


Met 


SO 










55 






60 










Leu Asp 


Leu 


Glu 


Lys 


Gin 


Phe 


Ser 


Glu 


Leu Lys Glu 


Lys 


Leu 


Phe 


Arg 


65 








70 








75 








80 


Glu Arg 


Leu 


Ser 


Gin 


Leu 


Arg 


Leu 


Arg 


Leu Glu Glu 


Val 


Gly 


Ala 


Glu 








85 










90 






95 




Arg Ala 


Pro 


Glu 


Tyr 


Thr 


Glu 


Pro 


Leu 


Gly Gly Leu 


Gin 


Arg 


Ser 


Leu 






100 










105 






110 






Lys lie 


Arg 


lie 


Gin 


Val 


Ala 


Gly 


He 


Tyr Lys Gly 


Phe 


Cys 


Leu 


Asp 




115 










120 






125 








Val lie 


Arg 


Asn 


Lys 


Tyr 


Glu 


Cys 


Glu 


Leu Gin Gly 


Ala 


Lys 


Gin 


His 


130 










135 






140 










Leu Glu 


Ser 


Glu 


Lys 


Leu 


Leu 


Leu 


Tyr 


Asp Thr Leu 


Gin 


Gly 


Glu 


Leu 


145 








ISO 








155 








160 


Gin Glu 


Arg 


lie 


Gin 


Arg 


Leu 


Glu 


Glu 


Asp Arg Gin 


Ser 


Leu 


Asp 


Leu 








16S 










170 






175 




Ser Ser 


Glu 


Trp 


Trp 


Asp 


Asp 


Lys 


Leu 


His Ala Arg 


Gly 


Ser 


Ser 


Arg 






180 










185 






190 






Ser Trp 


Asp 


Ser 


Leu 


Pro 


Pro 


Ser 


Lys 


Arg Lys Lys 


Ala 


Pro 


Leu 


val 




195 










200 






205 








Ser Gly 


Pro 


Tyr 


He 


Val 


Tyr 


Met 


Leu 


Gin Glu He 


Gly 


He 


Leu 


Glu 


210 










215 






220 










Asp Trp 


Thr 


Ala 


He 


Lys 


Lys 


Ala 


Arg 


Ala Ala Val 


Ser 


Pro 


Gin 


Lys 
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225 230 23S 240 

Arg Lys Ser Asp Asp Arg Arg Thr His Arg Pro Leu Arg Val Cys Pro 

245 250 255 

Ala Arg Leu Leu Trp Cys Cy3 Trp Ala Leu Pro Leu His Leu Ala Leu 

260 265 270 

Ala Trp Thr Pro Pro Leu Pro Ser Ser Arg Pro Ala Gin Leu Trp Pro 
275 280 285 

Trp Ser 
290 

<210> 3617 
<211> 804 
<212> DNA 

<213> Homo sapiens 
<400> 3617 

nnccaacctg catgagattc agtttggccg aaccttccag catcagcttc gagattctgg 
60 

ggctttaaca gcaagggaga ggtgcatggg atcaatggga cccaatgggg ccagactctg 
120 

aggatgggat ggtagtagtg aaggacatag gatgggggta gagtgtggag actttttgaa 
180 

atagtataga tgaatgccct gaggggactg tgaacaagct ctgcccctct taggaaatca 
240 

atggggaatc aactaaatta aataaaaaat ggggtcaaga ttaagaggca gggtcaccca 
300 

gggaatggtt taggtcctgg catctttgaa ggggttggaa gggctggcag gaggcactga 
360 

gggccctggg ccctgggcca ggtggtgaat tacagcgact cacggacagc agaagagatc 
420 

tgtgagagca gctccaagat gatcaccttc atcgacctgg caggccacca taagtaccta 
480 

cacaccacca tctttggcct cacatcatac tgccccgact gcgccctgct cctcgtcagt 
540 

gccaacactg ggattgctgg caccacaagg gaacatctgg ggctggccct ggccctgaaa 
600 

gtgcccttct tcatcgtggt cagcaagatc gacctatgtg ccaagaccac agtggagagg 
660 

acagtacgcc agctggagcg ggtcctcaag cagcctggct gccacaaggt ccccatgctg 
720 

gtcacctctg aggatgatgc cgtcactgct gcccagcagt ttgctcagtc acccaatgtc 
780 

acccccatct tcacattgtc cagt 
804 

<210> 3618 
<211> 148 
<212> PRT 

<213> Homo sapiens 
<400> 3618 

Gly Pro Trp Ala Leu Gly Gin Val Val Asn Tyr Ser Asp Ser Arg Thr 

15 10 15 

Ala Glu Glu He Cys Glu Ser Ser Ser Lys Met He Thr Phe He Asp 
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20 25 30 

Leu Ala Gly His His Lys Tyr Leu His Thr Thr lie Phe Gly Leu Thr 

35 40 45 

Ser Tyr Cys Pro Asp Cys Ala Leu Leu Leu Val Ser Ala Asn Thr Gly 

50 55 60 

lie Ala Gly Thr Thr Arg Glu His Leu Gly Leu Ala Leu Ala Leu Lys 
65 70 75 80 

val Pro Phe Phe He Val Val Ser Lys He Asp Leu Cys Ala Lys Thr 

85 90 95 

Thr Val Glu Arg Thr Val Arg Gin Leu Glu Arg Val Leu Lys Gin Pro 

100 105 110 

Gly Cys His Lys Val Pro Met Leu Val Thr Ser Glu Asp Asp Ala Val 

US 120 125 

Thr Ala Ala Gin Gin Phe Ala Gin Ser Pro Asn Val Thr Pro He Phe 

130 135 140 

Thr Leu Ser Ser 
145 

<210> 3619 

<211> 948 

<212> DNA 

<213> Homo sapiens 



<400> 3619 

acgcgtcggc agaggtggct tcgtcccgcg 
60 

ctttcctcct agagatcaga tgtcggaact 
120 

aggtgtcctc tcttgagaag aactgtccat 
180 

ctcaggatgc ccatagggat gggtgaagcc 
240 

tcatctcatt agggccccac agtggcatta 
300 

tcctggtgtc ggtgctggca gcggtcctgt 
360 

ccacactgga ggaggagctg gccctcagcc 
420 

ggatcgacta cccgaaggca ctgcagatcc 
480 

cgggccgcac gcacacagac cgcatctgcc 
S40 

ctgaggagtt catcttcttc catggcaaca 
600 

ggcgcttcca gccagccctg ctcgacctat 
660 

tcaacttcgt ggagctgcct gctgctgccc 
720 

cagacgtggc cctcatcgcc aaccgcttca 
780 

acgacctgct gccactcttc tacaccctgc 
840 

ggctcttctt catggagggc tggggcgagg 
900 



gagtccaggc ttcagctcct ggcttctctt 

ccagctgagg gcatgtctta ctgggcacgc 

accatggtgg tggtaaggct ttcaccagtt 

tgcctggccc gtggtgcttt ccagtggccg 

ggatgcacct ctcggcggtg ttcaacgccc 

ggaagcatgt gcggctgcgt gagcatgcag 

gacaggccac agagccagcc ccagcactga 

tgatggaggg cggcacacac atggtgtgca 

gcttcaagtg gctctgctac tccaacgagg 

cctctgtcat gctgcccaac ctgggctccc 

ccaccgtgga ggaccacaac actcagtact 

tgcgcttcat gcccaagccg gtgttcgtgc 

accccgacaa cctcatgcac gtctttcatg 

ggcagtttcc cggcctggcc cacgaggcac 

gtgcacactt cgacctctac aagctgctca 
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gccccaagca gcctctcctg cgggcacagc tgaagaccct gggccggc 
948 



<210> 3620 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 3620 

Trp Arg Ala Ala His Ttar Trp Cys Ala Arg Ala Ala Arg Thr Gin Thr 

15 10 15 

Ala Ser Ala Ala Ser Ser Gly Ser Ala Thr Pro Thr Arg Leu Arg Ser 

20 25 30 

Ser Ser Ser Ser Met Ala Thr Pro Leu Ser Cys Cys Pro Thr Trp Ala 

3S 40 45 

Pro Gly Ala Ser Ser Gin Pro Cys Ser Thr Tyr Pro Pro Trp Arg Thr 

50 55 60 

Thr Thr Leu Ser Thr Ser Thr Ser Trp Ser Cys Leu Leu Leu Pro Cys 
65 70 75 80 

Ala Ser Cys Pro Ser Arg Cys Ser Cys Gin Thr Trp Pro Ser Ser Pro 

85 90 95 

Thr Ala Ser Thr Pro Thr Thr Ser Cys Thr Ser Phe Met Thr Thr Cys 

100 105 HO 

Cys His Ser Ser Thr Pro Cys Gly Ser Phe Pro Ala Trp Pro Thr Arg 

US 120 12S 

His Gly Ser Ser Ser Trp Arg Ala Gly Ala Arg Val His Thr Ser Thr 

130 . 135 140 

Ser Thr Ser Cys Ser Ala Pro Ser Ser Leu Ser Cys Gly His Ser 
145 ISO 155 



c210> 3621 

<211> 2934 

<212> DNA 

<213> Homo sapiens 



<400> 3621 

cccggggcga gacggtgctt tcgcggcgtg tgcttgcagg agcgcacagt tcaggcgccg 
60 

ggacaagctg Ctggggtgtg agtgagctct ccagaatggc acatggctcc ggggtgcccg 
120 

ggttaaaagg aaggatttgc acaccttcca cttagggctc gggtaatccc aaacttcctc 
180 

ccttaattgg gcttgcagtg ctaaaaagca gatcgttctc tctgaggttt tcccaacagt 
240 

acctcaagaa aataacatct gttttttgta acgttccaca gtattcggaa ttggctacag 
300 

aacataataa gatccttgcc agcacattac agaatatttt tgttgaacct tcttgagaat 
360 

tcagagaaac tgctgagtga ccactgaacg aaaagatcta atcttaaggc ttacgcgtgt 
420 

tccatccacc acatcagaac aatgtcgtat gtttttgtaa atgattcttc tcagactaac 
480 

gtgcccttgc tgcaagcctg tattgatggg gactttaatt attccaagcg gcttttggaa 
S40 
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agtggctttg acccaaacat tcgtgacagc aggggcagaa caggccttca ccttgcagca 
600 

gctcgaggga atgtagacat ctgccagcta ctgcataaat tcggtgccga tcttctggcc 
660 

acagattatc aaggaaacac agctcttcac ctctgtggcc atgtggacac tatccaattt 
720 

ttggtttcca atggactcaa aattgatatt cgcaatcatc aaggtgctac ccctttagtt 
780 

ctggcaaagc gcagaggagt aaataaagat gtcatccgat tgctggaatc tttggaagaa 
840 

caggaggtga aaggatttaa cagaggaacc cactcgaaac tggagaccat gcaaacagct 
900 

gagagtgaaa gtgccatgga aagccattca ctcctcaatc ccaacctgca gcaaggtgaa 
960 

ggagtcctct ccagcttccg aaccacgtgg caggagtttg tggaggatct gggcttctgg 
1020 

agagtattgc tgttgatctc cgtcattgct ttgctgtctc ttggcattgc ttattatgtg 
1080 

agtggggtgc tacccttcgt ggaaaaccag cctgaactgg tgcattaaag gagctcatgg 
1140 

aagatgaggc aattaatttc ctgtttcctg gcttccaatg tctgttctca gtttctcaga 
1200 

atttttctta gcgcaaagca gtgagggcag tacatgttct ttttgcattt ttaattattg 
1260 

taatcctttt agataatgat gtgttcattt gaactaacta catactatga tcaagtatat 
1320 

tgcatcctaa cgctacctct gactcaacct gactttgtag gaaagcctac acgtagcctt 
1380 

gtttgataaa aacacggaag tgactagaga atggaagata aaggaagaag ctaggaagtc 
1440 

cttgctatca aaaccttatc ctaatatagg accaattgaa gtattcaaaa agaaaaacag 
1500 

tatcttatat gactagtttt tgttggtggt tttgttttca tttatttttg caagagccac 
1560 

tttttattta ctctctctag ggataagaga taaaacttga agtacttttt tcaaatcttg 
1620 

tgtgcaaatt agtattgtta gcatctattt ggcttatttt agtattttta agtctagtca 
1680 

caaaccaaac aaaacttttg aaaatgagct atattttgtt caaagataat tgatttgatc 
1740 

ttatattcat ttgtttttag gataattttt gatctttttg taaactgctt tgcttgttaa 
1800 

tatctgtgaa aaataaatga gttcattttg ttcactttcc aattttcccg agtatcctag 
1860 

tcatcaaaga taacagttca tcagaattac agtcagaaaa tcctttttct actgaatagt 
1920 

tagcagggaa aaataattct gatatttaac tgtcataatt ctgtagtgct attatagtga 
1980 

aaaactcagt tctataagct agctgtgttg tcacagtttt atcatagttc ataattattt 
2040 

catgtgcaat cctatttgga ggccctgtta gacttttaac aatcccatcc atatctgtaa 
2100 

ttctccgacg gcaagaatgg atggagcatt tctgagttaa cagtgctgga cagtatcgta 
2160 
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ctgggtgtca caaactcttt atgaatggta atattatgta aattgaaatc tggccctcaa 
2220 

actatattgc agctcccagc agtatgtttg aaggcctctt ttgttaatga ttctgtaatg 
2280 

tatgaattat gttcctgagt ggttaaaaaa gaatatgaag gcttgataat tatttattgg 
2340 

gtaaagtcag gaaattgtag tgaaagaact aatggttttg ttttttggaa taaaggcacc 
2400 

taagctattg ctaattgaat tgctgctaga attagaaatt atgctttaga atagaattgg 
2460 

tatttccgtg attctttttg cttcttggta ttttctcttg tatctatgta tctagtattg 
2520 

aggcttgctc tttcatgtgg ctttatcctc tctttaatag ctgttgtaaa attcctgagt 
2580 

aactggctgc ttcaggatca gcctgcagag tcttgctttt aggttagata caaacaaagt 
2640 

aaatcatagt tggtgtaaat ccagcaaaaa acagctggct ttggaatgga gaacactaca 
2700 

attcaaattt gaagtatatt cagaagaaaa ctttggaatt agctttacat ttgtttgtaa 
2760 

atctaaacaa atatgcaaaa ttggtcaaaa tgtaagtata tagcattctt aaagattaat 
2820 

ggttcctttt atgtgctgat ttctttgtat tctgttctct gcattcatca ttcaggaata 
2880 

ccaccaataa atgtatttat acatccctta aaaaaaaaaa aaaaaaaaaa aaaa 
2934 

<210> 3622 

<211> 228 

<212> PRT 

<213> Homo sapiens 

<400> 3622 

Met Ser Tyr Val Phe Val Asn Asp Ser Ser Gin Thr Asn Val Pro Leu 

1 5 10 IS 

Leu Gin Ala Cys lie Asp Gly Asp Phe Asn Tyr Ser Lys Arg Leu Leu 

20 25 30 

Glu Ser Gly Phe Asp Pro Asn lie Arg Asp Ser Arg Gly Arg Thr Gly 

35 40 45 

Leu His Leu Ala Ala Ala Arg Gly Asn Val Asp He Cys Gin Leu Leu 

SO SS 60 

His Lys Phe Gly Ala Asp Leu Leu Ala Thr Asp Tyr Gin Gly Asn Thr 
65 70 75 80 

Ala Leu His Leu Cys Gly His Val Asp Thr He Gin Phe Leu Val Ser 

85 90 95 

Asn Gly Leu Lys He Asp He Cys Asn His Gin Gly Ala Thr Pro Leu 

100 105 HO 

Val Leu Ala Lys Arg Arg Gly Val Asn Lys Asp Val He Arg Leu Leu 

115 120 125 

Glu Ser Leu Glu Glu Gin Glu Val Lys Gly Phe Asn Arg Gly Thr His 

130 13S 140 

Ser Lys Leu Glu Thr Met Gin Thr Ala Glu Ser Glu Ser Ala Met Glu 
145 150 155 160 

Ser His Ser Leu Leu Asn Pro Asn Leu Gin Gin Gly Glu Gly Val Leu 
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165 170 175 

Ser Ser Phe Arg Thr Thr Trp Gin Glu Phe val Glu Asp Leu Gly Phe 

180 185 190 

Trp Arg Val Leu Leu Leu He Phe Val He Ala Leu Leu Ser Leu Gly 

195 200 205 

He Ala Tyr Tyr Val Ser Gly Val Leu Pro Phe Val Glu Asn Gin Pro 

210 215 220 

Glu Leu Val His 
22S 

<210> 3623 

<211> 586 

<212> DNA 

<213> Homo sapiens 

<400> 3623 

ctgtgtgcat tcaatgcgtg agctgcgacc taagcagaga tctaacaaga caatgaggca 
60 

gtgttccagg gtatccatta aaaccggcgt gggcaactac atgttgatta aaccttccga 
120 

ggcagcaaaa tgtgggcaca gcgccatgtc tgggttctgc agctgtttga tgatcctctt 
180 

gcggaatttc tccctcacac gattaaattc cattatgtcc atggggtcct cttcgatcca 
240 

aaacttatga aattcatgca tcaaatagca gaatgtttgc tgaaagtgag acaatgttgg 
300 

agcttctggg gcgatattgt agaaatgggt ttttagagct ccgctgacca gtagattata 
360 

tgccaggtca gttatattga tgcccacaat tgcaaatgag tacccaattg ccttatccat 
420 

ccttttcttc tcccattctg ctttgctgaa tttgcttatt tcttctttag tgatatccct 
480 

gcatttcgga tgaagagagt cagacaggac ctgctgagct gctgtggcat ccctttccgc 
540 

gaaatactgc aaattgtaca gtcccagaag tcccattcct cgaaag 
586 

<210> 3624 

<211> 159 

<212> PRT 

<213> Homo sapiens 

<400> 3624 

Met Gly Leu Leu Gly Leu Tyr Asn Leu Gin Tyr Phe Ala Glu Arg Asp 

1 5 10 IS 

Ala Thr Ala Ala Gin Gin Val Leu Ser Asp Ser Leu His Pro Lys Cys 

20 25 30 

Arg Asp He Thr Lys Glu Glu He Ser Lys Phe Ser Lys Ala Glu Trp 

35 40 45 

Glu Lys Lys Arg Met Asp Lys Ala He Gly Tyr Ser Phe Ala He Val 

50 55 60 

Gly He Asn He Thr Asp Leu Ala Tyr Asn Leu Leu Val Ser Gly Ala 
65 70 75 80 

Leu Lys Thr His Phe Tyr Asn He Ala Pro Glu Ala Pro Thr Leu Ser 
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85 90 9S 

His Phe Gin Gin Thr Phe Cys Tyr Leu Met His Glu Phe His Lys Phe 

100 105 I 10 

Trp lie Glu Glu Asp Pro Met Asp He Met Glu Phe Asn Arg Val Arg 

115 120 125 

Glu Lys Phe Arg Lys Arg lie lie Lys Gin Leu Gin Asn Pro Asp Met 

130 135 140 

Ala Leu Cys Pro His Phe Ala Ala Ser Glu Gly Leu lie Asn Met 
145 150 155 

c210> 3625 

<211> 4799 

<212> DNA 

<213> Homo sapiens 

<400> 3625 

naaataaaca tcatcatcta tgtgtaatca aattcccata ttttcttcct ataaagaatt 
so 

tgctttagtt tttcaataag gcattttttt gtcatccaaa catctcttcc ttttaaaatt 
120 

ttcttagagt taaaaccata aataagagga tttaaaccac taaaatgaca cgtgccaaca 
180 

tcttcattca gccagacctg gtaaattcta tcaaaactag acagttaaat aagaaccacg 
240 

ttataaaaat attagccaaa aaaagactat tagataattc tgcaaactca aatatgaaac 
300 

tgtgctaaac aaaatatgtg caaaggtaca caagcataga gccacgttgg gggttatgct 
360 

cagattagtt ttaaagctcc ctctagtgga tttaattcaa gagttgtcca cggtggtggt 

420 

gtttactttg aactcacacg agtcaaagaa aaataaaata tgcacaacca cttccccaaa 
480 

aggtgtctta tggagccggt gcttcatcgt gtccacaccc aggactgcct ggggtgtccc 
540 

tagggctggg gggtggggag gacaaagaca aggccactgt cccaagtcct gggccaggca 

600 _ . 

acatcctgga gaccctcggg ctgaggttag gggcaagggc aacactgatg actccacgtc 

660 

ctcgtccaag gcctcagagg agccctgcca ggacctcagt gctttggagg aggtggtgag 
720 

agcaggccag gctgaggggc ctgccttgga aggcgagggt ctgagggttg gggctgtaaa 
780 

gacagccctt tcatcaggaa gctggagctg aaaagcccta atacccctaa tccccaaact 
840 

cttggatccc gtcccacaga cgagagtccc tgctcggcat cctccagcac aggtgctctg 
900 

ggtgggtccc aggcccaggc actagagaag gaaagggttg gttgtgccag tggcctgggc 
960 

tgctgatggg ggtataccca cactgcccac catgttcatc attgcagggc ccagtggtgt 
1020 

cagagaggaa ccagtggccc ccagagctgg ctgtggggcc gcggaggtca tcgaggccac 
1080 

agccatggac tccactcctg ggccaggccc aaaggatgtg ctggtcccca ggactgggct 
1140 
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cccccgaagc tggttcagtg ccagcggctg 
1200 

ggccgaggtg gcgggagcac ctggtgccag 
1260 

aggcctggtc accagtgagc ccaggttcac 
1320 

aggtgttttc cgggcactgc tgggcttgct 
1380 

ggggtcaggg ctggtagttc cattgttttg 
1440 

tttttttgaa gtccgaaggt tgtcaaattc 
1500 

attactgaag agctcaaagg acccagagac 
1560 

ccacgcgtca gaagctcttt tcccagcact 
1620 

gtccgagttc ttggggacag attgtgcggt 
1680 

ggaggcagct ggcttggtac caaacgatgg 
1740 

tggcccgccc caggggttgg tctggttagt 
1800 

ctgggccgcg gggcccgagc tggggagagc 
1860 

tgggagagag ccatgcCctt tcttttttgg 
1920 

cagggccatc tgcaacctga ggtcatcacc 
1980 

ttctctgctc atggcaagtg ccagctgcag 
2040 

ccgggcttgc tccagctcgg aggacactcg 
2100 

ggagcccccg gccttgccat actcctgctc 
2160 

ggagcctcgc ccaaaggtga tctggttgct 
2220 

ctctttggtt ttgagagcct gggccctctc 
2280 

ggccaccagt tgctttgact tctcacgcac 
2340 

aatgtactgg aagtccctca gggtctggat 
2400 

cacgcgctcc gagcctgtct tgatgaggta 
2460 

ccgccagttc tcgccatggt cattcagccg 
2520 

ggccaccacg ttgtaggtca ggtcggcaat 
2580 

ggggtcattg gaggtggctt cccggacttt 
2640 

gtccagcacc tgccgcagcc ttcgtccggg 
2700 

ctgtgcccct tgctgctgca gccgggcacc 
2760 



gggctggttc acctggaaag ggttaacagg 
gaaagggttg agggactggg ctggtggggc 
cagggccgcg tcggggccca ggaaggactc 
tgaggcgaca gtcaggggtt gagactcaaa 
ggatggcaga gaggtcacag attcggctgt 
agaaaagtca tctttaattg taccattcag 
agacacgggc ttggtggtgg agactgcgcc 
ggaggcaggc tgctgtgaag ctgcccaggg 
ggctccagtg ggcacccccc atgggtcaat 
ccaggggtct gaagtactcg caggagccgc 
ggaggctgac gggccccagg gctctgcttt 
atccattaaa tccaacagcg tagtctgctg 
aattttaacc gtgtcccttc ggctttcttc 
ccgcctgagg cgttcttcct gctcagccac 
ctgaagctcc tcttctccac tagtgtgggg 
cggggaggtg gagccatggt aggaggccgg 
cgagtggctg gtggagaggt tgggccggct 
gcccatgcca gtggcaacct gggccatgcg 
agccttcaac cgttcctcgt cgcgcagcag 
attgatgccc tggtccttgc catctcggtc 
ggcgtacatg ttctcccggc actgctgcga 
gtccagcagc gtcagcgcct tgtacacatg 
cttccacacc atgctcatga tctccgagaa 
ctcggtcatc agagaactgg acgggcccca 
gatttctgcc tctgagtaat tgttcacgat 
agtcgcccca tctctccacg catcggggcc 
atgtcgacct cgtccttgag gcgccagatg 
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aagaacatcg tccacaacta ctcagaggcg gagatcaagg ttcgagaggc cacgagcaat 
2820 

gacccctggg gcccatccag ctccctcatg tcagagattg ccgacctcac ctacaacgtt 
2880 

gtcgccttct cggagatcat gagcatgatc tggaagcggc ccaatgacca tggcaagaac 
2940 

tggcgccacg tctacaaggc catgacgctg atggagtacc tcatcaagac cggctcggag 
3000 

cgcgtgtcgc agcagtgcaa ggagaacatg tacgccgtgc agacgctgaa ggacttccag 
3060 

tacgtggacc gcgacggcaa ggaccagggc gtgaacgtgc gtgagaaagc taagcagctg 
3120 

gtggccccgc tgcgcgacga ggaccggctg cgggaagagc gggcgcacgc gctcaagacc 
3180 

aaggaaaagc tggcacagac cgccacggcc tcatcagcag ctgtgggctc aggcccccct 
3240 

cccgaggcgg agcaggcgtg gccgcagagc agcggggagg aggagctgca gctccagctg 
3300 

gccctggcca tgagcaagga ggaggccgac .caggaggagc ggatccgccg cggggatgac 
3360 

ctgcggccgc agatggcaat cgaggagagc aagagggaga ctgggggcaa ggaggagtcg 
3420 

tccctcatgg accttgctga cgtcttcacg gccccagctc ctgccccgac cacagacccc 
3480 

tgggggggcc cagcacccat ggctgctgcc gtccccacgg ctgcccccac ctcggacccc 
3540 

tggggcggcc cccctgtccc tccagctgct gatccctggg gaggtccagc ccccacgccg 
3600 

gcctctgggg acccctggag gcctgccgcc cctgcaggac cctcagttga cccttggggt 
3660 

gggaccccag cccctgcagc tggggagggg cccacgcctg acccatgggg aagttccgac 
3720 

ggtggggtcc cggtcagtgg gccctcagcc tccgatccct ggacaccggc cccggccttc 
3780 

tcagatccct ggggagggtc acctgccaag cccagcacca atggcacaac aacagccggg 
3840 

ggattcgaca cggagcccga cgagttctct gactttgacc gactccgcac ggcactgccg 
3900 

acctccggga gcagcgcagg agagctggag ctgctggcag gagaggtgcc ggcccgaagc 
3960 

cctggggcgt ttgacatgag tggggtcagg ggatctctgg ctgaggctgt gggcagcccc 
4020 

ccacctgcag ccacaccaac tcccacgccc cccacccgga agacgccgga gtcattcctg 
4080 

gggcccaatg cagccctcgt cgacctggac tcgctggtga gccggccggg ccccacgccg 
4140 

cctggagcca aggcctccaa ccccttcctg ccaggcggag gcccagccac tggcccttcc 
4200 

gtcaccaacc ccttccagcc cgcgcctccc gcgacgctca ccctgaacca gctccgtctc 
4260 

agtcctgtgc ctcccgtccc tggagcgcca cccacgtaca tctctcccct tggcgggggc 
4320 

cctggcctgc cccccatgat gcccccgggc cccccggccc ccaacactaa tcccttcctc 
4380 
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ctataatcca gggcggaatg gggcctggct 
4440 

gagatcagcg ttgtgagcgc atgtgaaatg 
4500 

cctggggccc actcacacta caccctcttc 
4560 

tggacatggg gcctggggag gggagctggc 
4620 

aagggggagg ggtgctgggg accccaccca 
4660 

gtcagtgttt gagcctcctc gttcccctca 
4740 

tggtgatgat tttggcaact ttgggaataa 
4799 



ccatccggct gccccattcc ggctccctgg 
gggatcccca cccccatggc ccttcccctt 
ctttcccacc ccacctcccc ggagagaaac 
cagaggagga cccctttccc gcggcattag 
ttccccctcc ctccaaactc ccaaccccca 
cgcacccgtc acgcaccctc ggtgaatcct 
atggcaattc ccacgggctt ggcaaaaaa 



<210> 3626 

<211> 551 

<212> PRT 

<213> Homo sapiens 



<400> 3626 

Met Ser Thr Ser Ser Leu Arg Arg Gin Met Lys Asn lie Val His Asn 

15 10 15 

Tyr Ser Glu Ala Glu He Lys Val Arg Glu Ala Thr Ser Asn Asp Pro 

20 25 30 

Trp Gly Pro Ser Ser Ser Leu Met Ser Glu He Ala Asp Leu Thr Tyr 

35 40 45 

Asn Val Val Ala Phe Ser Glu He Met Ser Met He Trp Lys Arg Leu 

50 55 60 

Asn Asp His Gly Lys Asn Trp Arg His Val Tyr Lys Ala Met Thr Leu 
6S 70 75 80 

Met Glu Tyr Leu He Lys Thr Gly Ser Glu Arg Val Ser Gin Gin Cys 

85 90 95 

Lys Glu Asn Met Tyr Ala Val Gin Thr Leu Lys Asp Phe Gin Tyr Val 

100 105 110 

Asp Arg Asp Gly Lys Asp Gin Gly Val Asn Val Arg Glu Lys Ala Lys 

115 120 125 

Gin Leu Val Ala Leu Leu Arg Asp Glu Asp Arg Leu Arg Glu Glu Arg 

130 135 140 

Ala His Ala Leu Lys Thr Lys Glu Lys Leu Ala Gin Thr Ala Thr Ala 
145 ISO 155 160 

Ser Ser Ala Ala Val Gly Ser Gly Pro Pro Pro Glu Ala Glu Gin Ala 

165 170 175 

Trp Pro Gin Ser Ser Gly Glu Glu Glu Leu Gin Leu Gin Leu Ala Leu 

180 185 190 

Ala Met Ser Lys Glu Glu Ala Asp Gin Glu Glu Arg He Arg Arg Gly 

195 200 . 205 

Asp Asp Leu Arg Leu Gin Met Ala He Glu Glu Ser Lys Arg Glu Thr 

210 215 220 

Gly Gly Lys Glu Glu Ser Ser Leu Met Asp Leu Ala Asp Val Phe Thr 
225 230 235 240 

Ala Pro Ala Pro Ala Pro Thr Thr Asp Pro Trp Gly Gly Pro Ala Pro 

245 2S0 255 

Met Ala Ala Ala Val Pro Thr Ala Ala Pro Thr Ser Asp Pro Trp Gly 
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2S0 265 270 

Gly Pro Pro Val Pro Pro Ala Ala Asp Pro Trp Gly Gly Pro Ala Pro 

275 280 265 

Thr Pro Ala Ser Gly Asp Pro Trp Arg Pro Ala Ala Pro Ala Gly Pro 

290 295 300 

Ser Val Asp Pro Trp Gly Gly Thr Pro Ala Pro Ala Ala Gly Glu Gly 
305 310 315 320 

Pro Thr Pro Asp Pro Trp Gly Ser Ser Asp Gly Gly Val Pro Val Ser 

325 330 335 

Gly Pro Ser Ala Ser Asp Pro Trp Thr Pro Ala Pro Ala Phe Ser Asp 

340 34S 350 

Pro Trp Gly Gly Ser Pro Ala Lys Pro Ser Thr Asn Gly Thr Thr Thr 

355 360 365 

Ala Gly Gly Phe Asp Thr Glu Pro Asp Glu Phe Ser Asp Phe Asp Arg 

370 375 360 

Leu Arg Thr Ala Leu Pro Thr Ser Gly Ser Ser Ala Gly Glu Leu Glu 
385 390 395 400 

Leu Leu Ala Gly Glu Val Pro Ala Arg Ser Pro Gly Ala Phe Asp Met 

405 410 415 

Ser Gly val Arg Gly Ser Leu Ala Glu Ala Val Gly Ser Pro Pro Pro 

420 425 430 

Ala Ala Thr Pro Thr Pro Thr Pro Pro Thr Arg Lys Thr Pro Glu Ser 

435 440 445 

Phe Leu Gly Pro Asn Ala Ala Leu Val Asp Leu Asp Ser Leu val Ser 

450 455 460 

Arg Pro Gly Pro Thr Pro Pro Gly Ala Lys Ala Ser Asn Pro Phe Leu 
465 470 475 480 

Pro Gly Gly Gly Pro Ala Thr Gly Pro Ser Val Thr Asn Pro Phe Gin 

485 490 495 

Pro Ala Pro Pro Ala Thr Leu Thr Leu Asn Gin Leu Arg Leu Ser Pro 

500 505 510 

Val Pro Pro Val Pro Gly Ala Pro Pro Thr Tyr lie Ser Pro Leu Gly 

515 520 525 

Gly Gly Pro Gly Leu Pro Pro Met Met Pro Pro Gly Pro Pro Ala Pro 

530 535 540 

Asn Thr Asn Pro Phe Leu Leu 
545 550 

<210> 3627 

<211> 1760 

<212> DNA 

<213> Homo sapiens 

<400> 3627 

ggcgaaggag atcagcagga cgctgcgcac aacatgggca accacctgcc gctcctgcct 
60 

gcagagagtg aggaagaaga tgaaatggaa gttgaagacc aggatagtaa agaagccaaa 
120 

aaaccaaaca tcataaattt tgacaccagt ctgccgacat cacatacata cctaggtgct 
180 

gatatggaag aatttcatgg caggactttg cacgatgacg acagctgtca ggtgattcca 
240 

gttcttccac aagtgatgat gatcctgatt cccggacaga cattacctct tcagcttttt 
300 
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caccctcaag aagtcagtat ggtgcggaat ttaattcaga aagatagaac ctttgctgtt 
360 

cttgcataca gcaatgtaca ggaaagggaa gcacagtttg gaacaacagc agagatatat 
420 

gcctatcgag aagaacagga ttttggaatt gagatagtga aagtgaaagc aattggaaga 
460 

caaaggttca aagtccttga gctaagaaca cagtcagatg gaatccagca agctaaagtg 
540 

caaattctcc ccgaatgtgt gttgccttca accatgtctg cagttcaatt agaatccctc 
600 

aataagtgcc agatatttcc ttcaaaacct gtctcaagag aagaccaatg ttcatataaa 
660 

tggtggcaga aataccagaa gagaaagttt cattgtgcaa atctaacttc atggcctcgc 
720 

tggctgtatt ccttatatga tgctgagacc ttaatggaca gaatcaagaa acagctacgt 
780 

gaatgggatg aaaatctaaa agatgattct cttccttcaa atccaataga tttttcttac 
840 

agagtagctg cttgtcttcc tattgacgat gtattgagaa ttcagctcct taaaattggc 
900 

agtgctatcc agcgacttcg ctgtgaatta gacattatga ataaatgtac ctccctttgc 
960 

tgtaaacaat gtcaagaaac agaaataaca accaaaaatg aaatattcag tttatcctta 
1020 

tgtgggccga tggcagctta tgcgaatcct catggatatg Cgcatgagac acttactgtg 
1080 

tataaggctt gcaacttgaa tctgataggc cggccttcta cagaacacag ctggtttcct 
1140 

gggtatgcct ggactgttgc ccagtgtaag atctgtgcaa gccatattgg atggaagttt 
X200 

acggccacca aaaaagacat gtcacctcaa aaattttggg gcttaacgcg atccgctctg 
1260 

Ctgcccacga tcccagacac tgaagatgaa ataagtccag acaaagcaat actttgcttg 
1320 

taaacagatg cgatagagat aaagttagtt atctaacaaa ttggttatat tctaagatct 
1380 

gctttggaaa ttattgcctc tgatacatac ctaagtaaac ataacattaa tacctaagta 
1440 

aacataacat tacttggagg gttgcagttt ctaagtgaaa ctgtatCtga aacttttaag 
1S00 

tatacttcag gaaacaagca tgaacggcag tctagaatac cagaaacatc tacttgggta 
1560 

gcttggtgcc attatcctgt ggaatctgat atgtctggta gcatgtcatt gatgggacat 
1620 

gaagacatct ttggaaatga tgagattatt tcctgtatgc agtcatttct gaggctttct 
1680 

tgcatcatag cccctgtgac atttcctctt agaaatatta cactctacaa aattgtttta 
1740 

tcaaggtcca aaattactat 
1760 

<210> 3628 
<211> 440 
<212> PRT 
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<213> Homo sapiens 
<400> 3628 

Gly Glu Gly Asp Gin Gin Asp Ala Ala His Asn Met Gly Asn His Leu 

15 10 15 

Pro Leu Leu Pro Ala Glu Ser Glu Glu Glu Asp Glu Met Glu Val Glu 

20 25 30 

Asp Gin Asp Ser Lys Glu Ala Lys Lys Pro Asn He He Asn Phe Asp 

35 40 45 

Thr Ser Leu Pro Thr Ser His Thr Tyr Leu Gly Ala Asp Met Glu Glu 

50 55 60 

Phe His Gly Arg Thr Leu His Asp Asp Asp Ser Cys Gin Val He Pro 
6S 70 75 80 

Val Leu Pro Gin Val Met Met He Leu He Pro Gly Gin Thr Leu Pro 

65 90 95 

Leu Gin Leu Phe His Pro Gin Glu Val Ser Met Val Arg Asn Leu He 

100 105 no 

Gin Lys Asp Arg Thr Phe Ala Val Leu Ala Tyr Ser Asn Val Gin Glu 

115 120 125 

Arg Glu Ala Gin Phe Gly Thr Thr Ala Glu He Tyr Ala Tyr Arg Glu 

130 135 140 

Glu Gin Asp Phe Gly He Glu He Val Lys Val Lys Ala He Gly Arg 
145 150 155 160 

Gin Arg Phe Lys Val Leu Glu Leu Arg Thr Gin Ser Asp Gly He Gin 

165 170 175 

Gin Ala Lys Val Gin He Leu Pro Glu Cys Val Leu Pro Ser Thr Met 

180 185 190 

Ser Ala Val Gin Leu Glu Ser Leu Asn Lys Cys Gin He Phe Pro Ser 

195 200 205 

Lys Pro Val Ser Arg Glu Asp Gin Cys Ser Tyr Lys Trp Trp Gin Lys 

210 215 220 

Tyr Gin Lys Arg Lys Phe His Cys Ala Asn Leu Thr Ser Trp Pro Arg 
225 230 235 240 

Trp Leu Tyr Ser Leu Tyr Asp Ala Glu Thr Leu Met Asp Arg He Lys 

245 250 255 

Lys Gin Leu Arg Glu Trp Asp Glu Asn Leu Lys Asp Asp Ser Leu Pro 

260 265 270 

Ser Asn Pro He Asp Phe Ser Tyr Arg Val Ala Ala Cys Leu Pro He 

275 280 285 

Asp Asp Val Leu Arg He Gin Leu Leu Lys He Gly Ser Ala He Gin 

290 295 300 

Arg Leu Arg Cys Glu Leu Asp He Met Asn Lys Cys Thr Ser Leu Cys 
305 310 315 320 

Cys Lys Gin Cys Gin Glu Thr Glu He Thr Thr Lys Asn Glu He Phe 

325 330 335 

Ser Leu Ser Leu Cys Gly Pro Met Ala Ala Tyr Val Asn Pro His Gly 

340 345 350 

Tyr Val His Glu Thr Leu Thr Val Tyr Lys Ala Cys Asn Leu Asn Leu 

355 360 365 

He Gly Arg Pro Ser Thr Glu His Ser Trp Phe Pro Gly Tyr Ala Trp 

370 375 3 80 

Thr Val Ala Gin Cys Lys He Cys Ala Ser His He Gly Trp Lys Phe 
3B5 390 395 400 

Thr Ala Thr Lys Lys Asp Met Ser Pro Gin Lys Phe Trp Gly Leu Thr 
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405 410 415 

Arg ser Ala Leu Leu Pro Thr He Pro Asp Thr Glu Asp Glu He Ser 

420 425 430 

Pro Asp Lys Val He Leu Cys Leu 
435 440 



<210> 3629 
<211> 695 
<212> DNA 

<213> Homo sapiens 



<400> 3629 

acgcgtcccc tgtccggctt ggtatgggtc gcgctgctag cgctaggcca cgccttcctg 
60 

Ctcaccgggg gcgtggtgag cgcccgggac caggtgtcct attttctctt cgtcatcttc 
120 

acggcgtatg ccatgccgcc cttgggcatg cgggacgccg ccgtcgcggg cctcgcctcc 
180 

tcactctcgc atctgctggt cctcgggctg tatcttgggc cacagccgga ctcacggcct 
240 

gcactgctgc cgcagttggc agcaaacgca gtgctgttcc tgtgcgggaa cgtggcagga 
300 

gtgtaccaca aggcgctgat ggagcgcgcc ctgcgggcca cgttccggga ggcactcagc 
360 

tccctgcact cacgccggcg gctggacacc gagaagaagc accaggtcag ccgggcctag 
420 

gaaggtcaga gcagcgctcc gagggaggag ttgcttagat tacataacgg ggcccctcca 
480 

caagttgagt gactctgggc aggtttcttg acctgtttct tcttttgtat aaaatgtggg 
540 

tattgcccat cttagaaggt tgtgaggctc aaacaaacca aagcttataa aaagcacttt 
600 

agagcattat gatattaagc gaactcccat tcaggtgttg atactgggag tttagtcact 
660 

aaaggtgatc agtgtaggat ggagtgctgg ggccc 
695 



<210> 3630 
<211> 139 
<212> PRT 

<213> Homo sapiens 



<400> 3630 

Thr Arg Pro Leu Ser Gly Leu Val 

1 S 
His Ala Phe Leu Phe Thr Gly Gly 
20 

Ser Tyr Phe Leu Phe Val He Phe 

35 40 
Gly Met Arg Asp Ala Ala Val Ala 

50 . 55 

Leu Leu Val Leu Gly Leu Tyr Leu 
65 70 
Ala Leu Leu Pro Gin Leu Ala Ala 



Trp Val Ala Leu Leu Ala Leu Gly 

10 15 
Val Val Ser Ala Trp Asp Gin Val 
25 30 
Thr Ala Tyr Ala Met Leu Pro Leu 
45 

Gly Leu Ala Ser Ser Leu Ser His 
60 

Gly Pro Gin Pro Asp Ser Arg Pro 

75 80 
Asn Ala Val Leu Phe Leu Cys Gly 
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85 90 95 

Asn val Ala Gly Val Tyr His Lys Ala Leu Met Glu Arg Ala Leu Arg 

100 105 HO 

Ala Thr Phe Arg Glu Ala Leu Ser Ser Leu His Ser Arg Arg Arg Leu 

115 120 I 25 

Asp Thr Glu Lys Lys His Gin Val Ser Arg Ala 
130 135 

<210> 3631 

<211> 864 

<212> DNA 

<213> Homo sapiens 

ngttgttggg atctggtaca ggtgctgagg cagatgcagg tagcatggag ccaaaaatgg 

agcggctaga agagaagagg tcctggaaag gctcaaaggt gtccatgaag tccaggttag 

gctgcaaagg aatcagtccc ggctggatca tgtctgcatt tcccagatgt gctatttccc 

ggggattggg cctggtacat gcagtatctg gagaagcgca agaatcctgt gtgccacttt 

gtgacacccc tggacggctc tgtggacgta gacgagcacc gccggccgga ggccatcacc 

acggaaggga agtactggaa gagccgcatc gagattgtga tccgggagta tcacaagtgg 

agaacctact tcaagaaaag gctacagcag cacaaggatg aggacctctc cagcctggtc 

caggacgatg acatgctgta ttggcacaag cacggggatg gatggaagac ccccgtcccc 

Itggaggagg atcccctgct ggacacagac atgctcatgt cggaattcag cgacaccctc 

ttctccacac tttcttcaca ccagccggtg gcctggccca atccccggga aatagcacat 

ctgggaaatg cagacatgat ccagccggga ctgattcctt tgcagcctaa cctggacttc 

atggacacct ttgagccttt ccaggacctc ttctcttcta gccgctccat ttttggctcc 

Itgctacctg catctgcctc agcacctgta ccagatccca acaacccacc tgcacaggag 
780 

agcatcctgc cgaccacagc cctccccact gtgagccttc ctgacagcct catcgcgccc 
840 

cccaccgccc catccctggc gcgc 
864 

<210> 3632 

<211> 222 

<212> PRT 

<213> Homo sapiens 

M et°Gln S Tyr Leu Glu Lys Arg Lys Asn Pro Val Cys His Phe Val Thr 

1 5 10 15 

Pro Leu Asp Gly Ser Val Asp Val Asp Glu His Arg Arg Pro Glu Ala 
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30 



20 25 
He Thr Thr Glu Gly Lys Tyr Trp Lys Ser Arg He Glu He Val He 

35 40 45 

Arg Glu Tyr His Lys Trp Arg Thr Tyr Phe Lys Lys Arg Leu Gin Gin 

50 55 60 

His Lys Asp Glu Asp Leu Ser Ser Leu Val Gin Asp Asp Asp Met Leu 

65 70 75 ? 

Tyr Trp His Lys His Gly Asp Gly Trp Lys Thr Pro Val Pro Met Glu 

95 90 9 s 

Glu Asp Pro Leu Leu Asp Thr Asp Met Leu Met Ser Glu Phe Ser Asp 

100 105 HO 

Thr Leu Phe Ser Thr Leu Ser Ser His Gin Pro Val Ala Trp Pro Asn 

U5 120 125 

Pro Arg Glu He Ala His Leu Gly Asn Ala Asp Met He Gin Pro Gly 

130 13S I 40 

Leu He Pro Leu Gin Pro. Asn Leu Asp Phe Met Asp Thr Phe Glu Pro 
145 150 155 160 

Phe Gin Asp Leu Phe Ser Ser Ser Arg Ser He Phe Gly Ser Met Leu 

165 170 1 ?S 

Pro Ala Ser Ala Ser Ala Pro Val Pro Asp Pro Asn Asn Pro Pro Ala 

180 1B5 190 

Gin Glu Ser He Leu Pro Thr Thr Ala Leu Pro Thr Val Ser Leu Pro 

195 200 205 

Asp Ser Leu He Ala Pro Pro Thr Ala Pro Ser Leu Ala Arg 
210 215 220 

<210> 3633 

<211> 1570 

<212> DNA 

<213> Homo sapiens 

<400> 3633 

ggatccatac aactgctccg cctggtggaa tctgagagga agtcacctca tgtgtcacca 

gcagaagggc tgaagtgaca ggatgttcat tgacctgtca gtggatctga aagttctcta 

aggagagcct gggcaagcat tcttaggttg atgctggggc ccagagtagc agtgagcatc 
180 

ctgtgtgaag atggcatttc tcactgatta ttggaaaagc acaagagcca cgtgctggag 
240 

ccattgtcca gccttgccct ggaggagcag tgtctggctt tgtccctaga ttggtccact 
300 

gggaaaactg gaagggccgg ggaccagccc ttgaagatca tcagcagtga ctccacaggg 
360 

cagctccacc tcctgatggt gaatgagacg aggcccaggc tgcagaaagt ggcctcatgg 

caggcacatc aattcgaggc ctggattgct gctttcaatt actggcatcc agaaattgtg 
480 

tattcagggg gcgacgatgg ccttctgagg ggctgggaca ccagggtacc cggcaaattt 
540 

ctcttcacca gcnaaaagac acaccatnng ggtgtgtgca gcatccagag cagccctcat 
600 

cgggagcaca tcctggccac gggaagctat gatgaacaca tcctactgtg ggacacacga 
660 
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aacatgaagc agccgttggc agatacgcct gtgcagggtg gggtatggag aatcaagtgg 
720 

caccctttcc accaccacct gctcctggcc gcctgcatgc acagtggctt taagatcctc 
780 

aactgccaaa aggcaatgga ggagaggcag gaggcgacgg tcctgacatc tcacacattg 
840 

cccgactcgc tggtgtatgg agccgactgg tcctggctgc tcttccgttc tctgcagcgg 
900 

gccccctcgt ggtcctttcc tagcaaccta ggaaccaaga cggcagacct gaagggtgca 
960 

agcgagttgc caacaccctg tcatgaatgc agagaggata acgacgggga gggccatgcc 
1020 

agaccccaga gtggaatgaa gccactcaca gagggcatga ggaagaatgg cacctggctg 
1080 

caggctacag cagccaccac acgtgactgt ggcgtgaacc cagaagaagc agactcagcc 
1140 

ttcagcctcc tggccacctg ctccttctat gaccatgcgc tccacctctg ggagtgggag 
1200 

gggaactgag cttgaaatca tgaagccccc tcccacaagg aaaccaggag ggagactgcg 
1260 

agtgagtgcc cgggaccacc tcatcagaga tgcttactgc agccccgcag gtgcctgtgc 
1320 

actgatggaa tccacagtgt agtcagaaaa gctgttgact tctcttaaat cagcttccct 
1380 

gctgggcccc tgaaagtgga ctgggtgatt ctgtctggca gagagtgggg aaaagacgcg 
1440 

gtttccagct tgcagatttg ttaagtttct caggcagatt ttgactttca gcctttcata 
1500 

cttgtttaag caactatttg tattaaatga agttttttga aaaaaaaaaa aaaaaaaaaa 
1560 

aaaaaaaaaa 
1570 

<210> 3634 
<211> 277 
<212> PRT 

<213> Homo sapiens 



<400> 3634 



Met 


Val 


Asn 


Glu 


Thr 


Arg 


Pro 


Arg 


Leu 


Gin 


Lys 


Val 


Ala 


Ser 


Trp 


Gin 


1 ' 








S 










10 










15 




Ala 


His 


Gin 


Phe 
20 


Glu 


Ala 


Trp 


He 


Ala 
25 


Ala 


Phe 


Asn 


Tyr 


Trp 
30 


His 


Pro 


Glu 


lie 


Val 
35 


Tyr 


Ser 


Gly 


Gly 


Asp 
40 


Asp 


Gly 


Leu 


Leu 


Arg 

45 


Gly 


Trp 


Asp 


Thr 


Arg 


val 


Pro 


Gly 


Lys 


Phe 


Leu 


Phe 


Thr 


Ser 


Xaa 


Lys 


Thr 


His 


His 




SO 










55 










60 








Xaa Gly 


Val 


Cys 


Ser 


lie 


Gin 


Ser 


Ser 


Pro 


His 


Arg 


Glu 


His 


lie 


Leu 


65 










70 










75 










80 


Ala 


Thr 


Gly 


Ser 


Tyr 
85 


Asp 


Glu 


His 


He 


Leu 
90 


Leu 


Trp 


Asp 


Thr 


Arg 
95 


Asn 


Met 


Lys 


Gin 


Pro 
100 


Leu 


Ala 


Asp 


Thr 


Pro 
105 


val 


Gin 


Gly 


Gly 


Val 
110 


Trp 


Arg 


lie 


Lys 


Trp 


His 


Pro 


Phe 


His 


His 


His 


Leu 


Leu 


Leu 


Ala 


Ala 


Cys 


Met 
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115 120 125 

His Ser Gly Phe Lys He Leu Asn Cys Gin Lys Ala Met Glu Glu Arg 

130 13S 140 

Gin Glu Ala Thr Val Leu Thr Ser His Thr Leu Pro Asp Ser Leu Val 
145 150 15S 

Tyr Gly Ala Asp Trp Ser Trp Leu Leu Phe Arg Ser Leu Gin Arg Ala 

165 170 175 

Pro Ser Trp Ser Phe Pro Ser Asn Leu Gly Thr Lys Thr Ala Asp Leu 

180 185 190 

Lys Gly Ala Ser Glu Leu Pro Thr Pro Cys His Glu Cys Arg Glu Asp 

195 200 20S 

Asn Asp Gly Glu Gly His Ala Arg Pro Gin Ser Gly Met Lys Pro Leu 

2io 215 220 

Thr Glu Gly Met Arg Lys Asn Gly Thr Trp Leu Gin Ala Thr Ala Ala 
225 230 23S 240 

Thr Thr Arg Asp Cys Gly Val Asn Pro Glu Glu Ala Asp Ser Ala Phe 

245 250 255 

ser Leu Leu Ala Thr Cys Ser Phe Tyr Asp His Ala Leu His Leu Trp 

260 26S 270 

Glu Trp Glu Gly Asn 
275 

<210> 3635 
<:211> 635 
<212> DNA 

<213> Homo sapiens 
<400> 3635 

ngaattcaac ttcagcaaca gcagcaacag tcttgccaac acctgggatt actaactcct 
60 

gttggagttg gagagcagct ttctgaggga gactatgcac ggttacagca agtggatcct 
120 

gttttactta aagatgaacc ccagcagact gctgctcaga tgggttgtgc gccaatccag 
180 

cctctggcga tgcctcaagc tttgcctctg gcggcaggtc ccttgcctcc agggtccatc 
'240 

gcaaatctta cagaactgca aggagcgata gttggacagc cagtactggg ccaagcacag 
300 

ttggcagggc tggggcaagg aattctgaca gaaacacaac aagggttaat ggtagccagc 
360 

cctgctcaga ccctcaatga cacgctggat gacatcatgg cagcagtcag tggaagagca 
420 

tctgcaatgt caaacactcc tacccacagc attgctgcat ccatttccca acctcagact 
480 

ccaactccaa gtcctatcat ctctccttca gccatgcttc ctatctaccc tgccattgat 
540 

attgatgcac agactgagag taatcatgac acggcgctaa cacttgcctg tgctggtggc 
600 

cacgaggaac tggtacaaac actgctagag agaggagcta gtatagagca ccgagacaag 
660 

aaaggtttta ctccactcat cttggctgcc acagctggtc atgttggtgt tgtggaaata 
720 

ttgctggaca atggtgcaga cattgaagcc cagtctgaaa gaaccaagga cacaccactc 
780 
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tccttggctt gttctggggg aagacaggag gtggtggagc tattgttagc tcgag 
B35 

<210> 3636 

<2U> 278 

<212> PRT 

<2l3> Homo sapiens 

<400> 3636 

Xaa He Gin Leu Gin Gin Gin Gin Gin Gin Ser Cys Gin His Leu Gly 

1 5 10 IS 

Leu Leu Thr Pro Val Gly Val Gly Glu Gin Leu Ser Glu Gly Asp Tyr 

20 25 30 

Ala Arg Leu Gin Gin Val Asp Pro Val Leu Leu Lys Asp Glu Pro Gin 

35 40 45 

Gin Thr Ala Ala Gin Met Gly Cys Ala Pro He Gin Pro Leu Ala Met 

50 55 60 

Pro Gin Ala Leu Pro Leu Ala Ala Gly Pro Leu Pro Pro Gly Ser He 
65 70 75 80 

Ala Asn Leu Thr Glu Leu Gin Gly Val He Val Gly Gin Pro Val Leu 

85 90 95 

Gly Gin Ala Gin Leu Ala Gly Leu Gly Gin Gly He Leu Thr Glu Thr 

100 105 HO 

Gin Gin Gly Leu Met Val Ala Ser Pro Ala Gin Thr Leu Asn Asp Thr 

115 120 125 

Leu Asp Asp He Met Ala Ala Val Ser Gly Arg Ala Ser Ala Met Ser 

130 135 140 

Asn Thr Pro Thr His Ser He Ala Ala Ser He Ser Gin Pro Gin Thr 
145 150 155 160 

Pro Thr Pro Ser Pro He He Ser Pro Ser Ala Met Leu Pro He Tyr 

165 170 175 

Pro Ala He Asp He Asp Ala Gin Thr Glu Ser Asn His Asp Thr Ala 

1B0 185 190 

Leu Thr Leu Ala Cys Ala Gly Gly His Glu Glu Leu Val Gin Thr Leu 

195 200 205 

Leu Glu Arg Gly Ala Ser He Glu His Arg Asp Lys Lys Gly Phe Thr 

210 215 220 

Pro Leu He Leu Ala Ala Thr Ala Gly His Val Gly val Val Glu He 
225 230 235 240 

Leu Leu Asp Asn Gly Ala Asp He Glu Ala Gin Ser Glu Arg Thr Lys 

245 250 255 

Asp Thr Pro Leu Ser Leu Ala Cys Ser Gly Gly Arg Gin Glu Val Val 

260 265 270 

Glu Leu Leu Leu Ala Arg 
275 

<210> 3637 

<211> 2128 

<212> DNA 

<213> Homo sapiens 

<400> 3637 

nacgcgtgcg atccccggcg cccgcgcgcg cccatagcgc tccgccagag ctgccgccgc 
60 
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ggactcgccg ggagtggggg tctccgctgg tgccagcccg cttctggaga ccctccgcct 
120 

cctgccaacc cctgctcttc caggtcgggc cccggggttc tgcggctgtt agggacagag 
180 

gcaaagaagg gcaggacggt ccggcttccc gtggatgttc ccgcccgaga aagacagcaa 
240 

gttgtgtgtg cgcccgggac gcgggaggga aggtagccgc cgcccgccag ccatggacca 
300 

tcacctttag tgcagaggat ggaaagttga tgcccagtaa gactgaagat ccattctgca 
360 

ttacggaact gtggattatc tgtgggtccc tggtgacttc acaccttcat tcactcctgc 
420 

agtccctgaa cacttacttg gggtcctcat tgccctatct ggtgaaagat ggcatccagc 
480 

ctgacttgca ctggagtaat ctgggctttg ctgtcttttc tttgtgctgc cacctcctgc 
540 

gtggggttct ttatgcctta ctggctctgg ggatcacagc tgggcaagcc tgtgtccttc 
600 

ggtaccttcc ggaggtgctc ataccctgtg catgatgaga gtcggcagat gatggtgatg 
660 

gtggaggaat gtgggcgcta tgcctccttc cagggcatcc ccagcgcaga atggaggatc 
720 

tgcaccatag tgaccggcct gggtcgtggc ctcctcctcc tggtggcgct cactgccctc 
780 

atgggttgct gtgtttccga cctcatctcc aggacagtgg gaagagtggc tggaggaatt 
840 

cagtttcttg ggggcttgtt gattggtgct ggctgCgccc tctacccctt gggctgggac 
900 

agtgaggaag tccggcagac ttgtggctac acttctggcc agtttgacct ggggaagtgt 
960 

gaaatcggct gggcctacta ctgcacggga gcaggtgcca ctgccgccat gctgctgtgc 
1020 

acgtggctgg cttgcttttc gggcaagaaa cagaagcact acccatactg agatggagct 
1080 

accaagagca gacagaggag aagatgggcc aaaggggctc ggagaggtca aaacatccac 
1140 

ctaccttcaa aaggtgggat agtagttcta atccaataca atgctaataa aatgaaaccc 
1200 

gataaaatca ggaacatgat ataggaagga aggattgtag gagatttgtg ggggaaaaaa 
1260 

aaggagagta tagaatgatg gagaaaaatg gaccaaaggc taaaaatatt gcagggcatc 
1320 

gggtgtttct attccacaga gtattgttaa tgtacaacac acacacacac acacacacac 
1380 

acacacacac acacacacaa caaatctaca tatacaaaca agggtttggg ttttagtttt 
1440 

ttttttttaa ggtgaggact cagaaaatca aagggctagt agaaacagtg ttatgttggg 
1500 

aagcaaggta cccccaaaga tgttccctgt aggtcacggc actcccaaaa gcacacaagc 
1560 

acatacagac atatgcatcc ccacacacgc ctatgcacaa acgtggatta tcgcacagac 
1620 

tgggaggttt agtggtgcat ttctcctctg ttttcttttt aatatacatt taaaatacag 
1680 
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tattatcact ttataaaaca tacattaagc ctaataaatg gaccaataag ccaaactatc 
1740 

agtattttgt atatcctgca taaactctaa tttagttcct caacatattt tcagtgttta 
1900 

tgcagacctt tagagttaag cctttgtatt tccatgttat tccacaatat gcaatatttc 
1860 

tctgagtagc ttctgctatg atactcttat gaagaaaagg ggcaactttc tgtccactat 
1920 

aggagagaat tcagccgaag atatgagagt aatgagagac attttccagt cattggatcg 
1980 

tgttttcttt tgtccattat tgtactgtgc tgtaccacat ttatttctat attcattttg 
2040 

taaaaaattt aaaagtgcta ttttgtttgt atttgaaaat ctctgtgaat aaattctctc 
2100 

tttgatcaat aaaaaaaaaa aaaaaaaa 
2128 

<210> 3638 
<211> 200 
<212> PRT 

<213> Homo sapiens 
<400> 3638 



Met 


Ala 


Ser 


Ser 


Leu Thr Cys 


Thr 


Gly 


Val He 


Trp Ala Leu 


Leu 


Ser 


1 








5 






10 




15 




Phe 


Leu 


Cys 


Ala 


Ala Thr Ser 


Cys 


Val 


Gly Phe 


Phe Met Pro 


Tyr 


Trp 








20 






25 




30 






Leu 


Trp 


Gly 


Ser 


Gin Leu Gly 


Lys 


Pro 


val Ser 


Phe Gly Thr 


Phe 


Arg 






35 






40 






45 






Arg 


Cys 


Ser 


Tyr 


Pro Val His 


Asp 


Glu 


Ser Arg 


Gin Mec Met 


val 


Met 




50 






55 








60 






Val 


Glu 


Glu 


Cys 


Gly Arg Tyr 


Ala 


Ser 


Phe Gin 


Gly He Pro 


Ser 


Ala 


65 








70 






75 






80 


Glu 


Trp 


Arg 


He 


Cys Thr He 


val 


Thr 


Gly Leu 


Gly Cys Gly 


Leu 


Leu 










65 






90 




95 




Leu 


Leu 


Val 


Ala 


Leu Thr Ala 


Leu 


Met 


Gly Cys 


Cys Val ser 


Asp 


Leu 








100 






105 




110 






lie 


Ser 


Arg 


Thr 


Val Gly Arg 


Val 


Ala 


Gly Gly 


He Gin Phe 


Leu 


Gly 






115 






120 






125 






Gly 


Leu 


Leu 


He 


Gly Ala Gly 


Cys 


Ala 


Leu Tyr 


Pro Leu Gly 


Trp 


Asp 




130 






135 








140 






Ser 


Glu 


Glu 


Val 


Arg Gin Thr 


Cys 


Gly 


Tyr Thr 


Ser Gly Gin 


Phe 


Asp 


145 








150 






155 






160 


Leu 


Gly 


Lys 


Cys 


Glu He Gly 


Trp 


Ala 


Tyr Tyr 


Cys Thr Gly 


Ala 


Gly 










165 






170 




175 




Ala 


Thr 


Ala 


Ala 


Mec Leu Leu 


Cys 


Thr 


Trp Leu 


Ala Cys Phe 


Ser 


Gly 








180 






185 




190 






Lys 


Lys 


Gin 


Lys 


His Tyr Pro 


Tyr 
















19S 






200 













<210> 3639 

<211> 726 

<212> DNA 

<213> Homo sapiens 
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<400> 3639 

attcggcacg agattctgga caatttttct ttatacttta atgagtgtgc gtttctctta 
60 

aagaataagc tttaatatat atacacccat aataccttca aatacatttt taagcactta 
120 

aagactaaca gtggttatct ctcagcggga ttataaatgt tttggttttt tttttttttt 
180 

tgtacatttt agtatttttt gaaatttttt taataagcgt gtattacata cagtaaacaa 
240 

aagcacacta atgtaggcag attatcaatg ttatgcattt cactgattgc atatctcttt 
300 

ttttatcaat ggtgaacatt gcaaatgatt gatacgtttt tcttaggaag tggcattgcc 
360 

acaaatggtt tttccaacac cagcagggcc tgagagtgtc atcaccatac actcttgccg 
420 

gcaataaaaa aatttcacct tttaatggat ttaaaaggga aaagttgggg tgttgggttc 
480 

tccagggcat ttctttcatt atgagtgaca cttttctgaa aggaacgtga tctcgttttc 

540 

tagccgcatg aagcatttct ccaacaagac ccactgtacc agtcctggga tctccacacc 
600 

tgtgccttct ccccgctctc tctaggtcct gattctcacc tctgcctgtg taataaccct 
660 

gtcatttctc ccttatccca gttccatgtc tgtgacaagc ttggaggccg agttgcaagc 
720 

taagat 
726 

<210> 3640 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<400> 3640 



Met 


Leu His 


Ala 


Ala Arg Lys 


Arg Asp His 


Val Pro Phe Arg Lys Met 


1 






5 


10 


15 


Ser 


Leu lie 


Met 


Lys Glu Met 


Pro Trp Arg 


Thr Gin His Pro Asn Phe 






20 




25 


30 


Ser 


Leu Leu 


Asn 


Pro Leu Lys 


Gly Glu He 


Phe Leu Leu Pro Ala Arg 




35 






40 


45 


vai 


Tyr Gly 


Asp 


Asp Thr Leu 


Arg Pro Cya 


Trp Cys Trp Lys Asn His 




50 




SS 




60 


Leu Trp Gin 


Cys 


His Phe Leu 


Arg Lys Thr 


Tyr Gin Ser Phe Ala Met 


65 






70 




75 80 


Phe 


Thr He 


Asp 


Lys Lys Arg 


Asp Met Gin 


Ser Val Lys Cys He Thr 








85 


90 


95 


Leu 


lie He 


Cys 


Leu His 










100 









<210> 3641 
<211> 455 
<212> DNA 

<213> Homo sapiens 
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gcgcaccagc tatggcgcag ccgctcgtcc tcgccccttc ccgccgaccg ggccaactgc 
cgcgggggcg ggcgggcggt gcggcccccg gaggcgagga aatgtcgcag agccccgagg 
agtcccggag cagtcacgcg agccgggacc tcgccccgct ggaacgcaga agcggccgtg 
gagctcgaga cgctcgcgcg ctcacctcct gggcccctgt gcgcggggaa gtcaggaaga 
agacgccgag tgaggtcacg gtgcccacga gggtggattc ccctcggcct gaccacgcca 
ggaggtggcc gaagggaaga gggtggggca ggggctgctc tgcaccctct agcagagcgg 
catccctgca ggtgtttgct ctggcgagga gaagccccag agagcagctc gggactgtgc 
420 

ggattggctt tagggagcca gcttttaaaa cgcgt 
455 

<210> 3642 

<211> 148 

<212> PRT 

<213> Homo sapiens 



ZVlll'lln Pro Leu Val Leu Ma Pro Ser Arg Arg Pro Gly Gin Leu 

Pro Arg Gly Arg Ala Gly Gly Ala Ala Pro Gly Gly Glu Glu Met Ser 

Gin Ser Pro "u Glu Ser Arg Ser Ser His Ala Ser Arg Asp Leu Ala 

35 40 
Pro Leu Glu Arg Arg Ser Gly Arg Gly Ala Arg Asp Ala Arg Ala Leu 

so S5 60 

Thr ser Trp Ala Pro Val Arg Gly Glu Val Arg Lys Lys Thr Pro Ser 

Glu val Thr Val Pro Thr Arg Val Asp Ser Pro Arg Pro Asp His Ala 

85 90 
Arg Arg Trp Pro Lys Gly Arg Gly Trp Gly Arg Gly Cys Ser Ala Pro 

105 110 



100 

Ser Ser Arg Ala Ala Ser Leu Gin Val Phe Ala Leu Ala Arg Arg Ser 
115 120 125 

Pro Arg Glu Gin Phe Gly Thr Val Arg lie Gly Phe Arg Glu Pro Ala 

130 1-5 1« 

Phe Lys Thr Arg 
145 

<210> 3643 
<211> 2243 
<212> DNA 
<213> Homo sapiens 

nngggtatag agtctccctg gcccataata ggtctccact attggctggt ggagcgcttc 
60 
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ccc aa g a t « C c=cacc g « CtC " a9 " C 
£ tg caa g c <aaa 3 c tg a g g a g aa tCtg c ccac^cc gggg aca g ac 

a^atc gg a g a 3 c t3 c a 3 cca t =t tt 3 ca 9 acacac Cac.ccccc gtt c g aa 9g9 
a^c^ca ttg c 9g a 9 ac ccacca.cca a t a gtg9 a 9 a cc t a«a Cg9 g c=a g99 a 9 a 
^ctataccc C9 a t =aaa t a « 3 aac gt9 aca 9 aca 9gtgg a 
£.a 3 ttca C caa 9 caaa 9 9g ac C a=cac ca 3 « 3 «cc g9 ca t9 c t ca 9 aa=aac= t3 
a^aaact c t acaaca 9 a aaaaa t c 9 aa ccaa g a 9 aac t99 accc=aC cc tg acc 9 a 9 
r t °caccc t9 a t9 aa tg cc= 9 =a 9tg a 9 c C a tace^ct t=c C caa g aa 3 a 3g acca g c 
r=° tg a t cc tg a 99 t 99g a g a c t =caC 99 =c C ca 9 a 9g aa g t aaa g caa 9 a g cacca 9 aa 9 
UU— aactcctcaa caac tg c= tt C^t. cca tg =a gg a 9 ccaa tt99 = 
SL». CC.t 99 . gg . S—a tg a g99 a 9 acc 9 -^c C9t93 c t c tg 
2Uu, a 9 aa 999 cca 9 c t9 a=a t cc a 9 cat ggt93 ****** — 
IlUca ttg99 c g99 c tCt9t =ca 9 = t cca 9 ca tt9 a« gt c t cc g ^t= 
8 a 4 .°cccc g ==a =caca 9 a 9 cc 99 a gt c Cg ac Ct ca 99g aC 9 Ctcc 9tgC aa caa.c^ 
.Uwcctcc =c 9 =cac=ac «t==a gg a= a t ==a g c 9 c 9 9g3 t g acaa g tgccgc-c 

960 tttaacacaa aaggcatcga gagtactgac 

atcatgcaca gcagcctcca gcaaggcaaa tttgaca 

SU— - C9actct9 aacaac9t " aa9Cct9 " 9 t9a " aCatC 

a 9 aa 9 acac t 9g a 3 a 3t9 ac t9 caccaa 9 = t c tt ca 9 cca 
cc=a 93 ccaa « t9 cc« t c t3 ac tt99 cc 9 c c 9 c gt ccaac 
r.° tt cc g a 3 acc tCtt3 ca 93 aa ggg c Cg ac 99 a 9 c t ca aca g caca g c ca t caa 9 cca 
=a 99 c g =a 9 = cc tgg a t caa <=a g = t C« t c tcc.tctccc acaacacc 3 a 93 a 33 aa 3 aa 
a t3 a 3g c=aa c g ae==« 33 3 »caaca 3t ccatccc.aa =c t33 a 3 ca g 
ca 9 a°a tgg =a g a gt ccaa 9g c =a 3 =c t3 tcc create, ac g a=a 3 ==c aace 3g cc t c 
r t ;°ac t a g c= CtgCt9 ec 3t c 9 a 9Ct99 a 9 aa^c tg aaa«cac c C t t aa=c 33 
J*, t 9C a 9 « t3 a caa 9g a 9Ct9 a ggt cac t ca « 9 -c=t ta« 
^c°a C = t3g a CCtCC,,.. caa gtC t 9 cc c 93 c tCt ccc a 9 a tg9 =cac catcctcaat 
«£*<W3 ^a 9 at ccc= 3 at t ac tgg39 accca a tt cc g9 ccc a t t 9 ac gtgg 
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cgcctcaccc ctgctgaagt gcgccaggtg ctggccctgc ggatagactt ccgcagtgaa 
1740 

gatatcaaga ggctgcgcct gtagctgcct ggatgagcac acctggctca tcacacttgc 
1800 

aggcctgttc cctaaggggc cccagccaag gagctgagcg aggctgtctg gcctggggga 

I860 

gatctgacag cccagacctt cctacggctg gcagcagaga aacaaagtct ggacccactc 
1920 

catgctctgc cctcagacct ggccaggtga tgctctgggg gcagcatctc cccaccgaga 
1980 

gaagcgggct cctaatgagg tgggaaagcc acggcaggca gcgagcagcc caggccagct 
2040 

ttctgcatgg atggtcagtc tcttgccctc aaacactaca gcaaacaagc tacccctgcc 
2100 

agtcctagac aacttgggta catctgggga cctagcagtt aggctcgact ttgaggagag 
2160 

gctgtgatgt ttatgatccc tgaataaagc tactccttgg agaaaaaaaa aaaaaaaaaa 
2220 

aaaaaaaaaa aaaaaaaaaa aaa 
2243 



<210> 3644 
<211> 560 
<212> PRT 

<213> Homo sapiens 



<400> 3644 

Gly Leu His Glu Glu Gly Leu Arg Lys Phe Ser Glu Tyr Leu Cys Lys 

15 10 15 

Gin Val Ala Ser Lys Ala Glu Glu Asn Leu Leu Met Val Leu Gly Thr 

20 25 30 

Asp Met Ser Asp Arg Arg Ala Ala Val He Phe Ala Asp Thr Leu Thr 

35 40 45 

Leu Leu Phe Glu Gly He Ala Arg lie Val Glu Thr His Gin Pro He 

50 55 60 

Val Glu Thr Tyr Tyr Gly Pro Gly Arg Leu Tyr Thr Leu He Lys Tyr 
65 * 70 75 80 

Leu Gin Val Glu Cys Asp Arg Gin Val Glu Lys Val Val Asp Lys Phe 

8 5 90- 95 

He Lys Gin Arg Asp Tyr His Gin Gin Phe Arg His Val Gin Asn Asn 

100 105 HO 

Leu Met Arg Asn Ser Thr Thr Glu Lys He Glu Pro Arg Glu Leu Asp 

US 120 125 

Pro He Leu Thr Glu Val Thr Leu Met Asn Ala Arg Ser Glu Leu Tyr 

130 135 140 

Leu Arg Phe Leu Lys Lys Arg He Ser Ser Asp Phe Glu Val Gly Asp 
145 150 155 160 

Ser Met Ala Ser Glu Glu Val Lys Gin Glu His Gin Lys Cys Leu Asp 

165 170 175 

Lys Leu Leu Asn Asn Cys Leu Leu Ser Cys Thr Met Gin Glu Leu He 

180 185 190 

Gly Leu Tyr Val Thr Met Glu Glu Tyr Phe Met Arg Glu Thr Val Asn 

195 200 205 

Lys Ala Val Ala Leu Asp Thr Tyr Glu Lys Gly Gin Leu Thr Ser Ser 
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210 21S 220 

Met Val Asp Asp Val Phe Tyr He Val Lys Lys Cys He Gly Arg Ala 
22S 230 235 240 

Leu Ser Ser Ser Ser He Asp Cys Leu Cys Ala Met He Asn Leu Ala 

245 250 255 

Thr Thr Glu Leu Glu Ser Asp Phe Arg Asp Val Leu Cys Asn Lys Leu 

260 265 270 

Arg Met Gly Phe Pro Ala Thr Thr Phe Gin Asp He Gin Arg Gly Val 

275 280 285 

Thr Ser Ala Val Asn He Met His Ser Ser Leu Gin Gin Gly Lys Phe 

290 295 300 

Asp Thr Lys Gly He Glu Ser Thr Asp Glu Ala Lys Met Ser Phe Leu 
305 310 315 320 

Val Thr Leu Asn Asn Val Glu Val Cys Ser Glu Asn He Ser Thr Leu 

325 330 335 

Lys Lys Thr Leu Glu Ser Asp Cys Thr Lys Leu Phe Ser Gin Gly He 

340 345 350 

Gly Gly Glu Gin Ala Gin Ala Lys Phe Asp Ser Cys Leu Ser Asp Leu 

355 360 365 

Ala Ala Val Ser Asn Lys Phe Arg Asp Leu Leu Gin Glu Gly Leu Thr 

370 375 380 

Glu Leu Asn Ser Thr Ala He Lys Pro Gin Val Gin Pro Trp He Asn 
385 390 395 400 

Ser Phe Phe Ser Val Ser His Asn He Glu Glu Glu Glu Phe Asn Asp 

405 410 415 

Tyr Glu Ala Asn Asp Pro Trp Val Gin Gin Phe He Leu Asn Leu Glu 

420 425 430 

Gin Gin Met Ala Glu Phe Lys Ala Ser Leu Ser Pro Val He Tyr Asp 

435 440 445 

Ser Leu Thr Gly Leu Met Thr Ser Leu Val Ala Val Glu Leu Glu Lys 

450 455 460 

Val Val Leu Lys Ser Thr Phe Asn Arg Leu Gly Gly Leu Gin Phe Asp 
465 470 475 480 

Lys Glu Leu Arg Ser Leu He Ala Tyr Leu Thr Thr Val Thr Thr Trp 

485 490 495 

Thr He Arg Asp Lys Phe Ala Arg Leu Ser Gin Met Ala Thr He Leu 

500 SOS 510 

Asn Leu Glu Arg Val Thr Glu He Leu Asp Tyr Trp Gly Pro Asn Ser 

515 520 525 

Gly Pro Leu Thr Trp Arg Leu Thr Pro Ala Glu Val Arg Gin Val Leu 

530 535 540 

Ala Leu Arg lie Asp Phe Arg Ser Glu Asp He Lys Arg Leu Arg Leu 
545 550 555 560 



<210> 3645 

<211> 823 

<212> DNA 

<213> Homo sapiens 



<400> 3645 

acgcgtacat gggcaggtgg tagcggttat agtgcaggta gtcaagagtg cttctctcca 
60 

ccagggtttt gtagatggat tcctcaaaaa ctcttttgag gtattgcctg ggcttctcag 
120 
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tcgggttgat ttcctcatct tctatttgat gggctaactg ctctatggaa ggaagatctt 
180 

cctcctcctt ggaggctaag atttggcgta actctttcct gagatcaata aaacgatcgt 
240 

ggaacagggc caggcaccac ggctcggtga agtagctata gagatctgtg atcaggtttt 
300 

catcgtaccg agcacacagg ttgttgagga gccgctcgtg ctggccaaac aagcggatgt 
360 

agttggaggc ggggaagggc tccctagaaa ggcacgtgat ggtttccacc attttatact 
420 

tgttaacatg aattcggaag taagtcccat ttttcgcact gccggttact agttctaaac 
480 

cataattagg ctgggccatt tgtacctcca agggagctgg aatggcaggc ttggcaatat 
S40 

gcagataatg gtaagaccca ggaagaatgc ccccttgaat cttggctccc ttgtacatgg 

600 

ggatgagccg gtcaagatta gctggtggct cggtcacagg ctcaagggtt ggatcaaaga 
660 

gatgtagcat agctgctgcc agctgaaagc caatttcttt ggaactgaag ttgctggtgg 
720 

gcccatccat ttgagtagta tctattggag aatttggtga gggagccagc agctctgatg 
780 

gctatgtcgt tggtgcggaa gttggtatca atcacaagtc gac 
823 

<210> 3646 
<211> 243 
<212> PRT 

<213> Homo sapiens 
<400> 3646 

Met Asn Gly Pro Thr Ser Asn Phe Ser Ser Lys Glu He Gly Phe Gin 

15 10 15 

Leu Ala Ala Ala Met Leu His Leu Phe Asp Pro Thr Leu Glu Pro Val 

20 25 30 

Thr Glu Pro Pro Ala Asn Leu Asp Arg Leu He Pro Met Tyr Lys Gly 

35 40 45 

Ala Lys He Gin Gly Gly He Leu Pro Gly Ser Tyr His Tyr Leu His 

50 55 60 

He Ala Ly3 Pro Ala He Pro Thr Pro Leu Glu Val Gin Met Ala Gin 
65 70 75 80 

Pro Asn Tyr Gly Leu Glu Leu Val Thr Gly Ser Ala Lys Asn Gly Thr 

85 90 95 

Tyr Phe Arg He His He Asn Lys Tyr Lys Met Val Glu Thr He Thr 

100 105 HO 

Cys Leu Ser Arg Glu Pro Phe Pro- Ala Ser Asn Tyr He Arg Leu Phe 

115 120 125 

Gly Gin His Glu Gin Leu Leu Asn Asn Leu Cys Ala Arg Tyr Asp Glu 

130 135 140 

Asn Leu He Thr Asp Leu Tyr Ser Tyr Phe Thr Glu Pro Trp Cys Leu 
145 150 155 160 

Ala Leu Phe His Asp Arg Phe He Asp Leu Arg Lys Glu Leu Arg Gin 

165 170 175 

He Leu Ala Ser Lys Glu Glu Glu Asp Leu Pro Ser He Glu Gin Leu 
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180 185 190 

Ala His Gin He Glu Asp Glu Glu He Asn Pro Thr Glu Lys Pro Arg 

195 200 205 

Gin Tyr Leu Lys Arg Val Phe Glu Glu Ser He Tyr Lys Thr Leu Val 

210 215 220 

Glu Arg Ser Thr Leu Asp Tyr Leu His Tyr Asn Arg Tyr His Leu Pro 
225 230 23S 240 

Met Tyr Ala 



<210> 3647 
<211> 584 
<212> DNA 

<213> Homo sapiens 
<400> 3647 

acgcgtcggg cgagcgccgc gcctacgggc ccctttttct gcgcgaccgc gtggctgtgg 
60 

gcgcggatgc ctttgagcgc ggtgacttct cactgcgtat cgagccgctg gaggtcgccg 
120 

acgagggcac ctactcctgc cacctgcacc accattactg tggcctgcac gaacgccgcg 
180 

tcttccacct gacggtcgcc gaaccccacg cggagccgcc cccccggggc tctccgggca 
240 

acggctccag ccacagcggc gccccaggcc caggtgaagg aggcctccct gggacccggg 
300 

aaggcgggag cccaccccac cgggggttgc tctgcgcccg ctgtcccttg cccgaggccc 
360 

gcggatccca gcgggnnggc cgtggcccgg gtcggggcgc aggtcttgct ggtacctgac 
420 

gccgctccga ccccgcgctc cccgcagacc ccacactggc gcgcggccac aacgtcatca 

480 

atgtcatcgt ccccgagagc cgagcccact tcttccagca gctgggctac gtgctggcca 
540 

cgctgctgct cttcatcctg ctactggtca ctgtcctcct ggcc 
S84 

<210> 3648 
<211> 63 
<212> PRT 

<213> Homo sapiens 
<400> 3648 

Thr Arg Arg Ala Ser Ala Ala Pro Thr Gly Pro Phe Phe Cys Ala Thr 

15 10 15 

Ala Trp Leu Trp Ala Arg Met Pro Leu Ser Ala Val Thr Ser His Cys 

20 25 30 

Val Ser Ser Arg Trp Arg Ser Pro Thr Arg Ala Pro Thr Pro Ala Thr 

35 40 45 

Cys Thr Thr lie Thr Val Ala Cys Thr Asn Ala Ala Ser Ser Thr 
50 55 60 

<210> 3649 
<211> 648 
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<212> DNA 

<213> Homo sapiens 

<400> 3649 

naaaaataat gcagacacaa aacgaaaaaa gattgaagat tgttacagag aaataggtga 
60 

ggaagcatga tactgaaggc ttgtcactcc tgttttcact tccacacaga caagcatatt 
120 

tgctcattgt ttgctgtgct cccctttttt tttcaggttg ctatttctgc agatgtcaaa 
180 

gaagttctgt taactgatgg gaatgaaaag gccatcagaa atgtgcaaga catcatcaca 
240 

aggaatcaga aggctggtgt gtttaagacc cagaaaatat caagctgcgt tttacgatgg 
300 

gataatgaga cagatgtctc tcaactggaa ggacattttg acattgttat gtgtgctgac 
360 

tgcctgtttc tggaccagta cagagccagc cttgttgatg caataaagag attactccag 
420 

cccaggggga aagcgatggt atttgcccca cgccgaggga atactttaaa ccagttttgc 
480 

aatctagctg aaaaagctgg tttctgtatc caaagacatg aaaattatga tgaacacatt 
S40 

tcaaacttcc actccaagtt gaaaaaggaa aacccggaca tatatgaaga aaaccttcat 
600 

tacccgcctc tgcttatttt gaccaaacat ggatagaaga ttaagctt 
648 

<210> 3650 

<211> 189 

<212> PRT 

<213> Homo sapiens 



<400> 3650 



Met 


lie 


Leu 


Lys 


Ala 


Cys 


His 


Ser 


Cys 


Phe 


His 


Phe 


His 


Thr 


Asp 


Lys 


1 








5 










10 










15 




His 


He 


Cys 


Ser 


Leu 


Phe 


Ala 


Val 


Leu 


Pro 


Phe 


Phe 


Phe 


Gin 


Val 


Ala 








20 










25 










30 






He 


Ser 


Ala 


Asp 


Val 


Lys 


Glu 


Val 


Leu 


Leu 


Thr 


Asp 


Gly 


Asn 


Glu 


Lys 






35 










40 










45 








Ala 


He 


Arg 


Asn 


Val 


Gin 


Asp 


He 


He 


Thr 


Arg 


Asn 


Gin 


Lys 


Ala 


Gly 




50 










ss 










60 










Val 


Phe 


Lys 


Thr 


Gin 


Lys 


He 


Ser 


Ser 


Cys 


val 


Leu 


Arg 


Trp 


Asp 


Asn 


65 










70 










75 










80 


Glu 


Thr 


Asp 


val 


Ser 


Gin 


Leu 


Glu 


Gly 


His 


Phe 


Asp 


He 


Val 


Met 


Cys 










85 










90 










95 




Ala 


Asp 


Cys 


Leu 


Phe 


Leu 


Asp 


Gin 


Tyr 


Arg 


Ala 


Ser 


Leu 


Val 


Asp 


Ala 








100 










105 










110 






He 


Lys 


Arg 


Leu 


Leu 


Gin 


Pro 


Arg 


Gly 


Lys 


Ala 


Met 


Val 


Phe 


Ala 


Pro 






US 










120 










125 








Arg 


Arg 


Gly 


Asn 


Thr 


Leu 


Asn 


Gin 


Phe 


Cys 


Asn 


Leu 


Ala 


Glu 


Lys 


Ala 




130 










135 










140 










Gly 


Phe 


Cys 


He 


Gin 


Arg 


His 


Glu 


Asn 


Tyr 


Asp 


Glu 


His 


He 


Ser 


Asn 


145 










150 










155 










160 


Phe 


His 


Ser 


Lys 


Leu 


Lys 


Lys 


Glu 


Asn 


Pro 


Asp 


He 


Tyr 


Glu 


Glu 


Asn 
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165 170 



175 



Leu His Tyr 



Pro Pro Leu Leu He Leu Thr Lys 
180 185 



His Gly 



<210> 3651 

<211> 2469 

<212> DNA 

<213> Homo sapiens 

<400> 3651 

ggctgtaccg gaacgtgggg cgaggcgctg ttcatcaaag aaaaagggtt cttttggtca 
60 

cccaccaccg gccccatggc tgccgtgcag atggaccctg agctagccaa gcgcctcttc 
120 

tttgaagggg ccactgtggt catcctgaac atgcccaagg gaacagagtt tgggattgac 
180 

tataactcct gggaggtcgg gcccaagctc cggggcgtga agatgatccc tccaggcatc 
240 

cacttcctcc actacagctc tgtggacaag gctaatccga aggaagtagg ccctcgtatg 
300 

ggtttcttcc ctagcctgca ccagcggggg ctgacagtgc tgcgctggag cacactcagg 
360 

gaagaggtag acctgtcccc agccccagag cctgaggtgg aggccatgag ggccaacctc 
420 

caggagctgg accagttcct ggggccttac ccacatgcca ccctgaagaa gtggatctca 
480 

ctcaccaact tcatcagcga agccacagtg gagaagctac agcccgagaa tcgacagatc 
540 

tgtgcctttt ccgatgtgct acctgtgctc tccatgaagc acaccaagga ccgcgtgggg 
600 

cagaatctac cccgctgtgg cattgagtgc aaaagctacc aagagggcct ggcccggcta 
660 

ccagagatga agcccagagc cgggacagag atccgcttct cagagctgcc cacgcagatg 
720 

ttcccagagg gtgccacgcc agctgagata accaagcaca gcatggacct gagctatgcc 
780 

ctggagactg tgctcatcaa gcagttcccc agcagccccc aggatgtgct tggtgaactc 
840 

cagtttgctt ttgtgtgcnt cctgctgggg aatgtgtacg aggcatttga gcattggaag 
900 

cggctcctgc acctcctgtg ccggtcagaa gcagccatga tgaagcacca caccctctac 
960 

atcaacctca tgtccatcct gtaccaccag cttggtgaga tccccgctga cttcttcgta 
1020 

gacattgtct cccaagacaa cttcctcacc agcaccttac aggttttctt ttcctctgcc 
1080 

tgcagcattg ccgtggatgc caccctgaga aagaaagctg aaaagtccca agctcacctg 
1140 

accaagaagt tccggtggga ctttgctgcg gaacctgagg actgtgcccc ggtggtggtg 
1200 

gagctccctg agggcatcga gatgggctaa ctcggggagc gctctcagct gcgaggggcc 
1260 

ccttcccaca gggctgcagt cctggcctct ccatttactt cttcccatcc tgggacctgc 
1320 
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cagggcagca atctctccag gtcctgcaaa gatggagcca gaattccctt tttcactgat 
13B0 

aaatatattt cttcattgcc aaagaggctg tacccatcct gaaggcacat ttgtgggttc 
1440 

cccatcagcc aggccttggt gctaacctgg ctgaatttca cacaggctcc tacacacaca 
1SOO 

cgctcctagg agacatctgc ctacacggca accatatttc ctctgaatga gaaggaattg 
1560 

aaccaaaagt ccaagaaaga actgattgtt tgttccatag gagcttagga aacaagaaac 
1620 

cctggattgc ccagggggtc tgagaagttg gttggtgact ttttttgcgg ttaaatgaag 
1680 

ggtgatgggg agatcagccc gaattgccgc ctgcctcttg ctaaatagga gcagaggact 
1740 

tggcctgcag ctccttggga gcccttgatt gggaagagag tttcaaggga ggcagctgga 
1800 

ttcaatct'ag caggtggtca gcttcagctt tctccatcga aatcccattc tcctgtccag 
1860 

aggcccagcg ggtcatctcc caaggtgggt gtggaccctg gcctcagagg ccttgctggt 
1920 

gctgtcacct cccacctgtt ccattccgag gcctcaccca gaagtgggac cctccccttc 
1980 

ctcaccagag ccaccgtgac tgtttctgat gacctggaga gtcaacaaca accagaaagg 
2040 

tttctgccca gagcaggctt cttaaggcct ttacgaagtt ttgtgccttc caagtgctga 
2100 

agaagacctg gtcagcctaa atcttcccag tcccgctgtg gagctgtcag tcaccggagt 
2160 

aatgagctcc tggttcctcg ggagtccttc gtgctgtgtg gcagggttcc tctctagaca 
2220 

agtacacagg ccctgccacc ctgacatcaa actgttgtac tatgatcaca gtccctgtgc 
2280 

catccttttc caagactggg gctcacacca tgtttttgaa tgagaatccc tgctggttga 
2340 

gacttttgct tccacttgtt tccttggaga tgtttttcca agagcataat gtacattaaa 
2400 

gtcttcgagt tgagacaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2460 

aaaaaaaaa 
2469 

<210> 3652 

<211> 384 

<212> PRT 

<213> Homo sapiens 

<400> 3652 

Met Ala Ala Val Gin Met Asp Pro Glu Leu Ala Lys Arg Leu Phe Phe 

15 10 15 

Glu Gly Ala Thr Val Val He Leu Asn Met Pro Lys Gly Thr Glu Phe 

20 2S 30 

Gly He Asp Tyr Asn Ser Trp Glu Val Gly Pro Lys Phe Arg Gly Val 

35 40 45 

Lys Met He Pro Pro Gly He His Phe Leu His Tyr Ser Ser Val Asp 
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50 






55 


^ ? 










Lys 


Ala Asn Pro 


Lys 


Glu 


Val 


Gly Pro Arg Met Gly 


Phe 


Phe 


Leu 


Ser 


6 5 






70 




75 








80 


Leu 


nis uin M r y 


Gly Leu 


Thr 


Val Leu Arg Trp Ser 


Thr 


Leu 


Arg 


Glu 






85 






90 






95 




Glu 


\7a 1 &an Ton 
vni nap ucu 


Ser 


Pro 


Ala 


Pro Glu Ser Glu Val 


Glu 


Ala 


Met 


Arg 












105 




110 






Ala 


Mall L6U V7J.1I 


Glu 


Leu Asp 


Gin Phe Leu Gly Pro 


Tyr 


Pro Tyr 


Ala 




115 










12 S 








Thr 


ucu Ij/j ijyj 


Trp 


He 


Ser 


i»eu mr Asn pne lie 


Ser Glu 


Ala 


Thr 




130 






135 


140 










Val 


Glu Lys Leu 


Gin 


Pro 


Glu 


Asn Arg Gin He Cys 


Ala 


Phe 


Ser 


Asp 


14 5 






150 




155 








160 


Val 


bcU riy Vdi 


Leu 


Ser 


Met 


Lys His Thr Lys Asp 


Arg Val Gly 


Gin 






165 






170 






175 




sn 


Leu Pro Arg 


Cys Gly 


He 


Glu Cys Lys Ser Tyr 


Gin Glu Gly 


Leu 




180 








185 




190 






Ala 


Airg Leu Pro 


Glu 


Met 


Lys 


Pro Arg Ala Gly Thr 


Glu 


He 


Arg 


Phe 




195 








200 


205 








Ser 


Glu Leu Pro 


Thr 


Gin 


Met 


Phe Pro Glu Gly Ala 


Thr 


Pro 


Ala 


Glu 




210 






215 


220 










He 


Thr Lys His 


Ser 


Met 


Asp 


Leu Ser Tyr Ala Leu 


Glu 


Thr 


Val 


Leu 


22 5 






230 




235 








240 


He 


Lys Gin pne 


Pro 


Ser 


Ser 


Pro Gin Asp Val Leu 


Gly Glu Leu 


Gin 






245 






250 






255 






Ala pne vai 


Cys 


Phe 


Leu 


Leu Gly Asn Val Tyr 


Glu 


Ala 


Phe 


Glu 




260 








265 




270 






His 


Trp Lys Arg 


Leu 


Leu 


His 


Leu Leu Cys Arg Ser 


Glu 


Ala 


Ala 


Met 




275 








280 


285 








Met 


Lys His His 


Thr 


Leu 


Tyr 


He Asn Leu Met Ser 


He 


Leu Tyr 


His 




290 






295 


300 










Gin 


Leu Gly Glu 


He 


Pro 


Ala 


Asp Phe Phe Val Asp 


He 


Val 


Ser 


Gin 


305 






310 




315 








320 


Asp 


Asn Phe Leu 


Thr 


Ser 


Thr 


Leu Gin Val Phe Phe 


Ser 


Ser 


Ala 


Cys 






325 






330 






335 




Ser 


He Ala 1 Val 


Asp Ala 


Thr 


Leu Arg Lys Lys Ala 


Glu 


Lys 


Phe 


Gin 




340 








345 




350 






Ala 


His Leu Thr 


Lys 


Lys 


Phe 


Arg Trp Asp Phe Ala 


Ala 


Glu 


Pro 


Glu 




35S 








360 


365 








Asp 


Cys Ala Pro 


Val 


Val 


Val 


Glu Leu Pro Glu Gly 


He 


Glu 


Met 


Gly 




370 






375 


380 











<210> 3653 

<211> 283 

<212> DNA 

<213> Homo sapiens 



agggtggatg ccccaggcca gcccaggagc ttggcgccac tggaggaagt 
aatcagagct tcttttgctg ctgctgaaat ggaacggtgc catcaggccg 
tggagatgct ccttcagctc agcaggacgc tagctcggaa ctcagactgc 
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<400> 3653 
ncaaagagca 
60 

gcattatacc 
120 

tcttctccac 
180 
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acatttttgc ggattgggag gagggccgac gccgtggccg gatagtctct ggagctgcct 
240 

tttgggggtg tttgcctgtt ggcattttca gtactccacg cgt 
2B3 



<210> 36S4 

<211> 88 

<212> PRT 

<213> Homo sapiens 



<400> 3654 

Met Pro Gin Ala Ser Pro Gly Ala 

1 s 
He Pro lie Arg Ala Ser Phe Ala 
20 

Gin Ala Val Phe Ser Thr Gly Asp 

35 40 
Ser Ser Glu Leu Arg Leu His He 

50 55 
Arg Arg Gly Arg He Val Ser Gly 
65 70 
Val Gly He Phe Ser Thr Pro Arg 
85 



Trp Arg His Trp Arg Lys Cys He 

10 15 
Ala Ala Glu Met Glu Arg Cys His 
25 30 
Ala Pro Ser Ala Gin Gin Asp Ala 
45 

Phe Ala Asp Trp Glu Glu Gly Arg 
60 

Ala Ala Phe Trp Gly Cys Leu Pro 
75 80 



<210> 3655 
<211> 3477 
<212> DNA 

<213> Homo sapiens 



<400> 3655 

nttttttttt tttttttttt tttttttttt tttttttttt ttttgcactg attcagactt 
60 

taatggaggt gctcatttca atgccacaga ggtggtggca actgtggaac gtggcatggg 
120 

gagtgagagg ttgctctggt gcagctggag gaagaacagg gaacctaggg ttggggagag 
180 

atgtatagag gaaaactccc ccaggcacac agcctccgct ctggaccaac gcaggcttca 
240 

gtgagtacac acaaaggaac tgatgtcaag gccctttcta tgacccttcc cattctagca 
300 

agacctccca ccccagtcat cttgggatct acagccacat gaaatacaga cacatcgttc 
360 

ccccaagtca ggccagtttt aggccattga gttatgggga aatgattaat gggatgaatg 
420 

aaaaacaaat aaaataaata aataaataaa tacactaaag ccttattagc caggcgtgat 
480 

cacatgccca acactcccct ccatcccagc actatgcaca gttcacggct catatgcaaa 
540 

gtggaagaca cgtgggacaa gagcaaagca caagtgacac atggtccctc tctaacacct 
600 

cagcacacca accctgacgc tcccatcaca gatgctgatc attcttccac ggaccccctt 
660 

ttataataat cctcattcac atttctagtt tctgagggaa gagagaaaga gaaaggaaga 
720 
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gcggaacccc 


780 




agaggucagg 




840 




ggggctcagg 


ggaucccagg 


900 




gatgagacag 


agg tec ca eg 


960 




ggaac t tgcg 


tccagcaaac 


1020 




cgg c tg ta tc 


tggccagacg 


1080 




cagagcccca 


ccacaaggtc 


1140 




accatcaccc 


cccagccatt 


12 00 




gagccgatct 


ggt tgact t t 


1260 




tcaatacgtt 


Ctgggttggt 


1320 




gctgtgaact 


tctgccaagc 


1380 




actgggtagt 


ccctgacaaa 


1440 




ctgctggggt 


cagtgggaga 


1500 




gaggcagcaa 


ca t ccatgcc 


1560 




gtcttcacca 


gctccagtgc 


1620 




tcacccacat 


tggtggcatc 


1680 




tagacctc tg 


cacctagtcg 


1740 




atgaac t cc t 


gcatggccag 


1800 




gctggcactg 


ggagta tgag 


1860 




gggaccccct 


tc t caaaggc 


1920 




agcaagaaac 


tgaaegtcac 


1980 




ggaacagaaa 


ataaatctaa 


2040 




tgcaaagctg 


gtgccgttga 


2100 




ggcaactctg 


aagtcatcct 


2160 




gctggcaaca 


agetggecat 


2220 




agggaagcca 


tgcgcattgg 


2280 




aaatatggga 


aagatgecac 


2340 





aatgagtagg gcacagaaag 
ageageggag caggtcaatc 
gggtgaacta tcacagatca 
tctccaggca agcagaggaa 
ttagccttgc tgeccaagag 
ctccgagcgg cagggggcac 
agcaatgaat gtgtcctcag 
ctcctgggcc agettgeacg 
gagcaggagg cagttgeagg 
cactgtgaga tcatccccca 
tccccaatca tcctggtcaa 
gtcctggtag agtgccccca 
cttgaagtcc aagccatacc 
gatgacaacc tggtcagtgt 
ttctttgttc cccaggatgt 
cttcccgtac ttctccttga 
catggcttcc ttgaaggagc 
cttgtttcca gcatgggagc 
gtcagggttc ccagccaagt 
tgttgagcac atcaataaaa 
agaacaagag aagattgaca 
gtttggtgcg aacgccattc 
gaagggggtc cccctgtacc 
gccagtcccg gcgttcaatg 
gcaggagttc atgatcctcc 
agcagaggct taccacaacc 
caatgtgggg gatgaaggcg 



gagggegage 


agagacagca 


agggaagttc 


tgggcaccct 


ggacagcaag 


gttccaggag 


tcacagcaca 


ctgggattac 


cctcttcaat 


tctgaggagt 


cagtcttgat 


ctgtcctgtg 


tctccccaga 


gcggtggctc 


cctgaagaga 


ctcggtcacg 


ccttctcgtt 


cacggcccgc 


caatctggat 


tcctacattg 


atgggtcccc 


aatggagacc 


gctggtcccc 


agtgatgtac 


tgccatcacg 


ataaaactcg 


agccggcctt 


tgegattgea 


taggtgcgaa 


tccaccttca 


tgaccccctt 


gagtgtatgg 


tggctcccac 


aggcagaatc 


ccccgttgat 


cacattgaag 


cagcgatgtg 


geggtacagg 


ctattgcgcc 


tgccctggtt 


aactgatgat 


cgagatggat 


tgggggtgtc 


ccttgccgtc 


gccacatcgc 


cgacttggct 


tcatcaatgg 


eggttctcat 


cagtcggtgc 


agcaaacttc 


tgaagaatgt 


catcaaggag 


ggtttgctcc 


caacatcctg 
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gagaataaag aaggcctgga gctgctgaag actgctattg ggaaagctgg ctacactgat 
2400 

aaggtggtca tcggcatgga cgtagcggcc tccgagttct tcaggtctgg gaagtatgac 
2460 

ctggacttca agtctcccga tgaccccagc aggtacatct cgcctgacca gctggctgac 
2520 

ctgtacaagt, ccttcatcaa ggactaccca gtggtgtcta tcgaagatcc ctttgaccag 
2580 

gatgactggg gagctcggca gaagttcaca gccagtgcag gaatccaggt agtgggggat 
2640 

gatctcacag tgaccaaccc caagaggatc gcccaggccg tgaacgagaa gtcctgcaac 
2700 

tgcctcctgc tcaaagtcaa ccagattggc tccgtgaccg agtctcttca ggcgtgcaag 
2760 

ctggcccagg ccaatggttg gggcgtcatg gtgtctcatc gttcggggga gactgaagat 
2820 

accttcatcg ctgacctggt tgtggggctg tgcaccgggc agatcaagac cggtgccccc 
2880 

tgccgatctg agcgcttggc caagtacaac cagctcctca gaattgaaga ggagctgggc 
2940 

agcaaggcta agtttgccgg caggaacttc agaaacccct tggccaagta agctgtgggc 
3000 

aggcaagccc ttcggtcacc tgttggctac acagacccct cccctcgtgt cagctcaggc 
3060 

agctcgaggc ccccgaccaa cacttgcagg ggtccctgct agttagcgcc ccaccgccgt 
3120 

ggagttcgta ccgcttcctt agaacttcta cagaagccaa gctccctgga gccctgttgg 
3180 

cagctctagc tttgcagtcg tgtaattggc ccaagtcatt gtttttctcg cctcactttc 
3240 

caccaagtgt ctagagtcat gtgagcctcg tgtcatctcc ggggtggcca caggctagat 
3300 

ccccggtggt tttgtgctca aaataaaaag cctcagtgac ccatgaaaaa aaaaaaaaaa 
3360 

actcgtgccg actcgtgccg aattcggaga ncccatgtcc ggagacccca cggctggcac 
3420 

ttcgggcccc gtatgacctg ggacctcgcc gtcccgagac ctcctgggtc cctccgt 
3477 

<210> 3656 

<211> 429 

<212> PRT 

<213> Homo sapiens 

<400> 3656 

Met Ala Ser Leu Lys Glu Leu Ala Pro Thr Gly Arg lie Met Asn Ser 

15 10 15 

Cys Met Ala Ser Leu Phe Pro Ala Trp Glu Pro Pro Leu He Thr Leu 

20 25 30 

Lys Ala Gly Thr Gly Ser Met Arg Ser Gly Phe Pro Ala Lys Ser Ala 

35 40 45 

Met Trp Arg Tyr Arg Gly Thr Pro Phe Ser Lys Ala Val Glu His He 

50 SS 60 

Asn Lys Thr He Ala Pro Ala Leu Val Ser Lys Lys Leu Asn Val Thr 
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65 70 75 80 

Glu Gin Glu Lys lie Asp Lys Leu Met He Glu Met Asp Gly Thr Glu 

85 90 95 

Asn Lys Ser Lys Phe Gly Ala Asn Ala lie Leu Gly Val Ser Leu Ala 

100 105 HO 

Val Cys Lys Ala Gly Ala Val Glu Lys Gly Val Pro Leu Tyr Arg His 

115 120 125 

He Ala Asp Leu Ala Gly Asn Ser Glu Val He Leu Pro Val Pro Ala 

130 135 140 

Phe Asn Val He Asn Gly Gly Ser His Ala Gly Asn Lys Leu Ala Met 
145 150 155 160 

Gin Glu Phe Met He Leu Pro Val Gly Ala Ala Asn Phe Arg Glu Ala 

165 170 17S 

Met Arg He Gly Ala Glu Val Tyr His Asn Leu Lys Asn Val He Lys 

180 185 190 

Glu Lys Tyr Gly Lys Asp Ala Thr Asn Val Gly Asp Glu Gly Gly Phe 

195 200 205 

Ala Pro Asn He Leu Glu Asn Lys Glu Gly Leu Glu Leu Leu Lys Thr 

210 215 220 

Ala He Gly Lys Ala Gly Tyr Thr Asp Lys Val Val He Gly Met Asp 
225 230 23S 240 

Val Ala Ala Ser Glu Phe Phe Arg Ser Gly Lys Tyr Asp Leu Asp Phe 

24S 250 255 

Lys Ser Pro Asp Asp Pro Ser Arg Tyr He Ser Pro Asp Gin Leu Ala 

260 265 270 

Asp Leu Tyr Lys Ser Phe He Lys Asp Tyr Pro Val Val Ser He Glu 

275 280 285 

Asp Pro Phe Asp Gin Asp Asp Trp Gly Ala Trp Gin Lys Phe Thr Ala 

290 295 300 

Ser Ala Gly He Gin Val Val Gly Asp Asp Leu Thr Val Thr Asn Pro 
305 310 315 320 

Lys Arg He Ala Gin Ala Val Asn Glu Lys Ser Cys Asn Cys Leu Leu 

325 330 335 

Leu Lys Val Asn Gin He Gly Ser Val Thr Glu Ser Leu Gin Ala Cys 

340 345 350 

Lys Leu Ala Gin Ala Asn Gly Trp Gly Val Met Val Ser His Arg Ser 

355 360 365 

Gly Glu Thr Glu Asp Thr Phe He Ala Asp Leu Val Val Gly Leu Cys 

370 37S 380 

Thr Gly Gin He Lys Thr Gly Ala Pro Cys Arg Ser Glu Arg Leu Ala 
385 390 395 400 

Lys Tyr Asn Gin Leu Leu Arg He Glu Glu Glu Leu Gly Ser Lys Ala 

405 410 415 

Lys Phe Ala Gly Arg Asn Phe Arg Asn Pro Leu Ala Lys 
420 425 

<210> 3657 
<211> 337 
<212> DNA 

<213> Homo sapiens 
<400> 3657 

tgttacgtgt tcattttcga ctcaaggcgt acacgtgcag atgtgtcaca tgttcatttt 
60 
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cagctcaagg cgtacacgtg caggtgtgtt acgtgttcat tttcgactca aggcgtacac 
120 

gtgcagatgt gtcacatgtt cattttcggc tcaaggcgta cacgtgcagg tgtgttacgt 
180 

gttcattttc ggctcaaggc ttacacgtgc aggtgtgcca catgttcatt ttcggctcaa 
240 

ggcgtacatg tgcaggtgtg ttacatgttc attgccagct caacgcgtac acgtgcaggt 
300 

gtgccacatg ttcattttcg gttcaaggcg tacgcgt 
337 

<210> 3658 
<211> 99 
<212> PRT 

<213> Homo sapiens 
<400> 3658 

Met Cys His Met Phe He Phe Ser Ser Arg Arg Thr Arg Ala Gly val 

! 5 10 15 

Leu Arg Val His Phe Arg Leu Lys Ala Tyr Thr Cys Arg Cys Val Thr 

20 25 30 

Cys Ser Phe Ser Ala Gin Gly Val His Val Gin Val Cys Tyr Val Phe 

35 40 45 

He Phe Gly Ser Arg Leu Thr Arg Ala Gly Val Pro His Val His Phe 

50 55 60 

Arg Leu Lys Ala Tyr Met Cys Arg Cys Val Thr Cys Ser Leu Ser Ala 
6S 70 75 80 

Gin Arg Val Hi3 Val Gin Val Cys His Met Phe He Phe Gly Ser Arg 
85 90 95 

Arg Thr Arg 



<210> 3659 

<211> 1025 

<212> DMA 

<213> Homo sapiens 

<400> 3659 

naagctttta ctgctgatgg tgatcaagtt tttgcaggac gttattattc atctgaaaat 
60 

acaagaccta agttcctaag cagagatgtg gattctgaaa taagtgactt ggagaatgag 
120 

gttgaaaata agacggccca gatattaaat cttcagcaac atttatctgc ccttgaaaaa 
180 

gatattaaac acaatgagga acttcttaaa aggtgccaac tacattataa agaactaaag 
240 

atgaaaataa gaaaaaatat ttctgaaatt cgggaacttg agaacataga agaacaccag 
300 

tctgtagata ttgcaacttt ggaagatgaa gctcaggaaa ataaaagcaa aatgaaaatg 
360 

gttgaggaac atatggagca acaaaaagaa aatatggagc atcttaaaag tctgaaaata 
420 

gaagcagaaa ataagtatga tgcaattaaa ttcaaaatta atcaactatc ggagctagca 
480 
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gacccactta aggatgaatt aaaccttgct gattctgaag tggataacca aaaacgaggg 
S40 

aaacgacatt atgaaaaaaa acaaaaagaa cacttggata cctcaaataa aaagaaacga 
600 

gaactggata tgaaagagaa agaactagag gagaaaatgt cacaagcaag acaaatctgc 
660 

ccagagcgta tagaagtaga aaaatctgca tcaattctgg acaaagaaat taatcgatta 
720 

aggcagaaga cacaggcaga acatgctagt catggagatc gagaggaaat aatgaggcag 
780 

taccaagaag caagagagac ctatcttgat ctggatagta aagtgaggac tttaaaaaag 
840 

tttattaaat tactgggaga aatcatggag cacagattca agacatatca acaatttaga 
900 

aggtgtttga ctttacgatg caaattatac tttgacaact tactatctca gcgggcctat 
960 

tgtggaaaaa tgaattttga ccacaagaat gaaactctaa gtatatcagt tcagcccgga 

1020 

gaaaa 

1025 

<210> 3660 
<211> 341 
<212> PRT 

<213> Homo sapiens 



<400> 3660 



Xaa 


Ala 


Phe 


Thr 


Ala 


Asp 


Gly 


Asp 


Gin 


Val 


Phe 


Ala 


Gly 


Arg 


Tyr 


Tyr 


1 








5 










10 










15 




ser 


Ser 


Glu 


Asn 


Thr 


Arg 


Pro 


Lys 


Phe 


Leu 


Ser 


Arg 


Asp 


Val 


Asp 


Ser 








20 










25 










30 






Glu 


He 


Ser 


Asp 


Leu 


Glu 


Asn 


Glu 


Val 


Glu 


Asn 


Lys 


Thr 


Ala 


Gin 


He 






35 










40 










4S 








Leu 


Asn 


Leu 


Gin 


Gin 


His 


Leu 


Ser 


Ala 


Leu 


Glu 


Lys 


Asp 


He 


Lys 


His 




50 










55 










60 










Asn 


Glu 


Glu 


Leu 


Leu 


Lys 


Arg 


Cys 


Gin 


Leu 


His 


Tyr 


Lys 


Glu 


Leu 


Lys 


65 










70 










75 










80 


Met 


Lys 


He 


Arg 


Lys 


Asn 


He 


Ser 


Glu 


He 


Arg 


Glu 


Leu 


Glu 


Asn 


He 










85 










90 










95 




Glu 


Glu 


His 


Gin 


Ser 


Val 


Asp 


He 


Ala 


Thr 


Leu 


Glu 


Asp 


Glu 


Ala 


Gin 








100 










105 










110 






Glu 


Asn 


Lys 


Ser 


Lys 


Met 


Lys 


Met 


Val 


Glu 


Glu 


His 


Met 


Glu 


Gin 


Gin 






115 










120 










12S 








Lys 


Glu 


Asn 


Met 


Glu 


His 


Leu 


Lys 


Ser 


Leu 


Lys 


He 


Glu 


Ala 


Glu 


Asn 




130 






He 




135 










140 










Lys 


Tyr 


Asp 


Ala 


Lys 


Phe 


Lys 


He 


Asn 


Gin 


Leu 


Ser 


Glu 


Leu 


Ala 


145 










150 










155 










160 


Asp 


Pro 


Leu 


Lys 


Asp 


Glu 


Leu 


Asn 


Leu 


Ala 


Asp 


Ser 


Glu 


Val 


Asp 


Asn 










165 










170 










175 




Gin 


Lys 


Arg 


Gly 


Lys 


Arg 


His 


Tyr 


Glu 


Lys 


Lys 


Gin 


Lys 


Glu 


His 


Leu 








180 










185 










190 






Asp 


Thr 


Leu 


Asn 


Lys 


Lys 


Lys 


Arg 


Glu 


Leu 


Asp 


Met 


Lys 


Glu 


Lys 


Glu 






19S 










200 










205 








Leu 


Glu 


Glu 


Lys 


Met 


Ser 


Gin 


Ala 


Arg 


Gin 


He 


Cys 


Pro 


Glu 


Arg 


He 
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210 




215 220 




Glu 


Val 


Glu Lys Ser Ala 


Ser He Leu Asp Lys Glu 


116 i*£»*l Hiy *«wu 


225 




230 


235 


240 


Arg 


Gin 


Lys He Gin Ala 


Glu His Ala Ser His Gly 


Asp Arg Glu Glu 




245 


250 


255 


lie 


Met 


Arg Gin Tyr Gin 


Glu Ala Arg Glu Thr Tyr 


Leu Asp Leu Asp 






260 


265 


270 


Ser 


Lys 


val Arg Thr Leu 


Lys Lys Phe lie Lys Leu 


Leu Gly Glu He 




275 


280 


28S 


Met 


Glu 


His Arg Phe Lys 


Thr Tyr Gin Gin Phe Arg 


Arg Cys Leu Thr 




290 




295 300 




Leu 


Arg 


Cys Lys Leu Tyr 


Phe Asp Asn Leu Leu Ser 


Gin Arg Ala Tyr 


305 




310 


315 


320 


Cys 


Gly 


Lys Met Asn Phe 


Asp His Lys Asn Glu Thr 


Leu Ser lie Ser 




325 


330 


335 


Val 


Gin 


Pro Gly Glu 







340 



<210> 3661 

<211> 1117 

<212> DNA 

<213> Homo sapiens 

<400> 3661 

gtgcactcgg attggcaaag cccgagtggg ctgtctccac tgggttctgg gtcattcccc 
60 

tgtggcaaaa gctcctcctg catctgatac ttgggtcttc tccctctttt ataaaacaat 
120 

ttagatccta gaatgtgccc tttcacaatg gcttcgtttc caattttcac tgttatttgg 
180 

caaaggggtg caacattact atttgtggag gttcccggca gagcaggttt tgcaatgtag 
240 

gtttcaattt tgctggtttc ctcagcaata tttgtggttt tgctcagtga tcctccagga 
300 

tcagcaacat agtttgactc ctccggtatt tctcccctgg tatgtgatgt agttttcttt 
360 

ttctccttaa tgcttttggg tctgcttgca aacctaccca ctttatctgg ctcgggctta 
420 

ctgtcatctt tcagggactg actgacagct gggtccgaaa aggctctgtg gttgctgctg 
480 

gtcatggcag caatggcatt gctgtgcatg atcaccgatg aaaactggct gctgtgtaca 
540 

atgaccgagg gtgcagagcc actgtagctg atcacagagg cggcattctc actgctatta 
600 

ctcaaagata aaacaggtac atcccctgcc cggaggtcag aactgacagc attttcagtg 
660 

gaagaaactg acacctcagt tgaataaaag ttattgtcaa gatccatttc caatgcctcc 
720 

tctccccatc tggtaccctc tgcattttgc acattggcag aagtgggtat gtcctgacat 
780 

gcagatgttt ccaatgggat ggctggactg ttggtcaggg tgtttacagt atcttggaaa 
840 

ttcagcgttg gtaatccaga gctgtgtgga ttctgaacaa cataggtacc aggtgcagac 
900 
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tcattcattt gactgttttc tcgtgcattt tcataggaag aatttcggta gctcttataa 
960 

ggggctctct tgcatttcat aggcagtagc ctataaagtt tatacggata gacactaggc 
1020 

ttcaagcctc catttgctgt ttttttactg atggaaagtc tatgatcgat ggcatggaaa 
1080 

gacttctgat gatttttgag tatatagtag gtcatga 
1117 



<210> 3662 
<211> 371 
<212> PRT 

<213> Homo sapiens 



<400> 3662 

Met Thr Tyr Tyr He Leu Lys Asn His Gin Lys Ser Phe His Ala He 

15 10 15 

Asp His Arg Leu Ser He Ser Lys Lys Thr Ala Asn Gly Gly Leu Lys 

20 25 30 

Pro Ser Val Tyr Pro Tyr Lys Leu Tyr Arg Leu Leu Pro Met Lys Cys 

35 40 45 

Lys Arg Ala Pro Tyr Lys Ser Tyr Arg Asn Ser Ser Tyr Glu Asn Ala 

50 S5 60 

Arg Glu Asn Ser Gin Met Asn Glu Ser Ala Pro Gly Thr Tyr Val Val 
6S 70 75 B0 

Gin Asn Pro His Ser Ser Glu Leu Pro Thr Leu Asn Phe Gin Asp Thr 

85 90 95 

Val Asn Thr Leu Thr Asn Ser Pro Ala He Pro Leu Glu Thr Ser Ala 

100 105 110 

Cys Gin Asp He Pro Thr Ser Ala Asn Val Gin Asn Ala Glu Gly Thr 

115 120 125 

Lys Trp Gly Glu Glu Ala Leu Lys Met Asp Leu Asp Asn Asn Phe Tyr 

130 135 140 

Ser Thr Glu Val Ser Val Ser Ser Thr Glu Asn Ala Val Ser Ser Asp 
145 150 155 160 

Leu Arg Ala Gly Asp Val Pro Val Leu Ser Leu Ser Asn Ser Ser Glu 

165 170 17S 

Asn Ala Ala Ser Val He Ser Tyr Ser Gly Ser Ala Pro Ser Val He 

180 185 190 

Val His Ser Ser Gin Phe Ser Ser Val He Met His Ser Asn Ala He 

195 200 205 

Ala Ala Met Thr Ser Ser Asn His Arg Ala Phe Ser Asp Pro Ala Val 

210 215 220 

Ser Gin Ser Leu Lys Asp Asp Ser Lys Pro Glu Pro Asp Lys Val Gly 
225 230 235 240 

Arg Phe Ala Ser Arg Pro Lys Ser He Lys Glu Lys Lys Lys Thr Thr 

245 250 255 

Ser His Thr Arg Gly Glu He Pro Glu Glu Ser Ash Tyr Val Ala Asp 

260 265 270 

Pro Gly Gly Ser Leu Ser Lys Thr Thr Asn He Ala Glu Glu Thr Ser 

275 280 285 

Lys He Glu Thr Tyr He Ala Lys Pro Ala Leu Pro Gly Thr Ser Thr 

290 295 300 

Asn Ser Asn Val Ala Pro Leu Cys Gin He Thr Val Lys He Gly Asn 
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305 310 315 320 

Glu Ala lie Val Lys Arg His lie Leu Gly Ser Lys Leu Phe Tyr Lys 

325 330 335 

Arg Gly Arg Arg Pro Lys Tyr Gin Met Gin Glu Glu Leu Leu Pro Gin 

340 345 350 

Gly Asn Asp Pro Glu Pro Ser Gly Asp Ser Pro Leu Gly Leu Cys Gin 

3S5 360 36S 

Ser Glu Cys 
370 

<210> 3663 

<211> 481 

<212> DNA 

<213> Homo sapiens 

<400> 3663 

gatcctgata cgttgctgga atggctgcag atgggacagg gagatgaaag ggacatgcag 
60 

ctaatagccc tggagcagct atgcatgctg cttttgatgt ctgacaatgt ggatcgctgt 
120 

tttgaaacat gtcctcctcg cactttctta ccagcccttt acaaaatttt tcttgatgaa 
180 

agtgctccag acaatgtatt agaggtgaca gcccgtgcca taacatacta cctggatgta 
240 

tctgcggaat gtacccgaag gattgttggg gtagatggag ctataaaagc actttgtaat 
300 

cgtttggtgg tagttgaact taacaacagg actagcagag acttagctga acagtgtgta 
360 

aaggtaagta ttacttattg gctcattact tatttttctc agacctctca gggatgagta 
420 

ttggctcatt taaacatcac ttagagactg aaaaatgtat ttaccaaaaa aaaagtcgac 
480 

g 

481 

<210> 3664 

<211> 138 

<212> PRT 

<213> Homo sapiens 



<400> 3664 
























Asp 


Pro 


Asp 


Thr 


Leu 


Leu Glu 


Trp 


Leu 


Gin 


Met Gly 


Gin 


Gly 


Asp 


Glu 


1 








5 








10 








15 




Arg 


Asp 


Met 


Gin 


Leu 


He Ala 


Leu 


Glu 


Gin 


Leu Cys 


Met 


Leu 


Leu 


Leu 








20 








25 








30 






Met 


Ser 


Asp 


Asn 


Val 


Asp Arg 


Cys 


Phe 


Glu 


Thr Cys 


Pro 


Pro 


Arg 


Thr 






35 








40 








45 








Phe 


Leu 


Pro 


Ala 


Leu 


Tyr Lys 


lie 


Phe 


Leu 


Asp Glu 


Ser 


Ala 


Pro 


Asp 




50 








55 








60 










Asn 


Val 


Leu 


Glu 


Val 


Thr Ala 


Arg 


Ala 


He 


Thr Tyr 


Tyr 


Leu 


Asp 


Val 


65 










70 








75 








80 


Ser 


Ala 


Glu 


Cys 


Thr 


Arg Arg 


He 


Val 


Gly 


Val Asp 


Gly 


Ala 


He 


Lys 










85 








90 








95 




Ala 


Leu 


Cys 


Asn 


Arg 


Leu Val 


Val 


Val 


Glu 


Leu Asn 


Asn 


Arg 


Thr 


Ser 
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LOO 105 HO 

Arg Asp Leu Ala Glu Gin Cys Val Lys Val Ser lie Thr Tyr Trp Leu 

115 120 125 

He Thr Tyr Phe Ser Gin Thr Ser Gin Gly 
130 135 

<210> 3665 
<211> 6633 
<212> DNA 
<213> Homo sapiens 

<400> 3665 

agggcgcgcc ctgacggact ggccgagccg gcggtgagag gccggcgcgt cgggagcggg 
60 

ccgcgcggca ccacgtcggc caaggtgcgg ctcaagaagc tggagcagct gcCcctggac 
120 

gggccctggc gcaacgagag cgccctgagc gtggaaacgc tgctcgacgt gctcgtctgc 
ieo 

ctgtacaccg agtgcagcca ctcggccctg cgccgcgaca agtacgtggc cgagttcctc 
240 

gagtgggcta aaccatttac acagctggtg aaagaaatgc agcttcatcg agaagacttt 
300 

gaaataatta aagtaactgg aagaggtgct cctggtgagg ttgctgttgt caaaatgaag 
360 

aatactgaac gaatttatgc aatgaaaatc ctcaacaagt gggagatgct gaaaagagca 
420 

gagaccgcgt gcttccgaga ggagcgcgat gtgctggtga acggcgactg ccagtggatc 
4B0 

accgcgctgc actacgcctt tcaggacgag aaccacctgt acttagtcat ggattactat 
540 

gtgggtggtg atttactgac cctgctcagc aaatttgaag acaagcttcc ggaagatatg 
600 

gcgaggttct acattggtga aatggtgctg gccattgact ccatccatca gcttcactac 
660 

gtgcacagag acattaaacc tgacaatgtc cttttggacg tgaatggtca tatccgcctg 
720 

gctgactttg gatcatgttt gaagatgaat gatgatggca ctgtgcagtc ctccgtggcc 
780 

gtgggcacac ctgactacat ctcgccggag atcctgcagg cgatggagga cggcatgggc 
840 

aaatacgggc ctgagtgtga ctggtggtct ctgggtgtct gcatgtatga gatgctctat 
900 

ggagaaacgc cgttttatgc ggagtcactc gtggagacct: atgggaagat catgaaccat 
960 

gaagagcgat tccagttccc atcccatgtc acggatgtat ctgaagaagc gaaggacctc 
1020 

atccagagac tgatctgcag tagagaacgc cggctggggc agaatggaat agaggatttc 
1080 

aaaaagcatg cgttttttga aggtctaaat tgggaaaata tacgaaacct agaagcacct 
1140 

tatattcctg atgtgagcag tccctctgac acatccaact tcgacgtgga tgacgacgtg 
1200 

ctgagaaaca cggaaatatt acctcctggt tctcacacag gcttttctgg atcacatttg 
1260 
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ccattcattg gttttacatt cacaacggaa agctgttttt ctgatcgagg ctctctgaag 
X320 

agcataatgc agtccaacac attaaccaaa gatgaggatg tgcagcggga cctggagcac 
1380 

agcctgcaga cggaagctta cgagaggagg attcggaggc tggaacagga gaagctggag 
1440 

ctgagcagga agctgcaaga gtccacccag accgtgcagt ccctccacgg ctcatctcgg 
1500 

gccctcagca attcaaaccg agataaagaa atcaaaaagc taaatgaaga aatcgaacgc 
1560 

ttgaagaata aaatagcaga ttcaaacagg ctggagcgac agcttgagga cacagtggcg 
1620 

cttcgccaag agcgtgagga ctccacgcag cggctgcggg ggctggagaa gcagcaccgc 
1680 

gtggtccggc aggagaagga ggagctgcac aagcaactgg ttgaagcctc agagcggttg 
1740 

aaatcccagg ccaaggaact caaagatgcc catcagcagc gaaagctggc cctgcaggag 
1800 

ttcteggagc tgaacgagcg catggcagag ctccgtgccc agaagcagaa ggtgtcccgg 
1860 

cagccgcgag acaaggagga ggagatggag gtggccacgc agaaggtgga cgccatgcgg 
1920 

caggaaatgc ggagagctga gaagctcagg aaagagctgg aagctcagct tgatgatgct 
1980 

gttgctgagg cctccaagga gcgcaagctt cgtgagcaca gcgagaactt ctgcaagcaa 
2040 

atggaaagcg agctggaggc cctcaaggtg aagcaaggag gccggggagc gggtgccacc 
2100 

ttagagcacc agcaagagat ttccaaaatc aaatccgagc tggagaagaa agtcttattt ' 
2160 

tatgaagagg aattggtcag acgtgaggcc tcccatgtgc tagaagtgaa aaatgtgaag 
2220 

aaggaggtgc atgattcaga aagccaccag ctggccctgc agaaagaaat cttgatgtta 
2280 

aaagacaagt tagaaaagtc aaagcgagaa cggcacaacg agatggagga ggcagtaggt 
2340 

acaataaaag ataaatacga acgagaaaga gcgatgctgt ttgatgaaaa caagaagcta 
2400 

actgctgaaa atgaaaagct ctgttccttt gtggataaac tcacagctca aaatagacag 
2460 

ctggaggatg agctgcagga tctggcagcc aagaaggagt cagtggccca ctgggaagct 
2520 

cagattgcgg aaatcattca gtgggtcagt gacgagaaag atgcccgggg ttaccttcaa 
2580 

gctcttgctt ccaagatgac cgaagagctc gaggctttga ggagttctag tctggggtca 
2640 

agaacactgg acccgctgtg gaaggtgcgc cgcagccaga agctggacat gtccgcgcgg 
2700 

ctggagctgc agtcggccct ggaggcggag atccgggcca agcagcttgt ccaggaggag 
2760 

ctcaggaagg tcaaggacgc caacctcacc ttggaaagca aactaaagga ttccgaagcc 
2820 

aaaaacagag aattattaga agaaatggaa attttgaaga aaaagatgga agaaaaattc 
2880 
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agagcagata ctgggctcaa acttccagac 
2940 

actgctcctc ttgcacatga cctgacattt 
3000 

tccctgctag ccttctggga agaaaccagc 
3060 

aagccagaag cgtccccgtc gatgtctgtg 
3120 

cggcccccgc agaggccatc cgctgtgccg 
3180 

ggaccgaagc caaaagctca ccagttcagc 
3240 

agccactgca cctccctgat ggttgggctg 
3300 

tcctttgctt gccacgtgtc ctgcaaagac 
3360 

gagcagtcca agaggcctct gggcgtggac 
3420 

ggccatgtca aggtcccaaa gcccacgggg 
34S0 

gtcgtctgtg actgcaagcc cttcctgtat 
3540 

ggtgtcattg cgagccaagt cttggatctc 
3600 

ctggcctcag atgtcattca tgctacacgc 
3660 

gcctctccct taggtgcacc ttctaagacc 
3720 

aatgaaaaga ggaagtgggt tgggattcta 
3780 

cggctgagga atcaggtcgt gcatgttccc 
3840 

atcaaggcca tcctgacagc tgccatcgtg 
3900 

gaagggctct atgtcataga ggtcacccga 
3960 

aaggtacacc agatcgagct tgctcccagg 
4020 

aaccaccatg tgcacctcta tccgtggtcg 
4080 

atcaagcttc cggaaaccaa aggctgccag 
4140 

tctggcacct gcctgtttgt ggccgtgaaa 
4200 

acgaagccat tccacagaaa gttcaatgag 
4260 

gcggtgctca gggacaggct ctgtgtgggc 
4320 

cagggggacg ggcagcctct aaacctggta 
4380 

tcacaacagt cttttgatgc cctttgtgct 
4440 

tgcttcagcc acatgggact gtacgtggac 
4500 



tttcaggatt ccatttttga gtatctcaac 
agagactccc tctcctcccc gtctgcatct 
tcagctagtg agcaagaaac acaagctccg 
gctgcatcag agcagcagga ggacatggct 
ttgcccacca cgcaggccct ggctctggct 
atcaagtcct tctccagccc tactcagtgc 
atccggcagg gctacgcctg cgaggtgtgt 
ggtgcccccc aggtgtgccc aacacctccc 
gtgcagcgag gcatcggaac agcctacaaa 
gtgaagaagg gatggcagcg cgcatatgca 
gatctgcctg aaggaaaatc cacccagcct 
agagatgacg agttttccgt gagctcagtc 
cgagatattc catgtatatt cagggtgacg 
agctcgctgc tcattctgac agaaaatgag 
gaaggactcc agtccatcct tcataaaaac 
ttggaagcct acgacagctc gctgcctctc 
gatgcagaca ggattgcagt cggcctagaa 
gatgtgatcg tccgtgccgc tgactgtaag 
gagaagatcg taatcctcct ctgtggccgg 
tcccttgatg gagcggaagg cagctttgac 
ctcatggcca cggccacact caagaggaac 
cggctgatcc tttgctatga gatccagaga 
attgtggctc ccggcagcgt gcagtgcctg 
tacccttctg ggttctgcct gctgagcatc 
aatcccaatg acccctcgct tgcgttcctc 
gtggagctcg aaagcgagga gtacctgctt 
ccgcaaggcc ggagggcacg cgcgcaggag 
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ctcatgtggc ctgcggctcc 
4560 

agcgagtatg gcgtggacgC 
4620 

ctgcggagga taaggcccct 
4680 

ccacgcttga tctacttcaa 
4740 

tccgacaaca gcaagaagca 
4800 

gtcccagagg aagagagact 
4660 

tccaaaatga tatccaaccc 
4920 

ggcatgcagg tgctcatgga 
4980 

ccgggccccg ctcccaccaa 
5040 

tcgtggccct catcaggtgg 
S100 

gatccagacc aggactttga 
5160 

tcgaatagct ccaaccccag 
5220 

cccctcgaag gcctggagca 
5280 

gccagggagc tggagatggc 
5340 

tgtccaagga aatgtagaat 
S400 

ataatattga tcagttttat 
5460 

cacagctgtg aggcgatgct 
5520 

ccacccctga caacccgaga 
5580 

acccgtcatg acgcggctgc 
S640 

tcttttccct agttcctgaa 
5700 

gcattcccag tgtcactaga 
5760 

ttttcattta gccattgcac 
5820 

aaaggcccag gaccagtgac 
5880 

agccatgaag tgtcaccagt 
5940 

ttccactgct tctgcctcct 
6000 

tggcctgctg ggctgaggga 
6060 

ccccaccccg ccccgccctg 
6120 



tgtcgcctgt agttgcagcc 
ctttgatgtg cgcaccatgg 
gaactctgaa ggcaccctca 
gagcaagttc tcgggagcgg 
gatgctgcgc accaggagca 
gcagcagagg cgagagatgc 
aaccaacttc aaccacgtgg 
cctgcctctg agtgctgtgc 
cctggctcgc cagcctccat 
atcggagcct agcgtgactg 
caaagagcct gat'tcggact 
cggcccaccg agccccaact 
gccggcctgt gacacctgaa 
ctccagcgtc agtgccaaga 
cactttgtag atatggagat 
gccgcattgt tcgtggcagt 
gttccatctg cacatgaagg 
gggcatatgg ggccctgcca 
ttcggaagca gacatctggg 
actctcctag gaccttaaga 
attttgaaga caggaaagtg 
agtcagctgc agaagtcctg 
accctgcgtc cctgtgtgca 
atctactact gtgaagtcag 
gccataaaac cagcgagtgt 
agtcagagcc ccagggcgcc 
cccgcccccc ccccaccagt 



ccacccacgt cacggtgtac 
agtgggtgca gaccatcggc 
acctcctcaa ctgcgagcct 
ttctcaacgt gccggacacc 
aaaggcggtt cgtcttcaag 
ttagagaccc agaattgaga 
cccacatggg cccaggcgac 
ccccctccca ggaggaaagg 
ccaggaacaa gccctacatc 
tgcctctgag aagtatgtct 
ccaccaaaca ctcaactcca 
ccccccacag gagccagctc 
gccgccagct cgccacaggg 
ctgagcgggc cctccagtgt 
gaagaagaca aatctttatt 
agaccacatc tgttcgtctg 
acccccatac agcctgtctc 
acaccacttc ctcagcagaa 
gacacagcct cagtacccag 
gaatagtagg aggtcctata 
gaggttagtc tgtggccttt 
ctgaccacct agtcatggac 
ttaagttcat tctgggtcgc 
ctgtgctgtt ttccattcgc 
cgtggtgcag gcaggccctg 
acgaagcagc cactgggata 
cctgcccccg catggagccc 
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ccgtgatcag tagcccgtac gatcacgtag acccacccaa cacactcctg cacactggcc 
6180 

ccggcccacg gcacagcaat cccctgcgcg tggatttcac ctcacccttt gtaccagatg 
6240 

ttgagtgacc agctctgtgg ccctgtgtcg tcagaggctc gtgattaact gtggcggcag 
6300 

acacagcctg tccacagctt gggccaggct tcccctgtcc tcccaccggt cggctgcttg 
6360 

gcaaggctgt tcaggacgtg cacttcccca agtcggcact gagtggccca gcaccaccta 
6420 

gccctgccac cccactgccc tcctgggcct tctgctggat gggcacctgg ggggttctgg 
6480 

tttttacttt tttaatgtaa gtctcagtct ttgtaattaa ttattgaatt gtgagaacat 
6S40 

ttttgaacaa tttacctgtc aataaagcag aagacggcag ttttaaagtt aaaaaaaaaa 
6600 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaa 
6633 

<210> 3666 
<211> 1728 
<212> PRT 

<213> Homo sapiens 



<400> 3666 



Met 


Ser 


Ala 


Lys 


Val 


Arg 


Leu 


Lys 


Lys 


Leu 


Glu Gin 


Leu 


Leu 


Leu 


Asp 


1 








5 










10 








15 




Gly 


Pro 


Trp 


Arg 


Asn 


Glu 


Ser 


Ala 


Leu 


Ser 


Val Glu 


Thr 


Leu 


Leu 


Asp 








20 










25 








30 






Val 


Leu 


Val 


Cys 


Leu 


Tyr 


Thr 


Glu Cys 


Ser 


His Ser 


Ala 


Leu 


Arg 


Arg 






35 










40 








45 








Asp 


Lys 


Tyr 


Val 


Ala 


Glu 


Phe 


Leu 


Glu 


Trp 


Ala Lys 


Pro 


Phe 


Thr 


Gin 




50 










55 








60 










Leu 


Val 


Lys 


Glu 


Met 


Gin 


Leu 


His Arg 


Glu 


Asp Phe 


Glu 


He 


He 


Lys 


65 










70 










75 








80 


Val 


lie 


Gly 


Arg 


Gly 


Ala 


Phe 


Gly Glu 


Val 


Ala Val 


Val 


Lys 


Met 


Lys 










85 










90 








95 




Asn 


Thr 


Glu 


Arg 


He 


Tyr 


Ala 


Met 


Lys 


lie 


Leu Asn 


Lys 


Trp 


Glu 


Met 








100 










105 








110 






Leu 


Lys 


Arg 


Ala 


Glu 


Thr 


Ala 


Cys 


Phe 


Arg 


Glu Glu 


Arg 


ASp 


val 


Leu 






115 










120 








125 








Val 


Asn 


Gly 


Asp 


Cys 


Gin 


Trp 


rie 


Thr 


Ala 


Leu His 


Tyr 


Ala 


Phe 


Gin 




130 










135 








140 










ASp 


Glu 


Asn 


His 


Leu 


Tyr 


Leu 


val 


Met 


Asp 


Tyr Tyr 


Val 


Gly 


Gly 


Asp 


145 










150 










155 








160 


Leu 


Leu 


Thr 


Leu 


Leu 


Ser 


Lys 


Phe 


Glu 


Asp 


Lys Leu 


Pro 


Glu 


Asp 


Met 










165 










170 








175 




Ala 


Arg 


Phe 


Tyr 


lie 


Gly 


Glu 


Met 


Val 


Leu 


Ala He 


Asp 


Ser 


He 


His 








180 










185 








190 






Gin 


Leu 


His 


Tyr 


Val 


His 


Arg 


Asp 


He 


Lys 


Pro Asp 


Asn 


val 


Leu 


Leu 






195 










200 








205 








Asp 


Val 


Asn 


Gly 


His 


lie 


Arg 


Leu 


Ala 


Asp 


Phe Gly 


Ser 


Cys 


Leu 


Lys 




210 










215 








220 










Met 


Asn 


Asp 


Asp 


Gly 


Thr 


Val 


Gin 


Ser 


Ser 


Val Ala 


Val 


Gly 


Thr 


Pro 
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225 230 235 240 

Asp Tyr He Ser Pro Glu He Leu Gin Ala Met Glu Asp Gly Met Gly 

245 250 255 

Lys Tyr Gly Pro Glu Cys Asp Trp Trp Ser Leu Gly Val Cys Met Tyr 

260 265 270 

Glu Met Leu Tyr Gly Glu Thr Pro Phe Tyr Ala Glu Ser Leu Val Glu 

275 280 285 

Thr Tyr Gly Lys He Met Asn His Glu Glu Arg Phe Gin Phe Pro Ser 

290 295 300 

His Val Thr Asp Val Ser Glu Glu Ala Lys Asp Leu lie Gin Arg Leu 
305 310 315 320 

He Cys Ser Arg Glu Arg Arg Leu Gly Gin Asn Gly He Glu Asp Phe 

325 330 335 

Lys Lys His Ala Phe Phe Glu Gly Leu Asn Trp Glu Asn He Arg Asn 

340 345 350 

Leu Glu Ala Pro Tyr He Pro Asp Val Ser Ser Pro Ser Asp Thr Ser 

355 360 365 

Asn Phe Asp Val Asp Asp Asp Val Leu Arg Asn Thr Glu He Leu Pro 

370 375 380 

Pro Gly Ser His Thr Gly Phe Ser Gly Leu His Leu Pro Phe He Gly 
385 390 395 400 

Phe Thr Phe Thr Thr Glu Ser Cys Phe Ser Asp Arg Gly Ser Leu Lys 

405 410 41S 

Ser He Met Gin Ser Asn Thr Leu Thr Lys Asp Glu Asp Val Gin Arg 

420 425 430 

Asp Leu Glu His Ser Leu Gin Met Glu Ala Tyr Glu Arg Arg He Arg 

435 440 445 

Arg Leu Glu Gin Glu Lys Leu Glu Leu Ser Arg Lys Leu Gin Glu Ser 

450 455 460 

Thr Gin Thr Val Gin Ser Leu His Gly Ser Ser Arg Ala Leu Ser Asn 
465 470 475 480 

Ser Asn Arg Asp Lys Glu He Lys Lys Leu Asn Glu Glu He Glu Arg 

485 490 495 

Leu Lys Asn Lys He Ala Asp Ser Asn Arg Leu Glu Arg Gin Leu Glu 

500 505 510 

Asp Thr Val Ala Leu Arg Gin Glu Arg Glu Asp Ser Thr Gin Arg Leu 

S15 520 525 

Arg Gly Leu Glu Lys Gin His Arg Val Val Arg Gin Glu Lys Glu Glu 

S30 535 540 

Leu His Lys Gin Leu Val Glu Ala Ser Glu Arg Leu Lys Ser Gin Ala 
545 SS0 55S 560 

Lys Glu Leu Lys Asp Ala His Gin Gin Arg Lys Leu Ala Leu Gin Glu 

565 570 575 

Phe Ser Glu Leu Asn Glu Arg Met Ala Glu Leu Arg Ala Gin Lys Gin 

580 585 ~ 590 

Lys Val Ser Arg Gin Leu Arg Asp Lys Glu Glu Glu Met Glu Val Ala 

595 600 605 

Thr Gin Lys Val Asp Ala Met Arg Gin Glu Met Arg Arg Ala Glu Lys 

610 615 620 

Leu Arg Lys Glu Leu Glu Ala Gin Leu Asp Asp Ala Val Ala Glu Ala 
€25 630 635 640 

Ser Lys Glu Arg Lys Leu Arg Glu His Ser Glu Asn Phe Cys Lys Gin 

645 650 655 

Met Glu Ser Glu Leu Glu Ala Leu Lys Val Lys Gin Gly Gly Arg Gly 
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660 










665 










670 






Ala Gly 


Ala 


Thr 


Leu 


Glu 


His 


Gin 


Gin 


Glu 


He 


Ser 


Lys 


He 




Ser 






675 










680 










685 








Glu 


Leu 
690 


Glu 


Lys 


Lys 


Val 


695 


Phe 


Tyr 


Glu 


Glu 


Glu 
700 




Val 


Arg 


Arg 


Glu 


Ala 


Ser 


His 


Val 


Leu 


Glu 


Val 


Lys 




Val 


Lys 


Lys 


Glu 


Val 


His 


705 










710 










71S 










720 


Asp 


Ser 


Glu 


Ser 


His 
72S 


Gin 


Leu 


Ala 


Leu 


Gin 
730 


Lys 


Glu 


He 


Leu 
eu 


Met 
735 




Lys 


Asp 


Lys 


Leu 
740 


Glu 


Lys 


Ser 


LVS 

ys 


Arg 
745 


Glu 


Arg 


His 


Asn 
sn 


Glu 
750 




Glu 


Glu 


Ala 


Val 
755 


Glv 


Thr 


He 


LVS 


Asp 
760 


Lys 


Tyr 


Glu 


Arg 


Glu 
765 


Arg 


Ala 


Met 


Leu 


Phe 

770 


ASD 


Glu 


Asn 


Lvs 


Lys 
775 




Thr 


Ala 


Glu 


780 


Glu 


Lys 


Leu 


Cys 


Ser 


Phe 


Val 


Asp 


Lys 


Leu 




Ala 


Gin 


Asn 


Arg 


Gin 


Leu 


Glu 


Asp 


Glu 


795 










790 










795 








800 


Leu 


Gin 


Asp 




Ala 
805 


Ala 


Lys 


Lys 


Glu 


Ser 
810 


vai 


Ala 


His 


Trp 


Glu 
815 


Ala 


Gin 


He 


Ala 


Glu 
820 


He 


He 


Gin 


Trp 


vaj. 
825 


Ser 


Asp 


Glu 


Lys 


Asp 
830 


Ala 


Arg 


Gly Tyr 


Leu 


Gin 


Ala 


Leu 


Ala 


Ser 


Lys 


Met 


Thr 


Glu 


Glu 


Leu 


Glu 


Ala 






83S 










840 










84S 








Leu Arg 


Ser 




Ser 


Leu 


uiy 


Ser 




Thr 


Leu 


Asp 


Pro 


Leu 


Trp 


Lys 




850 










855 










860 






Val Arg 


Arty 


Ser 


Gin 




Leu 


Asp 


Met 


Ser 


Ala 


Arg 


Leu 


Glu 


Leu 


Gin 


865 










870 










875 










880 


Ser 


Ala 


Leu 


Glu 


Ala 
885 


Glu 


He 


Arg 


Ala 


Lys 
890 


Gin 


Leu 


Val 


Gin 


Glu 
895 


Glu 


Leu Arg 


Lys 


val 


Lys 


Asp 


Ala 


Asn 


Leu 


Thr 


Leu 


Glu 


Ser 


Lys 


Leu 


Lys 








900 










905 










910 






Asp 


Ser 


Glu 
915 


Ala 


Lys 


Asn 


Arg 


Glu 
920 


Leu 


Leu 


Glu 


Glu 


Met 
925 


Glu 


He 


Leu 


Lys 


Lys 


Lys 


Met 


Glu 


Glu 


Lys 


Phe 


Arg 


Ala 


Asp 


Thr 


Gly 


Leu 


Lys 


Leu 




930 










935 










940 








Pro Asp 


Phe 


Gin 


Asp 


Ser 


He 


Phe 


Glu 


Tyr 


Phe 


Asn 


Thr 


Ala 


Pro 


Leu 


945 










950 










955 










960 


Ala 


His 


Asp 


Leu 


Thr 
965 


Phe 


Arg 


Asp 


Ser 


Leu 
970 


Ser 


Ser 


Ser 


Ser 


Ala 
975 


Ser 


Ser 


Leu 


Leu 


Ala 
980 


Phe 


Trp 


Glu 


Glu 


Thr 
985 


Ser 


Ser 


Ala 


Ser 


Glu 
990 


Gin 


Glu 


Thr 


Gin 


Ala 


Pro 


Lys 


Pro 


Glu 


Ala 


Ser 


Pro 


Ser 


Met 


Ser 


Val 


Ala 


Ala 






995 










1000 








1005 






Ser 


Glu 


Gin 


Gin 


Glu 


Asp 


Met 


Ala 


Arg 


Pro Pro 


Gin 


Arg Pro 


Ser 


Ala 



1010 1015 1020 



Val Pro Leu Pro Thr Thr Gin Ala Leu Ala Leu Ala Gly Pro Lys Pro 
1025 1030 1035 1040 

Lys Ala His Gin Phe Ser He Lys Ser Phe Ser Ser Pro Thr Gin Cys 

1045 1050 1055 

Ser His Cys Thr Ser Leu Met Val Gly Leu He Arg Gin Gly Tyr Ala 

1060 1065 1070 

Cys Glu Val Cys Ser Phe Ala Cys His Val Ser Cys Lys Asp Gly Ala 

1075 1080 1085 

Pro Gin Val Cys Pro He Pro Pro Glu Gin Ser Lys Arg Pro Leu Gly 
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1090 1095 1100 

Val Asp Val Gin Arg Gly lie Gly Thr Ala Tyr Lys Gly His Val Lys 
1105 1110 1115 1120 

Val Pro Lys Pro Thr Gly Val Lys Lys Gly Trp Gin Arg Ala Tyr Ala 

1125 1130 1135 

Val Val Cys Asp Cys Lys Leu Phe Leu Tyr Asp Leu Pro Glu Gly Lys 

1140 1145 1150 

Ser Thr Gin Pro Gly Val He Ala Ser Gin Val Leu Asp Leu Arg Asp 

1155 1160 1165 

Asp Glu Phe Ser Val Ser Ser Val Leu Ala Ser Asp Val He His Ala 

1170 1175 1180 

Thr Arg Arg Asp He Pro Cys lie Phe Arg Val Thr Ala Ser Leu Leu 
1185 1190 1195 1200 

Gly Ala Pro Ser Lys Thr Ser Ser Leu Leu He Leu Thr Glu Asn Glu 

1205 1210 1215 

Asn Glu Lys Arg Lys Trp Val Gly He Leu Glu Gly Leu Gin Ser lie 

1220 1225 1230 

Leu His Lys Asn Arg Leu Arg Asn Gin Val Val His Val Pro Leu Glu 

123S 1240 1245 

Ala Tyr Asp Ser Ser Leu Pro Leu He Lys Ala lie Leu Thr Ala Ala 

1250 1255 1260 

He Val Asp Ala Asp Arg He Ala Val Gly Leu Glu Glu Gly Leu Tyr 
1265 1270 1275 1280 

Val He Glu Val Thr Arg Asp Val He Val Arg Ala Ala Asp Cys Lys 

1285 1290 129S 

Lys val His Gin He Glu Leu Ala Pro Arg Glu Lys He Val He Leu 

1300 1305 1310 

Leu Cys Gly Arg Asn His His Val His Leu Tyr Pro Trp Ser Ser Leu 

1315 1320 1325 

Asp Gly Ala Glu Gly Ser Phe Asp lie Lys Leu Pro Glu Thr Lys Gly 

1330 1335 1340 

Cys Gin Leu Met Ala Thr Ala Thr Leu Lys Arg Asn Ser Gly Thr Cys 
1345 1350 1355 1360 

Leu Phe Val Ala Val Lys Arg Leu He Leu Cys Tyr Glu He Gin Arg 

1365 1370 1375 

Thr Lys Pro Phe His Arg Lys Phe Asn Glu He Val Ala Pro Gly Ser 

1380 1385 1390 

Val Gin Cys Leu Ala Val Leu Arg Asp Arg Leu Cys Val Gly Tyr Pro 

1395 1400 1405 

Ser Gly Phe Cys Leu Leu Ser He Gin Gly Asp Gly Gin Pro Leu Asn 

1410 1415 1420 

Leu Val Asn Pro Asn Asp Pro Ser Leu Ala Phe Leu Ser Gin Gin Ser 
1425 1430 1435 1440 

Phe Asp Ala Leu Cys Ala Val Glu Leu Glu Ser Glu Glu Tyr Leu Leu 

1445 1450 1455 

Cys Phe Ser His Met Gly Leu Tyr Val Asp Pro Gin Gly Arg Arg Ala 

1460 1465 1470 

Arg Ala Gin Glu Leu Met Trp Pro Ala Ala Pro Val Ala Cys Ser Cys 

1475 1480 1485 

Ser Pro Thr His Val Thr Val Tyr Ser Glu Tyr Gly Val Asp Val Phe 

1490 1495 1500 

Asp Val Arg Thr Met Glu Trp Val Gin Thr He Gly Leu Arg Arg He 
1505 1510 1515 1520 

Arg Pro Leu Asn Ser Glu Gly Thr Leu Asn Leu Leu Asn Cys Glu Pro 
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1525 1530 1535 

Pro Arg Leu He Tyr Phe Lys Ser Lys Phe Ser Gly Ala Val Leu Asn 

1540 1545 1550 

Val Pro Asp Thr Ser Asp Asn Ser Lys Lys Gin Met Leu Arg Thr Arg 

1555 1560 1565 

Ser Lys Arg Arg Phe Val Phe Lys Val Pro Glu Glu Glu Arg Leu Gin 

1570 1575 1580 

Gin Arg Arg Glu Met Leu Arg Asp Pro Glu Leu Arg Ser Lys Met lie 
1585 1590 1595 1600 

Ser Asn Pro Thr Asn Phe Asn His Val Ala His Met Gly Pro Gly Asp 

1605 1610 1615 

Gly Met Gin Val Leu Met Asp Leu Pro Leu Ser Ala Val Pro Pro Ser 

1620 1625 1630 

Gin Glu Glu Arg Pro Gly Pro Ala Pro Thr Asn Leu Ala Arg Gin Pro 

1635 1640 1645 

Pro Ser Arg Asn Lys Pro Tyr He Ser Trp Pro Ser Ser Gly Gly Ser 

1650 1655 1660 

Glu Pro Ser Val Thr Val Pro Leu Arg Ser Met Ser Asp Pro Asp Gin 
1665 1670 1675 1680 

Asp Phe Asp Lys Glu Pro Asp Ser Asp Ser Thr Lys His Ser Thr Pro 

1685 1690 169S 

Ser Asn Ser Ser Asn Pro Ser Gly Pro Pro Ser Pro Asn Ser Pro His 

1700 1705 1710 

Arg Ser Gin Leu Pro Leu Glu Gly Leu Glu Gin Pro Ala Cys Asp Thr 
1715 1720 1725 



<210> 3667 

<211> 505 

<212> DNA 

<213> Homo sapiens 



<400> 3667 

tgtacattaa tctaaatacc tggatttaca ttgatatttt aatatttgta aatttcatgt 
60 

taattcccta tgttaacaag tttaataagt catctgtaac agtacaatta agtccatata 
120 

tgattgtatt tactctttct tccctactca tagtatgcgt tccattttga ggaatcacag 
160 

atatcgaaga gatgccagaa cactagaaga tgaagaagag atgtggttta acacagatga 
240 

agatgacatg gaagatggag aagctgtagt gtctccatct gacaaaacta aaaatgatga 
300 

tgatattatg gatccaataa gtaaattcat ggaaaggaag aaattaaaag aaagtgagga 
360 

aaaggaagtg cttctgaaaa caaacctttc tggacggcag agcccaagtt tcaagctttc 
420 

cctgtccagt ggaacgaaga ctaacctcac cagccagtca tctacaacaa atctgcctgg 
480 

ttctccggga tcacctggat cccca 
SOS 

<210> 3668 
<211> 117 
<212> PRT 
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<213> Homo sapiens 
<400> 3666 

Met Arg Ser lie Leu Arg Asn His Arg Tyr Arg Arg Asp Ala Arg Thr 

IS 10 15 

Leu Glu Asp Glu Glu Glu Met Trp Phe Asn Thr Asp Glu Asp Asp Met 

20 25 30 

Glu Asp Gly Glu Ala Val Val Ser Pro Ser Asp Lys Thr Lys Asn Asp 

35 40 45 

Asp Asp He Met Asp Pro He Ser Lys Phe Met Glu Arg Lys Lys Leu 

50 5S 60 

Lys Glu Ser Glu Glu Lys Glu Val Leu Leu Lys Thr Asn Leu Ser Gly 
65 70 75 80 

Arg Gin Ser Pro Ser Phe Lys Leu Ser Leu Ser Ser Gly Thr Lys Thr 

85 90 95 

Asn Leu Thr Ser Gin Ser Ser Thr Thr Asn Leu Pro Gly Ser Pro Gly 

100 105 HO 

Ser Pro Gly Ser Pro 
115 

<210> 3669 

<211> 1226 

<212> DNA 

<213> Hotno sapiens 

<400> 3669 

cttgactccc agcattctca tctcaccttg ccatactata agatgtctgg tttgtctatg 
60 

gctgaggttc tggcccgcac ggactggaca gtagaggatg gattacagaa atacgagaga 
120 

ggattaatct tttacattaa tcattcactt tatgaaaacc tggatgaaga attaaatgaa 
160 

gaattagcag caaaagtggt tcagatgttt tatgtggctg agccaaagca agtgccccat 
240 

attctctgta gtccttctat gaagaatatt aatcctttaa ctgccatgag ctatctaagg 
300 

aagatggata cttctgggtt ttcatccatc ttagtgacac tgagcaaggc agcagtggca 
360 

ctgaaaatgg gagatcttga cgtgtacaga aatgaaatga aaagccatcc agagatgaag 
420 

ttggtgtgtg gcttcatttt ggaaccacgc ctgttgattc aacacaggaa gggacagatt 
480 

gttccaactg agcttgcgac tcacttgaag gagactcagc caggattgct tgtggcttca 
540 

gtcctgggat tgcagaagaa cagcaaaatt gggattgaag aagcagattc tttctttaag 
600 

gtgctttgtg gtaaggatga agataccatc cctcagctct tgatagactt ttgggaagct 
660 

cagctagtgg catgtctccc agatgtggta cttcaggaac tctttttcaa actcacatca 
720 

cagtacatct ggagattgtc taagaggcag cctcctgaca ccacaccatt gcgaacatcg 
780 

gaggatctga taaatgcctg tagtcattat ggcttaattt atccatgggt tcacgtcgta 
840 
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atatcatctg 


attctttagc 


tgataaaaat 


900 






cttatatgtg 


gtccttcatt 


tgacatagct 


960 






gaagacacta 


ctgccggcct 


cagtgtccat 


1020 






gaacagtgca 


tagacatact 


gttagagaga 


loeo 






catgaactga 


aagaagagaa 


ccggactctg 


1140 






cagagaataa 


aatgtggtgg 


agagaagtat 


1200 






ttttcacggg 


aactgtggaa 


gctagc 


1226 







tatacagaag atctttcaaa attacagtct 
tccattattc cgttcttgga gccactttca 
gttctgtgtc gtacacgctt gaaagagtat 
tgcccggagg cagtcattcc atatgctaat 
tggtggaaaa aactgttgcc tgaactttgt 
caactctacc tgtcatcatt aaaagcttaa 



<210> 3670 

<211> 385 

<212> PRT 

<213> Homo sapiens 



<400> 3670 

Met Ser Gly Leu Ser Met Ala Glu Val Leu Ala Arg Thr Asp Trp Thr 

15 10 15 

Val Glu Asp Gly Leu Gin Lya Tyr Glu Arg Gly Leu He Phe Tyr He 

20 25 30 

Asn His Ser Leu Tyr Glu Asn Leu Asp Glu Glu Leu Asn Glu Glu Leu 

35 40 45 

Ala Ala Lys Val Val Gin Met Phe Tyr Val Ala Glu Pro Lys Gin Val 

50 55 60 

Pro His He Leu Cys Ser Pro Ser Met Lys Asn He Asn Pro Leu Thr 
65 70 75 80 

Ala Met Ser Tyr Leu Arg Lys Met Asp Thr Ser Gly Phe Ser Ser He 

85 90 95 

Leu Val Thr Leu Ser Lys Ala Ala Val Ala Leu Lys Met Gly Asp Leu 

100 105 110 

Asp Val Tyr Arg Asn Glu Met Lys Ser His Pro Glu Met Lys Leu Val 

115 120 12S 

Cys Gly Phe He Leu Glu Pro Arg Leu Leu He Gin His Arg Lys Gly 

130 135 140 

Gin He Val Pro Thr Glu Leu Ala Thr His Leu Lys Glu Thr Gin Pro 
145 ISO 155 160 

Gly Leu Leu Val Ala Ser Val Leu Gly Leu Gin Lys Asn Ser Lys He 

165 170 175 

Gly He Glu Glu Ala Asp Ser Phe Phe Lys Val Leu Cys Gly Lys Asp 

180 185 190 

Glu Asp Thr He Pro Gin Leu Leu He Asp Phe Trp Glu Ala Gin Leu 

195 200 205 

Val Ala Cys Leu Pro Asp Val Val Leu Gin Glu Leu Phe Phe Lys Leu 

210 215 220 

Thr Ser Gin Tyr He Trp Arg Leu Ser Lys Arg Gin Pro Pro Asp Thr 
225 230 235 240 

Thr Pro Leu Arg Thr Ser Glu Asp Leu He Asn Ala Cys Ser His Tyr 

245 250 255 

Gly Leu He Tyr Pro Trp Val His Val Val He Ser Ser Asp Ser Leu 
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260 


265 






270 






Ala 


Asp 


Lys Asn Tyr Thr Glu 


Asp Leu 


Ser Lys 


Leu 


Gin Ser 


Leu 


He 






275 


280 






285 






Cys 


Gly 


Pro Ser Phe Asp He 


Ala Ser 


He He 


Pro 


Phe Leu 


Glu 


Pro 




290 


295 






300 








Leu 


Ser 


Glu Asp Thr He Ala 


Gly Leu 


Ser Val 


His 


Val Leu 


Cys 


Arg 


30S 




310 




315 






320 


Thr 


Arg 


Leu Lys Glu Tyr Glu 


Gin Cys 


He Asp 


He 


Leu Leu 


Glu 


Arg 






325 




330 






335 


Cys 


Pro 


Glu Ala Val He Pro 


Tyr Ala 


Asn His 


Glu 


Leu Lys 


Glu 


Glu 






340 


345 






3S0 






Asn 


Arg 


Thr Leu Trp Trp Lys 


Lys Leu 


Leu Pro 


Glu 


Leu Cys 


Gin 


Arg 






355 


360 






365 




He 


Lys 


Cys Gly Gly Glu Lys 


Tyr Gin 


Leu Tyr Leu 


Ser Ser 


Leu 


Lys 




370 


375 






360 







Ala 
385 

<210> 3671 
<211> 828 
<212> DNA 

<213> Homo sapiens 
<400> 3671 

nntacagcta agattcattt catacgtttg atgcttagct gaaaaattac aataaattct 
60 

ccaatgaaac tatgtatctt tatttaatga aaatgcctgc tgcgtaccaa ggtatgtact 
120 

agggcatctg gggtaagtaa aaacaaacac atagagcctg cctggagaag ctcatggtct 
180 

gatggaaaga taagcaagaa gagttaattt ctaatcaata tgataaaaag gtcagagagc 
240 

agtttctgaa aaacatgttt ttgagttgag tcctgaaaga caaggagatg ttagtaaagc 
300 

agagaaggga gaattcattc tagaaagatc agacaatgtg tgggaagggc agagtctgaa 
360 

aagagcatgc cccatttgga gaagcatcaa gaagcccacg cgttagaagc accggcccca 
420 

tgagacaaag acacagctag agagattgac taggccatgt cggaatgtcc tcttatttta 
480 

tacatacata agcatataga tacatatagc caaagttacc tttttaatga tcttttttac 
540 

ccagtgtatt ctggaggtcg aatggtcaca tatgaacatc tccgagaggt tgtgtttggc 
€00 

aaaagtgaag atgagcatta tcccctttgg aaatcagtca ttggagggat gatggctggt 
660 

72o attggCC a9tttttagc caatc c*act gacctagtga aggttcagat gcaaatggaa 

ggaaaaagga aactggaagg aaaaccattg cgatttcgtg gtgtacatca tgcatttgca 
780 

aaaatcttag ctgaaggagg aatacgaggg ctttgggcag gctgggta 
828 

<210> 3672 
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<211> 124 

<212> PRT 

<213> Homo sapiens 

<400> 3672 



Met: 


Ser 


Glu 


Cys 


Pro Leu lie Leu Tyr lie His 


Lys His lie Asp 


Thr 


1 








S 10 


15 




Tyr 


Ser 


Gin 


Ser 


Tyr Leu Phe Asn Asp Leu Phe 


Tyr Pro Val Tyr 


Ser 








20 


25 


30 




Gly 


Gly 


Arg 


Met 


Val Thr Tyr Glu His Leu Arg 


Glu val Val Phe 


Gly 






35 




40 


45 




Lys 


Ser 


Glu 


Asp 


Glu His Tyr Pro Leu Trp Lys 


Ser Val He Gly 


Gly 




50 






55 


60 




Met 


Met 


Ala 


Gly 


Val lie Gly Gin Phe Leu Ala 


Asn Pro Thr Asp 


Leu 


65 








70 75 




60 


Val 


Lys 


Val 


Gin 


Met Gin Met Glu Gly Lys Arg 


Lys Leu Glu Gly 


Lys 










85 90 


95 




Pro 


Leu 


Arg 


Phe 


Arg Gly Val His His Ala Phe 


Ala Lys He Leu 


Ala 








100 


105 


110 




Glu 


Gly 


Gly 


lie 


Arg Gly Leu Trp Ala Gly Trp 


val 








115 




120 







<210> 3673 
<211> 1052 
<212> DNA 

<213> Homo sapiens 
<400> 3673 

nagatctcaa aatctggacc tgaaaagaat tccttgatct atgaactttt ctctgttatg 
60 

gttcattctg ggagcgctgc tggtggtcat tattatgcat gtataaagtc attcagtgat 
120 

gagcagtggt acagcttcaa tgatcaacat gtcagcagga taacacaaga ggacattaag 
180 

aaaacacatg gtggatcttc aggaagcaga ggatattatt ctagtgcttt cgcaagttcc 
240 

acaaatgcat atatgctgat ctatagactg aaggatccag ccagaaatgc aaaatttcta 
300 

gaagtggatg aatacccaga acatattaaa aacttggtgc agaaagagag agagttggaa 
360 

gaacaagaaa agagacaacg agaaattgag cgcaatacat gcaagataaa attattctgt 
420 

ttgcatccta caaaacaagt aatgatggaa aataaattgg aggttcataa ggataagaca 
480 

ttaaaggaag cagtagaaat ggcttataag atgatggatt tagaagaggt aatacccctg 
540 

gattgctgtc gccttgttaa atatgatgag tttcatgatt atctagaacg gtcatatgaa 
600 

ggagaagaag atacaccaat ggggcttcta ctaggtggcg tcaagtcaac atatatgttt 
660 

gatctgctgt tggagacgag aaagcctgat caggttttcc aatcttataa acctggaggg 
720 

gagccatttt acaccatttt tagttggtct gtacttagaa ttttcctgag aaaggttttt 
780 
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tttttattgt agcaatgaac ataatttaca ttttgtatat ggtcttacaa tgtagaataa 
840 

ttttgacagg ttgagaagta ctcagcacca gcttggaatt aagttctaga ttacttgcaa 
900 

agagttgtgt acataatttt aaaaacaaca aaaaacaaca aagcttctag cttacggtct 
960 

tcagtgggtt ttttcttctc cagtgggcgg tactgaatca ttctggatgc tgtcaatccc 
1020 

taaagtcatc aattgctctc ttaggaagat ct 
1052 



<210> 3674 

<211> 263 

<212> PRT 

<213> Homo sapiens 



<400> 3674 



Xaa 


He 


Ser Lys 


Ser 


Gly 




Glu 


1 






5 








Phe 


Ser 


Val Met 


Val 


His 


Ser 


Gly 






20 










Ala 


Cys 


He Lys 


Ser 


Phe 


Ser 


Asp 






35 








40 


Gin 


His 


Val Ser 


Arg 


He 


Thr 


Gin 




SO 








5S 




Gly 


Ser 


Ser Gly 


Ser 


Arg 


Gly 


Tyr 


65 








70 






Thr 


Asn 


Ala Tyr 


Met 


Leu 


He 


Tyr 








85 








Ala 


Lys 


Phe Leu 


Glu 


Val 


Asp 


Glu 






100 










Val 


Gin 


Lys Glu 


Arg 


Glu 


Leu 


Glu 






115 








120 


He 


Glu 


Arg Asn 


Thr 


Cys 


Lys 


He 




130 








135 




Lys 


Gin 


Val Met 


Met 


Glu 


Asn 


Lys 


145 








150 






Leu 


Lys 


Glu Ala 


Val 


Glu 


Met 


Ala 








165 








Val 


He 


Pro Leu 


Asp 


Cys 


Cys 


Arg 






180 










Asp 


Tyr 


Leu Glu 


Arg 


Ser 


Tyr 


Glu 






195 








200 


Leu 


Leu 


Leu Gly 


Gly 


Val 


Lys 


Ser 




210 








215 




Glu 


Thr 


Arg Lys 


Pro 


Asp 


Gin 


Val 


225 








230 






Glu 


Pro 


Phe Tyr 


Thr 


He 


Phe 


Ser 








245 








Arg 


Lys 


Val Phe 


Phe 


Leu 


Leu 





260 



<210> 3675 
<211> 837 



Lys Asn Ser Leu He 


Tyr Glu 


Leu 


10 


IS 




Ser Ala Ala Gly Gly 


His Tyr 


Tyr 


25 


30 




Glu Gin Trp Tyr Ser 


Phe Asn 


Asp 


45 






Glu Asp He Lys Lys 


Thr His 


Gly 


60 






Tyr Ser Ser Ala Phe 


Ala Ser 


Ser 


75 




80 


Arg Leu Lys Asp Pro 


Ala Arg 


Asn 


90 


95 




Tyr Pro Glu His He 


Lys Asn 


Leu 


105 


110 




Glu Gin Glu Lys Arg 


Gin Arg 


Glu 


125 






Lys Leu Phe Cys Leu 


His Pro 


Thr 


140 






Leu Glu Val His Lys 


Asp Lys 


Thr 


15S 




160 


Tyr Lys Met Met Asp 


Leu Glu 


Glu 


170 


175 




Leu Val Lys Tyr Asp 


Glu Phe 


His 


185 


190 




Gly Glu Glu Asp Thr 


Pro Met 


Gly 


205 






Thr Tyr Met Phe Asp 


Leu Leu 


Leu 


220 






Phe Gin Ser Tyr Lys 


Pro Gly 


Gly 


23S 




240 


Trp Ser Val Leu Arg 


He Phe 


Leu 


250 


255 
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<212> DNA 

<213> Homo sapiens 

<400> 3675 

nntccggaga tgtgaagaag gggggcgagc ggacaggaag atgaagggag caaagctgcc 
60 

cgccgcggga caggcgtcta ggtgaacaag aaaatgaccg aagaaacaca cccagacgat 
120 

gacagctata ttgtgcgtgt caaggctgtg gttatgacca gagatgactc cagcggggga 
180 

tggttcccac aggaaggagg cgggatcagt cgcgtcgggg tctgtaaggt catgcacccc 
240 

gaaggcaatg gacgaagcgg ctttctcatc catggtgaac gacagaaaga caaactggcg 
300 

gtattggaat gctatgtaag aaaggacttg gtctacacca aagccaatcc aacgtttcat 
360 

cactggaagg tcgataatag gaagtttgga cttactttcc aaagccctgc tgatgcccga 
420 

gcctttgaca ggggagtaag gaaagcaatc gaagacctta tagaagaagt agaaaatgat 
460 

tctggcgggc ccagaaggct cctggcctac ccactgtcct cctgtaatca gaggcccagg 
540 

gtgtacagct gccactgaaa aggaaaggga tctgtgacct ctggagccct ggttcggttt 
600 

aggccttggt ctatgggtaa gtgagtagta ggcattgtgt tacatctgat cgtggcctgg 
660 

agggcccttg ggcagtcagt tctcatggtg ggcttgacta gagtccacag atgcaaacac 
720 

aaaaattctc cactgcagca catccaggta tcaaatcaga gggttaaaga agccatagac 
780 

agggccctgt gaagaaagaa atatcaagca aggcatgtta ataccaaatt cagatct 
837 

<210> 3676 

<211> 154 

<212> PRT 

<213> Homo sapiens 



<400> 3676 



Met 


Thr 


Glu 


Glu 


Thr 


His 


Pro 


Asp 


Asp 


Asp Ser 


Tyr 


He 


Val 


Arg 


Val 


1 








5 










10 








15 




Lys 


Ala 


Val 


Val 


Met 


Thr 


Arg 


Asp 


Asp 


Ser Ser 


Gly 


Gly 


Trp 


Phe 


Pro 








20 










25 








30 






Gin 


Glu 


Gly 


Gly 


Gly 


He 


Ser 


Arg 


Val 


Gly Val 


Cys 


Lys 


Val 


Met 


His 






35 










40 








45 








Pro 


Glu 


Gly 


Asn 


Gly 


Arg 


Ser 


Gly 


Phe 


Leu He 


His 


Gly 


Glu 


Arg 


Gin 




50 










SS 








60. 










Lys 


Asp 


Lys 


Leu 


Val 


Val 


Leu 


Glu 


Cys 


Tyr Val 


Arg 


Lys 


Asp 


Leu 


Val 


65 










70 








75 










B0 


Tyr 


Thr 


Lys 


Ala 


Asn 


Pro 


Thr 


Phe 


His 


His Trp 


Lys 


Val 


Asp 


Asn 


Arg 










85 










90 








95 




Lys 


Phe 


Gly 


Leu 


Thr 


Phe 


Gin 


Ser 


Pro 


Ala Asp 


Ala 


Arg 


Ala 


Phe 


Asp 








100 










105 








110 






Arg 


Gly 


Val 


Arg 


Lys 


Ala 


He 


Glu 


ASp 


Leu He 


Glu 


Glu 


Val 


Glu 


Asn 
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115 120 125 

Asp Ser Gly Gly Pro Arg Arg Leu Leu Ala Tyr Pro Leu Ser Ser Cys 

130 135 140 

Asn Gin Arg Pro Arg Val Tyr Ser Cys His 
14S ISO 

<210> 3677 

<211> 418 

<212> DNA 

<213> Homo sapiens 

<400> 3677 

nnggaagaag gcccttctca aaatggactg gtgttgcagg gtgagaagct gccccctgac 
60 

ttcatgccaa agctcgtcaa gaatctccta ggcgagatgc ctctgtgggt ctgccagagt 
120 

tgccgaaaga gcatggagga agatgaaagg cagacaggtc gagaacatgc agtggcgatc 
180 

tccttgtcac acacatcctg caaatcacag tcttgtggag atgactctca ttcgtcctcg 
240 

tcttcctcct catcatcctc atcctcgtcc tcctcttcct gccctgggaa ctcgggagac 
300 

tgggatccta gctcgttcct gtcggcacat aagctctcgg gcctctggaa ttccccacat 
360 

tccagtgggg ccatgccagg cagctctctt gggagtcctc ctaccatccc tggcgcgc 
418 

<210> 3678 

<211> 139 

<212> PRT 

<213> Homo sapiens 

<400> 3678 



Xaa Glu 


Glu Gly 


Pro Ser Gin Asn Gly Leu Val Leu 


Gin 


Gly 


Glu 


Lys 


1 




5 10 






IS 




Leu Pro 


Pro Asp 


Phe Met Pro Lys Leu Val Lys Asn 


Leu 


Leu 


Gly 


Glu 




20 


25 




30 






Met Pro 


Leu Trp 


val Cys Gin Ser Cys Arg Lys Ser 


Met 


Glu 


Glu 


Asp 




35 


40 


45 








Glu Arg 


Gin Thr 


Gly Arg Glu His Ala Val Ala lie 


Ser 


Leu 


Ser 


His 


50 




55 60 










Thr Ser 


cys Lys 


Ser Gin Ser Cys Gly Asp Asp Ser 


His 


Ser 


Ser 


Ser 


65 




70 75 








80 


Ser Ser 


Ser Ser 


Ser Ser Ser Ser Ser Ser Ser Ser 


Ser 


Cys 


Pro 


Gly 






85 90 






95 




Asn Ser 


Gly Asp 


Trp Asp Pro Ser Ser Phe Leu Ser 


Ala 


His 


Lys 


Leu 




100 


105 




110 






Ser Gly 


Leu Trp 


Asn Ser Pro His Ser Ser Gly Ala 


Met 


Pro 


Gly 


Ser 




115 


120 


125 








Ser Leu 


Gly Ser 


Pro Pro Thr lie Pro Gly Ala 










130 




135 











<210> 3679 
<211> 567 
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<212> DNA 

<213> Homo sapiens 

<40O> 3679 

cgcgtgaagg gctatgacct ggagttaagt atggcgctgg ggacatacta cccacctccc 
60 

cgcctcaggc agctgctccc catgcttctt cagggaacaa gtatcttcac tgcccctaag 
120 

gagatcgcag agatcaaggc ccagctggag acagccctga agtggaggaa ctatgaggtg 
180 

aagctgcggc tgctgctgca cctggaggaa ctgcagatgg agcatgatat ccggcactat 
240 

gacctggagt cggtgcccat gacctgggac cctgtggacc agaaccccag gctgctcacg 
300 

ctggaggttc ctggagtgac tgagagccgc ccctcagtgc tacggggcga ccacctgttt 
360 

gcccttttgt cctcggagac acaccaggag gaccccatca catataaggg ctttgtgcac 
420 

aaggtggaat tggaccgtgt caagctgagc ttttccatga gcctcctgag ccgctttgtg 
480 

gatgggctga ccttcaaggt gaactttacc ttcaaccgcc agccgctgcg agtccagcac 
540 

cgtgcctggg agttgacagg gcgctgg 
567 

<210> 3680 

<211> 189 

<212> PRT 

<213> Homo sapiens 



<400> 3680 



Arg 


Val 


Lys 


Gly 


Tyr 


Asp 


Leu 


Glu 


Leu 


Ser 


Met 


Ala 


Leu 


Gly 


Thr 


Tyr 


1 








5 










10 










15 




Tyr 


Pro 


Pro 


Pro 


Arg 


Leu 


Arg 


Gin 


Leu 


Leu 


Pro 


Met 


Leu 


Leu 


Gin 


Gly 








20 










25 










30 






Thr 


Ser 


lie 


Phe 


Thr 


Ala 


Pro 


Lys 


Glu 


He 


Ala 


Glu 


lie 


Lys 


Ala 


Gin 






35 










40 










45 








Leu 


Glu 


Thr 


Ala 


Leu 


Lys 


Trp 


Arg 


Asn 


Tyr 


Glu 


val 


Lys 


Leu 


Arg 


Leu 




50 










55 










60 










Leu 


Leu 


His 


Leu 


Glu 


Glu 


Leu 


Gin 


Met 


Glu 


His 


Asp 


He 


Arg 


His 


Tyr 


65 










70 










7S 










80 


Asp 


Leu 


Glu 


Ser 


Val 


Pro 


Met 


Thr 


Trp 


Asp 


Pro 


Val 


Asp 


Gin 


Asn 


Pro 










85 










90 










95 




Arg 


Leu 


Leu 


Thr 


Leu 


Glu 


val 


Pro 


Gly 


Val 


Thr 


Glu 


Ser 


Arg 


Pro 


Ser 








100 










105 










110 






Val 


Leu 


Arg 


Gly 


Asp 


His 


Leu 


Phe 


Ala 


Leu 


Leu 


Ser 


Ser 


Glu 


Thr 


His 






115 










120 










125 








Gin 


Glu 


Asp 


Pro 


He 


Thr 


Tyr 


Lys 


Gly 


Phe 


Val 


His 


Lys 


Val 


Glu 


Leu 




130 










135 










140 










Asp 


Arg 


Val 


Lys 


Leu 


Ser 


Phe 


Ser 


Met 


Ser 


Leu 


Leu 


Ser 


Arg 


Phe 


Val 


145 










150 










155 










160 


Asp 


Gly 


Leu 


Thr 


Phe 


Lys 


Val 


Asn 


Phe 


Thr 


Phe 


Asn 


Arg 


Gin 


Pro 


Leu 










165 










170 










175 




Arg 


Val 


Gin 


His 


Arg 


Ala 


Trp 


Glu 


Leu 


Thr 


Gly 


Arg 


Trp 
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180 185 

<210> 3681 
<211> 788 
c212> DMA 

<213> Homo sapiens 
<400> 3681 

nntgggcagt gtactcgggc ctccccgaca gcagctcctg tggggagcgc tcaccaccac 
60 

ccccgcctcc acttccttcg gatgaggccc tgctgcactg tgtcctggaa ggaaagctcc 
120 

gagaccggga ggcagagctt cagcagctgc gggacagcct ggggctgagc atggagcagc 
180 

gcggcggagg tcgcctgcga ggccgctggc caggcctgag cctctgccac catggccatt 
240 

gtgcagaccc tgccagtgcc actggagcct gctcctgaag ctgccactgc cccacaagct 
300 

ceagtcatgg gtagtgtgag cagccttatc tcaggccggc cctgtcccgg ggggccagct 
360 

cctccccgcc accacggccc tcctgggccc accttcttcc gccagcagga tggcctgcta 
420 

cggggtggct atgaggcaca ggagccgctg tgcccagctg tgccccctag gaaggctgtc 
480 

cctgtcacca gcttcaccta catcaatgag gacttccgga cagagtcacc ccccagccca 
540 

agcagtgatg ttgaggatgc ccgagagcag cgggcacaca atgcccacct ccgcggccca 
600 

ccaccaaagc tcatccctgt ctctggaaag ctggagaaga acatagagaa gatcctgatc 
660 

cgcccaacag ccttcaagcc agtgctgccc aaacctcgag gggctccgtc cctgcctagc 
720 

ttcatgggtc ctcgggccac cgggctgtct gggagccagg gcagcctgac gcagctgttt 
780 

gggggccc 
788 

<210> 3682 
<211> 185 
<212> PRT 

<213> Homo sapiens 
<400> 3682 

Met Ala lie Val Gin Thr Leu Pro Val Pro Leu Glu Pro Ala Pro Glu 

15 10 15 

Ala Ala Thr Ala Pro Gin Ala Pro Val Met Gly Ser Val Ser Ser Leu 

20 25 30 

lie Ser Gly Arg Pro Cys Pro Gly Gly Pro Ala Pro Pro Arg His His 

35 40 45 

Gly Pro Pro Gly Pro Thr Phe Phe Arg Gin Gin Asp Gly Leu Leu Arg 

50 55 60 

Gly Gly Tyr Glu Ala Gin Glu Pro Leu Cys Pro Ala Val Pro Pro Arg 
65 70 75 80 

Lys Ala Val Pro Val Thr Ser Phe Thr Tyr lie Asn Glu Asp Phe Arg 
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B5 90 95 

Thr GXu Ser Pro Pro Ser Pro Ser Ser Asp Val Glu Asp Ala Arg Glu 

100 105 110 

Gin Arg Ala His Asn Ala His Leu Arg Gly Pro Pro Pro Lys Leu lie 

115 120 125 

Pro Val Ser Gly Lys Leu Glu Lys Asn He Glu Lys He Leu He Arg 

130 135 140 

Pro Thr Ala Phe Lys Pro Val Leu Pro Lys Pro Arg Gly Ala Pro Ser 
145 150 155 160 

Leu Pro Ser Phe Met Gly Pro Arg Ala Thr Gly Leu Ser Gly Ser Gin 

165 170 175 

Gly Ser Leu Thr Gin Leu Phe Gly Gly 
160 185 

<210> 3693 

<211> 4421 

<212> DNA 

<213> Homo sapiens 

<400> 3683 

gcggccgctc gcgcgcagcc ccgcacctcc gcccctgcct ctgcctcctg ggccatgccc 
60 

tgctgtttac atgccggtga ggtccccggc cgctccgaac ccctccgagc cccggctccc 
120 

cgagggtgaa gcccgccggc ccgcgaactg gactggtgga tctctcagac ctggggcccc 
180 

ggactccgat ctccgccgtc tccgccacca tcagggcggg atccggctct ggtgttttga 
240 

ggagggggtg tggtgtaggg aaaggaatcc cgtccctctc cacctttttt cgccttcggg 
300 

gcttcagact cagggaactc gctcatggct ttcttgatga agaagaagaa attcaaattc 
360 

caaactactt ccaccctgga ggagctgact gcggttccct tcgtgaacgg ggtcctcttc 
420 

tgcaaggtcc ggctgctgga tggaggggat tttgtcagct tgtcgtcaag ggaggaggta 
480 

caggagaact gtgtgcggtg gcgaaagagg ttcaccttcg tgtgtaagat gagtgctaac 
540 

ccggccaccg gcctgctgga cccctgtgtc ttccgtgtgt ctgtgcgcaa ggagctgaaa 
600 

ggcgggaagg cttattccaa gctgggcttc gctgacttga acctggccga gtttgcgggc 
660 

tcgggctcca cggtgcgctg ctgcctgctc gagggatatg acacgaagaa cactcgccag 
720 

gacaactcca tccttaaggt caccattggt atgttcctgc tctctggaga tccctgcttc 
780 

aagacgccac catcgactgc caagtccatc tccatcccag gccaggattc ctccctgcag 
840 

ctgacgtgta agggtggtgg gaccagcagt gggggcagca gcaccaactc cctgactggg 
900 

tcccggcccc ccaaggctcg gcccactatt ctcagctcag ggctgccaga ggaacccgac 
960 

cagaacctgt ccagccctga ggaggtgttc cactctggcc actcccgcaa ctccagctat 
1020 
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gccagccagc agtccaagat ctccggctac agcacagagc actcgcactc ctccagcctc 
1080 

tcagacctga cgcaccgccg caacacgtcc accagcagca gcgcctctgg gggccttggc 
1140 

atgaccgtgg agggccctga gggcagtgag cgggagcacc ggcccccgga gaagccgccg 
1200 

cggccacccc ggcccctgca tctgtccgat cgctctttca ggcggaagaa ggactcggtg 
1260 

gagagccacc cgacctgggt ggacgacacg cggatcgatg cggatgccat cgtggagaag 
1320 

atcgtgcaga gccaggactt cacagatggc agcaacaccg aggacagcaa cctccggctg 
1380 

ttcgtgagcc gcgatggctc tgccacgctg agcggcatcc agcttgccac cagggtctct 
1440 

tctggggtct acgagccagt tgtgattgaa agccattgag gagcaggtgt ccgggctgga 
1500 

gaagagccct gctttctctg gagtccagac ctgtatcatt ccatgaggaa ctttcccctt 
1560 

cagatcacct ctgcgccaca tctcatccat gcctcctcca tgcactccag tccacactcc 
1620 

ccgtagcatc attccattgc ccctcccatc catgctggga ccctcctggc ccaccaaggc 
1660 

ccaggcacca ctgtgaatat tctcctctga accactagag ggcaggccag gcaggccagg 
1740 

cgggcccgtg cagcttgtgg gcaagaagga gctggcaagg accggcgctg ctggagactg 
1800 

acccagccct ctggctgagg acatgcagca gctcctaaat gtagagatgc ctgtggctga 
1860 

gggggcctct ctacctgtgt ccccactcac tccaggagca ctggctttgg tcacgtctta 
1920 

gcagcagggc cttgctccgt tgttcccttg ccctggtggt gggggggcca gaccgcctcc 
1980 

ggaatcctgc cacctgtgac tgtctgactg cttagtgctt cagctgtccc ttccttgtgt 
2040 

cctgggggac ctgctggcgg cctcttcctg ggagccatga cctcagaccc cacccacact 
2100 

ccagatcgag acccctgcct ccccccggca aatgtcctcc cgctgccttg cagcctgcac 
2160 

tttgcacatg ctcaccccca gcacagtccc actggcccct cacctcccct tccctgagct 
2220 

ccttcccaag gactcctggt cactgcctgc tgtgcagtca gaggcccagg gtccagcagc 
2280 

ccggcgggaa cgggtgctgc ctcttcctcc agttagctcc agctcaggtc tgagacccgt 
2340 

gctgagaaag gtctgagcac cgaccgtgcc ctctgcccag ggctgggtcc tgagcagctg 
2400 

gttttcctgc aggaaggttg gagcaagcaa agtccttctc tgccctcagg gtcagctgcc 
2460 

cagactgggg cggatgccag agaggcaggt gggctgtggc tggactggtc cggagctggc 
2520 

ttccttacca gaaaagcctc agccttcctc tggaagcatc ccccgttctg ggcaaggggg 
25B0 

aagggctcct ttaaggggtg tgctttccca gtggggagca gtctggccct gccccctact 
2640 
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aaagcctctg ctctcagcac 
2700 

ggccgccagc cagtccctgg 
2760 

taaacccagc aggctggtgt 
2820 

tttcttcttg agttcacggt 
2880 

tttctgcccc acctgccggc 
2940 

gggggcctct ctctctggga 

3000 

ccagctcccc atctgccccc 
3060 

cattgggaac agagcatttc 
3120 

aaatgaacgt cagaaggcgc 
3180 

gctctgctca gccctgagag 
3240 

gctgaccgca cagtgtccag 
3300 

ttctgtgtct gcgtgacctc 
3360 

tctcattcaa agttctgggg 
3420 

actcctccag accaggaacc 
3480 

ccctgggcca gggtgattgg 
3540 

ccagaggcca gaaagcctgg 
3600 

ccccttgagc tcagtgaatt 
3660 

tattgagaga gttggagagt 
3720 

gtcagtttgg aatcttcttg 
3780 

ggtctacaat atctttaggt 
3840 

catgtctatc aggatggagg 
3900 

gatgggcgga ggggtgtttt 
3960 

actgcttgag tgggctgtgt 
4020 

actttagggt caaaggcaac 
4080 

ggggaaggtg tagggatcca 
4140 

catcgttcca gattcctggg 
4200 

agcaaaagct ctgtcctcag 
4260 



tttcccccaa gtccttgtaa 
acaaactctc ctgccccttt 
ttacttagcc ctgtagcttt 
tcaatattgc ctcctcgccc 
tggttccagc agcgctgggg 
9999tgcagg tgccctcccc 
gctggtgaga gttgggcttc 
cagcatttgt tgttgttgtt 
ctgccgaggc gggacagagt 
tcccttcctg ccccaccgat 
acgaattggc ccccagaaga 
acccagccta ggagggaggt 
ctttgggcgg aaaacagcca 
ccagaaggag acagagcctg 
actgagaatt tggccacaac 
ccttgtcccc atgtgggagc 
cccaccaggt gcccacagct 
atatcagaga tatttttgga 
aaagtttaat gtttttatta 
ttcttctttt tcctgtttac 
gtgtccacgt tctcctctgt 
tttctttgac tcccctcctt 
ttgttcctct gtcccagctt 
atcagaagaa gtcagatatg 
gggttctccc ggtcttggcc 
gagaaaactg agaagatcgt 
ggccaagttc taaccactgc 



cttgcttgaa ggtgggttct 
taaattccac tcattttgta 
tttcattttt tctttccgtc 
tggtgagggg aggtgctgct 
cccagctggg gggccgggat 
aggctgggag ggttccttcc 
ttggtcttgg aactccctgg 
tcactcacct aacccttaga 
gcttgctcgc gctggagaag 
actggcactt taaaaaggaa 
tggggagttc tgtcctgccc 
gcattcaggg tagatttgcc 
gctttggcgc tgttggggag 
ccacatcctc ccacgccagg 
caaattgatg ctggctggaa 
cctgtcctca gccctcttgt 
cctggacttc aaattctata 
aaggagttgg tctatgcaat 
ggagatttaa agaaaataaa 
cgcacaaact gaccacatgg 
ctttagggag gtgataagga 
tctaacagaa tgttgccacc 
cttgttactt tatcatattg 
tatagtgaca ttccaggggt 
acaggcacaa tcatcacctt 
tacctgccag cctcatacgg 
tctgcagacc ttctctgcaa 
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tcaagtggcc tctaaggagc atgcctgagg acaaataact gtgcctcagt ttcctcacct 
4320 

gcagatgggg ttatcaaaca acacgagtgt gcagcctgac ctgcaggagg tgtgagtgtg 
4380 

ttcccaaact aaagccccag gctgccatca tttacaggct a 
4421 



<210> 3684 

<211> 384 

<212> PRT 

<213> Homo sapiens 



<400> 36B4 

Mec Ala Phe Leu Met Lys Lys Lya Lys Phe Lys Phe Gin Thr Thr Phe 

15 10 IS 

Thr Leu Glu Glu Leu Thr Ala Val Pro Phe Val Asn Gly Val Leu Phe 

20 2S 30 

Cys Lys Val Arg Leu Leu Asp Gly Gly Asp Phe Val Ser Leu Ser Ser 

35 * 40 45 

Arg Glu Glu Val Gin Glu Asn Cys Val Arg Trp Arg Lys Arg Phe Thr 

50 55 60 

Phe Val Cys Lys Met Ser Ala Asn Pro Ala Thr Gly Leu Leu Asp Pro 
6S ' 70 75 80 

Cys Val Phe Arg Val Ser Val Arg Lys Glu Leu Lys Gly Gly Lys Ala 

85 90 95 

Tyr Ser Lys Leu Gly Phe Ala Asp Leu Asn Leu Ala Glu Phe Ala Gly 

100 105 HO 

Ser Gly Ser Thr val Arg Cys Cys Leu Leu Glu Gly Tyr Asp Thr Lys 

115 120 125 

Asn Thr Arg Gin Asp Asn Ser He Leu Lys Val Thr He Gly Met Phe 

130 135 140 

Leu Leu Ser Gly Asp Pro Cys Phe Lys Thr Pro Pro Ser Thr Ala Lys 
145 150 155 160 

Ser He Ser He Pro Gly Gin Asp Ser Ser Leu Gin Leu Thr Cys Lys 

165 170 175 

Gly Gly Gly Thr Ser Ser Gly Gly Ser Ser Thr Asn Ser Leu Thr Gly 

180 185 190 

Ser Arg Pro Pro Lys Ala Arg Pro Thr He Leu Ser Ser Gly Leu Pro 

195 200 205 

Glu Glu Pro Asp Gin Asn Leu Ser Ser Pro Glu Glu Val Phe His Ser 

210 215 220 

Gly His Ser Arg Asn Ser Ser Tyr Ala Ser Gin Gin Ser Lys He Ser 
225 230 .235 240 

Gly Tyr Ser Thr Glu His Ser His Ser Ser Ser Leu Ser Asp Leu Thr 

245 250 25S 

His Arg Arg Asn Thr Ser Thr Ser Ser Ser Ala Ser Gly Gly Leu Gly 

260 265 270 

Met Thr Val Glu Gly Pro Glu Gly Ser Glu Arg Glu His Arg Pro Pro 

275 280 285 

Glu Lys Pro Pro Arg Pro Pro Arg Pro Leu His Leu Ser Asp Arg Ser 

290 295 300 

Phe Arg Arg Lys Lys Asp Ser Val Glu Ser His Pro Thr Trp Val Asp 
305 ^ 310 315 320 

Asp Thr Arg He Asp Ala Asp Ala He Val Glu Lys He Val Gin Ser 
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32S 330 335 

Gin Asp Phe Thr Asp Gly Ser Asn Thr Glu Asp Ser Asn Leu Arg Leu 

340 345 350 

Phe Val Ser Arg Asp Gly Ser Ala Thr Leu Ser Gly He Gin Leu Ala 

355 360 365 

Thr Arg Val Ser Ser Gly Val Tyr Glu Pro Val Val lie Glu Ser His 
370 375 380 

<210> 3685 
<211> 1293 
<212> DNA 

<213> Homo sapiens 



<400> 3685 

tccatgcagc gatccccttg gccagaagaa ggtccattca ttcagttggg gggttcatct 
60 

cagacaacct cccgtcatca ccccttgagt gagacctaag ccttcaccgc agccttcgag 
120 

gtgccgtggt ctggtgggcc ccctcctgct cctctgtggc tctccccgcc gccattctga 
180 

tactggcgtc cccaatctcc ttgagaaacc attttctcta ctctgatgtc ttttcagaag 
240 

tcacatcctg ttctggggat gcacccctgc tcctccagcc ccacccaaac cgacctaaca 
300 

cccaccaccc ttcccaggtc agcccaaatg ccacttcccc caggaagctc tccctgatgc 
360 

Cgccctggat ggaatgagtc agacctgctg ttgtggggcc ctggccgcgc ctagatacac 
420 

ttctagggtc tatactcgag tatccaggtg atctagggtc tatactcgag tatccaggtg 
480 

accacactgc tgaagttggc ttctcctgat caggcatcaa ctctgggact gcgtttgccg 
540 

attctgttcc ctaacgcagc cgcaggggcc agcacgctgc ctggcacgtc atgggggctc 
600 

ctccatgttg ggtggatatg cgaacggctt cctgagaaag tgcaggatgt aaaggaacgc 
660 

ggagggcggc ggcggcgtgg agggcagagg caaggcacac ggcgaggact gcgttgggcc 
720 

ggcctgtggt ctgtttcaca gcagacaggg aatagcagca gcctgcagtg tgctccagaa 
780 

gacagtgggg aaggggcctg gctgacatct cgccacccgg tcagcctgta tcctccttcc 
840 

cccatctttc tgtgatcata aaggatccct tgagccactt gattttcaca ctgtcaatga 
900 

cctagagtca ccaaacacct ctcaacaagc cgtggtctcc acttgacatc tggaacaacg 
960 

ctccccgggt ctgggaggac cacgcgtcga aagggaagag cagaggacgc tggctctcat 
1020 

ggcaggatgg tgtgtgtacg ggacgcgtct ttcgggagga tgacggcggc cttggagagc 
1080 

cccagaatgt cacaagcgtc catgaattcc ttcagactct ggaagctcga aacattctgc 
1140 

ctatctgagg ttgagatcag gatcacatca gagactccag ccctggccat tttagggtct 
1200 
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gcaccctgac ccccatccct accccaggag ctgctgaaat gtcctcagag cttaggcgtg 
1260 

aagcaggggt cggtcagggg aggacagcgg ccg 
1293 

<210> 3686 

<211> 111 

<212> PRT 

<213> Homo sapiens 

<400> 3686 



Met 


Gly Glu Gly 


Gly Tyr 


Arg Leu Thr Gly 


Trp Arg Asp Val Ser 


Gin 


1 




5 


10 


15 




Ala 


Pro Ser Pro 


Leu Ser 


Ser Gly Ala His 


Cys Arg Leu Leu Leu 


Phe 




20 




25 


30 




Pro 


Val Cys Cys 


Glu Thr 


Asp His Arg Pro 


Ala Gin Arg Ser Pro Arg 




35 




40 


45 




Arg 


Val Pro Cys 


Leu Cys 


Pro Pro Arg Arg 


Arg His Pro Pro Arg 


Ser 




50 




55 


60 




Phe 


Thr Ser Cys 


Thr Phe 


Ser Gly Ser Arg 


Ser His lie His Pro 


Thr 


6S 




70 




75 


80 


Trp 


Arg Ser Pro 


His Asp 


Val Pro Gly Ser 


Val Leu Ala Pro Ala 


Ala 




85 


90 


95 




Ala 


Leu Gly Asn 


Arg He 


Gly Lys Arg Ser 


Pro Arg Val Asp Ala 






100 




105 


110 





<210> 3687 

<211> 566 

<212> DNA 

<213> Homo sapiens 

<400> 3687 

nncggggcca agctcaaagc ttccagccgc acgtctgcct tgctctcggg cttcgccatg 
60 

gtggccatgg tggaggtgca gctggagagt gaccacgagt acccaccagg cc tgctggtg 
120 

gctgtgcacc tctttgcact catgngtctc cacgtgtctg ctgccccaca ttgaagctgt 
180 

nngagcaaca tccacaacct caactctgtc caccagtcgc cacaccagag actgcaccgc 
240 

tacgtggagc tggcctgggg cttctccact gccctgggca cctttctctt ccttgctgaa 
300 

gttgtcctgg ttggttgggt caagtttgtg cccattgggg ctcccttgga cacaccgacc 
360 

cccatggtgc ccacatcccg ggtgcccggg actctggcac cagtggctac ctcccttagt 
420 

ccagcttcca atctcccacg gtcctctgcg tctgcagcac cgtcccaggc tgagccagcc 
480 

tgcccacccc ggcaagcctg tggtggtggt ggggcccatg ggccaggctg gcaagcagcc 
540 

atggcctcca cagccatcat ggtacc 
566 

<210> 3688 
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<2I1> 57 

<212> PRT 

<213> Homo sapiens 

<400> 3688 

Xaa GLy Ala Lys Leu Lys Ala Ser Ser Arg Thr Ser Ala Leu Leu Ser 

1*5 10 15 

Gly Phe Ala Met Val Ala Met Val Glu Val Gin Leu Glu Ser Asp His 

20 25 30 

Glu Tyr Pro Pro Gly Leu Leu Val Ala Val His Leu Phe Ala Leu Met 

35 40 45 

Xaa Leu His Val Ser Ala Ala Pro His 
50 55 



<210> 3689 
<211> 1562 
<212> DNA 



<213> Homo 


sapiens 




<400> 3689 






gggttggggg 


ggccggagca 


gagagcaccc 


60 






atggagacca 


agacgatcgt 


gtacgacttg 


120 






caagctctgc 


tggctccccc 


caagacggac 


180 






aaggagcccc 


ggagaagcgg 


cagggccacc 


240 






ggtggagatc 


tcctgtgctg 


cgaccactgc 


300 






cctccactga 


gtgaagaaat 


gttgcctcct 


360 






cgccgaaaga 


aacgagagca 


gaaaaaggag 


420 






tctggcaaac 


ggactacatc 


ccccagcagt 


480 






aaaactgaac 


taaaggccat 


tgcccatgcc 


540 






ggcacaccca 


catccagcgc 


cagcacagag 


600 






gaagacatca 


ttgacgtgga 


tgaggaacca 


660 






cagctgaggc 


ggccctttga 


gctgctgatt 


720 






tttcagttgc 


ccaatgaact 


gacttgtacc 


780 






agaaaggagg 


aaaccacagg 


gaaaaatgtt 


840 






ggtctcgttc 


ccttacccgt 


caaagtctgc 


900 






cctctcatcc 


agtgtgacta 


ttgccctctc 


960 






ctcactgcca 


tgcccctggg 


cagatggatg 


1020 







agcccgggag 


gtggatgaat 


gtgggagaaa 


gacacatcag 


gggggctgat 


ggagcaaatc 


gaggcagaaa 


agcgcagtcg 


gaagcctgag 


aaccacgaca 


gctgcgatag 


ctgcaaggaa 


ccggctgcct 


tccacctcca 


gtgctgtaac 


ggagagtgga 


tgtgtcaccg 


gtgcactgtt 


ctgggtcatg 


tcaatggact 


ggtggacaaa 


gacactgact 


tgttggacag 


atcggccagc 


cggatcctgg 


aaaggagagc 


cagcaggcct 


actcccacct 


ctgagcagaa 


tgatgtcgac 


gtagcagcgg 


agccagacta 


tgtgcagccc 


gctgccgcca 


tggagcggaa 


ccccacccaa 


actgcactac 


caggttctag 


caagaggaga 


aagaagacac 


agcatgaatt 


agatcacaat 


ttcacgtgta 


acaggagttg 


ccgtgtggct 


ctgtttcaca 


tggattgcct 


cgagccgccg 


tgtccgaatc 


acatcgaaca 


tgtggtgctg 
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aaccagaaga atatgacact gagcaatcgg 
1080 

gtttcgcagc atgtcgtcaa agtggacttc 
1140 

aaccggcgtg tgctccagtc ggtcaaaaga 
1200 

tctcagtacc agtttccacc ccctctcatt 
1260 

atctgcaatg ggatccctga ggaatcacag 
1320 

acccaagcag agcagcaaga gtggctctgt 
1380 

aaacatctat ctgctaagca gatgccttcg 
1440 

gatattaagc ctgttattgt gactgacagc 
1500 

aagacaccta caccttccca ctaccccttg 

1560 

tc 

1562 

<210> 3690 
<211> 504 
<212> PRT 

<213> Homo sapiens 



<400> 3690 



Met Trp 


Glu Lys 


Met 


Glu 


Thr 


Lys Thr 


He 


Val Tyr 


Asp 


Leu 


Asp 


Thr 


1 




5 








10 








IS 




Ser Gly 


Gly Leu 


Met 


Glu 


Gin 


He Gin 


Ala 


Leu Leu 


Ala 


Pro 


Pro 


Lys 




20 








25 








30 






Thr Asp 


Glu Ala 


Glu 


Lys 


Arg 


Ser Arg 


Ly3 


Pro Glu 


Lys 


Glu 


Pro 


Arg 




35 








40 






45 








Arg Ser 


Gly Arg 


Ala 


Thr 


Asn 


His Asp 


Ser 


Cys Asp 


Ser 


Cys 


Lys 


Glu 


SO 








S5 






60 










Gly Gly 


Asp Leu 


Leu 


Cys 


Cys 


Asp His 


Cys 


Pro Ala 


Ala 


Phe 


His 


Leu 


65 






70 








7S 








80 


Gin Cys 


Cys Asn 


Pro 


Pro 


Leu 


Ser Glu 


Glu 


Met Leu 


Pro 


Pro 


Gly 


Glu 






B5 








90 








95 




Trp Met 


Cys His 


Arg 


Cys 


Thr 


Val Arg 


Arg 


Lys Lys 


Arg 


Glu 


Gin 


Lys 




100 








105 








110 






Lys Glu 


Leu Gly 


His 


Val 


Asn 


Gly Leu 


Val 


Asp Lys 


Ser 


Gly 


Lys 


Arg 




115 








120 






12S 








Thr Thr 


Ser Pro 


Ser 


Ser 


ASp 


Thr Asp 


Leu 


Leu Asp 


Arg 


Ser 


Ala 


Ser 


130 








135 






140 










Lys Thr 


Glu Leu 


Lys 


Ala 


He 


Ala His 


Ala 


Arg lie 


Leu 


Glu 


Arg 


Arg 


145 






150 








155 








160 


Ala Ser 


Arg Pro 


Gly 


Thr 


Pro 


Thr Ser 


Ser 


Ala Ser 


Thr 


Glu 


Thr 


Pro 






165 








170 








175 




Thr Ser 


Glu Gin 


Asn 


Asp 


Val 


Asp Glu 


Asp 


He He 


Asp 


Val 


Asp 


Glu 




180 








185 








190 






Glu Pro 


Val Ala 


Ala 


Glu 


Pro 


Asp Tyr 


Val 


Gin Pro 


Gin 


Leu 


Arg 


Arg 




195 








200 






205 








Pro Phe 


Glu Leu 


Leu 


lie 


Ala 


Ala Ala 


Met 


Glu Arg 


Asn 


Pro 


Thr 


Gin 



2840 



tgccaggtgt ttgatcgttt ccaggacacc 
ctgaaccgaa tccacaagaa gcaccccccc 
agaagcttga aggttcctga tgctataaaa 
gcacccgcgg ccattcggga cggggagctg 
atgcaccttt tgaactctga gcacttagcc 
agtgttgttg cgctccagtg cagcatattg 
cattgggact ctgaacagac agagaaggct 
tcagtcacca cctccctgca aacagctgac 
tcctgcccct cagggattag cacccagaat 
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210 215 220 

Phe Gin Leu Pro Asn Glu Leu Thr Cys Thr Thr Ala Leu Pro Gly Ser 
225 230 23S 240 

Ser Lys Arg Arg Arg Lys Glu Glu Thr Thr Gly Lys Asn Val Lys Lys 

245 250 255 

Thr Gin Hia Glu Leu Asp His Asn Gly Leu Val Pro Leu Pro Val Lys 

260 265 270 

Val Cys Phe Thr Cys Asn Arg Ser^Cys Arg Val Ala Pro Leu He Gin 

275 280 285 

Cys Asp Tyr Cys Pro Leu Leu Phe His Met Asp Cys Leu Glu Pro Pro 

290 295 300 

Leu Thr Ala Met Pro Leu Gly Arg Trp Met Cys Pro Asn His He Glu 
305 310 31S 320 

His Val Val Leu Asn Gin Lys Asn Met Thr Leu Ser Asn Arg Cys Gin 

325 330 335 

Val Phe Asp Arg Phe Gin Asp Thr Val Ser Gin His Val Val Lys Val 

340 34S 350 

Asp Phe Leu Asn Arg He His Lys Lys His Pro Pro Asn Arg Arg Val 

35S 360 36S 

Leu Gin Ser Val Lys Arg Arg Ser Leu Lys Val Pro Asp Ala He Lys 

370 375 380 

Ser Gin Tyr Gin Phe Pro Pro Pro Leu He Ala Pro Ala Ala He Arg 
385 390 395 400 

Asp Gly Glu Leu He Cys Asn Gly He Pro Glu Glu Ser Gin MeC His 

40S 410 415 

Leu Leu Asn Ser Glu His Leu Ala Thr Gin Ala Glu Gin Gin Glu Trp 

420 425 430 

Leu Cys Ser Val Val Ala Leu Gin Cys Ser He Leu Lys His Leu Ser 

435 440 445 

Ala Lys Gin Met Pro Ser His Trp Asp Ser Glu Gin Thr Glu Lys Ala 

450 455 460 

Asp He Lys Pro Val He Val Thr Asp Ser Ser Val Thr Thr Ser Leu 
465 470 475 480 

Gin Thr Ala Asp Lys Thr Pro Thr Pro Ser His Tyr Pro Leu Ser Cys 

485 490 49S 

Pro Ser Gly He Ser Thr Gin Asn 
500 

<210> 3691 

<211> 418 

<212> DNA 

<213> Homo sapiens 

<400> 3691 

ncggccgccg agttcgacgg gaggtggccc aggcaaatag tgtcatcgat tggcctatgt 
60 

cgttatggtg ggaggattga ctgctgctgg ggctgggctc gccagtcttg gggacagtgt 
120 

cagcctttct acgtcttaag gcagagaata gccaggataa ggtgccagct caaagctgtg 
180 

tgccaaccac gatgcaaaca tggtgaatgt atcgggccaa acaagtgcaa gtgtcatcct 
240 

ggttatgctg gaaaaacctg taatcaaggt aggaaaacag tctgacataa atacacaatc 
300 
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gaagacacct ctatcactcc caaattaaaa atattcttat ctcaaactac tttccatggc 
360 

tatttttcca aaatatgcga gctgccattt tgctgataaa taaaaataca ttaatgat 
418 

<210> 3692 

<211> 94 

<212> PRT 

<213> Homo sapiens 

<400> 3692 

Xaa Ala Ala Glu Phe Asp Gly Arg Trp Pro Arg Gin lie Val Ser Ser 

15 10 15 

He Gly Leu Cys Arg Tyr Gly Gly Arg He Asp Cys Cys Trp Gly Trp 

20 25 30 

Ala Arg Gin Ser Trp Gly Gin Cys Gin Pro Phe Tyr Val Leu Arg Gin 

35 40 45 

Arg He Ala Arg He Arg Cys Gin Leu Lys Ala Val Cys Gin Pro Arg 

50 55 60 

Cys Lys His Gly Glu Cys He Gly Pro Asn Lys Cys Lys Cys His Pro 
65 70 75 80 

Gly Tyr Ala Gly Lys Thr Cys Asn Gin Gly Arg Lys Thr Val 
85 90 

<210> 3693 

<211> 2641 

<212> DNA 

<213> Homo sapiens 

<400> 3693 

cggccgcgtc gacgggaaag agccgctaga gcagaccgcg ccgccgccgg agccgcgcct 
60 

gcccaggccc ggggagggag gaggcgggcg tcagggtgct gcgccccgct cggcgtccga 
120 

gcttccggcc gggctgtgcc ccgcgcggtc ttcgccggga tgaagcgccc ctgcgaggag 
180 

acgacctccg agagcgacat ggacgagacc atcgacgtgg ggagcgagaa caattactcg 
240 

gggcaaagta ctagctctgt gattagattg aattctccaa caacaacatc tcagattatg 
300 

gcaagaaaga aaaggagagg gattatagag aaaaggcgtc gggatcggat aaataacagt 
360 

ttatctgagt tgagaagact tgtgccaact gcttttgaaa aacaaggatc tgcaaagtta 
420 

gaaaaagctg aaatattgca aatgacagtg gatcatttga agatgcttca ggcaacaggg 
480 

ggtaaaggct actttgacgc acacgctctt gccatggact tcatgagcat aggattccga 
540 

gagtgcctaa cagaagttgc gcggtacctg agctccgtgg aaggcctgga ctcctcggat 
600 

ccgctgcggg tgcggcttgt gtctcatctc agcacttgcg ccacccagcg ggaggcggcg 
660 

gccatgacat cctccatggc ccaccacnca tcatccgctc cacccgcatc actgggccgc 
720 
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cgccttccac cacctgcccg 
780 

aaccccttgt cgcctctcca 
840 

acggccacgt ttgcccatgc 
900 

ccctgcgtgc cacctctctc 
960 

gccgcagcag ccaccgcggc 
1020 

atgcttcccc caaacgcagc 
1080 

tcagtatcag ccacgtccag 
1140 

cgaccctggg ggacagaagt 
1200 

actgaatgtc ctccatttca 
1260 

agatgccgac agatccacaa 
1320 

gaaatgtggt attctctttt 
1380 

actgacatca gcaacttttg 
1440 

atatatggac cgtaccatcc 
1500 

cctgactgaa ttctcttgag 
1560 

tcgtgtttcg taagtgcctg 
1620 

gggaagacga gtgtggagga 
1680 

tgcagacatt ttaaeaccat 
1740 

ggtcaaaatg actgctgaaa 
1800 

ccttctttgt acagacatgc 
1860 

tttcatcagt tctcagatta 
1920 

ttttttggat ggctcaaaat 
I960 

cctatgagca gttgcctacc 
2040 

aactctccag cttgtaggag 
2100 

atatttatcc tcttcatttt 
2160 

gaagttacat ttctggaggt 
2220 

atttttaaag ctctttgtca 
2280 

tgcaatggga tgtacataag 
2340 



cagccctgct ccagcccaac 
caacttcaga agtgcctccg 
ggactcagcc ctccgaatgc 
cacctctctc ttgtccctct 
tgcacacagc ttccctctgt 
agcagcagtg gccgcggcca 
tcctcagcag accagcagtg 
tggagctttt caaatttttc 
gagtcagctt aaaacctctg 
aggaacaata aagctatttg 
ttttctctcc cttttttgtt 
aaaacttcac acttgttacc 
agcagtgcat cagtatgtct 
actagatggg acatacatat 
agcttaggaa gttttcttct 
taggttaaga aaggaaaggg 
gccagagaag agtattctgc 
ataattttca agttgaaaga 
caagaggtga catttagcag 
acaagcattt ctgctctgcc 
atggtgcttc tttatataaa 
atgtgtccac cagaggctat 
tttggtttaa tttattcagt 
ctcctaatga tgcaacatct 
gatgaagcaa ggagggagca 
agttagtgat tgcatttgat 
ttatttttgc ccatgcctaa 



ggcctccatg cctcagagtc 
cccacggctc tgctctcctc 
catccacggg cagcgtcgcc 
ctgccaccgt ccacgccgca 
ccttcgcggg ggcactcccc 
cagccatcag cccgcccttg 
gaacaaacaa taaaccttac 
ttgaacttct tgcaatagta 
caccctgaag gtagccatac 
agacacaaac ctcacgagtg 
tggttcaagg cage t egg ta 
atttagaagt ttcctggaaa 
gaattgggga agtaaaatgc 
atagagagag agtgagagag 
ggatatataa cattgeacaa 
acagaagtct tgeaatagge 
tgaaaccaac aggttttact 
tctagtttta tcttagtttg 
tgcattggta taagcaatta 
tgcaggcccc caggcacttt 
ccttacattt atatagtgea 
ttaattcatg ccaacttgaa 
ttcattagga ctatttttat 
attcttgtca ccctttggga 
ctaggaagag aaaagctaca 
cccaaaacaa gatgaatgta 
actagtgeta tgtaatgggg 
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ttgtggtttt gtttttttcg atttcgttta atgacaaaac aatctcttaa tatgccgaaa 
2400 

tcaagcacgt gagagttttt gtttaaaaga taagagacac agcatgtatt atgcacttca 
2460 

tttctctact gtgtggagaa agcaataaac attatgagaa tgttaaacgt tatgcaaaat 
2520 

tatactttta aatatttgtt ttgaaattac tgtacctagt cttttttgca ttactttgta 
2580 

acctttttct atgcaagagt ctttacatac cactaattaa atgaagtcct ttttgactat 

2640 

t 

2641 

<210> 3694 

<211> 390 

<212> PRT 

<213> Homo sapiens 



<400> 3694 



Arg Pro Arg 








Arg 


Ala Ala 




Ala Asp Arg 




Ala 


Ala 


1 




5 








10 








15 




Gly Ala Ala 


Pro 


Ala 


Gin 


Ala 


Arg Gly 


Gly 


Arg Arg Arg 


Ala 


Ser 


Gly 




20 








25 








30 






Cys Cys Ala 


Pro 


Leu 


Gly 


Val 


Arg Ala 


Ser 


Gly Arg Ala 


Val 


Pro 


Arg 


35 










40 






45 








Ala Val Phe 


Ala 


Gly 


Met 


Lys 


Arg Pro 


Cys 


Glu 


Glu Thr 


Thr 


Ser 


Glu 


50 








55 








60 








Ser Asp Met 


ASp 


Glu 


Thr 


He 


Asp Val 


Gly 


Ser 


Glu Asn 


Asn 


Tyr 


Ser 


65 






70 








75 








80 


Gly Gin Ser 


Thr 


Ser 


Ser 


Val 


He Arg 


Leu 


Asn 


Ser Pro 


Thr 


Thr 


Thr 






85 








90 








9S 




Ser Gin lie 


Met 


Ala 


Arg 


Lys 


Lys Arg 


Arg 


Gly 


He He 


Glu 


Lys 


Arg 




100 








105 








110 






Arg Arg Asp 


Arg 


He 


Asn 


Asn 


Ser Leu 


Ser 


Glu 


Leu Arg 


Arg 


Leu 


Val 


115 










120 






125 








Pro Thr Ala 


Phe 


Glu 


Lys 


Gin 


Gly Ser 


Ala 


Lys 


Leu Glu 


Lys 


Ala 


Glu 


130 








135 








140 








He Leu Gin 


Met 


Thr 


Val 


Asp His Leu 


Lys 


Met 


Leu Gin 


Ala 


Thr 


Gly 


145 






150 








155 








160 


Gly Lys Gly 


Tyr 


Phe 


Asp 


Ala 


His Ala 


Leu 


Ala Met Asp 


Phe 


Met 


Ser 






165 








170 








175 




He Gly Phe 


Arg 


Glu 


Cys 


Leu 


Thr Glu 


Val 


Ala 


Arg Tyr 


Leu 


Ser 


Ser 




180 








185 








190 






Val Glu Gly 


Leu 


Asp 


Ser 


Ser 


Asp Pro 


Leu 


Arg Val Arg 


Leu 


val 


Ser 


195 










200 






205 








His Leu Ser 


Thr 


Cys 


Ala 


Thr Gin Arg 


Glu 


Ala 


Ala Ala 


Met 


Thr 


Ser 


210 








215 








220 








Ser Met Ala 


His 


His 


Xaa 


Ser 


Ser Ala 


Pro 


Pro Ala Ser 


Leu 


Gly 


Arg 


225 






230 








235 








240 


Arg Leu Pro 


Pro 


Pro 


Ala 


Arg 


Ser Pro 


Ala 


Pro Ala Gin 


Arg 


Pro 


Pro 






245 








250 








255 




Cys Leu Arg 


Val 


Asn 


Pro 


Leu 


Ser Pro 


Leu 


His 


Asn Phe 


Arg 


Ser 


Ala 




260 








265 








270 






Ser Ala His 


Gly 


Ser 


Ala 


Leu 


Leu Thr 


Ala 


Thr 


Phe Ala 


His 


Ala 


Asp 
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275 






280 






285 








Ser Ala 


Leu 


Arg 


Met 


Pro Ser Thr Gly Ser Val Ala 


Pro 


Cys 


Val 


Pro 


290 








295 




300 










Pro Leu 


Ser 


Thr 


Ser 


Leu Leu Ser Leu Ser 


Ala 


Thr 


Val 


His 


Ala 


Ala 


305 








310 


315 










320 


Ala Ala 


Ala 


Ala 


Thr 


Ala Ala Ala His Ser 


Phe 


Pro 


Leu 


Ser 


Phe 


Ala 








325 


330 










335 




Gly Ala 


Phe 


Pro 


Met 


Leu Pro Pro Asn Ala 


Ala 


Ala 


Ala 


Val 


Ala 


Ala 




340 




34S 








350 






Ala Thr 


Ala 


He 


Ser 


Pro Pro Leu Ser Val 


Ser 


Ala 


Thr 


Ser 


Ser 


Pro 




3SS 






360 






365 








Gin Gin 


Thr 


Ser 


Ser 


Gly Thr Asn Asn Lys 


Pro 


Tyr 


Arg 


Pro Trp Gly 


370 








375 




380 










Thr Glu 


Val Gly Ala 


Phe 















385 390 

<210> 3695 
<211> 1615 
<212> DNA 

<213> Homo sapiens 
<400> 3695 

nggaaaagta gcctaaagtc agtataacta aagggtggaa cgaggtggga caaggtccgg 
60 

aattgctgct cagtgatgtg tgtgtgcctg ccgctggtgg agctgagact gctcatctca 
120 

gaaggatggg gatgcttgat ttcctggcca ggttgtccca gcacagtggg gattggccct 
180 

gttgtatgac gaagacagca catggtggca gagatagata ctaacccatg gactttccaa 
240 

gggagggaat aggtctttgg agggtatgca agacaaaggt agacactgga taaagaaccc 
300 

ggtagtgccc aggtattacc ccatctgggc cattactccc acactcagga accagacgtt 
360 

gtgggtgagg acatgctgtc cctcctgcca agtaataact tccttcccag ccaggatcct 
420 

gccccaagta ggaatatagc tctgcattta cagcagctcc tgctcagacc ttgtcaaaac 
480 

caccctgcag cttaggatta aggagcatgg tcacaggaag gtggggtttc agggcatccc 
540 

ctcaggaact gcccatctcc ccagaattcc aaaatgaagg tccatatgct tgtaggtgtg 
600 

ctggtcatgg tgggcttcac agtaggaaag ggtaagtggg gcccaggggc agggagggag 
660 

gaaggggtaa ctgagtccag gaagggggtg gagcgtggcc atggataatc gggcttccta 
720 

ctggcccagg gtatttgaga gtgacccagt gcctccatcc ctccttctgc ctccccagtt 
780 

cctgttcccg acatccggac gtgccacttc tgcctcgtag aagacccttc tgtaggatgc 
840 

atttcaggct cagagaagtg taccatcagc agctcatccc tgtgcatggt gatcaccatc 
900 

tattatgatg tcaaggttcg cttcatcgtt cgaggctgtg gacagtacat ttcctaccgc 
960 
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tgccaagaaa aacgcaacac ctactttgca gagtactggt atcaggccca gtgctgtcag 
1020 

tacgattatt gcaactcctg gtcaagcccc caactccaga gctctctgcc ggagccccat 
1080 

gacaggcccc tggccctgcc tctgtctgac tcccagattc agtggttcta ccaggccctg 
1140 

aacctctccc tgcccctccc caatttccat gctgggacgg agcctgatgg cctggacccc 
1200 

atggccacac tgtccctgaa cctgggcttg tcttttgctg agctgcgccg catgtacttg 
1260 

ttcctcaata gttcaggact tttggttctt ccccaggctg gactcttgac acctcaccct 
1320 

tcctgaattc cacagtgcaa atatctttct gtaacaccct cagcatcctg cactgccctc 
1380 

tctgaaaaca cccacactct ttggtcactg tgatttctta ggcctccgtc tgttgnacca 
1440 

ctagcatcta tatgactttt gtgtaatttt ctctcttgaa ctcgggaggc tgagacggga 
1500 

gaatcgcctg aacccgggag gcggaggttg cagtgagccg agatcgcgcc actgcactcc 
1560 

agcctgggtg acacagtgag actccgtctc caaaaaaaag gatgaggaat agaat 
1615 

<210> 3696 

<211> 146 

<212> PRT 

<213> Homo sapiens 

<400> 3696 



Met Val lie Thr 


lie Tyr Tyr 


Asp 


Val 


Lys Val Arg 


Phe 


He 


Val 


Arg 


1 


5 






10 






IS 




Gly Cys Gly Gin 


Tyr lie Ser 


Tyr 


Arg 


Cys Gin Glu 


Lys 


Arg 


Asn 


Thr 


20 






25 






30 






Tyr Phe Ala Glu 


Tyr Trp Tyr 


Gin 


Ala 


Gin Cys Cys 


Gin 


Tyr 


Asp 


Tyr 


35 




40 






45 








Cys Asn Ser Trp 


Ser Ser Pro 


Gin 


Leu 


Gin Ser Ser 


Leu 


Pro 


Glu 


Pro 


50 


55 






60 










His Asp Arg Pro 


Leu Ala Leu 


Pro 


Leu 


Ser Asp Ser 


Gin 


lie 


Gin 


Trp 


65 


70 






75 








80 


Phe Tyr Gin Ala 


Leu Asn Leu 


Ser 


Leu 


Pro Leu Pro 


Asn 


Phe 


His 


Ala 


85 






90 






95 




Gly Thr Glu Pro 


Asp Gly Leu 


Asp 


Pro 


Met Val Thr 


Leu 


Ser 


Leu 


Asn 


100 






10S 






110 






Leu Gly Leu Ser 


Phe Ala Glu 


Leu 


Arg 


Arg Met Tyr 


Leu 


Phe 


Leu 


Asn 


115 




120 






125 








Ser Ser Gly Leu 


Leu Val Leu 


Pro 


Gin 


Ala Gly Leu 


Leu 


Thr 


Pro 


His 


130 


135 






140 











Pro Ser 
145 

<210> 3697 

<211> 550 

<212> DNA 

<213> Homo sapiens 
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<400> 3697 

ncggccgccg agttcgacgg gaggtggccc aggcaaacag tgtcatcgat tggcctatgt 
60 

cgttatggtg ggaggactga ctgctgctgg ggctgggctc gccagtcttg gggacagtgt 
120 

cagcctgtgt gccaaccacg atgcaaacat ggtgagcgta tcgggccaaa caagtgcaag 
180 

tgtcatcctg gttatgctgg aaaaacctgt aatcaagatc taaatgagtg tggcctgaag 
240 

ccccggccct gtaagcacag gtgcatgaac acttacggca gctacaagtg ctactgtctc 
300 

aacggatata tgctcatgcc ggatggttcc tgctcaagtg ccctgacctg ctccatggca 
360 

aactgtcagt atggctgtga tgttgttaaa ggacaaatac ggtgccagtg cccatcccct 
420 

ggcctgcagc tggctcctga tgggaggacc tgtgtagatg ttgatgaatg tgctacagga 
480 

agagcctcct gccctaaact taggcaatgt gtcaacacct ttgggagcta catctgcaag 
540 

tgtcataaag 
550 

<210> 3698 

<211> 183 

<212> PRT 

<213> Homo sapiens 

<400> 3698 



Xaa 


Ala 


Ala 


Glu 


Phe 


Asp 


Gly 


Arg 


Trp 


Pro 


Arg Gin 


He 


val 


Ser 


Ser 


1 








5 










10 








IS 




He 


Gly 


Leu 


Cys 
20 


Arg 


Tyr 


Gly 


Gly 


Arg 
25 


He 


Asp Cys 


Cys 


Trp 
30 


Gly 


Trp 


Ala 


Arg 


Gin 
35 


Ser 


Trp 


Gly 


Gin 


Cys 
40 


Gin 


Pro 


Val Cys 


Gin 
45 


Pro 


Arg 


Cys 


Lys 


His 
50 


Gly 


Glu 


Cys 


He 


Gly 
55 


Pro 


Asn 


Lys 


Cys Lys 
60 


Cys 


His 


Pro 


Gly 


Tyr 


Ala 


Gly 


Lys 


Thr 


Cys 


Asn 


Gin 


Asp 


Leu 


Asn Glu 


Cys 


Gly 


Leu 


Lys 


65 










70 










75 








80 


Pro 


Arg 


Pro 


Cys 


Lys 
85 


His 


Arg 


Cys 


Met 


Asn 
90 


Thr Tyr 


Gly 


Ser 


Tyr 
95 


Lys 


Cys 


Tyr 


Cys 


Leu 
100 


Asn 


Gly 


Tyr 


Met 


Leu 
105 


Met 


Pro Asp 


Gly 


Ser 
110 


Cys 


Ser 


Ser 


Ala 


Leu 
115 


Thr 


Cys 


Ser 


Met 


Ala 
120 


Asn 


Cys 


Gin Tyr 


Gly 
12 5 


Cys 


Asp 


val 


Val 


Lys 
130 


Gly 


Gin 


He 


Arg 


Cys 
135 


Gin 


Cys 


Pro 


Ser Pro 
140 


Gly 


Leu 


Gin 


Leu 


Ala 


Pro 


Asp 


Gly. 


Arg 


Thr 


Cys 


val 


Asp 


Val 


Asp Glu 


Cys 


Ala 


Thr 


Gly 


145 










150 










155 








160 


Arg 


Ala 


Ser 


Cys 


Pro 
165 


Lys 


Phe 


Arg 


Gin 


Cys 
170 


Val Asn 


Thr 


Phe 


Gly 
175 


Ser 


Tyr 


He 


Cys 


Lys 
180 


Cys 


His 


Lys 
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<210> 3699 
<211> 510 
<212> DNA 

<213> Homo sapiens 
<400> 3699 

naggagagag attgagaact atgagagaca gcagctaaga gacaaaggag gcgggagact 
60 

gcctaggtgc cgcagcaccc acaccgtcct cttgcccccc cgccactggg accccagagc 
120 

tggcccttga tggaggggag ccgacctcgc agcagcctga gcctggccag cagcgccccc 
180 

accatctcct cgctcagcag cctgagcccc aagaagccca cccgggcagt aaacaaggtc 
240 

cacgcctttg ggaagagagg caatgcgctc aggagggatc ccaaccttcc cgtgcacatc 
300 

cgaggctggc ttcataagca ggacagctcg gggctccgtc tctggaaacg ccgctggttc 
360 

gtcctctccg gccattgcct cttttattac aaggacagcc gcgaggagag tgtcctaggc 
420 

agcgtcctgc cccccagcta caatattaga ccagatgggc cgggagcccc ccgagggcgg 
480 

cgcttcacct ccaccgcaga gcacccgggt 
510 

<210> 3700 
<211> 127 
<212> PRT 

<213> Homo sapiens 
<400> 3700 



Met Glu 


Gly 


Ser Arg Pro Arg 


Ser 


Ser 


Leu Ser Leu Ala 


Ser 


Ser 


Ala 


1 




5 






10 




15 




Ser Thr 


lie 


Ser Ser Leu Ser 


Ser 


Leu 


Ser Pro Lys Lys 


Pro 


Thr 


Arg 






20 




25 




30 






Ala Val 


Asn 


Lys Val His Ala 


Phe 


Gly 


Lys Arg Gly Asn 


Ala 


Leu 


Arg 




35 




40 




4S 








Arg Asp 


Pro 


Asn Leu Pro Val 


His 


He 


Arg Gly Trp Leu 


His 


Lys 


Gin 


50 




55 






60 








Asp Ser 


Ser 


Gly Leu Arg Leu 


Trp 


Lys 


Arg Arg Trp Phe 


Val 


Leu 


Ser 


65 




70 






75 






80 


Gly His 


Cys 


Leu Phe Tyr Tyr 


Lys 


Asp 


Ser Arg Glu Glu 


Ser 


Val 


Leu 






65 






90 




95 




Gly Ser 


Val 


Leu Leu Pro Ser 


Tyr 


Asn 


He Arg Pro Asp 


Gly 


Pro 


Gly 






100 




105 




110 






Ala Pro 


Arg 


Gly Arg Arg Phe 


Thr 


Phe 


Thr Ala Glu His 


Pro 


Gly 






115 




120 




125 









c210> 3701 

<211> 733 

<212> DNA 

<213> Homo sapiens 

<400> 3701 
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ntgaattttc aaattacatt ctaggtttgc agcctctgga gcgtccagcg tcacattatt 
60 

attcactcag gagaaaaacc acacttgtgt gacatctgtg gtcgagggtt tagtaacttc 
120 

agtaatttga aggagcacaa aaagacacac acggctgata aagtcttcac ctgtgatgag 
180 

tgtggaaagt cttttaatat gcaaaggaag ttagtaaagc acagaattcg gcacacgggg 
240 

gagcggcctt acagctgctc tgcctgcggg aaatgttttg ggggatcagg tgacctccgc 
300 

aggcatgtcc gcactcacac tggggagaag ccgtacacat gtgagatctg taacaagtgc 
360 

tttacccgct ctgcggtgct ccggcggcac aagaagatgc actgcaaagc tggtgacgag 
420 

agcccagacg tgctggagga gctcagccaa gccatcgaga cctccgacct cgagaaacct 
480 

cagagctcag actctttctc ccaagacacg tctgtgacgc tgatgccagt gtcggttaaa 
540 

ctccctgtcc acccagtgga aaattctgtg gcagaatttg atagccactc tggcggctcc 
600 

tattgtaagt tacggtccat gatccaacct catggagtta gtgaccagga gaagctgagt 
660 

ttggatcctg gtaaacttgc caagccccag attcatcata cacagcctca tgcctattct 
720 

tactctgatt ttg 
733 



<210> 3702 
<211> 236 
<212> PRT 

<213> Homo sapiens 



<400> 3702 



Val 


Cys 


Ser Leu Trp 


Ser 


val 


Gin Arg 


His 


He He 


He 


His 


Ser 


Gly 


1 




5 








10 








15 




Glu 


Lys 


Pro His Leu 


Cys 


Asp 


lie Cys 


Gly 


Arg Gly 


Phe 


Ser 


Asn 


Phe 






20 






2S 








30 






Ser 


Asn 


Leu Lys Glu 


His 


Lys 


Lys Thr 


His 


Thr Ala 


Asp 


Lys 


val 


Phe 






35 






40 






45 








Thr 


Cys 


Asp Glu Cys 


Gly 


Lys 


Ser Phe 


Asn 


Met Gin 


Arg 


Lys 


Leu 


val 




50 






SS 






60 










Lys 


His 


Arg lie Arg 


His 


Thr 


Gly Glu 


Arg 


Pro Tyr 


Ser 


Cys 


Ser 


Ala 


65 






70 








75 








80 


Cys 


Gly 


Lys Cys Phe 


Gly 


Gly 


Ser Gly 


Asp 


Leu Arg 


Arg 


His 


Val 


Arg 






85 








90 








95 




Thr 


His 


Thr Gly Glu 


Lys 


Pro 


Tyr Thr 


Cys 


Glu He 


Cys 


Asn 


Lys 


Cys 






100 






105 








110 






Phe 


Thr 


Arg Ser 'Ala 


Val 


Leu 


Arg Arg 


His 


Lys Lys 


Met 


His 


Cys 


Lys 






115 






120 






125 








Ala 


Gly 


Asp Glu Ser 


Pro 


ASp 


Val Leu 


Glu 


Glu Leu 


Ser 


Gin 


Ala 


He 




130 






135 






140 










Glu 


Thr 


Ser Asp Leu 


Glu 


Lys 


Ser Gin 


Ser 


Ser Asp 


Ser 


Phe 


Ser 


Gin 


145 






150 








155 








160 


Asp 


Thr 


Ser Val Thr 


Leu 


Met 


Pro Val 


Ser 


Val Lys 


Leu 


Pro 


Val 


His 
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165 170 175 

Pro Val Glu Asn Ser Val Ala Glu Phe Asp Ser His Ser Gly Gly Ser 

180 165 190 

Tyr Cys Lys Leu Arg Ser Met lie Gin Pro His Gly Val Ser Asp Gin 

195 200 205 

Glu Lys Leu Ser Leu Asp Pro Gly Lys Leu Ala Lys Pro Gin He His 

210 215 220 

His Thr Gin Pro His Ala Tyr Ser Tyr Ser Asp Phe 
225 230 235 

<210> 3703 

<211> 3294 

<212> DNA 

<213> Homo sapiens 

<400> 3703 

nncggccgcc gcgtccggct gctggaccga acttctgccg tgcggacagc aggagcagcg 
60 

ccgagcccca ttcccccacc tctccagctc gccctctgag cctcccgagc cctctctcca 
120 

tttcccacaa ttgtgctgca catggtgatg agtttccggg tgtctgagct ccaggtgctt 
1B0 

cttggctttg ctggccggaa caagagtgga cggaagcacg agctcctggc caaggctctg 
240 

cacctcctga agtccagctg tgcccctagt gtccagatga agatcaaaga gctttaccga 
300 

cgacgctttc cccggaagac cctggggccc tctgatctct cccttctctc tttgccccct 
360 

ggcacctccc ctgtaggctc ccctggtcct ctagctccca ttcccccaac gctgCtggcc 
420 

cctggcaccc tgctgggccc caagcgtgag gtggacatgc acccccctcC gccccagcct 
480 

gtgcaccctg atgtcaccat gaaaccattg cccttctatg aagtctatgg ggagctcatc 
540 

cggcccacca cccctgcatc cacttctagc cagcggtttg aggaagcgca ctttaccttt 
600 

gccctcacac cccagcaagt gcagcagatt cttacatcca gagaggttct gccaggagcc 
660 

aaatgtgatt ataccataca ggtgcagcta aggttctgtc tctgtgagac cagctgcccc 
720 

caggaagatt attttccccc caacctcttt gtcaaggtca atgggaaact gtgccccctg 
780 

ccgggttacc ttcccccaac caagaatggg gccgagccca agaggcccag ccgccccatc 
840 

aacatcacac ccctggctcg actctcagcc actgttccca acaccattgt ggtcaattgg 
900 

tcatctgagt tcggacggaa ttactccttg tctgtgtacc tggtgaggca gttgactgca 
960 

ggaacccttc tacaaaaact cagagcaaag ggtatccgga acccagacca ctcgcgggca 
1020 

ctgatcaagg agaaattgac tgctgaccct gacagtgagg tggccactac aagtctccgg 
1080 

gtgtcactca tgtgcccgct agggaagatg cgcctgactg tcccttgtcg tgccctcacc 
1140 
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tgcgcccacc tgcagagctt cgatgctgcc 
1200 

acatggacat gtcctgtgtg tgacaagaag 
1260 

ttatctatgg agattcttag ttcctgttca 
1320 

ggatcctggt gcccaatgaa acccaagaag 
1380 

tatgggctgg atggcctcca gcacagccca 
1440 

aagaaggtcg aagttattga cttgacaata 
1500 

cctaccaaga agcactgttc tgtcacctca 
1560 

ggagtcctga catctggcca ccagccatcc 
1620 

ttgggtgggg atttcctgtc cagtctccca 
1680 

ggagccgaca tccaaggttt agatttattt 
1740 

ggcccctctg tcatcacctc actagatgaa 
1800 

cgagggaccc cttctcactt tctgggccca 
I860 

agcgccactc cggcgccccc tcctggccgt 
1920 

ttgagggagg ggcatggagg acccctgccc 
1980 

gacatcattt ccctggactg agttccctgg 
2040 

gagcaagtat gctgtggagt cccaacccca 
2100 

aagggccaga cagaccttca cagatgccta 
2160 

agcacccaaa gggttaatat ttaacctctt 
2220 

tgttctttag atggtggcac attcctttgg 
2280 

gggatggtat gtgagctagg agaagggctg 
2340 

cttggggaag gggcacctct cttgaacccc 
2400 

atggctctat ttcttcttca catccattgt 
2460 

aaacagacag gtggaaaaac tgagacaggc 
2520 

tggattgtgg atgtggactt ttttgcacat 
2580 

gacttcccct gcctcctact ccagtatgac 
2640 

tgcaggggtc tgggagtcag gcccggccta 
2700 

aagttcacag tgttccctat tcccccctaa 
2760 



ccttatctac agacgaatga gaagaagcct 
gctccctatg aatctcttat cattgatggt 
gattgtgacg agatccaatt cacggaagat 
gaggcatctg aggtttgccc cccgccaggg 
gtccaggggg gagatccatc agagaataag 
gaaagctcat cagatgagga ggatctgccc 
gctgccatcc cggccctacc tggaagcaaa 
tcggtgctaa ggagccctgc tatgggcacg 
ctacatgagt acccacctgc cttcccactg 
tcatttcttc agacagagag tcagcactat 
caggatgccc ttggccactt cttccagtac 
ctggccccca cgctggggag ctcccactgc 
gtcagcagca ttgtggcccc tgggggggcc 
tcaggtccct ctttgactgg ctgtcggtca 
attatggaaa cttcgctgtc ccccaacact 
gctactctga tccctctggg ggctctggcc 
cttttggcct cacctctgcc cgacaaggcc 
tttaaggaca ctggggtctg tttctggaaa 
gtatgttaac ctaggcagtg ggaggcaaat 
aaccctcagc cttgactatg tctagagcct 
aaatgctctc tcttcttatt acccaaaccc 
ctcttcatgt ctattccatt cccctcggcc 
agtttcagag atggacagag aactttattt 
aaataagaaa aaccaaaata ctccaaagat 
agaggaggat gtaaggcctt agccatgatc 
ttgcttgggt ctctctctat ttatatatct 
gcttctagag gctcatggcc ctgtagttag 
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gcctggctca ttctgcacct ttccagggag gtggaaggac cctgtgccct ccttcccaat 
2820 

cttctttttc aggctcgcca aggcctagga cctatgttgt aattttactt tttatttcta 
28S0 

aagttgtagt gaagctctca cccataataa aggttgtgaa tgttctgtga gtgtcatgga 
2940 

gatgggctag ggaggggatt ttacacttca ctttccagac ccctggtttg ggggaagagg 
3000 

gtccatgttc cattcttcct ttgctggccc tgggtccagg taagctgcac ttttacacgg 
3060 

tgggggtgtt ctgcccagat gttgcagcca gagcttgagg gcaaacttgg ttccagtgct 
3120 

gactctccct ttgtcctctg ccatggttgg gatcatccgc aggagggtgg acatgtgcag 
31B0 

gaccagaggt cgggctcttc catcctcctc tagttccact gcaaggacag agggtggtag 
3240 

gtcctggggg agaagtccgg gtgtctctgt cccatcctct gcggcagcca ctgc 
3294 

<210> 3704 

<211> 619 

<212> PRT 

<213> Homo sapiens 



<400> 3704 



Met 


Val 


Met 


Ser 


Phe 


Arg 


Val 


Ser 


Glu 


Leu 


Gin 


Val 


Leu 


Leu 


Gly 


Phe 


1 








5 










10 










IS 




AXa 


Gly 


Arg 


Asn 


Lys 


Ser 


Gly 


Arg 


Lys 


His 


Glu 


Leu 


Leu 


Ala 


Lys 


Ala 








20 










25 










30 






Leu 


His 


Leu 


Leu 


Lys 


Ser 


Ser 


Cys 


Ala 


Pro 


Ser 


Val 


Gin 


Met 


Lys 


He 






35 










40 










45 








Lys 


Glu 


Leu 


Tyr 


Arg 


Arg 


Arg 


Phe 


Pro 


Arg 


Lys 


Thr 


Leu 


Gly 


Pro 


Ser 




SO 










55 










60 










Asp 


Leu 


Ser 


Leu 


Leu 


Ser 


Leu 


Pro 


Pro 


Gly 


Thr 


Ser 


Pro 


Val 


Gly 


Ser 


65 










70 










75 










80 


Pro 


Gly 


Pro 


Leu 


Ala 


Pro 


He 


Pro 


Pro 


Thr 


Leu 


Leu 


Ala 


Pro 


Gly 


Thr 










85 










90 










95 




Leu 


Leu 


Gly 


Pro 


Lys 


Arg 


Glu 


Val 


Asp 


Met 


His 


Pro 


Pro 


Leu 


Pro 


Gin 








100 










105 










110 






Pro 


Val 


His 


Pro 


Asp 


Val 


Thr 


Met 


Lys 


Pro 


Leu 


Pro 


Phe 


Tyr 


GlU 


Val 






115 










120 










125 








Tyr 


Gly 


Glu 


Leu 


He 


Arg 


Pro 


Thr 


Thr 


Leu 


Ala 


Ser 


Thr 


Ser 


Ser 


Gin 




130 










135 










140 










Arg 


Phe 


Glu 


Glu 


Ala 


His 


Phe 


Thr 


Phe 


Ala 


Leu 


Thr 


Pro 


Gin 


Gin 


Val 


145 










ISO 










155 










160 


Gin 


Gin 


lie 


Leu 


Thr 


Ser 


Arg 


Glu 


val 


Leu 


Pro 


Gly 


Ala 


Lys 


Cys 


Asp 










165 










170 










175 




Tyr 


Thr 


He 


Gin 


Val 


Gin 


Leu 


Arg 


Phe 


Cys 


Leu 


Cys 


Glu 


Thr 


Ser 


Cys 








180 










185 










190 






Pro 


Gin 


Glu 


Asp 


Tyr 


Phe 


Pro 


Pro 


Asn 


Leu 


Phe 


Val 


Lys 


Val 


Asn 


Gly 






195 










200 










20S 








Lys 


Leu 


Cys 


Pro 


Leu 


Pro 


Gly 


Tyr 


Leu 


Pro 


Pro 


Thr 


Lys 


Asn 


Gly 


Ala 




210 










215 










220 










Glu 


Pro 


Lys 


Arg 


Pro 


Ser 


Arg 


Pro 


lie 


Asn 


He 


Thr 


Pro 


Leu 


Ala 


Arg 
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225 




230 


235 










240 


Leu 


ScI Axel 1 11 X. Veil 

245 




Thr Tip V»»l \7^>^ 

1X11 lie val Val 

250 




Trp 


Ser 


Ser 
255 


Glu 


Phe 


Gly Arg Asn Tyr 
260 




Gt*y Ual Ti/y T on 

Oct val i y i lcu 
265 


Val 


Arg 


Gin 
270 




Thr 


Ala 


Gly Thr Leu Leu 
275 




Leu Arg Ala Lys 
280 


Gly 


He 
285 


Arg 


Asn 


Pro 


Asp 


His Ser Arg Ala 
290 


295 


Lys Glu Lys Leu 


300 


Ala 


Asp 


Pro 




Ser 


uiu vai Aia inr 




Leu Arg Val Ser 






Cys 


Pro 


Leu 


305 




310 


315 










320 


Gly 


Lys Met Arg Leu 
325 


Thr Va 1 


rio vys Hrg j\± a 
330 






Cys 


Ala 
335 


His 


Leu 


Gin Ser Phe Asp 
34 0 


Ala Ala 


Leu Tyr Leu Gin 

34 5 


Met 


Asn 


Glu 
350 


Lys 


Lys 


Pro 


Thr Trp Thr Cys 
355 


Pro Val 


Cys Asp Lys Lys 
360 


Ala 


Pro 
36S 


Tyr 


Glu 


Ser 


Leu 


lie lie Asp t»iy 

370 


375 


nec iiiu lie Leu 


Ser 
380 


Ser 


Cys 






Cys 


Asp Glu lie Gin 


Phe Met 


Glu Asp Gly Ser 


Trp 


Cys 


Pro 


Met 


Lys 


385 




390 


395 










400 


Pro 


Lys Lys Glu Ala 
405 


Ser Glu 


Val Cys Pro Pro 
410 


Pro 


Gly 


Tyr 


Gly 
415 


Leu 


Asp 


Gly Leu Gin Tyr 
420 


Ser Pro 


Val Gin Gly Gly 
42S 


Asp 


Pro 


Ser 
430 


Glu 


Asn 


Lys 


Lys Lys Val Glu 
435 


Va 1 lie 


Asp Leu Thr He 
440 


Glu 


Ser 
445 


Ser 


Ser 


Asp 


Glu 


Glu Asp Leu Pro 
450 


Pro Thr 
455 


Lys Lys His Cys 


Ser 
460 


val 


Thr 


Ser 


Ala 


Ala 


lie Pro Ala Leu 


Pro Gly 


ber Lys Giy vai 


Leu 


Thr 


Ser 


Gly 


His 


465 




470 


475 










480 


Gin 


Pro Ser Ser Val 
485 


Leu Arg 


«er pro Aia piec 
490 


Gly 


Thr 




495 




Asp 


Phe Leu Ser Ser 
500 


Leu Pro 


Leu His Glu Tyr 
505 


Pro 


Pro 


Ala 
510 


Phe 


Pro 


Leu 


Gly Ala Asp He 
515 


Gin Gly 


Leu Asp Leu Phe 
520 


Ser 


Phe 
525 


Leu 


Gin 


Thr 


Glu 


Ser Gin His Tyr 
530 


Gly Pro 
S35 


Ser Val He Thr 


Ser 
540 


Leu 


Asp 


Glu 


Gin 


Asp 


Ala Leu Gly His 


Phe Phe 


Gin Tyr Arg Gly 


Thr 


Pro 


Ser 


His 


Phe 


545 




550 


55S 










560 


Leu 


Gly Pro Leu Ala 
565 


Pro Thr 


Leu Gly Ser Ser 
570 


His 


Cys 


Ser 


Ala 
575 


Thr 


Pro 


Ala Pro Pro Pro 
580 


Gly Arg 


Val Ser Ser He 
585 


Val 


Ala 


Pro 
590 


Gly 


Gly 


Ala 


Leu Arg Glu Gly 
595 


His Gly 


Gly Pro Leu Pro 
600 


Ser 


Gly 
605 


Pro 


Ser 


Leu 


Thr 


Gly Cys Arg Ser 
610 


Asp He 
615 


He Ser Leu Asp 













<210> 3705 

<211> 1737 

<212> DNA 

c213> Homo sapiens 
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<400> 3705 

ttttggaggg aaaggatgca ctttcatgtt taacaaaata aattaaatat acggggcttc 
60 

agctcaaact ctacataaaa ccacagagat ctggggccac cacgacagtg gggtgggggg 
120 

tggtgtccgg cctggacggg gtgtggtcat cagcatggct gaaagaccag gcgggtcccg 
180 

ggccccagga gagaccacag tccctgcaac ccagtcttcc ttccatcatt atcaatatta 
240 

tcttcatttc ttaaatataa ataccaaggc cccttctctg tgtcaggggg agaatgcagt 
300 

ggggatgagc cactagccat gggctccagc ctctcaggct tggggctgcc gtgcccccaa 
360 

ccccagccca cagcagtagg ggactcctgg gcacccaagg caggtggcaa aaatagccgc 
420 

caaggccagg ggacagaggc ggggatggag gcggggactg aggcggggac agaggcgggc 
480 

agagttgggg gagtgacggt ggagcaggga aagtccctca tcaactatga gcctcacggc 
540 

acacgtactg caggcttcac ggcacaccct cccaaaagca cgccagtctg cgtgtgtncc 
600 

aggcagcata tctgcacctg tgtgtgcatg tgtgtccgga agtgtgtgcc caggcagcat 
660 

atctgcatgt gtgcgtgcgt gtgtatccgg acagcaatct gcacgtgtgt gcatgtccag 
720 

acagcatatc tgtgcacatg tgtgtgtcca ggcaatatct gcacgtgtgt gagtgttgag 
780 

gcagcattat ctgtgtgtgt gtccaggagc atatctgcgt gcgtgtgtgt gtccnggaca 
840 

gcatatctgt gcatgcgtgt gtgtgtccgg acagcagtct gcgtgtgtgt gtgactagac 
900 

agcatatctg cgtgtgtcca ggcagcatat ctgcgcctgt gcacgtgtgt ctggaagtgt 
960 

gtgtccggca gcatatctgc atgtgtgtgc gtgtccnaga cagcatatct gtgcacgcgt 
1020 

gtgtgtgtgt gtgtccaggc anatatccgt gcatgtgtgt gtcaaggcag cattatctgt 
1060 

gtgtccagga gcatatctgt gcacgtgtgt gtccggatac atatctgcac gtgtgtggtc 
1140 

cagacagcat atccgtgtgt gtgtgtgtgt nccaggcagc acatctgcgc atgggtgtgc 
1200 

gtgnntgtat gttcaggcag catgtccttg tatgttctgg catgtctctg tgcgtgtgcg 
1260 

tgcatttggg cagcttatct gtgtgcccag gcggcatatc tgtgcatgtg cgtgtgtgcg 
1320 

tacgtgtgcc ttncagggag cacgtgtgcg cgcatgtgtg tgcatacatg catccaggta 
1380 

tgtgtgtgtc tgtgtgtgtg tgtccagggg ctatgcctca cacacagact gcctggggtg 
1440 

ctggccattc ctcctcgcca tgggtcccct gccttcgtct gcagctccgt cctccatcct 
1S0O 

cccagtctgc ctgtctggcc ggcccccccg tgcccactgc agatacggtg ccgtctagca 
1560 
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ctgatagtgg atgcgctggt ggaccttgcc ctccacgtgt gagtgtgtgt gagagtgtgt 
1620 

gtgtgtgtgt gtgtgtggat gtctgtgtag agtctggggt acaacttagg gccagcaact 
1680 

gggcctgggc ccaataagtg ctgggggggc tgccggagac ccatgctcct cacacag 
1737 



<210> 3706 

<211> 191 

<212> PRT 

<213> Homo sapiens 



<400> 3706 

Met Gly Ser Ser Leu Ser Gly Leu Gly Leu Leu Cys Pro Gin Pro Gin 

15 10 15 

Pro Thr Ala Val Gly Asp Ser Trp Ala Pro Lys Ala Gly Gly Lys Asn 

20 25 30 

Ser Arg Gin Gly Gin Gly Thr Glu Ala Gly Met Glu Ala Gly Thr Glu 

35 40 45 

Ala Gly Thr Glu Ala Gly Arg Val Gly Gly Val Thr Val Glu Gin Gly 

50 55 60 

Lys Ser Leu lie Asn Tyr Glu Pro His Gly Thr Arg Thr Ala Gly Phe 
65 70 75 80 

Thr Ala His Pro Pro Lys Ser Thr Ser Val Cys Val Cys Xaa Arg Gin 

85 90 95 

His lie Cys Thr Cys Val Cys Met Cys Val Arg Lys Cys Val Pro Arg 

100 105 110 

Gin His lie Cys Met Cys Ala Cys Val Cys lie Arg Thr Ala lie Cys 

US 120 125 

Thr Cys Val His Val Gin Thr Ala Tyr Leu Cys Thr Cys Val Cys Pro 

130 135 140 

Gly Asn lie Cys Thr Cys Val Ser Val Glu Ala Ala Leu Ser Val Cys 
145 150 155 160 

Val Ser Arg Ser He Ser Ala Cys Val Cys Val Ser Xaa Thr Ala Tyr 

165 170 175 

Leu Cys Met Arg Val Cys Val Arg Thr Ala Val Cys Val Cys Val 
180 185 190 

<210> 3707 

<211> 585 

<212> DNA 

<213> Homo sapiens 

<400» 3707 

ntctgccaag ggatgatatc tatgtgtcag atgttgagga cgacggtgat gacacatctc 
60 

tggatagtga cctggatcca gaggagctgg caggagtcag gggacatcag ggtctaaggg 
120 

accaaaagcg tatgcgactt actgaagtgc aagatgataa agaggaggta ggatttcacc 
180 

tggcttcaac atgtgctagc tatcaatgtg atacattata tacaacaaaa ggaaagaaca 
240 

aaaatatggg gcatttcatt ggatgctgaa aatgcatttg ataacattca acttccctac 
300 
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atgataaaaa 


cccccaagaa 


360 




gtatatgaca gaccancagt 


420 




acctttggtt 


taagatctgg 


480 




atagtactat 


aagtcctagc 


540 




aaggaagaag 


tcaaattgtc 


585 





actgggtata gaaggaatgt 
tagtatcatc ctgaatgggg 
aacacaacaa ggctgcccgc 
taggcgaatc agaggagaaa 
cttatttaca gatgataaga 



atcccaacgt aataaaagcc 
aaaatctaca agaactacaa 
tttcaccaca gttactgaac 
taaggggcat gcaaattggg 
tctta 



<210> 3708 
<211> 106 
<212> PRT 

<213> Homo sapiens 



<400> 3708 

Asp Phe Thr Trp Leu Gin His Val 

1 5 
He Gin Gin Lys Glu Arg Thr Lys 
20 

Glu Asn Ala Phe Asp Asn lie Gin 

35 40 
Lys Lys Leu Gly He Glu Gly Met 

50 55 
Tyr Asp Arg Pro Xaa Val Ser He 
65 70 
Glu Leu Gin Thr Phe Gly Leu Arg 
85 

Leu Ser Pro Gin Leu Leu Asn He 
100 



Leu Ala He Asn Val He His Tyr 

10 15 
He Trp Gly He Ser Leu Asp Ala 
25 30 
Leu Pro Tyr Met He Lys Thr Leu 
45 

Tyr Leu Asn Val He Lys Ala Val 
60 

He Leu Asn Gly Glu Asn Leu Gin 

75 " 80 
Ser Gly Thr Gin Gin Gly Cys Pro 

90 95 
Val Leu 
105 



<210> 3709 

<211> 3768 

<212> DNA 

<213> Homo sapiens 



<400> 3709 

nnaccggtcc cctacccccc tcccgcctgg ccgccccggc ccgccgtgac ccacggccgc 
60 

ctccggagcc cgacgcgggc atatacttct cttgtcttgg ttggatgcac aaatctgtgt 
120 

gcagtgcttt ttgcccgttg cctagacgat cacttggttt ctctgaggat gtctggttct 
180 

cgtaaagagt ttgatgtgaa acagattttg aaaatcagat ggaggtggtt tggtcatcaa 
240 

gcatcatctc ctaattctac agttgacagc cagcagggag aattttggaa ccgaggacag 
300 

actggagcaa acggtgggag aaagttttta gatccatgta gcctacaatt gcctttggct 
360 

tcaattggtt accgaaggtc cagccaactg gattttcaga attcaccttc ttggccaatg 
420 

gcatccacct ctgaagtccc tgcatttgag tttacagcag aagattgtgg cggtgcacat 
480 
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tggctggata gaccagaagt ggatgatggc actagtgaag aagaaaatga atctgattcc 
540 

agttcatgca ggacttccaa tagtagtcag acattatcat cctgtcatac tatggagcca 
600 

tgtacatcag atgaattttt ccaagccctt aatcatgccg agcaaacatt taaaaaaatg 
660 

gaaaactatt tgagacataa acagttgtgt gatgtaattt tagtcgctgg tgatcgcaga 
720 

attccagctc acagattggt gctctcctct gtctcagact attttgctgc catgtttact 
780 

aatgatgtca gagaagcaag ataagaagac ataaaaatgg aaggtgtaga accaaattca 
840 

tcgtggtcct tgatccaata tgcttataca ggccgccttg aattaaaaga agataatatt 
900 

gagtgcctgt tatctacagc ttgccttctt cagctttcac aggctgtaga agcatgttgt 
960 

aagtttttaa tgaaacagcc tcatccatcc cacgtcttgg gaattctttc ttttgctgat 
1020 

gcccaaggtt gtacagattt gcataaagtg gctcacaatt atactatgga gcatttcatg 
1080 

gaagcaatca gaaaccagga atttgtatta ttaccagcca gcgaaattgc aaagctcttg 
1140 

gctagtgatg acatgaacat tcctaatgag gagacaatat tgaatgcact tcttacttgg 
1200 

gtccgtcatg atttggaaca gagacggaaa gatctaagta aacttttggc ttatattagg 
1260 

ctacctcttc ttgcaccaca gttcctggca gacatggaaa ataatgtact ttttcgggat 
1320 

gatatagaat gtcagaaact cattatggaa gcaatgaagt accatttatc accagagaga 
1380 

cgacccatgt tacaaagtcc tcggacaaaa cctaggaagt caactgttgg tacattattt 
1440 

gcagttgggg gaatggactc aacaaaagga gcaacaagca ttgaaaagta tgatctccgt 
1500 

acaaatatgc ggactccagt agcaaatatg aatgggagga ggctacagtt cggtgttgca 
1560 

gtgctagatg acaaactgta tgtggttgga ggaagagatg gactgaagac tttgaatact 
1620 

gtagagtgct acaaccccaa aacaaaaact tggagtgtga tgccacctat gtccacacat 
1680 

agacatggcc ttggtgtggc tgtactggaa ggtcccatgt atgccgtagg aggacatgat 
1740 

ggctggagct atctgaacac agtggaaaga tgggaccctc aggctcgcca gtggaatttt 
1800 

gttgccacta tgtctacccc taggagtaca gtaggtgtgg cagtactaag tggaaaactt 
1860 

tatgcagttg gtggtcgtga tggaagttct tgtctcaaat cagtagaatg ttttgatcct 
1920 

catactaata agtggacact gtgtgcacag atgtcaaaaa ggagaggtgg cgtaggagtg 
1980 

acgacctgga atggactgct gtatgctata ggggggcacg atgctcccgc atccaacttg 
2040 

acttccagac tctcagactg tgtggaaaga tatgatccca aaacagacat gtggactgca 
2100 
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gtagcatcca tgagcatcag cagagatgca gtgggggtct gtttacttgg tgataagtta 
2160 

tatgctgttg gggggtacga tggacaggca taccttaata ccgtggaggc ttatgatccc 

cagacaaatg agtggaccca ggtattttca catacttttg aggacagcaa agatcacctg 
2280 

gtggccatca agcagaccat ctggaggcaa aactccttat ctgaggaatt cagaagtcat 

tagactgccc tattatctaa agccggcatc ttgtactagg cttctttacc aaaaatgtat 
2400 

ttaataaaac atttccaacc tgtgaaaaaa aaaaaaaaaa attttttttt ttttgcttca 

algagctttt ctcagagcag ggatttattt tcattacatg caacatggac aaacactgtt 
2S20 

ctggttttca tgacaatttg aattcaaagt aatatgtttt tctaaaattc agtgtattta 
2580 

tttggccata tggatgctcc ttgtgttctt ggtcacatat taaagaaact ggcactttgg 
2640 

ctgcaagaac aaataaaaaa tatcataaat ccaactggtc tttgatttgg gtctaggtta 
2700 

ataactaaag aaccattcag caataatggc ttgaaacatt tatatatcct atgaaaccgc 
2760 

aattagttaa gaggctgctg attctaataa ctatgacacc agcaagggag tgaggggaga 

aatgttaact ctggatgcca aattcagagc aaagtatcta ttatctcctt ctcacttttg 
2880 

cagtatctat aaataaagtg gtggggggag aattatatga ataatgttaa ataaaagtgc 
2940 

atacagaact gagaaatatt ttcatggaat ttgccactta gttcttaaaa ttcttataag 
3000 

gaaaataacc atttacaaca aaagactagt tacactgttg ctgtttagaa catgagagca 
3060 

aaatgagtaa caatcaaatt ctctggttta aacttaatta tcttaaaaca tgttattctg 
3120 

taagttgaca tctatgcctt gaaaattcaa ggcagaaagt aaaatcattt agaaagccag 
3180 

aaattccatc aatacatcta gacagatgtt tgcttgtagt ttttggtatc caaaaccttt 
3240 

tttccacaca tcgcacagat gccttttttg taggcacagc cctggcagta atgagaacct 
3300 

ggttggtgca cagaactttt acaaattcta caagtggaga acttattctt tccatatgga 
3360 

tcaaatcttg ctttttttga agtcaaagct ttattttcat tcagctttct tccaccactt 
3420 

tctgtggtat tcctagcacc atctttccat gtatctggag tgataacagt accaagtttc 
3480 

ttttcacatt tttcgcacac catccttccc cacgacacct ttttcttccc gatctgaacc 
3540 

cctgttgact aatcttgcct gggtttgtgt aggtctgcag gaaggaaggc tgaaaaagcg 
3600 

gacgaagatt ttgacttaag tgggactttg tgatttaatt ttttcttttt tttaagtggg 



3660 

gaggaagggg aagctagatg gactaggaga gacttgattt tggtgctaaa gttccccagt 
3720 
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tcatatgtga catcttttta aaaaaaaaaa aaaaaaaaaa aaaaaaaa 
3768 

<210> 3710 
<211> 70 
<212> PRT 

<213> Homo sapiens 
<400> 3710 

Met Glu Pro Cys Thr Ser Asp Glu Phe Phe Gin Ala Leu Asn His Ala 

15 10 IS 

Glu Gin Thr Phe Lys Lys Met Glu Asn Tyr Leu Arg His Lys Gin Leu 

20 25 30 

Cys Asp Val lie Leu Val Ala Gly Asp Arg Arg lie Pro Ala His Arg 

35 40 45 

Leu Val Leu Ser Ser Val Ser Asp Tyr Phe Ala Ala Met Phe Thr Asn 

50 55 60 

Asp Val Arg Glu Ala Arg 
65 70 

<210> 3711 

<211> 1366 

<212> DNA 

<213> Homo sapiens 

<400> 3711 

nctcactttt ctgacacgca ggcgatcggt cttgtggaga accagagtga ctggtacctg 
60 

ggcaacctct ggaagaacca caggccctgg cctgccttgg gccggggatt taacacaggt 
120 

gtgatcctgc tgcggctgga ccggctccgg caggctggct gggagcagat gtggaggctg 
180 

acagccaggc gggagctcct tagcctgcct gccgcctcac tggctgacca ggacatcttc 
240 

aacgctgtga tcaaggagca cccggggcta gtgcagcgtc tgccttgtgt ctggaatgtg 
300 

cagctgtcag atcacacact ggccgagcgc tgctactctg aggcgtctga cctcaaggtg 
360 

atccactgga actcaccaaa gaagcttcgg gtgaagaaca agcatgtgga attcttccgc 
420 

aatttctacc tgaccttcct ggagtacgat gggaacctgc tgcggagaga gctctttgtg 
480 

tgccccagcc agcccccacc tggtgctgag cagttgcagc aggccctggc acaactggac 
540 

gaggaagacc cctgctttga gttccggcag cagcagctca ctgtgcaccg tgtgcatgtc 
600 

actttcctgc cccatgaacc gccacccccc cggcctcacg atgtcaccct tgtggcccag 
660 

ctgtccatgg accggctgca gatgttggaa gccctgtgca ggcactggcc tggccccatg 
720 

agcctggcct tgtacctgac agacgcggaa gctcagcagt tcctgcattt cgtcgaggcc 
780 

tcaccagtgc ttgctgcccg gcaggacgtg gcctaccatg tggtgtaccg tgaggggccc 
840 



2859 



WO 00/58473 



PCT/US00/0S621 



ctataccccg tcaaccagct ccgcaacgtg gccttggccc aggccctcac gccttacgtc 
900 

ttcctcagtg acattgactt cctgcctgcc tattctctct acgactacct cagggcctcc 
960 

attgagcagc tggggctggg cagccggcgc aaggcagcac tggtggtgcc ggcatttgag 
1020 

accctgcgct accgcttcag cttcccccat cccaaggtgg agctgttggc cttgctggat 
1080 

gcgggcactc tctacacctt caggtaggag aggctacttc tctgcccact ccactcactt 
1140 

gcccacactg gcccccacta cccacgagct cctagcctca gcctggctcc cacccgaccc 
1200 

tgctgcacag gtaccacgat gccccgaggc cacgcaccca cagactatgc ccgctggcgg 
1260 

gagctcaggc cccgtaccgt gtgcaatggg cggccaacta tgaaccctac gtggtggtgc 
1320 

cacgagactg tccccgctat gatcctcgct ttgtgggctt cggctg 
1366 

<210> 3712 
<211> 368 
<212> PRT 

<213> Homo sapiens 
<400> 3712 

Xaa His Phe Ser Asp Thr Gin Ala He Gly Leu Val Glu Asn Gin Ser 

15 10 15 

Asp Trp Tyr Leu Gly Asn Leu Trp Lys Asn His Arg Pro Trp Pro Ala 

20 25 30 

Leu Gly Arg Gly Phe Asn Thr Gly Val He Leu Leu Arg Leu Asp Arg 

35 40 45 

Leu Arg Gin Ala Gly Trp Glu Gin Met Trp Arg Leu Thr Ala Arg Arg 

SO 55 60 

Glu Leu Leu Ser Leu Pro Ala Ala Ser Leu Ala Asp Gin Asp He Phe 
65 70 75 80 

Asn Ala Val He Lys Glu His Pro Gly Leu Val Gin Arg Leu Pro Cys 

8S 90 95 

Val Trp Asn Val Gin Leu Ser Asp His Thr Leu Ala Glu Arg Cys Tyr 

100 105 11° 

Ser Glu Ala Ser Asp Leu Lys Val He His Trp Asn Ser Pro Lys Lys 

US 120 125 

Leu Arg Val Lys Asn Lys His Val Glu Phe Phe Arg Asn Phe Tyr Leu 

130 135 140 

Thr Phe Leu Glu Tyr Asp Gly Asn Leu Leu Arg Arg Glu Leu Phe Val 
145 150 155 160 

Cys Pro Ser Gin Pro Pro Pro Gly Ala Glu Gin Leu Gin Gin Ala Leu 

165 170 175 

Ala Gin Leu Asp Glu Glu Asp Pro Cys Phe Glu Phe Arg Gin Gin Gin 

1B0 185 150 

Leu Thr Val His Arg Val His Val Thr Phe Leu Pro His Glu Pro Pro 

195 200 205 

Pro Pro Arg Pro His Asp Val Thr Leu Val Ala Gin Leu Ser Met Asp 

210 215 220 

Arg Leu Gin Met Leu Glu Ala Leu Cys Arg His Trp Pro Gly Pro Met 
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225 








230 


235 




240 


Ser 


Leu 


Ala 


Leu Tyr 


Leu Thr Asp 


Ala Glu Ala Gin 


Gin Phe Leu 


His 








245 




2S0 


255 




Phe 


Val 


Glu Ala Ser 


Pro Val Leu 


Ala Ala Arg Gin 


Asp Val Ala 


Tyr 








260 




265 


270 




His 


Val 


val 


Tyr Arg 


Glu Gly Pro 


Leu Tyr Pro Val 


Asn Gin Leu 


Arg 






275 




280 




28 5 




Asn 


Val 


Ala 


Leu Ala 


Gin Ala Leu 


Thr Pro Tyr Val 


Phe Leu Ser 


Asp 




290 






29S 


300 






lie 


Asp 


Phe 


Leu Pro 


Ala Tyr Ser 


Leu Tyr Asp Tyr 


Leu Arg Ala 


Ser 


305 








310 


315 




320 


lie 


Glu 


Gin Leu Gly 


Leu Gly Ser 


Arg Arg Lys Ala 


Ala Leu Val 


Val 








325 




330 


335 




Pro 


Ala 


Phe 


Glu Thr 


Leu Arg Tyr 


Arg Phe Ser Phe 


Pro His Ser 


Lys 








340 




345 


350 




Val 


Glu 


Leu 


Leu Ala 


Leu Leu Asp 


Ala Gly Thr Leu 


Tyr Thr Phe 


Arg 






355 




360 




365 





<210> 3713 
<211> 1719 
<212> DNA 

<213> Homo sapiens 
<400> 3713 

ccatgggaag tagaacgccg gctcgcatgc ctgcccgccc gccagcctgc cgggtacggc 
60 

cttttccgcc ggggcttcca ggtcaaagaa ttcgcctttg ccgctaccgc tttcttaccc 
120 

tccgcacccg ttaagttctc cggtcgggcg gcagtctctg aacacttagc cgcgccatcc 
160 

ggggtcacac cgcctggaag gaggtgacgg gggcggcgcg gggcgcggac actccccgct 
240 

gagagtccgc ctgccatgga ctcggaatat tacagcggcg accagtcaga tgatggtggt 
300 

gctaccccag tacaggatga acgggattca gggtcagacg gtgaggatga tgtaaatgag 
360 

caacactccg gatcagacac tggaagtgta gaacgtcatt cagagaatga aactagtgat 
420 

cgagaagatg gcccccccaa aggacatcat gtgacagact ctgagaacga tgagccctta 
480 

aatcttaatg ctagtgactc tgaaagtgag gagcttcaca ggcaaaagga cagcgactct 
540 

gaatctgagg aacgtgcaga gcctcctgca agcgattctg aaaatgagga tgtcaatcag 
600 

catgggagcg actctgagag tgaagagacc aggaaattac ctggtagtga ctctgaaaat 
660 

gaggaacttc ttaatgggca cgcaagtgac tcagaaaacg aagatgttgg gaagcatccc 
720 

gccagtgatt ctgagattga ggagctccag aagagtcctg ctagtgactc tgaaacagaa 
780 

gatgctctaa aacctcaaat cagtgactct gagagtgagg aacccccaag gcaccaagcc 
840 

agtgactccg aaaatgagga gcctcccaaa cctcgaatga gtgattctga aagtgaggag 
900 
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cttcctaaac ctcaggtcag tgattcagaa agtgaggaac ccccaaggca ccaggccagt 
960 

gactctgaaa atgaggagct tcccaaacct cgtatcagtg actcagaaag tgaggacccc 

1020 ^ _ 

ccgaggcacc aggccagtga ctcagaaaat gaagagcttc ccaaaccccg aatcagtgat 

10B0 

tcggaaagtg aggatccccc aaggaaccag gccagtgatt cggaaaatga ggagctaccc 
1140 

aaaccccgag tcagtgactc tgagagtgag gggcctcaga aggggcctgc cagtgactca 
1200 

gaaactgagg atgcgtccag acacaaacag aagccagagt cagatgatga cagcgacagg 
1260 

gagaataagg gagaggatac agaaatgcag aatgactcct tccattcaga cagccatatg 
1320 

gacagaaaaa agtttcacag ttctgatagt gaggaggaag aacacaaaaa gcaaaaaatg 
1360 

gacagtgatg aagatgaaaa agagggtgag gaggagaaag tagcgaagag aaaagctgct 
1440 

gtgctttctg atagtgaaga tgaagagaaa gcatcagcaa agaagagtcg tgttgtctct 
1500 

gatgcagacg actctgacag tgatgctgta tcagacaagt caggcaaaag agagaagacc 

1560 

atagcatctg acagtgagga agaagctggg aaagaattgt ctgataagaa aaatgaagag 
1620 

aaggatctgt ctgggagtga cagtgagtca ggcaatgaag aagaaaatct tattgcagac 
1680 

atatttggag aatctggtga tgaagaggaa gaagaattc 
1719 

<210> 3714 
<211> 488 
<212> PRT 

<213> Homo sapiens 
<400> 3714 

Met Asp Ser Glu Tyr Tyr Ser Gly Asp Gin Ser Asp Asp Gly Gly Ala 

IS 10 lS 

Thr Pro Val Gin Asp Glu Arg Asp Ser Gly Ser Asp Gly Glu Asp Asp 

20 25 30 

Val Asn Glu Gin His Ser Gly Ser Asp Thr Gly Ser Val Glu Arg His 

35 40 45 

Ser Glu Asn Glu Thr Ser Asp Arg Glu Asp Gly Pro Pro Lys Gly His 

SO 55 60 

His Val Thr Asp Ser Glu Asn Asp Glu Pro Leu Asn Leu Asn Ala Ser 
65 70 75 80 

Asp Ser Glu Ser Glu Glu Leu His Arg Gin Lys Asp Ser Asp Ser Glu 

85 90 95 

Ser Glu Glu Arg Ala Glu Pro Pro Ala Ser Asp Ser Glu Asn Glu Asp 

100 105 HO 

Val Asn Gin His Gly Ser Asp Ser Glu Ser Glu Glu Thr Arg Lys Leu 

115 120 125 

Pro Gly Ser Asp Ser Giu Asn Glu Glu Leu Leu Asn Gly His Ala Ser 

130 135 140 

Asp Ser Glu Asn Glu Asp Val Gly Lys His Pro Ala Ser Asp Ser Glu 
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145 150 155 160 

lie Glu Glu Leu Gin Lys Ser Pro Ala Ser Asp Ser Glu Thr Glu Asp 

165 170 175 

Ala Leu Lys Pro Gin He Ser Asp Ser Glu Ser Glu Glu Pro Pro Arg 

180 185 190 

His Gin Ala Ser Asp Ser Glu Asn Glu Glu Pro Pro Lys Pro Arg Met 

195 200 205 

Ser Asp Ser Glu Ser Glu Glu Leu Pro Lys Pro Gin Val Ser Asp Ser 

210 215 220 

Glu Ser Glu Glu Pro Pro Arg His Gin Ala Ser Asp Ser Glu Asn Glu 
225 230 235 240 

Glu Leu Pro Lys Pro Arg He Ser Asp Ser Glu Ser Glu Asp Pro Pro 

245 250 255 

Arg His Gin Ala Ser Asp Ser Glu Asn Glu Glu Leu Pro Lys Pro Arg 

260 265 270 

He Ser Asp Ser Glu Ser Glu Asp Pro Pro Arg Asn Gin Ala Ser Asp 

275 280 285 

Ser Glu Asn Glu Glu Leu Pro Lys Pro Arg Val Ser Asp Ser Glu Ser 

290 295 300 

Glu Gly Pro Gin Lys Gly Pro Ala Ser Asp Ser Glu Thr Glu Asp Ala 
305 310 315 320 

Ser Arg His Lys Gin Lys Pro Glu Ser Asp Asp Asp Ser Asp Arg Glu 

325 330 335 

Asn Lys Gly Glu Asp Thr Glu Met Gin Asn Asp Ser Phe His Ser Asp 

340 345 350 

Ser His Met Asp Arg Lys Lys Phe His Ser Ser Asp Ser Glu Glu Glu 

355 360 365 

Glu His Lys Lys Gin Lys Met Asp Ser Asp Glu Asp Glu Lys Glu Gly 

370 375 380 

Glu Glu Glu Lys Val Ala Lys Arg Lys Ala Ala Val Leu Ser Asp Ser 
365 390 395 400 

Glu Asp Glu Glu Lys Ala Ser Ala Lys Ly3 Ser Arg Val Val Ser Asp 

405 410 415 

Ala Asp Asp Ser Asp Ser Asp Ala Val Ser Asp Lys Ser Gly Lys Arg 

420 425 430 

Glu Lys Thr He Ala Ser Asp Ser Glu Glu Glu Ala Gly Lys Glu Leu 

435 440 445 

Ser Asp Lys Lys Asn Glu Glu Lys Asp Leu Phe Gly Ser Asp Ser Glu 

450 455 460 

Ser Gly Asn Glu Glu Glu Asn Leu He Ala Asp He Phe Gly Glu Ser 
465 470 475 480 

Gly Asp Glu Glu Glu Glu Glu Phe 
48S 



<210> 3715 

<211> 288 

<212> DNA 

<213> Homo sapiens 



<400> 371S 

ngccgcggcg cgggccccgc gggggttaga ggtcaccatg ctgagggtcg cgtaaaggac 
60 

accacatccc tggaggctcg aattattgcc ttgtctggca agatccgcag ttatgaagaa 
120 
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cacccggaga aaC atcgaaa ggacaaagcc cacaaacgct atctgctaat gagcattgac 
180 

cagaggaaaa .agatgctcaa aaacctccgt aacaccaact atgatgtctt tgagaagata 
240 

tgctgggggc tgggaattga gtacaccttc ccccctctgt attaccgn 
288 

<210> 3716 
<211> 96 
<212> PRT 

<213> Homo sapiens 

Xaa°Arg 7 Gly Ala Gly Pro Ala Gly Val Arg Gly His His Ala Glu Gly 

x 5 10 IS 

Arg Val Lys Asp Thr Thr Ser Leu Glu Ala Arg lie He Ala Leu Ser 

20 2S 30 

Gly Lys He Arg Ser Tyr Glu Glu His Leu Glu Lys His Arg Lys Asp 

35 40 45 

Lys Ala His Lys Arg Tyr Leu Leu Met Ser lie Asp Gin Arg Lys Lys 

50 55 60 

Met Leu Lys Asn Leu Arg Asn Thr Asn Tyr Asp Val Phe Glu Lys He 
65 70 7S 80 

Cys Trp Gly Leu Gly He Glu Tyr Thr Phe Pro Pro Leu Tyr Tyr Arg 
85 90 95 

<210> 3717 
<211> 1545 
<212> DNA 

<213> Homo sapiens 

ncgatcaggl cagatgtgtc attattatgt gagagtgtgc atttacaagg gaaatgatta 
60 

tttcggccca taaattattt taaaagctat ttattcgctt atgaacattt ttagagggga 

taacatggtc cctcacaaca tcccgaggag acaaaaacat agcagattta ataatctaat 
180 

ttagcaagat aaaagtgtgg atttttgtga aaggtacaca ttttctttaa caagtaaaag 
240 

tttcagatca ttattgatat ttacttattt taaagtaaag gcattacaca ctcaacattt 

ggcctgatct gatttttaaa cttcatccct aggattgata ttgctgatga tattattaat 

gccagtgaaa gtaacagaga ctgttcaaaa cctgtggcta gcactaattt agacaatgaa 
420 

gctatgcagc aagattgtgt atttgagaat gaagaaaata cccagtctgt aggtatattg 

480 

ttagagccat gcagtgaccg tggtgatagt gaagatggct gtcttgagag ggaagaatat 

ttgttatttg acagtgataa attgtcacac ttgattctgg attctagtag caagatatgt 
600 

gatttgaatg ccaacactga atcagaagta ccaggaggtc agagtgttgg tgttcaaggg 
660 
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gaagcagcgt gtgtcagtat tccacattta gatctgaaga atgttcctga tggtgataaa 
720 

tgggaagagc catttcctgc ttttaagtct tggcaggagg actctgagtc tggagaagct 
780 

cagccgtctc cacaagccgg aagaatgaat catcacccct tggaagagga ctgtcctcca 
840 

gtattatcac accgcagttc agattttggt caaagccagc gtttcctaca tgatccagaa 
900 

aagttggatt cctcatctaa agcactgtct tttactagaa ttcgaagatc atcctttagt 
960 

tcaaaagatg aaaagagaga ggacagaaca ccttatcagc tggtcaagaa acttcagaag 
1020 

aaaatcagac aatttgagga acagtttgaa agggaaagaa atagcaagcc ctcctacagt 
1080 

gatattgctg ccaatccaaa ggtattaaaa cggatgacag agcttacaaa actgcggaag 
1140 

caaattaaag atgcaaaaca caaaaattct gatggagaat ttgtacctca gacacgtcca 
1200 

cgtagtaaca cacttccaaa aagctttggc tcttctctag accatgaaga tgaagagaat 
1260 

gaagatgaac ccaaggtcat tcagaaggag aaaaaaccat ctaaagaagc aacccttgaa 
1320 

cttattctta aaagactgaa agaaaaacgt attgagaggt gtcttccaga agatatcaag 
1380 

aaaatgacca aagatcattt ggtagaagag aaagcttctc ttcagaaaag tcttctttac 
1440 

tatgaaagtc aacatggaag gccggtgacc aaggaagaaa ggcacattgt taaacctctc 
1500 

tatgatagat acaggcttgt aaaacaaatg ctgacaagag ctagc 
1545 

<210> 3718 

<211> 374 

<212> PRT 

<213> Homo sapiens 



<400> 3718 



Met 


Gin 


Gin 


Asp 


Cys 


Val 


Phe 


Glu 


Asn 


Glu 


Glu Asn 


Thr 


Gin 


Ser 


Val 


l 








5 










10 








15 




Gly 


lie 


Leu 


Leu 


Glu 


Pro 


Cys 


Ser 


Asp 


Arg 


Gly Asp 


Ser 


Glu 


Asp 


Gly 








20 










25 








30 






Cys 


Leu 


Glu 


Arg 


Glu 


Glu 


Tyr 


Leu 


Leu 


Phe 


Asp Ser 


ASp 


Lys 


Leu 


Ser 






35 










40 








45 








His 


Leu 


lie 


Leu 


Asp 


Ser 


Ser 


Ser 


Lys 


He 


Cys Asp 


Leu 


Asn 


Ala 


Asn 




50 










ss 








60 










Thr 


Glu 


Ser 


Glu 


Val 


Pro 


Gly 


Gly 


Gin 


Ser 


Val Gly 


Val 


Gin 


Gly 


Glu 


65 










70 










75 








80 


Ala 


Ala. 


Cys 


Val 


Ser 


lie 


Pro 


His 


Leu 


Asp 


Leu Lys 


Asn 


val 


Ser 


Asp 










85 










90 








95 




Gly 


Asp 


Lys 


Trp 


Glu 


Glu 


Pro 


Phe 


Pro 


Ala 


Phe Lys 


Ser 


Trp 


Gin 


Glu 








100 










10S 








110 






Asp 


Ser 


Glu 


Ser 


Gly 


Glu 


Ala 


Gin 


Leu 


Ser 


Pro Gin 


Ala 


Gly 


Arg 


Met 






115 










120 








125 








Asn 


His 


His 


Pro 


Leu 


Glu 


Glu 


Asp 


Cys 


pro 


Pro Val 


Leu 


Ser 


His 


Arg 
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130 140 
Ser Leu Asp Phe Gly Gin Ser Gin Arg Phe Leu His Asp Pro Glu Lys 
145 150 155 160 

Leu Asp Ser Ser Ser Lys Ala Leu Ser Phe Thr Arg lie Arg Arg Ser 

165 170 I 75 

Ser Phe Ser Ser Lys Asp Glu Lys Arg Glu Asp Arg Thr Pro Tyr Gin 

180 185 190 

Leu Val Lys Lys Leu Gin Lys Lys lie Arg Gin Phe Glu Glu Gin Phe 

19S 200 205 

Glu Arg Glu Arg Asn Ser Lys Pro Ser Tyr Ser Asp He Ala Ala Asn 

210 21S 220 

Pro Lys Val Leu Lys Trp Met Thr Glu Leu Thr Lys Leu Arg Lys Gin 
225 230 23S 240 

He Lys Asp Ala Lys His Lys Asn Ser Asp Gly Glu Phe Val Pro Gin 

245 250 255 

Thr Arg Pro Arg Ser Asn Thr Leu Pro Lys Ser Phe Gly Ser Ser Leu 

260 265 270 

Asp His Glu Asp Glu Glu Asn Glu Asp Glu Pro Lys Val He Gin Lys 

275 280 285 

Glu Lys Lys Pro Ser Lys Glu Ala Thr Leu Glu Leu He Leu Lys Arg 

290 295 300 

Leu Lys Glu Lys Arg He Glu Arg Cys Leu Pro Glu Asp He Lys Lys 
305 310 315 320 

Met Thr Lys Asp His Leu Val Glu Glu Lys Ala Ser Leu Gin Lys Ser 

325 330 33S 

Leu Leu Tyr Tyr Glu Ser Gin His Gly Arg Pro Val Thr Lys Glu Glu 

340 345 350 

Arg His He Val Lys Pro Leu Tyr Asp Arg Tyr Arg Leu Val Lys Gin 

355 360 365 

Met Leu Thr Arg Ala Ser 
370 

<210> 3719 

<211> 422 

<212> DNA 

<213> Homo sapiens 

<400> 3719 

nnncatctgc gctgagtggg agtataataa aatacctcnn cactggggac tgggatggga 
60 

ttttgggctt ggctgctccg tggtttgatc tttcgcggtt tgcctgggtc ctacatgggt 
120 

gggcaaccag aaccccgtgt gggaaagaat aaccaaaaaa agtttgagtg caacagtaga 
180 

cagcccggtt gcaaaaatgt gtgttttgat gacttcttcc ccatttccca agtcagactt 
240 

tgggccttac aactgataat ggtctccaca ccttcacttc tggtggtttt acatgtagcc 
300 

tatcatgagg gtagagagaa aaggcacaga aagaaactct atgtcagccc aggtacaatg 
360 

gatgggggcc tatggtacgc ttatcttatc agcctcattg ttaaaactgg ttttgaaacn 

420 

nn 

422 
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<210> 3720 

<211> 122 

<212> PRT 

<213> Homo sapiens 



<400> 3720 










Met 


Gly 


Phe 


Trp 


Ala Trp Leu Leu Arg Gly Leu 


He Phe Arg Gly 


Leu 


1 








5 10 


IS 




Pro 


Gly 


Ser 


Tyr 


Met Gly Gly Gin Pro Glu Pro 


Arg val Gly Lys 


Asn 








20 


25 


30 




Asn 


Gin 


Lys 


Lys 


Phe Glu Cys Asn Ser Arg Gin 


Pro Gly Cys Lys 


Asn 






35 




40 


45 




Val 


Cys 


Phe 


Asp 


Asp Phe Phe Pro lie Ser Gin 


Val Arg Leu Trp 


Ala 




SO 






55 


60 




Leu 


Gin 


Leu 


lie 


Met Val Ser Thr Pro Ser Leu 


Leu Val Val Leu 


His 


65 








70 75 




B0 


Val 


Ala 


Tyr 


His 


Glu Gly Arg Glu Lys Arg His 


Arg Lys Lys Leu 


Tyr 










85 90 


95 




Val 


Ser 


Pro 


Gly 


Thr Met Asp Gly Gly Leu Trp 


Tyr Ala Tyr Leu 


He 








100 


10S 


110 




Ser 


Leu 


lie 


Val 


Lys Thr Gly Phe Glu Thr 










115 




120 







<210> 3721 

<211> 4728 

<212> DNA 

<213> Homo sapiens 

<400> 3721 

agcgagaagg agaaggaaga gttggagcgg ctgcagaaag aggaggagga gaggaagaag 
60 

aggctgcagc tgtatgtgtt cgtgatgcgc tgcatcgcct acccctttaa tgccaagcag 
120 

cccaccgaca tggctcgccg gcagcagaag atcagcaaac agcagctgca gacagtcaag 
180 

gaccggtttc aggctttcct caatggggaa acccagatca tggctgacga agccttcatg 
240 

aacgctgtgc agagttacta tgaggtgttc ctgaagagcg accgtgtggc ccgcatggtt 
300 

cagagtggag gctgttccgc caacgactcc cgggaggtct tcaagaagca cattgagaag 
360 

agagtgcgca gcctgcctga gattgacggc ctcagcaagg agactgtgct gagctcctgg 
420 

atggccaaat ttgatgccat ctaccgtgga gaagaggacc cgcggaagca gcaggcccgg 
480 

atgacagcca gcgcagcctc cgagctgatt ctgagcaagg agcaactcta tgagatgttc 
540 

cagaacattc ttgggatcaa gaagttcgaa catcagctcc tttacaatgc ctgccagctg 
600 

gacaatccag atgagcaagc agcccagatc agacgagagc tggatggacg tctacaaatg 
660 

gcagaccaaa tagccaggga acgcaaattt cccaagtttg tatccaaaga aatggaaaac 
720 
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atgtacattg aggagctgaa gtcatctgtc aacctgctca tggccaactt ggagagcatg 



780 



ccggtatcca aaggcgggga gttcaagctc cagaaactca aacgcagcca caatgcttcc 
840 

atcatcgaca tgggcgagga gagtgagaac cagctctcca agtcagatgt cgtgctgtct 
900 

ttctcattgg aggtggtaat tatggaagtc caaggcctca aatctttggc tccaaatcgc 
960 

atcgtatatt gcacaatgga ggtggaagga ggagagaaac tacagactga tcaggccgag 
1020 

gcttctaaac caacctgggg cacccagggt gacttctcca caacccatgc actgccagct 
1080 

gtgaaggtga agctgttcac agagagcaca ggcgtcctgg cgttggagga caaggagctt 
1140 

gggcgggtta ctctccatcc caccccgaac agccccaaac agtcagagtg gcacaaaatg 
1200 

acagtctcca aaaactgccc caaccaagat ctcaaaatca aacttgctgt ccgaatggat 
1260 

aagcctcaaa acatgaagca ttctgggtat ttatgggcca tcggtaagaa tgtctggaag 
1320 

agatggaaga aaaggttttt tgtattggtg caggtcagtc agtacacgtt tgccatgtgc 
1380 

agttatcggg agaagaaagc ggagcctcag gaacttctac aattggatgg ctacactgtg 
1440 

gattacaccg acccccagcc aggtttggag ggtggccgag ccttcttcaa tgctgtcaag 
1500 

gagggagaca ccgtgatatt tgccagtgac gatgaacaag accgcatcct gtgggtccag 
1560 

gccatgcatc gggccacggg gcagtcacac aagcctgtgc ccccgaccca agtccagaaa 
1620 

ctcaacgcca agggaggaaa tgtacctcag ctggatgccc ctatctctca attttctgga 
1680 

ctgaaggacg cagatagagc tcaaaaacat ggcatggatg aatctatctc ttccaacccc 
1740 

tgtaactttg accacgctcc cctctttgag atggtacaac gccttacttt ggatcacaga 
1800 

cttaatgatt cccattcttg cctgggctgg ttcagtcctg gccaggtgtt tgtactagac 
1860 

gagcattgcg cccgaaatgg agtccggggg tgtcaccgac atctctgcta cctcagagac 
1920 

ttgcttgaac gggcagaaaa tggcgccatg atcgacccca cccttcttca ctacagcttt 
1980 

gccttctgtg catcccatgt ccatgggaac aggcctgatg gaattggaac tgtgactgtt 
2040 

gaagaaaagg aacgttttga agaaatcaaa gagaggctcc gagttctgct agaaaatcag 
2100 

attacacatt ttaggtattg ctttccattt ggtcgacctg aaggtgcttt gaaagctact 
2160 

ctctcactct tggaaagggt tttgatgaaa gatattgtta ccccagtgcc acaagaggag 
2220 

gtaaaaacag ttatccgtaa atgtctggaa caggctgcgt tagtcaacta ttctcggctc 
2280 

tcagagtatg ccaaaatcga agagaatcaa aaggatgcag aaaatgtagg ccggctaatc 
2340 
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act cctgcca 


aaaagcttga 


2400 




cagcaaaatg 


aggagcacca 


2460 




tggtcagatt 


taatggtgga 


2520 




gatgcagcct 


tagaggtgca 


2580 




ctgaatgact 


ttctccgtac 


2640 




caagacctgt 


ttgccccact 


2700 




caatccattc 


acaggggctt 


2760 




acctcagaag 


atctgttttg 


2820 




tggcctgaag 


aagagtctgg 


2880 




atgatcgaat 


cttgtgtcaa 


2940 




agtcgatcaa 


cagatcttcg 


3000 




gatgccaaag 


cccaatcaac 


3060 




atgtggcatc 


aataccattc 


3120 




ataacactct 


tggttgcaaa 


3180 




agatatgacg 


aagggacttt 


3240 




aaatatgtgg 


atgtacctaa 


3300 




cgccattctc 


aggatgtcct 


3360 




tttgatcaat 


ggtacaacag 


3420 




gacttacagc 


ttcatattta 


3480 




agagatttcc 


gattgcaagg 


3540 




atccggaacc 


gtctcactgt 


3600 




cagggcatca 


gcatgaagga 


3660 




tcctagagtc 


tgctgggaca 


3720 




acccattagg 


aattttctgt 


3780 




attttagcca 


tgtggtacca 


3840 




tccatgtcta 


tatgtttaca 


3900 




aatacatagt 


ctaaccacta 


3960 





agacacaata cgtcttgctg 
cgcagagcca catgttgata 
gcatgcggag acgttcctgt 
acccccagac acatgggaca 
tgactataat ttgtgcaatg 
tgttgttaga tatgtggatc 
tgagcgggag tcatgggaac 
gaaacctgac gcccttcaga 
aaagcacctg gaacaacggc 
aagaaccagg attgcattfcg 
agtcccacag tcaatatgca 
aaaactctgc agcatggaaa 
aaaaatagac gaactaattg 
gttcgttact atcttggaag 
gttttcttct tttctgtcat 
acccgggatg gacgtggccg 
gcgtgataag gtcaatgagg 
ctccacgaac gtgatctgca 
tcagttgaaa acactaatta 
ggtcctggac tccaccttaa 
ggaggaagcc acagcatcag 
cagcgatgag gaagacgaag 
gagtcctgta atcagtgcat 
caactaccat gcccatgaga 
agattagcaa atgaccctca 
agcaatatgg agcaccattc 
ggcgtgtccc tgttatcagc 



aactagtcat tgaagttctt 
aaggagaggc ctttgcgtgg 
cactcttcgc agtagacatg 
gttttccact atttcagctg 
gaaaatttca caaacacctg 
tgatggagtc ctcaattgca 
cagtcaataa tgggtcaggc 
ccttcattcg ggacctgcac 
tgaagttgat ggcaagtgac 
aagttaagct gcaaaaaacc 
ccatgcttaa tgttatggtt 
tgggccaaga gtttgctaaa 
aagaaactgt taaagaaatg 
gagcgctggc aaaattatcc 
ttaecgtgaa ggcagcttcc 
acgcctacgt gactttcgtc 
agatgtacat agaaaggtta 
cctggttgac ggaccggatg 
ggatggtaaa gaaaacctac 
acagcaagac ctatgaaacg 
tgagtgaagg tgggggactg 
aagacgatta gaccatttgg 
gtccttagtc tgttagttaa 
tgtttatcaa tacaactgcc 
tatccactga tttcctgatg 
tttaaatact gttcatggag 
aaagatcaat gatgcttcat 
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tcatgtacta tgtatgcatt ggtggtaaat ggatgtgagg gcaagtacat caagtacatt 

cactctgttt cacgtatgtg gatgccagtt aattaaatga gtacgtaaat aaattaatta 

aaacacatag atctgctttg tgtttttatt tttattttcc gaaaaacaaa aggcaagtct 

ccaacaatta acttttgatg ctttctgttc ccctaaaacc aaaaaatgaa ccccttgtgt 
4200 

cgttgttaac ccatcctttc atttactcat ataattagcc aaaaaaaaaa ggatggctac 

ataccaatgg attgattctc ttaattgcca cggcaagggg gcgatcctat catgacttaa 
4320 

catcaagcgc gcagttcaaa actactgtct tctgtcaaag ttttctcctc ttaaatgtta 

ttttgccttt acgtctcaac tgtgtatgta aaaaaaacga atatttaaat tacaacccta 
4440 

gactaaaaat gtgtttataa taagatgtgg atacttcctt cagtagattg taaccataat 
4500 

ttaaattatt ttgttccaca ctgtttttta tatctgtcat gtacactgca ttttgatctg 
4560 

taactgcaca accctggggt ttgctgcaga gctatttctt tccatgtaaa gtagtggatc 

catcttgctt ttgccttata taaagcctac agttatggaa gtgtggaaaa ctgtggcttc 
4680 

tcaataaata ttcagatgtc ctaagaataa aaaaaaaaaa aaaaaaaa 
4728 

<210> 3722 
<211> 1216 
<212> PRT 

<2X3> Homo sapiens 
<400> 3722 

Ser Glu Lys Glu Lys Glu Glu Leu Glu Arg Leu Gin Lys Glu Glu Glu 

! 5 10 15 

Glu Arg Lys Lys Arg Leu Gin Leu Tyr Val Phe Val Met Arg Cys He 

20 25 30 

Ala Tyr Pro Phe Asn Ala Lys Gin Pro Thr Asp Met Ala Arg Arg Gin 

35 40 45 

Gin Lys He Ser Lys Gin Gin Leu Gin Thr Val Lys Asp Arg Phe Gin 

50 SS 60 

Ala Phe Leu Asn Gly Glu Thr Gin He Met Ala Asp Glu Ala Phe Met 
65 70 75 80 

Asn Ala Val Gin Ser Tyr Tyr Glu Val Phe Leu Lys Ser Asp Arg Val 

85 90 95 

Ala Arg Met Val Gin Ser Gly Gly Cys Ser Ala Asn Asp Ser Arg Glu 

100 105 HO 

Val Phe Lys Lys His He Glu Lys Arg Val Arg Ser Leu Pro Glu He 

115 120 125 

Asp Gly Leu Ser Lys Glu Thr Val Leu Ser Ser Trp Met Ala Lys Phe 

130 135 140 

Asp Ala lie Tyr Arg Gly Glu Glu Asp Pro Arg Lys Gin Gin Ala Arg 
145 150 155 I" 

Met Thr Ala Ser Ala Ala Ser Glu Leu He Leu Ser Lys Glu Gin Leu 
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165 



Tyr 


Glu 


Met Phe 


Gin 




He 


Leu 






180 










Leu 


Leu 


Tyr Asn 


Ala 


Y 


Gin 


Leu 






195 








200 


Gin 


lie Arg Arg 


Glu 


Leu 


Asp 


Glv 




210 








215 




Ala 


Arg Glu Arg 


ys 


Phe 


Pro 


Lys 


225 








230 






Met 


Tyr 


He Glu 


Glu 


Leu 


Lys 


Ser 








24 5 








Leu 
eu 


Glu 


Ser Met 


Pro 


Val 


Ser 


Lys 






260 










Leu 


Lys 


Arg Ser 


His 


Asn 


Ala 


Ser 






275 








280 


Glu 


Asn 


Gin Leu 


Ser 


y 


Ser 


Asp 




2 90 












Val 


Val 


He Met 


Glu 


Val 


Gin 


Glv 
















lie 


Val 


Tyr Cys 




et 


U 


vai 








325 








Asp 


Gin 


Ala Glu 


Ala 


er 


ys 


ro 






340 










Ser 


Thr 


Thr His 


Ala 


eu 


ro 


Ala 






35 5 








360 


Ser 


Thr 


Gly Val 


eu 


Ala 


Leu 


Glu 




370 








375 




Leu 


His 


Pro Thr 


Pro 


sn 


Ser 


ro 


38 5 








3 90 






Thr 


Val 


Ser Lys 


an 


Cys 


Pro 


Asn 








405 








Val 


Arg 


Met Asp 


ys 


Pro 


Gin 


n 






420 










Ala 


He 


Gly Lys 


Asn 


Val 


irp 








435 








440 


Leu 


Val 


Gin Val 


Ser 


Gin 


Tyr 


Thr 




450 








455 




Lys 


Lys 
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Pro 


Gin 


Glu 


Leu 


465 
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Asp 
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Thr Asp 


Pro 


Gin 


Pro 


Gly 
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Asp 


Thr 
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Gin 


Asp 


Arg lie 


Leu 


Trp 


Val 


Gin 






515 
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His 


Lys Pro 


val 


Pro 


Pro 


Thr 




530 








535 




Gly 


Gly 


Asn Val 


Pro 


Gin 


Leu 


Asp 


545 








550 






Leu 


Lys 


Asp Ala 


Asp 


Arg 


Ala 


Gin 
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Ser 


Ser 


Asn Pro 


Cys 


Asn 


Phe 


Asp 






580 










Gin 


Arg 


Leu Thr 


Leu 


Asp 


His 


Arg 





170 










175 




Gly 


He 


Lys 




Phe 


Glu 


His 


Gin 


185 










190 






Asp 


Asn 


Pro 




Glu 


Gin 


Ala 


Ala 
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n ret 
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Met 
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ASp 


Gin 


He 








220 
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Glu 


Met 


Glu 
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Val 
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Met 


Ala 






250 










255 




<jiy 
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Phe 


Lys 


Leu 


Gin 


L 


265 










270 






He 


He 
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Met 


uiy 


Glu 


Glu 


Ser 
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Val 


eu 


Ser 


Phe 


Ser 


Leu 


Glu 








300 
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eu 
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ro 
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sn 


Arg 
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Gly 


u 


ys 




Gin 


Thr 




330 










335 




Thr 


Trp 


Gly 


T r 


viin 


Gly 


Asp 


Phe 


345 










3 50 






Val 


Lys 


Val 


Lys 




Phe 


Thr 


Glu 










365 
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Lys 


Glu 


Leu 


Gly 


Arg 


vai 


lie 








380 










Lys 


Gin 


Ser 


Glu 


Trp 


HIS 


Lys 


Met 






39S 
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Lys 


He 


Lys 


Leu 


Ala 
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His 


Ser 
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Trp 


425 
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ys 


Lys 


Arg 
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P e 


V 

a 










445 
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Met 


cys 


Ser 


Tvr 
iyr 


Arg 


Glu 








460 
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Gin 


Leu 


Asp 


rjl v 
vsiy 


Tyr 


Thr 


Val 
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480 


Leu 


Glu 


Gly 


Gly 


Arg 


Ala 


Phe 


Phe 




490 










495 




Val 


He 


Phe 


Ala 


Ser 


Asp 


Asp 


Glu 


505 










510 






Ala 


Met 


Tyr 


Arg 


Ala 


Thr 


Gly 


Gin 










525 








Gin 


val 


Gin 


Lys 


Leu 


Asn 


Ala 


Lys 








540 










Ala 


Pro 


He 


Ser 


Gin 


Phe 


Ser 


Gly 






555 










560 
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His 


Gly 


Met 


Asp 


Glu 


Phe 


He 




570 










575 




His 


Ala 


Ser 


Leu 


Phe 


Glu 


Met 


val 


S85 










590 






Leu 


Asn 


Asp 


Ser 


Tyr 


Ser 


Cys 


Leu 
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610 



S95 600 605 

Gly Trp Phe Ser Pro Gly Gin Val Phe Val Leu Asp Glu Tyr Cys Ala 
615 620 
val Arg Gly Cys His Arg His Leu Cys Tyr Leu 

630 635 
- - Ala Glu Asn Gly Ala Met He Asp Pro Thr 

645 650 655 



640 



& dl Leu Glu Arg Ala Glu Asa Gly Ala Met He Asp Pro Thr Leu Leu 

645 650 b " 

His Tyr Ser Phe Ala Phe Cys Ala Ser His Val His Gly Asn Arg Pro 

660 665 670 

Asp Gly He Gly Thr Val Thr Val Glu Glu Lys Glu Arg Phe Glu Glu 

675 680 685 

lie Lys Glu Arg Leu Arg Val Leu Leu Glu Asn Gin He Thr His Phe 

Arg Tyr Cys Phe Pro Phe Gly Arg Pro Glu Gly Ala Leu Lys Ala Thr 

Leu ser Leu Leu Glu Arg Val Leu Met Lys Asp He Val Thr Pro Val 

725 730 3 

Pro Gin Glu Glu Val Lys Thr Val He Arg Lys Cys Leu Glu Gin Ala 

740 745 750 

Ala Leu Val Asn Tyr Ser Arg Leu Ser Glu Tyr Ala Lys He Glu Glu 



760 7 65 



Asn Gin Lys Asp Ala Glu Asn Val Gly Arg Leu He Thr Pro Ala Lys 
770 775 780 

Lys Leu Glu Asp Thr 11= Arg Leu Ala Glu Leu Val He Glu Val Leu 

785 790 79 ^ 

Gin Gin Asn Glu Glu His His Ala Glu Pro His Val Asp Lys Gly Glu 

805 B10 815 

Ala Phe Ala Trp Trp Ser Asp Leu Met: Val Glu His Ala Glu Thr Phe 

820 825 830 

Leu Ser Leu Phe Ala Val Asp Met Asp Ala Ala Leu Glu Val Gin Pro 

835 840 845 

Pro Asp Thr Trp Asp Ser Phe Pro Leu Phe Gin Leu Leu Asn Asp Phe 

8S0 855 860 

Leu Arg Thr Asp Tyr Asn Leu Cys Asn Gly Lys Phe His Lys His Leu 
a gc 870 875 

Gin Asp Leu Phe Ala Pro Leu val Val Arg Tyr val Asp Leu Met Glu 
885 B90 895 



Ser Ser He Ala Gin Ser He His Arg Gly Phe Glu Arg Glu Ser Trp 



900 905 
Glu Pro Val Asn Asn Gly Ser Gly Thr Ser Glu Asp Leu Phe Trp Lys 

915 920 925 

Leu Asp Ala Leu Gin Thr Phe He Arg Asp Leu His Trp Pro Glu Glu 

930 9 *5 940 

Glu Phe Gly Lys His Leu Glu Gin Arg Leu Lys Leu Met Ala Ser Asp 
945 950 9 *5 960 

Met lie Glu Ser Cys Val Lys Arg Thr Arg He Ala Phe Glu Val Lys 

965 9 ™ 975 Tl 

Leu Gin Lys Thr Ser Arg Ser Thr Asp Phe Arg Val Pro Gin Ser He 

980 "5 990 

Cys Thr Met Phe Asn Val Met Val Asp Ala Lys Ala Gin Ser Thr Lys 

995 1000 1° 05 

Leu Cys Ser Met Glu Met Gly Gin Glu Phe Ala Lys Met Trp His Gin 

1010 1015 1020 

Tyr His Ser Lys He Asp Glu Leu He Glu Glu Thr Val Lys Glu Met 
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1025 1030 1035 1040 

He Thr Leu Leu Val Ala Lys Phe Val Thr He Leu Glu Gly Val Leu 

1045 1050 1055 

Ala Lys Leu Ser Arg Tyr Asp Glu Gly Thr Leu Phe Ser Ser Phe Leu 

1060 1065 1070 

Ser Phe Thr Val Lys Ala Ala Ser Lys Tyr Val Asp Val Pro Lys Pro 

1075 1080 1085 

Gly Met Asp Val Ala Asp Ala Tyr Val Thr Phe Val Arg His Ser Gin 

1090 1095 1100 

Asp Val Leu Arg Asp Lys Val Asn Glu Glu Met Tyr He Glu Arg Leu 
HOS 1110 1115 H20 

Phe Asp Gin Trp Tyr Asn Ser Ser Met Asn Val He Cys Thr Trp Leu 

1125 1130 H35 

Thr Asp Arg Met Asp Leu Gin Leu His He Tyr Gin Leu Lys Thr Leu 

1140 1145 H50 

He Arg Met Val Lys Lys Thr Tyr Arg Asp Phe Arg Leu Gin Gly Val 

1155 1160 1165 

Leu Asp Ser Thr Leu Asn Ser Lys Thr Tyr Glu Thr He Arg Asn Arg 

1170 1175 1180 

Leu Thr Val Glu Glu Ala Thr Ala Ser Val Ser Glu Gly Gly Gly Leu 
1185 1190 1195 1200 

Gin Gly He Ser Met Lys Asp Ser Asp Glu Glu Asp Glu Glu Asp Asp 
1205 1210 1215 



<210> 3723 

<211> 830 

<212> DNA 

c213> Homo sapiens 



<400> 3723 

atcctcttga tgcacaagat gagggttttg cacctggacc tcaagccaga gaacatcctg 
60 

tgtgtcaaca ccaccgggca tttggtgaag atcattgact ttggcctggc acggaggtat 
120 

aaccccaacg agaagctgaa ggtgaacttt gggaccccag agttcctgtc acctgaggtg 
180 

gtgaattatg accaaatctc cgataagaca gacatgtgga gtatgggggt gatcacctac 
240 

atgctgctga gcggcctctc ccccttcctg ggagatgatg acacagagac cctaaacaac 
300 

gttctatctg gcaactggta ctttgatgaa gagacctttg aggccgtatc agacgaggcc 
360 

aaagactttg tctccaacct catcgtcaag gaccagaggg cccggatgaa cgctgcccag 
420 

tgtctcgccc atccctggct caacaacctg gcggagaaag ccaaacgctg taaccgacgc 
480 

cttaagtccc agatcttgct taagaaatac ctcatgaaga ggcgctggaa gaaaaacttc 
540 

attgctgtca gcgctgccaa ccgcttcaag aagatcagca gctcgggggc actgatggct 
600 

ctgggggtct gagccctggg cgcagctgaa gcctggacgc agccacacag tggccggggc 
660 

tgaagccaca cagcccagaa ggccagaaaa ggcagccaga tccccagggc agcctcgtta 
720 
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ggacaaggct gtgccaggct gggaggctcg gggctcccca cgcccccatg cagtgaccgc 

760 

ttccccgatg tgagccgcct cggagtgtgg cctggatcca tcctgccagc 
830 



<210> 3724 
<211> 203 
<212> PRT 

<213> Homo sapiens 



I 4 le°Lu 7 ^eu Met His Lys Met Arg Val Leu His Leu Asp Leu Lys Pro 

Glu Asn He Leu Cys Val Asn Thr Thr Gly His Leu Val Lys lie lie 

20 25 3 

Asp Phe Gly Leu Ala Arg Arg Tyr Asn Pro Asn Glu Lys Leu Lys Val 

35 40 45 

Asn Phe Gly Thr Pro Glu Phe Leu Ser Pro Glu Val Val Asn Tyr Asp 

Gin lie ser Asp Lys Thr Asp Met Trp Ser Met Gly Val lie Thr Tyr 
65 ™ 75 80 

Met Leu Leu Ser Gly Leu Ser Pro Phe Leu Gly Asp Asp Asp Thr Glu 

85 90 95 

Thr Leu Asn Asn Val Leu Ser Gly Asn Trp Tyr Phe Asp Glu Glu Thr 

100 105 
Phe Glu Ala Val Ser Asp Glu Ala Lys Asp Phe Val Ser Asn Leu He 

US 120 125 

Val Lys Asp Gin Arg Ala Arg Met Asn Ala Ala Gin Cys Leu Ala Hxs 

130 135 I 40 

Pro Trp Leu Asn Asn Leu Ala Glu Lys Ala Lys Arg Cys Asn Arg Arg 
145 150 155 * 

Leu Lys Ser Gin lie Leu Leu Lys Lys Tyr Leu Met Lys Arg Arg Trp 

165 1 ? 0 17S 

Lys Lys Asn Phe lie Ala Val Ser Ala Ala Asn Arg Phe Lys Lys He 

180 185 190 

Ser Ser Ser Gly Ala Leu Met Ala Leu Gly Val 
195 2 00 



<210> 3725 
<211> 1244 
<212> DNA 
<213> Homo sapiens 



ngaattcatg tgtcaggtaa ggatattaca aggaaacctg agatttctgg gcatgtaatt 

tctgctcatg gcttatcagt cttgaatctg cgggatggaa gagagctgga tttcagatct 

gaccatcttc acttttgttt tcaggccttt aaaattgtgc cctacaacac agagaccctt 

gataaactgc taaccgaatc cctgaagaac aatatccctg caagcggact gcacctcttt 
240 

ggaatcaacc agctggaaga agaagatatg atgacaaatc agagggatga agagctgccc 
300 
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accctgttgc attttgctgc gaagtatgga ctgaagaacc tcactgcctt gttgctcacc 
360 

tgcccaggag ccctgcaggc gtacagcgtg gccaacaagc atggccacta ccccaacacc 
420 

atcgctgaga aacacggctt cagggacctg cggcagttca tcgacgagta tgtggaaacg 
480 

gtggacatgc tcaagagtca cattaaagag gaactgatgc acggggagga ggctgatgct 
540 

gtgtacgagt ccatggccca cctttccaca gacctgctta tgaaatgctc gctcaacccc 
600 

ggctgtgacg aggatctcta tgagtccatg gctgcctttg tcccagctgc cactgaagac 
660 

ctctatgttg aaatgcttca ggccagtaca tctaacccaa tccctggaga tggtttctct 
720 

cgggccacta aggactctat gatccgcaag tttttagaag gcaacagcat gggaatgacc 
780 

aatctggaga gagatcagtg ccatcctggt caggaagaag atgtttatca cacggtggat 
840 

gacgatgagg ccttttctgt ggacttggcc agcaggcccc ctgtcccagt gcccagacca 
900 

gagaccactg ctcctggtgc tcaccagctg cctgacaacg aaccatacat ttttaaaggc 
960 

aagtatggca gggaatgatg tccaactggt tctttggagc ttctcaacag ggatttcctg 
1020 

gatgacctgg ctttttgaac cattgctcag agactatccc cttctaaatg gtcttcaccc 
1080 

agccctacga gacagggttc atatcctggg gccagattct ggagctagaa taggagtaat 
1140 

gaccagagtc agtgctggcc ttcctggaag tatttacgca cagttgcaaa ggcaggtaaa 
1200 

caagacccct gatatatttt tatctcctga accccttcac gcgt 
1244 

<210> 3726 
<211> 325 
<212> PRT 

<213> Homo sapiens 



<400> 3726 
















Xaa 


He 


His 


Val 


Ser Gly Lys Asp He 


Thr 


Arg Lys Pro 


Glu 


He 


Ser 


1 








5 


10 






15 




Gly 


His 


Val 


He 


Ser Ala His Gly Leu 


Ser 


Val Leu Asn 


Leu 


Arg 


Asp 






20 


25 






30 






Gly 


Arg 


Glu 


Leu 


Asp Phe Arg Ser Asp 


His 


Leu His Phe 


Cys 


Phe 


Gin 






35 




40 




45 








Ala 


Phe 


Lys 


He 


Val Pro Tyr Asn Thr 


Glu 


Thr Leu Asp 


Lys 


Leu 


Leu 




50 






55 




60 








Thr 


Glu 


Ser 


Leu 


Lys Asn Asn He Pro 


Ala 


Ser Gly Leu 


His 


Leu 


Phe 


65 








70 




75 






80 


Gly 


He 


Asn 


Gin 


Leu Glu Glu Glu Asp 


Met 


Met Thr Asn 


Gin 


Arg 


Asp 










85 


90 






95 




Glu 


Glu 


Leu 


Pro 


Thr Leu Leu His Phe 


Ala 


Ala Lys Tyr 


Gly 


Leu 


Lys 








100 


105 






110 






Asn 


Leu 


Thr 


Ala 


Leu Leu Leu Thr Cys 


Pro 


Gly Ala Leu 


Gin 


Ala 


Tyr 
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11S 120 125 

Ser Val Ala Asn Lys His Gly His Tyr Pro Asn Thr He Ala Glu Lys 

130 135 140 

His Gly Phe Arg Asp Leu Arg Gin Phe lie Asp Glu Tyr Val Glu Thr 
145 150 155 160 

Val Asp Met Leu Lys Ser His He Lys Glu Glu Leu Met His Gly Glu 

165 170 175 

Glu Ala Asp Ala val Tyr Glu Ser Met Ala His Leu Ser Thr Asp Leu 

180 185 190 

Leu Met Lys Cys Ser Leu Asn Pro Gly Cys Asp Glu Asp Leu Tyr Glu 

195 200 20S 

Ser Met Ala Ala Phe Val Pro Ala Ala Thr Glu Asp Leu Tyr Val Glu 

210 215 220 

Met Leu Gin Ala Ser Thr Ser Asn Pro He Pro Gly Asp Gly Phe Ser 
225 230 235 240 

Arg Ala Thr Lys Asp Ser Met He Arg Lys Phe Leu Glu Gly Asn Ser 

245 250 255 

Met Gly Met Thr Asn Leu Glu Arg Asp Gin Cys His Leu Gly Gin Glu 

260 265 270 

Glu Asp Val Tyr His Thr Val Asp Asp Asp Glu Ala Phe Ser Val Asp 

275 280 285 

Leu Ala Ser Arg Pro Pro Val Pro Val Pro Arg Pro Glu Thr Thr Ala 

290 295 300 

Pro Gly Ala His Gin Leu Pro Asp Asn Glu Pro Tyr He Phe Lys Gly 
305 310 315 320 

Lys Tyr Gly Arg Glu 
325 



<210> 3727 
<211> 630 
<212> DNA 

<213> Homo sapiens 



<400> 3727 

cggattcgag tcatcaagaa gaaaaaggtc 
60 

actcgcccca ccccactggt gactgccggg 
120 

ctcgaccccg ctgagaaaca agaaacaggc 
180 

gtttcagata gccggcttga ggcatccagc 
240 

ggacggctca acattcagtc aggcctggag 
300 

gctgaggagc aggacgccga tccatggttt 
360 

tcgggtgtta tcacacaggg caggaactct 
420 

aaggtccagt tcagcaatga cagtcggacc 
480 

atggacgcag tatttcctgc caattcagac 
540 

gagccccagg tggcccgctt cattcgcctg 
600 



attatgaaga agcggaagaa gctaactcta 
ccccttgtga cccccactcc agcagggacc 
tgtcctcctt tgggtctgga gtccctgcga 
agccagtcct ttggtcttgg accacaccga 
gacggcgatc tatatgatgg agcctggtgt 
caggtggacg ctgggcaccc cacccgcttc 
gtctggaggt atgactgggt cacatcatac 
tggtggggaa gtaggaacca cagcagtggg 
ccagaaactc cagtgctgaa cctcctgccg 
ctgccccaga cctggctcca gggaggcgcg 
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ccttgcctcc gggcagagat cctggcccgc 
630 

<210> 3726 

<211> 210 

<212> PRT 

<213> Homo sapiens 



<400> 3729 



Arg 


He 


Arg Val lie Lys Lys 


Lys 


Lys 


Val 


He Met 


Lys 


Lys Arg 


Lys 


1 




S 






10 






15 




Lys 


Leu 


Thr Leu Thr Arg Pro 


Thr 


Pro 


Leu 


Val Thr 


Ala 


Gly Pro 


Leu 




20 




25 








30 




val 


Thr 


Pro Thr Pro Ala Gly 


Thr 


Leu 


Asp 


Pro Ala 


Glu 


Lys Gin 


Glu 






35 


40 








45 






Thr 


Gly 


Cys Pro Pro Leu Gly 


Leu 


Glu 


Ser 


Leu Arg 


Val 


Ser Asp 


Ser 




50 


55 








60 








Arg 


Leu 


Glu Ala Ser Ser Ser 


Gin 


Ser 


Phe 


Gly Leu 


Gly 


Pro Hia 


Arg 


65 




70 








75 






80 


Gly 


Arg 


Leu Asn lie Gin Ser 


Gly 


Leu 


Glu 


Asp Gly 


Asp 


Leu Tyr 


Asp 






85 






90 






95 




Gly 


Ala 


Trp Cys Ala Glu Glu 


Gin 


Asp 


Ala 


Asp Pro 


Trp 


Phe Gin 


Val 






100 




105 








110 




Asp 


Ala 


Gly His Pro Thr Arg 


Phe 


Ser 


Gly 


Val He 


Thr 


Gin Gly 


Arg 






115 


120 








125 






Asn 


Ser 


Val Trp Arg Tyr Asp 


Trp 


Val 


Thr 


Ser Tyr 


Lys 


Val Gin 


Phe 




130 


135 








140 








Ser 


Asn 


Asp Ser Arg Thr Trp 


Trp 


Gly 


Ser 


Arg Asn 


His 


Ser Ser 


Gly 


145 




150 








155 






160 


Met 


Asp 


Ala Val Phe Pro Ala 


Asn 


Ser 


Asp 


Pro Glu 


Thr 


Pro Val 


Leu 






165 






170 






175 




Asn 


Leu 


Leu Pro Glu Pro Gin 


Val 


Ala 


Arg 


Phe He 


Arg 


Leu Leu 


Pro 






180 




185 








190 




Gin 


Thr 


Trp Leu Gin Gly Gly 


Ala 


Pro 


Cys 


Leu Arg 


Ala 


Glu He 


Leu 






195 


200 








205 






Ala 


Cys 



















210 



<210> 3729 

<211> 1552 

<212> DNA 

<213> Homo sapiens 

<400> 3729 

naggaaacgc tttgtctgtc cggcaagccg acggcccgct gctggcctcc gtgacgcggg 
60 

cctcctccgc gcctcgcggc atggagtaga aagggaccgc ggaagcccga aagcgaaggc 
120 

atcaagttat cagcagatgt caaaccattt gtccccagat ttgccgggct caatgtggca 
180 

tggttagagt cctcagaagc atgtgtcttc cccagctctg cagccacata ctatccgttt 
240 

gttcaggaac caccagtgac agagcagaaa atatatactg aagacatggc ctttggagct 
300 
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tcaacttttc cacctcagta tttatcttct gagacaactc ttcatccata tgcctattct 
360 

ccttataccc ttgactccac acagaatgtt tactcagtgc ctggctccca gtatctttat 
420 

aaccaaccca gttgttaccg aggttttcaa acagtgaagc atcgaaatga gaacacacgc 
480 

cctctcccac aagaaatgaa agctctgttt aagaagaaaa cctatgatga gaaaaaaacg 
540 

tatgatcagc aaaagtttga cagtgaaagg gctgatggaa ctatatcatc tgagataaaa 
600 

tcagctagag gttcacatca tttgtccatt tacgccgaga atagtttgaa atcagatggt 
660 

taccataagc gaacagacag gaaatccaga atcattgcaa aaaatgtatc tacctccaaa 
720 

cctgagttcg aacttaccac actggacttt cctgaactgc aaggtgcaga gaacaatatg 
780 

tcagagatac agaagcaacc caagtgggga cctgtccact ctgtctctac cgacatttct 
840 

cttctaagag aagtagtaaa accagctgca gtgttatcaa agggtgaaat agtggtgaaa 
900 

aataacccaa atgaatctgt aactgctaat gccgctacca attctccttc atgtacaaga 
960 

gagttatctt ggacaccaat gggttatgtt gttcgacaga cattatctac agaactgtca 
1020 

gcagccccta aaaatgttac ttctatgata aacttaaaga ccattgcttc atcagcagat 
1080 

cctaaaaatg ttagtatacc atcttctgaa gctttatctt cggatccttc ctacaacaaa 
1140 

gaaaaacaca ttattcatcc tacccaaaag tctaaagcat cacaaggtag tgaccttgaa 
1200 

caaaatgaag cctcaagaaa gaataagaaa aagaaagaaa aatctacatc aaaatatgaa 
1260 

gtcccgacag ttcaagagcc tccaaggatt gaagatgccg aggaatttcc caacctggca 
X320 

gttgcatctg aaagaagaga cagaatagag acaccgaaat ttcaatctaa gcagcagcca 
1380 

caggataatt ttaaaaataa tgtaaagaag agccagcttc cagtgcagtt ggacttgggg 
1440 

ggcatgctga cagccctgga gaagaagcag cactctcagc atgcaaagca gtcctccaaa 
ISOO 

ccagtggtag tctcagttgg agcagtgcca gtcctttcca aagaatgtgc ac 
1552 

<210> 3730 

<211> 422 

<212> PRT 

<213> Homo sapiens 

<400> 3730 

Met Ala Phe Gly Ala Ser Thr Phe Pro Pro Gin Tyr Leu Ser Ser Glu 

1 5 10 15 

lie Thr Leu His Pro Tyr Ala Tyr Ser Pro Tyr Thr Leu Asp Ser Thr 

20 25 30 

Gin Asn Val Tyr Ser Val Pro Gly Ser Gin Tyr Leu Tyr Asn Gin Pro 



2878 



WO 00/5S473 PCT/US00/0862 1 



35 40 45 

Ser Cys Tyr Arg Gly Phe Gin Thr Val Lys His Arg Asn Glu Asn Thr 

50 5S 60 

Cys Pro Leu Pro Gin Glu Met Lys Ala Leu Phe Lys Lys Lys Thr Tyr 
65 70 75 80 

Asp Glu Lys Lys Thr Tyr Asp Gin Gin Lys Phe Asp Ser Glu Arg Ala 

85 90 95 

Asp Gly Thr lie Ser Ser Glu He Lys Ser Ala Arg Gly Ser His His 

100 105 110 

Leu Ser He Tyr Ala Glu Asn Ser Leu Lys Ser Asp Gly Tyr His Lys 

115 120 125 

Arg Thr Asp Arg Lys Ser Arg He He Ala Lys Asn Val Ser Thr Ser 

130 135 140 

Lys Pro Glu Phe Glu Phe Thr Thr Leu Asp Phe Pro Glu Leu Gin Gly 
145 150 155 160 

Ala Glu Asn Asn Met Ser Glu He Gin Lys Gin Pro Lys Trp Gly Pro 

165 170 175 

Val His Ser Val Ser Thr Asp He Ser Leu Leu Arg Glu Val Val Lys 

180 185 190 

Pro Ala Ala Val Leu Ser Lys Gly Glu He Val Val Lys Asn Asn Pro 

195 200 205 

Asn Glu Ser val Thr Ala Asn Ala Ala Thr Asn Ser Pro Ser Cys Thr 

210 215 220 

Arg Glu Leu Ser Trp Thr Pro Met Gly Tyr Val Val Arg Gin Thr Leu 
225 230 235 240 

Ser Thr Glu Leu Ser Ala Ala Pro Lys Asn Val Thr Ser Met He Asn 

245 250 2S5 

Leu Lys Thr He Ala Ser Ser Ala Asp Pro Lys Asn Val Ser He Pro 

260 265 270 

Ser Ser Glu Ala Leu Ser Ser Asp Pro Ser Tyr Asn Lys Glu Lys His 

27S 280 285 

He He His Pro Thr Gin Lys Ser Lys Ala Ser Gin Gly Ser Asp Leu 

290 295 300 

Glu Gin Asn Glu Ala Ser Arg Lys Asn Lys Lys Ly3 Lys Glu Lys Ser 
305 310 315 320 

Thr Ser Lys Tyr Glu Val Leu Thr Val Gin Glu Pro Pro Arg He Glu 

325 330 335 

Asp Ala Glu Glu Phe Pro Asn Leu Ala Val Ala Ser Glu Arg Arg Asp 

340 345 350 

Arg lie Glu Thr Pro Lys Phe Gin Ser Lys Gin Gin Pro Gin Asp Asn 

355 360 365 

Phe Lys Asn Asn Val Lys Lys Ser Gin Leu Pro Val Gin Leu Asp Leu 

370 375 380 

Gly Gly Met Leu Thr Ala Leu Glu Lys Lys Gin His Ser Gin His Ala 
385 390 395 400 

Lys Gin Ser Ser Lys Pro Val Val Val Ser Val Gly Ala Val Pro Val 

405 410 415 

Leu Ser Lys Glu Cys Ala 
420 

<210> 3731 
<211> 1704 
<212> DNA 

<2l3> Homo sapiens 
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<400> 3731 

tacgtgctca gaaacctcta cgtccccaac cggaaggtga agtccctgtg ctgggcctcg 

ctgaaccagt tggactctca cgttctgctg tgcttcgagg gaatcacaga tgcttcaagc 

tgtgcagtgc tgctcccagc atcactgttc gtcaatagtc acccaggaat agaccggcct 
180 

ggcatgctct gcagtttccg gatccctggt gcctggtcct gtgcctggtc cctgaatatc 
240 

caagcaaata actgcttcag tacaggcttg tctcggcggg tcctgttgac caacgtggtg 

acgggacacc ggcagtcctt tgggaccaac agtgatgtct tggcccagca gtttgctctc 
360 

atggctcctc tgctgtttaa tggctgccgc tctggggaaa tctttgccat tgatctgcgt 
420 

tgtggaaatc aaggcaaggg atggaaggcc acccgcctgt ttcatgattc agcagtgacc 
4B0 

tctgtgcgga tcctccaaga tgagcaatac ctgatggctt cagacatggc tggaaagatc 
540 

aagctgtggg acctgaggac cacgaagtgc gtaaggcagt acgaaggcca cgtgaatgag 
600 

tacgcctacc tgcccctgca tgtgcacgag gaagaaggaa tcctggtggc agtgggccag 
660 

gactgctaca cgagaatctg gagcctccac gatgcccgcc tactgagaac cataccctcc 
720 

ccgtaccctg cctccaaggc cgacattccc agtgtggcct tctcgtcgcg gctggggggc 
780 

tcccggggcg cgccggggct gctcatggct gtcgggcagg acctttactg ttactcctac 
840 

agctaactct gcagggcaca gcccagagcc atgtggattt gacttacggg agtaaagcgt 
900 

aactttttac tgcatctaat gagggtgttt taagtgacac tcagtgtaca cagatcccat 
960 

cctctggctg ctaggagaga agtgctgaat gttccgtgtg gagatgctca ggaaagttat 

ttgagttaaa ttgctggctg agagagcttg gaagtccttt tcataaaagg tacctctttc 
1080 

cttttcttat tgaattctta gaacttagtt aaccctccct gccttttctt aacaaaaagg 
1140 

acttttctaa ggactgaaga ttggcaaaaa cgaaaagctt cttcctccaa gagcccattg 
1200 

aagaagccca gtgatgagac ggtgagatgg tttgagtcct cggtgcctgg gtagcaggaa 
1260 

gaaagacctg catcctgcat ctgtacttgg ggaagccagc ggagaggacg gggaggttac 
1320 

ttctctaagt ttctgcagaa atattgaagg ctggagtttg gaatccttaa acttggcctt 
1380 

ctcaaactca gcagcagatc tccgggattc tgctgttatt atccaaaggc gttggaagga 
1440 

aagatggatc ttcttacatg ctagaagttt taaacggtcc ttaacatgcc tttgttcaag 
1500 

caccttccag aatgtaaggt tcagcagctc tggtttctat tacggtgact tgaatgtcag 
1560 
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attcaagggc ccggcgtcaa aggaaattgg ttttgacttt ttgtaatcta ggagcgacag 
1620 

ttcgtgagat gtttattcag tgttaaagag cctgtttttc taccaaacaa taaaaccaag 
1680 

agaagaaaaa aaaaaaaaaa aaaa 
1704 

<210> 3732 
<211> 281 
<212> PRT 

<213> Homo sapiens 



<400> 3732 



Tyr Val Leu Arg 


Asn Leu Tyr 


Val 


Pro 


Asn Arg Lys Val 


Lys 


Ser 


Leu 


1 


5 








10 




15 




Cys Trp Ala Ser 


Leu Asn Gin 


Leu 


Asp 


Ser His Val Leu 


Leu 


Cys 


Phe 


20 








25 




30 






Glu Gly He Thr 


Asp Ala 


Ser 


Ser 


Cys 


Ala Val Leu Leu 


Pro 


Ala 


Ser 


35 






40 




45 








Leu Phe Val Asn 


Ser His 


Pro Gly 


He 


Asp Arg Pro Gly 


Met 


Leu 


Cys 


50 




55 






60 








Ser Phe Arg He 


Pro Gly Ala Trp 


Ser 


Cys Ala Trp Ser 


Leu 


Asn 


He 


65 


70 








75 






80 


Gin Ala Asn Asn 


Cys Phe 


Ser 


Thr 


Gly 


Leu Ser Arg Arg 


Val 


Leu 


Leu 




85 








90 




95 




Thr Asn Val Val 


Thr Gly His Arg 


Gin 


Ser Phe Gly Thr 


Asn 


Ser 


Asp. 


100 








105 




110 






Val Leu Ala Gin 


Gin Phe 


Ala 


Leu 


Met 


Ala Pro Leu Leu 


Phe 


Asn 


Gly 


115 






120 




125 








Cys Arg Ser Gly 


Glu He 


Phe 


Ala 


He 


Asp Leu Arg Cys 


Gly 


Asn 


Gin 


130 




135 






140 








Gly Lys Gly Trp 


Lys Ala 


Thr 


Arg 


Leu 


Phe His Asp Ser 


Ala 


Val 


Thr 


145 


150 








155 






160 


Ser Val Arg He 


Leu Gin 


Asp 


Glu 


Gin 


Tyr Leu Met Ala 


Ser 


Asp 


Met 




165 








170 




175 




Ala Gly Lys He 


Lys Leu 


Trp 


Asp 


Leu 


Arg Thr Thr Lys 


Cys 


Val 


Arg 


180 








185 




190 






Gin Tyr Glu Gly 


His Val 


Asn 


Glu 


Tyr 


Ala Tyr Leu Pro 


Leu 


His 


val 


195 






200 




20S 








His Glu Glu Glu 


Gly He 


Leu 


Val 


Ala 


Val Gly Gin Asp 


cys 


Tyr 


Thr 


210 




21S 






220 








Arg He Trp Ser 


Leu His 


Asp 


Ala 


Arg 


Leu Leu Arg Thr 


He 


Pro 


Ser 


225 


230 








235 






240 


Pro Tyr Pro Ala 


Ser Lys 


Ala 


Asp 


He 


Pro Ser Val Ala 


Phe 


Ser 


Ser 




245 








250 




255 




Arg Leu Gly Gly 


Ser Arg Gly Ala 


Pro 


Gly Leu Leu Met 


Ala 


Val 


Gly 


260 








265 




270 






Gin Asp Leu Tyr 


Cys Tyr 


Ser 


Tyr 


Ser 











275 280 



<210> 3733 

<211> 515 

<212> DNA 

<213> Homo sapiens 
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<400> 3733 

nngggccgag ctgtccgacg tgtcactgca gggacccgcc cggggtgggt ctcgggctcc 
60 

cgccaccgga gagggaggag aagggggagg ttaaagggga aggaccccgg aagtgccccc 
120 

tcctcagtgc gggagaggga gacgccgggg gcangtccat gcctcccgcg gcgtggttgg 
180 

tgcgtcccag gtgacgtcag aagcagcccg cccctgcctg gatggtgcgc cctgagtgac 
240 

gtcaggagca gaggccggag ctgtccatca gcaccaaagg ccgcgggcgg gctcagggca 
300 

tggggccgcg gttctggggc ggcccgagcc ccggctcctg cgcctccccc ttcctcaggc 
360 

nccagcccga gttcccggac gccgcgggac tggagtgcca gccggtgtcg gacgtggagc 
420 

ggcgccgcca ccgcgccgac accatcctct ccggcccagc agcccccttc ctcgcacgac 
480 

ggactttccc tggaccccag tcagttggag cctct 
SIS 



<210> 3734 
<211> 171 
<2X2> PRT 

<213> Homo sapiens 



<40O> 3734 

Xaa Gly Arg Ala Val Arg Arg Val Thr Ala Gly Thr Arg Pro Gly Trp 

1 S 10 15 

Val Ser Gly Ser Arg Tyr Arg Arg Gly Arg Arg Arg Gly Arg Leu Lys 

20 25 30 

Gly Lys Asp Pro Gly Ser Ala Pro Ser Ser Val . Arg Glu Arg Glu Thr 

35 40 45 

Pro Gly Ala Xaa Pro Cys Leu Pro Arg Arg Gly Trp Cys Val Pro Gly 

50 55 60 

Asp Val Arg Ser Ser Pro Pro Leu Pro Gly Trp Cys Ala Leu Ser Asp 
65 " 70 75 80 

Val Arg Ser Arg Gly Arg Ser Cys Pro Ser Ala Pro Lys Ala Ala Gly 

85 90 95 

Gly Leu Arg Ala Trp Gly Arg Gly Ser Gly Ala Ala Arg Ala Pro Ala 

100 105 HO 

Pro Ala Pro Ser Pro Ser Ser Gly Xaa Ser Pro Ser Ser Arg Thr Pro 

115 120 125 

Arg Asp Trp Ser Ala Ser Arg Cys Trp Thr Trp Ser Gly Ala Ala Thr 

130 135 140 

Ala Pro Thr Pro Phe Ser Pro Ala Gin Gin Pro Pro Ser Ser His Asp 
145 ISO 155 160 

Gly Leu Ser Leu Asp Pro Ser Gin Leu Glu Pro 
165 170 



<210> 3735 
<211> 2512 
<212> DKA 
<213> Homo sapiens 
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<400> 3735 

ngcaggttct tcggaaggct tgtagctcca aaatggatcg ccagagtgtt ctccatgtac 
60 

tgggcatatt gaaaaactcc aaatttctca aagtctgcct gcctgcttat gtggtaggga 
120 

tgatcactga acccatccct gacatccgaa accagtatcc agagcacata agcaacatca 
180 

tctccctcct ccaggacctt gtaagtgtct tccctgccag ctctgtgcag gaaacttcca 
240 

tgctggtttc cctcctgcca acctctctta atgctctgag agcctctggt gttgacatag 
300 

aagaggaaac ggagaagaac ctggaaaagg tacagactat cattgaacat ctgcaggaaa 
360 

agaggcgaga gggcactttg agagtggata cctacactct agtgcagcct gaggcagaag 
420 

accatgttga gagctaccga accatgccca tttaccctac ctacaatgaa gtgcacttgg 
480 

atgagaggcc cttccttcgc cccaatatca tttctggaaa atacgacagc actgctatct 
540 

atctggatac ccacttccgg ctcctgcgag aagatttcgt cagaccttta cgggaaggta 
600 

Ctttggaact tctccaaagc tttgaagacc agggcctgag gaagagaaag tttgatgaca 
660 

tccgaatcta ctttgacacc aggattatca cccccatgtg ttcatcatca ggcatagtct 
720 

acaaggtgca gtttgacaca aaaccactga agtttgttcg ctggcagaat tccaaacgat 
780 

tgctctatgg gtctttggta tgcatgtcca aggacaactt cgagacattt ctttttgcca 
840 

ccgtatctaa cagggagcag gaagatctct gccgaggaat tgtccagctc tgcttcaatg 
900 

agcaaagcca acagctgcta gcagaggtcc agccctctga ctctttcctc atggtagaga 
960 

caactgcata ctttgaggcc tacaggcacg tcctggaagg actccaggag gtccaggagg 
1020 

aagatgttcc cttccagagg aatatcgtgg agtgtaactc tcatgtgaag gagccaaggt 
iobo 

acttgctaat ggggggcaga tatgacttta cccccttaat agagaatcct tcagccactg 
1140 

gggaatttct aagaaatgtc gagggtttga gacatcccag aattaatgtc ttagatcctg 
1200 

gccagtggcc ctcaaaagaa gccctgaagc cggatgactc ccagatggaa gccttgcagt 
1260 

ttgctctcac aagggaactg gctattattc aaggacctcc tggaacaggc aaaacctatg 
1320 

tgggtctaaa aattgttcag gccctcctaa ccaacgagtc tgtttggcaa attagcctcc 
1380 

agaagttccc catcttggtt gtgtgttata ctaatcatgc tttggaccag tttctggaag 
1440 

gcatctacaa ttgtcagaag accagcattg tgcgggtggg tggaaggagc aacagtgaaa 
1500 

tcctgaagca gttcacccta agggagctga ggaacaagcg ggaattccgc cgcaacctcc 
1560 
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ccatgcacct ccgaagggcc tacatgagta tcatgacaca gatgaaggag tcagagcaag 
1620 

agcttcatga aggagccaag accctggagt gcaccatgcg tggtgtccta cgggaacagt 
1680 

acctgcagaa gtacatctca ccccagcact gggaaagtct catgaatgga ccagtgcagg 
1740 

atagtgaatg gatttgcttc cagcactgga agcattccat gatgctggag tggctaggtc 
1800 

ttggtgtcgg ttctttcacg caaagtgttt ctccagcagg acctgagaat acagcccagg 
1860 

cagaagggga tgaggaggaa gaaggggagg aggagagttc gctgatagag atcgcagagg 
1920 

aagctgacct gattcaagca gaccgggtga ttgaggagga agaggtggtg aggccccagc 
1980 

ggcggaagaa ggaagagagt ggagcagacc aggagttggc taaaatgctt ctggccatga 
2040 

ggctagacca ttgtggcact gggacagcag ctggacagga gcaagccaca ggagagtggc 
2100 

agacccagcg caacccagaa aaagaaaatg aaaaaaagag tgaaggatga gcctcgcaaa 
2160 

ctgaacacca tgcctgcagc cgaggccaac gagatcgagg atgtteggca cctggacctc 
2220 

agttctcgct ggcagcttta taggctctgg ctacagttgt accaggctga caccccgccc 
2280 

gggaagatcc tcagctatga acgccagtac cgcacatcag cagaaagaat ggccgagctg 
2340 

agactccagg aagacctgca cattcttaaa gatgcccagg ttgtaggaat gacaaccaca 
2400 

ggtgctgcca aataccgcca gatcctacag aaggtggagc cgaggattgt catagtggaa 
2460 

gaagctgcgg aagtccttga ggcccacacc attgccacat tgagcaaagc tt 
2512 

<210> 3736 
<211> 155 
<212> PRT 

<213> Homo sapiens 
<400> 3736 

Thr lie Val Ala Leu Gly Gin Gin Leu Asp 

1 5 10 

Ser Gly Arg Pro Ser Ala Thr Gin Lys Lys 

20 25 
Lys Asp Glu Leu Arg Lys Leu Asn Thr Met 

35 40 
Glu He Glu Asp Val Trp His Leu Asp Leu 

50 55 
Tyr Arg Leu Trp Leu Gin Leu Tyr Gin Ala 
65 70 

He Leu Ser Tyr Glu Arg Gin Tyr Arg Thr 

85 90 
Glu Leu Arg Leu Gin Glu Asp Leu His lie 
100 105 



Arg 


Ser Lys 


Pro 


Gin Glu 








15 


Lys 


Met Lys 


Lys 


Arg Val 






30 




Pro 


Ala Ala 


Glu 


Ala Asn 




45 






Ser 


Ser Arg 


Trp 


Gin Leu 




60 






Asp 


Thr Pro 


Pro 


Gly Lys 


75 






80 


Ser 


Ala Glu 


Arg 


Met Ala 








95 


Leu Lys Asp 


Ala 


Gin val 






110 




Tyr Arg Gin 


He 


Leu Gin 
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US 120 12S 

Lys Val Glu Pro Arg lie Val He Val Glu Glu Ala Ala Glu Val Leu 

130 13S 140 

Glu Ala His Thr He Ala Thr Leu Ser Lys Ala 
145 150 155 

<210> 3737 

<211> 1046 

<212> DNA 

<213> Homo sapiens 

<400> 3737 

ngtgctgtgg ctgcaggctg gcaggtggca gccccatgcc caggtgcctg cgtatgctac 
60 

aatgagccca aggtgacgac aagctgcccc cagcagggcc tgcaggctgt gcccgtgggc 
120 

atccctgctg ccagccagcg catcttcctg cacggcaacc gcatctcgca tgtgccagct 

ieo 

gccagcttcc gtgcctgccg caacctcacc atcctgtggc tgcactcgaa tgtgctggcc 
240 

cgaattgatg cggctgcctc cactggcctg gccctcctgg gagcactgga cctcagcgat 
300 

aacgcacagc tccggtctgt ggaccctgcc acattccacg gcctgggccg cctacacacg 
360 

ctgcacctgg accgctgcgg cctgcaggag ctgggcccgg ggctgttccg cggcctggct 
420 

gccctgcagc acctctacct gcaggacaac gcgctgcagg cactgcctga tgacaccttc 
480 

cgcgacctgg gcaacctcac acacctcttc ctgcacggca accgcatctc cagcgtgccc 
540 

gagcgcgcct tccgtgggct gcacagcctc gaccgtctcc tactgcacca gaaccgcgtg 
600 

gcccatgtgc acccgcatgc cttccgtgac cttggccgcc tcatgacact ctatctgttt 
660 

gccaacaatc tatcagcgct gcccactgag gccctggccc ccctgcgtgc cctgcagtac 
720 

ctgaggctca acgacaaccc ctgggtgtgt gactgccggg cacgcccact ctgggcctgg 
780 

ctgcagaagt tccgcggctc ctcctccgag gtgccctgca gcctcccgca acgcctggct 
840 

ggccgtgacc tcaaacgcct agctgccaat gacctgcagg gctgcgctgt ggccaccggc 
900 

ccttaccatc ccatctggac cggcagggcc accgatgagg agccgctggg gcttcccaag 
960 

tgctgccagc cagatgccgc tgacaaggcc tcagtactgg agcctggaag accagcttcg 
1020 

gcaggcaatg cgctgaaggg acgcgt 
1046 

<210> 3738 

<211> 348 

<212> PRT 

<213> Homo sapiens 
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<400> 3738 

Xaa Ala Val Ala Ala Gly Trp Gin Val Ala Ala Pro Cys Pro Gly Ala 

IS 10 15 

Cys Val Cys Tyr Asn Glu Pro Lys Val Thr Thr Ser Cys Pro Gin Gin 

20 25 30 

Gly Leu Gin Ala Val Pro Val Gly He Pro Ala Ala Ser Gin Arg lie 

35 40 45 

Phe Leu His Gly Asn Arg He Ser His Val Pro Ala Ala Ser Phe Arg 

50 55 60 

Ala Cys Arg Asn Leu Thr He Leu Trp Leu His Ser Asn Val Leu Ala 
65 70 75 80 

Arg He Asp Ala Ala Ala Phe Thr Gly Leu Ala Leu Leu Gly Ala Leu 

8S 90 95 

Asp Leu Ser Asp Asn Ala Gin Leu Arg Ser Val Asp Pro Ala Thr Phe 

100 105 HO 

His Gly Leu Gly Arg Leu His Thr Leu His Leu Asp Arg Cys Gly Leu 

115 120 125 

Gin Glu Leu Gly Pro Gly Leu Phe Arg Gly Leu Ala Ala Leu Gin Tyr 

130 135 140 

Leu Tyr Leu Gin Asp Asn Ala Leu Gin Ala Leu Pro Asp Asp Thr Phe 
145 150 155 160 

Arg Asp Leu Gly Asn Leu Thr His Leu Phe Leu His Gly Asn Arg He 

16 5 170 175 

Ser Ser Val Pro Glu Arg Ala Phe Arg Gly Leu His Ser Leu Asp Arg 

180 185 190 

Leu Leu Leu His Gin Asn Arg Val Ala His Val His Pro His Ala Phe 

195 200 205 

Arg Asp Leu Gly Arg Leu Met Thr Leu Tyr Leu Phe Ala Asn Asn Leu 

210 215 220 

Ser Ala Leu Pro Thr Glu Ala Leu Ala Pro Leu Arg Ala Leu Gin Tyr 
225 230 235 240 

Leu Arg Leu Asn Asp Asn Pro Trp Val Cys Asp Cys Arg Ala Arg Pro 

245 250 255 

Leu Trp Ala Trp Leu Gin Lys Phe Arg Gly Ser Ser Ser Glu Val Pro 

260 265 270 

Cys Ser Leu Pro Gin Arg Leu Ala Gly Arg Asp Leu Lys Arg Leu Ala 

275 280 285 

Ala Asn Asp Leu Gin Gly Cys Ala Val Ala Thr Gly Pro Tyr His Pro 

290 295 300 

He Trp Thr Gly Arg Ala Thr Asp Glu Glu Pro Leu Gly Leu Pro Lys 
305 310 315 320 

Cys Cys Gin Pro Asp Ala Ala Asp Lys Ala Ser Val Leu Glu Pro Gly 

325 330 335 

Arg Pro Ala Ser Ala Gly Asn Ala Leu Lys Gly Arg 
340 345 



<210> 3739 

<211> 1252 

<212> DMA 

<213> Homo sapiens 



<400> 3739 

tcatccttat cttcgtcatt ttctgggctg agctttttgg acaaggtgct gtgccagtct 
60 
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acacccctca gccagctgtt cttggaggtc ctgcccctgg gacttgtccg gctcatccag 
120 

agtgaggagg gcctggagat gctcattcaa tgagcgggag gcacctctcc cttcccgtaa 
160 

cttctccccc aactgggtca gctctcgttc ctgagagtga accaggactt tatattgctg 
240 

tatttctcct gtcggttggc caggaagccg gccagttgag ttagaaaaca tctctctttg 
300 

aggtttctga actgctgttt gttctctgcc aactgggggc gcaatttctc gttgatttct 
360 

agaatgttca tctctgcctt ctcgctggac aaagggccgg ctgataccac catgctgacg 
420 

tttgtggcag aagaggtgga gtcagggact tactgttgtg aaaaatgtga tcactcccca 
4S0 

cagcacttta ggatccttca ccacaaaaac aaggttcgag gtgcctcaac tcagagctga 
S40 

aagcactgcc agtagctcag actctgataa gagtgaggta gattgtggcc agcgtgccag 
600 

gtaaccgtct tgatccatag gctcacattt gatcccaact ggcggctgct tcttggcatt 
660 

aactttggat tcccaaccag taaatcttag caagatctga gtttctccag gtatgatatt 
720 

attttgtttg accatcctta tcttcaaggg ctgttggatc tggcagctct tgatgtcagc 
7B0 

ccacaccatg tgaggctgct cttggtgcac cgaatgggga agtttctaca tcagggcctc 
840 

ggagaatcca ctggaagccc tggacagtgg gagtcagcgg cacccccagt gtggaggcca 
900 

agagcacaca gcactgaagc tccaggacac cctcaggagg acggcaaggg acaattggct 
960 

ggtgagagcc cgggtcaccg ggaaccttcg cctgggtcta aacaggattt gccttcagat 
1020 

tgccccagaa acgctgggtg gacttcgcgt aacttcccat tcacagggca gccggcagcc 
1080 

gcgccgccgc gcctcggccc agctcctggc gccgcagatc gcccgtcccg cgttcccaaa 
1140 

agccccgcgc tcgctcagaa gctcgggcag cctcgcgacc ctcacctacc cctcccaata 
1200 

tcgccgctgt ctcaaccgcc gcccagccca tagcctgcgg ccagctggat cc 
1252 



<210> 3740 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 3740 

Met Gly Lys Phe Leu His Gin Gly 

1 5 
Gly Gin Trp Glu Ser Ala Ala Pro 
20 

Ser Thr Glu Ala Pro Giy His Pro 

35 40 
Ala Gly Glu Ser Pro Gly His Arg 



Leu Gly Glu Ser Thr Gly Ser Pro 

10 15 
Pro Val Trp Arg Pro Arg Ala His 
25 30 
Gin Glu Asp Gly Lys Gly Gin Leu 
45 

Glu Pro Ser Pro Gly Ser Lys Gin 
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50 55 60 

Asp Leu Pro Ser Asp Cys Leu Arg Asn Ala Gly Trp Thr Ser Arg Asn 
65 70 75 80 

Phe Pro Phe Thr Gly Gin Pro Ala Ala Ala Pro Pro Arg Leu Gly Pro 

85 90 95 , 

Ala Pro Gly Ala Ala Asp Arg Pro Ser Arg Val Pro Lys Ser Pro Ala 

100 105 11° 

Leu Ala Gin Lys Leu Gly Gin Pro Arg Asp Pro His Leu Pro Leu Pro 

US 120 125 

He Ser Pro Leu Ser Gin Pro Pro Pro Ser Pro 
130 135 

<210> 3741 

<211> 562 

<212> DNA 

<213> Homo sapiens 

<400> 3741 

cagacagcaa gcgacggccc agctcctcaa ggccacctcc gacctcggcg gggtggggca 
60 

gtcgtgtcca ctgtggggat ccacgtcctg actaaccttg tgttcctaga aatccctcac 
120 

cggcagatcg gtgcctcctg aatcccaccc aaaattccca ctgggaatgt gttcctgaaa 
180 

gagctgccca ggcttgagaa agcctctttt cagaccaaac ttcgtattca aagctcaaaa 
240 

agaactgcac acaattagga cagtcataca agatgctgcc cctaatcctg ccacaatctg 
300 

cgagaaggga ggcggggctt ccgagggcaa agtgcccctg ggaagggatc cgcagggaac 
360 

agctttgaaa ggaccacagc ccccagccac gaggggagca agcacgagcc ggggagagag 
420 

ctctgcgctc gcacacggga ttcatctccg ccgcctctgc ccgtttccag caacacggag 

ccaggcggaa acagtttctc cagcccattc gcctccccga cccttcctct cacggcacgg 
540 

ctgggccgct ttcatcacgc gt 
S62 

<210> 3742 

<211> 138 

<212> PRT 

<213> Homo sapiens 

<400> 3742 

Met Gly Trp Arg Asn Cys Phe Arg Leu Ala Pro Cys Cys Trp Lys Arg 

1 S 10 I 5 

Ala Glu Ala Ala Glu Met Asn Pro Val Cys Glu Arg Arg Ala Leu Ser 

20 25 30 

Pro Ala Arg Ala Cys Ser Pro Arg Gly Trp Gly Leu Trp Ser Phe Gin 

35 40 45 

Ser Cys Ser Leu Arg lie Pro Ser Gin Gly His Phe Ala Leu Gly Ser 

SO 55 60 

Pro Ala Ser Leu Leu Ala Asp Cys Gly Arg He Arg Gly Ser lie Leu 
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65 70 75 80 

Tyr Asp Cys Pro Asn Cys Val Gin Phe Phe Leu Ser Phe Glu Tyr Glu 

85 90 95 

Val Trp Ser Glu Lys Arg Leu Ser Gin Ala Trp Ala Ala Leu Ser Gly 

100 105 no 

Thr His Ser Gin Trp Glu Phe Trp Val Gly Phe Arg Arg His Arg Ser 

115 120 125 

Ala Gly Glu Gly Phe Leu Gly Thr Gin Gly 
130 135 

<210> 3743 

<211> 46B 

<212> DNA 

<213> Homo sapiens 

<400> 3743 

nntcatgagc cttcttacaa gctccatttt ggcaaggcgc tgacaatggc ggaggctgaa 
60 

ggcaatgcaa gctgcacagt cagtctaggg ggtgccaata tggcagagac ccacaaagcc 
120 

atgatcctgc aactcaatcc cagtgagaac tgcacctgga caatagaaag accagaaaac 
180 

aaaagcatca gaattatctt ttcctatgtc cagcctgatc cagatggaag ctgtgaaagt 
240 

gaaaacatta aagtctttga cggaacctcc agcaatgggc ctctgctagg gcaagtctgc 
300 

agtaaaaacg actatgttcc tgtatttgaa tcatcatcca gcacattgac gtttcaaata 
360 

gttactgact cagcaagaat tcaaagaact gtctttgtgt tctagtagtt cttatttcct 
420 

aacatcttta ttccaaagtg tggcggttac ctggatccct ggaaggat 
468 

<210> 3744 

<211> 134 

<212> PRT 

<213> Homo sapiens 

<400> 3744 

Xaa His Glu Pro Ser Tyr Lys Leu His Phe Gly Lys Ala Leu Thr Met 

IS 10 15 

Ala Glu Ala Glu Gly Asn Ala Ser Cys Thr Val Ser Leu Gly Gly Ala 

20 25 30 

Asn Met Ala Glu Thr His Lys Ala Met He Leu Gin Leu Asn Pro Ser 

35 40 45 

Glu Asn Cys Thr Trp Thr He Glu Arg Pro Glu Asn Lys Ser He Arg 

50 55 60 

He He Phe Ser Tyr Val Gin Leu Asp Pro Asp Gly Ser Cys Glu Ser 
65 70 75 80 

Glu Asn He Lys Val Phe Asp Gly Thr Ser Ser Asn Gly Pro Leu Leu 

85 90 95 

Gly Gin Val Cys Ser Lys Asn Asp Tyr Val Pro Val Phe Glu Ser Ser 

100 105 HO 

Ser Ser Thr Leu Thr Phe Gin He Val Thr Asp Ser Ala Arg He Gin 
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115 120 12S 

Arg Thr Val Phe Val Phe 
130 

<210> 374S 

<211> 345 

<212> DNA 

<213> Homo sapiens 

<400> 3745 

acgcgtcgaa agggaagagc agaggacgct ggctctcatg gcaggatggt gtgtgtacgg 
60 

gacgctgtgg gagaggaaaa cagccacatg tgggctggct gcttggagga gacacatgag 
120 

ccgtgaacac gtctcccccg gccgctccct ggttccatgc gtgctcgtct tgggcaccac 
180 

gagaacacag ccatgcagcc cccgatcctg cagccacagc cacggcatcg cctggtcgga 
240 

tgcagcatct gctccggacg cctctcgctg tcggtgccag gcctgccagg ccaagccccg 
300 

attctcaggg gcggcaggag gtgggaggca cgtttgggcg gatcc 
345 

<210> 3746 

<211> 102 

<212> PRT 

<213> Homo sapiens 

<400> 3746 



Met 


Ala 


Gly 


Trp 


Cys 


val 


Tyr Gly Thr 


Leu Trp Glu Arg 


Lys Thr Ala 


l 








5 








10 


15 


Thr 


Cys 


Gly 


Leu 


Ala 


Ala 


Trp Arg 


Arg 


His Met Ser Arg 


Glu His Val 








20 








25 




30 


Ser 


Pro 


Gly 


Arg 


Ser 


Leu 


Val Pro 


Cys 


Val Leu Val Leu 


Gly Thr Thr 






35 








40 




45 




Arg 


Thr 


Gin 


Pro 


Cys 


Ser 


Pro Arg 


Ser 


Cys Ser His Ser 


His Gly He 




so 










SS 




60 




Ala 


Trp 


Ser 


Asp 


Ala 


Ala 


Ser Ala 


Pro 


Asp Ala Ser Arg 


Cys Arg Cys 


65 










70 






75 


80 


Gin 


Ala 


Cys 


Gin 


Ala 


Lys 


Pro Arg 


Phe 


Ser Gly Ala Ala 


Gly Gly Gly 










85 








90 


95 


Arg 


His 


Val 


Trp 


Ala 


Asp 











100 



<210> 3747 

<21l> 800 

<212> DNA 

<213> Homo sapiens 

<400> 3747 

cctaggcgag gcgctggcgc tggggtctgg ctggcgtcat gcgtgccacg ctctcctcta 
60 

cgcgccggac cctgggatgc tcttcggccg catcccgctg cgctacgcca tactggtgag 
120 
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aagggggcgc gcccggccac tttctgcctg agccccgcac cctctctggt ggtctcctct 
180 

ggggcgcccc tgccaatccc cgcttccccc tcccgcagat gcagatgcgc ttcgatggac 
240 

gcctgggctt ccccggcgga ttcgtggaca cgcaggacag aagcctagag gacgggctga 
300 

accgcgagct gcgcgaggag ctgggcgaag cggctgccgc tttccgcgtg gagcgcactg 
360 

actaccgcag ctcccacgtc ggggtcaggg ccacgcgttg tggcccactt ctatgccaag 
420 

cgtctgacgc tcgaggagct gttggctgtg gaggccggcg caacacgcgc caaggaccac 
480 

gggctggagg tgggaccagc ctgggactct gtccctttcc caatttcctc ttctcccaaa 
S40 

gctttctctc ccccaagaaa gcatccctgg agaaaagtct ttgcccctct gaccttgccc 
600 

tctccccagc tttcttggtg gagttgggat cgtgatcatc tatactctga attagtactg 
660 

ccaacctggg ctttctgtaa aggtctttcc caccctttac caggagagat cctttctaga 
720 

acacactcat ccatgtctct ctgctgttcc ctattgacag tgtgatagat tatcacatta 
780 

tctaggtgtg gcaacctagg 
800 

<210> 3748 
<211> 13B 
<212> PRT 

<213> Homo sapiens 
<400> 3748 

Met Gin Met Arg Phe Asp Gly Arg Leu Gly Phe Pro Gly Gly Phe Val 

X 5 10 IS 

Asp Thr Gin Asp Arg Ser Leu Glu Asp Gly Leu Asn Arg Glu Leu Arg 

20 25 30 

Glu Glu Leu Gly Glu Ala Ala Ala Ala Phe Arg Val Glu Arg Thr Asp 

35 40 45 

Tyr Arg Ser Ser His Val Gly Val Arg Ala Thr Arg Cys Gly Pro Leu 

50 55 60 

Leu Cys Gin Ala Ser Asp Ala Arg Gly Ala Val Gly Cys Gly Gly Arg 
65 70 75 80 

Arg Asn Thr Arg Gin Gly Pro Arg Ala Gly Gly Gly Thr Ser Leu Gly 

85 90 95 

Leu Cys Pro Phe Pro Asn Phe Leu Phe Ser Gin Ser Phe Leu Ser Pro 

100 105 HO 

Lys Lys Ala Ser Leu Glu Lys Ser Leu Cys Pro Ser Asp Leu Ala Leu 

115 120 . 125 

Ser Pro Ala Phe Leu Val Glu Leu Gly Ser 
130 135 

<210> 3749 

<211> 648 

<212> DNA 

<213> Homo sapiens 
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<400> 3749 

cgcgccccct gggaggatcc tgccaagtgg gtgatggaca catatccatg ggcagccagc 
60 

ccacaacagc acgagtggcc tcccctgctg cagttacggc ctgaggatgt cggcttcgac 
120 

ggctactcca tgcctcggga gggatcgaca agcaagcaga tgccccccag tgatgctgaa 
180 

ggtgacccgc tgatgaacat gctgatgagg ctgcaggagg cagccaacta ctccagcccc 
240 

cagagctatg acagcgactc caacagcaac agccatcacg atgacatctt ggactcctct 
300 

ttggagtcca ctctgtgaca ggggcccgga gcccagcgcc ctcctcttct cctcaccgca 
360 

ttccacctgc atcccccaca ccaccccgaa gatgacttcc cgagccagcc cccagccaca 
420 

gccttagagc tgcgggaaca ccgagacccc ccgtccttca gcctcgacct gggtgcaggc 
480 

atcccgggcc agctgcctgc ggaccgcttc cttccacagc gagaactgca ctaccttctg 
540 

ttgtacttta attattgttt tgccttgttg ctgtgacctc cctaagacac tgaagatact 
600 

tctcgggaaa ggatcatcgc cgttgaaatg aaaaaaaaaa aaaaaaaa 
648 

<210> 3750 

<211> 10S 

<212> PRT 

<213> Homo sapiens 

<400> 3750 



Arg Ala 


Pro 


Trp 


Glu Asp Pro 


Ala 


Lys 


Trp Val Met Asp Thr Tyr 


Pro 


1 






5 






10 15 




Trp Ala 


Ala 


Ser 


Pro Gin Gin 


His 


Glu 


Trp Pro Pro Leu Leu Gin 


Leu 






20 






25 


30 




Arg Pro 


Glu 


Asp 


Val Gly Phe 


Asp Gly 


Tyr Ser Met Pro Arg Glu 


Gly 




35 






40 




45 




Ser Thr 


Ser 


Lys 


Gin Met Pro 


Pro 


Ser 


Asp Ala Glu Gly Asp Pro 


Leu 


50 






55 






60 




Met Asn 


Met 


Leu 


Met Arg Leu 


Gin 


Glu 


Ala Ala Asn Tyr Ser Ser 


Pro 


65 






70 






75 


80 


Gin Ser 


Tyr 


Asp 


Ser Asp Ser 


Asn 


Ser 


Asn Ser His His Asp Asp 


He 








85 






90 95 




Leu Asp 


Ser 


Ser 


Leu Glu Ser 


Thr 


Leu 










100 






105 







<210> 3751 

<211> 554 

<212> DNA 

<213> Homo sapiens 

<400> 3751 

gcgcgcctgt ctgccctcgc acgtgcgctg gcagggccgc cgcctcgccc tcaccatgga 
60 
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cctggccccg ctgccgctcg cggctcggtc gccccgagcg gggccaaggg cgtttcctac 
120 

acgcagggcc agagtccgga gccgcggacc cgcgaggtat ttctactacg tggaccacca 
180 

gggccagccc ttcctggatg attccaaaat gaagaatttc atcacccgct tcaaagaccc 
240 

gcagttcctg gtcaccttcc tctcccgcct gagacccaac cgcagcgggc gctacgaggc 
300 

cgctttcccc ttcctctcgc cctgcggcag agagcgcaac ttcccgcgct gcgaggaccg 
360 

gccggtggcc ttcacgcacc tgctgaccgc ggaccacggg cctccgcgcc tctcctactg 
420 

cggcggtggc gaggccctgg ccgtgccctt cgagccggcg cgcctgctgc ccctggccgc 
480 

caacgggcgc ctgtaccacc cggcgccgga gcgtgcgggc ggcgtgggcc tgggtgcgcc 
540 

ttcgcccctg gccc 
554 



<210> 3752 

<211> 66 

<212> PRT 

<213> Homo sapiens 



<400> 3752 

Ala Arg Leu Ser Ala Leu Ala Arg Ala Leu Ala Gly Pro Pro Pro Arg 

IS 10 15 

Pro His His Gly Pro Gly Pro Ala Ala Ala Arg Gly Ser Val Ala Pro 

20 25 30 

Ser Gly Ala Lys Gly Val Ser Tyr Thr Gin Gly Gin Ser Pro Glu Pro 

35 40 45 

Arg Thr Arg Glu Val Phe Leu Leu Arg Gly Pro Pro Gly Pro Ala Phe 

50 55 60 

Pro Gly 
65 



<210> 3753 

<2ll> 1426 

<212> DNA 

<213> Homo sapiens 



<400> 3753 

nnaattcgga acaggtgcag tacttgctct aactttgccg cagctgcctc ccttctctcg 
60 

gaacccactc tcctaaccca cccccgagag gcggagagaa tgtgggagca cttcagagag 
120 

gcctaggctc cggagatcgg gccatctggg ctctgaaagc aaattagttt tccaactcat 
180 

gtctggctcc ggcgttaccc agacgcctgg aaggtccttc ctgcagtctg atcaccattt 
240 

ttcctgctgc actgaccaat cagctcccct tggccttcaa cctcgggaat gatggattag 
300 

gggagtctag aaatggacga agccctagaa acgcagctga agacgagcag aggacgcttc 
360 
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tcggctacag aatccctccc caccttggag 
420 

gtccacatgc gacccatcgg cctgacgtgg 
480 

ctagaagcct gtggagggag ccgcccactc 
540 

gcagctgatc tgggcaaagg caagctgcac 
600 

gacacaacag agacatcggg ccctggaaac 
660 

gaatgcgaat ccttcctgga acacctccaa 
720 

ctattggggg tacgccaggc acagccgctc 
780 

aactgcgaag atgatatcac ctgcggcccg 
840 

tgtgagccca gctgccttac ctatggacag 
900 

tcggctctgg gccacgccct accggtggct 
960 

tccatctccg cggtacctcg tcccagacca 
1020 ' 

cgttcccgca gccctcgcac ctccatcctg 
1080 

agcggcagcg gcccctagcg gacgcgtggc 
1140 

ccccgcccct caggacaccc agaaccccac 
1200 

ttgagatgtc tgtccctcct ccctggagct 
1260 

agaaatgacc caactctctc acttttccct 
1320 

aaaaagccca tgtccacctg agataagagc 
1380 

cccatcggcc tgacgtgggt gctgcaactg 
1426 

<210> 3754 
<211> 261 
<212> PRT 

<213> Homo sapiens 
<400> 3754 

Met Asp Glu Ala Leu Glu Thr Gin 

1 5 
Ser Ala Thr Glu Ser Leu Pro Thr 
20 

Met Asp Cys Arg Val His Met Arg 

35 40 
Gin Leu Thr Leu Ala Trp lie Leu 

50 55 
Pro Leu Gin Ala Arg Ser Gin Gin 
65 70 
Gly Lys Gly Lys Leu His Leu Ala 



ctcttatctc aggtggacat ggactgcagg 
gtgctgcaac tgaccttggc atggatcctg 
caagccaggt cccagcaaca ccatgggctg 
ctggcaggac cttgttgtcc ctcagagatg 
catccagaac gctgtggagt gccgagccct 
cgtgcccttc gcagtcgctt ccgcctgcgg 
tgcgaggagc tctgccaggc ctggttcgcc 
acttggctcc cactctcaga aaaaaggggc 
accttcgcag acgggacgga cctttgtcgc 
gctcctggag cccgtcactg cttcaacatc 
ggacgacggg gccgggaagc tccctcccgg 
gacgctgcgg gcagcgggag tggcagtgga 
cctgagttgg gggagcgacc cttcccccag 
ccctcgtcct ctcggccttc tgtaatagtt 
ccagagaccc acccctctcc aggttatccc 
ctcccctttg aataaagtcg ccagctaaaa 
tgttggctgg attggggggt ccacatgcga 
acctcggcat ggatcc 



Leu 


Lys 


Thr Ser Arg 


Gly Arg Phe 




10 




15 


Leu 


Glu 


Leu Leu Ser 


Gin Val Asp 


25 






30 


Pro 


lie 


Gly Leu Thr 


Trp Val Leu 






45 




Leu 


Glu 


Ala Cys Gly 


Gly Ser Arg 






60 




His 


His 


Gly Leu Ala 


Ala Asp Leu 






75 


80 


Gly Pro 


Cys Cys Pro 


Ser Glu Met 
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85 




90 




Asp Thr Thr 


Glu 


Thr 


Ser Gly 


Pro Gly Asn 


His Pro Glu Arg Cys Gly 


100 






105 


11U 


Val Pro Ser 


Pro Glu Cys Glu 


Ser Phe Leu 


Glu His Leu Gin Arg Ala 


115 








120 


125 


Leu Arg Ser 


Arg 


Phe 


Arg Leu 


Arg Leu Leu 


Gly Val Arg Gin Ala Gin 


130 






135 




140 


Pro Leu Cys 


Glu 


Glu 


Leu Cys 


Gin Ala Trp 


Phe Ala Asn Cys Glu Asp 


14 5 






150 




155 160 


Asp lie Thr 


Cys 


Gly 


Pro Thr 


Trp Leu Pro 


Leu Ser Glu Lys Arg Gly 




165 




170 


175 


Cys Glu Pro 


Ser 


Cys 


Leu Thr 


Tyr Gly Gin 


Thr Phe Ala Asp Gly Thr 


180 






185 


190 


Asp Leu Cys 


Arg 


Ser 


Ala Leu 


Gly His Ala 


Leu Pro Val Ala Ala Pro 


195 








200 


205 


Gly Ala Arg 


His 


Cys 


Phe Asn 


He Ser He 


Ser Ala Val Pro Arg Pro 


210 






215 




220 


Arg Pro Gly Arg Arg Gly Arg 


Glu Ala Pro 


Ser Arg Arg Ser Arg Ser 


225 






230 




235 240 


Pro Arg Thr 


Ser 


He 


Leu Asp 


Ala Ala Gly 


Ser Gly Ser Gly Ser Gly 




245 




250 


255 


Ser Gly Ser Gly 


Pro 









260 

<210> 3755 

<211> 3149 

<212> DNA 

<213> Homo sapiens 

<400> 3755 

atgaatctct gttccaaatg ctttgctgat tttcaaaaga aacagccaga cgatgattcc 
60 

gctccaagta caagtaacag ccaatcagat ttgttttccg aagagaccac cagtgacaac 
120 

aacaatacct cgataaccac gccaactctt agtcccagcc agcagccgct tccgacagaa 
180 

ctgaatgtaa cttcaccgag taaagaggag tgtgggccat gcacagacac agctcatgtc 
240 

tcattaatca caccaacaaa aagatcctgt ggtacagatt cacagtctga gaatgaggct 
300 

tcaccagtaa aacggccacg actacttgag aatacggaac ggtccgagga aaccagtcga 
360 

tctaaacaga agagtcgacg tcggtgcttc cagtgccaaa ccaaactgga gctggtgcag 
420 

caggaattgg gatcgtgtcg ctgcggttat gtgttctgta tgttacatcg cctccccgag 
480 

cagcacgact gcacattcga ccacatgggc cgtggccggg aggaagccat catgaaaatg 
540 

gtgaagctgg accggaaagt ggggcgctcc tgccagcgca tcggggaggg gtgctcctga 
600 

aggccaggca tggccaccac. gtgacgctgt tcttagttca ctaatgttag ccttatttag 
660 

gacaaagtca gccagacacc ttgtactggg cacgcgtcag actgcagcca gtccgtttcc 
720 
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tttctttagc cagccatcct ggtactgtag tttaggggtt gatggtggtt gaaattgatt 
780 

tctggctggt tactaaggtg cctgctagcc attgtataaa attaaaacat gaagaatatt 
840 

ttttttttga gcatggctag tggatttaaa acaacacata cctgtcactg ctggagtcaa 
900 

acttataaaa agccttaagt ggaaagtgtt ccagacggag actctgagtt aatagaggag 
960 

tagaagctgg tgttaaagtt cccacgacgc acatggcttt gccagaaact ctgtttaatg 
1020 

atcggccttt cacctcttca cttatcctta gtcccagtag ccaggatacc tgatggccac 
1080 

gtgtgccttg gccacgggag gctgctgaga ttggccacgt ggctgggctg ggtggtggcc 
1140 

tcactctccc acagagctgg aaatgggggg tgggggacag attcttacgg aaattttttt 
1200 

acctgacttg ctatgaaaaa actcatcaca caagaagaga aacagtaacc tcactttgaa 
1260 

aattagctcc actcaagact agtccacgaa cgagacccgc cttttctaca caggatccaa 
1320 

ggtcacgaga agcagccaga gtgccccgcc tccgccggct ctggtctgcc attcgccagt 
1380 

gcagggatct ggcacggacc agatgtggcg aatggcagca cagcgcggtg gctgggtctg 
1440 

cacactggcc tctgcagcca gatttctata ttgggagttt tttaaaaaga catttcatag 
1500 

ccaacaagaa tcagtagaag tgctgggagc agcagctggg gaagctgccg cccacgggct 
1560 

ctgccccttc cagctggagc cgcccgtgcc tccaggggcc aagaggatga tgtcgtggcc 
1620 

tccattctcg tttctatgca gccccatagt ccaaggacac ccagtccaca tctaccatat 
1680 

agcaagttta gtaagggaag gcagcatacg tcccagggac agtgggtttg gatctgtcta 
1740 

gaacagcggt ttgtggctgt ggcccagctc cgagagtgat atttgctctg gtaggtgagg 
1800 

gcctgagggt acatttctcc acctgtgccc cctcatgttc acagaggatt tcagcagctg 
1860 

caactgcgca cgccaggtgg ggaagggtgg gggtgggcct ggttgcccca tgttaggaaa 
1920 

tcactaccag tcaggtgggg ctggggctgg gtggacagga tcaggattcc cttgaaagcc 
1980 

caggcagggt gagcagtccc agtggtccta gtgccgcatc agatccaggt gggtgagggc 
2040 

aggaggcccc tgcggaggca gcgtggatct gcccacacat aggctactgg aatagtttaa 
2100 

cccagcaact ttccttttta taaaacaaca aatggttcaa ctctgtctgc aaattaacag 
2160 

ctgaacacct gcaactgcaa atgttttttg atccgacgta ctgaaatagg aagtcatgct 
2220 

cttcccaccc tccacccacc agagtggaac ccgctgcaaa atccccagcc ttaattcttg 
2280 

cttcaggacc cagaccggtg tcttgctcta gggcaaccca gggcagaggg gccaggtctg 
2340 
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cccagcgttt accactgctg tcaagccaca gcccttggcc accatacggg ccatcctcag 

^gaggcagcc ccccataggc ttccgccaag ctctggtccc gaagaggctg tgcgagccct 

tcccggccct ccccagggcc ccccgccccc tcctctgcct gctgcgtgga ggcagccatg 
2 520 

ggaaggagcc caggggagct ggcctggggg agcgaagccc atgttcgctt cctgacttag 

agctgggggg ggtggggggt ggggcttgtt cccctgcagt atctgttctg tgaagtttgt 

taaatgtaag gaaagcttaa attcttgtat ctttaaaaga gaaaatctta tttaaccctt 

ttgtgttcta gatttactta cacacatagc ctagagctca gttttagttt taacattgtg 

alaatattaa aagaatcttg taactttatt cttttttctc ctgctgaaaa aaaaaattaa 
2820 

accaatcgta tgaaagtttg gttttcttgt ttcacccctt ctcctaagtg ccccctgggt 
2880 

tgctgggaaa actgacccat ctccctggcc agggctggaa agagatgggg gcctgtgtgc 
2940 

agagaccgtc tgcagtactt ggaggcactc gtccagttag tgtccaggct aaacagccgc 

ttccttgctt tctgttggga gcctctgccc tgggaagctg cgggactggc cttggggtaa 
3060 

aggtgggtct gcagggccaa gcctgtgcca gcagccagga ggttacacac tgggggggat 
3120 

cagaaaacga gccccagccc tgagggccc 
3149 

<210> 3756 
<211> 199 
<212> PRT 

<213> Homo sapiens 

<400> 3756 _ 

Met Asn Leu Cys Ser Lys Cys Phe Ala Asp Phe Gin Lys Lys Gin Pro 

! 5 10 15 

Asp Asp Asp Ser Ala Pro Ser Thr Ser Asn Ser Gin Ser Asp Leu Phe 

20 25 30 

Ser Glu Glu Thr Thr Ser Asp Asn Asn Asn Thr Ser He Thr Thr Pro 

35 40 45 

Thr Leu Ser Pro Ser Gin Gin Pro Leu Pro Thr Glu Leu Asn Val Thr 

50 55 60 

Ser Pro Ser Lys Glu Glu Cys Gly Pro Cys Thr Asp Thr Ala His Val 
65 * 70 75 80 

Ser Leu He Thr Pro Thr Lys Arg Ser Cys Gly Thr Asp Ser Gin Ser 

85 90 95 

Glu Asn Glu Ala Ser Pro Val Lys Arg Pro Arg Leu Leu Glu Asn Thr 

100 105 HO 

Glu Arg Ser Glu Glu Thr Ser Arg Ser Lys Gin Lys Ser Arg Arg Arg 

115 120 125 

Cys Phe Gin Cys Gin Thr Lys Leu Glu Leu Val Gin Gin Glu Leu Gly 

130 135 140 

Ser Cys Arg Cys Gly Tyr Val Phe Cys Met Leu His Arg Leu Pro Glu 
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145 150 155 160 

Gin His Asp Cys Thr Phe Asp His Met Gly Arg Gly Arg Glu Glu Ala 

165 170 l* 75 

lie Met Lys Met Val Lys Leu Asp Arg Lys Val Gly Arg Ser Cys Gin 

180 185 190 

Arg He Gly Glu Gly Cys Ser 
195 

<210> 3757 

<211> 1046 

<212> DNA 

<213> Homo sapiens 

<400> 3757 

nnacgcgtag cctcgccggg aagccaggcg tcgttcctcc ggtccatctc gctcatgctc 
60 

agggcggtgg ccacccagca gcgcggcgcc gtgttcgtgg acaaggagaa cctcaccatg 
120 

ccgggcctca ggttcgacaa catccaggga gatgcagtta aagacttgat gcttcgcttt 
180 

ctgggtgaaa aagctgcagc aaagagacaa gtcctaaatg ccgactcagt ggaacaatct 
240 

tttgttggat tgaaacagct aatccgttga caaatggcat gcccctccgt gccgtcagca 
300 

cactgacctt gtcaccatta ctaacggctg gctggcgctg cttccagcaa gagctgcaga 
360 

aactggaggg cagcagtgga cctgtgcgga cgtctcctca cagcccacgg ccagggctac 
420 

ggcaagagcg ggctgctcac cagccacacg acagattcac tgcagctctg gtttgtcagg 
480 

ctggcactac tagtgaagtt gggccttttc cagaatgctg agatggaatt tgaacccttc 
540 

ggaaatcttg atcagccaga tctttattcc gagtactacc cgcacgtgta ccctgggcgc 
600 

aggggctcca tggtcccctt ctcgatgcgc atcttgcacg cggagcttca gcagtacctg 
660 

gggaacccac aggagtcgct ggatagactg cacaaggtga agactgtctg cagcaaggta 
720 

ggtggcgctg tcattcttcc ctgccacggg gagaacatgc cctccacgcc ctccccacag 
780 

gacatgcccg tgctgttccc tgcccgtcct gccccatgca ccatcgctgc ttctgccttc 
840 

agaaggctag gtgacccagg tttgtgtggc ctggtagtcg tggctcttgc tgaaatcttt 
900 

tttagggatg gtaagagttt ctagcagagc ttgagtcctg taattcttac tgcctggtac 
960 

tatgggaagc tgaaaggcag agacatcttt cttgccaagg ctgccagctg aagcttcaag 
1020 

gtcagtgtgc cagccccccc tggtgt 
1046 

<210> 3758 
<211> 199 
<212> PRT 
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<213> Homo sapiens 



<400> 3758 

Arg Leu Ala Gly Ala Ala Ser Ser Lys Ser Cys Arg Asn Trp Arg Ala 

15 10 15 

Ala Val Asp Leu Cys Gly Arg Leu Leu Thr Ala His Gly Gin Gly Tyr 

20 25 30 

Gly Lys Ser Gly Leu Leu Thr Ser His Thr Thr Asp Ser Leu Gin Leu 

35 40 45 

Trp Phe Val Arg Leu Ala Leu Leu Val Lys Leu Gly Leu Phe Gin Asn 

50 55 60 

Ala Glu Met Glu Phe Glu Pro Phe Gly Asn Leu Asp Gin Pro Asp Leu 
65 70 75 80 

Tyr Ser Glu Tyr Tyr Pro His Val Tyr Pro Gly Arg Arg Gly Ser Met 

85 90 95 

Val Pro Phe Ser Met Arg lie Leu His Ala Glu Leu Gin Gin Tyr Leu 

100 105 110 

Gly Asn Pro Gin Glu Ser Leu Asp Arg Leu His Lys Val Lys Thr Val 

115 120 125 

Cys Ser Lys Val Gly Gly Ala Val He Leu Pro Cys His Gly Glu Asn 

130 135 140 

Met Pro Ser Thr Pro Ser Pro Gin Asp Met Pro Val Leu Phe Pro Ala 
145 150 155 160 

Arg Pro Ala Pro Cys Thr He Ala Ala Ser Ala Phe Arg Arg Leu Gly 

165 170 175 

Asp Pro Gly Leu Cys Gly Leu Val Val Val Ala Leu Ala Glu He Phe 

180 185 190 

Phe Arg Asp Gly Lys Ser Phe 
195 

<210> 3759 

<211> 830 

<212> DNA 

<213> Homo sapiens 

<400> 3759 

ngtcgaatat ccatgcagac tagatacgtt cttaagaaac agcaataaag ctctctatgg 
60 

tctcatccag aagtgtaaaa acagatatag tgccttcaac taccgggcaa caggagaaga 
120 

agagcaaagg caggcggacg agctcctgga aaaaattgag agcatggtgc atcagaatgg 
180 

gaacaagcat tgtgttttca gagaaaaaga aaccctgaac attgtccttg tggggagaag 
240 

cgggactggg aagagtgcga ccgggaactc tatcctgggg agcctcgtct tcacctctcg 
300 

gctccgggcc cagccagtca ccaagaccag ccagagtggc aggaggacat gggacggaca 
360 

ggaggtggtg gttgtggaca cccttccttc aaccagatgc tggatgtcaa aggacccatc 
420 

ccggttaaaa gaggaggtca agcgctgttt gtcctgctgt gaaaaagggg acacattttt 
480 

gtcctggtgt tccagctggg acgattcact gaagaggaca aaacagctgt ggcgaaactg 
540 
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gaggccatct ttggagcaga ctttacgaaa tacgcgatta tgctgttcac ccggaaggaa 
600 

gacctagggg cggggaattt ggaagacttc atgaagaact cagataacaa agcccttcgg 
660 

cgcattttaa aaaagtgggg ggggcgagtt tgtgctttta acaacaaaga aacaggccag 
720 

gcccaggaaa cccaggtgaa agctctttta acaaaggtca atgatctgag aaaagaaagt 
780 

gggtggtccg ggtatcccca tacacaggag aacgtcagcc cttcacgcgt 
830 

<210> 3760 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 3760 

Glu His Gly Ala Ser Glu Trp Glu Gin Ala Leu Cys Phe Gin Arg Lys 

15 10 15 

Arg Asn Pro Glu His Cys Pro Cys Gly Glu Lys Arg Asp Trp Glu Glu 

20 25 30 

Cys Asp Arg Glu Leu Tyr Pro Gly Glu Pro Arg Leu His Leu Ser Ala 

35 40 45 

Pro Gly Pro Ala Ser His Gin Asp Gin Pro Glu Trp Gin Glu Asp Met 

50 55 60 

Gly Arg Thr Gly Gly Gly Gly Cys Gly His Pro Ser Phe Asn Gin Met 
65 70 75 80 

Leu Asp Val Lys Gly Pro He Pro Val Lys Arg Gly Gly Gin Ala Leu 
85 90 95 

Phe Val Leu Leu 
100 

<210> 3761 
<211> 458 
<212> DNA 

<213> Homo sapiens 
<400> 3761 

acgcgtgcag gtggcaccca gcgccctcag gtgcgtaccc cgcccccgcc gccgacgccg 
60 

ccgacgccgc cattaagggc gggttgcctt tcggaacgtc ctcctcctga gggcctgggg 
120 

aagggaggcc gcccggccgc agcgggaggt ggccccccgg gacaccccgg cgccccgagg 
180 

cgaggcaccc ccgaaccccg atccctgctg gcaggaccag aggtgtgagg gtgggggcgg 
240 

ggaagccttg ccgcgggggc aatggtcgta cgcacggagc gcacatccct ctccttcctg 
300 

attggccgag cgggggtgtg cgtgatgcca cgctccgccc gtcgtacgtg gggcgctcgc 
360 

gctgcgtgca gacgcgcttg attggttaga taagggggcg ggggccgccg ctgttaccag 
420 

gcaactgcgc cccggatccg ccccctgacg tcacgcgt 
458 
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<210> 3762 

<211> 75 

<212> PRT 

<213> Homo sapiens 

<400> 3762 

Thr Arg Ala Gly Gly Thr Gin Arg Pro Gin Val Arg Thr Pro Pro Pro 

15 10 15 

Pro Pro Thr Pro Pro Thr Pro Pro Leu Arg Ala Gly Cys Leu Ser Glu 

20 25 30 

Arg Pro Pro Pro Glu Gly Leu Gly Lys Gly Gly Arg Pro Ala Ala Ala 

35 40 45 

Gly Gly Gly Pro Pro Gly His Pro Gly Ala Pro Arg Arg Gly Thr Pro 

50 55 60 

Glu Pro Arg Ser Leu Leu Ala Gly Pro Glu Val 
65 70 75 

<210> 3763 

<211> 1340 

<212> DNA 

<213> Homo sapiens 

<400> 3763 

nnggcgtccg ctcctccccc tcgcggtcgg tagagctggc tgcgccgagc cccctgcacg 
60 

ctgcacatgg ggcgcctgac ggaagcggcg gcagcgggca gcggctctcg ggctgcaggc 
120 

tgggcagggt cccctcccac gctcctgccg ctgtctccca cgtcccccag gtgcgcggcc 
180 

accatggcgt ccagcgacga ggacggcacc aacggcggcg cctcggaggc cggcgaggac 
240 

cgggaggctc ccggcaagcg gaggcgcctg gggttcttgg ccaccgcctg gctcaccttc 
300 

tacgacatcg ccatgaccgc ggggtggttg gttctagcta ttgccatggt acgtttttat 
360 

atggaaaagg gaacacacag agggttatat aaaagtattc agaagacact taaatttttc 
420 

cagacatttg ccttgcttga gatagttcac tgtttaattg gaattgtacc tacttctgtg 
480 

attgtgactg gggtccaagt gagctcaaga atctttatgg tgtggctcat tactcacagt 
540 

ataaaaccaa tccagaatga agagagtgtg gtgctttttc tggtcgcgtg gactgtgaca 
600 

gagatcactc gctattcctt ctacacattc agccttcttg accacttgcc atacttcatt 
660 

aaatgggcca gatataattt ttttatcatc ttatatcctg ttggagttgc tggtgaactt 
720 

cttacaatat acgctgcctt gccgtatgtg aagaaaacag gaatgttttc aataagactt 
780 

cctaacaaat acaatgtctc ttttgactac tattattttc ttcttataac catggcatca 
840 

tatatacctt tgtttccaca actctatttt catatgttac gtcaaagaag aaaggtgctt 
900 
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catggagagg tgattgtaga aaaggatgat taaatgatct ctgcaaacaa ggtgcttttt 



960 



ccagaataac caagattacc tgagtccaag ttttaataac aagaataaac aactttgtga 



1020 



aatatcatgg attgtatggt ttcttaaaat ataacttgag acacgtggta tttgccagta 



1080 



tttgtgttcc tcttgtgcca gatctatttt ttacaagaac tgtgccaata tcagtaactt 



1140 



ttgggtaggt attgattatt aggaaaataa ttaggtgtat tatctggggg aaaaaaaaac 



1200 

ttttgctaag ttttttttga aacatgctca aagcttttta aatcaatatt tagaaattag 
1260 

tttaatgatt tactattata cctgctagtg atatttatgt gatatttaca aatgaaaatt 
1320 

aatgcaaaat ttttaacaaa 
1340 

<210> 3764 

<211> 288 

<212> PRT 

<213> Homo sapiens 

<400> 3764 

Met Gly Arg Leu Thr Glu Ala Ala Ala Ala Gly Ser Gly Ser Arg Ala 

15 10 15 

Ala Gly Trp Ala Gly Ser Pro Pro Thr Leu Leu Pro Leu Ser Pro Thr 

20 25 30 

Ser Pro Arg Cys Ala Ala Thr Met Ala Ser Ser Asp Glu Asp Gly Thr 

35 40 45 

Asn Gly Gly Ala Ser Glu Ala Gly Glu Asp Arg Glu Ala Pro Gly Lys 

50 55 60 

Arg Arg Arg Leu Gly Phe Leu Ala Thr Ala Trp Leu Thr Phe Tyr Asp 
65 70 75 80 

He Ala Met Thr Ala Gly Trp Leu Val Leu Ala He Ala Met Val Arg 

85 90 95 

Phe Tyr Met Glu Lys Gly Thr His Arg Gly Leu Tyr Lys Ser He Gin 

100 105 HO 

Lys Thr Leu Lys Phe Phe Gin Thr Phe Ala Leu Leu Glu He Val His 

115 120 125 

Cys Leu He Gly He Val Pro Thr Ser Val He Val Thr Gly Val Gin 

130 135 140 

Val Ser Ser Arg He Phe Met Val Trp Leu He Thr His Ser He Lys 
145 150 155 160 

Pro He Gin Asn Glu Glu Ser Val Val Leu Phe Leu Val Ala Trp Thr 

165 170 175 

Val Thr Glu He Thr Arg Tyr Ser Phe Tyr Thr Phe Ser Leu Leu Asp 

180 185 190 

His Leu Pro Tyr Phe He Lys Trp Ala Arg Tyr Ash Phe Phe He He 

195 200 205 

Leu Tyr Pro Val Gly Val Ala Gly Glu Leu Leu Thr He Tyr Ala Ala 

210 215 220 

Leu Pro Tyr Val Lys Lys Thr Gly Met Phe Ser He Arg Leu Pro Asn 
225 230 235 240 

Lys Tyr Asn Val Ser Phe Asp Tyr Tyr Tyr Phe Leu Leu He Thr Met 
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245 

Ala Ser Tyr lie Pro Leu Phe Pro 
260 

Gin Arg Arg Lys Val Leu His Gly 
275 280 



250 255 
Gin Leu Tyr Phe His Met Leu Arg 
265 270 
Glu Val He Val Glu Lys Asp Asp 
285 



<210> 3765 
<211> 2764 
<212> DNA 

<213> Homo sapiens 



<400> 3765 

ngagtggctg ttgagcggcg ccgcgggagt tccgcaggtt tcccgtgttc gcagcggagc 
60 

cggaggccag ctgaacccgg ccgtgggatc ccggatagga ggaggagggg acccatagga 
120 

cgcgtcaaca tggacctgga aaacaaagtg aagaagatgg gcttaggtca cgagcaagga 
180 

tttggagccc cttgtttaaa atgcaaagaa aaatgtgaag gattcgaact gcacttctgg 
240 

agaaaaatat gtcgtaactg caagtgtggc caagaagagc atgatgtcct cttgagcaat 
300 

gaagaggatc gaaaagtggg aaaacttttt gaagacacca agtataccac tctgattgca 
360 

aaactaaagt cagatggaat tcccatgtat aaacgcaatg ttatgatatt gacgaatcca 
420 

gttgctgcca agaagaatgt ctccatcaat acagttacct atgagtgggc tcctcctgtc 
480 

cagaatcaag cattggccag gcagtacatg cagatgctac ccaaggaaaa gcagccagta 
540 

gcaggctcag agggggcaca gtaccggaag aagcagctgg caaagcagct ccctgcacat 
600 

gaccaggacc cttcaaagtg ccatgagttg tctcccagag aggtgaagga gatggagcag 
660 

tttgtgaaga aatataagag cgaagctctg ggagtaggag atgtcaaact tccctgtgag 
720 

atggatgccc aaggccccaa acaaatgaac attcctggag gggatagaag caccccagca 
780 

gcagtggggg ccatggagga caaatctgct gagcacaaaa gaactcaata ttcctgctat 
840 

tgctgcaaac tgagtatgaa agaaggtgac ccagccatct atgccgaaag ggctggctat 
900 

gataaactgt ggcacccagc ttgttttgtc tgcagcacct gccatgaact cctggttgac 
960 

atgatttatt tttggaagaa tgagaagcta tactgtggca gacattactg tgacagcgag 
1020 

aaaccccgat gtgctggctg tgacgagctg atattcagca atgagtatac ccaggcagaa 
1080 

aaccagaatt ggcacctgaa acacttctgc tgctttgact gtgatagcat tctagctggg 
1140 

gagatatacg tgatggtcaa tgacaagccc gtgtgcaagc cctgctatgt gaagaatcac 
1200 

gctgtggtgt gtcaaggatg ccacaatgcc atcgacccag aagtgcagcg ggtgacctat 
1260 
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aacaatttca gctggcatgc atccacagag tgctttctgt gctcttgctg cagcaaatgc 
1320 

ctcattgggc agaagttcat gccagtagaa gggatggttt tctgttcagt ggaatgtaag 
1380 

aagaggatgt cttaggagga gggcacccag aagtatcgag ccatagctat ccaaagtggt 
1440 

ctgcatttct actgtaaaat gcaatttgaa aaaaataaaa cgcaaaaaaa gaaactgtaa 
1500 

aggaaaccaa gagattttgt ttaatttttt tggccatttt ttcttcatca attttttttc 
1560 

ggtctcaact tttaaacttg gtttaagcat ttgatttgta aaacagtaaa taattgtatc 
1620 

tttccatagc ttttcaaatg tgaaatcatt tttggaagct tggatctcat taaacttcat 
1680 

gtctctattc catttgtgcc acacacttaa aagttagtgt actgaatgga aagatgagca 
1740 

ttcctagttc tacacttctt ttttccccct catgtgtaaa atgaaaagaa aactaaattt 
1800 

gccctaatac caaggcgcta cgtttattgc ctcgtcttat tcactgacct ttgtaatgat 
1860 

acacagtgaa ttctttttga caaagagaaa tgcagtgtag tatgcagagc tgctgtttta 
1920 

atgccctatg catttactct ttcctgattt aggcagaggt ggcattttct ttattgcatt 
1980 

tctctatttt tttaatgtac cctaccttca gtattctctt tgtaagttgg tgacttgcat 
2040 

ctgtggcctt gaatatttta ttatcacatg tggcataaca gtatccacac tttttagttc 
2100 

tttatttttt tttttttatt ttgagcaatt ctcctgcctc agcctcccaa atagctggga 
2160 

ttacaggtgc atgccaccac acccagctaa tttttgtatt tttagtagag acaggttttc 
2220 

accatgttag ccaggctggt ctcaaactcc tgacctcaga tgatccgcct gccttggcct 
.2280 

cccaaagtgc tgggattaca ggtgtgggag ccaccatgcc tgacccacac actttttact 
2340 

tgtatagatg atttttggct tggacataaa agccaagcca cccatttgct tttaatccaa 
2400 

agaacatgta tagtttttgt acccagagac tatgatttat attgattgca cttgcctgcc 
2460 

atgatttaga taagattttt tttgcatggt ttttattctt tcctaatgga tcctgtttta 
2520 

taatacttcc aagcctgtcc atggatatat caaatgtctt cacttgtata ttttcatggc 
2580 

taggtatttc taatgtttat tcttccctgt gtacttctac acatagctat gcactatgaa 
2640 

aattaaatgg aatgaatgat atgtatatta ctcattccat ttaattttca tagtgcatag 
2700 

ctatgaaaat taaatggaat gaatgatatg tatattactc aaaataaagt ttctttcact 

2760 

ttaa 

2764 

<210> 3766 
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<211> 464 
<212> PRT 

<213> Homo sapiens 



<400> 3766 

Xaa Val Ala Val Glu Arg Arg Arg Gly Ser Ser Ala Gly Phe Pro Cys 

15 10 15 

Ser Gin Arg Ser Arg Arg Pro Ala Glu Pro Gly Arg Gly lie Pro Asp 

20 25 30 

Arg Arg Arg Arg Gly Pro He Gly Arg Val Asn Met Asp Leu Glu Asn 

35 40 45 

Lys Val Lys Lys Met Gly Leu Gly His Glu Gin Gly Phe Gly Ala Pro 

50 55 60 

Cys Leu Lys Cys Lys Glu Lys Cys Glu Gly Phe Glu Leu His Phe Trp 
65 70 75 80 

Arg Lys He Cys Arg Asn Cys Lys Cys Gly Gin Glu Glu His Asp Val 

85 90 95 

Leu Leu Ser Asn Glu Glu Asp Arg Lys Val Gly Lys Leu Phe Glu Asp 

100 105 HO 

Thr Lys Tyr Thr Thr Leu He Ala Lys Leu Lys Ser Asp Gly He Pro 

115 120 125 

Met Tyr Lys Arg Asn Val Met He Leu Thr Asn Pro Val Ala Ala Lys 

130 135 140 

Lys Asn Val Ser He Asn Thr Val Thr Tyr Glu Trp Ala Pro Pro Val 
145 150 155 160 

Gin Asn Gin Ala Leu Ala Arg Gin Tyr Met Gin Met Leu Pro Lys Glu 

165 170 175 

Lys Gin Pro Val Ala Gly Ser Glu Gly Ala Gin Tyr Arg Lys Lys Gin 

180 185 190 

Leu Ala Lys Gin Leu Pro Ala His Asp Gin Asp Pro Ser Lys Cys His 

195 200 205 

Glu Leu Ser Pro Arg Glu Val Lys Glu Met Glu Gin Phe Val Lys Lys 

210 215 220 

Tyr Lys Ser Glu Ala Leu Gly Val Gly Asp Val Lys Leu Pro Cys Glu 
225 230 235 240 

Met Asp Ala Gin Gly Pro Lys Gin Met Asn He Pro Gly Gly Asp Arg 

245 250 255 

Ser Thr Pro Ala Ala Val Gly Ala Met Glu Asp Lys Ser Ala Glu His 

260 265 270 

Lys Arg Thr Gin Tyr Ser Cys Tyr Cys Cys Lys Leu Ser Met Lys Glu 

275 280 285 

Gly Asp Pro Ala He Tyr Ala Glu Arg Ala Gly Tyr Asp Lys Leu Trp 

290 295 300 

His Pro Ala Cys Phe Val Cys Ser Thr Cys His Glu Leu Leu Val Asp 
305 310 315 320 

Met He Tyr Phe Trp Lys Asn Glu Lys Leu Tyr Cys Gly Arg His Tyr 

325 330 335 

Cys Asp Ser Glu Lys Pro Arg Cys Ala Gly Cys Asp Glu Leu He Phe 

340 345 350 

Ser Asn Glu Tyr Thr Gin Ala Glu Asn Gin Asn Trp His Leu Lys His 

355 360 365 

Phe Cys Cys Phe Asp Cys Asp Ser He Leu Ala Gly Glu lie Tyr Val 

370 375 380 

Met Val Asn Asp Lys Pro Val Cys Lys Pro Cys Tyr Val Lys Asn His 
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385 390 395 400 

Ala Val Val Cys Gin Gly Cys His Asn Ala lie Asp Pro Glu Val Gin 

405 410 415 

Arg Val Thr Tyr Asn Asn Phe Ser Trp His Ala Ser Thr Glu Cys Phe 

420 425 430 

Leu Cys Ser Cys Cys Ser Lys Cys Leu lie Gly Gin Lys Phe Met Pro 

435 440 445 

Val Glu Gly Met Val Phe Cys Ser Val Glu Cys Lys Lys Arg Met Ser 
450 455 460 

<210> 3767 

<211> 2439 

<212> DNA 

<213> Homo sapiens 

<400> 3767 

ntttttttta tagtttaatg tattttaata gcaagtgata taccacgagg agcaaatggc 
60 

acatggaccc tccgtccttg gggtggacag aaccaactgc tcctgtcact gtttcctacc 
120 

gggcccagac acgccccaga gccccgcaca ggccagttgc tactgccagt cgtgaggcga 
180 

acccacctgc tgacccaaag ccatgccggt tccaccatga gactgagtgt gggcacttgt 
240 

gagcgtgctt ctggggcgca caggcgtcct gacgggccga agtgagaatt ccagtgcccc 
300 

agtatagtat atacaatata attaggagag aaagaagcag gatatgaaaa catacttttt 
360 

gttattggca tgaaaggcca tggtcctgtc catgtcccca gactgtgata agccaggtta 
420 

aactccagca cctgaaaggt gttctcacct gcagtgaatc tgtcgtgtgg ctggtgagca 
480 

gcccgctctt gccgtagccc tggccgtggg ctgtgaggag acgtccgcac aggtccactg 
540 

ctgccctcca gtttctgcag ctgattagct gtttcaatcc aacaaaagat tgttccactg 
600 

agtcggcatt taggacttgt ctctttgctg cagctttttc acccagaaag cgaagcatca 
660 

agtctttaac tgcatctccc tggatgttgt cgaacctgag gcccggcatg gtgaggttct 
720 

ccttgtccac gaacacggcg ccgcgctgct gggtggccac ggcccgcagg gccccaggca 
780 

gctgcgcccc cggcgtcgcc agagcctttc gcgcacatcc aggcagtgtt tgcagggagt 
840 

gacgacccct ttgccaccgc cctgagcatg ggcgagatgg accggaggaa cgacgcctgg 
900 

cttcccggcg aggctacgcg tggagtcctg cgggccgtgg ccacccagca gcgcggcgcc 
960 

gtgttcgtgg acaaggagaa cctcaccatg ccgggcctca ggttcgacaa catccaggga 
1020 

gatgcagtta aagacttgat gcttcgcttt ctgggtgaaa aagctgcagc aaagagacaa 
1080 

gtcctaaatg ccgactcagt ggaacaatct tttgttggat tgaaacagct aatcagctgc 
1140 
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agaaactgga gggcagcagt ggacctgtgc ggacgtctcc tcacagccca cggccagggc 



tacggcaaga gcgggctgct caccagccac acgacagatt cactgcagct ctggtttgtc 



1260 



aggctggcac tactagtgaa gttgggcctt ttccagaatg ctgagatgga atttgaaccc 



1320 



ttcggaaatc ttgatcagcc agatctttat tacgagtact acccgcacgt gtaccctggg 



cgcaggggct ccatggtccc cttctcgatg cgcatcttgc acgcggagct tcagcagtac 



1440 

ctggggaacc cacaggagtc gctggataga ctgcacaagg tgaagactgt ctgcagcaag 



1500 



atcctggcca atttggagca aggcttagca gaagacggcg gcatgagcag cgtgactcag 



1560 



gagggcagac aagcctctat ccggctgtgg aggtcacgtc tgggccgggt gatgtactcc 



1620 



atggcaaact gtctgctcct gatgaaggat tatgtgctgg ccgtggaggc gtatcattcg 



1680 

gttatcaagt attacccaga gcaagagccc cagctgctca gcggcatcgg ccggatttcc 



1740 



ctccagattg gagacataaa aacagctgaa aagtattttc aagacgttga gaaagtaaca 



1800 



cagaaattag atggactaca gggtaaaatc atggttttga tgaacagcgc gttccttcac 



1860 



ctcgggcaga ataactttgc agaagcccac aggttcttca cagagatctt aaggatggat 



1920 



ccaagaaacg cagtggccaa caacaacgct gccgtgtgtc tgctctacct gggcaagctc 



1980 



aaggactccc tgcggcagct ggaggccatg gtccagcagg accccaggca ctacctgcac 



2040 



gagagcgtgc tcttcaacct gaccaccatg tacgagctgg agtcctcacg gagcatgcag 



2100 



Z, J. u u 

aagaaacagg ccctgctgga ggctgtcgcc ggcaaggagg gggacagctt caacacacag 



2160 



tgcctcaagc tggcctagct gcctccaaca cactacgtca gaaggacccg ggtctttgaa 



2220 



actgtgtctt gaagctaatg tattaatgtg acatggagga actcaataaa actccttttc 



2280 

tctttanttt tctaaagttt gactatgctg tgtcttattt tacatttctg tagatttatt 

2340 . 
gtgtttttta ttcactcagc ttcaatctgt atgtttatgt ctttcaccaa attggaaagt 

2400 

ttttcacttt gattatttga ttttatattg ctttgatca 
2439 

<210> 3768 
<211> 379 
<212> PRT 

<213> Homo sapiens 
<400> 3768 

Met Leu Arg Phe Leu Gly Glu Lys Ala Ala Ala Lys Arg Gin Val Leu 

1 5 10 " 

Asn Ala Asp Ser Val Glu Gin Ser Phe Val Gly Leu Lys Gin Leu lie 
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20 25 30 

Ser Cys Arg Asn Trp Arg Ala Ala Val Asp Leu Cys Gly Arg Leu Leu 

35 40 45 

Thr Ala His Gly Gin Gly Tyr Gly Lys Ser Gly Leu Leu Thr Ser His 

50 55 60 

Thr Thr Asp Ser Leu Gin Leu Trp Phe Val Arg Leu Ala Leu Leu Val 
65 70 75 80 

Lys Leu Gly Leu Phe Gin Asn Ala Glu Met Glu Phe Glu Pro Phe Gly 

85 90 95 

Asn Leu Asp Gin Pro Asp Leu Tyr Tyr Glu Tyr Tyr Pro His Val Tyr 

100 105* HO 

Pro Gly Arg Arg Gly Ser Met Val Pro Phe Ser Met Arg lie Leu His 

115 120 125 

Ala Glu Leu Gin Gin Tyr Leu Gly Asn Pro Gin Glu Ser Leu Asp Arg 

130 135 140 

Leu His Lys Val Lys Thr Val Cys Ser Lys He Leu Ala Asn Leu Glu 
145 150 155 160 

Gin Gly Leu Ala Glu Asp Gly Gly Met Ser Ser Val Thr Gin Glu Gly 

165 170 175 

Arg Gin Ala Ser He Arg Leu Trp Arg Ser Arg Leu Gly Arg Val Met 

180 185 190 

Tyr Ser Met Ala Asn Cys Leu Leu Leu Met Lys Asp Tyr Val Leu Ala 

195 200 205 

Val Glu Ala Tyr His Ser Val He Lys Tyr Tyr Pro Glu Gin Glu Pro 

210 215 220 

Gin Leu Leu Ser Gly He Gly Arg He Ser Leu Gin He Gly Asp He 
225 230 235 240 

Lys Thr Ala Glu Lys Tyr Phe Gin Asp Val Glu Lys Val Thr Gin Lys 

245 250 255 

Leu Asp Gly Leu Gin Gly Lys He Met Val Leu Met Asn Ser Ala Phe 

260 265 270 

Leu His Leu Gly Gin Asn Asn Phe Ala Glu Ala His Arg Phe Phe Thr 

275 280 285 

Glu He Leu Arg Met Asp Pro Arg Asn Ala Val Ala Asn Asn Asn Ala 

290 295 300 

Ala Val Cys Leu Leu Tyr Leu Gly Lys Leu Lys Asp Ser Leu Arg Gin 
305 310 315 320 

Leu Glu Ala Met Val Gin Gin Asp Pro Arg His Tyr Leu His Glu Ser 

325 330 335 

Val Leu Phe Asn Leu Thr Thr Met Tyr Glu Leu Glu Ser Ser Arg Ser 

340 345 350 

Met Gin Lys Lys Gin Ala Leu Leu Glu Ala Val Ala Gly Lys Glu Gly 

355 360 365 

Asp Ser Phe Asn Thr Gin Cys Leu Lys Leu Ala 
370 375 



<210> 3769 

<211> 1931 

<212> DNA 

<213> Homo sapiens 

<400> 3769 

nacgcgtgta cgtcatggag gatatcacat tcaacgtgaa ggttgcttca ggtgaatgca 
60 
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atgaagacac tgaagtttac aacatcaccc tgtgtactgg ggatgaactc actctaatgg 



120 



ggcaggcaga aatcctttat gcaaagacat tcaaggaaaa gtcacgactc aacacaatct 



180 



tcaaaaagat tgggaagctc aattccatca gcaagctggg aaaaggcaaa atgccgtgcc 



240 



tcatttgtat gaatcaccgg accaacgaaa gcattagcct tccattccag tgcaagggca 



300 

gatttagcac ccgaagtccc ctggaacttc agatgcaaga gggcgaacac accatccgca 
360 

acattgtgga gaaaaccagg cttcctgtga atgtgactgt gccaagccct ccaccgagaa 
420 

acccatacga cctccacttc atccgtgagg ggcaccgcta taagtttgtg agcatccaga 
480 

ccaagacggt ggtggtttgc tgtgtgctgc ggaacaacaa gatcctcccc atgcactttc 
540 

ctttgcactt gactgtcccc aagttcagcc tcccagaacc cctggtgaag ggagagagct 
600 

ggcccgaaac cctggtccca tcccgggcta ggtatctgcc aagaacagtt cgacatcgat 
660 

gagtattcac gggctgtccg tgatgtgaaa accgactgga atgaagaatg caagagcccc 
720 

aagaagggtc ggtgctctgg ccacaaccac gtgcccaatt cgctcagcta cgcccgcgat 
780 

gagctcaccc agtccttcca ccgactctcg gtctgtgtgt atggcaacaa tctccatggc 
840 

aacagtgagg tgaaccttca tggttgcagg gacctggggg gagattgggc tccctttcct 
900 

catgacatcc tgccctatca ggactctgga gatagtggga gcgactacct tttcccagaa 
960 

gctagtgaag aatcagcagg catcccggga aagtcagaac ttccctacga agagctgtgg 
1020 

ctggaggaag gcaagcccag ccatcagcct ctcactcgct ctctgagcga gaagaacaga 
1080 

tgtgatcagt ttagaggttc tgtccgatcc aaatgtgcga cttctcctct tcccatccct 
1140 

gggactctgg gagcagcagt gaagtcttca gatactgccc tacctccacc tccagtgcct 
1200 

cccaaatctg aagccgtcag agaagaatgc cggctcctga acgccccacc tgttccaccc 
1260 

cgaagcgcaa agcctttgtc caccagtccc tccatccctc ctcgcacagt caagccagcg 
1320 

cggcaacaga ctcgctctcc cagccccacc ttgtcctact attcttcagg gctacacaac 
1380 

atcgtcacta aaactgacac aaatccttct gaaagcactc ctgtttcctg ctatccatgt 

1440 

aaccgagtga aaactgattc tgtggacctg aaatccccgt ttggaagtcc ttctgctgaa 
1500 

gctgtgtcct ctcggctctc atggcctaac cattattcag gagcatcaga aagccagacc 
1560 

aggagtgact tcctgctgga tccaagcagg agttatagtt accctagaca aaagacgcca 
1620 

ggcacaccaa agagaaactg cccagcacct tttgattttg atggctgtga gctcctggcc 
1680 
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agccccacta gcccagtcac tgcagaattc agtagcagcg tctctggttg tcccaagtca 
1740 

gccagctact ctctggagag cacagatgtg aaatctcttg cagctggtgt gacaaagcag 
1800 

agtacgtcat gccctgcctt accccccagg gctccaaaac tagtggaaga gaaggtcgcc 
1860 

tccgaaacat ctcctttgcc tctgaaaatt gatggtgctg aggaagaccc caagtctggg 
1920 

tcaccagatc t 
1931 



<210> 3770 

<211> 447 

<212> PRT 

<213> Homo sapiens 



<400> 3770 

Arg Glu Arg Ala Gly Pro Lys Pro Trp Ser His Pro Gly Leu Gly He 

15 10 15 

Cys Gin Glu Gin Phe Asp He Asp Glu Tyr Ser Arg Ala Val Arg Asp 

20 25 30 

Val Lys Thr Asp Trp Asn Glu Glu Cys Lys Ser Pro Lys Lys Gly Arg 

35 40 45 

Cys Ser Gly His Asn His Val Pro Asn Ser Leu Ser Tyr Ala Arg Asp 

50 55 60 

Glu Leu Thr Gin Ser Phe His Arg Leu Ser Val Cys Val Tyr Gly Asn 
65 70 75 80 

Asn Leu His Gly Asn Ser Glu Val Asn Leu His Gly Cys Arg Asp Leu 

85 90 95 

Gly Gly Asp Trp Ala Pro Phe Pro His Asp He Leu Pro Tyr Gin Asp 

100 105 HO 

Ser Gly Asp Ser Gly Ser Asp Tyr Leu Phe Pro Glu Ala Ser Glu Glu 

115 120 125 

Ser Ala Gly He Pro Gly Lys Ser Glu Leu Pro Tyr Glu Glu Leu Trp 

130 135 140 

Leu Glu Glu Gly Lys Pro Ser His Gin Pro Leu Thr Arg Ser Leu Ser 
145 150 155 160 

Glu Lys Asn Arg Cys Asp Gin Phe Arg Gly Ser Val Arg Ser Lys Cys 

165 170 175 

Ala Thr Ser Pro Leu Pro lie Pro Gly Thr Leu Gly Ala Ala Val Lys 

180 185 190 

Ser Ser Asp Thr Ala Leu Pro Pro Pro Pro Val Pro Pro Lys Ser Glu 

195 200 205 

Ala Val Arg Glu Glu Cys Arg Leu Leu Asn Ala Pro Pro Val Pro Pro 

210 215 220 

Arg Ser Ala Lys Pro Leu Ser Thr Ser Pro Ser He Pro Pro Arg Thr 
225 230 235 . 240 

Val Lys Pro Ala Arg Gin Gin Thr Arg Ser Pro Ser Pro Thr Leu Ser 

245 250 255 

Tyr Tyr Ser Ser Gly Leu His Asn lie Val Thr Lys Thr Asp Thr Asn 

260 265 270 

Pro Ser Glu Ser Thr Pro Val Ser Cys Tyr Pro Cys Asn Arg Val Lys 

275 280 285 

Thr Asp Ser Val Asp Leu Lys Ser Pro Phe Gly Ser Pro Ser Ala Glu 
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290 










295 








300 




Ala 




Ala 


Val 


Ser 


Ser Arg 


Leu 


Ser 


Trp 


Pro 


Asn 


His Tyr Ser 


Gly 


Ser 


305 










310 










315 






320 


Glu 


Ser 


Gin 


Thr 


Arg 


Ser 


Asp 


Phe 


Leu 


Leu Asp Pro Ser 


Arg 


Ser 


Tyr 










325 










330 






335 




Ser 


Tyr 


Pro 


Arg 


Gin 


Lys 


Thr 


Pro 


Gly Thr Pro Lys Arg 


Asn 


Cys 


Pro 






340 










345 






350 






Ala 


Pro 


Phe Asp 


Phe 


Asp Gly Cys 


Glu 


Leu 


Leu Ala Ser 


Pro 


Thr 


Ser 






355 










360 






365 








Pro 


Val 


Thr 


Ala 


Glu 


Phe 


Ser 


Ser 


Ser 


Val 


Ser Gly Cys 


Pro 


Lys 


Ser 




370 










375 








380 








Ala 


Ser 


Tyr 


Ser 


Leu 


Glu 


Ser 


Thr 


Asp 


Val 


Lys Ser Leu Ala Ala Gly 


385 








390 










395 






400 


Val 


Thr 


Lys 


Gin 


Ser 


Thr 


Ser 


Cys 


Pro 


Ala 


Leu Pro Pro Arg 


Ala 


Pro 








405 










410 






415 




Lys 


Leu 


Val 


Glu 


Glu 


Lys 


Val 


Ala 


Ser 


Glu 


Thr Ser Pro 


Leu 


Pro 


Leu 






420 










425 






430 






Lys 


lie 


Asp Gly Ala 


Glu Glu Asp 


Pro 


Lys 


Ser Gly Ser 


Pro 


Asp 






435 










'440 






445 









<210> 3771 

<211> 1514 

<212> DNA 

<213> Homo sapiens 

<400> 3771 

ttcactattc atgatagtga attcaaagaa tatactaccc gtacccaacg tccgccctca 
60 

gttatattag gagtaaccaa cccttttttt gctaagacac tccagcactg gccacacatt 
120 

attcgaatag gagaccttaa acctacaagt gaaattccta agcaggttaa agtgaaaaaa 
180 

ctgaagaatc taaagactct ggattccaaa cctggagttt atacttcata taagccatat 
240 

ttaaatagag atgaagagat cataaaacaa ttacagaagg gtgtacaaca gaaacgtcct 
300 

tctgaggctc aaagtgttat tcttcgacgc tattttttgg aactgacaca aagtttcatc 
360 

attccattag aaagatatgt ggcaagcttg atgcctttgc agaaaagtat ttccccatgg 
420 

aagagtccac ctcaattaag acagtttctt ccagaagaat ttatgaaaac acttgagaaa 
480 

acaggacctc agctaacctc tagaataaaa ggcgattgga ttggacttta ccggcatttc 
540 

ctaaagtctc caaattttga tggctggttt aagacccgga ggaaggaaat gacccaaaaa 
600 

ttggaggcac tccatctaga agctctttgt gaagaggact tacttctctg gatccagaaa 
660 

cacacagaag tagaaacagt agaccttgtc ttgaagctga aaaataagct gttgcaggct 
720 

gatcgagagc acttacctgt gaaacctgac actatggaaa agttacggac acacatagat 
780 

gccattatct tagcattgcc agaggacttg caaggcatac cgctcaaaac gggcatgaca 
840 
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tgatatttgc caagattttc cagccaaaaa ggattatgca tcatgaagca tactgacatt 
900 

tcaaccagac gcacaaagga gatctctcag tggcagcgga gtggaaaatt gccatgaatg 
960 

ctagttacag ggtagaaaga ctgtattgta taaacagacc tttttagtgc attacttttt 
1020 

aaagtggata tctgtggtgg ttccacttta atactgaaac accgaaaggc atttctatat 
1080 

ttttaatcat gttctaaagt gctcttatga gagacttgtg ggccatcagt attagtgatt 
1140 

tcatactgca gtgctggcat tgcagatatt tttttaaatt ggtgctgctt tgcccaatca 
1200 

tgttaaaact cagggggata taaaaataac attcacactg gctatcttct taagaacaga 
1260 

aagactgaac tgtcctatgg ttagaaggaa ttgatgctta tgtagtgcct tctgttgccc 
1320 

tacatgtttc acagttcagc tgctagtctt gaagcttttc cttagcttca ttatgatacg 
1380 

taattttata aggtattctg ttgagtgatc attgtttaaa aaaaaagttt cttgctaccc 
1440 

attgtgttta ttaatagaca tgatgggttt ttttcagttg tcatatagat tttcattatt 
1500 

ttcccttcac gcgt 
1514 

<210> 3772 
<211> 280 
<212> PRT 

<213> Homo sapiens 



<400> 3772 



Phe 


Thr 


He 


His 


Asp 


Ser 


Glu 


Phe 


Lys 


Glu 


Tyr Thr 


Thr 


Arg 


Thr 


Gin 


1 








5 










10 










15 




Arg 


Pro 


Pro 


Ser 


Val 


He 


Leu 


Gly 


Val 


Thr 


Asn 


Pro 


Phe 


Phe 


Ala 


Lys 








20 










25 










30 






Thr 


Leu 


Gin 


His 


Trp 


Pro 


His 


He 


He 


Arg 


He Gly 


Asp 


Leu 


Lys 


Pro 






35 










40 










45 








Thr 


Ser 


Glu 


He 


Pro 


Lys 


Gin 


Val 


Lys 


Val 


Lys 


Lys 


Leu 


Lys 


Asn 


Leu 




50 










55 










60 










Lys 


Thr 


Leu 


Asp 


Ser 


Lys 


Pro 


Gly 


Val 


Tyr 


Thr 


Ser 


Tyr 


Lys 


Pro 


Tyr 


65 










70 










75 










80 


Leu 


Asn. 


Arg 


Asp 


Glu 


Glu 


He 


lie 


Lys 


Gin 


Leu 


Gin 


Lys 


Gly 


Val 


Gin 










85 










90 










95 




Gin 


Lys 


Arg 


Pro 


Ser 


Glu 


Ala 


Gin 


Ser 


Val 


He 


Leu 


Arg 


Arg 


Tyr 


Phe 








100 










105 










110 






Leu 


Glu 


Leu 


Thr 


Gin 


Ser 


Phe 


He 


He 


Pro 


Leu 


Glu 


Arg 


Tyr 


Val 


Ala 






115 










120 










125 








Ser 


Leu 


Met 


Pro 


Leu 


Gin 


Lys 


Ser 


He 


Ser 


Pro 


Trp 


Lys 


Ser 


Pro 


Pro 




130 










135 










140 










Gin 


Leu 


Arg 


Gin 


Phe 


Leu 


Pro 


Glu 


Glu 


Phe 


Met 


Lys 


Thr 


Leu 


Glu 


Lys 


145 










150 










155 










160 


Thr 


Gly 


Pro 


Gin 


Leu 


Thr 


Ser 


Arg 


He 


Lys 


Gly Asp 


Trp 


He 


Gly 


Leu 










165 










170 










175 




Tyr 


Arg 


His 


Phe 


Leu 


Lys 


Ser 


Pro 


Asn 


Phe 


Asp Gly 


Trp 


Phe 


Lys 


Thr 
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180 

Arg Arg Lys Glu 
195 

Leu Cys Glu Glu 
210 

Glu Thr Val Asp 
225 

Asp Arg Glu His 

Thr His lie Asp 
260 

lie Leu Leu Lys 
275 



Met Thr Gin Lys 
200 

Asp Leu Leu Leu 
215 

Leu Val Leu Lys 
230 

Leu Pro Val Lys 
245 

Ala lie lie Leu 

Thr Gly Met Thr 
280 



185 

Leu Glu Ala Leu 

Trp lie Gin Lys 
220 

Leu Lys Asn Lys 
235 

Pro Asp Thr Met 
250 

Ala Leu Pro Glu 
265 



190 

His Leu Glu Ala 
205 

His Thr Glu Val 

Leu Leu Gin Ala 
240 

Glu Lys Leu Arg 
255 

Asp Leu Gin Gly 
270 



<210> 3773 

<211> 2664 

<212> DNA 

<213> Homo sapiens 



<400> 3773 

gcgcccggca ggcgttcagg gaagcgcggc cacgcctggg ccggccacca tttcccgggc 
60 

gccgcggcgg cgcgactcgc gggcagcggc ccctcagtgc gcccagccgg gcccccgaac 
120 

gccgggagca tgagcgcggg ctcggagcgc ggggcggcgg caacccccgg gggtttgccc 
180 

gcgccctgcg cctcgaaggt ggagctgcgg ctcagctgcc ggcacctgct ggaccgcgac 
240 

ccgctcacca agtccgaccc cagcgtggcg ttgctgcagc aggcgcaggg ccagtgggtg 
300 

caggtgggca gaaccgaggt ggtccggagc agcctgcatc ccgtgttctc caaggtcttc 
360 

acggtggact actacttcga ggaggtgcag aggctgcgct ttgaggtgta cgacacgcat 
420 

gggcccagcg gcttcagctg tcaggaggac gatttcctgg ggggcatgga gtgcaccctg 
480 

gggcagccag cccaaaagtg gcttctgcaa gtcgtgatga gagtgtctgt tgatgtgctg 
540 

ggccctgctg gacactgcgc taagcacttc ctgtgctgca cggaatcctc acaccttgcc 
600 

aggacgggtc cttctttttt attgaggtat gatgacctct gcctcccctg ggcgactgct 
660 

ggcgccgtga ggtggtggac gtgcaggggt ggccacacgc agggatggca gattgtggcc 
720 

cagaagaagg tgacccgccc gctgctgctc aagtttggca ggaacgctgg caagtccacc 
780 

atcacggtga tcgccgagga catctcgggg aacaacggct acgtggagct ctccttccgg 
840 

gccaggaagc tggacgacaa ggacctcttc agcaagtccg accccttcct ggagctctac 
900 

agggtcaacg acgaccaggg cttgcagctg gtgtacagga cggaggtggt gaagaacaac 
960 

ctgaacccca gctgggagcc gttcaaagtc tctctgagtt ccctatgcag ctgtgatgtt 
1020 
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caccgacctc taaagttcct ggtctgggat tacgactcca gtgggaagca tgacttcatc 
1080 

ggcgagttca ccagcacttt ccaggagatg caggaaggga cggcaaaccc tgggcaggag 
1140 

atgcagtggg actgtatcaa ccccaagtat cgggacaaga agaagaatta taagaactca 
1200 

ggagtggtag tgctggctga cctcaagttc cacagggtgt actccttcct ggactatatc 
1260 

atgggtggct gccagatcag cttcaccgtg gccattgact tcaccgcctc caatggggac 
1320 

ccgaggagca gccagtccct gcactacatc agtccccgac agcccaacca ctacctgcag 
1380 

gccctgcgtg cagtgggagg catctgccag gactatgaca gtgataagag gttcccagct 
1440 

tttggctttg gggctcgaat cccccccaac ttcgaggtgt cccatgactt tgctatcaat 
1500 

ttcaaccctg aggacgatga gtgtgaaggc atccagggcg tggtggaggc ctaccagaac 
1560 

tgcctgccca gggtccagct ctacggcccc accaacgtgg cgcccatcat ctccaaggtg 
1620 

gctgaaccag cccagcgaga gcagagcacc ggccaagcca cgaagtattc agtactgctg 
1680 

gtgctcactg acggtgtggt gagtgatatg gcagagaccc gaacagccat tgtgcgagcc 
1740 

tcccgcctgc ccatgtcaat catcatcgtg ggtgtgggca acgctgactt ctctgacatg 
1800 

aggctactgg acggagatga tggtcccctg cgttgcccac ggggtgagcc cgcgctccgg 
1860 

gacatcgtac agttcgtgcc cttccgggag ctcaagaacg catcccctgc ggcgctggcc 
1920 

aagtgcgtgc tggccgaggt cccgaagcag gtggtggagt actacagcca cagaggcctg 
1980 

cccccgagaa gcctgggtgt ccctgccgga gaggccagcc caggctgcac accgtgaaga 
2040 

tgtggagggc gtagggtggg ggcagtgagg aatgggtccg tacagcctct gtctgcaaca 
2100 

tgcttggggt cccttaagct ccctccgacc tcccagaagc ctccagtccc caccaggccc 
2160 

cactcccagt cctcctggga tcctgctggc ttgggcccgg ctctggggcc cccaaggccg 
2220 

aagggtgaca aaatacaggc ccccatgcct ggccctgcct gagccaggtg ggtggaggga 
2280 

gggagatcat gagggacttg gagggagctg ggagttcatc cacgggagac cctgccccga 
2340 

tgagaagggg cagggactgg gggctctgct ttgcgtctaa cctttgtggg ggagggccag 
2400 

caaggcagtc cccccacgcc cgagaaagcc tgggggaccc agacacctgt ccccacagtc 
2460 

aaagcctggg gacccagaca tcctgtcccc acagtcagcc tcctgtccct gctggtgccc 
2520 

ccacacccac ctaccctgtg ctttttgccg tcgggcctct gcacctgggt ccatggggtc 
2580 

tgcggggtct gcggggtctg cctggcctgt gggttctgcc ggtggggctt caggagtaat 
2640 
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aaagtgtcac cctatccttg taaa 
2664 

<210> 3774 

<211> 678 

<212> PRT 

<213> Homo sapiens 

<400> 3774 

Ala Pro Gly Arg Arg Ser Gly Lys Arg Gly His Ala Trp Ala Gly His 

15 10 15 

His Phe Pro Gly Ala Ala Ala Ala Arg Leu Ala Gly Ser Gly Pro Ser 

20 25 30 

Val Arg Pro Ala Gly Pro Pro Asn Ala Gly Ser Met Ser Ala Gly Ser 

35 40 45 

Glu Arg Gly Ala Ala Ala Thr Pro Gly Gly Leu Pro Ala Pro Cys Ala 

50 55 60 

Ser Lys Val Glu Leu Arg Leu Ser Cys Arg His Leu Leu Asp Arg Asp 
65 70 75 80 

Pro Leu Thr Lys Ser Asp Pro Ser Val Ala Leu Leu Gin Gin Ala Gin 

85 * 90 95 

Gly Gin Trp Val Gin Val Gly Arg Thr Glu Val Val Arg Ser Ser Leu 

100 105 HO 

His Pro Val Phe Ser Lys Val Phe Thr Val Asp Tyr Tyr Phe Glu Glu 

115 120 125 

Val Gin Arg Leu Arg Phe Glu Val Tyr Asp Thr His Gly Pro Ser Gly 

130 135 140 

Phe Ser Cys Gin Glu Asp Asp Phe Leu Gly Gly Met Glu Cys Thr Leu 
145 150 155 160 

Gly Gin Pro Ala Gin Lys Trp Leu Leu Gin Val Val Met Arg Val Ser 

165 170 175 

Val Asp Val Leu Gly Pro Ala Gly His Cys Ala Lys His Phe Leu Cys 

180 185 190 

Cys Thr Glu Ser Ser His Leu Ala Arg Thr Gly Pro Ser Phe Leu Leu 

195 200 205 

Arg Tyr Asp Asp Leu Cys Leu Pro Trp Ala Thr Ala Gly Ala Val Arg 

210 215 220 

Trp Trp Thr Cys Arg Gly Gly His Thr Gin Gly Trp Gin He Val Ala 
225 230 235 240 

Gin Lys Lys Val Thr Arg Pro Leu Leu Leu Lys Phe Gly Arg Asn Ala 

245 250 255 

Gly Lys Ser Thr He Thr Val He Ala Glu Asp He Ser Gly Asn Asn 

260 265 270 

Gly Tyr Val Glu Leu Ser Phe Arg Ala Arg Lys Leu Asp Asp Lys Asp 

275 280 285 

Leu Phe Ser Lys Ser Asp Pro Phe Leu Glu Leu Tyr Arg Val Asn Asp 

290 295 300 

Asp Gin Gly Leu Gin Leu Val Tyr Arg Thr Glu Val Val Lys Asn Asn 
305 310 315 320 

Leu Asn Pro Ser Trp Glu Pro Phe Lys Val Ser Leu Ser Ser Leu Cys 

325 330 335 

Ser Cys Asp Val His Arg Pro Leu Lys Phe Leu Val Trp Asp Tyr Asp 

340 345 350 

Ser Ser Gly Lys His Asp Phe lie Gly Glu Phe Thr Ser Thr Phe Gin 
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355 360 365 

Glu Met Gin Glu Gly Thr Ala Asn Pro Gly Gin Glu Met Gin Trp Asp 

370 375 380 

Cys lie Asn Pro Lys Tyr Arg Asp Lys Lys Lys Asn Tyr Lys Asn Ser 
385 390 395 400 

Gly Val Val Val Leu Ala Asp Leu Lys Phe His Arg Val Tyr Ser Phe 

405 410 415 

Leu Asp Tyr He Met Gly Gly Cys Gin He Ser Phe Thr Val Ala He 

420 425 430 

Asp Phe Thr Ala Ser Asn Gly Asp Pro Arg Ser Ser Gin Ser Leu His 

435 440 445 

Tyr He Ser Pro Arg Gin Pro Asn His Tyr Leu Gin Ala Leu Arg Ala 

450 455 460 

Val Gly Gly He Cys Gin Asp Tyr Asp Ser Asp Lys Arg Phe Pro Ala 
465 470 475 480 

Phe Gly Phe Gly Ala Arg He Pro Pro Asn Phe Glu Val Ser His Asp 

485 490 495 

Phe Ala He Asn Phe Asn Pro Glu Asp Asp Glu Cys Glu Gly He Gin 

500 505 510 

Gly Val Val Glu Ala Tyr Gin Asn Cys Leu Pro Arg Val Gin Leu Tyr 

515 520 525 

Gly Pro Thr Asn Val Ala Pro He He Ser Lys Val Ala Glu Pro Ala 

530 535 540 

Gin Arg Glu Gin Ser Thr Gly Gin Ala Thr Lys Tyr Ser Val Leu Leu 
545 550 555 560 

Val Leu Thr Asp Gly Val Val Ser Asp Met Ala Glu Thr Arg Thr Ala 

565 570 575 

He Val Arg Ala Ser Arg Leu Pro Met Ser He He lie Val Gly Val 

580 585 590 

Gly Asn Ala Asp Phe Ser Asp Met Arg Leu Leu Asp Gly Asp Asp Gly 

595 600 605 

Pro Leu Arg Cys Pro Arg Gly Glu Pro Ala Leu Arg Asp He Val Gin 

610 615 620 

Phe Val Pro Phe Arg Glu Leu Lys Asn Ala Ser Pro Ala Ala Leu Ala 
625 630 635 640 

Lys Cys Val Leu Ala Glu Val Pro Lys Gin Val Val Glu Tyr Tyr Ser 

645 650 655 

His Arg Gly Leu Pro Pro Arg Ser Leu Gly Val Pro Ala Gly Glu Ala 

660 665 670 

Ser Pro Gly Cys Thr Pro 
675 

<210> 3775 

<211> 549 

<212> DNA 

<213> Homo sapiens 

<400> 3775 

gaattcgagg tcctgagaga ctgtgagagc cccaactcca ttagtattat gggcctcaat 
60 

acttcccggg ttgcaattac cctgaagccc caagacccta tggaacagaa cgtagctgag 
120 

ctgttgcagt tcctgctggt gaaggatcag agcaagtacc ctatccggga gtctgaaatg 
180 
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cgggaatata ttgttaaaga 
240 

gcccacctgg agtgcatttt 
300 

tacattctgt taaacaaact 
360 

gggccaaaga tgggcctcct 
420 

gccaaggagg ctgagatttg 
480 

ctttccattt ttgggaaccc 
540 

ttagactac 
549 



atatcgcaac cagtttcctg 
taggtttgaa ttgagagaac 
gggacctgtg ccctttgaag 
gatgatgatt ctaggccaaa 
ggaaatgctc tggaggatgg 
aaagagactt ctgtctgtgg 



agatactcag gcgagcagca 
ttgaccctga ggcacacacc 
ggttagaaga gagcccaaat 
tattcctgaa tggcaaccaa 
gggtgcagcg ggaaaggagg 
agtttgtatg gcagcgttac 



<210> 3776 
<211> 183 
<212> PRT 

<213> Homo sapiens 



<400> 3776 

Glu Phe Glu Val Leu Arg Asp Cys Glu Ser Pro Asn Ser lie Ser lie 

! 5 10 15 

Met Gly Leu Asn Thr Ser Arg Val Ala lie Thr Leu Lys Pro Gin Asp 

20 25 30 

Pro Met Glu Gin Asn Val Ala Glu Leu Leu Gin Phe Leu Leu Val Lys 

35 40 45 

Asp Gin Ser Lys Tyr Pro He Arg Glu Ser Glu Met Arg Glu Tyr He 

50 55 60 

Val Lys Glu Tyr Arg Asn Gin Phe Pro Glu He Leu Arg Arg Ala Ala 
65 ' 70 75 80 

Ala His Leu Glu Cys He Phe Arg Phe Glu Leu Arg Glu Leu Asp Pro 

85 90- 95 

Glu Ala His Thr Tyr He Leu Leu Asn Lys Leu Gly Pro Val Pro Phe 

100 105 HO 

Glu Gly Leu Glu Glu Ser Pro Asn Gly Pro Lys Met Gly Leu Leu Met 

115 120 125 

Met He Leu Gly Gin He Phe Leu Asn Gly Asn Gin Ala Lys Glu Ala 

130 ^ 135 140 

Glu He Trp Glu Met Leu Trp Arg Met Gly Val Gin Arg Glu Arg Arg 
145 150 155 160 

Leu Ser He Phe Gly Asn Pro Lys Arg Leu Leu Ser Val Glu Phe Val 

165 170 175 

Trp Gin Arg Tyr Leu Asp Tyr 
180 



<210> 3777 

<211> 4915 

<212> DNA 

<213> Homo sapiens 

<400> 3777 

ngaggctaca agatcatagt tcatttaaag cccccatccc tgcaagtggt gctttctacc 
60 
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aatatgaatc ttttcaacct ggaccgtttt cgctttgaga aaaggaataa gattgaggaa 
120 

gcgcccgaag caacccctca accttcccag cctggccctt cttcaccaat ttctcttagt 
180 

gctgaagagg agaatgctga aggggaagtt agcagggcaa acactcctga ttcagatata 
240 

actgaaaaaa cagaagattc tagtgttcca gaaactccag ataatgaaag aaaagcaagt 
300 

atatcatatt tcaaaaatca aagaggaata cagtatattg atttgtcttc tgatagtgaa 
360 

gatgtcgttt ccccaaattg ctccaataca gttcaagaga aaacattcaa caaagataca 
420 

gtgattatag tttctgagcc atctgaagat gaagagtccc aaggccttcc taccatggca 
480 

cgtagaaatg atgatatttc agaactggaa gacctttcgg aattggaaga ccttaaagat 
540 

gctaaacttc agactttgaa ggaacttttt ccacaaagaa gtgacaatga tttacttaag 
600 

ttgattgaat caacaagcac tatggatgga gcaattgctg ctgccttgct gatgtttggt 
660 

gatgcaggtg gtgggcccag gaaaagaaaa ttatcttctt cttcagagcc atatgaggaa 
720 

gatgaattta atgatgatca atctataaaa aagacaagac tggatcatgg agaggaatca 
780 

aatgagtctg cagaatctag cagtaattgg gaaaagcagg aaagtattgt actgaaattg 
840 

caaaaggaat ttcccaattt tgataaacag gaacttagag aagtactcaa ggaacatgaa 
900 

tggatgtaca cagaagcttt agaatctcta aaagtgtttg cagaagacca agatatgcaa 
960 

tatgcatcac aaagtgaggt tccaaatgga aaagaagttt cttcaagaag tcaaaattac 
1020 

cctaaaaatg caactaaaac aaaactaaaa cagaaatttt caatgaaagc acaaaatggc 
1080 

tttaacaaga aacgtaaaaa aaatgttttt aatccaaaga gagttgttga agactctgaa 
1140 

tatgattcag gttctgatgt cggtagttca ctagatgagg actatagtag tggtgaagaa 
1200 

gtgatggagg atggctataa aggtaaaatt cttcacttcc ttcaagatgc ttcaattggt 
1260 

gaacttactt tgattcctca gtgttctcag aaaaaggctc agaagataac agaactccgg 
1320 

ccctttaata gttgggaggc tctgttcaca aagatgtcca aaactaatgg cttatcagaa 
1380 

gatttgatat ggcactgtaa aacactgatc caagaaagag atgtagttat aaggcttatg 
1440 

aacaaatgtg aagacatttc aaataaattg accaaacaag ttaccatgct tactggaaat 
1500 

ggaggtggat ggaacataga acaaccttcc attctaaacc agagtttgtc actcaagccc 
1560 

tatcagaagg ttggtttgaa ttggctggca ttggtacata aacatggact taatggcatt 
1620 

ttggcagatg aaatgggcct aggaaaaact attcaagcca ttgcatttct ggcatacctc 
1680 
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tatcaggagg gtaataatgg tcctcatttg atcgttgttc cagcttcaac tatagataac 
1740 

tggttaaggg aagttaattt atggtgccct actttgaagg tcctctgtta ctatggttct 
1800 

caagaagaac gtaaacaaat tagatttaac attcatagta gatatgaaga ttacaatgta 
1860 

attgtgacca catataactg tgcgatcagc agttctgatg atcgtagtct gtttcgacgg 
1920 

ctgaaactta attacgcaat ttttgatgag ggccatatgc tgaagaatat gggctccatt 
1980 

cgctaccagc accttatgac aattaatgca aataaccgtt tgctgctcac aggcacacct 
2040 

gtacagaaca atctgttaga actcatgtcg ctgttgaatt ttgttatgcc acacatgttt 
2100 

agtagtagca ccagtgaaat acgaagaatg ttttcctcta agacaaaatc agcagatgag 
2160 

caaagcatat atgaaaagga gagaatagca catgcaaaac aaattataaa gccatttatt 
2220 

ctcagaagag taaaagaaga ggttctcaag cagttacccc ccaagaaaga tcgaattgag 
2280 

ttgtgtgcaa tgtcggagag gcaggagcaa ctctatttgg gtcttttcaa cagattgaaa 
2340 

aaatctatca ataacttggt cacagaaaaa aacacagaaa tgtgcaatgt catgatgcag 
2400 

ttgaggaaaa tggccaatca tcctttatta catcgccaat attacacagc tgaaaaactc 
2460 

aaggaaatgt ctcagcttat gctaaaggaa cctacacatt gtgaggctaa ccctgacctg 
2520 

atctttgaag atatggaagt tatgacagac ttcgaactac atgtactttg taaacagtac 
2580 

cgacacatta ataactttca gttagacatg gacttgattt tagattctgg aaaatttcga 
2640 

gttttaggat gcatcttgtc tgaattgaaa cagaagggtg atagagttgt gttatttagc 
2700 

caatttacca tgatgctgga tatcttagag gttctattaa aacatcatca gcataggtac 
2760 

ctcagattag atggaaagac tcagatttct gaaaggattc atctaattga tgagtttaat 
2820 

accgatatgg atatctttgt gtttctgcta tcaacaaaag ctggtggatt aggaataaat 
2880 

ctgacttcag caaatgttgt tatacttcac gatattgact gtaatcctta taatgacaaa 
2940 

caagcagaag atagatgcca tagagtaggc cagactaaag aagtactagt tataaaacta 
3000 

ataagccaag ggacgattga agaatccatg ctaaaaatta accaacagaa attgaaacta 
3060 

gaacaggata tgactacagt agatgaaggt gatgaaggga gtatgccagc agatatagcc 
3120 

acattactaa aaacatcaat gggcctgtga aataagaact gtgaactctc aattgatgag 
3180 

gaaatatcaa cttggtgcac tcaaggacat ttacattatg atgaccatgg ggtttatgaa 
3240 

catttataac tttttataat ttccatatta catttctcat agtatggaca actttttgcc 
3300 
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actaactgaa ttctccaaat actcacacgt 
3360 

agttctgaag atgttgaata atcattttac 
3420 

tgattgtttg taacaaatat gctaatgctt 
3480 

tacctccaaa tatatatata ttgtctttca 
3540 

ccttatttga caatgcttat gtcttgtttt 
3600 

atgttaaaga atgcagctgt atagattata 
3660 

atgttcacca atgtcagcaa gaactcaacc 
3720 

catcccccag gtcctctcaa gtacttctgc 
3780 

ttgttttcca gtgaatagta actaaagaag 
3840 

ctgttcattt tccaactgca ctaattgtgc 
3900 

tcattgattt ccctctcccg gcttttgctt 
3960 

tccaattctc ttcctctcta aatagtagtt 
4020 

aatgttggtg acatttttct agcctggcag 
4080 

agcagactga atgtgacttc atctaaaggc 
4140 

taacttgaaa ctcttatcaa aatatatttt 
4200 

gcctgaagag agagccattg ttcaattcca 
4260 

aagtgaagtt gtctatttga tatttaactc 
4320 

gtcagtctat attgctgttt tcattataca 
4380 

tgtgttttgt ttttattatg taaatatcat 
4440 

ttgttaattt ttggaaatca tgcttttcaa 
4500 

tacgaccctc tggatttgga aggcaaataa 
4560 

gactgagaac tcacggctta accccagtct 
4620 

ttaccattac agggctaaaa ggagtcttca 
4680 

atacccaaat cagttattca aattgttagg 
4740 

atctcatgtt ttctgtatta atgtattttc 
4800 

ttgttgttgt tgttatatcc atacttttat 
4860 

taatgcgcta ttatgtcttg ggcttaataa 
4915 



gaaatttcaa aaaagaagcc acaaatatgt 
aaagcagttt tctgaatggg gattagttgg 
tagaaatgtc agtatttttg taattatttc 
ctggataatg tgtgtagatt tttacatgtg 
tgcttgtctc atttgaagtt cttttttatt 
tagctttcat tttattgcta tttgaagcag 
tgaatttaaa ggtggcattc catatactaa 
tgaaacaaat ttatttggct aggcactaag 
cccctacctt gctccatgga ttaattcctt 
atattactct gcctaatctt gtgcatgttt 
ctcttgaaac tgttgcccag tcacttctgc 
tattactgcc acatctccat gcatcagcaa 
aacagattac ttaaagctat ttcatttcaa 
agcattaggt actgcatgga aataggtcat 
accagtttcc agaatttcca gtacaggacc 
attcagtgtg agtgacaaag tgaaatttag 
tttattaaat ctttctttaa atttctgcct 
tcagtttctt tgtataactt gtgagttcca 
tataaataaa cttatttata aatcaaagat 
agcatcctaa cttgctaaga tgctaggtag 
aactcttaca gtgattattt agatattaaa 
tgatggtata ttgaacagac tgaatatatt 
tgtgttaata ctacctcctt gtacatcact 
aattttacct tttaaaatct cataatggat 
aatgataggc tgtttctttt tttgttgtta 
ctctaatgaa atgtagttgg gttcttcctg 
aaatatttgt gatcataaaa aaaaa 
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<210> 3778 
<211> 1049 
<212> PRT 

<213> Homo sapiens 



<400> 3778 

Xaa Gly Tyr Lys He He Val His Leu Lys Pro Pro Ser Leu Gin Val 

1 5 10 15 

Val Leu Ser Thr Asn Met Asn Leu Phe Asn Leu Asp Arg Phe Arg Phe 

20 25 30 

Glu Lys Arg Asn Lys He Glu Glu Ala Pro Glu Ala Thr Pro Gin Pro 

35 40 45 

Ser Gin Pro Gly Pro Ser Ser Pro He Ser Leu Ser Ala Glu Glu Glu 

50 55 60 

Asn Ala Glu Gly Glu Val Ser Arg Ala Asn Thr Pro Asp Ser Asp He 
65 70 75 80 

Thr Glu Lys Thr Glu Asp Ser Ser Val Pro Glu Thr Pro Asp Asn Glu 

85 90 95 

Arg Lys Ala Ser He Ser Tyr Phe Lys Asn Gin Arg Gly He Gin Tyr 

100 105 HO 

He Asp Leu Ser Ser Asp Ser Glu Asp Val Val Ser Pro Asn Cys Ser 

115 120 125 

Asn Thr Val Gin Glu Lys Thr Phe Asn Lys Asp Thr Val He He Val 

130 135 140 

Ser Glu Pro Ser Glu Asp Glu Glu Ser Gin Gly Leu Pro Thr Met Ala 
145 150 155 160 

Arg Arg Asn Asp Asp He Ser Glu Leu Glu Asp Leu Ser Glu Leu Glu 

165 170 175 

Asp Leu Lys Asp Ala Lys Leu Gin Thr Leu Lys Glu Leu Phe Pro Gin 

180 185 190 

Arg Ser Asp Asn Asp Leu Leu Lys Leu He Glu Ser Thr Ser Thr Met 

195 200 205 

Asp Gly Ala He Ala Ala Ala Leu Leu Met Phe Gly Asp Ala Gly Gly 

210 215 220 

Gly Pro Arg Lys Arg Lys Leu Ser Ser Ser Ser Glu Pro Tyr Glu Glu 
225 230 235 240 

Asp Glu Phe Asn Asp Asp Gin Ser He Lys Lys Thr Arg Leu Asp His 

245 250 255 

Gly Glu Glu Ser Asn Glu Ser Ala Glu Ser Ser Ser Asn Trp Glu Lys 

260 265 270 

Gin Glu Ser He Val Leu Lys Leu Gin Lys Glu Phe Pro Asn Phe Asp 

275 280 285 

Lys Gin Glu Leu Arg Glu Val Leu Lys Glu His Glu Trp Met Tyr Thr 

290 295 300 

Glu Ala Leu Glu Ser Leu Lys Val Phe Ala Glu Asp Gin Asp Met Gin 
305 310 315 320 

Tyr Ala Ser Gin Ser Glu Val Pro Asn Gly Lys Glu Val Ser Ser Arg 

325 330 335 

Ser Gin Asn Tyr Pro Lys Asn Ala Thr Lys Thr Lys Leu Lys Gin Lys 

340 345 350 

Phe Ser Met Lys Ala Gin Asn Gly Phe Asn Lys Lys Arg Lys Lys Asn 

355 360 365 

Val Phe Asn Pro Lys Arg Val Val Glu Asp Ser Glu Tyr Asp Ser Gly 
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370 375 380 

Ser Asp Val Gly Ser Ser Leu Asp Glu Asp Tyr Ser Ser Gly Glu Glu 
385 390 395 400 

Val Met Glu Asp Gly Tyr Lys Gly Lys lie Leu His Phe Leu Gin Asp 

405 410 415 

Ala Ser He Gly Glu Leu Thr Leu He Pro Gin Cys Ser Gin Lys Lys 

420 425 430 

Ala Gin Lys He Thr Glu Leu Arg Pro Phe Asn Ser Trp Glu Ala Leu 

435 440 445 

Phe Thr Lys Met Ser Lys Thr Asn Gly Leu Ser Glu Asp Leu He Trp 

450 455 460 

His Cys Lys Thr Leu He Gin Glu Arg Asp Val Val He Arg Leu Met 
465 470 475 480 

Asn Lys Cys Glu Asp He Ser Asn Lys Leu Thr Lys Gin Val Thr Met 

485 490 495 

Leu Thr Gly Asn Gly Gly Gly Trp Asn He Glu Gin Pro Ser He Leu 

500 505 510 

Asn Gin Ser Leu Ser Leu Lys Pro Tyr Gin Lys Val Gly Leu Asn Trp 

515 520 525 

Leu Ala Leu Val His Lys His Gly Leu Asn Gly He Leu Ala Asp Glu 

530 535 540 

Met Gly Leu Gly Lys Thr He Gin Ala He Ala Phe Leu Ala Tyr Leu 
545 550 555 560 

Tyr Gin Glu Gly Asn Asn Gly Pro His Leu He Val Val Pro Ala Ser 

565 570 575 

Thr He Asp Asn Trp Leu Arg Glu Val Asn Leu Trp Cys Pro Thr Leu 

580 585 590 

Lys Val Leu Cys Tyr Tyr Gly Ser Gin Glu Glu Arg Lys Gin He Arg 

595 600 605 

Phe Asn He His Ser Arg Tyr Glu Asp Tyr Asn Val He Val Thr Thr 

610 615 620 

Tyr Asn Cys Ala He Ser Ser Ser Asp Asp Arg Ser Leu Phe Arg Arg 
625 630 635 640 

Leu Lys Leu Asn Tyr Ala He Phe Asp Glu Gly His Met Leu Lys Asn 

645 650 655 

Met Gly Ser He Arg Tyr Gin His Leu Met Thr He Asn Ala Asn Asn 

660 665 670 

Arg Leu Leu Leu Thr Gly Thr Pro Val Gin Asn Asn Leu Leu Glu Leu 

675 680 685 

Met Ser Leu Leu Asn Phe Val Met Pro His Met Phe Ser Ser Ser Thr 

690 695 700 

Ser Glu He Arg Arg Met Phe Ser Ser Lys Thr Lys Ser Ala Asp Glu 
705 710 715 720 

Gin Ser He Tyr Glu Lys Glu Arg He Ala His Ala Lys Gin lie He 

. 725 730 735 

Lys Pro Phe He Leu Arg Arg Val Lys Glu Glu Val Leu Lys Gin Leu 

740 745 750 

Pro Pro Lys Lys Asp Arg He Glu Leu Cys Ala Met Ser Glu Arg Gin 

755 760 765 

Glu Gin Leu Tyr Leu Gly Leu Phe Asn Arg Leu Lys Lys Ser He Asn 

770 775 780 

Asn Leu Val Thr Glu Lys Asn Thr Glu Met Cys Asn Val Met Met Gin 
785 790 795 800 

Leu Arg Lys Met Ala Asn His Pro Leu Leu His Arg Gin Tyr Tyr Thr 
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805 






oxu 






Ala 


Glu 


Lys 


Leu 


Lys 


Glu 


Met 


Ser Gin Leu Met Leu 


jjys IjJ.U riO 


1 ill. 








820 










830 




His 


Cys 


Glu 


Ala 


Asn 


Pro Asp 


Leu lie Phe Glu Asp 


net uiu v<±±. 


VlKZ l_ 






835 










Q A O 


O *t 3 




Thr 


Asp 


Phe 


Glu 


Leu 


His 


Val 


Leu Cys Lys Gin Tyr 


/\l y ni j lie 


noli 




850 










855 


o c n 






Asn 


Phe 


Gin 


Leu 


Asp Met Asp 


Leu He Leu Asp Ser 


\jly «ys rne 


Arg 


865 










870 




Q *7 C 




OQfl 

oou 


Val 


Leu 


Gly Cys 


He 


Leu 


Ser 


Glu Leu Lys Gin Lys 


Gly Asp Arg 


.vai. 










885 






890 


QQC 

O 27 D 




Val 


Leu 


Phe 


Ser 


Gin 


Phe 


Thr 


Met Met Leu Asp He 


Leu Glu vai 


Leu 








900 








905 


yio 




Leu Lys 


His 


His 


Gin 


His 


Arg 


Tyr Leu Arg Leu Asp 


Gly Lys Thr 


Gin 






915 










920 


925 




He 


Ser 


Glu Arg 


He 


His 


Leu 


He Asp Glu Phe Asn 


Thr Asp Met 


Asp 




930 










935 


940 






He 


Phe 


Val 


Phe 


Leu 


Leu 


Ser 


Thr Lys Ala Gly Gly 


Leu Gly He 


Asn 


945 










950 




955 






Leu 


Thr 


Ser 


Ala 


Asn 


Val 


Val 


He Leu His Asp He 


Asp Cys Asn 


Pro 










965 






970 


975 




Tyr 


Asn 


Asp 


Lys 


Gin 


Ala 


Glu 


Asp Arg Cys His Arg 


Val Gly Gin 


Thr 








980 








985 


990 




Lys 


Glu 


Val 


Leu 


Val 


He 


Lys 


Leu He Ser Gin Gly 


Thr He Glu 


Glu 






995 










1000 


1005 




Ser 


Met 


Leu Lys 


He 


Asn 


Gin 


Gin Lys Leu Lys Leu 


Glu Gin Asp 


Met 




1010 








1015 1020 




Thr 


Thr 


Val 


Asp 


Glu 


Gly Asp Glu Gly Ser Met Pro Ala Asp lie 


Ala 


1025 








1030 


1035 




104i 


Thr 


Leu 


Leu 


Lys 


Thr 


Ser Met Gly Leu 







1045 

<210> 3779 

<211> 1853 

<212> DNA 

<213> Homo sapiens 

<400> 3779 

catagggaaa aggaagacat aaaaatcact aaggaaagaa ctccagaaag tgaagaagaa 
60 

aatgtagaat gggaaactaa tagagatgat tctgacaatg gagatattaa ttatgattat 
120 

gttcatgaat tgtcattgga aatgaagcgt cagaagatac agagggaatt aatgaagctg 
180 

gaacaagaaa acatggagaa gagagaagaa attatcatta aaaaggaggt ttcaccagaa 
240 

gtggttagat caaaattgtc cccgtcacct tctctaagaa agtctagcaa atctccgaag 
300 

cgaaaatcaa gcccgaagtc gtcttcagct agcaagaaag ataggaagac atetgeagta 
360 

tcttctcccc tgttggacca gcagagaaat tcaaaaacca accaaagtaa aaagaaagga 
420 

ccacgtactc ctagtccacc ccctcctata ccagaagata tcgctctggg gaaaaaatac 
480 
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aaagaaaaat 
540 

ggacgagatt 
600 

ggacagcatc 
660 

tctattcaaa 
720 

cggacactaa 
780 

tctccccaga 
840 

catgatcatg 
900 

aggggcaaac 
960 

agctcttcta 
1020 

gccagagata 
1080 

gagatgagag 
1140 

actcgtgatg 
1200 

acatatccag 
1260 

acggaaataa 
1320 

ggccgaagta 
1380 

tctcaaattg 
1440 

agctatcctg 
1500 

tcctttgaga 
1560 

aagctcacca 
1620 

ggaacgaaga 
1680 

caagaacgag 
1740 

cagagagaat 
1800 

ttgcgagaac 
1853 



ataaagtaaa 
ttgaacgaca 
attctcctat 
gacattctcc 
ctccaccttt 
gaaagcagag 
aacgaacttc 
gagacagaga 
gagaccacag 
ctagggaccg 
attatagcag 
cccatgacta 
aagaatcccg 
ggaatgagtc 
gggggagggt 
atagtcacag 
aaagagatag 
gaagacatgg 
attcgacatc 
gtagacaggt 
atcgatatga 
gggaccgaga 
gagaacgaga 



agacaggata 
aagagaaaag 
atcttctaga 
ttctcctcgt 
acgacgctct 
tcctccaaga 
acagtctcat 
aaaggactca 
agatgacaga 
aa gggaacta 
agataccaaa 
cagggaccgt 
gagttatggc 
cagaaatgag 
tcctgagtta 
tagtaatagc 
atatcctgaa 
agagcgagac 
agggaaggaa 
ccattcaaga 
acacgacaga 
tgctgataaa 
gagagaacga 



gaagaaaaaa 
agagacaagc 
catcactcat 
cgaaaaagaa 
gcctctcctt 
catcgctctc 
gatcgacgcc 
agagaagaac 
gaacctcgag 
ag a g a ctcca 
gagagccgtg 
gaaggtcgag 
cgaaaccatt 
tctcgaagtg 
cctgaaaagg 
aactatcatg 
agagacaaca 
cgtcgtgacc 
tgacgagctt 
tctgggtcat 
gagcgcgagn 
gattggccac 
gacaaaagga 



caagagatgg 
caaggtctac 
cttcctcaca 
ctccttcacc 
atccttcaca 
caatgcgaga 
acgaagggag 
gagaatatga 
atggtcggga 
gagacatgcg 
atcccagaga 
atactcatcg 
tgagagaaga 
aaattagaaa 
gaagtcgagg 
acagctggga 
gagatcaagc 
agagagagag 
gagcgtgatg 
ttgatagcag 
nagagaggag 
gcaacaggga 
gagacttggc 



aaaggacaga 
ttccccagca 
atcaggatca 
atcttatcag 
ttctttgtcg 
gaaagggaga 
ggaagatact 
acaggatcag 
tcggagagat 
ggactcaagg 
ttctcggtcc 
aaaggaggat 
aagttctcgt 
tgaccgaatg 
ctcaagaggt 
aactcgaagt 
aagggattct 
atcaaagacc 
aaagaagaga 
agacaggctt 
agatacgagg 
tcgagataga 
teg 



<210> 3780 
<211> 530 
<212> PRT 

<213> Homo sapiens 



<400> 3780 

His Arg Glu Lys Glu Asp lie Lys He Thr Lys Glu Arg Thr Pro Glu 
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15 10 15 

Ser Glu Glu Glu Asn Val Glu Trp Glu Thr Asn Arg Asp Asp Ser Asp 

20 25 30 

Asn Gly Asp He Asn Tyr Asp Tyr Val His Glu Leu Ser Leu Glu Met 

35 40 45 

Lys Arg Gin Lys He Gin Arg Glu Leu Met Lys Leu Glu Gin Glu Asn 

50 55 60 

Met Glu Lys Arg Glu Glu He He He Lys Lys Glu Val Ser Pro Glu 
65 70 75 80 

Val Val Arg Ser Lys Leu Ser Pro Ser Pro Ser Leu Arg Lys Ser Ser 

85 90 95 

Lys Ser Pro Lys Arg Lys Ser Ser Pro Lys Ser Ser Ser Ala Ser Lys 

100 105 110 

Lys Asp Arg Lys Thr Ser Ala Val Ser Ser Pro Leu Leu Asp Gin Gin 

115 120 125 

Arg Asn Ser Lys Thr Asn Gin Ser Lys Lys Lys Gly Pro Arg Thr Pro 

130 135 140 

Ser Pro Pro Pro Pro He Pro Glu Asp He Ala Leu Gly Lys Lys Tyr 
145 150 !< 155 160 

Lys Glu Lys Tyr Lys Val Lys Asp Arg He Glu Glu Lys Thr Arg Asp 

165 170 175 

Gly Lys Asp Arg Gly Arg Asp Phe Glu Arg Gin Arg Glu Lys Arg Asp 

180 185 190 

Lys Pro Arg Ser Thr Ser Pro Ala Gly Gin His His Ser Pro lie Ser 

195 200 205 

Ser Arg His His Ser Ser Ser Ser Gin Ser Gly Ser Ser lie Gin Arg 

210 215 220 

His Ser Pro Ser Pro Arg Arg Lys Arg Thr Pro Ser Pro Ser Tyr Gin 
225 230 235 240 

Arg Thr Leu Thr Pro Pro Leu Arg Arg Ser Ala Ser Pro Tyr Pro Ser 

245 250 255 

His Ser Leu Ser Ser Pro Gin Arg Lys Gin Ser Pro Pro Arg His Arg 

260 265 270 

Ser Pro Met Arg Glu Lys Gly Arg His Asp His Glu Arg Thr Ser Gin 

275 280 285 

Ser His Asp Arg Arg His Glu Gly Arg Glu Asp Thr Arg Gly Lys Arg 

290 295 300 

Asp Arg Glu Lys Asp Ser Arg Glu Glu Arg Glu Tyr Glu Gin Asp Gin 
305 310 315 320 

Ser Ser Ser Arg Asp His Arg Asp Asp Arg Glu Pro Arg Asp Gly Arg 

325 330 335 

Asp Arg Arg Asp Ala Arg Asp Thr Arg Asp Arg Arg Glu Leu Arg Asp 

340 345 350 

Ser Arg Asp Met Arg Asp Ser Arg Glu Met Arg Asp Tyr Ser Arg Asp 

355 360 365 

Thr Lys Glu Ser Arg Asp Pro Arg Asp Ser Arg Ser Thr Arg Asp Ala 

370 375 380 

His Asp Tyr Arg Asp Arg Glu Gly Arg Asp Thr His Arg Lys Glu Asp 
385 390 395 400 

Thr Tyr Pro Glu Glu Ser Arg Ser Tyr Gly Arg Asn His Leu Arg Glu 

405 410 415 

Glu Ser Ser Arg Thr Glu He Arg Asn Glu Ser Arg Asn Glu Ser Arg 

420 425 430 

Ser Glu He Arg Asn Asp Arg Met Gly Arg Ser Arg Gly Arg Val Pro 
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435 440 445 

Glu Leu Pro Glu Lys Gly Ser Arg Gly Ser Arg Gly Ser Gin He Asp 

450 455 460 

Ser His Ser Ser Asn Ser Asn Tyr His Asp Ser Trp Glu Thr Arg Ser 
465 470 475 480 

Ser Tyr Pro Glu Arg Asp Arg Tyr Pro Glu Arg Asp Asn Arg Asp Gin 

485 490 495 

Ala Arg Asp Ser Ser Phe Glu Arg Arg His Gly Glu Arg Asp Arg Arg 

500 505 510 

Asp Gin Arg Glu Arg Ser Lys Thr Lys Leu Thr Asn Ser Thr Ser Gly 
515 520 525 

Lys Glu 
530 

<210> 3781 
<211> 1364 
<212> DNA 

<213> Homo sapiens 
<400> 3781 

ctgagcacgt cccagctgga tctcgtctgc cactgtcacc catagcttct tccccatggt 
60 

gctttccatg tgtcacacac cacgactgtg acccagggtc ggggtcaaga gtagcctggg 
120 

gccaagccct cccacccatg agcggagaag tcctccccag gcctcacctt gcctggcgca 
180 

tggtccctcc catgagcttt gctttcagcc tttcagcttc ctccacaggg tggcagtggt 
240 

tgtaactcat ccattcatcc cttcatccct tcattcattc actcacagcc aacagacgtt 
300 

tttaaaaaat tagccagtgc tatactagag ctggctccca aggacccgct accgcattgc 
360 

cttttgaaac aaaacaatga acacgttggt aaaggggccg tgcttgtgtg tcggtgacaa 
420 

ggcgagatcc ctgagtcagg tcaggcttgt agattcgagt tctgttgcga gtttgattgc 
480 

ccctctgact ttgtcccctg tacaactagg ttgattagga atcagccaac tgtgttccct 
540 

gggtgctcag aaatcacagc ccatatcctc gagaggccaa aatgagagcc agggggttcc 
600 

aagatgagtg gctgcttctg gccgggagca ggttttcaag tcattagaac actctggcct 
660 

ttcctggagg tgatcttgga gccattcctg cccctttcaa gaggagttaa tgcccagctc 
720 

tgtttagaga aaattggggg agatgattgc tcatgtgggt gataagaatc acctcccgtg 
780 

caggggtctg catagaacac tccataggca aacctgggtg tccaaggcac gtggcatttt 
840 

gcaaactctg ggtgcagctc cgagctgtcc tgcaggtccc agaccaggtg agaactccct 
900 

gagttcctgc tgcctgggtc gggggtgagg cataggtctt gggggttcaa cctggaattc 
960 

tgaatgtcat tcattgcatt ggagaggaag gagagtaggc aaagccaaga ccctggaact 
1020 
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ggacaaactc gtgtggttta aagtcactgt gagagctgga gttgagtctg cctacggggg 
1080 

aggactgcgg cacctacctc gcagggctgt tgtgaggagc aatgtaaccg tgattttgaa 
1140 

ctgtgattct ggaagggcgg tgtgcgtgtc cccgggggtg tgccagggga gtgaggagaa 
1200 

aaggccaggg agacagcctc actcaggcag ctgagtggga gagcatttat ctctaaacct 
1260 

ggaggggtat atggtgggac aggaggaatt tgggcaggaa ctttcatgct aggggtttgg 
1320 

gggactcgct ggacaatgcc cctggacccc ccgggggtac gcgt 
1364 

<210> 3782 
<211> 112 
<212> PRT 

<213> Homo sapiens 



<400> 3782 



Met 


Asn Asp 


He 


Gin Asn 


Ser 


Arg 


Leu 


Asn Pro 


Gin 


Asp 


Leu 


Cys Leu 


1 






5 








10 








15 


Thr 


Pro Asp 


Pro 


Gly Ser 


Arg 


Asn 


Ser 


Gly Ser 


Ser 


His 


Leu 


Val Trp 






20 








25 








30 




Asp 


Leu Gin 


Asp 


Ser Ser 


Glu 


Leu 


His 


Pro Glu 


Phe 


Ala 


Lys 


Cys His 




35 








40 








45 






val 


Pro Trp 


Thr 


Pro Arg 


Phe 


Ala 


Tyr 


Gly Val 


Phe 


Tyr 


Ala 


Asp Pro 




50 






55 








60 








Cys 


Thr Gly 


Gly 


Asp Ser Tyr His 


Pro 


His Glu 


Gin 


Ser 


Ser 


Pro Pro 


65 






70 








75 








80 


lie 


Phe Ser 


Lys 


Gin Ser 


Trp 


Ala 


Leu 


Thr Pro 


Leu 


Glu 


Arg Gly Arg 








85 








90 








95 


Asn Gly Ser 


Lys 


He Thr 


Ser 


Arg 


Lys 


Gly Gin 


Ser 


Val 


Leu 


Met Thr 






100 








105 








110 





<210> 3783 
<211> 4137 
<212> DNA 

<213> Homo sapiens 
<400> 3783 

nncaaggcgc ctgcgactcg gtcccaggtc ggcgggcggc gcgcggcggg ctcgcgcggg 
60 

ggccccggcg cgccgggcgg cgcagtacgc agcgcgcgga cccacgccac ggccaggagc 
120 

ccagagcagc gcggccacac tgcccagggg tcggccctcg gccccggcgc tcggagcgcg 
180 

gcggctgcct gggctttaat ggctgctccg cggagcagcg cctagggctg gaaggcggct 
240 

gcggctcagg aagtcacccg agcaagcctc cttcggggcc ggccgcaccc gccgcggcgc 
300 

gctccatggg ggcgcgctcc ccccgggcgg cccgctgacc cgggacgccg gggcccgctc 
360 

gctcgccggc cgcgcgtccc ggccatgaac tgagcccgcg ggccagcccc gcgcctgctc 
420 



2927 



WO 00/58473 



PCT/US00/08621 



cgcccgcgcc tttcttctcg cgcctcctcc gcccgccgcc ggcgggcccg gctccccggg 
480 

ggctgcggcg ccccgggctc ggcggcccgc gggccccggg gcgcggggcg gcggcggcgg 
540 

ggggcgcgcg gctccgggcg cggcgcctgc accatgaact accagcagca gctggccaac 
600 

tcggctgcca tccgggccga gatccagcgc ttcgagtcgg tccaccccaa catctactcc 
660 

atctacgagc tgctggagcg cgtggaggag ccggtgctgc agaaccagat ccgggagcac 
720 

gtcatcgcca tcgaagatgc cttcgtgaac agccaggaat ggacgctgag tcgatctgtc 
780 

ccggagctca aagtgggaat tgtgggtaac ttggccagcg gcaagtctgc cctggtgcac 
840 

cggtacctga cgggcacata tgtccaggag gagtctccgg aaggtggcag gttcaagaaa 
900 

gagattgtcg ttgatggaca gagctatctg ctgctgatca gagatgaagg gggccccccg 
960 

gaggcgcagt ttgqcatgtg ggtggacgct gttatatttg tcttcagctt ggaggatgaa 
1020 

ataagtttcc agaccgttta ccactactac agtcgaatgg ccaactatcg gaacacgagc 
1080 

gagattcctc tggttctggt gggaacccag gatgccataa gttctgctaa cccgagggtc 
1140 

atcgatgacg ccagggcgag gaagctctcc aacgacctga aacggtgcac gtactacgag 
1200 

acgtgtgcta catacgggct gaatgtggag agggtcttcc aggacgttgc ccagaagatt 
1260 

gttgccacaa ggaagaagca gcagctgtcc ataggaccct gcaagtcgct acctaattct 
1320 

cccagccatt cctccgtctg ttccgcgcag gtgtctgccg tgcacatcag ccagacaagt 
1380 

aatggaggtg ggagtttaag cgactattcc tcctccgttc catcgactcc cagcaccagc 
1440 

cagaaggaac ttcggatcga tgttcctccc actgccaaca cgcccacgcc cgttcgcaag 
1500 

cagtctaagc gccggtccaa cctgttcacc tctcggaaag ggagcgaccc agacaaagag 
1560 

aagaaaggcc tggagagtcg tgcggacagc attgggagcg gccgagccat cccaattaaa 
1620 

cagggcatgc tgttgaagcg aagtggcaaa tcgttgaata aagagtggaa aaagaaatat 
1680 

gtcaccctgt gtgacaatgg cgtgctgacc tatcatccca gtttacatga ttacatgcag 
1740 

aatgttcatg gtaaggagat tgaccttctg agaaccactg tgaaagtccc agggaagagg 
1800 

ccaccccgag ccacgtcagc ctgcgcaccc atctccagcc ctaaaaccaa tggcctatcc 
1860 

aaggacatga gcagtttaca catctcaccc aattcagaca cagggctggg tgactccgta 
1920 

tgctccagcc ccagtatctc cagcaccacc agccccaagc tcgacccgcc cccctcccct 
1980 

cacgccaaca gaaagaagca ccgaaggaag aaaagcacta gcaacttcaa agccgacggc 
2040 
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ctgtccggca ctgctgaaga acaagaagaa 
2100 

ggccaaacat ggcactttga agccacgacg 
2160 

atcgagagcc agatcctggc cagcctgcag 
2220 

ctgacgagcc agagcgaggc catggccctg 
2280 

cactgtgtgg actgcgagac ccagaatccc 
2340 

atgtgcatcg aatgctcagg gatccaccgg 
2400 

tctctggacc tggatgactg gccaatcgag 
2460 

gagctagcca acagcgtctg ggaagagagc 
2520 

tccacaaggg aagagaagga acggtggatc 
2580 

gccccgctgc cctgcacgga gctgtccctg 
2640 

gaggacctgc ggacggccat cctgctgctg 
2700 

acctgcgggg agggagacgg ccgcacggcg 
2760 

gtcctggcgc agctcctgat ctggtacgga 
2820 

aacacagctc tggcctacgc ccggcaggcc 
2880 

cagtacggct gccccgacga gcgcttcgtg 
2940 

aacaataacc ggaacaacag cagtgggagg 
3000 

cccgcctgct cgccgcacct gggacgcggc 
3060 

agcacgtgag tcccgtcgca tcccctccct 
3120 

ccactctcac cccaaacaaa atcacaaaac 
3180 

ccgggagact gcagaagtgg ctccttttca 
3240 

gcgacgggcc tcggcccttt gatgatagca 
3300 

aagggatggg gacgcgaggg ggaggggagg 
3360 

taactggcag ttgagcacat agtacatttc 
3420 

tctcttctct gaggagctcg acggcataaa 
3480 

gaagccccta tgatggtgtg tgtcaaatca 
3540 

ggcttcatta cacttgtaca gccgagttct 
3600 

attagtcatc gccgagaaga aagcatatta 
3660 



aattttgagt ttatcattgt gtccctcact 
tatgaggagc gggacgcctg ggtccaagcc 
tcgtgcgaga gcagcaagaa caagtcccgg 
cagtcgatcc ggaacatgcg cgggaactcc 
aactgggcca gtttgaactt gggagccctc 
aatcttggca cccacctttc ccgagtccga 
ctcatcaagg tgatgtcatc catcgggaac 
agccaggggc ggacgaaacc atcggtagac 
cgtgccaagt acgagcagaa gctcttcctg 
ggccagcacc tgctgcgggc caccgccgac 
gcacacggct cccgggacga ggtgaacgag 
ctgcatctgg cctgccgcaa ggggaatgtg 
gtggacgtca cggcccgaga tgcccacggg 
tccagccagg agtgcatcga cgtgctgctg 
ctcatggcca cccctaacct gtccaggaga 
gtgcccacca tcatctgagg aacagccgtg 
agcctcgccg cattctcgct cagaagtcgc 
cttcctggtg gccacctccc tcccgcccac 
ctggacatcc ctcaaggggc gaagaggcgg 
taaactcccc taaaccacac acaggagaga 
catggcgcag gacccttgtc ctggtggcac 
cgaggaacaa ggagaagggg caactttcct 
ccctctacca aacggaacac ttggattcca 
tcagaagcaa gcacagagtt tgtcaggttt 
gttgtagcta atctgtccag ggagaatact 
tcccgcatta ctgctgttta atagaacgtg 
gccgaggagg tagtcacgcg gcacgcgccg 
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gtgattgcca cgatgtgatt 
3720 

tttcaagccc ttggagccct 
3780 

tcagtccaaa gagaggaaat 
3840 

aaaacaaaat gggaaaaata 
3900 

cagctaataa tagcatttcg 
3960 

ttttccgact gtaagagata 
4020 

ccctcctgga ccacgttgcc 
4080 

gtgtgaaaat atatttgaat 
4137 



gcaatactct tagaagcacc 
ctctaaattc actgtcatca 
cagtcgctga gtattatttg 
aataagaata actcagaaac 
agtatatttc gtaaactaag 
tttgatgtcc ttttgccgag 
caagtcacac aggcttctgt 
aaaagaagtt cataaaaaaa 



atattatccc agacatgttc 
tttagtatct gtttaatttt 
actccggtct ccttggtgca 
tcaaaaggaa accacaaatt 
gaaatacaca aaaggctgtt 
gtggatgtgt tagtctcagg 
gttatgtatt tagataagat 
aaaaaaaaaa aaaaaaa 



<210> 3784 

<211> 804 

<212> PRT 

<213> Homo sapiens 



<400> 3784 

Met Asn Tyr Gin Gin Gin Leu Ala Asn Ser Ala Ala He Arg Ala Glu 

15 10 15 

He Gin Arg Phe Glu Ser Val His Pro Asn He Tyr Ser He Tyr Glu 

20 25 30 

Leu Leu Glu Arg Val Glu Glu Pro Val Leu Gin Asn Gin He Arg Glu 

35 40 45 

His Val He Ala He Glu Asp Ala Phe Val Asn Ser Gin Glu Trp Thr 

50 55 60 

Leu Ser Arg Ser Val Pro Glu Leu Lys Val Gly He Val Gly Asn Leu 
65 70 75 80 

Ala Ser Gly Lys Ser Ala Leu Val His Arg Tyr Leu Thr Gly Thr Tyr 

85 90 95 

Val Gin Glu Glu Ser Pro Glu Gly Gly Arg Phe Lys Lys Glu He Val 

100 105 110 

Val Asp Gly Gin Ser Tyr Leu Leu Leu He Arg Asp Glu Gly Gly Pro 

115 120 125 

Pro Glu Ala Gin Phe Ala Met Trp Val Asp Ala Val He Phe Val Phe 

130 135 140 

Ser Leu Glu Asp Glu He Ser Phe Gin Thr Val Tyr His Tyr Tyr Ser 
145 150 155 160 

Arg Met Ala Asn Tyr Arg Asn Thr Ser Glu He Pro Leu Val Leu Val 

165 170 175 

Gly Thr Gin Asp Ala He Ser Ser Ala Asn Pro Arg Val He Asp Asp 

180 185 190 

Ala Arg Ala Arg Lys Leu Ser Asn Asp Leu Lys Arg Cys Thr Tyr Tyr 

195 200 205 

Glu Thr Cys Ala Thr Tyr Gly Leu Asn Val Glu Arg Val Phe Gin Asp 

210 215 220 

Val Ala Gin Lys He Val Ala Thr Arg Lys Lys Gin Gin Leu Ser He 
225 230 235 240 

Gly Pro Cys Lys Ser Leu Pro Asn Ser Pro Ser His Ser Ser Val Cys 
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245 250 255 

Ser Ala Gin Val Ser Ala Val His lie Ser Gin Thr Ser Asn Gly Gly 

260 265 270 

Gly Ser Leu Ser Asp Tyr Ser Ser Ser Val Pro Ser Thr Pro Ser Thr 

275 280 285 

Ser Gin Lys Glu Leu Arg He Asp Val Pro Pro Thr Ala Asn Thr Pro 

290 295 300 

Thr Pro Val Arg Lys Gin Ser Lys Arg Arg Ser Asn Leu Phe Thr Ser 
305 310 315 320 

Arg Lys Gly Ser Asp Pro Asp Lys Glu Lys Lys Gly Leu Glu Ser Arg 

325 330 335 

Ala Asp Ser He Gly Ser Gly Arg Ala He Pro He Lys Gin Gly Met 

340 345 350 

Leu Leu Lys Arg Ser Gly Lys Ser Leu Asn Lys Glu Trp Lys Lys Lys 

355 360 365 

Tyr Val Thr Leu Cys Asp Asn Gly Val Leu Thr Tyr His Pro Ser Leu 

370 375 380 

His Asp Tyr Met Gin Asn Val His Gly Lys Glu He Asp Leu Leu Arg 
385 390 395 400 

Thr Thr Val Lys Val Pro Gly Lys Arg Pro Pro Arg Ala Thr Ser Ala 

405 410 415 

Cys Ala Pro He Ser Ser Pro Lys Thr Asn Gly Leu Ser Lys Asp Met 

420 425 430 

Ser Ser Leu His He Ser Pro Asn Ser Asp Thr Gly Leu Gly Asp Ser 

435 440 445 

Val Cys Ser Ser Pro Ser He Ser Ser Thr Thr Ser Pro Lys Leu Asp 

450 455 460 

Pro Pro Pro Ser Pro His Ala Asn Arg Lys Lys His Arg Arg Lys Lys 
465 470 475 480 

Ser Thr Ser Asn Phe Lys Ala Asp Gly Leu Ser Gly Thr Ala Glu Glu 

485 490 495 

Gin Glu Glu Asn Phe Glu Phe He He Val Ser Leu Thr Gly Gin Thr 

500 505 510 

Trp His Phe Glu Ala Thr Thr Tyr Glu Glu Arg Asp Ala Trp Val Gin 

515 520 525 

Ala lie Glu Ser Gin He Leu Ala Ser Leu Gin Ser Cys Glu Ser Ser 

530 535 540 

Lys Asn Lys Ser Arg Leu Thr Ser Gin Ser Glu Ala Met Ala Leu Gin 
545 550 555 560 

Ser lie Arg Asn Met Arg Gly Asn Ser His Cys Val Asp Cys Glu Thr 

565 570 575 

Gin Asn Pro Asn Trp Ala Ser Leu Asn Leu Gly Ala Leu Met Cys lie 

580 585 590 

Glu Cys Ser Gly lie His Arg Asn Leu Gly Thr His Leu Ser Arg Val 

595 600 605 

Arg Ser Leu Asp Leu Asp Asp Trp Pro lie Glu Leu lie Lys Val Met 

610 615 620 

Ser Ser lie Gly Asn Glu Leu Ala Asn Ser Val Trp Glu Glu Ser Ser 
625 630 635 640 

Gin Gly Arg Thr Lys Pro Ser Val Asp Ser Thr Arg Glu Glu Lys Glu 

645 650 655 

Arg Trp lie Arg Ala Lys Tyr Glu Gin Lys Leu Phe Leu Ala Pro Leu 

660 665 670 

Pro Cys Thr Glu Leu Ser Leu Gly Gin His Leu Leu Arg Ala Thr Ala 
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£ *7 c 










can 
o o U 










O O D 








Asp 


Glu 


Asp 


Leu 




Thr 


Al * 


Tip 


Leu 


Leu 


Leu 


Al ^ 
Mia 


n ± is 


uiy 


ser 


Arg 




con 










C Q C 
O 3D 










T n r\ 

700 










Asp 


Glu 


Val 


Asn 


Glu 


Thr 


Cys 


Gly 


Glu 


Gly 


ASp 


Gly 


Arg 


Thr 


Ala 


Leu 


705 










710 










715 










720 


His 


Leu 


Ala 


Cys 


Arg 


Lys 


Gly 


Asn 


Val 


Val 


Leu 


Ala 


Gin 


Leu 


Leu 


He 










725 










730 










735 




Trp 


Tyr 


Gly 


Val 


Asp 


Val 


Thr 


Ala 


Arg 


Asp 


Ala 


His 


Gly 


Asn 


Thr 


Ala 








740 










745 










750 






Leu 


Ala 


Tyr 


Ala 


Arg 


Gin 


Ala 


Ser 


Ser 


Gin 


Glu 


Cys 


He 


Asp 


Val 


Leu 






755 










760 










765 








Leu 


Gin 


Tyr 


Gly 


Cys 


Pro 


Asp 


Glu 


Arg 


Phe 


Val 


Leu 


Met 


Ala 


Thr 


Pro 




770 










775 










780 










Asn 


Leu 


Ser 


Arg 


Arg 


Asn 


Asn 


Asn 


Arg 


Asn 


Asn 


Ser 


Ser 


Gly 


Arg 


Val 


785 










790 










795 










800 


Pro 


Thr 


lie 


He 



























<210> 3785 

<211> 1901 

<212> DNA 

<213> Homo sapiens 

<400> 3785 

tttttttttt tttttttttt tttttttttt tttttttttt ttctggtcaa actccctttt 
60 

tattaagggt tatcaagctg tacacggtcc ctaccctgct ccgctccgag ttcgggcagc 
120 

gcaattcacc actctcccaa agccggacca cagctgggtg aggggtggga cagagagtag 
180 

gagcagtccc agcatgcagt gcagcagccc aaagcctcgg gcgaggcatc gcccttcatc 
240 

ccccttcagg gcacagcgag atgcgggcca gagctctttt gctgggacgt acacagccaa 
300 

ggtcaccctc cagcccggtc tgtcccatgt gcaggtgatg gggggtacga taagcagcaa 
360 

tgagggccca ggaagacctc agtctcctgg gggcccatcc taaaagatgg caagggcagc 
420 

aaagtatttc catcctgctc ctacaattta gaaaccttct tttttagtgt caaaatatag 
480 

cgttgagggg agctggacgc tagggtcttc accctaacgc aaagcaaaag ccgaacggaa 
540 

cgggagcaag cgaacagaac aggagcaagc agcacacaca ggccagtgat gtgcaagaag 
600 

cggagagagg tgagccggct gcagcactgg gcgagaactg cgggtgaggt aagggccaca 
660 

gcctgacctg ctcatctatt gagggggcta gggaaggttg caggggttga gggtccaggc 
720 

ccaacctccc cactccacag ttggcacagg ttctccctgc ttggcagctt ctatcgtggg 
780 

cagccctctg gggacttgca ggggtaggtg taaaggtggc agtactgggg ctgggctggg 
840 

gaccagtttc tagcaccaca ctctgagcca agggggtcct ggggatgagg ctagagtccc 
900 
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gtgtgccctc ggttcctagg ccccaaattc ctctcctggg gctgtggcaa gcccagtgtt 
960 

ggcacctccc ttggccaggc acagacacac aaacaccaca cacgtggggc cagggaacac 
1020 

tcagaggagc cgtcccatgg caggcagacg ggatggcagg gcagcggtgg cctccatcct 
1080 

gggccacagg aaccctgctc agccttgtct ataccttgtg cacctgaggg ggtagctcat 
1140 

cctccgagcc ctcttcgggc acgggctcag ggtgccttga tgccgactgc ccatcttctg 
1200 

cccaccctcc aagaggcagc cgagagaaat gagagggaac cctgggcact gtgccaggat 
1260 

ctgtgatgcc accgtagcgc ctctggaagc ccccatgcag ggcggtggtc tcaggagctc 
1320 

caggccgggg tgctgcacag ggatagctag cagagcgagg gatagactgg ggggcccggg 
1380 

cgccctctcc cccttcatca ggggcgcttt ctccactctc atcactctcc cggcggtgcc 
1440 

atacatgccg ctcaggttca gcctgggcct gctgcttgtg gagctggtgc atatagaggg 
1500 

catgcaggct catctctgtg gatgcatatt ctgacagcac caggctctgc agctgtcctt 
1560 

cccacacgct gctcccggag ctggctgtcc tggcatccac cccagagcct gtcatggtgc 
1620 

tgtgagcccg gcctgtgggc gcctgcccgg gttgcagcgg ggagaaggag cgcagggcag 
1680 

aggcgacttc agccctgtgc ctggagccct gcaggtctct gggcagtgga gggccccggc 
1740 

aggatgagcc agctaccaca tttgcgataa ggctcagggg ctcagactca gattgtaagg 
1800 

actggataga cgtaaagagg gcattttcag ggagcagacc cccttgggcg aggctagcag 
1860 

ctgctccatc ccgctgaacc tgctccttga ggaagcctag g 
1901 

<210> 3786 
<211> 168 
<212> PRT 

<213> Homo sapiens 
<400> 3786 

Met Thr Gly Ser Gly Val Asp Ala Arg Thr Ala Ser Ser Gly Ser Ser 

15 10 15 

Val Trp Glu Gly Gin Leu Gin Ser Leu Val Leu Ser Glu Tyr Ala Ser 

20 25 30 

Thr Glu Met Ser Leu His Ala Leu Tyr Met His Gin Leu His Lys Gin 

35 40 45 

Gin Ala Gin Ala Glu Pro Glu Arg His Val Trp Hi's Arg Arg Glu Ser 

50 55 60 

Asp Glu Ser Gly Glu Ser Ala Pro Asp Glu Gly Gly Glu Gly Ala Arg 
65 70 75 80 

Ala Pro Gin Ser lie Pro Arg Ser Ala Ser Tyr Pro Cys Ala Ala Pro 

85 90 95 

Arg Pro Gly Ala Pro Glu Thr Thr Ala Leu His Gly Gly Phe Gin Arg 
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100 105 HO 

Arg Tyr Gly Gly He Thr Asp Pro Gly Thr Val Pro Arg Val Pro Ser 

115 120 125 

His Phe Ser Arg Leu Pro Leu Gly Gly Trp Ala Glu Asp Gly Gin Ser 

130 135 140 

Ala Ser Arg His Pro Glu Pro Val Pro Glu Glu Gly Ser Glu Asp Glu 
145 150 155 160 

Leu Pro Pro Gin Val His Lys Val 
165 

<210> 3787 

<211> 717 

<212> DNA 

<213> Homo sapiens 

<400> 3787 

gcgtttgtcc agtattattc aaatgaccgg acataatgaa ggatggcgac aggacgaagg 
60 

cttctgccct aagatttctc tcatctcgtt tttaccatct tgtcttcgtg gccctcactt 
120 

gtggttgtgt ctgctgtggt gttatggaca ctgctagtgt taatacagca caataagaaa 
180 

gtgtgaaagg ggccgggaaa ggtggcggga gcggggcggc acgtgggttc ccctcacagc 
240 

actgtgcacg gtgcctgctt gggttcctcc atgtggacca gcaccgctga gcggccactc 
300 

tgcgccaggc actgttcatg ggtgatcacg gcagccccct tattacagac aagcaaactg 
360 

gggcttagcc agctcaggag gctcgcaggt aggtggggga gcctggagct gaacccaggc 
420 

gtctgaccca ggtgctcccc cttagccacc tgcctccatg agcacttggc accccagggc 
480 

cccgggggtg ctgcacgtga gccgtggcgt agcttaatcg acgcgcacaa ggattccgtg 
540 

tattcagtgt ttattgaggc tgtgttttga agcatgccat tgataggttg aacataacat 
600 

ttttcttaga ataaaagcac attccataca ctctactgtg gcagaataag gaggttcaca 
660 

gataattgag agaagctacc gaaacgtgct gttttctgaa ggtctccctt cacgcgt 
717 

<210> 3788 

<211> 113 

<212> PRT 

<213> Homo sapiens 

<400> 3788 

Met Leu Gin Asn Thr Ala Ser He Asn Thr Glu Tyr Thr Glu Ser Leu 

15 10 15 

Cys Ala Ser lie Lys Leu Arg His Gly Ser Arg Ala Ala Pro Pro Gly 

20 25 30 

Pro Trp Gly Ala Lys Cys Ser Trp Arg Gin Val Ala Lys Gly Glu His 

35 40 45 

Leu Gly Gin Thr Pro Gly Phe Ser Ser Arg Leu Pro His Leu Pro Ala 
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50 55 60 

Ser Leu Leu Ser Trp Leu Ser Pro Ser Leu Leu Val Cys Asn Lys Gly 
65 70 75 80 

Ala Ala Val lie Thr His Glu Gin Cys Leu Ala Gin Ser Gly Arg Ser 

85 90 95 

Ala Val Leu Val His Met Glu Glu Pro Lys Gin Ala Pro Cys Thr Val 
100 105 HO 



Leu 



<210> 3789 

<211> 4341 

<212> DNA 

<213> Homo sapiens 

<400> 3789 

ngaattcatt ttcaaaggag gcgaactacc tgtgccctaa ccttggaagc tggagaaaag 
60 

ttactgctca caactgacct gaaaactaaa gagtctgtgg gtaggagaat cagtcaactt 
120 

caggacagct ggaaagacat ggagccccag ctggcagaga tgattaagca gttccagagc 
180 

actgtagaga cctgggacca gtgtgaaaag aaaatcaagg agttgaaaag caggctgcaa 
240 

gttttaaagg cacaaagtga agatcctctt ccagagcttc acgaggacct ccataacgaa 
300 

aaagagctga ttaaggaact agaacagtct ttggctagct ggactcagaa cttgaaagaa 
360 

cttcaaacta tgaaggcgga cttaacccgg cacgttctcg tggaagatgt gatggttttg 
420 

aaggagcaaa tagagcattt gcacagacaa tgggaggacc tctgcttaag ggtggccata 
480 

cgtaaacagg agattgaaga cagactcaat acatgggttg tattcaatga aaaaaataaa 
540 

gagttgtgtg cctggctggt gcagatggaa aacaaagttc tacagacagt ggacattagt 
600 

attgaagaaa tgattgaaaa gttacagaag gactgcatgg aagaaataaa cttgtttagt 
660 

gaaaacaagt tacagttaaa gcagatgggt gaccagttga tcaaggccag caacaaatca 
720 

agagcagctg agatcgatga caagctcaac aaaattaacg atcgttggca acatcttttt 
780 

gatgtcatcg gatcaagggt gaagaagctg aaggagacct ttgcttttat tcagcagttg 
840 

gacaaaaaca tgagcaacct tcgcacctgg ttggctcgaa ttgagtctga gctttccaag 
900 

cctgttgttt atgatgtctg cgatgatcaa gagatccaga agaggctcgc tgagcagcag 
960 

gatctacagc gagatattga acaacacagc gcaggggtgg agtccgtgtt taacatctgt 
1020 

gacgtcctac tgcacgactc cgatgcctgt gcaaatgaga ccgagtgtga ctcgatccag 
1080 

cagaccacca ggagcctgga cagacgctgg aggaacattt gtgccatgtc catggagcgg 
1140 
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cgcatgaaaa tcgaggagac gtggcgcctg 
1200 

tttgaggact ggctcaagtc agctgagagg 
1260 

ttgtacacga gtgccaaaga ggaactgaag 
1320 

gagcggctca ctcagctgga gctcatcaac 
1380 

cgcacagaca cggccagcag gctgaagcag 
1440 

aaccttcaga ggcgggtcac agccgtcctg 
1500 

gaagaatttg agggcaccag ggagagcatt 
1560 

ctgaccaacg tggagcactt ctcagagagt 
1620 

ggcttccaac aggaaattac attaaatacc 
1680 

gagcagctga ttcagaagag cgagcccctg 
1740 

gaactccacc gctactgcca ggaggtgttt 
1800 

acctcctgca ctccgggctt ggaagatgaa 
1860 

gaagacccca gagaaatcca gactgattct 
1920 

tcatctcctc agtccctgtg tcatctagtg 
1980 

acccctgtca gcgtggactc catccccctg 
2040 

tcctcctctc acgaagagga cgaggagggc 
2100 

atttcggatg gccactcgtg gcatgttccc 
2160 

aagcaaatgg aaggtgacag gaatgttcca 
2220 

aaaccaccct atggaaagct actattacct 
2280 

cgagtcctga atggcaaccc acagcaggaa 
2340 

cagtcaggtg ccttcgacag atgggagatg 
2400 

aaaataaaac aaaatttgca acagctgaac 
2460 

aaaaaaactg aagcagagct ggaaatgtta 
2520 

gaaatagaac tgagagtgaa gagactgcag 
2580 

gcattagtgg tctctgtcaa cgtgagcagc 
2640 

tccacagagc tccaaagtag actccgccag 
2700 

gcagtggaca gctggagagg gggcttacga 
2760 



tggcagaagt ttttagacga ctattctcgc 
acggcagcct gcccaaattc ctcagaggtg 
aggtttgagg cctttcagcg gcagattcat 
aagcagtacc ggcggctggc ccgggagaac 
atggtccacg agggcaacca gcgctgggac 
cggagactca ggcatttcac caaccagagg 
ctggtgtggc tcacagagat ggacctgcag 
gacgccgatg acaagatgcg ccaactgaat 
aacaagattg atcagctcat tgtgtttggg 
gatgctgtgc tgattgagga tgagctggag 
ggaagggtct cccggttcca ccggcggctc 
aaggaggcct ctgagaatga aacagacatg 
tggcgtaaac ggggagagag cgaggaaccg 
gccccagggc acgagcggtc tggctgcgag 
gagtgggacc acacaggcga cgtggggggc 
ccatactaca gcgcactgtc aggtaaatcc 
gacagccctt cctgtcccga gcatcactac 
cctgttcccc ctgcgtccag caccccttat 
ccaggcacgg atggtggcaa agaaggcccg 
gacgggggac tggccggtat cacagagcag 
attcaagcac aggagcttca caataagctc 
tctgatatca gcgccatcac tacttggctg 
aagatggcaa agcctccctc tgatatccag 
gagatactga aagcctttga cacttacaag 
aaggaatttc tgcaaaccga gagccccgaa 
ctgagcctgc tctgggaagc agcacagggc 
cagtcgctca tgcagtgcca ggacttccac 
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cagttgagtc aaaatctgct gctgtggtta 
2820 

catgtcaccg atccaaaggc agacccccgg 
2880 

caactggaaa aggagctggt agaacgtcaa 
2940 

aacagccttc tcattaaggg acatggagaa 
3000 

gttattgaga agaaactcaa acagttacgg 
3060 

cagggaaccc agaacccagc ctcacccctg 
3120 

cagcctcctg caacatccgt gccagctccc 
3180 

acagaaggcg aggaggagac agagagcagg 
3240 

ttcctctcaa gggtggtccg ggcagcccta 
3300 

ctcctggcct gcctgctgcc ctcctccgaa 
3360 

tttgcccggt ccttttaccc catgctgagg 
3420 

gcatagctgg ccacagtgct acaccacctg 
3480 

cccagaccaa tctgagtgac ttagtgttgg 
3540 

tgggcttacc cagcacgggc tccctggagc 
3600 

caggagcagg gaacctgtgt ggcaggtgcc 
3660 

tttagggatc tctggaaatg tcagtttcct 
3720 

tgtttgtaaa acagcattat tataatgtag 
3780 

atatattata gaagcaagcg agcacattcc 
3840 

acccttagct gatggaaaca atcaatcata 
3900 

atcagctggc aattttgagc tgccggttat 
3960 

ctgctctttt atattgcttt aaatttttaa 
4020 

gtgcatattt tttaacaatg cccaatctgt 
4080 

aaaaaattag attttagctg gagcttttga 
4140 

ttgataggga tgtttttgta agttaatttt 
4200 

ttgctttggg ttttaactgt ttggccacgg 
4260 

acttgaagct gtttgtgata tgtacaactc 
4320 

cagaaaaaaa aaaaaaaaaa a 
4341 



gcgagtgcca agaaccggag gcagaaggct 
gctctcctag agtgtcggag ggaactaatg 
cctcaagtgg acatgttaca ggagatttca 
gactgtattg aagctgaaga aaaggtgcat 
gagcaagtgt cccaagattt aatggccttg 
cccagcttcg acgaggtaga ctcgggggac 
cgagcaaagc agttcagagc agtgagaact 
gtccccggca gcacacggcc acagcgctcc 
cccctgcagc tgctcctcct gctgctgctg 
gaagactaca gctgcactca ggccaacaac 
tacaccaatg ggccaccccc cacatagagg 
cctgattgcc aagggtgccc agcacgtggc 
caaggtcccg ggacctgtgc agacttcttc 
ccagggcagc tttcagattg tgttcctccc 
ccgggtattt tggcagaact agttgattag 
gaagagccaa gcactttgtg aattctggtt 
gtatggtcaa tgagcagtgg tgtccatcac 
accctagaaa tggttcagaa actcataggc 
tttaatacgc ttagaatcag ttttactcca 
acaccaaaat gttctgttca gtacctagct 
agaaattata ttgcatggat gtggttattt 
atgaataatg taaacttcga ttttttttta 
ctaatgtaaa gtaaatgcca aactaccgac 
ctaagacttt ttcacatcca aagtgatgct 
cgggggtggg ggcggggggt tggtacagaa 
agatgtttct cattaaaaaa caaaattagc 
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<210> 3790 

<211> 1092 

<212> PRT 

<213> Homo sapiens 



<400> 3790 



Met 


Glu 




Gin 


Leu Ala Glu Met He 


Lys 


Gin 


Phe 


Gin 


Ser 


Thr 


Vdl 


1 








5 


10 










15 




Glu 


Thr 




Asp 


Gin Cys Glu Lys Lys 


He 


Lys 


Glu 


Leu 


Lys 


Ser 


Arg 








20 


25 










30 






Leu 


Gin 


val 




Lys Ala Gin Ser Glu Asp Pro 


Leu 


Pro 


Glu 


Leu 


xilS 






35 




40 








45 








Glu Asp 


Leu 




Asn Glu Lys Glu Leu 


He 


Lys 


Glu 


Leu 


Glu 


Gin 


Ser 




50 






55 






60 










Leu 


Ala 


oer 


Trp 


Thr Gin Asn Leu Lys 


Glu 


Leu 


Gin 


Thr 


Met 


Lys 


Ala 










70 




75 












Asp 


Leu 


1 Hi 


Arg 


His Val Leu Val Glu Asp Val 


Met 


Val 


Leu 


Lys 


Glu 










85 


90 










95 




Gin 


lie 




tixs 


Leu His Arg Gin Trp Glu Asp 


Leu Cys 


Leu 


Arg 


Val 








100 


105 










110 






Ala 


He 


arg 


Lys 


Gin Glu He Glu Asp Arg Leu 


Asn Thr Trp Val 


val 






115 




120 








125 








Phe 


Asn 


Glu 


L»ys 


Asn Lys Glu Leu Cys 


Ala 


Trp 


Leu 


Val 


Gin 


Met 


CjIU 




130 






135 






140 










Asn 


Lys 


Val 


Leu 


Gin Thr Val Asp He 


Ser 


He 


Glu 


Glu 


Met 


He 


LjXU 


145 








150 




155 












Lys 


Leu 


Gin 


Lys 


Asp Cys Met Glu Glu 


He 


Asn 


Leu 


Phe 


Ser 


Glu 


Asn 










165 


170 










175 




Lys 


Leu 


Gin 


Leu 


Lys Gin Met Gly Asp Gin Leu 


He 


Lys 


Ala 


Ser 


Asn 








180 


185 










190 






Lys 


Ser 


Arcr 


Ala 


Ala Glu He Asp Asp 


Lys 


Leu 


Asn 


Lys 


He 


Asn 


Asp 






195 




200 








205 








Arg 


Trp 


Gin 


His 


Leu Phe Asp Val He Gly Ser 


Arg 


Val 


Lys 


Lys 


Leu 




210 






215 






220 










Lys 


Glu 


Thr 


Phe 


Ala Phe He Gin Gin 


Leu 


Asp 


Lys 


Asn 


Met 


Ser 


Asn 


225 








230 




235 










240 


Leu 


Arg 


Thr 


Trp 


Leu Ala Arg He Glu 


Ser 


Glu 


Leu 


Ser 


Lys Pro 


Val 










245 


250 










255 




Val 


Tyr 


Asp 


Val 


Cys Asp Asp Gin Glu 


He 


Gin 


Lys 


Arg 


Leu 


Ala 


Glu 








260 


265 










270 






Gin 


Gin 


Asp 


Leu 


Gin Arg Asp He Glu 


Gin 


His 


Ser Ala Gly Val 


Glu 






275 




280 








285 








Ser 


val 


Phe 


Asn 


He Cys Asp Val Leu 


Leu 


His 


Asp 


Ser Asp Ala 


Cys 




290 






295 






300 










Ala 


Asn 


Glu 


Thr 


Glu Cys Asp Ser He 


Gin 


Gin 


Thr 


Thr 


Arg 


Ser 


Leu 


305 








310 




315 










320 


Asp Arg 


Arg 


Trp 


Arg Asn He Cys Ala 


Met 


Ser 


Met Glu Arg Arg 


Met 










325 


330 










335 




Lys 


He 


Glu 


Glu 


Thr Trp Arg Leu Trp 


Gin 


Lys 


Phe 


Leu Asp Asp 


Tyr 








340 


345 










350 






Ser 


Arg 


Phe 


Glu 


Asp Trp Leu Lys Ser Ala Glu 


Arg 


Thr 


Ala 


Ala 


Cys 






355 




360 








365 








Pro 


Asn 


Ser 


Ser 


Glu Val Leu Tyr Thr Ser Ala 


Lys 


Glu 


Glu 


Leu 


Lys 
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370 375 380 

Arg Phe Glu Ala Phe Gin Arg Gin lie His Glu Arg Leu Thr Gin Leu 
385 390 395 400 

Glu Leu He Asn Lys Gin Tyr Arg Arg Leu Ala Arg Glu Asn Arg Thr 

405 410 415 

Asp Thr Ala Ser Arg Leu Lys Gin Met Val His Glu Gly Asn Gin Arg 

420 425 430 

Trp Asp Asn Leu Gin Arg Arg Val Thr Ala Val Leu Arg Arg Leu Arg 

435 440 445 

His Phe Thr Asn Gin Arg Glu Glu Phe Glu Gly Thr Arg Glu Ser He 

450 455 460 

Leu Val Trp Leu Thr Glu Met Asp Leu Gin Leu Thr Asn Val Glu His 
465 470 475 480 

Phe Ser Glu Ser Asp Ala Asp Asp Lys Met Arg Gin Leu Asn Gly Phe 

485 490 495 

Gin Gin Glu He Thr Leu Asn Thr Asn Lys He Asp Gin Leu He Val 

500 505 510 

Phe Gly Glu Gin Leu He Gin Lys Ser Glu Pro Leu Asp Ala Val Leu 

515 520 525 

He Glu Asp Glu Leu Glu Glu Leu His Arg Tyr Cys Gin Glu Val Phe 

530 535 540 

Gly Arg Val Ser Arg Phe His Arg Arg Leu Thr Ser Cys Thr Pro Gly 
545 550 555 560 

Leu Glu Asp Glu Lys Glu Ala Ser Glu Asn Giu Thr Asp Met Glu Asp 

565 570 575 

Pro Arg Glu He Gin Thr Asp Ser Trp Arg Lys Arg Gly Glu Ser Glu 

580 585 S90 

Glu Pro Ser Ser Pro Gin Ser Leu Cys His Leu Val Ala Pro Gly His 

595 600 605 

Glu Arg Ser Gly Cys Glu Thr Pro Val Ser Val Asp Ser He Pro Leu 

610 615 620 

Glu Trp Asp His Thr Gly Asp Val Gly Gly Ser Ser Ser His Glu Glu 
625 630 635 640 

Asp Glu Glu Gly Pro Tyr Tyr Ser Ala Leu Ser Gly Lys Ser He Ser 

645 650 655 

Asp Gly His Ser Trp His Val Pro Asp Ser Pro Ser Cys Pro Glu His 

660 665 670 

His Tyr Lys Gin Met Glu Gly Asp Arg Asn Val Pro Pro Val Pro Pro 

675 680 685 

Ala Ser Ser Thr Pro Tyr Lys Pro Pro Tyr Gly Lys Leu Leu Leu Pro 

690 695 700 

Pro Gly Thr Asp Gly Gly Lys Glu Gly Pro Arg Val Leu Asn Gly Asn 
705 710 715 720 

Pro Gin Gin Glu Asp Gly Gly Leu Ala Gly He Thr Glu Gin Gin Ser 

725 730 735 

Gly Ala Phe Asp Arg Trp Glu Met He Gin Ala Gin Glu Leu His Asn 

740 745 750 

Lys Leu Lys He Lys Gin Asn Leu Gin Gin Leu Ash Ser Asp He Ser 

755 760 765 

Ala He Thr Thr Trp Leu Lys Lys Thr Glu Ala Glu Leu Glu Met Leu 

770 775 780 

Lys Met Ala Lys Pro Pro Ser Asp He Gin Glu He Glu Leu Arg Val 
785 790 795 800 

Lys Arg Leu Gin Glu He Leu Lys Ala Phe Asp Thr Tyr Lys Ala Leu 
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370 

Arg Phe Glu Ala 
385 

Glu Leu lie Asn 

Asp Thr Ala Ser 
420 

Trp Asp Asn Leu 
435 

His Phe Thr Asn 
450 

Leu Val Trp Leu 
465 

Phe Ser Glu Ser 

Gin Gin Glu He 
500 

Phe Gly Glu Gin 
515 

He Glu Asp Glu 
530 

Gly Arg Val Ser 
545 

Leu Glu Asp Glu 

Pro Arg Glu He 
580 

Glu Pro Ser Ser 
595 

Glu Arg Ser Gly 
610 

Glu Trp Asp His 
625 

Asp Glu Glu Gly 

Asp Gly His Ser 
660 

His Tyr Lys Gin 
675 

Ala Ser Ser Thr 
690 

Pro Gly Thr Asp 
705 

Pro Gin Gin Glu 

Gly Ala Phe Asp 
740 

Lys Leu Lys He 
755 

Ala He Thr Thr 
770 

Lys Met Ala Lys 
785 

Lys Arg Leu Gin 



375 

Phe Gin Arg Gin 
390 

Lys Gin Tyr Arg 
405 

Arg Leu Lys Gin 

Gin Arg Arg Val 
440 

Gin Arg Glu Glu 
455 

Thr Glu Met Asp 
470 

Asp Ala Asp Asp 
485 

Thr Leu Asn Thr 

Leu He Gin Lys 
520 

Leu Glu Glu Leu 
535 

Arg Phe His Arg 
550 

Lys Glu Ala Ser 
565 

Gin Thr Asp Ser 

Pro Gin Ser Leu 
600 

Cys Glu Thr Pro 
615 

Thr Gly Asp Val 
630 

Pro Tyr Tyr Ser 
645 

Trp His Val Pro 

Met Glu Gly Asp 
680 

Pro Tyr Lys Pro 
695 

Gly Gly Lys Glu 
710 

Asp Gly Gly Leu 
725 

Arg Trp Glu Met 

Lys Gin Asn Leu 
760 

Trp Leu Lys Lys 
775 

Pro Pro Ser Asp 
790 

Glu He Leu Lys 



380 

He His Glu Arg 
395 

Arg Leu Ala Arg 
410 

Met Val His Glu 
425 

Thr Ala Val Leu 

Phe Glu Gly Thr 
460 

Leu Gin Leu Thr 
475 

Lys Met Arg Gin 
490 

Asn Lys He Asp 
505 

Ser Glu Pro Leu 

His Arg Tyr Cys 
540 

Arg Leu Thr Ser 
555 

Glu Asn Glu Thr 
570 

Trp Arg Lys Arg 
585 

Cys His Leu Val 

Val Ser Val Asp 
620 

Gly Gly Ser Ser 
635 

Ala Leu Ser Gly 
650 

Asp Ser Pro Ser 
665 

Arg Asn Val Pro 

Pro Tyr Gly Lys 
700 

Gly Pro Arg Val 
715 

Ala Gly He Thr 
730 

He Gin Ala Gin 
745 

Gin Gin Leu Ash 

Thr Glu Ala Glu 
780 

He Gin Glu He 
795 

Ala Phe Asp Thr 



Leu Thr Gin Leu 
400 

Glu Asn Arg Thr 
415 

Gly Asn Gin Arg 
430 

Arg Arg Leu Arg 
445 

Arg Glu Ser He 
Asn Val Glu His 

480 

Leu Asn Gly Phe 
495 

Gin Leu He Val 
510 

Asp Ala Val Leu 
525 

Gin Glu Val Phe 

Cys Thr Pro Gly 
560 

Asp Met Glu Asp 
575 

Gly Glu Ser Glu 
590 

Ala Pro Gly His 
605 

Ser He Pro Leu 

Ser His Glu Glu 
640 

Lys Ser He Ser 
655 

Cys Pro Glu His 
670 

Pro Val Pro Pro 
685 

Leu Leu Leu Pro 

Leu Asn Gly Asn 
720 

Glu Gin Gin Ser 
735 

Glu Leu His Asn 
750 

Ser Asp He Ser 
765 

Leu Glu Met Leu 

Glu Leu Arg Val 
800 

Tyr Lys Ala Leu 
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805 810 815 

Val Val Ser Val Asn Val Ser Ser Lys Glu Phe Leu Gin Thr Glu Ser 

820 825 830 

Pro Glu Ser Thr Glu Leu Gin Ser Arg Leu Arg Gin Leu Ser Leu Leu 

835 840 845 

Trp Glu Ala Ala Gin Gly Ala Val Asp Ser Trp Arg Gly Gly Leu Arg 

850 855 860 

Gin Ser Leu Met Gin Cys Gin Asp Phe His Gin Leu Ser Gin Asn Leu 
865 870 875 880 

Leu Leu Trp Leu Ala Ser Ala Lys Asn Arg Arg Gin Lys Ala His Val 

885 890 895 

Thr Asp Pro Lys Ala Asp Pro Arg Ala Leu Leu Glu Cys Arg Arg Glu 

900 905 910 

Leu Met Gin Leu Glu Lys Glu Leu Val Glu Arg Gin Pro Gin Val Asp 

915 920 925 

Met Leu Gin Glu lie Ser Asn Ser Leu Leu lie Lys Gly His Gly Glu 

930 935 940 

Asp Cys lie Glu Ala Glu Glu Lys Val His Val lie Glu Lys Lys Leu 
945 950 955 960 

Lys Gin Leu Arg Glu Gin Val Ser Gin Asp Leu Met Ala Leu Gin Gly 

965 970 975 

Thr Gin Asn Pro Ala Ser Pro Leu Pro Ser Phe Asp Glu Val Asp Ser 

980 985 990 

Gly Asp Gin Pro Pro Ala Thr Ser Val Pro Ala Pro Arg Ala Lys Gin 

995 1000 1005 

Phe Arg Ala Val Arg Thr Thr Glu Gly Glu Glu Glu Thr Glu Ser Arg 

1010 1015 1020 

Val Pro Gly Ser Thr Arg Pro Gin Arg Ser Phe Leu Ser Arg Val Val 
1025 1030 1035 1040 

Arg Ala Ala Leu Pro Leu Gin Leu Leu Leu Leu Leu Leu Leu Leu Leu 

1045 1050 1055 

Ala Cys Leu Leu Pro Ser Ser Glu Glu Asp Tyr Ser Cys Thr Gin Ala 

1060 1065 1070 

Asn Asn Phe Ala Arg Ser Phe Tyr Pro Met Leu Arg Tyr Thr Asn Gly 

1075 1080 1085 

Pro Pro Pro Thr 
1090 



<210> 3791 

<211> 1011 

<212> DNA 

<213> Homo sapiens 



<400> 3791 

tgatcaggtc acacacacgg tatactgtgt ctggcagctc atcaagacgg tggaagcagc 
60 

ctggcaacat agtatctgtg aaagtgtgga gctcatcttg ttccaacggg tcagcatccc 
120 

tgaaccttct ttaaacattt agcctcttcc tcctcctgct tttcccgagc tttccgttcc 
180 

tcttcctcct tccggcaagc aacttcctca ggtgactctg ccctttgatc cattggaata 
240 

tcctgtccca gagacatagc aattgctctc atcatctggt cctcttcaga catgctgaga 
300 
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tcccgaacaa ctcctcccat gattggagga gggtgggtta aaaggtactc tgtggcctgc 
360 

tccatggtgc tggtgttcaa cagtgcctcc attgcatgtt cccttgtgaa gcccatgtcc 
420 

atgagctgtt gcagttgttg ctggttgact tgaggttccc ggcgggagcc accttcctct 
480 

tgccctgtat cctcttctcc tcgagacccc tccttctcct tgcttagtct ctctcgaatc 
540 

acaggttctc ctcggaggat gtggcataga atggccagca tcgattcagc cattcgtcca 
600 

ccatatacct tcaggggttt ccggttccat aagtttttga tgcaagtaaa ggctgctttc 
660 

tgagttacca caaggaagcg cagtgcactg aactggggaa agttctggac acctccaggc 
720 

aatttggcag gcagcgaatg tggagattca agcaccgtgg tgggattcac catcttctcc 
780 

accagcataa gccaggcatc taggaattct cctgtgccat caggcaagtc tgagtgttcc 
840 

aatccctcag aaacaggaac tttacctccc atggacagag cccagttgaa agtttcaaaa 
900 

agagcattgt ggcctccgga gcagagaaat ttttgcagca tgaggtggta gggatacttc 
960 

ctctcatcaa acagcattgg ggatgtgaaa ccaactgaac agatgaagaa t 
1011 

<210> 3792 
<211> 288 
<212> PRT 

<213> Homo sapiens 



<400> 3792 



Met 


Leu 


Phe 


Asp 


Glu 


Arg 


Lys 


Tyr 


Pro 


Tyr 


His 


Leu 


Met 


Leu 


Gin 


Lys 


1 








5 










10 










15 




Phe 


Leu 


Cys 


Ser 


Gly 


Gly 


His 


Asn 


Ala 


Leu 


Phe 


Glu 


Thr 


Phe 


Asn 


Trp 








20 










25 










30 






Ala 


Leu 


Ser 


Met 


Gly 


Gly 


Lys 


Val 


Pro 


Val 


Ser 


Glu 


Gly 


Leu 


Glu 


His 






35 










40 










45 








Ser 


Asp 


Leu 


Pro 


Asp 


Gly 


Thr 


Gly 


Glu 


Phe 


Leu 


Asp 


Ala 


Trp 


Leu 


Met 




50 










55 










60 










Leu 


Val 


Glu 


Lys 


Met 


Val 


Asn 


Pro 


Thr 


Thr 


Val 


Leu 


Glu 


Ser 


Pro 


His 


65 










70 










75 










80 


Ser 


Leu 


Pro 


Ala 


Lys 


Leu 


Pro 


Gly 


Gly 


Val 


Gin 


Asn 


Phe 


Pro 


Gin 


Phe 










85 










90 










95 




Ser 


Ala 


Leu 


Arg 


Phe 


Leu 


Val 


Val 


Thr 


Gin 


Lys 


Ala 


Ala 


Phe 


Thr 


Cys 








100 










105 










110 






He 


Lys 


Asn 


Leu 


Trp 


Asn 


Arg 


Lys 


Pro 


Leu 


Lys 


Val 


Tyr 


Gly 


Gly 


Arg 






115 










120 










125 








Met 


Ala 


Glu 


Ser 


Met 


Leu 


Ala 


He 


Leu 


Cys 


His 


He 


Leu 


Arg 


Gly 


Glu 




130 










135 










140 










Pro 


Val 


He 


Arg 


Glu 


Arg 


Leu 


Ser 


Lys 


Glu 


Lys 


Glu 


Gly 


Ser 


Arg 


Gly 


145 










150 










155 










160 


Glu 


Glu 


Asp 


Thr 


Gly 


Gin 


Glu 


Glu 


Gly 


Gly 


Ser 


Arg 


Arg 


Glu 


Pro 


Gin 










165 










170 










175 




Val 


Asn 


Gin 


Gin 


Gin 


Leu 


Gin 


Gin 


Leu 


Met 


Asp 


Met 


Gly 


Phe 


Thr 


Arg 
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180 185 190 

Glu His Ala Met Glu Ala Leu Leu Asn Thr Ser Thr Met Glu Gin Ala 

195 200 205 

Thr Glu Tyr Leu Leu Thr His Pro Pro Pro lie Met Gly Gly Val Val 

210 215 220 

Arg Asp Leu Ser Met Ser Glu Glu Asp Gin Met Met Arg Ala lie Ala 
225 230 235 240 

Met Ser Leu Gly Gin Asp lie Pro Met Asp Gin Arg Ala Glu Ser Pro 

245 250 255 

Glu Glu Val Ala Cys Arg Lys Glu Glu Glu Glu Arg Lys Ala Arg Glu 

260 265 270 

Lys Gin Glu Glu Glu Glu Ala Lys Cys Leu Lys Lys Val Gin Gly Cys 
275 280 285 

<210> 3793 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<400> 3793 

nnnatctgcc cacacttata tatgtgagtg tacacacaca cagagtgtgt gtgtgtgtgt 
60 

gtgtgtgtgt gtgtgtgtgt atttatattt cagatcacag gcagatttct gggtctctgt 
120 

tactttgtgc cgggtaggaa caacagtttc tttttttctt ggagacagtg tttcactctt 
180 

gttgcccagg ctggagggca atggcgcgat ctcagctcac tgcaacctcc gcctttcggg 
240 

ctcaagagat tctcctgcct cagcctccca agtagctggg attacaggca tgcatcacca 
300 

tgcaccatgc ccgactaatt ttgtattttt agtagagaca gggtttctcc atgttggtca 
360 

<210> 3794 

<211> 96 

<212> PRT 

<213> Homo sapiens 

<400> 3794 

Val Tyr Thr His Thr Glu Cys Val Cys Val Cys Val Cys Val Cys Val 

15 10 15 

Cys Val Phe lie Phe Gin lie Thr Gly Arg Phe Leu Gly Leu Cys Tyr 

20 25 30 

Phe Val Pro Gly Arg Asn Asn Ser Phe Phe Phe Ser Trp Arg Gin Cys 

35 40 45 

Phe Thr Leu Val Ala Gin Ala Gly Gly Gin Trp Arg Asp Leu Ser Ser 

50 55 60 

Leu Gin Pro Pro Pro Phe Gly Leu Lys Arg Phe Ser Cys Leu Ser Leu 
65 70 75 80 

Pro Ser Ser Trp Asp Tyr Arg His Ala Ser Pro Cys Thr Met Pro Asp 
85 90 95 

<210> 3795 
<211> 1341 
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<212> DNA 

<213> Homo sapiens 

<400> 3795 

aactgcctgt acaagaaggg ccctgatggc 
60 

cgcaactaca ggtctcatcc caccatcctg 
120 

gagctgcagg cctgtgctga tgtcgtggat 
180 

cctcgacagg gctttcccat catctttcac 
240 

aacagcccat ccttcttcaa ccctgaagag 
300 

ctcctggccc cctcctccaa gaagggcaaa 
360 

atctccccgt accggaaaca ggtggagaaa 
420 

gagcttcgag gactggatga catcaaggac 
480 

ggccaagaac gaagcgtcat cctcatctcc 
540 

ctggatctgg actttaatct gggtttcctt 
600 

acccgggcca aggccctgct catcatcgtg 
660 

gactggaaag tattcctgga gttctgtaaa 
720 

cctgccaaac tggacctgca acagggacag 
780 

ccctctacct cagggcccca cagccatgac 
840 

ggcctgtctc tgcaagtgga gccagagtgg 
900 

ccttctcgca ccagccaagc cttaactgcc 
960 

ctgcccctcc aagggacagg aaggctgggg 
1020 

ccctcccctg ctggggagaa tgacacatca 
1080 

agaaaactct gaaaacaaaa tcttgttcta 
1140 

tggccccagc ttcctgagcc cctaagctga 
1200 

tgctgagggt cccatcccct tccagtggga 
1260 

aaacccagtg ggaggtggca gggaagccac 
1320 

cagaccactc ccttcacgcg t 
1341 

<210> 3796 
<211> 294 
<212> PRT 



tatgaccccc agttcataac caagctgctc 
gacattccta accagctcta ttatgaaggg 
cgagaacgct tctgccgctg ggcgggccta 
ggcgtaatgg gcaaagatga gcgtgaaggc 
gctgccacag tgacttccta cctgaagctg 
gcccgcctga gccctcgaag tgtgggcgtc 
atccgttact gcatcaccaa acttgacagg 
ttgaaggtgg gttcagtaga agaattccaa 
accgtgcgaa gcagccagag ctttgtgcag 
aagaacccca agaggttcaa tgtagctgtg 
gggaaccccc ttctcctggg ccatgaccct 
gaaaacggag ggtataccgg gtgtcccttc 
aatttactgc aaggtctgag caagctcagc 
tacctccccc aggagcggga gggtgaaggg 
aggaatgagc tctgaagaca cagcacccag 
tgcctgaccc tgaaccagaa cccagctgaa 
gagggagttt acaacccaag ccattccacc 
agctgctaac aattggggga aggggaagga 
tgcaaaagcc ttgataatgt ctcctctgcc 
ccctgtaggg aagggtggga ctttcagccc 
gaggaaccca gcccccacac tcgggggagg 
ccacaggttt ctaagtttag ccccctgcta 
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<213> Homo sapiens 
<400> 3796 

Asn Cys Leu Tyr Lys Lys Gly Pro Asp Gly Tyr Asp Pro Gin Phe lie 

1 5 10 15 

Thr Lys Leu Leu Arg Asn Tyr Arg Ser His Pro Thr lie Leu Asp He 

20 25 30 

Pro Asn Gin Leu Tyr Tyr Glu Gly Glu Leu Gin Ala Cys Ala Asp Val 

35 40 45 

Val Asp Arg Glu Arg Phe Cys Arg Trp Ala Gly Leu Pro Arg Gin Gly 

50 55 60 

Phe Pro He He Phe His Gly Val Met Gly Lys Asp Glu Arg Glu Gly 
65 70 75 80 

Asn Ser Pro Ser Phe Phe Asn Pro Glu Glu Ala Ala Thr Val Thr Ser 

85 90 95 

Tyr Leu Lys Leu Leu Leu Ala Pro Ser Ser Lys Lys Gly Lys Ala Arg 

100 105 HO 

Leu Ser Pro Arg Ser Val Gly Val He Ser Pro Tyr Arg Lys Gin Val 

115 120 125 

Glu Lys He Arg Tyr Cys He Thr Lys Leu Asp Arg Glu Leu Arg Gly 

130 135 140 

Leu Asp Asp He Lys Asp Leu Lys Val Gly Ser Val Glu Glu Phe Gin 
145 150 155 160 

Gly Gin Glu Arg Ser Val He Leu lie Ser Thr Val Arg Ser Ser Gin 

165 170 175 

Ser Phe Val Gin Leu Asp Leu Asp Phe Asn Leu Gly Phe Leu Lys Asn 

180 185 190 

Pro Lys Arg Phe Asn Val Ala Val Thr Arg Ala Lys Ala Leu Leu He 

195 200 205 

He Val Gly Asn Pro Leu Leu Leu Gly His Asp Pro Asp Trp Lys Val 

210 215 220 

Phe Leu Glu Phe Cys Lys Glu Asn Gly Gly Tyr Thr Gly Cys Pro Phe 
225 230 235 240 

Pro Ala Lys Leu Asp Leu Gin Gin Gly Gin Asn Leu Leu Gin Gly Leu 

245 250 255 

Ser Lys Leu Ser Pro Ser Thr Ser Gly Pro His Ser His Asp Tyr Leu 

260 265 270 

Pro Gin Glu Arg Glu Gly Glu Gly Gly Leu Ser Leu Gin Val Glu Pro 

275 280 285 

Glu Trp Arg Asn Glu Leu 
290 

<210> 3797 
<211> 1970 
<212> DNA 

<213> Homo sapiens 
<400> 3797 

nnggaaccgc ccgctgccag cccggccagg cacccctgca gcatggcctg gaacaccaac 
60 

ctccgctggc ggctgccgct cacctgcctg ctcctgcagg tgattatggt gattctcttc 
120 

ggggtgttcg tgcgctacga cttcgaggcc gacgcccact ggtggtcaga gaggacgcac 
180 
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aagaacttga gcgacatgga 
240 

cacgtgatgg tcttcgtggg 
300 

agcgccgtgg gcttcaactt 
360 

cagggctggt tccacttctt 
420 

aacgctgact tctgcgtggc 
480 

agccccattc agctgctcat 
540 

ttcattctcc ttaacctgct 
600 

tttggcgcct actttgggct 
660 

agcaaggaga gacagaattc 
720 

ttcctgtgga tgtactggcc 
760 

caccgagccg ccatcaacac 
840 

atatccagtg ccctgcacaa 
900 

ctcgcaggag gggtggccgt 
960 

ctcatcatcg gcttcgtctg 
1020 

ttcctggagt cccggctgca 
1080 

cctggcatca taggcggcat 
1140 

tatggaaaag aagggcttgt 
1200 

gcaagaacac agggaaagtt 
1260 

atgggtggca tcattgtggg 
1320 

gagaactgct ttgaggatgc 
1380 

atccctgagg accccacctt 
1440 

tccccactac ccatggcttc 
1500 

gagcaggctc cacagactgt 
1560 

gcaagagtga gcaagcagca 
1620 

gccctcccct tcatcccagg 
1680 

gcatccaagc cgggttctgg 
1740 

ggagaaaaac aggctcaaag 
1800 



gaacgaattc tactatcgct 
cttcggcttc ctcatgactt 
cctgttggca gccttcggca 
acaagaccgc tacatcgtcg 
ctctgtctgc gtggcctttg 
catgactttc ttccaagtga 
aaaggtgaag gatgcaggag 
cacagtgacc cggatcctct 
tgtgtaccag tcggacctct 
cagcttcaac tcagccatat 
ctactgctcc ttggcagcct 
gaagggcaag ctggacatgg 
gggtaccgct gctgagatga 
cggcatcatc tccaccctgg 
catccaggac acatgtggca 
cgtgggtgct gtgacagcgg 
ccattccttt gactttcaag 
ccagatttat ggtctcttgg 
gctcattttg agattaccat 
ggtctactgg gagatgcctg 
caagccctca ggaccctcag 
ctcggtaccc ttggtaccct 
cctggggccc agaggagctg 
cccccacctg ctggcttggc 
gggtctgcct gagaatggag 
ctgcagaagt tctgcctctg 
tggggctggg acctggtggg 



acccaagctt ccaggacgtg 
tcctgcagcg ctacggcttc 
tccagtgggc gctgctcatg 
tgggcg^S 3 gaacctcatc 
gggcagttct gggtaaagtc 
ccctcttcgc tgtgaatgag 
gctccatgac catccacaca 
accgacgcaa cctagagcag 
ttgccatgat tggcaccctc 
cctaccatgg ggacagccag 
gcgtgcttac ctcggtggca 
tgcacatcca gaatgccacg 
tgctcatgcc ttacggtgcc 
gttttgtata cctgacccca 
ttaacaatct gcatggcatt 
cctccgccag ccttgaagtc 
gtttcaacgg ggactggacc 
tgaccctggc catggccctg 
tctggggaca accttcagat 
aagggaacag cactgtctac 
taccctcagt acccatggtg 
aggctcccag ggcaggtgag 
gtgctgacct agctagggat 
ctcaaggtgc ctccacccct 
aaggagaagc tacaaagtgg 
cctggggtct tggccacatt 
tgaacctgag ctctcccagg 
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agacaactta gctgccagtc accacctatg aggctcttct accccgtgcc tgcacctcgg 
1860 

ccagcatctc ctatgctccc tgggtccccc agacctctct gtgttgtgtg cgtggcagcc 
1920 

tccaggaata aacattcttg ttgtcctttg taaaaaaaaa aaaaaaaaaa 
1970 



<210> 3798 

<211> 473 

<212> PRT 

<213> Homo sapiens 



<400> 3798 

Leu Arg Trp Arg Leu Pro Leu Thr Cys Leu Leu Leu Gin Val lie Met 

15 10 15 

Val lie Leu Phe Gly Val Phe Val Arg Tyr Asp Phe Glu Ala Asp Ala 

20 25 30 

His Trp Trp Ser Glu Arg Thr His Lys Asn Leu Ser Asp Met Glu Asn 

35 40 45 

Glu Phe Tyr Tyr Arg Tyr Pro Ser Phe Gin Asp Val His Val Met Val 

50 55 60 

Phe Val Gly Phe Gly Phe Leu Met Thr Phe Leu Gin Arg Tyr Gly Phe 
65 70 75 80 

Ser Ala Val Gly Phe Asn Phe Leu Leu Ala Ala Phe Gly lie Gin Trp 

85 90 95 

Ala Leu Leu Met Gin Gly Trp Phe His Phe Leu Gin Asp Arg Tyr He 

100 105 HO 

Val Val Gly Val Glu Asn Leu He Asn Ala Asp Phe Cys Val Ala Ser 

115 120 125 

Val Cys Val Ala Phe Gly Ala Val Leu Gly Lys Val Ser Pro lie Gin 

130 135 140 

Leu Leu He Met Thr Phe Phe Gin Val Thr Leu Phe Ala Val Asn Glu 
145 150 155 160 

Phe He Leu Leu Asn Leu Leu Lys Val Lys Asp Ala Gly Gly Ser Met 

165 170 175 

Thr He His Thr Phe Gly Ala Tyr Phe Gly Leu Thr Val Thr Arg He 

180 185 190 

Leu Tyr Arg Arg Asn Leu Glu Gin Ser Lys Glu Arg Gin Asn Ser Val 

195 200 205 

Tyr Gin Ser Asp Leu Phe Ala Met He Gly Thr Leu Phe Leu Trp Met 

210 215 220 

Tyr Trp Pro Ser Phe Asn Ser Ala He Ser Tyr His Gly Asp Ser Gin 
225 230 235 240 

His Arg Ala Ala He Asn Thr Tyr Cys Ser Leu Ala Ala Cys Val Leu 

245 250 255 

Thr Ser Val Ala He Ser Ser Ala Leu His Lys Lys Gly Lys Leu Asp 

260 265 270 

Met Val His He Gin Asn Ala Thr Leu Ala Gly Gly Val Ala Val Gly 

275 280 285 

Thr Ala Ala Glu Met Met Leu Met Pro Tyr Gly Ala Leu He He Gly 

290 295 300 

Phe Val Cys Gly He He Ser Thr Leu Gly Phe Val Tyr Leu Thr Pro 
305 310 315 320 

Phe Leu Glu Ser Arg Leu His He Gin Asp Thr Cys Gly He Asn Asn 
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325 

Leu His Gly lie Pro Gly 
340 

Ala Ala Ser Ala Ser Leu 
355 

Ser Phe Asp Phe Gin Gly 
370 

Gly Lys Phe Gin lie Tyr 
385 390 
Met Gly Gly He He Val 
405 

Gin Pro Ser Asp Glu Asn 
420 

Pro Glu Gly Asn Ser Thr 
435 

Pro Ser Gly Pro Ser Val 
450 

Met Ala Ser Ser Val Pro 
465 470 

<210> 3799 
<211> 210 
<212> DNA 
<213> Homo sapiens 

<400> 3799 

tcgaggaact gctcggcctc cacatcccaa gcctcacctt 
60 

agcaagcaga aggcccggag gagaacaaga tccagctcct 
120 

tctagctcct cttcttcctc ctcgtcctcc tcctcttcct 
180 

cgggggaagt acaaggacaa gaggaggaag 
210 



<210> 3800 

<211> 70 

<212> PRT 

<213> Homo sapiens 

<400> 3800 

Ser Arg Asn Cys Ser Ala 

1 5 
He Thr Glu Arg Ser Lys 
20 

Ser Ser Ser Ser Ser Ser 
35 

Ser Ser Ser Ser Ser Ser 
50 

Lys Asp Lys Arg Arg Lys 
65 70 

<210> 3801 
<211> 4070 



330 

lie He Gly Gly He 
345 

Glu Val Tyr Gly Lys 
360 

Phe Asn Gly Asp Trp 
375 

Gly Leu Leu Val Thr 
395 

Gly Leu He Leu Arg 
410 

Cys Phe Glu Asp Ala 
425 

Val Tyr He Pro Glu 
440 

Pro Ser Val Pro Met 
455 

Leu Val Pro 



335 

Val Gly Ala Val Thr 
350 

Glu Gly Leu Val His 
365 

Thr Ala Arg Thr Gin 
380 

Leu Ala Met Ala Leu 
400 

Leu Pro Phe Trp Gly 
415 

Val Tyr Trp Glu Met 
430 

Asp Pro Thr Phe Lys 
445 

Val Ser Pro Leu Pro 
460 



ctccctgcat cacagagaga 
cctcctcttc ttccagttct 
ccagtgatgg ccggaagaag 



Ser Thr Ser Gin Ala Ser Pro Ser Pro Cys 

10 15 
Gin Lys Ala Arg Arg Arg Thr Arg Ser Ser 

25 30 
Ser Ser Ser Ser Ser Ser Ser Ser Ser Ser 

40 45 
Ser Asp Gly Arg Lys Lys Arg Gly Lys Tyr 
55 60 
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<212> DNA 

<213> Homo sapiens 

<400> 3801 

ngctagcccg gcggcaagca ctgacgtgtc tctcggcgga gctgctgtgc agtggaacgc 
60 

gctgggccgc gggcagcgtc gcctcacgcg gagcagagct gagctgaagc gggacccgga 
120 

gcccgagcag ccgccgccat ggcaatcaaa tttctggaag tcatcaagcc cttctgtgtc 
180 

atcctgccgg aaattcagaa gccagagagg aagattcagt ttaaggagaa agtgctgtgg 
240 

accgctatca ccctctttat cttcttagtg tgctgccaga ttcccctgtt tgggatcatg 
300 

tcttcagatt cagctgaccc tttctattgg atgagagtga ttctagcctc taacagaggc 
360 

acattgatgg agctagggat ctctcctatt gtcacgtctg gccttataat gcaactcttg 
420 

gctggcgcca agataattga agttggtgac accccaaaag accgagctct cttcaacgga 
480 

gcccaaaagt tatttggcat gatcattact atcggccagt ctatcgtgta tgtgatgacc 
540 

gggatgtatg gggacccttc tgaaatgggt gctggaattt gcctgctaat catcattcag 
600 

ctctttgttg ctggtttgat tgtcctactt ttggatgagc tgctacagaa gggttacggc 
660 

ttggggtctg ggatttccct ctttattgcc accaacatct gtgagaccat tgtctggaag 
720 

gcctttagtc ccactaccat taacactggc agaggtactg agtttgaggg tgcagtcata 
780 

gctctgttcc atttgttggc caccaggacg gacaaagtcc gagctttacg ggaggctttt 
840 

tatcggcaga acttacccaa cctcatgaat ctcatcgcca ccatctttgt ctttgcagtg 
900 

gtcatctatt tccagggctt ccgagtggac ctgccaatca agtcggcccg ctaccgtggc 
960 

cagtacaaca cctatcccat caagctcttc tatacgtcca acatccccat catcctgcag 
1020 

tcggccctgg tgtccaacct ttatgttatt tcccaaatgc tctcagctcg atttagtggc 
1080 

aactttttag taaatttact aggacagtgg tcggacacgt cttctggggg cccagcacgt 
1140 

gcttatccag ttggtggcct ttgctattac ctgtcccctc cagaatcttt tggctccgtg 
1200 

ttagaagacc cggtccatgc agttgtatac atagtgttca tgctgggctc ctgtgcattc 
1260 

ttctccaaaa cgtggattga ggtctcaggt tcctctgcca aagatgttgc aaagcagctg 
1320 

aaggagcagc agatggtgat gagaggccac cgagagacct ccatggtcca tgaactcaac 
1380 

cggtacatcc ccacagccgc ggcctttggt gggctgtgca tcggggccct ctcggtcctg 
1440 

gctgacttcc taggcgccat tgggtctgga accgggatcc tgctcgcagt cacaatcatc 
1500 
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taccagtact ttgagatctt 
1560 

ctcttctgag cccgtctccc 
1620 

ggagctctca tcatggcgcg 
1680 

ttcgtattct ttcattccac 
1740 

ttttatcctg gcactggcaa 
1800 

gagaagtggg aatggtatag 
1860 

tgcaccttct cagtgctgta 
1920 

tttctcactc tggttggaag 
1980 

gtgtgaagct gggagcagat 
2040 

ccttcacaat caggcgtggg 
2100 

ttttccctta ttttaaaagt 
2160 

ggctttccca gaagacactc 
2220 

ctagctgact cttctggttg 
2280 

ccacttgggt catcagctct 
2340 

cagtgatgtc cgtttgtcca 
2400 

ccctagcaag gggagacatt 
2.460 

cacaagcccc tacaccttct 
2520 

gtgcttagga ctgcacgcaa 
2580 

tcgtcagcag agagaggaca 
2640 

catgggctgt ggtggtgttg 
2700 

atgtctggaa taagttctgt 
2760 

tctctctggc ctttagggag 
2820 

agagttgggt gctaagatcc 
2880 

ggaccaagga tgttttgcag 
2940 

gcctgtcggg gagaccccac 
3000 

accgccacag cccggcagag 
3060 

aacagagtga ccaagggaca 
3120 



cgttaaggag caaagcgagg 
ggacaggttg aggaagctgc 
tgctgctgcg gcatatggac 
tgtgtaaagt gctagacatt 
aaagaactgt gaaagtgaaa 
gattgtcccc aagtgtccat 
tgcggctgca gccgtctcac 
cacaaacact gaaatgtcta 
catgtatttc ccggagacat 
aatatctggc ttaggactgt 
gattttttta aggacagaac 
ctggccatct gtggatttgt 
ggcttagagt ctgcctgttt 
gccaagctga gcctggccaa 
gattctgcca gtcatcactg 
gtggtagcta tcagacatgg 
gggctgaaga tcacccagct 
gtgagcagac accaccgact 
gcacaggctc aaggttggta 
atcagttgct ccagtgtttg 
ttgtgctgac aggtggccta 
tcccctctta ggacaggcac 
tgaggagctc gaggtttcga 
gatgccctga tcctaagaag 
tctgacagtg ggcacacggc 
gggcacactc tggagacctt 
agaagggact tgcctaaagc 



ttggcagcat gggggccctg 
tccagaagcg cctcggaagg 
ttttaataat gtttttgaat 
ttccaattta aaattttgct 
ttttattcag ccgactgcca 
gtaacttttg ttttaacctt 
ctgtttcccc acaaagggaa 
cgtttcattt tggcagtagg 
gggaccttgc tggcatgtct 
ttctctctaa gacaccatcg 
ttcttccaaa agagagggat 
ctgtgcacct attggctctt 
ctgctagctc cgtgtttagt 
gctaggtgga cagacccttg 
gacacgtctc ctcgcagctg 
acagaaactg acttagtgct 
gtgttcagaa ttttcttact 
tcctttctgc gtcaccagtg 
gtgaagtcag gttcggggtg 
aaataagaag actcatgttt 
ggtcctggag atgagcaccc 
tgcccagcag caagggcagc 
gctggcttta gacattggtg 
ggggcctggg ggtgcgtgca 
agcctgcaaa gcacagggcc 
gctggcagtg ctagccagga 
cacccagcaa ctcagcagca 
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gaaccaagat gggccccagg ctcctccata 
3180 

ggccttgtct agacccagtc ctgagcaggg 
3240 

cccacatggt tctcccactg ccctgtctgc 
3300 

cagcccacgc ttaggaatgc ttggcctctg 
3360 

gcagggggct ggaaggcacc aggcctcagg 
3420 

aaccatcggc tgggccctgc aaggcccaca 
3480 

gtgggtgggg gctgacccca gcttccaggg 
3540 

actgagataa ggtgaataag tgacaaataa 
3600 

ttctcttaat cttaaattag attttattcc 
3660 

tgcagcttta tgtgtgtcaa aggcttggtt 
3720 

tcccttctga tggtcatgtc aacctggtgc 
3780 

gggccacatg tggagctgct gcagggctct 
3840 

gtgagaatgc agaggcctcc gctgagccag 
3900 

ccttctagca ggagcctagg gccccataac 
3960 

ccagctggtg attggagaag tcttaacttg 
4020 

agccaagcca gaaggaccca gtgttgtgtg 
4070 

<210> 3802 
<211> 476 
<212> PRT 

<213> Homo sapiens 
<400> 3802 

Met Ala lie Lys Phe Leu Glu Val 

1 5 
Pro Glu lie Gin Lys Pro Glu Arg 
20 

Leu Trp Thr Ala lie Thr Leu Phe 

35 40 
Pro Leu Phe Gly lie Met Ser Ser 

50 55 
Met Arg Val lie Leu Ala Ser Asn 
65 70 
lie Ser Pro lie Val Thr Ser Gly 
85 

Ala Lys He He Glu Val Gly Asp 
100 

Asn Gly Ala Gin Lys Leu Phe Gly 



tggcccaggg cttaccaccc tatcacacgt 
gagaggctct tgagacctga tgccctccta 
tctgctgcta cagaggggca gggcctcccc 
gcaggcaggc agctgtaccc aagctggtgg 
aggagcccca tagtcccgcc tgcagcctgt 
ctcacgccct gtgggtgatg gtcacggtgg 
gactgtcact gtggacgcca aaatggcata 
agccagtttt ttacaaggta cttgatcatg 
caaaaaggcc agtgaggcgc aaagcttggt 
ggcgcactca ggcattttgc ctggaaaagt 
tcacatttgt gataaagtga tatgggtgct 
gcccgtgagg cagagtgcac tggctgtccc 
ggcgcctgcc accccgtgga agagtgggaa 
tcgaagccct ttgagcctca gctccagtac 
gttgtgaggc tggcctcaga cccgacctgt 
ggtgggagtg gcaggcttgt 



He 


Lys 


Pro 


Phe 


Cys 


Val 


He 


Leu 




10 










15 




Lys 


He 


Gin 


Phe 


Lys 


Glu 


Lys 


Val 


25 










30 






He 


Phe 


Leu 


Val 


Cys 


Cys 


Gin 


He 










45 








Asp 


Ser 


Ala Asp 


Pro 


Phe 


Tyr 


Trp 








60 










Arg 


Gly 


Thr 


Leu 


Met 


Glu 


Leu 


Gly 






75 










80 


Leu 


He 


Met 


Gin 


Leu 


Leu 


Ala 


Gly 




90 










95 




Thr 


Pro 


Lys 


Asp 


Arg 


Ala 


Leu 


Phe 


105 










110 






Met 


He 


He 


Thr 


He 


Gly 


Gin 


Ser 
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115 120 125 

lie Val Tyr Val Met Thr Gly Met Tyr Gly Asp Pro Ser Glu Met Gly 

130 135 140 

Ala Gly lie Cys Leu Leu lie lie lie Gin Leu Phe Val Ala Gly Leu 
145 150 155 160 

lie Val Leu Leu Leu Asp Glu Leu Leu Gin Lys Gly Tyr Gly Leu Gly 

165 170 175 

Ser Gly lie Ser Leu Phe He Ala Thr Asn He Cys Glu Thr He Val 

180 185 190 

Trp Lys Ala Phe Ser Pro Thr Thr He Asn Thr Gly Arg Gly Thr Glu 

195 200 205 

Phe Glu Gly Ala Val He Ala Leu Phe His Leu Leu Ala Thr Arg Thr 

210 215 220 

Asp Lys Val Arg Ala Leu Arg Glu Ala Phe Tyr Arg Gin Asn Leu Pro 
225 230 235 240 

Asn Leu Met Asn Leu He Ala Thr He Phe Val Phe Ala Val Val He 

245 250 255 

Tyr Phe Gin Gly Phe Arg Val Asp Leu Pro He Lys Ser Ala Arg Tyr 

260 265 270 

Arg Gly Gin Tyr Asn Thr Tyr Pro He Lys Leu Phe Tyr Thr Ser Asn 

275 280 285 

He Pro He He Leu Gin Ser Ala Leu Val Ser Asn Leu Tyr Val He 

290 295 300 

Ser Gin Met Leu Ser Ala Arg Phe Ser Gly Asn Phe Leu Val Asn Leu 
305 310 315 320 

Leu Gly Gin Trp Ser Asp Thr Ser Ser Gly Gly Pro Ala Arg Ala Tyr 

325 330 335 

Pro Val Gly Gly Leu Cys Tyr Tyr Leu Ser Pro Pro Glu Ser Phe Gly 

340 345 350 

Ser Val Leu Glu Asp Pro Val His Ala Val Val Tyr He Val Phe Met 

355 360 365 

Leu Gly Ser Cys Ala Phe Phe Ser Lys Thr Trp He Glu Val Ser Gly 

370 375 380 

Ser Ser Ala Lys Asp Val Ala Lys Gin Leu Lys Glu Gin Gin Met Val 
385 390 395 400 

^Met Arg Gly His Arg Glu Thr Ser Met Val His Glu Leu Asn Arg Tyr 
405 410 415 

He Pro Thr Ala Ala Ala Phe Gly Gly Leu Cys He Gly Ala Leu Ser 

420 425 430 

Val Leu Ala Asp Phe Leu Gly Ala He Gly Ser Gly Thr Gly He Leu 

435 440 445 

Leu Ala Val Thr He He Tyr Gin Tyr Phe Glu He Phe Val Lys Glu 

450 455 460 

Gin Ser Glu Val Gly Ser Met Gly Ala Leu Leu Phe 
465 470 475 

<210> 3803 
<211> 345 
<212> DNA 

<213> Homo sapiens 
<400> 3803 

ccaagaggaa actccttgaa gaggctacag gaagaaacag gtgctaaaat gtctatcctg 
60 
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ggcaaaggat caatgagaga taaagctaag gaagaagaac taaggaagag tggggaagcc 
120 

aaatatgccc acttgagtga tgagcttcat gtattaattg aagtgtttgc tccacctggg 
180 

gaagcttatt cacgtatgag tcatgcattg gaagagatta aaaaattcct ggttcctgac 
240 

tacaatgatg aaattcgtca ggaacaacta cgtgaattat cttacttaaa tggctcagag 
300 

gactctggtc gtggcagagg tattagaggc agagggatcc ggatt 
345 

<210> 3804 

<211> 115 

<212> PRT 

<213> Homo sapiens 



<400> 3804 






Pro 


Arg 


Gly Asn 


Ser Leu Lys Arg Leu Gin Glu Glu 


Thr Gly Ala Lys 


1 




5 10 


15 


Met 


Ser 


lie Leu 


Gly Lys Gly Ser Met Arg Asp Lys 


Ala Lys Glu Glu 






20 


25 


30 


Glu 


Leu 


Arg Lys 


Ser Gly Glu Ala Lys Tyr Ala His 


Leu Ser Asp Glu 






35 


40 


45 


Leu 


His 


Val Leu 


He Glu Val Phe Ala Pro Pro Gly 


Glu Ala Tyr Ser 




50 




55 60 




Arg 


Met 


Ser His 


Ala Leu Glu Glu He Lys Lys Phe 


Leu Val Pro Asp 


65 






70 75 


80 


Tyr 


Asn 


Asp Glu 


He Arg Gin Glu Gin Leu Arg Glu 


Leu Ser Tyr Leu 








85 90 


95 


Asn 


Gly 


Ser Glu 


Asp Ser Gly Arg Gly Arg Gly He 


Arg Gly Arg Gly 






100 


105 


110 


lie 


Arg 


He 










115 







<210> 3805 
<211> 1923 
<212> DNA 
<213> Homo 

<400> 3805 
ataaaatttt 
60 

ctcagctgaa 
120 

aagagcccgt 
180 

cttgtgatca 
240 

atttccctga 
300 

ctactgccta 
360 

gagatagagg 
420 



sapiens 



taaaaggtgg ggggctggaa 


ctggcagagt 


ataagtggca 


ctgtgtgttg 


ctccatgccc 


tgtgaacaat 


ataagcaaca 


gtcctgctat 


ttccactgac 


tgcctaccag 


atgccaggcc 


ctgtgcttcc 


tcctgccttt 


gaggttttgg 


accaggaggg 


aaacatggtt 


actgctcgcc 


aggaacctcg 


cctggtcctg 


cctgcgatgg 


tgacaccctg 


actctcagtg 


cagcctacac 


aaaggaccta 


tcaaaacgcc 


caccacaaat 


gcagtgcaca 


agtgcagagt 


gcacggcctg 


gcagggactg 


tggcgaggcc 


gccgcccagt 


ggataaccag 


cttcctgaag 
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tcacagccct accgcctggt gcacttcgag 
480 

atagcagact tgttccgacc caaggaccag 
540 

atcctttctg aggcgtcgct ggcggatctc 
600 

accaacttca ggcccaatat tgtaatttca 
660 

gatgagcttc ttattggtga cgtggaactg 
720 

ttaaccacag tggacccaga caccggtgtc 
780 

aagagttatc gccagtgtga cccttcagaa 
840 

gggcagtatt ttgtgctgga aaacccaggg 
900 

ctgggccagt aatgggaacc gtatgtcctg 
960 

aaaaatgaca acacttgaag catggtgttt 
1020 

tttgtgattt tcacattttt cgtcttttgg 
1080 

agtgcaaaaa gtaaagaaat atagtctcaa 
1140 

aatgacaaga caggattctg aaaactcccc 
1200 

ctgcttctcc gtttatctac caagagcgca 
1260 

agaaagagaa gaagagaaag aggaagagtg 
1320 

tattgcccct gttcatgagg tacgcaatga 
1380 

atgccacttc ccttttcttc tcaagccccg 
1440 

ggtgaccttc aggaagcact gcagatatta 
1500 

gcttctcaga cagcattgga tttcctaaag 
1560 

aggacccctg gatccttgcc attcccctca 
1620 

cgggtgaaaa agttctgaat tctgtggagg 
1680 

gactactgaa aacctttaaa gggggaaaag 
1740 

tatctatttt ttaactgatt gtataactct 
1800 

attttgtcct ttgattatat tgggaagttg 
1860 

gaataaatgg aagctacttt gaaaaaaaaa 

1920 

aaa 

1923 

<210> 3806 



cctcacatgc gaccgagacg tcctcatcaa 
attgcttact cagacaccag cccattcttg 
aactccaggc tagagaagaa agttaaagca 
ggatgcgatg tctatgcaga ggattcttgg 
aaaagggtga tggcttgttc cagatgcatt 
atgagcagga aggaaccgct ggaaacactg 
cgaaagttat atggaaaatc accactcttt 
accatcaaag tgggagaccc tgtgtacctg 
gaatattaga tgccttttaa aaatgttctc 
cagaactgag acctctacat tttctttaaa 
acttctggtg tctcaatgct tcaatgtccc 
taacttagta ggacttcagt aagtcactta 
gtttaactga ttatggaata gttctttctc 
gacttgcatc ctgtcactac cactcgttag 
ggtgggctgg aagaatgtcc tagaatgtgt 
aaattaaatt gcaccccaaa tatggctgga 
ggctagcttt tgaaatggca taaagactga 
attttccata gatctggatc tggccctgct 
gtgctcagga ggatggttgt gtagtcatgg 
gctaatgacg gagtgctcct tctccagttc 
agaagaaaag tgattcagtg atttcagata 
gaaagcatat gtcagttgtt taaaacccaa 
aagatctgat gaagtatatt ttttattgcc 
actaaacttg aaaaatgttt ttaaaactgt 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
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<211> 280 
<212> PRT 

<213> Homo sapiens 



<400> 3806 

Thr Pro Cys Pro Val Asn Asn He Ser Asn Ser Pro Ala He Ser Thr 

15 10 15 

Asp Lys Ser Pro Leu Pro Thr Arg Cys Gin Ala Leu Cys Phe Leu Leu 

20 25 30 

Pro Leu Arg Phe Trp Leu Val He Asn Gin Glu Gly Asn Met Val Thr 

35 40 45 

Ala Arg Gin Glu Pro Arg Leu Val Leu He Ser Leu Thr Cys Asp Gly 

50 55 60 

Asp Thr Leu Thr Leu Ser Ala Ala Tyr Thr Lys Asp Leu Leu Leu Pro 
65 70 75 80 

He Lys Thr Pro Thr Thr Asn Ala Val His Lys Cys Arg Val His Gly 

85 90 95 

Leu Glu He Glu Gly Arg Asp Cys Gly Glu Ala Ala Ala Gin Trp He 

100 105 HO 

Thr Ser Phe Leu Lys Ser Gin Pro Tyr Arg Leu Val His Phe Glu Pro 

115 120 125 

His Met Arg Pro Arg Arg Pro His Gin He Ala Asp Leu Phe Arg Pro 

130 135 140 

Lys Asp Gin He Ala Tyr Ser Asp Thr Ser Pro Phe Leu He Leu Ser 
145 150 155 160 

Glu Ala Ser Leu Ala Asp Leu Asn Ser Arg Leu Glu Lys Lys Val Lys 

165 170 175 

Ala Thr Asn Phe Arg Pro Asn He Val He Ser Gly Cys Asp Val Tyr 

180 185 190 

Ala Glu Asp Ser Trp Asp Glu Leu Leu He Gly Asp Val Glu Leu Lys 

195 200 205 

Arg Val Met Ala Cys Ser Arg Cys He Leu Thr Thr Val Asp Pro Asp 

210 215 220 

Thr Gly Val Met Ser Arg Lys Glu Pro Leu Glu Thr Leu Lys Ser Tyr 
225 230 235 240 

Arg Gin Cys Asp Pro Ser Glu Arg Lys Leu Tyr Gly Lys Ser Pro Leu 

245 250 255 

Phe Gly Gin Tyr Phe Val Leu Glu Asn Pro Gly Thr He Lys Val Gly 

260 265 270 

Asp Pro Val Tyr Leu Leu Gly Gin 
275 280 



<210> 3807 

<211> 372 

<212> DNA 

<213> Homo sapiens 

<400> 3807 

nacgcgtggc ggctgagcga ggtgaacgag gacttcagct tgtgccccag atacccccgt 
60 

gcggtgatcg tgccatactt ggtggacgat gatgccctgg cgcgcagcgc ccgcttccgt 
120 

cagggaggtc gcttcccggt gctcagctac cacccggctc ccagcggcag agggagcgcg 
180 
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ccctccccac gctccgcccc tgggtggctg cgtcctttct gggccttttc tttttggccc 
240 

ggtcaattcg cggcgtagcc gctgccccaa ctcctgcccc attctggtcc cgcccctctc 
300 

ccgccttttc gctgggaagg gtatcacctt tctctggccc cgcccctgac ggttccgggc 
360 

cccgcgaagc tt 
372 

<210> 3808 
<211> 85 
<212> PRT 

<213> Homo sapiens 
<400> 3808 

Xaa Ala Trp Arg Leu Ser Glu Val Asn Glu Asp Phe Ser Leu Cys Pro 

15 10 15 

Arg Tyr Pro Arg Ala Val lie Val Pro Tyr Leu Val Asp Asp Asp Ala 

20 25 30 

Leu Ala Arg Ser Ala Arg Phe Arg Gin Gly Gly Arg Phe Pro Val Leu 

35 40 45 

Ser Tyr His Pro Ala Pro Ser Gly Arg Gly Ser Ala Pro Ser Pro Arg 

50 55 60 

Ser Ala Pro Gly Trp Leu Arg Pro Phe Trp Ala Phe Ser Phe Trp Pro 
65 70 75 80 

Gly Gin Phe Ala Ala 
85 

<210> 3809 

<211> 1221 

<212> DNA 

<213> Homo sapiens 



<400> 3809 

aaaacttttt tttttttttt tgttgttaca 
60 

aggctgtacg catataaaca gggaggaggc 
120 

ataagctgtg actttttgcc cctgatgcca 
180 

tggtacacac ttctccttct tttcatctgg 
240 

aaaacattcc cacgtccttc cctccctccc 
300 

gggtccatgg agggctgcct ctagtgatga 
360 

gactgcagca gtcccaagtc ctggagagct 
420 

aaggaattct ccaggaaggt aggcaggcct 
480 

actcgcacca ggcccagcac ctccagcccg 
540 

acagccaaca gctcctcgag ctcagacgct 
600 



gattgtatat ttgcatgcct gggggttacc 
aggctctgag aacctgccag ggtgcctggg 
taagttggag ggtcctctgc tcaaaacata 
tatcatgtat catctctcag atccaataag 
tagtaccaag gtcctcatct cagttttcat 
gctggaatct taaggcctga aatagagcca 
tcaagtaact gctcccgcgc agagccaata 
cctacaccat cccgcagggt atacaggggc 
tggtccttgg cgcgtgttgc gccggcctcc 
tggcatagaa gtgccacaac gcgtggccct 
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gacccgacgt gggagctgcg gtagtcagtg cgctccacgc ggaaagcggc agccgcttcg 
660 

cccagctcct cgcgcagctc gcggttcagc ccgtcctcta ggcttctgtc ctgcgtgtcc 
720 

acgaatccgc cggggaagcc caggcgtcca tcgaagcgca tctgcatcag tatggcgtag 
780 

cgcagcggga tgcggccgaa gagcatccca gggtccggcg cgtagaggag agcgtaggta 
840 

ctctgctttg ctaattctgt cttaactctt cagctcagca agactactgg gctctctttg 
900 

ggtttccctt ctctgtgcta tgcctccaga caataagcta gggcacttca tttgtttcgt 
960 

ttctctcatg gttcactatc cagtgctgcc tgttgtccaa tgcctgaaaa ccactgtttg 
1020 

gtacattttg tctggttttc tagttaaggc aggaggataa atctgttgcc tgtttttcca 
1080 

tcatggccag aagcaaaatc tgtatcatgt tctagtaatt ttcacaacta tcaaagtgag 
1140 

tcttactaat cttttctcaa tacctaaagt tcaaaatctc ttttgtcaat ctgttatcaa 
1200 

gtactgttat ttttccttaa g 
1221 

<210> 3810 
<211> 97 
<212> PRT 

<213> Homo sapiens 
<400> 3810 

Ala Gly lie Leu Arg Pro Glu He Glu Pro Asp Cys Ser Ser Pro Lys 

15 10 15 

Ser Trp Arg Ala Ser Ser Asn Cys Ser Arg Ala Glu Pro He Lys Glu 

20 25 30 

Phe Ser Arg Lys Val Gly Arg Pro Pro Thr Pro Ser Arg Arg Val Tyr 

35 40 45 

Arg Gly Thr Arg Thr Arg Pro Ser Thr Ser Ser Pro Trp Ser Leu Ala 

50 55 60 

Arg Val Ala Pro Ala Ser Thr Ala Asn Ser Ser Ser Ser Ser Asp Ala 
65 70 75 80 

Trp His Arg Ser Ala Thr Thr Arg Gly Pro Asp Pro Thr Trp Glu Leu 
85 90 95 

Arg 



<210> 3811 
<211> 296 
<212> DNA 

<213> Homo sapiens 
<400> 3811 

ggtaccctgg agatgggagc cagggctcgg tcactgattg tgccccccac tgcccaggtt 
60 

cctgtcctta aggctcagaa ctgtagaccc tcaggcagac ccgttctccc ctaccagagg 
120 
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acaccacgcc agatatctgg gcagcaggga catctgacct ggggtgcttg ctggcagcac 
180 

tgcctggaca gcagggcctc cttagggcca cctcccaacc cagctaggga gcgtcttaag 
240 

gcctgccctc cctgctgggc ttgggtggga cgctcaggga caggcccctc acgcgt 
296 

<210> 3812 

<211> 94 

<212> PRT 

<213> Homo sapiens 

<400> 3812 

Met Gly Ala Arg Ala Arg Ser Leu lie Val Pro Pro Thr Ala Gin Val 

15 10 15 

Pro Val Leu Lys Ala Gin Asn Cys Arg Pro Ser Gly Arg Pro Val Leu 

20 25 30 

Pro Tyr Gin Arg Thr Pro Arg Gin lie Ser Gly Gin Gin Gly His Leu 

35 40 45 

Thr Trp Gly Ala Cys Trp Gin His Cys Leu Asp Ser Arg Ala Ser Leu 

50 55 60 

Gly Pro Pro Pro Asn Pro Ala Arg Glu Arg Leu Lys Ala Cys Pro Pro 
65 70 75 80 

Cys Trp Ala Trp Val Gly Arg Ser Gly Thr Gly Pro Ser Arg 
85 90 

<210> 3813 

<211> 1419 

<212> DNA 

<213> Homo sapiens 

<400> 3813 

agatctaagt ggtgggcccc ctctgagatg gtgactgtga gccccgagca aaacgaccgc 
60 

acccccttgg tgatggtgca tggttttggg ggcggcgtgg gtctctggat cctcaacatg 
120 

gactcactga gtgcccgccg cacactgcac accttcgatc tgcttggctt cgggcgaagc 
180 

tcaaggccag cattcccaag ggacccggag ggggctgagg atgagtttgt gacatcgata 
240 

gagacatggc gggagaccat ggggatcccc agcatgatcc tcctggggca cagtttggga 
300 

ggattcctgg ccacttctta ctcaatcaag taccctgata gagttaaaca cctcatcctg 
360 

gtggacccat ggggctttcc cctccgacca actaacccca gtgagatccg tgcaccccca 
420 

gcctgggtca aagccgtggc atctgtccta ggacgttcca atccattggc tgttcttcga 
480 

gtagctgggc cctgggggcc tggtctggtg cagcgattcc ggccggactt caaacgcaag 
540 

tttgcagact tctttgaaga tgataccata tcagagtata tttaccactg caacgcacag 
6 00 

aatcccagtg gtgagacagc attcaaagcc atgatggagt cctttggctg ggcccggcgc 
660 
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cctatgctgg agcgaattca 
720 

tccgacacct ggatagatac 
780 

tatgtccgag acatggagat 
840 

atcttcaatg ctgtggtgga 
900 

ggaagaggag aaagccagag 
960 

tcctttcctc accaactaac 
1020 

ggacgacagt gaaaagaaca 
1080 

gaggccttga gtgccacccc 
1140 

ctccttgcca agtgttaccc 
1200 

cactctctct gtggcctttc 
1260 

ctctgtagtg tttgtgggga 
1320 

ttcaccccat cccataccag 
1380 

gagttccctt cacctgcaga 
1419 



cttgattcga aaagatgtgc 
cagtacggga aaaaaggtga 
taagggtgcc tcccaccatg 
ggagatctgc gactcagttg 
agtcactctt acctccctgt 
atgtgccagc caggcagagt 
cccttgaccc tacactgaag 
cagggaagaa cataaagggt 
agatggtgga ggatgtgaag 
ttcctctggg caaagaaggg 
taggttccat gcaagaacac 
ttccatccag ggtctgctta 
gtccttttca tgacctagg 



ctatcactat gatctacggg 
agatgcagcg gccggattcc 
tctatgctga ccagccacac 
attgagctgc tctctgaaga 
ctgcttactc acccactctg 
cttgtactgt tcccagaaca 
gctgaaggca gaagccacaa 
tgcacaatgc cacccatcca 
ggattgcacc aagccacatt 
cttccagtgg cctttcctca 
cttcctcctc catcccccac 
actgccaaga gcaggtcctg 



<210> 3814 

<211> 294 

<212> PRT 

<213> Homo sapiens 



<400> 3814 
















Arg 


Ser 


Lys 


Trp 


Trp Ala Pro Ser Glu Met Val 


Thr 


val 


Ser 


Pro 


Glu 


1 








5 10 








15 




Gin 


Asn 


Asp 


Arg 


Thr Pro Leu Val Met Val His 


Gly 


Phe 


Gly 


Gly 


Gly 








20 


25 






30 






Val 


Gly 


Leu 


Trp 


lie Leu Asn Met Asp Ser Leu 


Ser 


Ala 


Arg 


Arg 


Thr 






35 




40 




45 








Leu 


His 


Thr 


Phe 


Asp Leu Leu Gly Phe Gly Arg 


Ser 


Ser 


Arg 


Pro 


Ala 




50 






55 


60 










Phe 


Pro 


Arg 


Asp 


Pro Glu Gly Ala Glu Asp Glu 


Phe 


Val 


Thr 


Ser 


He 


65 








70 75 










80 


Glu 


Thr 


Trp 


Arg 


Glu Thr Met Gly He Pro Ser 


Met 


lie 


Leu 


Leu 


Gly 










85 90 








95 




His 


Ser 


Leu 


Gly 


Gly Phe Leu Ala Thr Ser Tyr 


Ser 


He 


Lys 


Tyr 


Pro 








100 


105 






110 






Asp 


Arg 


Val 


Lys 


His Leu He Leu Val Asp Pro Trp 


Gly 


Phe 


Pro 


Leu 






115 




120 




125 








Arg 


Pro 


Thr 


Asn 


Pro Ser Glu He Arg Ala Pro 


Pro 


Ala 


Trp 


Val 


Lys 




130 






135 


140 










Ala 


Val 


Ala 


Ser 


Val Leu Gly Arg Ser Asn Pro 


Leu 


Ala 


Val 


Leu 


Arg 


145 








150 155 










160 


Val 


Ala 


Gly 


Pro 


Trp Gly Pro Gly Leu Val Gin Arg 


Phe 


Arg 


Pro 


Asp 
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165 170 175 

Phe Lys Arg Lys Phe Ala Asp Phe Phe Glu Asp Asp Thr lie Ser Glu 

180 185 190 

Tyr lie Tyr His Cys Asn Ala Gin Asn Pro Ser Gly Glu Thr Ala Phe 

195 200 205 

Lys Ala Met Met Glu Ser Phe Gly Trp Ala Arg Arg Pro Met Leu Glu 

210 215 220 

Arg lie His Leu lie Arg Lys Asp Val Pro lie Thr Met lie Tyr Gly 
225 230 235 240 

Ser Asp Thr Trp lie Asp Thr Ser Thr Gly Lys Lys Val Lys Met Gin 

245 250 255 

Arg Pro Asp Ser Tyr Val Arg Asp Met Glu lie Lys Gly Ala Ser His 

260 265 270 

His Val Tyr Ala Asp Gin Pro His He Phe Asn Ala Val Val Glu Glu 

275 280 285 

He Cys Asp Ser Val Asp 
290 

<210> 3815 

<211> 3669 

<212> DNA 

<213> Homo sapiens 

<400> 3815 

ngggagcagc tgcagccccg cccgcgcctc ccgggtccct tacgtctggc agctgcccag 
60 

ctcgggccgg tctgaccggt ttgggccgcc acgcctggcg ctgtgctggg aggagccgcc 
120 

gccagtcgcg cggtcagtgc ctccctccag actcgggagg gtcgaggggg cgcgggagag 
180 

agcgcgggcg gccgccgggg ctggtcgcct gcagggatgg gggacgagcg gccccactac 
240 

tacgggaaac acggaacgcc acagaagtat gatcccactt tcaaaggacc catttacaat 
300 

aggggctgca cggatatcat atgctgtgtg ttcctgctcc tggccattgt gggctacgtg 
360 

gctgtaggca tcatagcctg gactcatgga gaccctcgaa aggtgatcta ccccactgat 
420 

agccggggcg agttctgcgg gcagaagggc acaaaaaacg agaacaaacc ctatctgttt 
480 

tatttcaaca ttgtgaaatg tgccagcccc ctggttctgc tggaattcca atgtcccact 
540 

ccccagatct gcgtggaaaa atgccccgac cgctacctca cgtacctgaa tgctcgcagc 
600 

tcccgggact ttgagtacta taagcagttc tgtgttcctg gcttcaagaa caataaagga 
660 

gtggctgagg tgcttcgaga tggtgactgc cctgctgtcc tcatccccag caaacccttg 
720 

gcccggagat gcttccccgc tatccacgcc tacaagggtg tcctgatggt gggcaatgag 
780 

acgacctatg aggatgggca tggctcccgg aaaaacatca cagacctggt ggagggcgcc 
840 

aagaaagcca atggagtcct agaggcgcgg caactcgcca tgcgcatatt tgaagattac 
900 



2959 



WO 00/58473 



PCT/US00/08621 



accgtctctt ggtactggat tatcataggc ctggtcattg ccatggcgat gagcctcctg 
960 

ttcatcatcc tgcttcgctt cctggctggt attatggtct gggtgatgat catcatggtg 
1020 

attctggtgc tgggctacgg aatatttcac tgctacatgg agtactcccg actgcgtggt 
1080 

gaggccggct ctgatgtctc ttfggtggac ctcggctttc agacggatct ccgggtgtac 
1140 

ctgcacttac ggcagacctg gttggccttt atgatcattc tgagtatcct tgaagtcatt 
1200 

atcatcttgc tgctcatctt tctccggaag agaattctca tcgcgattgc actcatcaaa 
1260 

gaagccagca gggctgtggg atacgtcatg tgctccttgc tctacccact ggtcaccttc 
1320 

ttcttgctgt gcctctgcat cgcctactgg gccagcactg ctgtcttcct gtccacttcc 
1380 

aacgaagcgg tctataagat ctttgatgac agcccctgcc cantttactg cgaaaacctg 
1440 

nncaacccag agaccttccc ctcctccaat gagtcccgcc aatgccccaa tgcccgttgc 
1500 

cagttcgcct tctacggtgg tgagtcgggc taccaccggg ccctgctggg cctgcagatc 
1560 

ttcaatgcct tcatgttctt ctggttzggcc aacttcgtgc tggcgctggg ccaggtcacg 
1620 

ctggccgggg cctttgcctc ctactactgg gccctgcgca agccggacga cctgccggcc 
1680 

ttcccgctct tctctgcctt tggccgggcg ctcagg.tacc acacaggctc cctggccttt 
1740 

ggcgcgctca tcctggccat tgtgcagatc atccgtgtga tactcgagta cctggatcag 
1800 

cggctgaaag ctgcagagaa caagtttgcc aagtgcctca tgacctgtct caaatgctgc 
1860 

ttctggtgcc tggagaagtt catcaaattc cttaatagga atgcctacat catgattgcc 
1920 

atctacggca ccaatttctg cacctcggcc aggaatgcct tcttcctgct catgagaaac 
1980 

atcatcagag tggctgtcct ggataaagtt actgacttcc tcttcctgtt gggcaaactt 
2040 

ctgatcgttg gtagtgtggg gatcctggct ttcttcttct tcacccaccg tatcaggatc 
2100 

gtgcaggata cagcaccacc cctcaattat tactgggttc ctatactgac ggtgatcgtt 
2160 

ggctcctact tgattgcaca cggtttcttc agcgtctatg gcatgtgtgt ggacacgctg 
2220 

ttcctctgct tcttggagga cctggagagg aatgacggct cggccgagag gccttacttc 
2280 

atgtcttcca ccctcaagaa actcttgaac aagaccaaca agaaggcagc ggagtcctga 
2340 

aggccccgtg ctccccacct ctcaaggagt ctcatgccgc agggtgctca gtagctgggt 
2400 

ctgttccccc agccccttgg gctcacctga agtcctatca ctgccgctct gcccctcccc 
2460 

atgagccaga tcccaccagt ttctggacgt ggagagtctg gggcatctcc ttcttatgcc 
2520 
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aaggggcgct tggagttttc 
2580 

attggggcct cttgatgtct 
2640 

ttcctgtccc ccgcttacac 
2700 

gagggagctg ctggccacag 
2760 

gaaccccttc tccacacctg 
2820 

ttattatttt ttaacctgga 
2880 

caacagctga gatggggccg 
2940 

gacgggtggg agtgtgtgtg 
3000 

gagggagagt tttgcggggg 
3060 

ctgtttaatg gaaacctgct 
3120 

ccagttattg acacagctct 
3180 

gatttcaggg ggagaggtgg 
3240 

cacctcactt gatccttttg 
3300 

ccctttgcca tattccaagt 
3360 

aggatcctgg agagggagaa 
3420 

ctgtgcctgc accagccctg 
3480 

caaccactaa taaagtgcct 
3540 

gagccagtgg cggctggtag 
3600 

agggcgattc tctcaaaggg 
3660 

cctgaattc 
3669 



atggctgccc ctccagactg 
gggatggcac gtggcccgac 
gacaacgggc cagaccacgg 
tgaacaccca cgtttattcc 
aacagttggc tcaagggcca 
catgcattaa agggtctatt 
ccaaggagtg ccttcctttt 
cccaggtggg ggtgtctcct 
ttggcagtgg agagcaggct 
gggctggagg gagttaggct 
ctttgtaaga gaggaaagaa 
agggcagatg tcctgggcaa 
ccaaacttgt caaactcagg 
ccccctcaga cttcatgtct 
cccctggccc caggggaaag 
cccccattgc gtctgcacac 
attgtacagg tccaggcctg 
ggggaacccc agcttccaag 
aacgaggagg gggcaggaaa 



cgagaaacaa gtaaaaaccc 
ctccacaagc tccctcatgc 
gaaggacggt gtttgtgtct 
tgcctgctcc ggccaggact 
ccagaagcat ttctttatta 
agctttcttt ccgtctgtct 
gctccctcct agctgggagt 
ggctgggaag gagggaaagg 
ggagaggaga tggctaatag 
gaatttcccg acttcctctg 
actaaaccca cccaagggat 
accgggcccc tctgcccaca 
ggaactggct tcccagttgc 
ctgctcatca gcactgtccc 
a 99g9H999T t ctcccgtttc 
ccctgcgtgt aactgcattc 
gtgtgtttgt tgggggcagt 
gccctaggag tctctgaact 
cccactggct gctggctctg 



<210> 3816 

<211> 707 

<212> PRT 

<213> Homo sapiens 



<400> 3816 
Met Gly Asp Glu 
l 

Lys Tyr Asp Pro 
20 

Asp lie He Cys 
35 

Ala Val Gly He 



Arg Pro His Tyr 
5 

Thr Phe Lys Gly 

Cys Val Phe Leu 
40 

He Ala Trp Thr 



Tyr Gly Lys His 
10 

Pro He Tyr Asn 
25 

Leu Leu Ala He 
His Gly Asp Pro 



Gly Thr Pro Gin 
15 

Arg Gly Cys Thr 
30 

Val Gly Tyr Val 
45 

Arg Lys Val He 
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50 








55 








60 






Tyr 


Pro Thr 


Asp 


Ser 


Arg 


Gly Glu 


Phe 


Cys Gly Gin Lys Gly Thr Lys 


65 








70 








75 






80 


Asn 


Glu Asn 


Lys 


Pro 


Tyr 


Leu 


Phe 


Tyr 


Phe Asn 


He 


Val Lys 


Cys Ala 








85 










90 






95 


Ser 


Pro Leu 


Val 


Leu 


Leu 


Glu 


Phe 


Gin 


Cys Pro 


Thr 


Pro Gin 


lie Cys 






100 










105 






110 




Val 


Glu Lys 


Cys 


Pro 


Asp 


Arg 


Tyr Leu 


Thr Tyr 


Leu Asn Ala Arg Ser 




115 










120 








125 




Ser 


Arg Asp 


Phe 


Glu Tyr Tyr Lys Gin 


Phe Cys 


Val 


Pro Gly Phe Lys 




130 








135 








140 






Asn 


Asn Lys 


Gly 


Val 


Ala 


Glu 


Val 


Leu 


Arg Asp Gly Asp Cys 


Pro Ala 


145 








150 








155 






160 


val 


Leu lie 


Pro 


Ser 


Lys 


Pro 


Leu 


Ala 


Arg Arg 


Cys 


Phe Pro 


Ala He 








165 










170 






175 


His 


Ala Tyr 


Lys 


Gly Val 


Leu 


Met 


Val 


Gly Asn Glu Thr Thr Tyr Glu 






180 










185 






190 




Asp 


Gly His Gly 


Ser Arg Lys 


Asn 


He 


Thr Asp Leu Val Glu Gly Ala 




195 










200 








205 




Lys 


Lys Ala 


Asn 


Gly Val 


Leu 


Glu 


Ala 


Arg Gin 


Leu 


Ala Met 


Arg He 




210 








215 








220 






Phe 


Glu Asp Tyr 


Thr 


Val 


Ser 


Trp 


Tyr 


Trp He 


He 


He Gly Leu Val 


225 








230 








235 






240 


Zle 


Ala Met 


Ala 


Met 


Ser 


Leu 


Leu 


Phe 


He He 


Leu 


Leu Arg 


Phe Leu 








245 










250 






255 


Ala 


Gly lie 


Met 


Val Trp Val 


Met 


He 


He Met 


Val 


He Leu 


Val Leu 






260 










265 






270 




Gly 


Tyr Gly 


He 


Phe 


His 


Cys 


Tyr Met 


Glu Tyr 


Ser Arg Leu Arg Gly 




275 










280 








285 




Glu 


Ala Gly 


Ser 


Asp 


Val 


Ser 


Leu 


Val 


Asp Leu Gly Phe Gin Thr Asp 




290 








295 








300 






Phe 


Arg Val 


Tyr 


Leu 


His 


Leu 


Arg 


Gin 


Thr Trp 


Leu 


Ala Phe 


Met He 


305 








310 








315 






320 


lie 


Leu Ser 


He 


Leu 


Glu 


Val 


He 


He 


He Leu 


Leu 


Leu He 


Phe Leu 








325 










330 






335 


Arg 


Lys Arg 


He 


Leu 


He 


Ala 


He 


Ala 


Leu He 


Lys 


Glu Ala 


Ser Arg 






340 










345 






350 




Ala 


Val Gly Tyr 


Val 


Met 


Cys 


Ser 


Leu 


Leu Tyr 


Pro 


Leu Val 


Thr Phe 




355 










360 








365 




Phe 


Leu Leu 


Cys 


Leu 


Cys 


He 


Ala 


Tyr 


Trp Ala 


Ser 


Thr Ala 


Val Phe 




370 








375 








380 






Leu 


Ser Thr 


Ser 


Asn 


Glu 


Ala 


Val 


Tyr 


Lys He 


Phe 


Asp Asp 


Ser Pro 


385 








390 








395 






400 


Cys 


Pro Xaa 


Tyr 


Cys 


Glu 


Asn 


Leu 


Xaa 


Asn Pro 


Glu 


Thr Phe 


Pro Ser 








405 










410 






415 


Ser 


Asn Glu 


Ser 


Arg Gin Cys 


Pro 


Asn 


Ala Arg 


Cys 


Gin Phe 


Ala Phe 






420 










425 






430 




Tyr 


Gly Gly Glu 


Ser Gly Tyr His Arg 


Ala Leu Leu Gly Leu Gin He 




435 










440 








445 




Phe 


Asn Ala 


Phe 


Met 


Phe 


Phe 


Trp 


Leu 


Ala Asn 


Phe 


Val Leu 


Ala Leu 




450 








455 








460 






Gly 


Gin Val 


Thr 


Leu Aia Gly Ala Phe 


Ala Ser Tyr Tyr Trp Ala Leu 


465 








470 








475 






480 


Arg 


Lys Pro Asp 


Asp 


Leu 


Pro 


Ala 


Phe 


Pro Leu 


Phe 


Ser Ala 


Phe Gly 
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485 490 495 

Arg Ala Leu Arg Tyr His Thr Gly Ser Leu Ala Phe Gly Ala Leu lie 

500 505 510 

Leu Ala lie Val Gin lie lie Arg Val lie Leu Glu Tyr Leu Asp Gin 

515 520 525 

Arg Leu Lys Ala Ala Glu Asn Lys Phe Ala Lys Cys Leu Met Thr Cys 

530 535 540 

Leu Lys Cys Cys Phe Trp Cys Leu Glu Lys Phe lie Lys Phe Leu Asn 
545 550 555 560 

Arg Asn Ala Tyr He Met He Ala He Tyr Gly Thr Asn Phe Cys Thr 

565 570 575 

Ser Ala Arg Asn Ala Phe Phe Leu Leu Met Arg Asn He He Arg Val 

580 585 590 

Ala Val Leu Asp Lys Val Thr Asp Phe Leu Phe Leu Leu Gly Lys Leu 

595 600 605 

Leu He Val Gly Ser Val Gly He Leu Ala Phe Phe Phe Phe Thr His 

610 615 620 

Arg He Arg He Val Gin Asp Thr Ala Pro Pro Leu Asn Tyr Tyr Trp 
625 630 635 640 

Val Pro He Leu Thr Val He Val Gly Ser Tyr Leu He Ala His Gly 

645 650 655 

Phe Phe Ser Val Tyr Gly Met Cys Val Asp Thr Leu Phe Leu Cys Phe 

660 665 670 

Leu Glu Asp Leu Glu Arg Asn Asp Gly Ser Ala Glu Arg Pro Tyr Phe 

675 680 685 

Met Ser Ser Thr Leu Lys Lys Leu Leu Asn Lys Thr Asn Lys Lys Ala 

690 695 700 

Ala Glu Ser 
705 

<210> 3817 

<211> 419 

<212> DNA 

<213> Homo sapiens 

<400> 3817 

cgcgttgtac acaactggga ctttgagcct cgaaaggttt ctcgctgcag catgcgctac 
60 

ctggcgctga tggtgtctcg gcccgtactc aggctccggg agatcaaccc tctgctgttc 
120 

agctacgtgg aggagctggt ggagattcgc aagctgcgcc aggacatcct gctcatgaag 
180 

ccgtacttca tcacctgcag ggaggccatg gaggctcgtc tgctgctgca ggacctcctg 
240 

gacgtgcatg ccggccgcct gggctgctcg ctcaccgaga tccacacgct cttcgccaag 
300 

cacatcaagc tggactgcga gcggtgccag gccaagggct tcgtgtgtga gctctgcaga 
360 

gagggcgacg tgctgttccc gttcgacagc cacacgtctg tgtgcgccga ctgcttcgc 
419 



<210> 3818 
<211> 139 
<212> PRT 
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<213> Homo sapiens 
<400> 3818 

Arg Val Val His Asn Trp Asp Phe Glu Pro Arg Lys Val Ser Arg Cys 

15 10 15 

Ser Met Arg Tyr Leu Ala Leu Met Val Ser Arg Pro Val Leu Arg Leu 

20 25 30 

Arg Glu He Asn Pro Leu Leu Phe Ser Tyr Val Glu Glu Leu Val Glu 

35 40 45 

He Arg Lys Leu Arg Gin Asp He Leu Leu Met Lys Pro Tyr Phe lie 

50 55 60 

Thr Cys Arg Glu Ala Met Glu Ala Arg Leu Leu Leu Gin Asp Leu Leu 
65 70 75 80 

Asp Val His Ala Gly Arg Leu Gly Cys Ser Leu Thr Glu He His Thr 

85 90 95 

Leu Phe Ala Lys His He Lys Leu Asp Cys Glu Arg Cys Gin Ala Lys 

100 105 HO 

Gly Phe Val Cys Glu Leu Cys Arg Glu Gly Asp Val Leu Phe Pro Phe 

115 120 125 

Asp Ser His Thr Ser Val Cys Ala Asp Cys Phe 
130 135 

<210> 3819 
<211> 1731 
<212> DNA 

<213> Homo sapiens 



<400> 3819 

actcctcccc ctccaggaat gttcatttgt 
60 

agtttgacat ctcctactcc cagagcttcg 
120 

tccttcacct ctctgggaga caactcatgg 
180 

agctgctttg ccagctgctt cttccggtac 
240 

cggaagttcg acggcgccgg gcgagtggct 
300 

ttcccgtgtt cgcagcggag ccggaggcca 
360 

a gg a gg a 999 gacccatagg acgcgttaac 
420 

ggcttaggtc acgagcaagg atttggagcc 
480 

ggattcgaac tgcacttctg gagaaaaata 
540 

catgatgtcc tcttgagcaa tgaagaggat 
600 

aagtatacca ctctgattgc aaaactaaag 
660 

gttatgatat tgacgaatcc agttgctgcc 
720 

tatgagtggg ctcctcctgt ccagaatcaa 
780 



ttggagcctt gggcatccat ctcacaggga 
ctcttatatt tcttcacaaa ctgctccatc 
cactttgaag ggtcctggtc atgtgcaggg 
tgtgccccct ctgagcctgc tactgggcgg 
gttgagcggc gccgcgggag ttccgcaggt 
gctgaacccg gccgtgggat cacggatagg 
atggacctgg aaaacaaagt gaagaagatg 
ccttgtttaa aatgcaaaga aaaatgtgaa 
tgtcgtaact gcaagtgtgg ccaagaagag 
cgaaaagtgg gaaaactttt tgaagacacc 
tcagatggaa ttcccatgta taaacgcaat 
aagaagaatg tctccatcaa tacagttacc 
gcattggcca ggcagtacat gcagatgcta 
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cccaaggaaa agcagccagt agcaggctca gagggggcac agtaccggaa gaagcagctg 
840 

gcaaagcagc tccctgcaca tgaccaggac ccttcaaagt gccatgagtt gtctcccaga 
900 

gaggtgaagg agatggagca gtttgtgaag aaatataaga gcgaagctct gggagtagga 
960 

gatgtcaaac ttccctgtga gatggatgcc caaggcccca aacaaatgaa cattcctgga 
1020 

ggggatagaa gcaccccagc agcagtgggg gccatggagg acaaatctgc tgagcacaaa 
1080 

agaactcaat attcctgcta ttgctgcaaa ctgagtatga aagaaggtga cccagccatc 
1140 

tatgccgaaa gggctggcta tgataaactg tggcacccag cttgttttgt ctgcagcacc 
1200 

tgccatgaac tcctggttga catgatttat ttttggaaga atgagaagct atactgtggc 
1260 

agacattact gtgacagcga gaaaccccga tgtgctggct gtgacgagct gatattcagc 
1320 

aatgagtata cccaggcaga aaaccagaat tggcacctga aacacttctg ctgctttgac 
1380 

tgtgatagca ttctagctgg ggagatatac gtgatggtca atgacaagcc cgtgtgcaag 
1440 

ccctgctatg tgaagaatca cgctgtggtg agaagtgttc taaggatatg gttgcctcag 
1500 

cctgctttag gacttgagtt tatgcttttc ttaaagcctc ttacaaatgg gaaacagaaa 
1560 

gcagtcctcc taagtagaaa gcaaattatt cctaccacag ggtgttaaaa tcaaggcaat 
1620 

tcaaaaacaa tacatgcatt gactatgagc cacctcaaga tttctacttg tgaaatttac 
1680 

aatatcaatt ataggtactg cttaataata aaatcctcac ttaaaaaaaa a 
1731 

<210> 3820 
<211> 535 
<212> PRT 

<213> Homo sapiens 
<400> 3820 

Thr Pro Pro Pro Pro Gly Met 

1 5 
lie Ser Gin Gly Ser Leu Thr 
20 

Tyr Phe Phe Thr Asn Cys Ser 
35 

Ser Trp His Phe Glu Gly Ser 

50 55 
Ser Cys Phe Phe Arg Tyr Cys 
65 70 
Arg Lys Phe Asp Gly Ala Gly 
85 

Ser Ser Ala Gly Phe Pro Cys 
100 

Pro Gly Arg Gly lie Thr Asp 



Phe He Cys Leu Glu Pro Trp Ala Ser 

10 15 
Ser Pro Thr Pro Arg Ala Ser Leu Leu 

25 30 
He Ser Phe Thr Ser Leu Gly Asp Asn 
40 45 
Trp Ser Cys Ala Gly Ser Cys Phe Ala 
60 

Ala Pro Ser Glu Pro Ala Thr Gly Arg 

75 80 
Arg Val Ala Val Glu Arg Arg Arg Gly 

90 95 
Ser Gin Arg Ser Arg Arg Pro Ala Glu 

105 110 
Arg Arg Arg Arg Gly Pro He Gly Arg 
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115 








120 


125 


Val 


Asn Met 


Asp 


Leu 


Glu Asn 


Lys Val 


Lys Lys Met Gly Leu Gly His 




130 






135 




140 


Glu 


Gin Gly 


Phe Gly Ala Pro 


Cys Leu 


Lys Cys Lys Glu Lys Cys Glu 


145 








150 




155 160 


Gly 


Phe Glu 


Leu 


His 


Phe Trp 


Arg Lys 


He Cys Arg Asn Cys Lys Cys 








165 






170 175 


Gly 


Gin Glu 


Glu 


His 


Asp Val 


Leu Leu 


Ser Asn Glu Glu Asp Arg Lys 






180 






185 


190 


Val 


Gly Lys 


Leu 


Phe Glu Asp 


Thr Lys 


Tyr Thr Thr Leu He Ala Lys 




195 








200 


205 


Leu 


Lys Ser 


Asp Gly 


He Pro 


Met Tyr 


Lys Arg Asn Val Met He Leu 




210 






215 




220 


Thr 


Asn Pro 


Val 


Ala 


Ala Lys 


Lys Asn 


Val Ser He Asn Thr Val Thr 


225 








230 




235 240 


Tyr 


Glu Trp 


Ala 


Pro 


Pro Val 


Gin Asn 


Gin Ala Leu Ala Arg Gin Tyr 








245 






250 255 


Met 


Gin Met 


Leu 


Pro Lys Glu 


Lys Gin 


Pro Val Ala Gly Ser Glu Gly 






260 






265 


270 


Ala 


Gin Tyr 


Arg 


Lys 


Lys Gin 


Leu Ala 


Lys Gin Leu Pro Ala His Asp 




275 








280 


285 


Gin 


Asp Pro 


Ser 


Lys 


Cys His 


Glu Leu 


Ser Pro Arg Glu Val Lys Glu 




290 






295 




300 


Met 


Glu Gin 


Phe 


Val 


Lys Lys 


Tyr Lys 


Ser Glu Ala Leu Gly Val Gly 


305 








310 




315 320 


Asp 


Val Lys 


Leu 


Pro 


Cys Glu 


Met Asp 


Ala Gin Gly Pro Lys Gin Met 








325 






330 335 


Asn 


lie Pro 


Gly Gly Asp Arg 


Ser Thr 


Pro Ala Ala Val Gly Ala Met 






340 






345 


350 


Glu 


Asp Lys 


Ser 


Ala 


Glu His 


Lys Arg 


Thr Gin Tyr Ser Cys Tyr Cys 




355 








360 


365 


Cys 


Lys Leu 


Ser 


Met 


Lys Glu 


Gly Asp 


Pro Ala He Tyr Ala Glu Arg 




370 






375 




380 


Ala 


Gly Tyr 


Asp Lys 


Leu Trp 


His Pro 


Ala Cys Phe Val Cys Ser Thr 


385 








390 




395 400 


Cys 


His Glu 


Leu 


Leu 


Val Asp 


Met He 


Tyr Phe Trp Lys Asn Glu Lys 








405 






410 415 


Leu 


Tyr Cys 


Gly Arg 


His Tyr 


Cys Asp 


Ser Glu Lys Pro Arg Cys Ala 






420 






425 


430 


Gly 


Cys Asp 


Glu 


Leu 


He Phe 


Ser Asn 


Glu Tyr Thr Gin Ala Glu Asn 




435 








440 


445 


Gin 


Asn Trp 


His 


Leu 


Lys His 


Phe Cys 


Cys Phe Asp Cys Asp Ser He 




450 






455 




460 


Leu 


Ala Gly 


Glu 


He 


Tyr Val 


Met Val 


Asn Asp Lys Pro Val Cys Lys 


465 








470 




475 480 


Pro 


Cys Tyr 


Val 


Lys 


Asn His 


Ala Val 


Val Arg Ser Val Leu Arg He 








485 






490 495 


Trp 


Leu Pro 


Gin 


Pro 


Ala Leu 


Gly Leu 


Glu Phe Met Leu Phe Leu Lys 






500 






505 


510 


Pro 


Leu Thr 


Asn Gly 


Lys Gin 


Lys Ala 


Val Leu Leu Ser Arg Lys Gin 




515 








520 


525 


He 


He Pro 


Thr 


Thr 


Gly Cys 








530 






535 
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<210> 3821 
<211> 5212 
<212> DNA 

<213> Homo sapiens 
<400> 3821 

nggtataact ttgttttgct ttgtttcaca atttggttta ataagagtga tttcatttac 
60 

ctcaagtgct atttcttcat aatgctgtgt aatgctaaag ctttgattat gtgcgtgtgt 
120 

ggtttttttc tccaataggc aattatttcc agtcagagaa ggaaaccagt gcctggcatt 
180 

ctcaccatct ttctacctac catgatcaag tgcttgtcag ttgaagtaca agccaaattg 
240 

cgttctggtt tggccataag ctccttgggc caatgtgttg aggaacttgc cctcaacagt 
300 

attgatgctg aagcaaaatg tgtggctgtc agggtgaata tggaaacctt ccaagttcaa 
360 

gtgatagaca atggatttgg gatggggagt gatgatgtag agaaagtggg aaatcgttat 
420 

ttcaccagta aatgccactc ggtacaggac ttggagaatc caaggtttta tggtttccga 
480 

ggagaggcct tggcaaatat tgctgacatg gccagtgctg tggaaatttc gtccaagaaa 
540 

aacaggacaa tgaaaacttt tgtgaaactg tttcagagtg gaaaagccct gaaagcttgt 
600 

gaagctgatg tgactagagc aagcgctggg actactgtaa cagtgtataa cctattttac 
660 

cagcttcctg taaggaggaa atgcatggac cctagactgg agtttgagaa ggttaggcag 
720 

agaatagaag ctctctcact catgcaccct tccatttctt tctctttgag aaatgatgtt 
780 

tctggttcca tggttcttca gctccctaaa accaaagacg tatgttcccg attttgtcaa 
840 

atttatggat tgggaaagtc ccaaaagcta agagaaataa gttttaaata taaagagttt 
900 

gagcttagtg gctatatcag ctctgaagca cattacaaca agaatatgca gtttttgttt 
960 

gtgaacaaaa gactagtttt aaggacaaag ctacataaac tcattgactt tttattaagg 
1020 

aaagaaagta ttatatgcaa gccaaagaat ggtcccacca gtaggcaaat gaattcaagt 
1080 

cttcggcacc ggtctacccc agaactctat ggcatatatg taattaatgt gcagtgccaa 
1140 

ttctgtgagt atgatgtgtg catggagcca gccaaaactc tgattgaatt tcagaactgg 
1200 

gacactctct tgttttgcat tcaggaagga gtgaaaatgt ttttaaagca agaaaaatta 
1260 

tttgtggaat tatcaggtga ggatattaag gaatttagtg aagataatgg ttttagttta 
1320 

tttgatgcta ctcttcagaa gcgtgtgact tccgatgaga ggagcaattt ccaggaagca 
1380 

tgtaataata ttttagattc ctatgagatg tttaatttgc agtcaaaagc tgtgaaaaga 
1440 
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aaaactactg cagaaaacgt aaacacacag 
1500 

aatacaaatg atgcattttt gtacatttat 
1560 

acagagccat ctttacaaaa caaagacagc 
1620 

gagacaattg tagcatcaga agctggagaa 
1680 

catagctctt tagaaaatcc gtgtggaacc 
1740 

acaccatgtc actttgagga gagtgggcag 
1800 

gttaatggca tggctgccaa catcttgaaa 
1860 

tttaaagatg ctactgaagt gggatgccag 
1920 

gtacatagtg ctcagacaga gaaagagaaa 
1980 

aatgttttta gttatgggcg agttaaatta 
2040 

caaaatgaaa aaactaaatc aactgaaaca 
2100 

ggtcccacac gtgcccaaga aacatttgga 
2160 

gacatcaaag atttagccag cactttaagt 
2220 

aattgcagaa cgaatataag ttatgggcta 
2280 

ttttctgctt ttcaggaagg tagcaaaaaa 
2340 

tccccctctt tcccctggta tagacacgtt 
2400 

attggtttct ccaaaccaat cgtccgtaag 
2460 

ttagagaagt ttaagaggca atatgggaag 
2520 

gaaagtaatg gagtcactac caatctcagt 
2580 

gacaagaacc gcttagagaa ctctgatgtt 
2640 

tcagatagta gttgtcaacc agcaagccac 
2700 

aaggatgaag attgtttaga acaacagatg 
2760 

aaggagttat ctctctttaa tagaaaacct 
2820 

gcctctaaat tatccagact gaagggttcc 
2880 

agtcgtttta atgaacttcc aaattcagat 
2940 

gtgttaacac aagatttttg tatgttattt 
3000 

gtcatcccaa catcagattc tgccacacag 
3060 



agttctaggg attcagaagc taccagaaaa 
gaatcaggtg gtccaggcca tagcaaaatg 
tcttgctcag aatcaaagat gttagaacaa 
aatgagaaac ataaaaaatc tttcctggaa 
agtttagaaa tgtttttaag cccttttcag 
gatctagaaa tatggaaaga aagtactact 
aataatagaa ttcagaatca accaaagaga 
cctctgcctt ttgcaacaac attatgggga 
aaaaaagaat ctagcaattg tggaagaaga 
tgttccactg gctttataac tcatgtagta 
gaacattcat ttaaaaatta tgttagacct 
aatagaacac gtcattcagt tgaaactcca 
aaagaatctg gtcaattgcc caacaaaaaa 
gagaatgaac ctacagcaac ttatacaatg 
tcacaaacag attgcatatt atctgataca 
tccaatgata gtaggaaaac agataaatta 
aagctaagct tgagttcaca gctaggatct 
gttgaaaatc ctctggatac agaagtagag 
cttcaagttg aacctgacat tctgctgaag 
tgtaaaatca ctactatgga gcatagtgat 
atccttgact cagagaagtt tccattctcc 
cctagtttga gagaaagtcc tatgaccctg 
ttggaccttg agaagtcatc tgaatcacta 
gaaagagaaa ctcaaacaat ggggatgatg 
tccagtagga aagacagcaa gttgtgcagt 
aacaacaagc atgaaaaaac agagaatggt 
gataattcct ttaataaaaa tagtaaaaca 



2968 



WO 00/58473 



PCT/USOO/08621 



cattctaaca gcaatacaac 
' 3120 

tataataatt ctaaagttac 
3180 

cagataggaa gtcttgactc 
3240 

ggtgaccaaa atggaatttg 
3300 

actgaagagt caaacacgtg 
3360 

agaatggttt atgtcaacaa 
3420 

attcaggctg cttgtactaa 
3480 

gggtctcagt acaggtgtca 
3540 

gctcgagcag agaggactgt 
3600 

agtagcgaat cgcttcagtc 
3660 

ccagaggttg ctgttgatgt 
3720 

aacatcttgt atccctatcg 
3780 

caagtagata acaagtttat 
3840 

gcagattcct acgagaagca 
3900 

actctaattc ctccgctaga 
3960 

taccacaaaa atctggaaga 
4020 

ctggtccttg tgggaaaagt 
4080 

agaggaagat ctactgtgac 

4140 

ctactccaga ccaccggagg 
4200 

gcatcccaag cctgccatgg 
4260 

tgccgcctta ttgaagctct 
4320 

ccttctatgc tgccgttagc 
4380 

aacctcacta aacttcgcaa 
4440 

gatacaaggc agagcctgca 
4500 

cactggtcta aaaggaacaa 
4560 

agcaggtacc agcacggccc 
4620 

agggctctct gtatcagtct 
4680 



agagaactgt gtgatatcag 
cggtaaagat tcagatgttc 
tcccagtgga atgttaatga 
ttttcagagt gaggaatcta 
ttgttcagat tggcagcggc 
aatgactgga ctcagcacat 
agacctgaca actgtggctg 
accttttaga agcgaccttg 
gatgagacag gataacagag 
tttgttctca gaatgggaca 
aagcagtggc caggctgaga 
tttcaccaaa ggaatgattc 
tgcctgtttg atgagcacta 
acaggcacaa ggctctggtc 
gataacagtg acagaggaac 
tctgggcctt gaatttgtat 
accactatgt tttgtggaaa 
caagagtatt gtggaggaat 
catccaaggg acattgccac 
ggccattaag tttaatgatg 
gtcctcatgc cagctgccat 
tgacatagac cacttggaac 
aatggcccag gcctggcgtc 
gcagtccatg cctccctgtg 
agggatgttc actgtatgcc 
tgactgaatc agcccagtgt 
ttcttgagca gatgattccc 



aaactccttt ggtattgccc 
ttatcagagc ctcagaacaa 
atccggtaga agatgccaca 
aagcaagagc ttgttctgaa 
atttcgatgt agccctggga 
tcattgcccc aactgaggac 
tggatgttgt acttgagaat 
ttcttccttt ccttccgaga 
atactgtgga tgatactgtt 
atccagtatt tgcccgttat 
gcttagcagt taaaattcac 
attcaatgca ggttctccag 
agactgaaga gaatggcgag 
ggaaaaaatt actgtcttct 
aaaggagact cttatggtgt 
ttccagacac tagtgattct 
gagaagccaa tgaacttcgg 
ttatccgaga acaactggag 
tgactgtcca gaaggtgttg 
gcctgagctt acaggaaagt 
tccagtgtgc tcacgggaga 
aggaaaaaca gattaaaccc 
tctttggaaa agcagagtgt 
agccaccatg agaacagaat 
tctgagcaga gagcagcagc 
ccctgagcag cttagacagc 
ctagttgagt agccagatga 
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aattcaagcc taaagacaat tcattcattt gcatccatgg gcacagaagg ttgctatata 
4740 

gtatctacct tttgctactt atttaatgat aaaatttaat gacagtttga aaaaaaaaaa 
4800 

aaaaaaaatt atttgaaggg gtgggtgatt tttgtttttg tacagttttt tttcaagctt 
4860 

cacatttgcg tgtatctaat tcagctgatg ctcaagtcca aggggtagtc tgccttccca 
4920 

ggctgccccc agggtttctg cactggtccc ctcttttccc ttcagtcttc ttcacttccc 
4980 

tatgctgctg cttcatgtgc tacatctcag acttaaagag tttctctact acagtgaaaa 
5040 

cattctctag ggtctttcat caggccttta gttattttag ggataaaaac tattgataaa 
5100 

aaggacaagg atagaacaga gaaaatttaa agtcctgttc cgggtttttt gttatgtttt 
5160 

ctttaaaaac tcagagactg atgttcaata tcccaaacca gtaaaatggt ga 
5212 

<210> 3822 

<211> 375 

<212> PRT 

<213> Homo sapiens 

<400> 3822 

Met Val Tyr Val Asn Lys Met Thr Gly Leu Ser Thr Phe lie Ala Pro 

15 10 15 

Thr Glu Asp lie Gin Ala Ala Cys Thr Lys Asp Leu Thr Thr Val Ala 

20 25 30 

Val Asp Val Val Leu Glu Asn Gly Ser Gin Tyr Arg Cys Gin Pro Phe 

35 40 45 

Arg Ser Asp Leu Val Leu Pro Phe Leu Pro Arg Ala Arg Ala Glu Arg 

50 55 60 

Thr Val Met Arg Gin Asp Asn Arg Asp Thr Val Asp Asp Thr Val Ser 
65 70 75 80 

Ser Glu Ser Leu Gin Ser Leu Phe Ser Glu Trp Asp Asn Pro Val Phe 

85 90 95 

Ala Arg Tyr Pro Glu Val Ala Val Asp Val Ser Ser Gly Gin Ala Glu 

100 105 110 

Ser Leu Ala Val Lys He His Asn He Leu Tyr Pro Tyr Arg Phe Thr 

115 120 125 

Lys Gly Met He His Ser Met Gin Val Leu Gin Gin Val Asp Asn Lys 

130 135 140 

Phe He Ala Cys Leu Met Ser Thr Lys Thr Glu Glu Asn Gly Glu Ala 
145 150 155 160 

Asp Ser Tyr Glu Lys Gin Gin Ala Gin Gly Ser Gly Arg Lys Lys Leu 

165 170 175 

Leu Ser Ser Thr Leu He Pro Pro Leu Glu He Thr Val Thr Glu Glu 

180 185 190 

Gin Arg Arg Leu Leu Trp Cys Tyr His Lys Asn Leu Glu Asp Leu Gly 

195 200 205 

Leu Glu Phe Val Phe Pro Asp Thr Ser Asp Ser Leu Val Leu Val Gly 

210 215 220 

Lys Val Pro Leu Cys Phe Val Glu Arg Glu Ala Asn Glu Leu Arg Arg 
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225 








230 




235 








240 


Gly 


Arg 


Ser 


Thr 


Val Thr Lys 


Ser He Val 


Glu 


Glu 


Phe 


He Arg 












245 


250 








255 




Gin 


Leu 


Glu 


Leu 


Leu Gin Thr Thr Gly Gly 


He 


Gin 


Gly Thr Leu 


Pro 








260 




265 








270 




Leu 


Thr 


Val 


Gin 


Lys Val Leu 


Ala Ser Gin 


Ala Cys 


His 


Gly Ala 


Tip 

lie 






275 






280 






285 






Lys 


Phe 


Asn Asp Gly Leu Ser Leu Gin Glu Ser Cys 


Arg 


Leu He 


Glu 




290 






295 






300 








Ala 


Leu 


Ser 


Ser 


Cys Gin Leu 


Pro Phe Gin 


Cys 


Ala 


His 


Gly Arg 


Pro 


305 








310 




315 








320 


Ser 


Met 


Leu 


Pro 


Leu Ala Asp 


He Asp His 


Leu 


Glu 


Gin 


Glu Lys 


Gin 










325 


330 








335 




He 


Lys 


Pro 


Asn 


Leu Thr Lys 


Leu Arg Lys 


Met 


Ala 


Gin Ala Trp 


Arg 








340 




345 








350 




Leu 


Phe 


Gly Lys 


Ala Glu Cys 


Asp Thr Arg 


Gin 


Ser 


Leu 


Gin Gin 


Ser 






355 






360 






365 






Met 


Pro 


Pro 


Cys 


Glu Pro Pro 















370 375 



<210> 3823 
<211> 6280 
<212> DNA 

<213> Homo sapiens 
<400> 3823 

nngggtgccc actgcctcct cgtccccctc cccccaagca acaacaacaa caacaactcc 
60 

aagcacaccg gecataagag tgcgtgtgtc cccaacatga ccgaacgaag aagggacgag . 
120 

ctctctgaag agatcaacaa cttaagagag aaggtcatga ageagtegga ggagaacaac 
180 

aacctgeaga gecaggtgea gaagctcaca gaggagaaca ccacccttcg agagcaagtg 
240 

gaacccaccc ctgaggatga ggatgatgac atcgagctcc gcggtgctgc ageagctget 
300 

gccccacccc ctccaataga ggaagagtgc ccagaagacc tcccagagaa gttcgatggc 
360 

aacccagaca tgctggctcc tttcatggcc cagtgecaga tcttcatgga aaagagcacc 
420 

agggatttct cagttgatcg tgtccgtgtc tgcttcgtga caagcatgat gaccggccgt 
480 

gctgcccgtt gggcctcagc aaagctggag cgctcccact acctgatgea caactaccca 
540 

gctttcatga tggaaatgaa gcatgtcttt gaagaccctc agaggegaga ggttgccaaa 
600 

egcaagatea gacgcctgcg ccaaggcatg gggtctgtca tcgactactc caatgettte 
660 

cagatgattg cccaggacct ggattggaac gagcctgcgc tgattgacca gtaccacgag 
720 

ggcctcagcg accacattca ggaggagctc tcccacctcg aggtcgecaa gtcgctgtct 
780 

gctctgattg ggcagtgcat tcacattgag agaaggctgg ccagggctgc tgcagctcgc 
840 
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aagccacgct cgccaccccg ggcgctggtg ttgcctcaca ttgcaagcca ccaccaggta 
900 

gatccaaccg agccggtggg aggtgcccgc atgcgcctga cgcaggaaga aaaagaaaga 
960 

cgcagaaagc tgaacctgtg cctctactgt ggaacaggag gtcactacgc tgacaattgt 
1020 

cctgccaagg cctcaaagtc ttcgccggcg ggaaactccc cggccccgct gtagagggac 
1080 

cttcagcgac cgggccagaa ataataaggt ccccacaaga tgatgcctca tctccacact 
1140 

tgcaagtgat gctccagatt catcttccgg gcagacacac cctgttcgtc cgagccatga 
1200 

tcgattctgg tgcttctggc aacttcattg atcacgaata tgttgctcaa aatggaattc 
1260 

ctctaagaat caaggactgg ccaatacttg tggaagcaat tgatgggcgc cccatagcat 
1320 

cgggcccagt tgtccacgaa actcacgacc tgatagttga cctgggagat caccgagagg 
1380 

tgctgtcatt tgatgtgact cagtctccat tcttccctgt cgtcctaggg gttcgctggc 
1440 

tgagcacaca tgatcccaat atcacatgga gcactcgatc tatcgtcttt gattctgaat 
1500 

actgccgcta ccactgccgg atgtattctc caataccacc atcgctccca ccaccagcac 
1560 

cacaaccgcc actctattat ccagtagatg gatacagagt ttaccaacca gtgaggtatt 
1620 

actatgtcca gaatgtgtac actccagtag atgagcacgt ctacccagat caccgcctgg 
16BO 

ttgaccctca catagaaatg atacctggag cacacagtat tcccagtgga catgtgtatt 
1740 

cactgtccga acctgaaatg gcagctcttc gagattttgt ggcaagaaat gtaaaagatg 
1800 

ggctaattac tccaacgatt gcacctaatg gagcccaagt tctccaggtg aagagggggt 
1860 

ggaaactgca agtttcttat gattgccgag ctccaaacaa ttttactatc cagaatcagt 
1920 

atcctcgcct atctattcca aatttagaag accaagcaca cctggcaacg tacactgaat 
1980 

tcgtacctca aatacctgga taccaaacat accccacata tgccgcgtac ccgacctacc 
2040 

cagtaggatt cgcctggtac ccagtgggac gagacggaca aggaagatca ctatatgtac 
2100 

ctgtgatgat cacttggaat ccacactggt accgccagcc tccggtacca cagtacccgc 
2160 

cgccacagcc gccgcctcca ccaccaccac cgccgccgcc tccatcttac agtaccctgt 
2220 

aaatacctgt catgtccttc aggatctctg ccctcaaaat ttattcctgt tcagcttctc 
2280 

aatcagtgac tgtgtgctaa attttaggct actgtatctt caggccacct gaggcacatc 
2340 

ctctctgaaa cggctatgga aggttagggc cactctggac tggcacacat cctaaagcac 
2400 

caaaagacct tcaacatttt ctgagagcaa cagagtattt gccaataaat gatctctcat 
2460 
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ttttccacct tgactgccaa tctaactaaa 
2520 

ctggaagtct gggttttacc tgccaaaacc 
2580 

atttgctgtt taacatttac agagaagctg 
2640 

tggaggggga gacgaggagg aggaggacat 
2700 

ttaaatcact ggaggactga ggccttatta 
2760 

aaggcttccg tgatcctctc gctgcaccct 
2820 

ccatggttct gttaattctc aaggagcagc 
2880 

aacccttgtg acatgaaaca tctcaggcct 
2940 

tgcatgttaa gactatgtct tcacatcatg 
3000 

ctttgacaca acaccttacc atcatcatgc 
3060 

gtaaccagag attactggtg gctccagcgt 
3120 

tcaatcacct ttgagggcta aagagtagca 
3180 

actcttaaga gatttgtcct ggtacttcag 
3240 

tggaaaagca ccagctgacg ttttggaaga 
3300 

ctgggcattt catcttcagt cccctcatta 
3360 

agaaatgatt tagcacccag attcacactc 
3420 

agaggaatta gggctgtgga cactgtcttg 
3480 

ttacttgatg gtaaccactt caaaaggatc 
3540 

gaggatggag ctgatgtgaa gctgccaatg 
3600 

actcaaagca acggacaaca caagagttgt 
3660 

tggaagcttt gtgctaacct gggactgcct 
3720 

ccttgaactg ttttatctaa cctctctttt 
3780 

cctgctgcag gatttgtgtc attttcctgc 
3840 

acacagagat gtaagaggca ggctttaatt 
3900 

acatggtgta tatctcaaat tgcctgacat 
3960 

ttcatcagca tcatctttca catgttcatt 
4020 

cacttaaaat ttttagtata atttttagtg 
4080 



ataattaata agtttacttt ccagccagtc 
tccatcacca tctaaattat aggctgccaa 
atacaaacgc aggaaatgct gatttcttta 
gacttttctt gcggtttcgg taccctcttt 
aggaatccaa aattatcggt gcagtgtgga 
tagaaacttc accgtcttca aactccattt 
aactcgactg gttctcccag gagcaggaaa 
gaaaagaaag tgctctctca gatggactct 
gtgcaaatca catgtaccca atgactccgg 
catgatggct tccacaaagc attaaacctg 
tgttagatgt tcatgaaatg tgaccacctc 
catcaaaagg actccaaaat cccataccca 
aaagaatttt catgagtgtt cttaattggc 
atctatccat gtgtctgcct ccatatgcat 
gactgtagca ttaggatgtg tggagagagg 
ctatgcctgg aagggggaca tctttgaaga 
aggatgtgga cttccttagt gagctccaca 
agaatccacg taatgaaaaa ggtccctcta 
gatgaaaagc ctcagaaagc aactcaaagg 
cttcagccca gtgacacctc tgatgtcccc 
gacttccttt agcctggtcc cttgctacta 
tctgtttaat tctttgctac tgccattgac 
ctggttgctg agactccatt ttgctgccac 
gccaaagcac agtttgagca gtagaaaaca 
gaagaggagt ctaacggtga agtttcactt 
atcatccgct cttattcttg catgtttaaa 
tgttttgaag tggtgactag gctttcaaaa 
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acttccattg aattacaaag cactatccag 
4140 

agtaacatag tgtaaaatat tcctttactg 
4200 

ctcctcagaa ctggagcatt tgtataataa 
4260 

atatataatt tcaattctat caattgggcc 
4320 

tgaaaagaga aacctaattg gctatttaat 
4380 

atcggaaagc ttgtcaatca ctcatgtgtt 
4440 

tgtgcttctg aactattttg aagagtcact 
4500 

catacatttg aattcaagtt gtttttttgt 
4560 

ctgcagggtg cctagaaatg ggccgttgtc 
4620 

gccaccactg caagcaaaag tctggagaag 
4680 

tatgctgctg tgggttaaca actcagaaag 
4740 

gcttgtgatt aactttttgg cagtgtgtac 
4800 

aatgtagatg ttaaggataa gtaattctaa 

4860 

taagtttcct ttcactcaat tgatttattt 
4920 

cctttaaatt ttttttggca ttttccaaca 
4980 

aatcaatgga atttgatatc taaagaagtt 
5040 

agatagatga attagtaagc aaatcagtag 
5100 

attgactttt agcccaaatt tacattgtta 
5160 

ctcccattga taggcaagcc tagagagaac 
5220 

acacagaaag tttacataca tttatgaagg 
5280 

tcttagtgga aaaaaggaga attagtctga 
5340 

aggtgcacaa aataagaggg ccacatctat 
5400 

gtaggtacct cttggacttc tgaattgatc 
5460 

cagatacaga cagttccaag attgacaaca 
5520 

aaatggagag ccctgcggga accatgctac 
5580 

atgagactga aagttctttg ttgttttaga 
5640 

aaattgcatt gcttttattt ctttgtgtaa 
5700 



ttcttattgt taaactaagt aaaaatgata 
tgaacttctt acaatgctgt gaatgagagg 
ttcatcctgt tcatcttcaa ttttaacatc 
tttaaaaatc atataaaagg atataaaatt 
ccaaaacaac tttttttttc cttcaatgga 
ttagagtaat tacttttaaa atggtgcatt 
tctgtttacc tcaagtatca attcatcctc 
caaatttaca gttgtcaatt gatcttcaag 
tgtagccctg gcatgtgcac acggacattt 
ttcaccaacg acaagaacga ttagggaaaa 
tccctgatcc acatttggct gtttactaaa 
tatgctctat tgctatatat gctatctata 
atttattatt ctatagtttt gaagtttggt 
tgttgttaat caaatttatg ttaattggat 
aaaatggctt tattcataag aaaggaaaaa 
agaaagggag caaaataaaa aacataaagg 
tcgagttttt caaactggca aaattaatta 
attaaatcaa gaaggaagaa gatctaagag 
tagctaaatt tatcatgcta ggatattgaa 
gtcaatttag tttggacagt gaggtatttg 
tcaaatcgtg aagtaataca gtgaacttgc 
atggtgcagt ctggaattct gtttaagttt 
cagttgtcat ccaccacaga catctcacat 
gagaacaacc tgctggaaag acctgggcag 
attttcatct aaagagagaa tgcacatctg 
ttgtagaatg gtattgaatt ggtctgtgga 
tcaagtttaa gtaatagggg atatataatc 
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ataagcattt tagggtggga gggactatta agtaatttta agtgggtggg gttatttaga 
5760 

atgttagaat aatattatgt attagatatc gctataagtg gacatgcgta cttacttgta 
5820 

accctttacc ctataattgc tatccttaaa gatttcaaat aaactcggag ggaactgcag 
5880 

ggagaccaac ttatttagag cgaattggac atggataaaa accccagtgg gagaaagttc 
5940 

aaaggtgatt agattaataa tttaatagag gatgagtgac ctctgataaa ttactgctag 
6000 

aatgaacttg tcaatgatgg atggtaaatt ttcatggaag ttataaaagt gataaataaa 
6060 

aacccttgct tttacccctg tcagtagccc tcctcctacc actgaacccc attgccccta 
6120 

cccctccttc taactttatt gctgtattct cttcactcta tatttctctc tatttgctaa 
6180 

tattgcattg ctgttacaat aaaaattcaa taaagattta gtggttaagt gcaaaaaaaa 
6240 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
6280 

<210> 3824 

<211> 342 

<212> PRT 

<213> Homo sapiens 

<400> 3824 

Asn Asn Asn Asn Ser Lys His Thr Gly His Lys Ser Ala Cys Val Pro 

15 10 15 

Asn Met Thr Glu Arg Arg Arg Asp Glu Leu Ser Glu Glu lie Asn Asn 

20 25 30 

Leu Arg Glu Lys Val Met Lys Gin Ser Glu Glu Asn Asn Asn Leu Gin 

35 40 45 

Ser Gin Val Gin Lys Leu Thr Glu Glu Asn Thr Thr Leu Arg Glu Gin 

50 55 60 

Val Glu Pro Thr Pro Glu Asp Glu Asp Asp Asp He Glu Leu Arg Gly 
65 70 75 80 

Ala Ala Ala Ala Ala Ala Pro Pro Pro Pro He Glu Glu Glu Cys Pro 

85 90 95 

Glu Asp Leu Pro Glu Lys Phe Asp Gly Asn Pro Asp Met Leu Ala Pro 

100 105 110 

Phe Met Ala Gin Cys Gin He Phe Met Glu Lys Ser Thr Arg Asp Phe 

115 120 125 

Ser Val Asp Arg Val Arg Val Cys Phe Val Thr Ser Met Met Thr Gly 

130 135 140 

Arg Ala Ala Arg Trp Ala Ser Ala Lys Leu Glu Arg Ser His Tyr Leu 
145 150 155 160 

Met His Asn Tyr Pro Ala Phe Met Met Glu Met Lys His Val Phe Glu 

165 170 175 

Asp Pro Gin Arg Arg Glu Val Ala Lys Arg Lys He Arg Arg Leu Arg 

180 185 190 

Gin Gly Met Gly Ser Val He Asp Tyr Ser Asn Ala Phe Gin Met He 

195 200 205 

Ala Gin Asp Leu Asp Trp Asn Glu Pro Ala Leu He Asp Gin Tyr His 
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210 










215 


220 










Glu 


Gly 


Leu 


Ser 


Asp 


His 


He 


Gin Glu Glu Leu Ser 


His 


Leu 


Glu 


Val 


225 










230 




235 








240 


Ala 


Lys 


Ser 


Leu 


Ser 
245 


Ala 


Leu 


He Gly Gin Cys He 
250 


His 


He 


Glu 
255 


Arg 


Arg 


Leu 


Ala 


Arg 
260 


Ala 


Ala 


Ala 


Ala Arg Lys Pro Arg 
265 


Ser 


Pro 
270 


Pro 


Arg 


Ala 


Leu 


Val 
275 


Leu 


Pro 


His 


He 


Ala Ser His His Gin 
280 


Val 
285 


Asp 


Pro 


Thr 


Glu 


Pro 


Val 


Gly 


Gly Ala Arg 


Met Arg Leu Thr Gin 


Glu 


Glu 


Lys 


Glu 




290 










295 


300 










Arg 


Arg 


Arg 


Lys 


Leu 


Asn 


Leu 


Cys Leu Tyr Cys Gly Thr Gly Gly 


His 


305 










310 




315 








320 


Tyr 


Ala 


Asp 


Asn 


Cys 
325 


Pro 


Ala 


Lys Ala Ser Lys Ser 
330 


Ser 


Pro 


Ala 
335 


Gly 


Asn 


Ser 


Pro 


Ala 
340 


Pro 


Leu 















<210> 3825 

<211> 2051 

<212> DNA 

<213> Homo sapiens 

<400> 3825 

nggacacctc acaggtgcgc ctccgaggag agggagggcg ccctgcgtcc ggcagaggag 
60 

gcgagcatcc cgctcaggtg atgaggaacc cctcgcgcac ccagcgcaga aggctgctgc 
120 

cgccggacgc ctccattgtt tgaccacaac aagggccgga ttctcaccca ggatcctaag 
180 

gcctttgtag tccttcagcc actgtgggcc ctgcctctgc ctgttcttct ggaatgtctt 
240 

gggggttttg atcctgtcac tgtgacctgc aaatccaaga gacacatctt tggaagataa 
300 

gagagcttct tcaagaccaa aaaaggagac ggcatgatac ccatgtaggg aattccccaa 
360 

agcagggctt gccatacctg gaccccgagg agcctgcttg ctggaaaggc tttcctgtct 
420 

gatgtgcagg aggcagaatg ccaaactgac tcttcaaggg gcaactgcag gggctcgaga 
480 

ccagccagca gtatctcatc cttcgataca ggggatatac tgtacagtcc tttttctaga 
540 

agtgagacat acaagattac tctacaanga ggaagattcc aggggctcaa aaacgcaaag 
600 

gtttgcactt tgagagcccc ttggaatgtt gacaactcag gatctaaaac aaagttctgt 
660 

gttaatgagt tacagaattc acgtggaagt caatgtcact ttataatcga taataatact 
720 

gagtgaggaa cactatgcag gaagaaacct tccgtagaaa gacaggcagg gnnaaaagct 
780 

taggctgacc ttaaacttac ctaatagagc aagcctgaga tagactgcca aaatggccaa 
840 

ataagagact ctatgaaata acagtcttgt aactgtagta atcataagga aattttctcc 
900 
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ttgaaatcac gataccaaat aggaaaaatg atctacaagt gccccatgtg tagggaattt 
960 

ttctctgaga gatgccgagg tggtcagtat cctgactttc agaggccttt ttttgtttgt 
1020 

tttaattttt actagattga tattaaaaac tcatgtggag gaactcaagg aatgtttaga 
1080 

agaccaaaag tccccaatga caggaacaaa agcaaccaat ttttaacttt ctcttctcat 
1140 

tcctgttttc attgatttcc cacatgtagt ccttttgctc aggaagtctt tggggaaatt 
1200 

aaggatcttt gaagctctga aataggtgat caggttagtg gtgtctgtca gctgtctaag 
1260 

aggttggaaa atgaactact caagatagtc acgaaaatac tgaaagtttg atttttcttt 
1320 

ccatatttga attaattttt tctgtttgac tggaaggggt ttttgtataa ctaaaacctc 
1380 

agcgcataaa ggagatttaa aaggagcaca tgatttagtg ggtgggccat gaaactagag 
1440 

atgggatttg ggggtgaatt tgtcaatatc tggattttaa tccagacatc tctgctaaca 
1500 

agcctttggt aagtcacttc agatactttt cctccttttt acaaagagag ggctggctta 
1560 

gttatttgcc aaagcccctt ccaggcctga attccacaag tacaatttac tgtagtgtct 
162 0 

tatcactctt tcatgtcaca atagcgtgga gcattagaga aaagcctaga cttttagttg 
1680 

atagccagtt gaaatatcat tgatagaatt ttagttttag gaaaaattgg tttgatttct 
1740 

agctttatta ctattaggta tgtgagcttg ggcaaatcgc ttaatctttg agtctagttt 
1800 

tctctcaaaa tgagaacatt aggctaaatg atttccgagt ttccagctag tcctagagtt 
1860 

ctatatttct acatagttga attattttat catgctgttg ctggggaata tgactaaccc 
1920 

ttttgaagct actaatttta tgtcgagctt taaagtccat aattgttatc ttcagaaaat 
1980 

attatttgac ctacagtatg tccaaatcaa tttaataaaa tcgctttata acaggaaaaa 
2040 

aaaaaaaaaa a 
2051 

<210> 3826 

<211> 125 

<212> PRT 

<213> Homo sapiens 



<400> 3826 

Gly He Pro Gin Ser Arg Ala Cys His Thr Trp Thr Pro Arg Ser Leu 

15 10 15 

Leu Ala Gly Lys Ala Phe Leu Ser Asp Val Gin Glu Ala Glu Cys Gin 

20 25 30 

Thr Asp Ser Ser Arg Giy Asn Cys Arg Gly Ser Arg Pro Ala Ser Ser 

35 40 45 

He Ser Ser Phe Asp Thr Gly Asp He Leu Tyr Ser Pro Phe Ser Arg 
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50 55 60 

Ser Glu Thr Tyr Lys He Thr Leu Gin Xaa Gly Arg Phe Gin Gly Leu 
65 70 75 80 

Lys Asn Ala Lys Val Cys Thr Leu Arg Ala Pro Trp Asn Val Asp Asn 

85 90 95 

Ser Gly Ser Lys Thr Lys Phe Cys Val Asn Glu Leu Gin Asn Ser Arg 

100 105 110 

Gly Ser Gin Cys His Phe He He Asp Asn Asn Thr Glu 
115 120 125 

<210> 3827 

<211> 1245 

<212> DNA 

<213> Homo sapiens 

<400> 3827 

nacgcgtgcc ggagcagcaa acccaggcca gcctgaaaag tcacctctgg cgctcagcgt 
60 

ctctggagag cgtggagtgt caactgttga tgactgggtt tatattgagg agccccgagc 
120 

gtgcagaaca agagtcccaa gtcagatgaa gaggccgaga gcactaaaga agctcagaat 
180 

gaattatttg aagcacaagg acagctgcag acctgggatt ctgaggactt tgggagcccc 
240 

cagaagtcct gcagcccctc ctttgacacc ccagagagcc agatccgggg cgtgtgggaa 
300 

gagctggggg tgggcagcag cggacacctg agcgagcagg agctggctgt ggtctgccag 
360 

agcgtcgggc tccagggact cgagaaagag gaactcgaag acctgtttaa caaactggat 
420 

caagacggag acggcaaagt gagtcttgag gaattccagc ttggcctctt cagtcatgag 
480 

cccgcgctac ttctagagtc ttccactcgg gttaaaccga gcaaggcttg gtctcattac 
540 

caggtcccag aggagagcgg ctgccacacc accacaacct catccctcgt gtccctgtgc 
600 

tccagcctgc gcctcttctc cagcattgac gatggttctg gcttcgcttt tcctgatcag 
660 

gtcctggcca tgtggaccca ggaggggatt cagaatggca gggagatctt gcagagcctg 
720 

gacttcagcg tggacgagaa ggtgaacctt ctggagctga cctgggccct tgacaacgag 
780 

ctcatgacag tggacagtgc cgtccagcag gcagccctgg cctgctacca ccaggagctg 
840 

agctaccagc aagggcaggt ggagcagctg gcaagggagc gtgacaaggc aaggcaggac 
900 

ctggagaggg ccgagaagag gaacctggag tttgtgaaag agatggacga ctgccactcc 
960 

accctggagc agctcacgga gaagaaaatc aagcatctgg agcaggggta ccgggaaagg 
1020 

ctgagcctcc tgcggtctga ggtggaggcg gagcgagagc tgttctggga gcaggcccac 
1080 

aggcagaggg ccgcgctgga gtgggacgtg gggcgcctgc aggctgagga ggctggcctc 
1140 
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cgcgagaagc tgaccctggc cctgaaggaa aacagtcgcc tacagaagga gattgtggaa 
1200 

atggtggaaa agctttcgga ttcggagagg ctggccctga agctg 
1245 



<210> 3828 
<211> 379 
<212> PRT 

<213> Homo sapiens 



<400> 3828 

Gly Ala Pro Ser Val Gin Asn Lys Ser Pro Lys Ser Asp Glu Glu Ala 

15 10 15 

Glu Ser Thr Lys Glu Ala Gin Asn Glu Leu Phe Glu Ala Gin Gly Gin 

20 25 30 

Leu Gin Thr Trp Asp Ser Glu Asp Phe Gly Ser Pro Gin Lys Ser Cys 

35 40 45 

Ser Pro Ser Phe Asp Thr Pro Glu Ser Gin He Arg Gly Val Trp Glu 

50 55 60 

Glu Leu Gly Val Gly Ser Ser Gly His Leu Ser Glu Gin Glu Leu Ala 
65 70 75 80 

Val Val Cys Gin Ser Val Gly Leu Gin Gly Leu Glu Lys Glu Glu Leu 

85 90 95 

Glu Asp Leu Phe Asn Lys Leu Asp Gin Asp Gly Asp Gly Lys Val Ser 

100 105 110 

Leu Glu Glu Phe Gin Leu Gly Leu Phe Ser His Glu Pro Ala Leu Leu 

115 120 125 

Leu Glu Ser Ser Thr Arg Val Lys Pro Ser Lys Ala Trp Ser His Tyr 

130 135 140 

Gin Val Pro Glu Glu Ser Gly Cys His Thr Thr Thr Thr Ser Ser Leu 
145 150 155 160 

Val Ser Leu Cys Ser Ser Leu Arg Leu Phe Ser Ser He Asp Asp Gly 

165 170 175 

Ser Gly Phe Ala Phe Pro Asp Gin Val Leu Ala Met Trp Thr Gin Glu 

180 185 190 

Gly He Gin Asn Gly Arg Glu He Leu Gin Ser Leu Asp Phe Ser Val 

195 200 205 

Asp Glu Lys Val Asn Leu Leu Glu Leu Thr Trp Ala Leu Asp Asn Glu 

210 215 220 

Leu Met Thr Val Asp Ser Ala Val Gin Gin Ala Ala Leu Ala Cys Tyr 
225 230 235 240 

His Gin Glu Leu Ser Tyr Gin Gin Gly Gin Val Glu Gin Leu Ala Arg 

245 250 255 

Glu Arg Asp Lys Ala Arg Gin Asp Leu Glu Arg Ala Glu Lys Arg Asn 

260 265 270 

Leu Glu Phe Val Lys Glu Met Asp Asp Cys His Ser Thr Leu Glu Gin 

275 280 . 285 

Leu Thr Glu Lys Lys He Lys His Leu Glu Gin Gly Tyr Arg Glu Arg 

290 295 300 

Leu Ser Leu Leu Arg Ser Glu Val Glu Ala Glu Arg Glu Leu Phe Trp 
305 310 315 320 

Glu Gin Ala His Arg Gin Arg Ala Ala Leu Glu Trp Asp Val Gly Arg 

325 330 335 

Leu Gin Ala Glu Glu Ala Gly Leu Arg Glu Lys Leu Thr Leu Ala Leu 
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340 345 350 

Lys Glu Asn Ser Arg Leu Gin Lys Glu lie Val Glu Met Val Glu Lys 

355 360 365 

Leu Ser Asp Ser Glu Arg Leu Ala Leu Lys Leu 
370 375 

<210> 3829 

<211> 5713<212> DNA 

<213> Homo sapiens 

<400> 3829 

naccggtgac tgtatcccgt ggtttctcac ttaggactct ttttatcccc acccagaaca 
60 

caggagtcct gacctgcgtt ctgaagcatt tggaatacaa cggtcacatt taagaccctg 
120 

gaggaggagc tatttgggaa caatgaggag agcccagctt ttaaggagtt cttggacctg 
180 

ctgggggaca cgatcacact gcaggatttc aaaggtttcc gaggaggcct ggacgtgacc 
240 

cacggacaga caggggtgga atcagtgtac acaacattcc gggacaggga gatcatgttt 
300 

cacgtttcca caaagctgcc atttaccgac ggagacgccc agcagctcca gagaaagaga 
360 

cacattggaa atgacatcgt ggccatcatc ttccaagagg aaaacacgcc gtttgtccca 
420 

gacatgatag cctccaattt cttacatgcc tacatcgtcg tgcaggtcga gaccccaggc 
480 

acagagaccc catcctacaa ggtctctgtc actgcgcggg aagatgtgcc cacctttggt 
540 

ccacctctgc ccagtccccc cgttttccag aagggcccgg aattcaggga gtttctgctc 
600 

accaagctca ccaatgccga gaacgcctgc tgcaagtcgg acaagtttgc aaagctggag 
660 

gaccggacca gggctgccct cctggacaac cttcacgatg agctccacgc ccacacacag 
720 

gccatgctgg gactgggccc agaggaggac aagtttgaga atggaggcca cggggggttc 
780 

ctggagtctt ttaagagggc catccgcgta cgcagccact ccatggagac catggtgggc 
840 

ggccagaaga agtcgcacag tgggggcatc cctggcagcc tcagcggggg catctcccac 
900 

aacagcatgg aggtcaccaa gaccaccttc tcgcctccag tggtggcggc aacggtgaag 
960 

aaccagtcac ggagtcccat caagcgacgc tcggggctct tcccccgcct gcacacgggc 
1020 

tcagaaggcc agggcgacag ccgggcacga tgtgacagca catccagcac acccaagacc 
1080 

ccagatggtg gacactcctc tcaggagata aagtctgaga cctcatccaa tcccagctct 
1140 

ccagaaatct gccccaacaa ggagaagccc ttcatgaagt tgaaggaaaa cggccgcgcc 
1200 

atctcccgct cctcctccag caccagcagc gtcagcagca ctgcagggga gggcgaggcc 
1260 
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atggaggagg gcgacagtgg gggcagccag 
1320 

gtgtttgtct acagcccgtc cccgagcagc 
1380 

ccgatcatca tgagccggag tcccacagat 
1440 

ctgaaattcc gctttgacaa gctcagccat 
1500 

agtggagtcc ttcgcctgtc caagggaatc 
1560 

ctcccagtgt gatgtccggg tcctttatca 
1620 

ggcaaagggg gatctggggg gagctcagca 
1680 

agagtagggg gtgggagcag agcctcggtg 
1740 

gaacgtggca ggctttacta ccaggaacgc 
1800 

agccaagatt cgtagcatcc ttgaggccat 
1860 

agctctggag ctctaaaccg tctatctgct 
1920 

cgtaggccca gggctgccct gcccctgctg 
1980 

ttcaagctca gagccagagc tggacgggcc 
2040 

gcggggactt tgggtcccac ccggtttctc 
2100 

ggaggggcag ccccgaggca gtctcttccc 
2160 

ggaagccagg agtgagaagg aattcaggga 
2220 

gtgttggttg aggaaaacct cgggcctgag 
2280 

aatggggqtt cagggaagac gtcgttatct 
2340 

*9999999 a t gacttgcggg ttctgatcag 
2400 

ctcagcagct tacgcccctg gagtcttggg 
2460 

gctactgtgc ccttgggcag ctgcgtctgg 
2520 

cagctgcggg tctgtaggca gctgtcacat 
2580 

^99^9^999 tcagaccctg tgacccacat 
2640 

ctgggacagc cagctcacct ccaaggacat 
2700 

gcagcgccgt gggcttctct gccgatgggc 
2760 

ggtacaacga gcctgaagag cccctttcag 
2820 

gggcacctgc cccacgacca atgacaagga 
2880 



ccgtccacga cctcaccctt caagcaggag 
gagagcccca gcctgggggc agctgccacc 
gccaaaagca gaaactcccc gagatcgaac 
gccagctctg gtgcgggtca ctaatgtgaa 
ccctcttctg tcctggaaaa ggctcctgac 
tcctattcat cctggagagg aaaagtgtcg 
gtgactgggg agctggtctg cctcagagac 
agggtcttgg ccacagggca gtgccttcct 
actcggtggt ggaggcccca tgttcccagg 
cctgataaaa ttcggcgcta ttgcccccgt 
tctgtgctga acgcctttcc catctgctga 
ccagtgtacc gtgagcgggg ctccagccag 
agaactgcgc tgcacacttc ctggactgag 
ctgattatgg ctgctgtggg gtgaggggag 
tttgagaaga tattttccca caaaggggtg 
gagcaaagga gccagtgctg agatgctgct 
ggccaggccg gagcccaggt ctctgctgac 
cccctcccca cttactcgag gagagaggtg 
gcccctgggt ggggaagggg cacagtgtcc 
gggcccagcc tggccctggg gccttttcca 
ggctcaaccc cccaatcctg ttcccctctc 
ctgaagggtt tctgcaacct ggaccccatc 
gccaccccca ccctccacag agcccccttg 
cccctcctgg cttctccccc ttccgagtct 
ccgggttggg gttaaggtgg gcatcctcca 
tgcagacggg gctgcagagt gacactggct 
tttccagctg aatgctttat tcccataggg 
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